Figure 1. - Relative EST Frequencies of Selected ECM Proteins 
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Legend: PGL=proteoglycan, CMP=cartllage matrix proteins, OSN=osteonectin, FN=fibronectin, 
COL=collagens, CRTL 1=cartilage link protein 
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Figure 2. - Relative Frequency of Collagen ESTs 




cDNA Library Collagen ESTs Frequency 

Fetal 722 37.6 
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Figure 3. - Relative Frequencies of Collagen ESTs in Human Cartilage Libraries 
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Figure 4, - Relative EST Frequencies of Selected Chondrocyte Genes 
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FAT tumor suppressor (Drosophiia) homolog 
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FUS glycine rich protein 


X71428.1 
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3 
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eukaryotic translation elongation factor 1 delta (c 
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3 
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ubiquitin-conjugating enzyme E2 


AB017644.1 
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2 
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3 


1283 


thyroid hormone receptor interactor 12 (TRIP12) 


NM_004238.1 
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: 1284 


IMP (inosine monophosphate)dehydrogenase 2 


NM_000884.1 
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3 
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DNA topoisomerase 11 (T0P2) 
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3 
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3 


1288 


hum-a-tub1 alpha-tubulin 


AF141348.1 
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3 


1289 


nerve growth factor (HBNF-1)(= 0SF-1)(= pleiot 
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3 
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M29870 


1 


0.01% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1291 
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1293 
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Krueppel-related DNA-binding protein (PF4) 
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3 


1307 


Glutathione transferase omega (GST01) 


AF212303.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1308 


L-isoaspartyl/D-aspartyl protein carboxyl methyl 


tM93009 


0 


0.00% 


0 


0.00% 


1i 0.01% 


2 


0,01% 


3 



Figure 6 - Unique Known Genes Identified In Four cDNA Cartilage Libraries and EST Frequency Analysis - Page 24 of 102 



1309 


collagen type V alpha 1(C0L5A1) 
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insulin-like growth factor binding protein-3 
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nuclear phosphoprotein similar to S. cerevisiae 
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C0P9 complex subunit 4 (LOC51138) 
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retrotransposon 3' long terminal repeat 
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sex-regulated protein janus A 
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ATPase, Ca transporting, cardiac muscle, slow 
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1326 


cysteine protease 
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protein-tyrosine-phosphatase G1 
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hinge=OXPHOS system complex III 
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mitochondrial aldehyde dehydrogenase (ALDH 1 
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NADH dehydrogenase (ubiquinone) 1, subcomp 
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NMJ04553.1 
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1334 


Na,K-ATPase beta subunit (ATP1 B) 


M25160 
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1335 


wingless-type MMTV integration site family, men 


NM_004185.1 
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1336ialpha-1-antichymotrypsin, precursor; actichymotr 


NPJ01 076.1 
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1337 


cystatin C 


X52255 


3 


0.02% 


0 


0.00% 


0 


0.00% 
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proteasome (prosome, macropain) 268 subunit, 


NM_002804.1 
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sorting nexin 2 (SNX2) 


AF065482.1 
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0.02% 
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3 


1340 


DiGeorge syndrome critical region gene 6 (DGC 


NM_005675.1 
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0.00% 


3 


1341 


ubiquitin-conjugating enzyme E2L 3 (UBE2L3) 


NM_003347.1 
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3 


1342 


Cdc5-related protein (PCDC5RP) (=AB007892.1 


U86753.1 
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3 


1343 


CGI-99 protein = homeobox prox 1= AF100755. 


AF151857 


0 


0.00% 


0 


0.00% 
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3 


1344 


jun B proto-oncogene (JUNB) 


NM^002229.1 
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1345imSin3A (sin3A) 


U22394 
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3 


1346 


retinoblastoma-binding protein 7 (RBBP7) 


NM_002893.1 
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3 


1347 


X-box binding protein 1 (RefSeq aa 3e-37) 


NPJ05071.1 
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0.01% 


3 


1348 


zinc finger protein 133 (done pHZ-13) (ZNF133) 


NM_003434.1 
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3 


1349 


dead box, Xisoform (DBX) 


AF000982.1 
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3 


1350 


six transmembrane epithelial antigen of prostate 


AF186249.1 
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1351 


coatomer protein complex, subunit beta 2 (beta 


NMJ04766.1 
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3 


1352 


helicasell(RAD54L) (=ATRX) 


U09820 
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2 


0.01% 
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3 


1353 


topoisomerase (DNA) 11 alpha (170kD) (T0P2A) 


NM_0D1067.1 
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1354 


cytochrome succinate dehydrogenase, small su 
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1355 


GTT1 
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major histocompatibility locus dass III regions H 
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1357 


prenylated rab acceptor 1 (PRA1) 
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1358 


CGl-49 protein 


AF151807.1 
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1359 


spindle pole body protein spc98 homologue GCF;AF042378 
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1360 


chondroitin sulfate proteoglycan 4 (melanoma-a 
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1361 


ankyrinG(ANK-3) 
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1362 


spedrin beta protein (pAZSP 3' end) 


X91 849.2 
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cold indudble RNA-binding protein (CIRBP) 
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1365iphosphatidylinositol glycan, class B (PIGB) 
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interleukin 13 receptor alpha 1 (IL13RA1) 
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retinoic acid suppression protein A (RSG-A) > 
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CDC28 protein l<inase 1 (RefSeq aa 4e44) 
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latent transforming growtli factor beta binding pr< 
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PDZ domain containmg-protein (PDZKI) 
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1372 


stannlocalcin 1 (STCI) 
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chromobox homolog 1(Drosophila HP1 beta) (CE 
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telomenc repeat binding factor (TRF1) 
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prefoldin 2 (PFDN2) 
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15 kDa selenoprotein (SEP15), mRNA /cds=(4,4 


Hs 90606 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1378 


4F5rel 


AF073298 


3 


0.02% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


1379 


androgen induced protein (AIG-i) (=AF151861 C 
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antigen NY-CO-1 (NY-CO-1) 
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ceroid-lipofuscinosis, neuronal 2, late infantile (J 
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CG3450 gene product [Drosophila melanogaster 
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embryonic lung protein (HUEL) 
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HBV pX associated protein-8 (LOC51773) 
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HSPC158 protein (RefSeq aa 3e-87) 


NP n'S4ftqq 1 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1395 
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HSPC162 protein (HSPC162) 


NM ni41R'^ 1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 
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HSPC218 
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HSPC241 
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HSPC275 
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HSPC337 
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HTGN29 protein {HTGN29) 
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hyperion gene 
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hypothetical protein (RefSeq aa 5e-73) 
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iduronate sulphate sulphatase (IDS) gene 


1 3S4ft^ 1 


1 


0.01% 


1 


0.01% 


li 0.01% 


0 


0.00% 


3 


1405 


KiAA0040 


n9'5^3Q 


0 


0.00% 


2 


0,01% 


0 


0.00% 


1 


0.01% 


3 


1406 


KIAA0065 (ZNF33A Kruppei-related) 




1 


0.01% 


0 


0.00% 


2 


0.02% 


^ 0 0.00% 


3 


1407 


KIAA0076 




3 


0.02% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


1408 


KIAA0081 


n49n3Q 


1 


0.01% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1409 


KIAA0090 


D42044 


1 


0.01% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


3 


1410 


KIAA0099 oroteln oartial cds 


D43951.1 


1 


0.01% 


1 0.01% 


0 


0.00% 


1 


0.01% 


3 


1411 


KIAA0104 


D14660.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


3 


1412 


KIAA0121 


D50911 


3 


0.02% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


1413 


KIAA0128 


D50918 


3 


0.02% 


0 


0.00% 


0 


0.00% 1 0 


0.00% 


3 


1414 


KIAA0146 


D63480 


2 


0.01% 


0 


0.00% 


0 


0.00% i 1 


0.01% 


3 


1415 


KIAA0152 (cytotoxic T-cell membrane glycoprot 


NM_01 4730.1 


1 


0.01%; 1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1416 


KIAA0170 


D79992 


1 


0.01% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


3 


1417 


KlAA0182gene 


D80004.1 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1418 


KIAA0188 


D80010 


1 


0.01% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1419 


K1AA0205 


D86960 


0 


0.00% 


0 


0.00% 


2 


0.02% 


1 


0.01% 


3 


1420 


KIAA0238 


D87075 


0 


0.00% 


0 


0.00% 


2 


0.02% 


1 


0.01 %i 3 


1421 


KIAA0255 gene 


D87444 


2 


0.01% 


0 


0.00% 


2 


0.02% 


0 


0.00% 


3 


1422iK!AA0261 


D87450 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


0.01% 


3 
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1423 


KIAA0262 


D87451 


2 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0,00% 


3 


1424 


KIAA0310 protein 


^B002308.2 


1 


0.01% 


0 


0.00% 


0 


0,00% 


2 


0.01% 


3 


1425 


KIAA0379 


AB002377 


0 


0.00% 


1 


0,01% 


1 


0.01% 


1 


0.01% 


3 


1426 


KIAA0419 gene product (KIAA0419) 


NM_014711.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1427 


KIAA0443 gene product 


NM_014710.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


0.01% 


3 


1428 


KIAA0458 


AB007927.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1429 


KIAA0461 


AB007930 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


3 


1430 


KIAA0484 


AB007953.1 


1 


0,01% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1431 


KiAA0537 


AB011109 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1432 


KIAA0642 


AB014542 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1433 


KIAA0666 


AB014566 0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1434 


KIAA0692 


AB014592 1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


3 


1435 


KIAA0696 protein 


AB014596 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1436 


KIAA0716 


AB018259.1 


0 


0.00% 


0 


0.00% 


2 


0.02%, 


1 


0.01% 


3 


1437 


KiAA0783 


AB01 8326.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1438 


K1AA0851 gene 


AJ297357 1 


1 


0.01% 


1 


0,01% 


1 


0.01% 


0 


0.00% 


3 


1439 


KIAA0929 protein Msx2 interacting nuclear targe 


MM 015001 1 

1 NIVI \J 1 v/vv 1 • 1 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1440 


K1AA0936 


AB023153 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


0.01% 


3 


1441 


K1AA0958 


AB023175 1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


3 


1442 


KIAA0965 


ARQ23182 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


0.01% 


3 


1443 


KIAA1162 


AB032988 1 




0.01% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1444 


KIAA1 21 2 protein 


AB033038 1 


2 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


3 


1445 


K!AA1288 


AB033114 1 


0 


0.00% 


2 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1446 


KIAA1311 


AB037732 1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1447 


KIAA1439 


AB037860 1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1448 


KIAA1581 


A 6046801 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1449 LI repetitive element ORF(aa1e-23,75%) 


B28096 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1450 


MDS016(MDS016) 


AF182417 1 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1451 


M025 protein (LOC51719) {-cDNA FLJ20797fi^ 


NM 016289 1 


0 


0.00% 


1 


0.01% 


2 


0.02% 


0 


0.00% 


3 


1452 


myeloid cell nuclear differentiation antigen 


M8175Q 


0 


0.00% 


1 


0.01% 


1 


0.01% 


1 


0.01% 


3 


1453 


NDPP-1 protein 


D10727 1 


0 


0.00% 0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1454 


Nm23 protein, involved in developmental regulat 


X17620 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


3 


1455 


nuclear distribution gene C (A.nidulans) homoloj 


NM 0066001 


2 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


3 


1456 


P13-kinase associated p85 


M61906 


0 


0.00% 


2 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1457 


PEGS (=AB006625 hypothetical protein (KIAA02 


U90336 


3 


0.02% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


1458 


peroxisomal acyl-CoA:dihydroxyacetonephosph< 


AF043937 


1 


0.01% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


3 


1459 


PRO0657 


AAF24054 1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


0.02% 


3 


1460 


PRO2550 


AF1 30089 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1461 


PTD015 


AF0921361 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


0.01% 


3 


1462 


PTP1C/HCPgene 


X82818 1 


3 


0.02% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


1463 


Rab geranylgeranyltransferase, beta subunit (R/ 


NMJ04582.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1464 


retinal pigment epithelium 


L07393.1 


1 


0.01% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


3 


1465 


retinol-binding protein 4, interstitial (RBP4) 


NMJ06744.2 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1466 


ribulose-5-phosphate-epimerase, (ORF) 


AJ224326 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0,01% 


3 


1467 


serologically defined colon cancer antigen 1 (SC 


NM_004713.1 


0 


0.00% 


1 


0.01% 


1 


0.01% 


1 


0.01% 


3 


1468 


Sid3177 


AB024935.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1469 


snuportin-1 (KPNBL) 


NM_005701.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0,01% 


3 


1470 


SON DNA binding protein isoform E (SON) mR^ 


yHs.92909 


0 


0.00% 


0 


0.00% 


1 


0,01% 


2 


0.01% 


3 


1471 


split hand/foot deleted gene 1 


NP_033195,1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1472 


ST15 


D50406.1 


0 


0.00% 


1 


0.01% 


2 


0.02% 


0 


0.00% 


3 


1473 


SUMO-1 activating enzyme subunit 2 (UBA2) 


NM_005499.1 


0 


0.00% 


0 


0.00% 


2 


0.02% 


1 


0.01% 


3 


1474 


suppressor of G2 allele 


NM_006704.1 


1 


0.01% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


3 


1475!TEB4 protein (=AB011169 K1AA0597) 


AF009301 


0 


0.00% 


0 


0.00% 


2 


0.02% 


1 


0.01% 


3 


1476 


thiosulfate sulfurtransferase (rhodanese) (TST) 


X59434 


2 


0,01% 


1 


i 0.01% 


0 


0.00% 


0 


0.00% 


3 


1477 


TL27 (from PC3cell line) 


X75684 


2 


0.01% 


1 


0.01% 


0 


0,00% 


0 


0.00% 


3 


1478 


translocated promoter region (to activated MET 


(NM_003292.1 


0 


0.00% 


c 


0.00% 


3 


0,02% 


0 


0.00% 


3 


147C 


1 WS-3 


D84145.1 


c 


0.00% 


1 


0.01% 


0 


0,00% 


2 


0.01% 


3 



Figure 6 - Unique Known Genes identified in Four cDIM Carriage Libraries and EST Frequency Anaiysis - Page 27 of 102 



1480 


WW domain binding protein-1 (ORF) 


U79457.17 


2 


0.01% 


1 


0.01% 


Oi 0.00% 


0 


0.00% 


3 


1481 


XIST 


X56196 


0 


0.00% 


0 


0.00% 


2; 0.02% 


1 


0.01% 


3 


1482 


annexin All (ANXA11 gene) 


AJ278465.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1483 


ATPase, Na IK transporting, beta 3 polypeptide 


NM^001679.1 


0 


0.00% 


1 


0.01% 


2 


0.02% 


0 


0.00% 


3 


1484 


channeMike integral menibrane protein (AQP-1) 


U41518.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1485 


citrin (SLC25A13) 


AF1 18838.1 


1 


0.01% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1486 


X-linked phosphoglycerate kinase 


Ml 1968 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


0.02% 


3 


1487 


aldehyde dehydrogenase 6 (ALDHB) 


NM_000693.1 


0 


0.00% 


0 


0.00% 


3 


0.02% 


0 


0.00% 


3 


1488 


aldehyde reductase 


J04794 


2 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


3 


1489 


dTDP-D-glucose 4, 6-dehydratase 


AJ006068 


0 


0.00% 


1 


0.01% 


2\ 


0.02% 


0 


0.00% 


3 


1490 


platelet-type phosphofructokinase 


D25328.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


0.01% 


3 


1491 


MKP-1 like protein tyrosine phosphatase 


AF038844 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1492 


Gem GTPase (gem) 


U10550 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1493 


hypoxanthine phosphoribosyltransferase (HPRT 


M26434 


1 


0.01% 


0 


0.00% 


2 


0.02% 


0 


0.00% 


3 


1494 


plasma cell membrane glycoprotein (PC-1) 


M57736.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1495 


pyrophosphatase 


Z48605 


0 


0,00% 


0 


0.00% 


0 


0.00% 


3 


0.02% 


3 


1496 


acetyl-Coenzyme A acetyltransferase 2 (acetoac 


gi51 74388 


0 


0.00% 


1 


0.01%' 


0 


0.00% 


2 


0.01% 


3 


1497 


acyl-CoA synthetase 4 (ACS4) 


AF030555 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1498 


acyl-Coenzyme A dehydrogenase, very long chc 


NM_000018.1 


2 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


3 


1499 


L3 pigment (13) 


AF189062.3 


1 


0.01% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1500 


leukotriene A4 hydrolase 


J02959 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


3 


1501 


cytochrome b5 reductase 1 (B5R.1) (RefSeq aa 


NP_057327.1 


0 


0.00% 


3 


0.02% 


0 


0.00% i 0 


0.00% 


3 


1502 


NADH-ubiquinone oxidoreductase MNLL subuni 


AF050638.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1503 


ubiquinol-cytochrome c reductase, Rieske iron-s 


5174742 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1504 


methylene tetrahydrofolate dehydrogenase (NA[ 


NM_006636.1 


1 


0.01% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


3 


1505 


aspartyl glucosaminidase (AGA) 


X55330 


0 


0.00% 


1 


0.01% 


1 


0.01% 


1 


0.01% 


3 


1506 


leucine-rich repeat (LRR) protein (P37NB) 37 kD 


NM 005824.1 ' 0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1507 


methionine synthase reductase (MTRR) 


AF025794 


0 


0.00% 


2 


0.01% 


1 


0.01% 


0 


0.00% 


3 


1508 


osteoblast specific cysteine-rlch protein, comple 


AB008375 


0 


0.00% 


1 


0.01% 


1 


0.01% 


1 


0.01% 


3 


1509 


pyrroline-5-carboxylate reductase 1 (PYCR1) 


NM_006907.1 


1 


0.01% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


3 


1510 


S-adenosylmethionine decarboxylase 1 (AMD1) 


NM.OOl 634.3 


1 


0.01% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


3 


1511 


selenophosphate synthetase 2 (SPS2) 


U43286 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


3 


1512 


tryptophan rich basic protein (WRB) (ORF) 


NM„004627.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


3 


1513 


glutamic-oxaloacetic transaminase 2, mitochonc! 


NM_002080.1 


1 


0.01% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


3 


1514 


eukaryotic translation initiationfactor4E (RefSeq 


NP_001959.1 


0 


0.00% 


3 


0.02% 


0 


0.00% 


0 


0.00% 


3 


1515 


GC20 protein (=AF077052 protein translation fac 


AF064607 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


3 


1516ip80 protein (=M23613.1 nucleophosmin) 


D45915.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


0.01% 


3 


1517 


translation initiation factor 3 47 kDa subunit 


U94855 


2 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


3 


1518 


ribosome binding protein 1 (dog 180kD homolog 


gi4759055 


3 


0.02% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


1519 


stress-associated endoplasmic reticulum protein 


NM_014445.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


0.02% 


3 


1520 


aminopeptldase puromycin sensitive (NPEPPS) 


NMJ06310.1 


2 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


3 


1521 


beta-migrating plasminogen activator inhibitor 1 


M14083 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


o.or/o 


3 


1522 


calpain, large polypeptide 12 (CAPN2) mRNA 


NM_001748.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1523 


collagenase inhibitor 


M59906 


2 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


3 


1524 


cysteine-rich heart protein (hCRHP) 


U09770.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


3 


1525 


cysteine-rlch repeat-containing protein S52 prec 


iAF1 67706.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1526 


matrix metailoprotease(ADAMTSI) mRNA, com 


AF207664.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1527 


nardilysin (N-arginine dibasic convertase) (NRD 


NMJ02525.1 


2 


0.01% 


0 


0.00% 


0 


0.00%: 1 


0.01% 


3 


1528 


procollagen, type XI, alpha 1 (Col11a1) 


NM_007729.1 


2 


0.01% 


0 


0.00% 


1 


0.01 %■ 0 


0.00% 


3 


1529 


protease inhibitor 12 (neuroserpin) (PI12) 


NMJ05025.1 


0 


0.00% 


1 


0.01% 


2 


0.02% 


0 


0.00% 


3 


1530 


proteasome (prosome, macropain) subunit, alph 


.NM_002790.1 


0 


0.00% 


\ 0 


0.00% 


0 


0.00% 


3 


0.02% 


3 


1531 


proteasome (prosome, macropain) subunit, alph 


,NM_002792.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


1 


0.01% 


3 


1532 


PROTEASOME COMPONENT C9 (MACROPA 


lspP25789 


0 


0.00% 


0 


0.00% 


0 


0.00% 


3 


0.02% 


3 


1533 


proteasome subunit X (=X95586 MB1) 


D29011 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


0.01% 


3 


1534 


proteinx0008 (AD013) 


NM_01 3395.1 


0 


0.00% 


1 


0.01% 


1 


0.01% 


1 


0.01% 


3 


1535 
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retinoblastoma-like 2 (p130)(RBL2) 
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microtubule-assoclated protein 4 (MAP4) 
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RBPI-like protein (LOC51742) 
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cyclin-dependent kinase 4 (CDK4) 


U37022 


2i 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1805 


WEE1 gene for protein kinase and partial ZNFI^ 


AJ277546.1 


0' 0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1806 


programmed cell death 4 (RefSeq aa 7e-54) 


NP_055271.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1807 
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host cell factor 2 (HCF-2) 
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NMJ04966.1 


0 


0.00% 


1 


0.01% 


<\ 
\ 


0.01% 


0 


0.00% 


2 


1851 


poly(A)-bindlng protein, nuclear 1 (PABPN1) 


g{4758875 


1 


0.01% 


1 


0.01% 


U 


0.00% 


0 


0.00% 


2 


1852 


Sjogren syndrome antigen A1 (SSA1) 


NM_003141.1 
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core-binding factor, runt domain, alpha subunit 2 


NM_004349.1 
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membrane component, chromosome 17, surface 
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X-ray repair complementing defective repair in C 
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factor 1 (C3b/C4b inactivator) 
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MHC class II HLA-DR-beta 
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fibrillin-2 


U03272 


2 


0.01% 


0 


0.00% 


A 
U 


0.00% 


0 0.00% 


2 


1862 


fibulin5(FBLN5) 
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microflbrlllar-associated protein 1 (MFAP1) 
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tropomyosin 4 (TPM4) 
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troponin T3, skeletal fast (TNNT3) 
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laminB receptor (LBR) 
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surfeit 1(SURF1) 
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unc-50 related protein homoiogue 
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100 kDa coactivator 
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fibroblast grovirth factor receptor (FGFR-4) 
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mitogen-activated protein kinase kinase kinase !< 
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protein kinase, cGMP-dependent, type 1 (PRKG' 
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guanine nucleotide binding protein 10 (GNG10) 
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angiopoietin-related protein 


AF153606.1 
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macrophage migration inhibitory factor {glycosyli 
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uncharacterized hypothalamus protein HTMP (U 
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histone H2A.F/Z variant {H2AV) 
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0.01% 


0 


0.00% 


0 


0.00% 


2 


1887 


C-1 


U41816 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1888 


cyclin-D binding Myb-like protein 


AF084530.1 


0 


0.00% 


0 


0.00% 


0 


0.00%; 2 


0.01% 


2 


1889 


GTP-binding protein G25K 


AL121737.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 1 1 


0.01% 


2 


1890 


reverse transcriptase homolog - human retrotran 


pir|l38588 


1 


0.01% 


0 


0.00% 


1 


0.01% i 0 


0.00% 


2 


1891 


ATP binding protein 


AB006679 


0 


0.00% 


0 


0.00% 


0 


0.00%' 2 


0,01% 


2 


1892 


BCL2 gene, exon 3 and breakpoint region 


AF217803.1 


0 


0.00% 


0 


0.00% 


2 


0.02%; 0 


0.00% 


2 


1893 


PRP4/STK/WD splicing factor (HPRP4P) 


NM_004697.1 


2 


0.01% 


0 


0.00% 


0 


0.00%; 0 


0.00% 


2 


1894 


tumor protein D52-like 1 (TPD52L1) 


NM_003287.1 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


1895 


7-60 (gene) 


AF1 12980 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1896 


activated in tumor suppression 


AJ01 2502.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


2 


1897 


adipose differentiation-related protein (ADFP) 


XMJ48266.2 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1898 


ALU -fused gene from chromosome 1q (AF1Q) 


NIVI_006818.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1899 


AIVILI AMLIc protein (altematlveiy spliced prodi 


D43969.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1900 


antigen NY-CO-IO(NY-CO-IO) 


AF039692.1 


0 


0.00% 


0 


0.00% 


2\ 0.02% 


0 


0.00% 


2 


1901 


BABP gene for bile acid-binding protein [AKR 1C 


AB032151.1 


0 


0.00% 


2 


0.01% 


Oi 0.00% 


0 


0.00% 


2 


1902 


beige-like protein (BGL) 


M83822.1 


0 


0.00% 


1 


0.01% 


1; 0.01% 


0 


0.00% 


2 


1903 


BRCA2 region= ARP2/3 protein compex subunit 


U50523 


1 


0.01% 


0 


0.00% 


oi 0.00% 


1 


0.01% 


2 


1904|Brush-1=tumor suppressor (=AB020707 K1AA09 


S69790 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1905 


BTK region clone 2f10-rpi 


U01925.1 1 1 


0.01% 


0 


0.00% 


0 


0.00% 


i; 0.01% 


2 


1906 


candidate tumor suppressor p33 1NG1 homolog 


NM_016162.1 ' 2 


0.01% 


0 


0.00% 


0 


0.00% 


0. 0.00% 


2 


1907 


CGI 4483 gene product (36% ORF) [Drosophila 


AE003802 0 


0.00% 


0 


0.00% 


0 0.00% 


2 0.01% 


2 


1908 


chitobiase, di-N-acetyl- (CTBS) 


NMJ04388.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1i 0.01% 


2 


1909 


C0P9 (constitutive photomorphogenic.Arabidopj 


NPJ06828.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1910 


C0P9 homolog (HC0P9) 


U51205 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1911 


cytokine Inducible SH2-containing protein 3 (Cis 


gi6671757 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1912 


cytokine-Inducible SH2 protein 5 {CISH6) (=ABO 


AF073958.1 


0 


0.00% 


0 0.00% 


1 


0.01% 


1 


0.01% 


2 


1913 


DAPIT protein 


AJ271158 


0 


0.00% 


o; 0.00% 


1 


0.01% 


1 


0.01% 


2 


1914 


Dimlp homolog (hdimi ) 


AF023611 


1 


0.01% 


Oi 0.00% 


1 


0.01% 


0 


0.00% 


2 


1915 


DMA. DMB, HLA-Z1. IPP2, LMP2, TAP1 , LMP7. 


XB7344 


0 


0.00% 


1| 0.01% 


1 


0.01% 


0; 0.00% 


2 


1916 


Dmx-likel(DMXLI) 


NMJ05509.1 


1 


0.01% 


Oi 0.00% 


0 


0.00% 


1 


0.01% 


2 


1917 


down-regulated in metastasis (DRIM) 


NM_014503.1 


0 


0.00% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1918 


downregulated in ovarian cancer 1 (D0C1) 


N1VI_014890.1 


1 


0.01% 


0 


0.00% 


0 


0,00% 


1 


0.01% 


2 


1919 


enhancer of invasion 10 (HEI10) (=DKFZp564AC 


AF21 6381.1 


0 


0.00% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1920 


EXLM1 


AB0066511 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1921 


FLl-LRR associated protein-1 


AF045573 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


1922 


fvtl 


X63657 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1923 


GA17 protein (dendritic cell protein) 


AF064603 


1 


0.01% 


0 


0.00% 


1 


0,01% 


0 


0.00% 


2 


1924 


GL004 protein (RefSeq aa 2e-34) 


NP_064579.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1925 


glioma tumor suppressor candidate region prote 


AAF62873.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1926 


guanylate binding protein 1, interferon-inducible, 


NP_002044.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1927 


HDCMA18P protein (HDGMA18P) 


NIVl_016648.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1928 


HDCMC29P 


AF068295.1 


1 


0.01%; 1 


0.01% 


0 


0.00% 




0.00% 


2 


1929 


hDj9 (=AL032657) (65% aa) 


AB028859 


0 


0.00%: 1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1930 


HepG2 3' region Mbol cDNA, clone hmd3c06m3 


D17196.1 


0 


0.00%; 0 


0.00% 


1 


0.01% 


1 


0.01% 


2 


1931 


HP protein (HP) 


AF026219.1 


0 


0.00% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1932 


HSPC007 protein 


NP_054737.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


1933 


HSPC023 protein (HSPC023), D2217 


NM_014047.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1934 


HSPC043 protein mRNA. (=HSPC291) 


AF161411.2 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


1935 


HSPC085 


AF161348.1 


0 


0.00% 


1 


0.01% 


1 


0.01%i 0 


0.00% 


2 
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1936 


HSPC095 


AF161358.1 


0 


0.00% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1937 


HSPC115 mRNA,(= adenosine 5'-diphosphosug 


AF161464.1 


0 


0.00% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1938 


HSPC132(ORF) 


AF161481 1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1939 


HSPC133 protein (HSPC133) (=cDNA FLJ1045< 


NM_014168.1 1 0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


1940 


HSPC134 protein (HSPC134) 


NM_014169.1 


1 0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1941 


HSPC229 


AF151063.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1942 


HSPC250 (ORF) 


AF151084 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0,01% 


2 


1943 


HSPC292 


AAF28970.1 


0! 0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


1944 


HSPC302 


AF1 61420.1 


Oi 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1945 


HT005 protein (=anadne (Drosophila) homolog 2 


AF183427.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1946 


HT014(HT014) 


AF221 595.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1947 


HYA22 


D88153 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


1948 


hypothalamus protein HT007 (RefSeq aa 2e-64)iNPJ60950.1 


0 


0,00% 1 1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1949 


hypotlietical gene (LOC1 15009) 


XIVI_055020.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1950 


intergenic DNA between SURF-2 and SURF-4 


Y17214 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1951 


IRLB gene (exon5) 


X82334.1 


0 


0.00% 


0 


0.00% 


2 


0.02% 


0 


0.00% 


2 


1952 


1TBA1 protein 


X92475 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1953 


JIVI4 protein (JM4) 


NIVIJ07213.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 1 0 


0.00% 


2 


1954 


KIAA0006 


D25304 


0 


0.00% 


0 


0.00% 


1 


0.01% 1 1 


0.01% 


2 


1955 


KIAA0009 


D13634.1 


0 


0.00% 


0 


0.00% 


0 


0.00% i 2 


0.01% 


2 


1956 


KIAA0010 


D13635 


1 


0.01% 


0 


0.00% 


1 


0,01% 


0 


0.00% 


2 


1957 


KIAA0017 


D13642 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1958 


KIAA0025 gene product; IVIIVlS-inducible gene (H 


NM„014685.1 


0 


0.00% 


1; 0.01% 


0 


0,00% 


0 


0.00% 


2 


1959 


KIAA0036 


D25278 


2 


0.01% 


0 


0.00% 


0 


0,00% 


0 


0.00% 


2 


1960 


KIAA0039{ORF) 


D26018.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1961 


KIAA0041 


D26069 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


2 


1962 


KIAA0049 


D30756.1 \ 0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1963 


KIAA0058 


NM_01 4764.1 1 0 


0.00% 


1 


0.01% 


1 


0.01% 


o; 0.00% 


2 


1964 


KIAA0066 


D31886.1 


0 


0.00% 


1 0.01% 


0 


0.00% 


1 10.01%: 2 


1965 


KIAA0072gene 


D31889.1 


0 


0.00% 


0 


0.00% 


2 


0.02% 


0! 0,00% 1 2 


1966 


KiAA0073 (cyclophilin related) 


D38552 


0 


0.00% 


1 


0.01% 


1 


0.01% 


Oi 0.00%! 2 


1967 


K1AA0093 


D42055.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% i 2 


1968 


KIAA0095gene 


Nl\/1_014669.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


2 


1969 


KIAA0105 


NM_004906.1 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1970 


KIAA0112 ID25218 


0 


0,00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


1971 


KIAA0117 ID38491 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1972 


KiAA0155 gene iNI\4_014633.1 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


1973 


KiAA0156 gene product {KIAA0156) 


NM_014706.1 


0 


0.00%; 2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1974 


KIAA0161 


D79983 


0 


0.00% 1 0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1975 


KIAA0178 


D80000 


0 


0.00% 


0 


0.00% 


0 


0.00%! 2 


0.01% 


2 


1976 


KIAA0180 


D80002 


2 


0.01% 


0 


0.00% 


0 


0.00%' 0 


0.00% 


2 


1977 


KIAA0183 gene 


D80005.1 


0 


0.00% 


0 


0.00% 


2 


0.02% 


0 


0.00% 


2 


1978 


septin 2 (SEP2) 


AF179995.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1979 


KIAA0203 


D86958 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


0.01% 


2 


1980 


KIAA0217 


D86971 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1981 


KIAA0225 gene 


D86978.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1982 


KIAA0227 


D86980 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


0.01% 


2 


1983 


KIAA0228gene 


D86981.1 i 0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1984 


K1AA0233 


NM_014745.1 


2 


0.01% 


0 


0.00% 


0' 0.00% 


0 


0.00% 


2 


1985 


KiAA0253 


D87442 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


1986 


K1AA0254 


D87443 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1987 


KIAA0258gene 


N1VI_014785.1 


0 


0,00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1988 


KIAA0266gene. (ORF) 


D87455 


0 


0.00% 


1 


0.01% 


1 


0.01% 


0 


0.00% 


2 


1989 


KIAA0324 


AB002322.2 


1 


0.01% 


1 


0.01%) 0 


0.00% 


0 


0.00% 


2 


1990 


KIAA0353 


AB002351 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


1991 


KIAA0368 


AB002366 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


1992 


KIAA0370gene 


AB002368.1 


1 


0,01% 


0 


0.00% 


0 


0,00% i 1 


0.01% 


2 
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1993 


KIAA0447 


AB007916 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1994 


KIAA0451 


NM_014826.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


1995 


KIAA0456 


AB007925 


2 


0.01% 


0 


0.00% 


0 


0,00% 


0 


0.00% 


2 


1996 


K1AA0466 protein 


AB007935.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


2 


1997 


KIAA0470 


AB007939 


1 


0.01% 


1 


0.01% 


0 


0,00% 


0 


0.00% 


2 


1998 


KIAA0471 gene product (KIAA0471) 


NM_014857.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


1999 


KIAA0475 


NIVI_014864.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


2000 


K1AA0480 


AB007949 


0 


0.00% 


0 


0.00% 


2 


0.02% 


0 


0.00% 


2 


2001 


KIAA0488 


AB007957.1 


1 


0.01% 


1 


0,01% 


0 


0.00% 


0 


0.00% 


2 


2002 


KIAA0491 


AB007960 


0 


0.00% 


0 


0.00% 


0 


' 0.00% 


2 


0.01% 


^ 2 


2003 


KIAA0553 


AB011125 


2 


0.01% 


0 


0.00% 


01 0.00% 


0 


0.00% 


2 


2004 


KIAA0564 protein 


AB011 136.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


2005 


KIAA0611 AB014511 


0 


0.00% 


1 


0.01%' 0 


0.00% 


1 


0.01% 


2 


2006 


KIAA0618 gene product {KIAA0618), mRNA 


Xl\/I_01 8359.3 


1 


0.01% 


0 


0.00%: 0 


0.00% 


0 


0.00% 


2 


2007 


KIAA0638 


AB014538 


2 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


2 


2008 


KIAA0639 


AB014539 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


2009 


KIAA0648 


AB014548 


1 


0.01% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


2 


2010 


KIAA0689 


AB01 4589.1 


0 


0.00% 


2 


0.01% 


0 


0.00% 


0 


0.00% 


2 


2011 


KIAA0697 protein 


AB014597.1 


0 


0.00% 


2 0.01% 


0 


0.00% 


0 


0.00% 


2 


2012 


KiAA0701 protein 


AB014601.1 


0 


0.00% 


2 


0 01% 


0 


0.00% 


0 


0.00% 


2 


2013 


K1AA0727(ORF) 


AB018270 


0 


0.00% 




0 01% 


0 


0.00% 


1 


0.01% 


2 


2014 


KIAA0745 


AB018288.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


2015 


KIAA0761 protein 


AB018304.1 


0 


0.00% 


n 


w.UU /O 


2 


0.02% 


0 


0.00% 


2 


2016 


KIAA0762 


AB018305.1 


0 


0.00% 




0 01% 


0 


0.00% 


1 


0.01% 


2 


2017 


KIAA0765 


AB018308 1 


1 


0.01% 


n 

u 


U.UU /O 


o: 0.00% 


1 


0.01% 


2 


2018 


KIAA0770 


AB018313 1 


1 


0.01% 


1 


0 01% 


0 


0.00% 


0 


0,00% 


2 


2019 


KIAA0772 gene 


NMJ1 4835.1 


1 


0.01% 


1 


0 01% 


0 


0.00% 


0 


0.00% 


2 


2020 


KIAA0776 protein 


AB018319.1 


0 


0.00% 


2 


U.U f /o 


0 


0.00% 


0 


0.00% 


2 


2021 


K!AA0824(=PCF11phomolog) 
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ubiquitin conjugating enzyme, UbcHB 
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nuclear protein stromal antigen 1 (SA-1) 
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paraneoplastic antigen MAI (PNMA1) 
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stress protein Herp, = KIAA0025 


AB034989 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


0.01% 


2 


2393 


sulfotransferase family, cytosolic, 1A, plienol-pre 
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2394 


T-cell activation protein (PGR1) gene 
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2395 


T-cluster binding protein 


D64015.1 
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2 


2396 


Alg5, S. cerevisiae. homolog of (ALG5) (=AF161 


NM_013338.1 
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B-factor, properdin (RefSeq aa 5e-30) 
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cytovillin2(VIL2) (=X51521 ezrin) 
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lysosomal staloglycoprotein 
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integral membrane serine protease Seprase 
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coagulation factor V (proaccelerin, labile factor) ( 
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2423 
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2424 


metaliothionein isoform 1R 
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2425 


MITOCHONDRIAL THIOREDOXIN-DEPENDEN 
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2426 


peroxiredoxin 5 (PRDX5), mRNA /cds=(36,680) 
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2427 


thioredoxin-like, 32kD (TXNL) 


NM_004786.1 
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2428 


truncated SON protein (Son) (=AF161430.1 HSF 


AF193607.1 
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2429 


von Willebrand factor (=X04385) 


M10321 
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0 


0.00% 


2 


2430 


Arfaptin 2 (partner of RAC1) (P0R1) 


NM_012402.1 
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0.00% 
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0.00% 


2 


2431 


Arf-like 2 binding protein BART1 


AF126062.1 
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1 
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2 


2432 


clathrin heavy chain (=021260 human hypotheti 


J03583 
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2 


2433 


sodium-dependent multivitamin transporter (SM^ 


AF1 16241.1 
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2434 


synaptic glycoprotein SC2 spliced variant 


AF038958 
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2435 


synaptobrevin-like1(SYBL1) 
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ch-TOG protein (=043948.1 KIAA0097) 
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CGI-61 protein 


AF151819.1 
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2447 
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CGI-82 protein 
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CGI-83 protein {L0C51 110) 


NMJ16027.1 
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2 


2452 


CGI-97 protein 


AF151855.1 
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2453 


cytoplasmic dynein intermediate chain 2 (Dncic2 


AF063231 
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2 


2454 


cytoplasmic intermediate filament protein 


AJ004935.1 
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2 


2455 


Dynein intermediate chain 2, cytosolic (dh ic-2) ( 
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2 


2456 


golgin-like protein(GLP) gene {=U61 167.1 SH3 c 


AF266285.1 
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2457 


kinesin family member 4 (KIF4), mRNA 


NM_012310.2 
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2 


2458 


microtubule-associated protein la (MAPI A) 
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2459 


MICROTUBULE-ASSOCIATED PROTEIN IB [C 
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2460 


NC2 alpha 


X96506,1 
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2461 


Norrie disease protein (NDP) 


X65882 
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2 


2462 


collagen-binding protein 2 {collagen 2) (CBP2) 


NM_001235.1 
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0 


0.00% 


0 


0.00% 
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2463 


entactin 


X14194 
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epsilon-sarcoglycan 


AJ000534.1 
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2465 


hematopoetic proteoglycan core protein (=M900 


X17042 
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1 


0.01% 
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2466 


osteonidogen (=AJ223500 nidogen-2) 


D86425 
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2467 


STIP1 homology and U-Box containing protein 1 
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2468 


tenascin 


X56160 
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2469 


lymphocyte cytosolic protein 1 (L-plastin) (LCPi; 


NM_002298.2 


0 
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0.00% 
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2 


0.01% 
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2470 


actin binding protein MAYVEN 


AF059569.1 
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0 


0.00% 
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0.00% 


2 


2471 


actin depolymerizing factor 


S65738 


0 
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0 


0.00% 


2 


0.02% 


0 


0.00% 


2 


2472 


adapter protein CMS 


AF146277.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


0,01% 


2 


2473 


alpha-actinin-2 associated LIM protein 


AF002282 


1 


0.01% 


n 


0.00% 
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2 


2474 


CRystallin, zeta (quinone reductase)-Ilke 1 (CRY 


NM_005111,1 


0 
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2475 


cytoplasmic dynein heavy chain (=AB002323 Hl 


D13896 
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0.01% 
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0.00% i 1 
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0.00% 


2 


2476 


gamma adducin 


Y14379.1 
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0.00% 
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0.00% 1 2 


0.02% 
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0.00% 


2 


2477 


keratin 18 (K18) 


M24842 


0, 0.00% 
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0.00% i 1 


0.01% 
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0.01% 


2 


2478 


plakophilin 2b (ORF) 


X97675 


0 


0.00% 
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0.01% 
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0.01% 
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0.00% 


2 


2479 


profilin 


J03191 


2 


0.01% 
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0.00% 
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0.00% 
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0.00% 


2 


2480 


utrophin (homologous to dystrophin) (UTRN) 


NM_007124.1 


0! 0.00% 
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0.00% 
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0.00% 
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2481 


actin related protein 2/3 complex, subunit 3 (21 1- 


Hs.6895 
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2482 


muscle-specific protein (LOC51778) 


NM_01 6599.1 
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0.01% 
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0.00% 


0 


0.00% 
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0.01% 


2 


2483 


myosin X(MYOIO) 


AF247457.1 
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0.00% 
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0.00% 
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0.00% 
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0.01% 


2 


2484 


myosin, heavy polypeptide 3, skeletal muscle, e 


XM_052579.2 
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0.01% 
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0.00% 
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0.00% 
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0.00%; 2 


2485 


myotubularin related protein 6 


AF072928 
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0.00% 
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0.00% 
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0.01% 
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0.01%! 2 


2486 


integral inner nuclear 


NM_014319.2 
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0.00% 
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0.01% 


o; 0.00% 
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0.00%; 2 


2487 


laminA/C(LMNA) 


XMJ44160.1 
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0.01% 
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0.00% 


0! 0.00% 
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0.00% 


2 


2488 


nucleoporin p54 


U63840 0 
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0.01% 


2 


2489 


plectin{PLEC1) 


U63610 i 1 
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2 


2490jaryl hydrocarbon receptor-interacting protein (Ai 


NM 003977.1 i 2 
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2491 iToII-like receptor 2 {TLR2) mRNA, (ORF) 
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2492 |Toll-lil<e receptor 4 (TLR4) 


U88880 0 
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2493|B219/OB receptor isoform HuB219.1 


U52912 0 
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2494 


bone morphogenetic protein receptor, type lA (B 


NM 004329.1 i 1 
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2495 


Ets transCRiption factor (NERF-2) 


U43188 
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0.00% 
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0.00% 


2 


0.02% 


0; 0.00% 


2 


2496 


Fc-gamma-receptor IIIB (FCGR3B) 


M90746 


0 


0.00% 
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0.00% 


0 


0.00% 


2; 0.01% 


2 


2497 


G protein gamma 5 subunit 


AF038955.1 


0 


0.00% 


1i 0.01% 
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0.00% 


1 


0.01% 


2 


2498 


G protein-coupled receptor 69A (GPR69A) (=p4( 


NM_006055.1 
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0.01% 
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2 


2499 


histamine N-methyltransferase(HNMT) 


U08092 
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0.01% 


0 
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2500 


h-ryk 
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interferon gamma receptor 1 (IFNGR1) (ORF) 


NMJ00416.1 
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2502 


interferon gamma receptor accessory factor-1 


U05877 
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2503 


interleukin16(IL16) 


AF077011 
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mannose receptor, C type 1 (MRC1) 


NM_002438.1 
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2505 


nuclear receptor coactivator 3 (NC0A3) 


NM_006534.1 
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0| 0.00% 
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0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


2752 


p53 binding protein 


U82939,1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2753 


BRAIN PROTEIN 13 


P28662 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2754 


cerebellar degeneration-related protein (34kD) (( 


NM_004065.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2755 


fetal brain oculocerebrorenal syndrome (0CRL1 


U57627 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2756 


fungal sterol-C5-desaturase homolog 


D85181.1 


0 


0.00%! 0 


0.00% 


0 


0.00% 


1 


0.01% 




2757 


HSPC280 


AF161398.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 






HSPC282 


AF161400 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 






hypothetical protein MGC3037 (MGC3037), mRi 


Hs.301789 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




97Rn 

£.1 \J\j 


immature colon carcinoma transcript 1(RefSeq a 


MP J01 536.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


-j 


2761 


integral membrane protein type II (NKG2-D) {=Ui 


AF001297 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




\j£. 


isolate Indonesian 79 type 299 mitochondrial coi 


AF176203 1 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




t./ \J\J 


K!AA0250gene 


NM_014837.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




?7fi4 


KIAA0260 gene 


D87449.1 


0 


0.00% 


0 


0.00% 


1 


0,01% 


0 


0.00% 




Cl \J<J 


KIAA0388 


AB002386.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


^ 


CI uu 


KIAA0576 protein 


AB01 1148.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 1 0 


0.00% 




2767 


NTT gene (LI Alu and MER 38 repeat regions) 


U54776.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


-l 


2768 


0RF2-like protein 


AAD04635.1 


0 


0.00% 


0 


0.00% 


1 


0.01 %| 0 


0.00% 




2769 


PMS2L13 


AB017004.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 1 1 


0.01% 




2770 


putative (LOC116228),mRNA 


XM_057659.2 


' 0 


0.00%. 0 


0.00% 


0 


0.00% 


1 


0.01% 




2771 


RAB, member of RAS oncogene family-like 2B ( 


NM_007081.1 


0 


0.00%' 0 


0.00% 


1 


0.01% 


0 


0.00% 




2772 


sushi-repeat protein (SRPUL) 


NM 014467.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2773 


VACUOLAR ATP SYNTHASE SUBUNIT H (V-Asp015342 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2774 


nicotinamide nucleotide transhydrogenase (NNT 


NMJ1 2343.1 


Oi 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2775 


palmitoylated membrane protein 3 (RefSeq aa 1 


NPJ01923.1 


0 


0.00% 


1 


0,01% 


0 


0.00% 


0 


0.00% i 1 


2776 


protein phosphatase 4 regulatory subunit 1 (PPF 


NM_005134.1 


1 


0.01% 


0 


0.00% 


Oi 0.00% 


0 


0.00% 1 1 


2777 


POLY(A) POLYMERASE (PAP) (POLYNUCLEC 


spP51003 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2778 


ATP-citrate lyase 


X64330 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2779 


phosphatidic acid phosphatase type 2c (Ppap2c 


AF123611.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2780 


cytochrome c (HS7) processed pseudogene 


M22893.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2781 


mitochondrial 3-ketoacyl-CoA thiolase beta-subi 


D1 6481.1 


0 


0.00% 


Oi 0.00% 


1 


0.01% 


0 


0.00% 




2782 


mitochondrial acetoacetyl-coenzyme A thiolase 


D90228 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2783 


mitochondrial elongation factor G 


L14684 


0 


0.00% 


0 


0.00% 


1 


0,01% 


0 


0.00% 




2784 


mitochondrial FIFO-type ATPase subunit d 


AF087135.1 


0 


0.00% 


0 


0.00% 


0 


0,00% 


1 


0.01% 




2785 


NADH dehydrogenase (ubiquinone) 1 alpha sub 


NP_004993.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2786 


ubiqulnol cytochrome-c reductase core 1 protein 


L16842 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2787 


aspartyl protease(BACE2) mRNA, complete cds 


AF188277.1 


1 


0.01% 


0 


0.00% 


0 


0,00%; 0 


0.00% 




2788 


carbamyl phosphate synthetase I 


AF154830.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2789 


glutamine:fructose-6-phosphateamidotransfera5 


M90516.1 


0 


0.00% 


0 


0.00% 1 0 


0.00% 


1 


0.01% 




2790 


selenium donor protein (selD) 


U34044 


1 


0.01% 1 0 


0.00%; 0 


0.00% 


0 


0.00% 
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2791 


tousled-like kinase 1 (RefSeq aa 1e-49) 


NP_036422.1 


0 


0.00%! 1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


2792 


peroxisomal biogenesis factor 3 (PEX3) | NM_003630.1 


0 


0.00%; 0 


0,00% 


1 


0.01% 


0 


0.00% 




2793 


peroxisome biogenesis disorder protein 1 (PEX1 


AF026086 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


\ 


2794 


Rianal recoanition oarticle receotor fdocklna orol 


NM_003139.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


2795 


UBIQUITIN CARBOXYL-TERMINAL HYDROLA 


sp075317 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


-j 


2796 


ubiquitln specific protease 11 (USP11) 


NM_004651.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0,00% 


>! 


2797 


AfiH2L ^flhspnt ^mall or homeotic DrosoDhila 


NM 004674 1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


2798 


r-mvr oenp 


1001 205A 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


-j 


2799 


rnlon Kriinr^pl-likp fantor (HKLF^ 


AF132818 1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2800 


npnprs! trpn<;rrintinn factor IIP nolvopotidp 1 (74 


NM 002096.1 


0 


0.00% 


1 


0.01% 


0 


0.00% i 0 


0.00% 




2801 


hprinphnn-lntprartlnn nrofpin fhiin^ 

1 ICUM^7I IVM II lid Qli/lti IM L/lwldll II 


AF116865 1 


0 


0.00% 


0 


0.00% 


1 


0,01% 


0 


0.00% 




2802 


H/F*^ mRMA for 7inr finnpr nrotpinfORF^ 


X78926 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2803 


fslpf-a^^oriatpd factor I^NAFI^ mRNA 


NM 0060581 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2804 


rptinohia^toma-hinHinn nrotpin R fRRRPfi^ 


NM 002894 1 


0! 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2805 


tran^HRintion plonoation factor S-ll hS-ll-T1 


D50495 




0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2806 


tran<i(^Rintion fad"nr A HpHx-loon-hpliy tran^CRI 

ti cii iwUi \ii>/iiVi/i 1 iciwiui 1 iciiA \\j\jyj 1 iwiiA iiaiivwiM 


M65209 


0 


0.00% 


0 


0.00% 


0 


0.00% 


11 0.01% 




2807 


7inr: finnpr r^rotpin fPRD51^ ophp 


U88082.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2808 


Zinc-finger hellcase (hZFH) 


U91 543.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2809 


capping enzyme (HCE) 


AF025654 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


-j 


2810 


ripavanp and nolvadpnvlation ^opdfit^ factor 4 j 


NM 006693 1 


0 


0.00% 


1 


0.01% 


0 


0 00% 


0 


0.00% 




2811 


DEAD-box protein p72 (P72) 


U59321 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


\ 


2812 


TFIID subunit p22 


D50544 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2813 


U5 snRNP 100 kD protein 


AF026402.1 


1 


0.01 %i 0 


0,00% 


0 


0.00% 


0 


0.00% 


1 


2814 


na^onharvnopal oarninortia su^cpotibilitv nrofpin 


NP 037407 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


'j 


2815 


Hl_A-B aene fHLA-B*0801 allele^ comolete cds 


D83955 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


2816 


dinthpria toyin rpciiQtanrp nrofpin rpniiirpd for din 


NM 001383 1 

|i|l¥l VV IVvvi 1 


0 


0.00% 


1 


0.01% 


0 




0 


0.00% 




2817 


heat-responsive protein 12 (Hrsp12) 


NM_008287.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


^ 


2818 


neuronal tissue-enriched acidic protein (NAP-22 


AF039656 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


>! 


2819 


xeroderma pigmentosum complementation grou 


NM_004628.1 


0 


0.00% 


0, 0.00% 


0 


0.00% 


1 


0.01% 


1 


2820 


carbonic anhydrase II (CA2) 


NMJ00067.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


-j 


2821 


PKCq-interacting protein PICOT (PICOT) (ORF) 


AF1 18652 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2822 


hect domain and RLD 3 (HERC3) 


NM 014606.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2823 


33 kDa Vamp-associated protein (VAP33) 


AF044670 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0,01% 


1 


2824 


CGI-76 protein 


AF151834.1 


0 


0.00%, 0 


0.00%, 0 


0.00% 


1 


0.01% 




2825 


ankyrin-like protein |Y10601 .1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2826 


F-actin capping protein beta subunit 


U03271 


o; 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2827 


cardiac ventricular troponin C 


AF020769 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2828 


tropomyosin isoform 


Z24727 


0 


0.00% 


0 


0.00% 


0 


0.00% 


11 0.01% 


\ 


2829 


22 kDa peroxisomal membrane protein-like (L0( 


NMJ1 8663.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0! 0.00% 




2830 


angiotensin receptor 1 {AGTR1) 


NM 009585,1 - 0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2831 


dickkopf (Xenopus laevis) homolog 1 (DKK1) 


NM_012242.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2832 


epidermal growth factor receptor substrate (eps^ 


U07707 


0 


0.00% 


01 0.00% 


1 


0.01% 


0 


0.00% 


\ 


2833 


FYN oncogene related to SRC. PGR, YES (FYN 


NM_002037.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


2834 


G protein Golf alpha gene 


U55184.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2835 


glucocorticoid receptor alpha 


U25029.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2836 


Homer, neuronal immediate early gene, 1B (SYl 


NM 004272.1 


1 


0.01% 


0 


0.00% i 0 


0.00% 


0 


0.00% 




2837 


interferon, alpha-inducible protein (clone IFI-6-1( 


!NM_002038.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2838 


interleukin 6 signal transducer (gp130, oncostaf 


NM_002184.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2839 


vesicle-associated soluble NSFattachment prote 


}NP_006361.1 


0 


0.00% 


1 


0.01% 


Oi 0.00% 


0 


0,00% 




2840 


mitogen-activated protein kinase 7 (MAPK7) 


NM_002749.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2841 


phosphoenolpyruvate carboxykinase (PCK1) (cl 


(L05144 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0; 0.00%: 1 


2842 


serine/threonine protein phosphatase catalytic s 


iNM 016294.1 i 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2843 


serine-arginine-rich splicing regulatory protein S 


AAF37578.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2844 


tyrosine kinase (HTK) 


U07695 


1 


0.01% 


0 


i 0.00% 


0 


0.00% 


0 


0.00% 




2845 


cAMP-specific phosphodiesterase 4D (PDE4DN 


AJ250854.1 


0 


0.00% 


1 


1 0.01% 


0 


0.00% 


0 


0.00% 




2846 


RAB23 protein (LOC51715)(HSPC137) 


NM_01 6277.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2847 


Rab3D(rab3d) 


AF263366.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 
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2848 


alpha-amidating monooxygenase 


AF010472 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




2849 


granulin (GRN) 


NM_002087.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2850 


monocyte chemoattractant protein 4 


X98306 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


-J 


2851 


uncharacterized hematopoieticstem/progenitor c 


NP_060936.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2852 


ADP-ribosyltransferase (NAD ; poly (ADP-ribose 


gl5915659 


0 


0.00% 


0 


0.00% 


0 


0.00% 


i 


0.01% 




2853 


calgizzarin (=049355 S100C protein; X80201 Ml 


D38583 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2854 


ABC transporter umat (ABCB6 gene)(= MT-ABC 


AJ289233.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2855 


heme-reaulated eukarvotic initiation factor 2 aiol* 


AF255050.1 


1 


0.01% 


0 


0,00% 


0 


0.00% 


0 


0.00% 




2856 


Dotassium Inwardlv-rectifvina channel subfamilv 


NP_002236.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




2857 


PAK-lnteracting exchange factor beta (P85SPR) 


NM_003899.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2858 


Heterochromatln protein 1 gamnna 


AB030905.1 , 0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2859 


histone deacetylase 6 (KIAA0901) 


NM 006044 1 


] 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2860 


histone stem-loop binding protein (SLBP) 




1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




2861 


RecQ protein-like (DNA helicase Q1-like) (RECC 


NM 0029071 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


.J 


2862 


CYCLIN A/CDK2-ASS0CIATED PROTEIN P19 


SDP34991 


Q 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




2863 


polymerase (RNA) 11 (DNA directed) polypeptide 


NP_000929.1 


0 


0.00% 


ii 0.01% 


0 


0.00% 


0 


0.00% 




2864 


10kD protein (BC10) 


AF053470 


1 


0.01% 


Oi 0.00% 


0 


0.00% 


0 


0.00% 




2865 


14-3-3 sigma protein promoter and gene, compk 


AF029081.1 


1 


0.01% 


n 


U.vJU /O 


0 


0.00% 


0 


0.00% 




2866 


19.5 protein 


M32486 


0 


0.00% 


n 


n nn% 

U.VJU /o 


1 


0.01% 


0 


0.00% 




2867 


1 -aminocvcloDroDane-l-carboxvlate synthase 


A35516 


1 


0.01% 


VJ 


0 no% 

v.UU /O 


0 


0.00% 


0 


0.00% 




2868 


23 kD highly basic protein 


X56932 


1 


0.01% 


0 

u 


u.uu /o 


0 


0.00% 


0 


0,00% 




2869 


2-hvdroxvacid dehvdroaenase 


AF1 13251.1 


1 


0.01% 


n 


U.uU /O 


0 


0.00% 


0 


0.00% 




2870 


2-hydroxyphytanoyl-CoA lyase (RefSecj aa 7e-61 


NP_036392.1 


0 


0.00% 


1 


U.U 1 /o 


0 


0.00% 


0 


0.00% 




2871 


3-7 gene product 


064159 


0 


0.00% 


n 


U.UU /o 


1 


0.01% 


0 


0.00% 




2872 


3pv2 and 5p152 genes 


sp|P39194 


0 


0.00% 


1 

t 


nni% 


0 


0.00% 


0 


0.00% 


>l 


2873 


40 kDa oroduct f=M19503 0RF1 ' Dutative) 


AAB59367.1 


0 


0.00% 




n nn% 


1 


0.01% 


0 


0.00% 


A 


2874 


54TMp (54tm) (=883365 RAB5-lnteractlon prote 


AF004876 


1 


0.01% 


A 

u 


n nn% 


0 


0.00% 


0 


0.00% 




2875 


55 kDa protein 


AF155658.1 


0 


0.00% 


n 

u 


U.UU /O 


0 


0.00% 


1; 0.01% 




2876 


7h.'^ nrofpin 


AF209931 


1 


0.01% 


n 

u 
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0 


0.00% 


0 


0.00% 




3001 


f-box and leucine-rich repeat protein 1 1 (FBXL1 ' 


XM_040025.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3002 


f-box and leucine-rich repeat protein 3A (FBXLSj 


NM.012158.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3003 


FEZ2 protein (FEZ2) 


AF113124.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3004 


fgr proto-oncogene encoded p55-c-fgr protein 


M19722.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3005iFH1/FH2 domain-containing protein FHOS (FHC 


AF1 13615.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


1 0.01% 


i 1 


3006iFU\ME-1 


AAB70909.1 i 0 


0.00% 


1 


0.01% 


0 


0.00% 


0' 0.00% 




3007 


fosB 


XI 4897 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3008 


FT005 protein (FT005) 


NM_014054.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3009 


fused in glioblastoma mRNA, complete cds Zeds 


Hs.23120 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3010 


FXYD domain-containing ion transport regulator 


NM_022003.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3011 


G antigen 1 


XPJ10196.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3012 


G901 1 gene product 


AAF52302.2 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3013 


ganglioside-induced differentiation associated p 


Y17852 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3014 


GASC-1 


AB037901.1 


0 


0.00%; 1 


0.01% 




0.00% 


0 


0.00% 




3015 


gcp372 


BAA05025.1 


0 


0.00% 


1 


0.01% 




0.00% 


0 


0.00% 




3016 


GEC-1 (gec-1) 


AF012920 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3017 


GEF-2 


AB003515 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3018 


GEG-154mRNA 


X71642 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 





Figure 6 - Unique Known Genes Identified In Four cDNA Cartilage Libraries and EST Frequency Analysis - Page 54 of 102 



3019 


gene 33 polypeptide 


M23572.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3020 


gene encoding Hl_A-Cw6 


Z22754.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3021 


gene_id;F1D9.26~unknown protein 


AP002460 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3022 


GILZ, complete cds /cds={233.637) ygb=AB0254 


Hs75450 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0,01 %| 1 


3023 


GK001 protein (GK001), 


NM_020198.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00%' 1 


3024 


GK003 (GK003) 


AF226046.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3025 


GL002 protein (GL002) 


NMJ20193.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3026 


golgi antigen gcp372 


D25542.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3027 


GSTmu3 gene for a glutathione S-transferase M 


X56838.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


i _ 


3028 


Gx protein 


AF120103.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3029 


iiamartin (TSC1) 


AF013168 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3030 


haplotype D6 beta-globin (HBB) gene, replicatioi 


AF186620.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3031 


hBKLF for basic kruppel like factor (LOC51274) 


NM_016531.1 


0 


0.00% 


ii 0.01% 


0 


0.00% 


0 


0.00% 




3032 


HBV associated factor(XAP4) 


NIV1J06462.1 


0 


0.00% 


1| 0,01% 


0 


0.00% 


0 


0.00% 


1 7 


3033 


HC71C 


AF1 77343.1 


0 


0.00% 


1j 0,01% 


0 


0.00% 


0 


0 no% 

u.Uw /O 




3034 


hCDC10=CDC10homoIog 


S72008 


0 


0.00% 


0; 0.00% 


0 


0.00% 


1 


0 01% 


7 


3035 


hcgVIII protein 


X92110 


0 


0.00% 


0^ 0.00% 


0 


0.00% 


1 


u.u I /o 





3036 


HCMOGT-1 mRNA for sperm antigen, complete 


Hs.15053 


0 


0.00% 


Oi 0.00% 


0 


0.00% 


1 


U.U I /O 


7 


3037 


HDCMB12P 


AF067802.1 


0 


0.00% 


Oi 0.00% 


0 


0.00% 


1 


u.U 1 /o 


7 


3038 


HDCMC04P 


AF067804.1 


0 


0.00% 


11 0.01% 


0 


0.00% 


0 


U.UU/0 




3039 


HDCMC28P protein (HDCMC28P) 


NM_016649.1 


1 


0.01% 


0! 0.00% 


0 


0.00% 


0 


U.UU/0 


7 


3040 


HELG protein (HELG) 


NM_018412.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


U.UU /o 


— Y 


3041 


hematopoietic stem/progenitor cells protein MDS 


NMJ18462.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


U.UU /o 


7 


3042 


HF.12gene 


X07290.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


U.UU/0 


■ — ~ 


3043 


HGTD-P(HGTD-P)(=E2IG5) 


AF201 944.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0 fin% 

v.VJU /O 


7 


3044 


HIS1 protein 


AB021179 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


U.UU /o 


7 


3045 


msm 


U73737 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


U.UU /O 




3046 


homolog of yeast mutL (hPMSi) gene 


U13695.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


U.VJv /O 




3047 


hookl protein (69% aa) 


AF044923 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


nni% 


7 


3048 


HOTTL protein mRNA, complete ods 


AF078842.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0 (10% 

U.UU /o 


7 


3049 


HPBRII4 


X67337 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


U.UU/0 




3050 


hSLK (=086959 hypothetical protein {KIAA0204; 


AB002804 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0 fin% 

U.UU/0 





3051 


HSPC006 


AF070662.1 


0 


0.00% 


1| 0.01% 


0 


0.00% 


0 


U.UU/0 


7 


3052 


HSPC009 protein (HSPC009), mRNA 


NM_014019.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


U.UU /o 


7 


3053 


HSPC028 


AF083246.1 


0 


0.00% 


0 


0,00% 


0 


0.00% 


1 


U.U 1 /o 




3054 


HSPC030 


AF085359.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


U.UU/o 





3055 


HSPC031 mRNA =CGI-37 protein (ORF) 


AF085360 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


U.U I /o 


7 


3056 


HSPC038 protein (LOC51123) 


NMJ1 6096.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


u.U 1 /o 


— — - 


3057 


HSPC040 protein (RefSeq aa 1e-58) 


NP_057182.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


U.UU /o 


7 


3058 


HSPC042 protein (contains Alu repeat) 


AF1 25096.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


U.UU /o 




3059 


HSPC049 protein (HSPG049) 


NM_014149.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


U.UU/o 





3060 


HSPC055 protein (HSPC055) (=FLJ11007 fis) 


NIVI_014153.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


u.U 1 /O 


— 7 


3061 


HSPC056 protein (HSPC056) 


NM_014154.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


U.UU /O 




3062 


HSPC059 protein (HSPC059) 


NM_016536.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


U.UU /o 




3063 


HSPG071 


AF1 61 556.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


u.U 1 JO 





3064 


HSPC092 


AF161355.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3065 


HSPC093 (aa9e-13,65%) 


AAF28916.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3066 


HSPC121 (=:B-ind1 protein) 


AAF29085.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3067 


HSPC125 


AF161474 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3068 


HSPC126 protein (RefSeq aa 4e-46) 


NPJ54885.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3069 


HSPG140 (=SU1VI0-1 -activating enzyme E1 N si 


AF1 61489.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3070 


HSPC141 protein (HSPC141)(= sex-regulated pi 


XM_038043.1 : 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3071 


HSPG144 protein (RefSeq aa 1e-69) 


NP_054893.1 ! 0 


0.00% 


1 


0.01% 


Oi 0.00% 


0 


0.00% 




3072 


HSPC145 


AF161494.1 1 1 


0.01% 


0 


0.00% 


0 0.00% 


0 


0.00% 




3073 


HSPC151 


AAF29115.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3074 


HSPC154 protein (HSPC154) 


NMJ14177.1 


0 


0.00% 


0 


0.00% 


1; 0.01% 


0 


0.00% 




3075 


HSPC155 


AF161504.1 


0 


0.00% 


0 


0.00% 


oi 0.00% 


1 


0.01% 
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3076 


HSPC160 protein (RefSeq aa 5e-77) 


NP_054901.1 ! 0 


0.00% 


1 


0.01% 


0: 0.00% 


0' 0.00% 




3077 


HSPC164 


XM_009549.4 


1 


0.01% 


0 


0.00% 


o; 0.00% 


0 


0.00% 




3078 


HSPC173mRNA, 


AF161521.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3079 


HSPC174 


AF1 61 522.1 


0 


0.00% 


1 


0,01% 


0 


0.00% 


0 


0.00% 




3080 


HSPC176 


AF161524.1 


1 


0.01% 


0 


0.00% 


0 


0 00% 


0 


0.00% 




3081 


HSPC177 


BC01 6698.1 


0 


0.00% 


0 


0.00% 


0 


0 00% 


1 


0.01% 




3082 


HSPC182 protein (HSPC182) 


NIVIJ14188.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3083 


HSPC184 


AF151018.1 


0 


0.00% 


0 


0.00% 


0 


0,00% 


1 


0.01% 




3084 


HSPC187 


AF1510211 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3085 


HSPC197 


AF151031.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


Oi 0.00%: 1 


3086 


HSPC199 


AF151033.1 


1 


0.01% 


0 


0,00% 


0 


0.00% 


0| 0.00% 1 1 


3087 


HSPC209 


^151043.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


Oi 0.00%! 1 


3088iHSPC210 


AF151044 


0 


0.00% 


0 


0.00% 


1 


0.01% 


oi 0.00% i 1 


3089|HSPC212 


AF151046.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3090IHSPC235 


AF151069.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


^ 


3091!HSPC240 


AF151074.1 : 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3092|hSPC245 


AF151079.1 : 0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3093IHSPC261 (=DKFZp564B0769.1) 


AAF28939.1 ! 0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3094iHSPC273 (=KIAA1192) 


AF161391.1 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3095 i HSPC274 protein (RefSeq aa 1e-38) 


NP_054864.1 ! 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3096 


HSPC299 


AF161417,1 ! 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 7 


3097 


HSPC301 


AF161419.1 ! 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3098 


HSPC306 


AF161424 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3099 


HSPC311 


AF1614291 


0 


0.00% 


1 


0,01% 


0 


0.00% 


0 


0.00% 




3100 


HSPC331 (=:SPF31) 


AAF2900Q 1 


n 

w 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3101 


HT002 protein (HT002) 


NM 014066 1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3102 


HT015 protein {HT015) 


AF223466 1 




0.01% 


0 


0.00% 


n 


\J.\J\J fO 


0 


0,00% 




3103iHU-K4 


U60644 


] 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3104 human homolog of a mouse imprinted gene 


AB006625 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0 00% 

\J,\j\J /o 




3105 


HUT11 protein mRNA, partial 3' UTR 


AF263545.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3106 


hydroxyacyl-Coenzyme A deliydrogenase/3-ket(; 


NM_000183.1 


0 


0.00% 


1 


0,01% 


0 


0,00% 


0 


0.00% 




3107 


hypothalamus protein HBEX2 


XP 010123.1 


0 


0.00% 


11 0.01% 


0 


0.00% 


0 


0.00% 




3108 


hypothalamus protein HT001 (=AF225981 calciL 


AF1 13539 


0 


0.00% 


0| 0.00% 


0 


0.00% 


1 


0.01% 




3109 


hypothetical brain protein similar to X96994 BR- 


NMJ19836.1 


0 


0.00% 


i; 0.01% 


0 


0.00% 


0 


0.00% 




3110 


hypothetical garp protein 


CAB63561.1 


0 


0.00% 


0; 0.00% 


0 


0.00% 


1 


0.01% 




3111 


hypothetical gene {AK026938 (LOC91933)) 


XM_041 609.2 


0 


0.00% 


0 


0.00% 


0 


0.00% 


i 


0.01% 




3112 


hypothetical gene (AL137319; NM_017586) (LO 


XM_01 1838.3 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3113 


hypothetical gene (BC009875; BC014023 (LOC 


X!VI_055021.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3114 


hypothetical gene (LOC87167) 


XMJI 6787.2 


1 


0.01% 


0 


0.00% 


0 


0,00% 


0 


0.00% 




3115 


hypothetical gene (LOC87240) 


XMJ1 5947.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3116 


hypothetical gene (LOC96648) 


XM_055006.1 


1 


0.01% 


0 


0.00% 


0 


0 00% 


0 


0.00% 




3117 


hypothetical gene AK023725 (LOC92923) 


XM_048072.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3118 


hypothetical gene supported by AF055004 (LOC 


XM_051 593.3 


1 


0,01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3119 


hypothetical gene supported by AF1 32973; BCO 


XM_048487.3 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3120 


hypothetical gene supported by AF267861 ; AKO 


XMJ16170.4 


0 


0.00% 


0. 0.00% 


0 


0.00% 


1 


0.01% 




3121 


hypothetical gene supported by AK027830; ALi: 


XM_072050.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3122 


hypothetical gene supported by AL096738; BCO 


XM_047202.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0,00% 




3123 


hypothetical gene supported by AL1 37544 (LOC 


XM_028218.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3124 


hypothetical gene supported by BC008765 (LOC 


XM_059474.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3125 


hypothetical gene supported by BC009329 (LOC 


XMJ71761.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3126 


hypothetical gene supported by BC009875; BCO 


XIV1_072528.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3127 


hypothetical gene supported by D38441 ; AF141] 


XMJ02828.5 


1 


0.01% 
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0.00% 


0 


0.00% 


0 


0.00% 




3128 


hypothetical gene supported by U60644 (LOCI 2 


XM_047409.2 
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0.01% 
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0.00% 
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0.00% 
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0.00% 




3129 


hypothetical gene supported by XM_000590 (LC 


XM_000590.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3130 


hypothetical gene supported by XM_059059 (LC 


XMJ59059.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3131 


hypothetical gene supported by Y10313; BCOOl; 


XM_01 1551.5 
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0.00% 


01 0.00% 
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0.00% 
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0.01% 




3132 


hypothetical protein 
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myelodysplasia/myeloid leukemia factor 1 (Mlf1) 


AF100171 


0 


0.00% 


0 


0.00% 


0 


0.00% 




0.01% 




3538 


NDUFV3 gene for mitochondrial NADH-Ubiquinc 


AB038163.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3539 


neural polypyrimldine tract binding protein (PTB) 


AF176085.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3540 


neuritin (LOC51299), mRNA /cds=(1 68,596) /gb 


Hs.103291 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3541 


NF2 gene 


Y18000.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


3542 


NG,NG<limethylarglnine dimethylaminohydrolas 


AB001915 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


3543 


NIBAN 


AB050477.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 


1 


3544 


NiCE-3 protein (clone 3038j13) 


AJ243665.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0,00% 




3545 


nitriiase1(NlT1) 


NM_005600.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3546 


NJAC protein (NJAC) 'AF144103.1 


0 


0.00% i 1 


0.01% 


0 


0,00% 


0 


0.00% 


1 


3547 


nm23-H7{NME7) :aF153191.1 


1 


0.01%i 0 


0.00% 


0 


0.00% 


0 


0.00% 




3548 


Nmi JU32849.1 


0 


0.00%' 0 


0.00% 


0 


0.00% 


1 


0.01% 




3549 


N-myc and STAT interactor (RefSeq aa 4e-56) 


NMJ16508.1 


0 


0.00% i 1 


0.01% 


0 


0.00% 


0 


0.00% 




3550 


NORI-1 (ORF) 


AB010427 


1 


0.01%; 0 


0.00% 


0 


0.00% 


0 


0.00% 




3551 


novel protein (HSN0V1) 


XMJ17365.2 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


3552 


NPD001 


AF078853.1 


0 


0.00% 


V 


0.00% 


1 


0.01% 


0 


0.00% 




3553 


N-ras 


X02751 


1 


0.01% 


0 
u 


0.00% 


0 


0.00% 


0 


0.00% 




3554 


nuclear body associated kinase 2b (Nbak2) (=AE 


AF170304.1 


0 


0.00% 


A 

u 


0.00% 


1 


0.01% 


n 

u 


0.00% 




3555 


nucleobindin 2 (RefSeq aa 9e-90) 


NPJ05004.1 


0 


0.00% 


i 


0,01% 


0 


0.00% 


0 


0.00% 




3556 


nucleolar protein (KKE/D repeat) (NOP56) =Y12 


NM_006392. 


o; 0.00% 


A 

u 


0.00% 


0 


0.00% 


1 


0.01% 




3557 


nucleolar protein ANKT(ANKT), mRNA 


NM_016359.1 


1i 0.01% 


u 


0.00% 


0 


0.00% 


0 


0.00% 




3558 


nucleolar protein family A, member 3 (H/ACA sn 


Hs.14317 


01 0.00% 


A 

u 


0.00% 


0 


0.00% 


1 


0.01% 




3559 


nucleotide-binding protein 


U01833 


01 0.00% 


A 

u 


0.00% 


0, 0.00% 


1 


0.01%! 1 


3560 


NUMB 


AF171941.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% i 1 


3561 


NY-REN49 antigen 


AF155111.1 


0 


0.00% 


A 
u 


0.00% 


1 


0.01% 


0 


0.00%! 1 


3562 


NY-REN-67 antigen 


AF155114.1 


1 


0.01% 




0,00% 


0 


0.00% 


0 


0,00% 




3563 


NY-REN-6 antigen (ORF) 


AF155096 


0 


0.00% 


0 


0.00% 


0 


0.00% 


11 0.01% 




3564 iOBPila gene 


AJ251029.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


01 0.00% 




3565 okadaic acid-inducible phosphoprotein (OA48-1^ 


AF069250 ' 0 


0.00% 


0 


0.00% 


0 


0.00% 


11 0.01% 




3566 Opa-interacting protein 0IP5 


AF025441 ' 1 


0.01% 


0 


0.00% 


0 


0.00% 


01 0.00% 




3567 


OPN-b (low match: aa8e-06) 


BAA05950.1 0 


0.00% 


0 


0.00% 


1 


0.01% 


0' 0.00%; 1 


3568 


0RF1 , encodes a 40 kDa product 


AAB60344.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


Oi 0.00% > 1 


3569 


0RF2(aa 48-15,65%) 


BAA25253.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


O: 0.00% 1 


3570 


0RF4 


CAA37647.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1! 0.01% 




3571 


ORFIl (X52235)(= LIN1 HUMAN LINE-1 REVEF 


CAA36480.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




3572 


ORFYGR054W 


CAA97056.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3573 


0TF3 gene 


Z11900.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3574 


p150 (67% aa.) 


AAC51279.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3575 


P1-Cdc21 (=ALU8_HUMAN ALU SUBFAMILY S 


X74794.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




3576 


P1cdc47{=hMCM2)(=p85Mcm) 


D55716.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3577 


p21 -activated protein kinase-like protein (non-ex 


AAF82310.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3578 


P3ECSL(LIECG3), mRNA 


NM_022164.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3579 


PA4=candidate oncogene 


S82075 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3580 


PAC 747L4 gene 


AL035297.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3581 


PAC P336P3(12q24) 


gl|2961441 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3582 


PAI-1 gene, PAM-Hind!ll-2 allele 


AF11 0527,1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3583 


PAK2mRNA, 


AF092132 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3584 


PAN2 protein (PAN2) 


NMJ20905.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3585 


pancreas tumor-related protein (FKSG12) 


AF311912.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3586 


parathyroid hormone-like protein(PLP) gene, exc 


M24349.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3587 


partial AF-4 gene 


AJ238093.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


o; 0.00%; 1 


35881 partial LIMD1 gene for LIM domains 


AJ312686.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


o; o.oo%i 1 
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3589 


partial unknown mRNAfrom drug-resistant mela 


AJ270695.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3590 


PCCX2 mRNA for protein containing CXXC don- 


AB031 230.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


' 0 


0.00% 




3591 


PDCL2 


AAD30564.2 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3592 


peanut-like protein 1, PNUTL1 (hCDCReM) (=A 


Y11593 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3593 


pendrin (PDS) 


AF030880 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3594 


PEP11 PROTEIN 


spP38759 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3595 


PEP19 (PCP4) (=X93349;U53709) 


U52969 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00%; 1 


3596 


PER1 gene (=Rigui (RIGUI)) 


AF102137.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


1 0.00%! 1 


3597 


pescadillo (PES1) 


U78310 


1 


0.01% 


0 


0.00% 


0 


0.00% 


o: 0.00%! 1 


3598 


Pig3 (PIG3) 


AF010309 1 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00%! 1 


3599 


pituitary tumor-transforming 1 1nteracting protein 


N1VIJ04339.2 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


U.UU/o 




3600 


PiUS 


U74297 


1 


0.01% 


0 


0.00% 


0! 0.00% 


0 


U.UU /o 


7 


3601 


plasma glutamate carboxypeptidase (PGCP) 


NM_006102.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


T 


3602 


platelet glycoprotein ilb precursor 


AAA60115.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




3603 


PMF16 


AB006881 


1 


0.01% 


0 


0.00%; 0 


0.00% 


0 


0.00% 




3604 


PMS1 PROTEIN HOMOLOG 1 (DNA MISMATqspP54277 


0 


0.00%! 0 


0.00% 


1 


0.01% 


0 


0.00% 




3605 


PM-Scl-75 autoantlgen (PM-scI) (=M58460) 


U09215 


0 


0.00% 


0 


0.00% 


n 

u 


0.00% 


1 


0.01% 




3606 


polymorphic Hindlll site DNA (THRB region) 


X58041 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3607 


polypyrimidine tract binding protein (lieterogenec 


NM_002819.1 


0 


0.00% 


0 


0.00% 


n 


0.00% 


1 


0.01% 




3608 


PP1201 mRNA, 


AF1 93045.1 


0 


0.00% 


1 


0.01% 


u 


0.00% 


0 


0.00% 




3609 


PP2703 


AF1 93051.1 


0 


0.00% 


1 


0.01% 


u 


0.00%: 0 


0.00% 




3610 


PR-domain containing protein 10 (PRDM10) 


NMJ20228.1 


0 


0.00% 


1 


0.01% 


n 


0.00% 


0 


0.00% 




3611 


PREGNANCY ZONE PROTEIN PRECURSOR ( 


spP20742 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3612 


PRKG1 gene 


Z92885 


0 


0.00% 


Oi 0.00% 


1 


0.01% 


0 


0.00% 




3613 


PRO0066 


AF113007.1 


0 


0.00% 


11 0.01% 


0 


0.00% 


0 


0.00% 




3614 


PRO021 4 protein (PRO0214) 


NMJ14120.1 


0 


0.00% 


li 0.01% 


0 


0.00% 


0 


0.00% 




3615iPRO0245 protein (PRO0245) 


NM_014122.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3616 


PRO0412 mRNA (=KIAA0213 gene )(= mitogen- 


AF1 16604.1 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3617 


PRO0461 protein (PRO0461) 


NM_014072.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 0.01% 




3618 


PRO0529 protein (PRO0529)= AF1 1 1848.1 


NMJ14074.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01%: 1 


3619 


PRO0786 (=putative tumor suppressor ST13 (S' 


AF1 16650.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3620 


PRO0989 (=CGI-54 protein) 


AF1 16614.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3621 


PR01155(=RBBP6) 


AF1 16625.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3622 


PR01489 


AF116637.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




3623 


PR01546 (aa 16-14,58%) 


NP_061055.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




3624 


PR01722 


AAF69605.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




3625 


PR01843 mRNA,(= initiation factor 4B) 


AF1 19854.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3626 


PR01996 protein (PR01996) 


NM_014108.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3627 


PRO2047 protein (PRO2047) {=PRO2003) 


NM_014110.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3628 


PRO2061 


AF1 18092.1 


0 


0.00% 


1; 0.01% 


0 


0.00% 


0 


0.00% 




3629 


PR02134 


AF11 8094.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3630 


PRO2207 


AF116692.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3631 


PR02219 mRNA, complete cds /cds=(823,1056 


Hs.103657 ! 0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3632IPR02222 


AF1 19868.1 i 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3633 


PR02239 


AF116696 


0 


0.00% 


0 


0.00% 


o: 0.00% 


1 


0.01% 




3634 


PRO2309 


AF1 19875.1 


o: 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3635 


PR02646(=RPS4Y) ^ AP1 16711.1 


1: 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3636 


selective LIM binding factor, rat homolog (SLB) 


AAF69654.1 


0 


0.00%; 0 


0,00% i 1 


0.01% 


0 


0.00% 




3637 


PR02832 (PR02832) 


NM_01 8541.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3638 


PR02975(PR02975) 


NM_018548.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3639 


PRO3091 


AF119916.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3640 


PRO3098 


AF1 19917.1 


0 


0.00% 


o; 0,00% 


1 


0.01% 


0 


0.00% 




3641 


Pro-Pol-dUTPase polyprotein 


Y12713 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3642 


prostacyclin synthase 


D83402 1 


0.01% 


0 


0.00% 


0 


0.00% 


o; 


0.00% 




3643 


prostaglandin-D synthase (RefSeq aa 3e-36) 


NP_055300.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




3644 i prostate carcinoma tumor antigen (pcta-1) (ORF 


L78132.1 


0 


0.00% 


0 


0,00% 


1 0.01% 


0 


0.00% 




36451 prostate specific and androgen regulated cDNA 


AF1 63475 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 
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3646 


prostatein c3 subunit 


M71245 ! 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00%! 1 


3647 


protein 


L76155 i 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3648 


protein (peptidyl-prolyl cis/trans isomerase) NIM/ 


NM 006223 1 


0 


0.00% 


0 


0.00% 


o; 0.00% 


1 


0 01% 




3649 


protein B 


AF1 46793 1 


0 


0.00% 


0 


0.00% 


Ol 0.00% 


1 


0.01% 




3650 


protein intiibitor of activated STAT-1{RefSeq aa 


NP 057250 1 


0 


0.00% 


1 


0.01% 


0 

V 


0 00% 


0 


0.00% 




3651 


protein S-alplia (PR0S1) (=¥00692) 


M235g9 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0 00% 




3652 


PSD-Zlp45 


ABni7i4n 


n 
\j 


0.00% 


0 


0.00% 


1 

1 


0 01% 


0 


0 00% 

U.VJl/ /o 




3653 


PTB domain adaptor protein CED-6 


AF200715.1 


0 


0.00% 


1 


0.01% 


n 


0 00% 


0 


0.00% 


7 


3654 


PTB-lil<e protein 


AJ010585.1 


0 


0.00% 


0 


0.00% 


i 


0.01% 


0 


0.00% 




3655 


PTD002 protein {PTD002) (=HSPC305) 


NM_016144.1 


0 


0.00% 


1 


0.01% 


0 




0 


0.00% 




3656 


PTD012 


AF092133.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0 00% 

u.vly JO 




3657 


PTD017 protein (PTD017) 


NM_014046.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3658 


PTH-responsive osteosarcoma B1 protein (B1) r 


AF095771.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3659 


PTPL1 -associated RhoGAP 


U90920 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




3660 


PTS gene for 6-pyruvoyltetraliydropterin syntiias 


AB042297.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3661 


putative (H, sapiens) (LOC134301) |XM J59705.1 


0 


0.00%; 0 


0.00% 


1 


0.01% 


0 


0.00% 




3662 


PUTATIVE CIO PROTEIN (L0G1 13246) LlXM_053988.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




3663 


Putative prostate cancer tumorsuppressor (RefS 


NP_006756.1 


Oi 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3664 


putative tumor suppressor ST1 3 (ST13) (=PROC 


U17714.1 


Oi 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3665 


QM [nontumorigenic Wilms' microcell hybrid cell: 


S64169.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




3666 


R3H domain (binds single-strandednucleic acids 


NPJ56970.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% i 1 


3667 


RAB14, member RAS oncogene family (RAB14) 


XM_005342.4 


1 


0.01% 


0 


0.00% 


Oi 0.00% 


O: 0.00% i 1 


3668 


RAB6C, member RAS oncogene family (RAB6C 


XM 038274.1 


1 


0.01% 


0 


0.00% 
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ATP synthetase beta-subunit 


X05606 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


-j 


4012 


ATP synthetase epsiion-subunit, nudear-endcoc 


X16978 


i 


0.01% 


0 


0.00% 


0 


0.00%» 


0 


0.00% 


>l 


4013 


ATP(GTP)-binding protein 


A ininfi49 1 




0.01% 


0 


0.00%! 0 


0.00% 


0 


0,00% 




4014 


breast cancer metastasis-suppressor 1 (BRMS1 


AF1'iQ141 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 0.00% 




4015 


C0X15 (yeast) homolog, cytochrome c oxidase 


MM 004376 1 


0 


0.00% 


1 


0.01% 


0 


0.00%) 


0 


0.00% 




4016 


CYTOCHROME B 


poni'^fi 

r Uv 1 v/v 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4017 


cytochrome b large subunit of complex II 


r^4Q7'^7 




0.01% 


0 


0.00% 


0 


0.00%) 


0 


0.00% 


-j 


4018 


cytochrome bc-1 complex core P 




0 


0.00% 


0 


0.00% 


1 


0.01 %) 


0 


0,00% 




4019 


cytochrome c oxidase chain 1 [MesoCRIcetus au 


1 lQ7fi74 


0 


0.00% 


0 


0.00% 


1 


0.01 %> 


0 


0.00% 




4020 


cytochrome c oxidase subunit II [Artibeus jamaic 


A FOR 1*^40 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4021 


cytochrome c oxidase subunit IV (C0X4), nuclec 


lNlVi_UU 1 OU 1 . 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4022 


cytochrome c oxidase subunit Vlb (EC 1 ,9.3.1 ) 


A 1 oy^o 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4023 


cytochrome c oxidase subunit Vila polypeptide ' 


MP 001 ftR*^ 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


~ — -J 


4024 


cytochrome c oxidase Vllc (EC 1 .9.3.1) 




0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


>j 


4025 


cytochrome c-1 (CYC1) 


NM_001916.1 


\ 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4026 


cytochrome oxidase 1 


CAA24028.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4027 


cytochrome-c oxidase (EC 1 .9.3.1) chain 1 


C59153 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4028 


fen-edoxin 1 (FDX1) mRNA 


NM_004109.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




~4029 


glyoxylate reductase/hydroxypyruvatereductase 


NP_036335.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4030 


GTP AMP phosphotransferase mRNA, complete 


JAF183419.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4031 


Hsa4 mitochondrion cytochrome oxidase subun 


U1 2692.1 


\ 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4032 


isocitrate dehydrogenase U52144.1 


\ 


0.01% 


0 


0.00% 0 


0.00% 


0 


0.00% 


1 


4033 


isocitrate dehydrogenase 1 (NADP ), soluble (IC 


> NM_005896,1 


1 


0.01% 


0 


0.00%! 0 


0.00% 


0 


0.00% 


-j 


4034 


isocitrate dehydrogenase 3 (NAD ) gamma (IDH 


:NM_004135.1 


\ 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4035 


malate dehydrogenase precursor (MDH) (mitod 


1AF047470 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4036 


ma!onyl-CoA decarboxylase precursor (MLYCD 


)AF097832.2 


Q 


0.00% 


1 0.01% 


0 


0.00% 


0 


0.00% 


1 


4037 


mitochondria isolate Aus3 cytochrome b (CYTE 


1 AF042516 


1 


0,01% 


Oi 0.00% 


0 


0.00% 


0 


0.00% 




4038 


mitochondria solute carrier protein (MSCP) 


AY032628.1 


1 


0.01% 


c 


0.00% 


c 


0.00% 


c 


0.00% 




4039 


mitochondrial (Asian) DNA controi region, sequ( 


5M76321.1 


0 


0.00% 


c 


0.00% 


1 


0.01% 


c 


0,00% 




404C 


mitochondrial ATP synthase c subunit (P2 form) 


X69908 


1 


0.01%, c 


\ 0.00% 


c 


0.00% 


c 


0.00% 


1 


4041 


mitochondrial ATPase subunit 9 


Ml 6439 


1 


0.01 % 


c 


) 0.00% 


c 


0.00% 


c 


0.00% 


1 


4042 


mitochondria! carrier homologue 1 (=CGI proteit 


1AF176006.1 


c 


O.OO^c 


c 


) 0.00% 


c 


0.00% 


1 


0.01% 


1 


4043 


mitochondrial control region 11, sample NG14 


L39338 


1 


0.01 y< 


c 


) o.oorc 


o: 0.00% 


c 


0.00% 


1 


4044 


mitochondrial cytochrome b 


AB033713.1 


c 


> 0.00% 


c 


) 0.00% 


) 0! 0.00% 


1 


0.01% 


1 
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40451 MITOCHONDRIAL CYTOCHROME B-245 HEA^ 


spQ61093 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4046 


mitochondrial cvtochrome c oxidase subunits 1 1 


M27315 


0 


0.00% 


0 


0.00%; 0 


0.00% 


1 


0.01% 




4047 


mitochondrial D-loop (isolate RomB15) 


AJ230609.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 






mitochondrial DNA (ximplete genome 


X93334.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 






mitochondrial DNA, 


D38112.1 


0 


0.00% 


1 


0,01% 


0 


0.00% 


0 


0.00% i 1 




mitochondrial genes coding for three transfer R^ 


V00665 


0 


0.00% 


oi 


0.00% 


1 


0.01% 


0 


0.00% 




4051 


mitochondrial glutathione reductase and cytosoli 


AF228703.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 






mitochondrial HSP75 


L15189 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




tuoo 


mitochondrial initiation factor 2 


L34600 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 






mitochondrial intermediate peptidase (MIPEP), riNM„005932.1 


0 


0.00% 


0 


0.00%; 


0 


0.00% 


1 


0.01% 




4055 




«?n07M3Q 


0: 0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 






mif/v^hnnrlrial nrnroccinn rtoniiHsica hot9.Qi ihi mil 
iiillUOilUllUlidi (JlUUcoolliy {JcptlUdoc uold'oUiJUiitt 


AF0M189 


0 


0.00% 


0 


0.00% 


1. 0.01% 


0 


0.00%! 1 




lullUOnUIIVJIIal oUlUlC OdiHC?! ^LVJ\^0 lOl^f 


XM 040^70 1 

AIVI_v'tUv.'/ U. 1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




T-VJJO 


MAPi^P^I-l' niiini^no AYiroHiirtacp npnp 
iNnu^r jn, LjuiiiuiitJ UAiicuuoidoc yci ic 


M81fin0 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 








□14758781 


i 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 






iNMUn uenyurogenase \uuic{uinuiif^/ rtT-opiuteiii 


MP nn94fifi 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




40^1 


MAP^M rfohuHrnnonaQP Qiihifnif "^^Rpf^pn 3a 8p-' 


01^8*^6^ 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4nfi9 


MAr\l-l Hahurlrnnonaco ciihnnit R /^Rpf^pn '^p- 
INnUn UcliyUluycMdofc; oUUUilli J ^r\tJIOcL| dd JC- 


r|lf;ft'^i^'^Q8 
yiouooijuu 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




406'^ 


WAnH HphvrlrnnpnaQp/iihinMinrinp^ 1 alnha ^iihr 


MM 004544 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




*rUO*T 


M ArM-JMihirtii!rmna nviHAroHiipfacp \A\ RO cnhnni 

iNAun.UDit]uirioric UAiuuicuuoidoc iviLr\w ouuuni 


AFifi47Qfi 1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




*fUOO 


M AnUI'iihini imAOA nvlrlnroHi rr^f oca MHI iPQ"^ /OP 

iNAun.uuic|uinorie OAiaoreaucidbe iNuuroo 


AF0fi71'^Q 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




'tUDO 


NAUn-cyiocnrome do reQucidse isoTorm 


AF19^W ^ 

Ar 1 LODOO. 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 






MAnH I iRini liWDNF oyiF^nRFni IPTA^F 18 K 


en04'^181 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4068 


MAnw 1 iRioi iiMOMP nyinnRFDi iptacsf '\o k 

INMUn-UDlVJUIINUiNC VJAIUwrsCUUU 1 MOC OU P 




0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 






MARM 1 !Rini iiwnwF nyinoRFni iptac^f r17 




-j 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 






iNAUn-UDiciuinone oxiuoreaucidse do suDunii rn 


AP07709Q 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4071 


MAnH 1 iRini iiMOMF nyinnRFDi ipta^f pha 

INAun-UDiWUilNvJINu. vJAIUUrxCIJUU 1 AOL. wnr 


P0'^8Q7 


i 


0.01 % 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4079 


MAni-l-l IRIOI IIMnNF nXinnRFDUPTASF CMA 




0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




407? 


MAnH 1 IRini MMPiWF PiYinnRFni iptaqf mw 




0 


0.00% 


0 


0.00% 


Oi 0.00% 


1 


0.01% 




4074 

4U/ 4 


NAUn-uDiquinone oxiuorcuiiQ/idbc buuuiiii d if .s. 


AF0708ri9 1 

ArU* UDOa.. 1 


0 


0.00% 


1 


0 01% 


0 


0.00% 


0 0.00%' 1 


407R 


MAnw iihinitinAnp AvtHnrprli lAtaQP Qiihiinit PI-RP 
iNAUn~UL/I^UIIlUMC UAiUUI v/UUULdOC oUUUIill vl DvJ 


AF047185 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




407fi 
'fur 0 


IvAUrn lldVIII icUUV/ldoC 


026308 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4077 


Nini )FR8 npnp 


Y1fi004 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




407fi 


MPW'AiiinAnp AviHArpHi lAtacp 9 aphp /MPj09^ 


A 60*^0248 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




407Q 


niiHpar arnnttpQp fmitorhnndrish 


U80040 


1 


0.01% 


0 


0.00% 


0 


0.00%' 0 


0.00% 




40fi0 


nfi=rvtnrhrnmp r nyiria^p ^uhimit VIr ho!nnlnn/( 


S82616 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




40ft 1 


rti linAlinolo nhACAhArihACultrancfpriscp /nipAtinflt 
LjUulUllfldlc pilU&pnUilUUoyiUdliolcidbc; \^ll!UUUIldl 




0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




40R9 


CTir^pinato rlDhvHrAApnacp IrAn-nrAtpin ciihiinit 
oUl/Uiidlt; uciiyui uyci idoc iiuu jJiuicHt ouuutiiL 


U17948 1 


1 


0.01% 


0 


0.00% 


0' 0.00% 


0 


0.00% 




40ft'^ 

*tUOO 


QnApiniA cpmialHphvHp HphvrlronpnaQP ^^^Ani- 
ouLrLdiiiu bciiiidiuciiyuc uciiyuiuyeiidbc ^ooAur 


NM 001080 1 


1 


0.01% 


0 


0.00% 


Oi 0.00% 


0 


0.00% 




4084 


SUCCinyi-UOA byitlllcldbc O l r-bpcUIIIL. Ucld bUU 


AF171077 1 


0 


0.00% 


0 


0.00% 


1! 0.01% 


0 


0.00% 




408^ 


UBIQUINOL-CYTOCHROME C REDUCTASE C 


sp014949 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




40ftfi 

HUOU 


beacon 


AAG34704.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4087 


biotinidase 


U03274 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4088 


dihydroxypolyprenylbenzoate methyltransferase 


L20427 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4089 


folylpolyglutamate synthase (FPGS) mRNA 


NM_004957.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




40Q0 


isolate sporadic PCT patient 10 uroporphyrinoge 


; API 04440.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




40Q1 


non-functional folate binding protein 


NP_037439.1 


o; 0.00% 


0 


0.00% i 0 


0.00% 


1 


0.01% 




40Q9 


nonfunctional GM3 synthase 


AP1 19417.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 






Porphobilinogen deaminase (PBG-D, EC 4.3.1 .i 


)X04217.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00%. 1 


4094 


pterin-4a-carbinolamine dehydratase (PCBD) (= 


IL41559 


1 


0.01% 


0 


0.00% 


0 


0.00% 


O: 0.00% 




4095 


nonhepatic arginase 


D86724.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4096 


6-pyruvoyltetrahydropterin synthase(RefSeq aa 


•NPJ00308.1 


0 


0.00% 


1 


; 0.01% 


0 


0.00% 


0 


0.00% 




4097 


amine oxidase, copper containing 3 (vascular a( 


j NM_003734.2 


0 


0,00% 


0 


1 0.00% 


1 


0.01% 


0 


0.00% 




4098 


Arg/Abl-interacting protein ArgBP2a (ArgBP2a) 


[AF049884 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4099 


ArgBPlB protein (=Arg protein tyrosine kinase-b 


X95677.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4100 


arginine methyltransferase 


Y10806 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4101 


aspartate aminotransferase 1 (RefSeq aa 1e-51 


1NP_002070.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 0 


0,00% 
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4102 


basic leucine zipper nuclear factor 1 (JEM-1) (Bl 


NMJ03666.1 


1 


0.01% 


1| 0.01% 


0 


0.00% 


0 


0.00% 


1 


4103 


colon and small intestine-specific cysteine-rich p 


Hs.307047 


0 


0.00% 


0| 0.00% 


1 


0.01% 


0 


0.00% 


1 


4104 


cytidine deaminase 


AF061 658.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


<! 


4105 


DHHC1 protein 


AF247703.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4106 


dipeptidyl peptidase IV(CD26) 


U13735.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




41 07; duodenal cytochrome b (FLJ23462), mRNA 


XM_015916.2 


1 


0.01% 


0 


0.00% 0 


0.00% 


0 


0.00% 




4108 extremely cysteine/valine rich protein [Leishman 


AL390114 


0' 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


4109ifucosiclase, alpha-L- 1, tissue (FUCA1) 


gi4503802 


0 


0.00% 


0 


0.00% 


1i 0.01% 


0 


0.00% 




4110ifumarase nuclear gene encoding mitochondrial |: 


U48857.1 


1 


0.01% 


0 


0,00% 


0 


0.00% 


0 


0.00% 




4111 


Fumarasp nrpcur<;or IfH) fmitochondriah 


U59309 ' 0 


0.00% 


0 


0.00% 


0 


0.00% 


1: 


0.01% 


1 


4112 


namma-filntamvl hvdrnia<^p frnniiinasp fnlvlnoiv 

JCil 1 tl 1 ici^iuiui i ly 1 1 iyui vioov I wUHiuyaoCi \KJ\yiyj\Jiy 


XMJ05313.4 


1 


0.01% 


0 


0.00% 


0 


0.00% 


01 


0.00% 


1 


4113 


n!ntflmin3<?p i^nfnrm C mRNA ^'UTR 

kJIUlQI 1 III IClOw lOViVJI III V 1 1 il \l ^i^f ^ ymf % 1 \ 


AF097494.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4114. 


nliitaminvl-npntidp rvHntrpn<%fpra^p /nliitaminvl f 

Ljiuiai 1 HI lyi pcjjuuc V/yL'HJii ai loici aoc; yvjiuiai i iii lyi \ 


HS79033 


0 


0 00% 


0 


0.00% 


0 


0.00% 
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0.01% 




M- 1 U 


yiyOint; O aOciyiudUotcJaoc ^^"aiiiiiiU'O ^cl\JUUly 


NM_014291.1 


0 


0.00% 


1 


0.01% 


0 


0.00% i 0 


0.00% 




*T 1 ID 


niupino HoQusno cuctjam nrntoin 1-1 ^sminnrnisthv! 
ijiyoiiit/ ucciVdyQ oy&iciii (JiULCIiI n ^ainiMUMit:;uiy' 


NP_004474.1 


1 


0.01% 
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0.01% 
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0.00% 


0 


0.00% 




4117 


nlvHnp-rirh nrntpin 9 


AJ130887 


1 


fl 01% 


0 


0.00% 


0 


0.00% 


0 


0,00% 




4118 


alvro<5vlasDaraainase f=X55330"M64073^ 


X55762 


1 


0 01% 


0 


0.00% i 0 


0.00% 


0 


0.00% 




411Q 




XM_049187.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4120 


H-nrotpin 


M69175 


0 


0.00% 


0 


0.00% 




0.00% 


1 


0.01% 




4121 


HPVIfi F1 nrntpin hindinn nrotpin 

1 ir V 1 VJ L> 1 Ul Uldl 1 k/ll lUII 1^ pi V/Lv^l< 1 


U96131.1 
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0.01% 


0 


0.00% 


0 


0.00% 


I 


0.00% 


-} 




HPV-1fi F9 bindina nrotein fE2BP-1^ f=TCFL5^ 


AF070992.1 


0 


0.00% 


1 


0.01% 
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0.00% 
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0.00% 




4123 


i<?nlpi irvl-tRN A <?vnthpt3<?p 

louicuvyi 11 \i ^yi ILI iciaoc 


D28473 ! 1 


0.01% 


0 


0.00% 
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0.00% 
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0.00% 






icnv/alorvl-PnA dphuHrnnpnaQP HVn^ npnp PYnn 


AFDWIft 1 

ArUOOO 10. 1 


0 


0 00% 


1; 0.01% 


0 


0.00% 


0 


0.00% 




4125 


Krpi^lpr fmnimp^ maf-rplstpd Ipiidnp zinopr hnm 


NM 005461 1 


0 


0.00% 


1 


0.01% 


0 


0.00%; 0 


0.00% 


^ 


4126 


kvniirpninp '^-monnnyvnpna^p ^kvnurpninp !^-hvt 

r\y 1 lui wi 111 \j 1 1 i\ji iv-'^-'Ay y^^f icio^i^ \ rvy i lui \si in us o 


(MM 00^679 1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4127 


larrimal nrnlinp rich nrntpin /Rpf.^pn sa 9p-7ft^ 


NP 009175 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4128 


1 -arnininP'nlvHnp amidinntranQfprflQP 


X86401 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4129 


f PI] 7innpr nrntpin n4D^fi1%^ 


ail382917 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4130 


leucine zipper protein Fip3p (=AF074382 IkB kin 


AF062089 


1 


0.01% 


0 


0.00% 


0 0.00% 


0 


0.00% 




4131 


teucine-zipper protein FKSG13 (LOC90598) 


XM_032849.1 


1 


0.01% 


0 


0.00% 


o; 0.00% 


0 


0.00% 




4132 


lysosomal glycosylasparaginase (AGA) (=X5533 


U21281.1 


0 


0.00% 


0 


0.00% 


01 0.00% 


1 


0.01% 




4133 


MBIP protein (MBIP) 


NM_016586.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


Oi 0.00%i 1 


4134 


methionine adenosyltransferase regulatory beta 


AF182814 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4135 


methionyl tRNA synthetase 


D84224 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4136 


methyl-CpG binding domain protein 3 (MBD3) 


NM 003926.4 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4137 


mitochondrial isoleucine tRNA synthetase, 


D28500.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4138 


ornithine decarboxylase (contains Alu repeat) 


M33764 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4139 


ornithine decarboxylase antizyme 2 (0AZ2) 


NM_002537.1 


0 


0.00%; 1 


0.01% 


0 


0.00% 


0 


0.00% 




4140 


orotidine 5'-monophosphate decarboxylase 


M36661 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4141 


periodic tryptophan protein 2 (PWP2) 


U56085 


r 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4142 


polygiutamine-containing C140RF4 gene 


AJ277365.1 


0 


0.00% 


1 


0.01% 


0; 0.00% 


0 


0.00% 




4143 


proline isomerase FK506-binding protein (FKBP 


L18980.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 0.00% 




4144 


lpyrroline-5-carboxylate synthase long form (P5C 


U76542.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




41451 selenium binding protein 1 (RefSeq aa 8e40) 


NPJ03935.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4146 


selenocysteine lyase (SCLY) 


NM_016510.1 


1 


0.01% 


0| 0.00% 


0 


0.00% 


0 


0.00% 




4147 


serine (or cysteine) proteinase inhibitor, clade H 


XM_035024.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4148 


serine carboxypeptidase 1 precursor protein (H£ 


NM_021 626.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4149 


spermine synthase gene 


AJ009633.1 


0 


0.00% 


0 


0.00% 


0 


0.00%' 1 


0.01% 




4150 


suppressor of S. cerevisiae gcr2 (HSGT1) 


NMJ07265.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4151 


SCSI (yeast homoiog)-like (BCS1 L) 


AF026849 


1 


0.01%: 0 


0.00%! 0 


0.00% 


0 


0.00% 




4152 


SCAD gene. 5' UTR axon 1 and 2 (and joined C 


IZ80345.1 


0 


0.00% 


0 


0.00%! 1 


0.01% 


0 


0.00% 




4153 


selenoprotein N 


AF166125.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4154 


selenoprotein X(LOC51734) 


NM_016332.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4155 


LENG5 protein (LENG5), mRNA 


NM_024075.1 


1 


0.01% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4156 


cap-binding protein 4EHP 


AF047695 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4157 


elongin B; transcription elongation factor B, poly 


NP_009039.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4158 


eukaryotic initiation factor 2B-epsilon 


U23028.1 0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 
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4159 


eukaryotic translation initiation factor (elF3) 


U78525 


1; 0.01% 


0 


0.00% i 0 


0.00% 


0 


0.00% 


-j 


4160 


eukaryotic translation initiation factor 1 A (RefSec 


NP_001403.1 


0, 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4161 


eukaryotic translation initiation factor 3, subunit i 


NM_003754.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


4162 


eukaryotic translation initiation factor 3, subunit i 


NM 003752.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4163 


eukaryotic translation initiation factor 3, subunit { 


NM 003751.1 


1 


0.01% 


0 


0.00% 1 0 


0.00% 


0 


0.00% 




4164 


eukaryotic translation initiation factor 4 gamma, > 


NM_003760.2 1 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


^ 


4165 


hydatidilorm mole associated and imprinted (HY 


AF241 534.1 0 


0.00% 


1 


0.01% 


0 


0.00% 


0! 0.00% 




4166 


initiation factor elF-2B gamma subunit (elF-2B g 


U38253.1 i 0 


0.00% 


0 


0.00% 


0 


0.00% 


ll 0.01% 


-I 


4167 


MAMMA1 cDNA clone MAIVIMA1001942 5 


AU122237.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4168 


met-tRNA-i gene 2 (done Iambda-htm2) 


J00311 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4169 


peptide elongation factor 1-beta mRNA, complet 


AF1 03726 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4170 


region containing eukaryotic translation elongati( 


XM_016036.1 


0 


0.00% 


Oj 0.00% 


1 


0.01% 


0 


0.00% 




4171 


translation initiation factor 4e 


AF038957.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4172 


translation repressor NAT1 (=eukaryotic translat 


U76111.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4173 


unr-interacting protein 


AJ01 0025.1 


0 


0.00% 


0 


0.00% 


0 


0.00%! 1 


0.01% 




4174 


838.98 23S ribosomal RNA gene 


AF146762.1 


0 


0.00% 


0 


0.00% 


0 


0.00%^ 1 


0.01% 




4175 


GAR1 protein (GAR1 gene) 


AJ276003.1 


0 


0.00% 


0 


0.00% 


1 


0.01 %i 0 


0.00% 




4176 


mitochondrial ribosomal protein L11 (MRPL11) 


XM„006493.4 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4177 


mitochondrial ribosomal protein LI 8 (MRPL18), i 


Hs.23038 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4178 


mitochondrial ribosomal protein L22 (MRPL22), i 


Hs.41007 


0 


0,00% 


0 


0.00% 1 0 


0.00% 


i 


0.01% 




4179 


mitochondrial ribosomal protein L3 (MRPL3), mF;Hs.79086 


0 


0.00% 


0 


0.00%: 0 


0.00% 


1 


0.01% 




4180 


mitochondrial ribosomal protein L33 (MRPL33), i 


Hs.14454 


0 


0.00% 


0 


0.00%; 0 


0.00% 


1 


0.01% 




4181 


mitochondrial ribosomal protein SI 2 


Y11681 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4182 


mitochondrial ribosomal protein S21 (l\^RPS21), 


Hs.81281 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4183 


mitochondrial ribosomal protein S30 {IWRPS30), 


Hs.28555 


0 


0.00% 


0 


0.00% 


o; 0.00% 


1 


0.01% 




4184 


ribosomal L21 protein gene 


L38826.1 


0 


0.00% 


i 


0.01% 


0 


0.00% 


n 


\J,<J\J /o 


-j 


4185 ribosomal protein (RPS4Y) isoform 


M58459 . 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4186iribosomal protein 60S acidic ribosomal 


NM_016183.1 ; 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


-1 


41 871 ribosomal protein LI 7 Isolog 


AF1 64797 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4188 


ribosomal protein L20 


AE002038 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4189 


ribosomal protein LLRep3 


X17206 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4190 


ribosomal protein, complete cds 


D23660.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4191 


ribosomal RNA12S 


X13956 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4192 


ribosomal RNA 23S gene 


AF146762 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4193 


ribosomal RNA 28S 


M30952.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4194 


Ribosomal RNA processing 


NM_014285.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4195 


ribosomal RNA, large subunit ATCC 46578 


U17421 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4196 


ribosomal subunit protein L13 


AE000402 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4197 


ribosome associated membrane protein RAMP4 


AJ238236.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4198 


ribosome receptor, p180 


X87224 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4199 


RPL15 gene for ribosomal protein LI 5, complete 


AB061823.1 


1 


0.01% 


0 


0.00%' 0 


0.00% 


0 


0.00% 




4200 


RPL6 gene for ribosomal protein L6, complete ci 


AB042820.1 


0 


0.00% 


1 


0.01%; 0 


0.00% 


0 


0.00% 




4201 


STEROL-REGULATORY ELEMENT-BINDING F 


sp043462 


0 


0.00% 


0 


0.00% i 0 


0.00% 


1 


0.01% 




4202 


surf3 gene (ribosomal protein L7a) 


X61923.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4203 


acid sphingomyelinase (ASM) gene, exons a, ar 


M59917 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4204 


ADAMTS-1 


AB001735 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4205 


amyloid precursor protein homolog HSD-2 


AF168956.1 


0 


0.00% 


0 


0.00% 


0; 0.00% 


1 


0.01% 




4206 


amyloid precursor protein-binding protein 1 


U50939 


0 


0.00% 


1 


0.01% 


0! 0.00% 


0 


0.00% 




4207 


antileukoprotease (ALP) 


X04470 


1 


0.01% 


0 


0.00% 


0 


, 0.00% 


0 


, 0.00%! 1 


4208 


basigin (BSG)(= M6 antigen) 


NM_001728.1 ; 1 


0.01% 


0 


0.00% 


0 


i 0.00% 


0" 0.00%: 1 


4209 


CARBOXYPEPTIDASE H PRECURSOR (CPH) 


spP16870 0 


0.00% 


0 


0.00% 


1 


0.01% 


O! 0.00%: 1 


4210 


carboxypeptidase Z (CPZ) 


NM_003652.1 . 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 0.00% 




4211 


cathepsin S (CTSS) 


M90696.1 0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4212 


cathepsin Z precursor (CTSZ) gene, exons 4, 5, 


AF1 36276.1 j 0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4213icollagenase stimulatory factor (EMMPRIN) (=L2 


LI 0240 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4214 cysteine sulfinic acid decarboxylase-related prot 


AP1 16548.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




421 5 i EN02 gene for neuron specific (gamma) enolas 


X51956.1 


1 1 


0.01% 


o: 0.00% 


0 


0.00% 


0 


0.00% 
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4216 


Inhibitor 2 of protein phosphatase 1 AJ133812.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4217 


mfltrix mptfliionrntpinfl^p 1Q fMMP1Q\ 

II lull lA ( 1 IC^LC1IIV/L>I V.'LVi'll lao^/ Is/ llVllVIt ' v/ 1 


NM_002429.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4218 


mptallnrarhoxvnpntidasp CPX-1 


AF077738 


1i 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4219 


mptflllnnrntpin^^^p rnmnipfp rd<% 


D83646.1 


0 


0.00% 


0 


0.00%! 0 


0.00% 


1 


0.01% 




4220 


nanrrpfltlr r3rhnyvnpntiri?3SP Rlnrpnirenr /RpfSi 


NPJ01 862.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




4221 


narvulin 

y/0 1 V u 1 1 i 1 


AB009690.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4222 




NM_01 2392.1 ! 0 


0.00% 


1 


0.01% 


0 


0.00% 


0; 0.00% i 1 


4223 


Deotidase (mitochondrial orocessina) beta fPI\^P 


XM_055749.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4224 


Deotidase D fPEPD) =J04605 Drolidaseflmidodi 


NMJ00285.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4225 


placental leucine aminopeptidase 


D50810.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4226 


procollagen C-proteinase enhancer protein type 


AB008549.1 


0 


0.00% 


1! 0.01% 


0 


0.00% 


0 


0.00% 




4227 


procollagen type 1 proalpha 1 


K01228.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4228 


procollagen type I pro-alpha 2 chain (C0L1 A2) n 


AF035120 


1 


0.01% 


0 


0.00% 


0 


0.00%! 0 


0.00% 




4229 


prostasin 


U33446 


0 


0.00% 


0 


0.00% 


1 


0.01%: 0 


0.00% 




4230 


protease inhibitor 1 (anti-elastase),alpha-1-antitr 


NP_000286.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 




0.00% 




4231 


protease inhibitor 9 (ovalbumin type){RefSeq aa 


NP_004146,1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4232 


protease subunit S5a (=1172664 S5a/antiseCRet 


U51007 


1 


0,01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4233 


protease, serine, 15 (PRSS15) (=Lon protease) ;nm_004793.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4234 


proteasome (prosome, macropain) 26S subunit, 


NM_006503.1 


1 


0.01% 


0 


0.00%! 0 


0.00% 


0 


0.00% 




4235 


proteasome (prosome, macropain) 26S subunit, 


NM^002814.1 


O: 0.00% 


1 


0.01% 


0 


0.00% 


0 


0 00% 




4236 


proteasome (prosome, macropain) 26S subunit, 


NM_002811.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0,00% 


A 


4237 


proteasome (prosome, macropain)activator subi 


NPJ02809.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


L 0 


0.00% 




4238 


proteasome (prosome, macropain)subunit, alphc 


NP,002777.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4239 


proteasome (prosome, macropa{n)subunlt, alphc 


NP_002781.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4240 


proteasome (prosome, macropain)subunit, beta 


NP_002788.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4241 


proteasome (prosome.maCRopain) 26S subunit, 


NM_002807.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4242 


proteasome (prosome.macropain) 26S subunit, r 


NM_002813.1 


0 


0.00% 


1| 0.01% 


0 


0.00% 


0 


0.00% 




4243 


PROTEASOME COMPONENT 03 (MACROPAI 


spP25787 


0 


0.00% 


0' 0.00% 


0 


0.00% 


1 


0.01% 




4244 


PROTEASOME COMPONENT C5 (MACROPAI 


spP20618 


0 


0.00% 


0 


0.00% 


0 


0.00% 1 


0.01% 




4245 


proteasome inhibitor hPi31 subunit 


D88378 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4246 


proteasome subunit HsC7-l 


D26599 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4247 


proteasome subunit p3126S 


D38047 


1 


0.01% 1 0 


0.00% 


0 


0.00% 


0 


0.00% 




4248 


proteasome subunit p44.5 26S 'AB003102 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4249 


proteasome subunit p58 i D67025 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4250 


proteasome subunit p97 26S 


D78151.1 


1; 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4251 


protein arginine N-methyltransferase 1 (HRMT1L 


AF222689 


1: 0.01% 


0 


0.00% 




0.00% 


0 


0.00% 




4252 


protein arginine N-methyltransferase 2 (PRMT2) 


U80213 


0 


0.00% 


0 


0.00% 1 1 


0.01% 


0 


0.00% 




4253 


PROTEIN PLT 


spQ02083 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4254 


protein product (=AF1 25387) D.melanogaster L£ 


AK000987 


0 


0.00% 


0 


0.00% 


o: 0.00% 


1 


0.01% 




4255 


protein rapamycin associated protein (FRAP2) g 


U88966.1 


0 


0.00% 


1 


0.01% 


Oi 0.00% 


0 


0.00% 




42561 protein Iransiocation complex beta (SEC61B) 


NM_006808.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


Oi 0.00% 




4257 


proteinase chain 5a (non-exact 71%) 268 


NM_002810.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4258 


serine protease, umbilical endothelium (SPUVE) 


NM_007173.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4259 


sorting nexinlO(SNXIO) 


AF121860.1 


0 


0.00% 


Ol 0.00% 


0 


0.00% 


1 


0.01% 




4260 


sorting nexln11(SNX11) 


NM_013323.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4261 


stromelysin-3 


X57766 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4262 


thimet oligopeptidase (metailoproteinase) (=U29 


Z50115 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4263 


thrombin inhibitor 


Z22658.1 


0 


0.00% 


0 


0.00% 


1 


0.01% i 0 


0.00% 




4264 


TIMP-3(=mig-5) (=K222) 


D45917 


0 


0.00% 


0 


0.00% 


1 


0.01%: 0 


0.00% 




4265 


tissue inhibitor of metailoproteinase 2 (TIMP2) 


NM_003255.1 


0 


0.00% i 0 


0.00% 


0 


0.00%; 1 


0.01% 




4266 


tissue inhibitor of metailoproteinase 4 (TIMP4) g 


AF057532.1 


0 


0.00% 


; 0 


0.00% 


0 


0.00%: 1 


0.01% 




4267 


tripeptidyl peptidase 11 (TPP2) ; NM_003291 .1 


0 


0.00% 


i 0 


0.00%' 0 


0,00% 


1 


0.01% 




4268 


trypsin-like serine protease (TLSP) gene API 64623.1 


0 


0.00% 


1 


0.01% i 0 


0.00% 


0 


0.00% 




4269 


Ubc6phomolog iU93242.1 


i; 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4270 


33 polypeptide 


X07266 


0| 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4271 


BRCA1,Rho7and vatl genes 


L78833.1 


0: 0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4272iBRCA1-associated RING domain protein (BARE 


AF038042.1 


o; 0.00% 


1 


0.01% 


0 


0.00%; 0 


0.00% 
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4273 


chaperonin subunit 5 (epsilon) (Cct5) (=D43950. 


gi6671701 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4274 


deubiquitinating enzyme (UNPH4)= AF1 53604 u 


AF106069 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4275 


E1-E2ATPase 


AF155913.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4276 


farnesy itransferase.CAAX box, beta (FNTB) 


NM_002028.1 i 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4277 


F-boxonly protein 3 (FBX03) 


NM_012175.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4278 


F-box only protein 9 (FBX09), transcript variant 


Hs.11050 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4279 


F-box protein Fbl3a (ORF) 


AF129532J 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4280 


F450X protein FBX11 


AF176706 ! 0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0,01% 




4281 


F-box protein Fbx25 


AAF04526.1 ^ 0 


0.00% 


0 


0,00% 


1 


0.01% 


0 


0.00% 


^ 


4282 


F-box protein FBX29 (FBX29) 


AF176707.1 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4283 


F-box protein Lilina (LILINA) 


AF1 79221.1 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4284 


hkf-1 


D76444 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


-J 


4285ihuntingtin interacting protein HYPB 


AF049610.1 i 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4286 : huntingtin-interacting 


AF049528 i 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4287|LUCA-15 protein splice variant 


AF107493 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4288 


miCRosomal signal peptidase complex (SRC 18 


J05466 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4289 


MRS1 protein (MRS1) 


NM_015368.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4290 


myristoyl-CoA:protein N-myristoyltransferase 


Y17208.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4291 


Nedd4-like ubiquitin-protein ligase (L0C1 16013 


XM_057201.1 


1^ 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4292 


neuronal calcium sensor (NCS-1) 


L27421 


1i 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 






4293 


N-myrlstoyltransferase 2 (NMT2) 


NM_004808.1 


Oj 0.00% 


0 


0.00% 


0; 0.00% 


1 


0.01%: 1 




4294 


paired basic amino acid cleaving enzyme (furin, 


NM_002569.1 


1' 0.01% 


0 


0.00% 


0] 0.00% 


0 


0.00%! 1 




peptidylprolyl isomerase (cyclopliilin)-like 3 (PPl 


NM 032472.1 


1| 0.01% 


0 


0.00% 


o; 0.00% 


0 


U.UU/o 


p — ^ 


m 


4296 


peptidylproiyi isomerase D (cydophilin D) (PPID 


Hs.143482 


1! 0.01% 


0 


0.00% 


0; 0.00% 


0 


A AAO/ 




4297 


peroxisomal acyl-coenzyme A oxidase 


S69189 


i! 0.01% 


0 


0,00% 


Oj 0.00% 


0 


0.00% 




4298 


PEROXISOMAL ANTIOXIDANT ENZYME (LIVE 


spP30044 


1! 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 






4299 


peroxisomal Ca-dependent solute canier 


AF004161 


Oi 0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




s- t 


4300 


prolyl oligopeptidase 


X74496 


i; 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4301 


protein disulfide isomerase-related (PDIR) 


NM_006810.1 


0- 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


J 


4302 


protein gene product (PGP) 9.5 (=P09936 UBIQ 


X04741 


1; 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




ss» : 

1 'y 
1%) 


4303 


rapamycin- and FK506-binding protein 


M75099.1 


^ 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4304 


ribophorin 1 ;Y00281 


0, 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4305 


signal recognition particle 19kD (SRP19), mRN/^;NM_003135.1 


0! 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4306 


site-1 protease(subtiIisin-like, sterol-regulated, cl 


NM_0037911 


0 


0.00% 


0 


0.00%; 1 


0.01% 


0 


0,00% 




4307 


SRcyp protein (=1140763 Clk-associated RS eye 


X99717 


0 


0.00% 1 0 


0.00% 


1 


0.01% 


0 


0.00% 




4308 


synthetic ubiquitin (UBCEP80) gene 


M24507.1 


1 


0.01%i 0 


0.00% 


0 


0.00% 


0 


0.00% 






4309 


TL132 


AJ012755 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4310 


transiocon-associated protein alpha subunit (=D< 


AF1 56965.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0,00% 




4311 


ubiquinone oxidoreductase complex CI-PDSW 


X63224 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4312 


ubiquitin associated protein (UBAP), 


NM_016525.2 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4313 


UBIQUITIN CARBOXYL-TERMINAL HYDROLA 


spQ24574 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4314 


ubiquitin carrier protein E2-C (UBCH10)(= cyclin 


NM_007019.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 1 0 


0.00% 




4315 


ubiquitin conjugating enzyme (UbcH8) 


AF031141 


1 


0.01% 


0 


0.00% 


0 


0.00%: 0 


0.00% 




4316 


ubiquitin conjugating enzyme type UBC9 


X96427.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 1 0 


0.00% 




4317 


Ubiquitin conjugating enzyme UEVIBs {UBE2V) 


U97280.1 


0 


0.00% 


0 


0.00% 


0 


0.00%; 1 


0.01% 




4318 


ubiquitin fusion degradation 1-like(RefSeq aa 6e 


NPJ05650.1 


0 


0.00% 


1 


0.01% 


0 


0.00% i 0 


0.00% 




4319 


ubiquitin ligase (Nedd4) protein 


U50842 


1 


0.01% 


0 


0.00% 


0 


0.00% 1 0 


0.00% 




4320 


ubiquitin specific protease 13 (isopeptidase T-3) 


NP_003931.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4321 


ubiquitin specific protease 3 (USP3), mRNA /cds 


Hs.251636 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4322 


ubiquitin specific protease 7 (herpes virus-assoc 


NM_003470.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4323 


ubiquitin specific protease 8 (USP8)(=KiAA0055 


NM_005154.1 


0 


0.00% 


Qi 0.00% 


0 


0.00% 


1 


0.01% 




4324 


ubiquitin specific protease 9 (USP9Y) 


XM_000563.1 


0 


0.00% 


1! 0.01% 


0 


0.00% 


0 


0.00% 




4325 


ubiquitin-activating enzyme El (A1S9T and BN7 


NMJ03334.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 0.00% 




4326 


ubiquitinating enzyme E2-230 kDa 


U20780.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4327 


UBIQUITIN-CONJUGATING ENZYME E2-17 K[ 


spP23567 0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4328 


ubiquitin-conjugating enzyme E2A (RAD6 homol 


gi4507768 \ 0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4329 


ubiquitin-conjugating enzyme E2I (homologous t 


XM_007786.5 i 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 
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4330 


ubiquitin-conjugating enzyme E2L 1 (UBE2L1) = 


NMJ03346.1 


0| 0.00% 


0 


0.00% 1 0 


0.00% 


1 


0.01% 


.... 


4331 


ubiquitin-conjugating enzyme HBUCE1 (L0C51^ 


NM_01 5983.1 


Oi 0.00% 


1 


0.01% 0 


0.00% 


0 


0.00% 




4332 


ubiquitin-conjugating enzyme UbcM2 


AF003346 


i; 0.01% 


0 


0.00%; 0 


0.00% 


0 


0.00% 




4333 


ubiquitin-conjugating enzyme UbcM3 


X92665 


0| 0.00% 


0 


U.VJU /o 


0 
u 


0,00% 


1 


0.01% 




4334 


ubiquitin-like protein 


D23662 


1; 0.01% 


0 




n 


0.00% 


0 


0.00% 




4335|Ubiquitin-protein ligase E3-alpha {UBR1) gene, € 


AF067385.1 


Oi 0.00% 


1 


n ni% 


n 


0.00% 


0 


0,00% 




4336 


ubiquitin-protein ligase NEDD4-like (NEDD4L) 


NMJ15277.1 


1; 0.01% 


0 




0 


0.00% 


0 


0.00% 




4337 


vacuolar protein sorting 35 


NM_01 8206.1 


Oi 0.00% 


1 


0.01% 


1 0 


0.00% 


0 


0.00% 


^ 


4338 


vacuolar protein sorting 45B (yeast homolog) (VI 


NIVI_007259.1 


o! 0.00% 


0 


0.00% 




0.00% 


1 


0.01% 


i _ 


4339 


vacuolar protein sorting homologue h-vps45 


U35246 


1| 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4340 


vacuolar protein sorting protein 16 


AAG34678.1 


01 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4341 


VACUOLAR PROTEIN SORTING-ASSOCIATEI 


spQ02767 


i; 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 ^ 


4342 


vacuolar proton pump delta polypeptide (VATD) 


NM_015994.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4343 


zinc metalloproteinase,STE24 (yeast, homolog) 


NM 005857.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4344 


zinc transporter 1 (ZNT1) 


AF048701.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4345 


AZ2 


AB007141 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4346 


bromodomain protein CELTIX1 


AAF19526,1 


0! 0.00% 


0 


0.00% 1 1 


0.01% 


0 


0.00% 




4347 


corticotropin releasing hormone-binding protein ( 


NM 001882.2 


Os 0.00% 


1 


0.01%l 0 


0.00% 


0 


0,00% 




4348 


ID4 protein 


Y07958 


0 


0.00% 


0 


0.00% 1 0 


0.00% 


1 


0.01% 




4349 


inhibitor of DNA binding 2, dominant negative h€:XM_045365.1 


1 


0.01 %| 0 


0.00%! 0 


0.00% 


0 


0.00% 






4350 


inhibitor of kappa light polypeptide gene enhana NPJ03631.1 


0 


0.00% 1 


0.01%; 0 


0.00% 


0 


0.00% 


-j 


4351 


methyl-CpG-binding protein 2 |AJ132917.1 


0 


0 00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4352 


modifier 3 (M33) (=Y13274 M33 polycomb-like p:Y13274 


1 

i 


0 01% 


0 


0,00% 


0 


0.00% 


0 


0.00% 




hJ 

= •:' 2 
Visrr 


4353 


neural retinal-specific |U95012.1 


0 




i 

i 


0.01% 


0 


0.00% 


0 


0.00% 




4354 


neural specific protein CRMP-2 gene i U83278.1 


i 

1 


U.U 1 /O 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4355 


TANK-binding kinase 1 (TBK1) |NM_01 3254.1 


n 


u.uu /o 


1 


0.01% i 0 


0.00% 


0 


0.00% 




4356 


TBP-associated factor 170 (TAFII170)(low matcf!AJ001017.2 


n 


0.00% 


0 


0.00%! 1 


0.01% 


0 


0.00% 




4357 


4-aminobutyrate aminotransferase (ABAT), nuc}{:NM_000663.1 


1 

1 


0.01% 


0 


0.00%! 0 


0.00% 


0 


0.00% 




4358 


activating transcnpiion factor 6 (RefSeq aa 2e-7(!NP_031 374.1 


n 

\J 


0 00% 


1 


0.01% i 0 


0.00% 


0 


0.00% 




4359 


adenovirus 5 E1A binding protein (BS69) 


NMJ06624.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4360 


AF-6 


AB011399 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4361 


AT-binding transcription factor 1 (ATBF1)(= zinc 


NM_006885.1 


0 


0.00% 


1 


0.01%; 0 


0.00% 


0 


0.00% 




4362 


BACH1 


AB002803.1 


0 


0.00% 


0 


0.00% j 0 


0.00% 


1 


0.01% 




4363 


basic transCRiption factor 62kD subunit (BTF2) ; M95809 


0 


0.00% 


0 


0.00% j 0 


0.00% 


1 


0.01% 




4364 


basic-leucine zipper nuclear factor (JEM-1) ! U79751 


0 


0.00% 


0 


0,00% 1 


0.01% 


0 


0.00% 




m 


4365 


BCE-1 protein (BCE-1) 


NMJ07005.1 


0 


0.00% 


0 


0.00%; 1 


0.01% 


0 


0.00% 




4366 


B-cell CLL/lymphoma 3 (BCL3) 


NMJ05178.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4367 


Bcl--2-associated transcription factor short form r 


AF249273.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4368 


beta-hydroxysteroid dehydrogenase type VI1 17 


AF098786.2 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


-I 


4369 


B-IND1 protein (B-indl) 


Z97207.2 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4370 


B-myb 


X13293 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4371 


BTF3 protein homologue gene, complete cds la 


Hs.181967 


0 


0.00% 


0 


0.00% 


0 


0.00%; 1 


0.01% 




4372 


C3HC4-like zinc finger protein 


AF214680 


0 


0.00% 


0 


0.00% 


0 


0.00% j 1 


0.01% 




4373 


CAGHIa(CAGHI) 


U80738 


1 


0.01% 


0 


0.00% 


0 


0.00%; 0 


0 00% 




4374 


cAMP responsive element modulator (CREM) 


AF213898.1 


1 


0.01% 


0 


0.00% 


0 


0.00%! 0 


0 00% 


7 


4375 


CCAAT transCRiption binding factor subunit gan 


Z74792 


1 


0.01% 


0 


0.00% 


0 


0,00% 1 0 


0.00% 


— 


4376 


CCT (chaperonin containing TCP-1) epsilon sub 


Z31555 


1 


0.01% 


0 


0.00% 


0 


0.00%; 0 


0.00% 




4377 


cell growth regulatory with ring finger domain (C( 


NM_006568.1 


0 


0.00% 


0 


0.00% 


1 


0.01%! 0 


0.00% 




4378 


Che-1 (ORF) 


AF083208 


0 


0.00% 


0 


0.00% 


1 


0.01%! 0 


0.00% 




4379 


c-helix-Ioop-helix-PAS orphan MOPS 


AF044288.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4380 


chick ovalbumin upstream promoter transcriptior 


M62760.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4381 


cis-acting sequence 


M82882.1 
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1 


0.01% 


0 


0.007o 


0 


0.00% 


0 


0.00% 




4618 [ 


eterogeneous nuclear ribonucleoprotein AO (H^ f 


s|M„006805.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4619 [ 


eterogeneous nuclear ribonucleoprotein L (HNF ) 


(16135 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4620 \ 


inRNA-binding protein M4 (M4 protein) i 


535532 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4621 \ 


inRNP-EI ^ 


<78137.1 


0 


0.00% 


0 


0.007o 


0 


0.00% 


1 


0.01% 




4622; I 


_RR FLI-I interacting protein 2 (LRRFIP2) / 


\F11 5509.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 

1 u- 




4623 r 


luclear matrix protein p84 


^IM_005131.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4624 r 


luclear protein (mdm-1) 


V120823.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4625 I 


luclear protein double minute 1 j 


^F267851.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4626 \ 


luclear protein, NP220 


D83032 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4627 


0RF2 consensus sequence encoding endonuck 


^AB41224.1 


0 


0.00% 


1 


0.01 7o 


0 


0.00% 


0 


0.00% 




4628 


partial mRNA for double stranded RNA binding r 


AJ271747.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4629 


polv(A)-binding protein, cytoplasmic 4 (inducible 


NMJ03819.2 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4630 


pur alpha extended 


X91648 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4631 


ribonucleoprotein SS-B/La (=J04205) 


X13697 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4632 


RNA 3'-terminal phosphate cyclase (RPC) mRN/ 


NM_003729.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4633 


RNA binding motif protein 4 (RBM4) 


gi4506444 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4634 


RNA binding motif protein 9 (isoform 1) {=ALOO^ 


CAB63054.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4635 


RNA binding motif protein, X chromosome {RBU 


NM_002139.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4636 


RNA cyclase homolog 


AF067172.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4637 


RNA helicase (LOC51139)(= KIAA0801) 


NMJ16130.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4638 


RNA helicase fRIG-l) 


AF038963.1 


0 


0.00% 


0 


0.007o 


0 


0.00% 


1 


0.01% 




4639 


RNA helicase HDB/DICE1 


AF141326.1 


0 


0.00% 


0 


0.007o 


1 


0.01% 


0 


0.00% 




4640 


RNA heiicase-related protein 


AF083255 


0 


0.00% 


0 


0.007o 


0 


0.00% 


1 


0.01% 




4641 


RNA heiicase-related protein (RNAHP) 


XMJ44384.1 


1 


0.01% 


0 


0.007o 


0 


0.00% 


0 


0.00% 






RNA-bindina orotein (autoantiaenic) (RALYl 


NM_016732.1 


1 


0.01% 


0 


0.007o 


0 


0.00% 


0! 0.00% 




4643 


RRM RNA binding protein Gry-rbp (GRY-RBP) 


AF037448.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4644 


SIR2 (silent mating type information regulation 2 


NM_01 2237.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4645 


sir2-llke 1 (S1RT1) 


NM 012238.2 


0 


0.00% 


i 


0.01 7o 


0 


0.00% 


0 


0.00% 




4646 


small nuclear ribonucleoprotein D3 polypeptide ( 


NMJ04175.1 


1 


0.01% 


0 


0.007o 


0 


0.00% 


0 


0.00% 




4647 


small nuclear rna (snrna) gene (clone pu1-6) an( 


K00529.1 


0 


0.00% 


0 


0.007o 


0 


0.00% 


1 


0.01% 




4648 


small nuclear RNA activating complex, polypept 


4507100 


0 


0.00% 


0 


0.00% 


0 


0,00% 


1 


0.01% 




4649 


Smg GDS-associated protein SMAP 


U59919 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4650 


SnRNP assembly defective 1 homologue (SAD' 


gi5730024 


0 


0.00% 


0 


0.00% 


1 0.01% 


0 


0.00% 




4651 


SNRPN 


U81001.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4652 


S0F1 PROTEIN 


spP33750 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4653 


SPF31 (SPF31) 


AF083190 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4654 


splicing factor (45kD) (SPF45) (ORF) 


NM_006450.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4655 


IsDlicina factor 30, survival of motor neuron-relat 


^NM_005871.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


c 


0.00% 




4656 splicing factor arginine/serine-rich 5 (SFRS5) 


XM_031133.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


c 


0.00% 




4657: splicing factor Prp8 


AF092565.1 


1 


0.01% 


0 


0.00% 


c 


0.00% c 


0.00% 




4658 isDiicina factor SC35 


M90104.1 


1 


0.01% 


c 


0.00% 


c 


0.00% 


e 


0.00% 


1 


465C 


) splicing factor SRp40-3 (SRp40) 


U30827.1 


c 


) 0.00% 


01 0.007< 


1 


0.01% 


c 


) 0.00% 


1 


466C 


) splicing factor SRp55-1 (SRp-55) 


U30883.1 
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) 0.00% 
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) 0.007« 
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) 0.00% 
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0.01% 


> 1 


4661 
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? SPLICING FACTOR. ARGININE/SERINE-RICH spQ12872 
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466: 


i SDlicina factor, arQinine/serine-rich2, interacting NP_004710.1 


( 


) 0.00% 




0.017 


c 


) 0.007 


3 0: 0.007 




466^ 


\ splicing factor, SF1-HL1 isoform 


Y08765 




o.or/ 


{ 


) 0.007 


( 


) 0.007 


, ( 


) 0.007 


3 1 


466( 


3 SRp25 nuclear protein(LOC51 329) 


NM_016638.1 




I 0.017 


( 


} 0.007 


( 


) 0.00% ( 


3 0.007 


0 1 


466( 


3 SRp46 splicing factor retropseudogene 


AF031 166.1 
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3 0.007 


, 


1 0.017 
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( 


3 0.00°/ 


) 1 


466' 


J SR-related protein LD2 (=RNA-binding protein 


SAF247662.1 




1 0.017 


( 


] 0.00°/ 


^> ( 


3 0.00°/ 


[) ( 


3 0.00°/ 


0 1 


466 


3 staufen (Drosophila.RNA-binding protein) home 


)liNM_014393,1 




3 0.00°/ 




1 0.01°/ 


( 


3 0.00°/ 


() ( 


3 0.00°/ 


) 1 


466 


3 staufen protein (STAU) 


AF061940 




3 0.00°/ 




} 0.00°> 
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3 0.00°/ 
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4672" 


T1A1 cytotoxic granule-associated RNA-binding | 


MM 003252.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4673 


[RNA-Lys gene (low matcli:nt 1e-10) 


U00939,1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4674 


U1 small nuclear ribonucleoprotein 70 kd protein 


M22636 


1 


0.01% 


0 


0.00% 


0 


0,00% 


0 


0.00% 


1 


4675 


ulB-iC/SNRPNtransCRIpt 


L80005.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0,01% 


1 


4676 


U2 small nuclear RNA gene 


K03022.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


4677 


U2 snRNP auxiliary factor small subunit 


M96982 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0,00% 


1 


4678 


U5 snRNP-specific protein, 1 1 6 kD (U5-1 1 6KD) 


814759279 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


4679 


U50' snoRNA and U50 snoRNA 


AB017710.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4680 


U6 snRNA-associated Sm-like protein LSm6 


AF182292.1 


0 


0.00% 


0 


0.00% 


0 


0,00% 


1 


0.01% 


1 


4681 


U6 snRNA-associated Sm-like protein LSm7 (LC 


NM_016199.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4682 


U6 snRNA-associated Sm-like protein LSmB 


AF1 82294.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4683 


pre-mRNA splicing factor (PRP18) 


NM_003675.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 


1 


4684, 


RNA polymerase 111 4.5 kDa subunit 


Z23102 


1 


0.01% 


0 


0.00%' 


Oi 0.00% 


0 


0.00% 


1 


46851 


RNA polymerase subunit hRPB 33 


J05448 i 0 


0.00% 


0 


0.00% 


1 


0.01% 


o; 0.00% 


1 


4686 


rslyip 


U57687 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4687 


SC35-interacting protein 1 (SRRP129){= splicinc 


NMJ04719.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


4688 


TAF13 RNA polymerase II, TATA box binding pr 


BC017821.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4689 


TAF7 RNA polymerase 11, TATA box binding pro 


Hs.155188 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4690 


BAT2-relatedgene IAL096857,1 




0.01% 


0 


0.00%! 0 


0.00% 


0 


0.00% 


1 


4691 


BC-2 protein 


AF042384 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4692 


chltinase 3-llke 1 (cartilage glycoprotein-39) (CHI 


NM_001276.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


4693 


Ig superfamily protein (Z39IG) 


NM_007268.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


4694 


lymphocyte antigen 6 complex, locus E (LY6E), i 


XM_051298.1 




0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4695 


natural killer cell enhancing factor (NKEFB) 


L19185.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4696 


75-kD autoantigen (PM-Sc1) 


M58460 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4697 


activity and neurotransmitter-induced early gene 


AF050663 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0,00% 


1 


4698 


alpha-2-macroglobulin receptor-associated prote 


M63959.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4699 


B-celi receptor associated protein (hBAP) 


U72511 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4700 


B-cell receptor-associated protein BAP29 


AF1 26020 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4701 


cartilage associated protein 


X97607 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4702 


cartilage associated protein(CRTAP) 


NM 006371.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4703 


cbl-b 


U26710.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4704 


chromosome 1 immunoglobulin V (K)l .X17278 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4705 


early activation antigen CD69 


L07555 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4706 


early endosome antigen 1, 162kD (EEA1) 


NM 003566.1 


0 


0.00% 


0 


0.00% 


1i 0.01% 


0 


0.00% 1 1 


4707 


erythroblast macrophage protein EMP 


AF084928.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0,00% 




4708 


HLA CLASS 1 HISTOCOMPATIBiLlTY ANTIGEI 


P30511 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4709 


Hl-A class 1 locus C heavy chain 


X58536.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4710 


HLA class Hi region (N0TCH4 gene) 


U89336 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4711 


HLA-Agene, HLA-A*0205 allele 


L76290.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 




4712 


HLA-B associated transcript-2 (D6S51E) =( MS^ 


NMJ04638.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4713 


HLA-B35mRNA(ORF) 


Z22651 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4714 


hla-dr heavy chain cooh terminus 


J00200.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4715 


HMBA-inducible (HIS1)=AB021179 , HEXIMI pr 


■NM_006460.1 ; 0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4716 


immunoglobulin (CD79A) binding protein 1 (IGB 


NM_001551.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4717 


immunoglobulin G Fc receptor (ORF) 


J03619.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0,01% 




4718 


immunoglobulin superfamily containing leucine- 


rAB024537.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0,01% 




4719 


immunoglobulin superfamily member protein (B 


.AF132811.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4720 


immunoglobulin superfamily, member 6 (IGSF6] 


gi5031672 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4721 


Imogen 38 (RefSeq aa 1e-60) 


NPJ05821.1 


0 


0.00% 


1 


0.01% 


0 


0,00% 


0 


0.00% 




4722 


leukocyte common antigen (T200) 


Y00638 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4723 


^major histocompatibility class II anjigen gamma 


K01144 0 


0.00% 


0 


0.00% 


0| 0.00% 


1 


0,01% 




4724 


major histocompatibility complex, class 1, E (HL 


iNM_005516.1 


0 


0.00% 


1 


0.01% 


c 


0.00% 


0 


0.00% 




4725 


major Yo paraneoplastic antigen(CDR2) 


M63256 


0 


0.00% 


0 


0.00% 


c 


0.00% 


1 


0.01% 




4726 


male-enhanced antigen(MEA) 


NMJ14623.1 


0 


0.00% 


1 


0.01% 


c 


0,00% 


0 


0,00% 




4727 


MHC binding protein-2 


AAA36202.1 
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0.00% 


1 


0.01% 
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0.00%! 0 


0.00% 




4728 


MHC class 1 promoter binding protein {=AF1201 


1X65463 
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0.01% i c 
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0.00% i c 
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4729 


miCRoglobulin (ORF){C to A point mutation at ni 


S82300 
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1 


0.01% 


1 


4730 


mutant (Daudi) beta2 - miCRoglobulin (ORF) 


X07621 
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0.00% 
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0.00% 
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0.01% 
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0.00% 


1 


4731 


PA28 gamma subunit (PsmeS) 


AB007139 ! 


1 


0.01% 


0 


0.00% 
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0.00% 


0 


0.00% 


1 


4732 


SART-1 


AB006198.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


^ 


4733 


strain ECOR 24 rrIB operon, complete sequence 


AF053967 
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0.00% 
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0.00% 
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0.00% 


1 


0.01% 




4734 


SWAP-70 tiomolog 


AF1 34894.1 
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0.00% 
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0.01% 


0 


0.00% 


0 


0.00% 




4735 


T-cell antigen receptor alpha-chain (TCR-ATF2) 


M77167.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0,00% 




4736 


T-cell nuclear receptor NOT (Nurr1) 


AB019433.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4737 


T-cell receptor alpha chain-c6.1 A fusion protein i 


S72931.1 
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0.00% 
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0.00% 
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0.00% 
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0.01% 




4738 


T-cell receptor alpha delta locus 


AF283991.1 


0 


0.00% 
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0.01% 
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0.00% 
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0.00% 


1 


4739 


T-ceil receptor alpha delta locus from bases 1 to 


AE000658.1 
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0.00% 
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0.00% 
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0.01% 
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0.00% 




4740 


TJ6 protein (RefSeq aa 8e-56) 


NP_036595.1 
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0.00% 
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0.01% 
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0.00% 
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0.00% 


'j 


4741 


180 kDa transmembrane PLA2 receptor 


U17033.1 
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0.00% 
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0.01% 
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0.00% 
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0.00% 
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4742 1 adult T-cell leukemia derived factor 


E01915 


0 


0.00% 
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0.00% 
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0.00% 


1 


0.01% 


1 


4743 


BAG-family molecular chaperone regulator-3 


AF095193 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4744 


BAG-famiiy molecular chaperone regulator-5 (=/ 
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Rad51 -interacting protein (60% aa) 


AF006259 


0 


0.00% 


0 


0.00% 


1 


0.01 7o 


0 


0.00% 


1 


4867 


RAD9 (S. pombe)(RAD9)(=cell cycle checkpoint 


NM_004584.1 


1 


0.01% 


Oi 


0.00% 


0 


0.007o 


0 


0.00% 


1 


4868 


SWl/SNF related, matrix associated, actin deper 


NM_003078.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4869 


SWI/SNF related, matrix associated, actin deper 


NM_003079.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4870 


T-COMPLEX PROTEIN 1, EPSILON SUBUNIT i 


spP48643 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 


4871 


T-COMPLEX PROTEIN 1, THETA SUBUNIT (T( 


spP50990 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


1 


4872 


transketolase-like 1 (TKTL1) 


NM_01 2253.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


4873 


xeroderma pigmentosum complementation grou 


NMJ00380.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 


1 


4874 


adenylate kinase 2 (AK2),transGript variant AK2y 


NM_001625.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4875 


carbonic anhydrase III 


M29452 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4876 


carbonic anhydrase XII (CA12) 


NMJ01218.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4877 


cerulopiasmin, exon 10 (ORF) 


D45037 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4878 


coagulation factor Vlll 


AF062515 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4879 


complement Clq A chain precursor 


AF135157.1 


0 


0.00% 


: 0 


0.00% 


0 


0.00% 


1 


0.01% 




4880 


complement component 2 (RefSeq aa 7e-80) 


NP_000054.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 1 


4881 


complement component 3 precursor (RefSeq aa 


NP 000055.1 ' 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4882 


complement component 3a receptor 1 (RefSeq 


eNP_004045.1 


0 


0.00% 


1 


' 0.01% 


0 


0.00% 


0 


0.00% 




4883 


complement decay-accelerating factor (DAF) (= 


^ Ml 5799 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4884 


cytochrome P450 21 -hydroxylase (CYP21) gen^ 


JAF077974.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4885 


cytochrome P450 3A9 


U46118 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4886 


cytochrome P450 monooxygenase (LOC57404) 


NM_020674.1 


c 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4887 


cytochrome P450, subfamily IVA, polypeptide 1 


1 NP_000769.1 


c 


0.00% 


1 


0.01% 


c 


0.00% 


c 


0.00% 


I 


488£ 


epoxide hydrolase 2, cytoplasmic (EPHX2) 


NM_001979.1 


c 


0.00% 


1 


0.01% 


c 


0.00% 


c 


0.00% 


1 


488£ 


) glutathione S-transferase A4 (GSTA4) 


NMJ01512.1 


c 


0.00% 


c 


0.00% 


1 


0.01% 


c 


0.007c 


1 


489C 


) glutathione S-transferase theta 2 {GSTT2) (GS1 


rAF240786.1 


c 


} 0.00% 


1 


0.01% 


c 


0.00% 


c 


0.007c 


1 


4891 


qlutathione S-transferase= (MICROSOMAL GS 


1J03746.1 


c 


) 0.00% 


c 


) 0.00% 


1 


0.01% 


c 


0.007c 


1 


4892!qtutathione synthetase 


U34683 


1 


o.or/( 


c 


) 0.007< 


c 


} 0.00% 


c 


) 0.007c 


) 1 


489: 


i glutathione transferase M2 (GSTM2) 


M63509 


1 


o.or/« 


c 


) 0.007( 




) 0.00% 


c 


) 0.007 


) 1 


489^ 


\ 00x1 qiuthatione peroxidase (=Y00433) 


XI 3709 


1 


o.or/ 


c 


) 0.00°/ 


c 


) 0.00% 


c 


) 0.007 




489f 


) iron-resDonsive element-binding protein/iron regi M58510 


^ 


o.or/ 


c 


) 0.007 


( 


) 0.00^/ 


c 


) 0.007 




489( 


5 lactoferrin BTLF3 


L24753 




o.or/ 


( 


) 0.007 


) 0 0.00°/ 


( 


) 0.007 




489- 


Might chain of factor 1 


CAA68418.1 ^ ( 


) 0.007 


( 


) 0.007 




0.017 


( 


) 0.007 


5 1 


4891 


3 metallothionein 2A; MT-II (RefSeq aa 8e-30) 


NP_005944.1 


( 


) 0.007 




1 0.017 


( 


) 0.007 


( 


) 0.007 


0 1 


489* 


3|MHCclass 11 DR subtype Dw12 


M1 6086.1 


1 ( 


3 0.007 


D ( 


) 0.007 


4 


t 0.017 


( 


) 0.007 


0 1 
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4900 


MHC class 11 HLA-DR7-associated glycoprotein 


Ml 6941.1 


0 


0.00% 


0 


0.00% 


0 


0.00%! 


1 


0.01% 




4901 


MHC class II HLA-DR-beta-1 (HLA-DRB1) 


M33600 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4902 


MHC HLA-Dw12 DQ-beta chain 


M57650.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 0 


0.00% 




4903 


MHC leukocyte antigen (HLA-A) gene, HLA-A*2^ 


L47206.1 


1 


0.01% 


0 


0.00% 


0 


0.00%! 0 


0.00% 




4904 


MTA1 likel 


AB016591.1 


1 


0.01% 


0 


0.00% 


0 


0.00% i 0 


0.00% 




4905 


MTG8-like proteln(MTGRI) gene 


AF076461.1 


01 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4906 


MTH1b (p22), MTH1c (p21), MTH1d (p18) 


AB025239.1 


1 


0.01% 


0 


0.00% 


0! 0.00% 


0 


0.00% 




4907 


pentaxin-related gene rapidly Induced by IL-1 be 


NM„002852.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


O! 0.00% 1 


4908 


peroxiredoxin 3; thioredoxin-dependentperoxide 


NP_006784.1 ' 0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4909 


PHEXgene 


Y10196.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4910 


prothrombin (F2) gene (Alu and Kpnl repeats) 


Ml 7262.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4911 


small Inducible cytokine subfamily A(Cys-Cys), r 


NP_005614.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4912 


small inducible cytokine subfamily B (Cys-X-Cys 


NM_004887.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4913 


Sop2p-like protein 


Y08999 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4914 


Su (P) {=Z70310 C.elegans glutathione S-transf( 


AJQ11320 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4915 


superoxide dismutase 1 soluble (amyotrophic lal 


XM 047885 1 

/\l¥l \Jl I 1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4916 


superoxide dismutase 3, extracellular (S0D3) 


NM 0031021 


1 


0.01 %i 0 


0.00% 


n 


0.00% 


0 


0.00% 




4917 


superoxide dismutase Mn (EC 1.15.1.1+D3527) 


Y00472.1 


Oi 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4918 


thiol-specific antioxidant 


X82321 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4919 


thioredoxin reductase 1 (TXNRD1) 


NM 003330 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4920 


Chediak-Higashi syndrome 1 (CHS1) 


NM 000081 1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4921 


Ankhzn mRNA, 


AROHVO 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4922 


arfaotin 1 (HSU52521) 


NM 014447 1 


0 


0.00% 


1 


0.01% 


0 


0,00% 


0 


0.00% 




4923 


intprspntin ^hort form 




0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4924 


alpha endosulfine 


AF1 57509 1 


0 


0.00% 


1 


0.01% 


0 


0.00% 0 


0.00% 




4925 


caveolin 2 (CAV2) 


NM_001 233,1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4926 


caveolin 3 (CAV3) 


NM 001234.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4927 


caveolin-1/-2 locus Contial D7S522 aenesCA 


AJ133269.1 


0 


0.00%' 0 


0.00% 


1 

0 


0.01% 
0.00% 


0 

0 


0.00% 




4928 


clathrin assembly protein 50 (AP50) (=063475 li 


U36188 


1 


0.01% 


0 


0.00% 


0.00% 




4929 


clathrin coat assembly protein 


El 3406 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4930 


clathrin, light polypeptide (Lcb) (CLTB) 


NMJ01834.1 


1; 0.01% 


0 


0.00% 


0 


0.00% 


0: 0.00% 




4931 


clathrin-associated protein 


X97074.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


01 0.00%, 1 


4932 


Hermansky-Pudlak syndrome (HPS) 


NM_000195.1 


1 


0.01% 


0 


0.00% 


0; 0.00% 


0 


0.00%! 1 


4933 


kanadaptin 


AF035526 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4934 


myoM [Dictyosteiium discoideum](38%ORF) 


AB017910 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4935 


partial SNAP-23 gene for synaptosome associat 


AJ278974.1 


0 


0.00% 


1i 0.01% 


0 


0.00% 


0 


0.00% 




4936 


Rab7 protein 


X89650 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4937 


SKD1 homologue 


AF038960 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4938 


SMCY(H-Y) 


U52191 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4939 


symplekin; Huntlngtin interacting protein 1 (SPK) 


XM_017129.2 


1 


0.01% 


: 0 


0.00%' 0 


0.00% 


0 


0.00% 




4940 


synaptosome associated protein 23 kD isoform MJ011915.1 


0 


0.00% 


i 0 


0.00%! 1 


0.01% 


0 


0.00% 




4941 


vesicle trafficking protein (SEC22C) (ORF) 


AF039568 


0 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4942 


VPS28 protein (LOC51160)(ORF) 


NM_01 6208.1 


1 


0.01% 


0 


0.00% 


0! 0.00% 


0 


0.00% 




4943 


zinc/ iron regulated transporter-like (ZIRTL) (=pu 


NMJ14437.1 


0 


0.00% 


1 


0.01% 


0; 0.00% 


0 


0.00% 




4944 


synaptosomal-associated protein 25kD (SNAP2 


XM 056115.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


4945i4F2 heavy chain 


AB018010.1 ; 1 


0.01% 


0 


0.00% 


0 


0.00% 


0' 0.00% 




4946:88-kDa Golgi protein (GIVI88) 


AF204231.1 0 


0.00% 


0 


0.00% 


0 


0.00% 


i; 0.01% 




49471 CGI 2935 gene product 


AAF58754.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4948 


CGI 3865 gene product [Drosophila melanogast 


AE003066 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4949 


CG13919gene product 


AE003472 


0 


0.00% 


0, 0.00% 


0 


0.00% 


1 


0.01% 




4950 


CGI 4037 gene product 


AAF52201.1 


0 


0.00% 


1, 0.01% 


0 


0.00% 


0 


0.00% 




4951 


CG14903 gene product 


AAF55335.1 


0 


0.00% 


1i 0.01% 


0 


0.00% 


0 


0.00% 




4952 


CG17593 gene product [Drosophila melanogast 


AE003579 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4953 


CG2839 gene product 


AAF51469.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4954 


CG3358 gene product 


AAF57413.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


i 1 


0.01% 




4955 


CG3918 gene product [Drosophila melanogaste 


AAF46166.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


! 0 


0.00% 




4956 


CG6949 gene product 


AE003739 


0 


0.00% 


1 


0,01% i 0 


0.00% 


1 0 


0.00% 
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4957 


CG8605 gene product [Drosophila melanogaste( 


AE003559 


1| 0.01%i 0 


0.00% 


0 


0.00% 


0 


0.00% 




4958 


CG9469 gene product 


AAF57414.1 


0; 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4959 


CGi-03 protein (=AF1 06798 fas-associated facte 


AF132938.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0,00% 


1 


4960 


CGI-06 protein (LOC51604), 


NM_015937.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4961 


CGI-10 protein (LOC51004), 


NM_015940.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4962 


CGI-12 protein (RefSeq aa 1e-68) 


NP_057026.1 


0 


0.00% 


1! 0.01% 


0 


0.00% 


0 


0.00% 




4963 


CGl-125 protein (RefSeq aa 1e-30) 


NP_057144.1 


0 


0.00% 


1i 


0.01% 


0 


0.00% 


0 


0.00% 




4964 


CGM28 protein (ORF) 


AF151886 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4965 


CGl-145 protein (RefSeq aa 2e48) 


NP_057159.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4966 


CGI-17 protein ,AF132951.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4967 


CGI-18 protein (LOC51008) 


NM_01 5947.1 


1: 0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4968 


CGI-26 protein (LOC51071) 


NM_015954.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4969 


CGI-27 protein 


AF1329611 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1:0.01% 1 


4970iCGI-35 protein (LOC51077) 


NM 015962.1 ' 0 


0.00% 


1 


0.01% 


0 


0.00% 


0: 


0.00% 




AQ7A 


L-oi-^/ piuiciri ^Lvjv^vJ iuovij^wr\ry 


NM_016000.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




AQ79 


ooI"*tO pruicin ^lwv^v? luyuj 


NM.OIBOOI.I 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 






UorO^ piUlclli ^OU /o aa) 


AF151812 


0 


0.00% 


0 


0.00% 


0 


0.00%; 1 


0.01% 






L»Or/y piUlclM ^lAClOc^ aa 


NP_057108.1 


0 


0.00% 


1 


0.01% 


0 




0 


0,00% 




4975 


CGi-80 protein 


AF1 51 838.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4976 


CGI-85 protein (L0C51111) 


NM_016028.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4977 


CGI-87 protein (L0C51 112) 


NMJ16030.1 


1 


0.01% 


0 


0,00% 


0 


0.00% 


0' 0.00% 


7 


4978 


cytoplasmic dynein intermediate chain 2C mRW 


U39046.1 


0 


0.00% 


0 


0.00% 


0 


0 00% 


1 


0.01% 




4979 


cytosl^eleton-associated protein 4 {CKAP4), mRl 


XM 006940.4 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4980 


diaphanous 1 (HDIA1) 


AF051782.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4981 


dynactin light chain (DCTN-22) 


NM_007234.1 


1 


0.01% 


Oi 0.00% 


0 


0.00% 


0 


0.00% 





4982 


dynactin p62 subunit(LOC51164)(= putative tum 


NM_016221.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4983 


dynein light chain-A (L0C51 143)(ORF) 


NM_016141.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4984 


dynein light intermediate chain 2 (LIC2) 


AF035812 


0 


0.00% i 0 


0.00% i 0 


0.00% 


1 


0.01% 




4985 


dynein, cytoplasmic, intermediate polypeptide 1 


NP_004402.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4986 


dynein, cytoplasmic, light intermediate polypepti 


BC01 0928.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0; 0.00% 




4987 


flightless 1 (Drosophila) homolog (FLH), mRNA 


NM_002018.1 \ 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4988 


gamma-tubulin complex protein 2 (GCP2) 


XM_057524.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4989 


golgi SNAP receptor complex member 1 (GOSR 


NM_004871.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4990 


golgi SNAP receptor complex member 2 (GOSR 


NM_004287.1 


0 


0.00% 


1i 0.01% 


0 


0.00% 


0 


0.00% 




4991 


Golgi transport complex protein (90 kDa) (GTC9 


NMJ06348.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4992 


goigin-67 (G0LGA5) D1886 


AF164622.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0,00% 




4993 


kinectin 1 (156 kDa Protein) (=CG1) 


CAA80271.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




4994 


kinesin heavy chain member 2 (KIF2) 


NM_004520.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




4995|kinesin-like protein GAKiN 


AF279865.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4996 


kinesin-like spindle protein HKSP (=X85137) 


U37426 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




4997 


kinesin-related protein, partial cds 


D14678.1 ! 0 


0.00% 


1 


0.01% 


0 


0.00% 


0! 0.00% 




4998 


MAPI B protein 


AF115776.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




4999 


microtubule-associated proteins 1A/1B light cha 


AF303888.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5000 


novel centrosomal protein RanBPM (RANBPM) 


NMJ05493.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5001 


spindle pole body protein spc97 homologue GC 


AF042379 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5002 


Sprague-Dawley acidic calponin 


U06755 


0 


0.00%: 0 


0.00% 


0 


0.00%; 1 


0.01% 




5003 


TAGG2 protein (TAGG2) (=AF1 76646.1 anti zuai AF095791.1 


0 


0.00% 


0 


0.00%: 1 


0.01% 


0 


0.00% 




5004 


CG2974 gene product (aa 2e-41,52%) 


AAF46554.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5005 


CG6353 gene product (aa 3e-20,68%) 


AAF55906.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00%' 1 


5006 


CG8198 gene product 


AAF48498.1 \ 0 
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0.00% 
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5007 


CGl-01 protein (CGl-01), mRNA 


NM_01 5935.2 i 1 
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0.00% 
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0.00% 
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0.00% 1 1 


5008iCGI-11 protein (RefSeqaa2e-35) 


NPJ57025.1 
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0.00% 
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0.01% 


Oi 0.00% 


0 


0.00% 




5009 


CGM44 protein 


AF151902.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5010 


CGI-55 protein 


AF151813.1 


0 


0.00% 


11 0.01% 


0 


0.00% 


0 


0.00% 




5011 


dJ797M17.1 (Dermatopontin) 


CAB46693.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5012 


adlican 


AF245505.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5013 


chondrocyte expressed protein 68 kDa (GEP-68 


AJ279016.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 
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5014! 


chondroitin 4-0-sulfotransferase 2 


AF239822 


0! 0.00% 


1 


0.01%' 0 


0.00% 


0 


0.00% 





5015 


chondroitin 6-sulfotransferase 


AB017915 


01 0.00% 


1 


0,01%' 0 


0.00% 


0 


0.00% 




5016 


collagen type 111 N-endopeptidase (PC0LN3), (= 


NM_002768.1 


1 


0.01 % 


0 


0.00% i 


0 


0.00% 


0 


0.00% 




5017 


collagen type VI alpha 2 (COL6A2) 


IVI81 836.1 


1 


0.01% 


0 


0.00%! 0 


0.00% 


0 


0.00% 




5018 


collagenous repeat-containing seQuence of 26kC 


AAG33704,1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5019 


dentin matrix acidic 


NMJ04407.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5020 


dystroglycan 1 


NMJ04393.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5021 


EGF-containing fibulin-like extracellular matrix pi 


NM_004105.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5022 


elastin gene, partial cds and partial 3'UTR 


U77846.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5023 


EPSILON-COAT PROTEIN (EPSILON-COP; LD 


spAC005197 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5024 


extracellular protein (S1-5) 


U03877 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


>j 


5025 


fibrillarin (FBL) 


NM_001436.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


-j 


5026 


fibuiin 1 (FBLN1) 


XMJ472311 


1 


0.01% 


0 


0.00% 


0 


0.00%; 0 


0.00% 


-j 


5027 


fibulin2(FBLN2) 


NM_001998,1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5028 


fibulin-4 


AJ132819 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


-j 


5029 


germ line gene homologous to bladder carcinom' V00574.1 


1 


0.01%: 0 


0,00% 


0 


0.00% 


0 


0.00% 


-1 


5030 


glypican-5 (GPC5) (=AF001462) 


U66033 


1 


0.01% 


0 




0 


0.00% 


0 


0.00% 


-j 


5031 


glypican-6 (GPC6) 


AF105267.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5032 


Hakata antigen 


D88587 


0^ 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5033 


heparan-sulfate 6-sulfotransferase 


AB006179 


1i 0.01% 


0 


0.00% 


o; 0.00% 


0 


0.00% 




5034 


hepatic leukemia factor (HLF) 


M95585 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 


.J 


5035 


interphotoreceptor matrix proteoglycan 200 (SP/ 


NIV!_016247.1 


1 


0.01% 


0 


0,00% 


0 


0.00% 


0 


0.00% 




5036 


lamin-like protein (low match) 


M24732 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


. — ^ 


5037 1 linker for activation of T cells (LAT) 


AF036906.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


-J 


5038 1 LST1 mRNA, cLST1/E splice variant, complete c 


AF000426.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5039 


matrilin 4 (RefSeq aa 5e44) 


NP_003824,1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5040 


miCRofibril-associated glycoprotein 4 (MFAP4) 


L38486 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5041 


miCRofibril-associated glycoprotein-2 MAGP-2 


U37283.1 


0 


0.00% 


o: 0.00% 


1 


0.01% 


0 


0.00% 


-j 


5042 


microflbrillar-associated protein 2 (MFAP2) 


NM_002403.1 


1 


0.01% 


0 


0.00% 


0 


0,00%! 0 


0.00% 




5043 


mucin MUC1 (=M61170) 


X69118 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


>, 


5044 


nidogen (=M27445;M30269) (low match) 


X84837 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5045 


period (per) region proteoglycan gene 


Ml 3655 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5046 


PG-M core protein 


D45889.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5047 


phosphatidylinositol glycan, class H (PIGH) 


LI 9783 


0 


0.00%' 0 


0,00% 


0 


0.00% 


1 


0,01% 




5048 


phosphatidylinositol glycan, class K (P1GK)(= AF 


XM_039644.2 


1 


0.01%, 0 


0.00%, 0 


0.00% 


0 


0.00% 




5049 


pRGR1 :AF041429.1 


0 


0.00%! 0 


0.00% 1 1 


0.01% 


0 


0.00% 




5050 


psihHbC pseudogene for hair keratin 


Y19215.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5051 


sarcolemmal associated protein (SLAP1) mRNA 


U21 155.1 


0< 0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5052 


sarcolipin (SLN) 


NM„003063.1 


0; 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5053 


sarcosin 


AF056929 


1 


0.01% 


0 


0.00% 


o: 0.00% 


0 


0.00% 




5054 


sarcospan (Kras) 


NM_005086.2 


0 


0.00% 


1 


0.01% 


0; 0.00% 


0 


0.00% 




5055 


sarcospan (Sspn), mRNA 


NM_01 0656.1 


0 


0.00% 


1 


0.01% 


Oi 0.00% 


0| 0.00% 




5056 


serglycin gene 


M90058.1 


0 


0.00% 


1 


0.01% 


Oi 0.00% 


Oi 0.00% 1 1 


5057 


SHORT-CHAIN COLLAGEN C4 


P18503 1 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 0.00% 




5058 


tenascinXA(TNXA) 


NM_007116.1 i 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5059 


Z-crystallin/quinone reductase (CRYZ) gene seq 


L31 526.1 j 0 


0.00% 


1 


0,01% 


0 


0.00% 


0 


0.00% 




5060 


Hem-2 


X80029.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5061 


LAZ3/BCL6gene 


Z79581.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5062 


MLL (MLL) gene, exons 1-3,similar to MARINEF 


AF036405 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5063 


22kDa smooth muscle protein (SM22) 


M95787 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5064 


actin binding protein (Schizosaccharomyces por 


NM_006409.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5065 


actin related protein 2/3 complex, subunit IB (41 


NMJ05720.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5066 


actin-binding protein 22 kDa (SM22) gene 


AF01 3711.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5067 


actin-binding protein homolog ABP-278 


AF043045.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5068 


actinin-associated LIM protein 


AF039018 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5069 


actin-like 6 (ACTL6)=AF041474 =BAF53a (BAF 


NM_004301.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5070 


ACTN2 gene for alpha-Actinin 2, exon 21 


AJ249776.1 


1 


0.01% 


0 


0.00% 


0 


0,00% 


0 


0.00% 
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5071 


A-kinase anchoring protein 220 {=AB014529 Kl/ 
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alnha 1-svntroDhin fSNT All 
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5073 


alpha II spectrin (=J05243;X86901) 
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5076 


alpha-tubulin 


IwVJOv// . 1 
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0 01 % 

U.U 1 /O 1 


— — ^ 


5077 


ankyrin 1 (ANK1) (=M28880) 


AFQ05213 




0.01% 
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0,00% 


0 


0.00% 


A 

u 


0.00% 




5078 


ankyrin alt. variant 2.2 (53%,aa) 
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0.01% 
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0.00% 
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0.00% 


A 

u 


0.00% 




5079 


ankyrin binding glycoprotein-1 related mRNA sei 




1 


0.01% 
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0.00% 
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0.00% 


A 

u 


0.00% 




5080 


ankyrin-repeat containing protein (Kritl) gene 




0 


0.00% 
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0.00% 


1 


0.01% 


0 
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0.00% 




5081 


A-raf-1 oncoaene 


yn47Qn 1 
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0.00% 
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0.01% 
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0.00% 


n 

u 


0.00% 




5082 


archvillin (SVIL) 


AF109135.1 


1 


0.01 %| 0 


0.00% 


0 


0.00% 


u 


0.00% 




5083 


beta tubulin (clone nuk_278) 


X79535 


1 


0.01% i 0 


0.00% 
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0.00% 


n 

u 


0.00% 




5084 


beta-filamin 


AF042166 


0 


0.00% 


n 
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0.00% 


1 


0.01% 


0 

u 


0.00% 




5085 


beta-tubulin 


AF141349.1 


o; 0.00% 


0 
u 


0.00% 


0 


0.00% 


1 


0,01% 




5086 


capping protein alpha mRNA, partial cds /cds=U 


Hs.75546 


0 


0.00% 


0 
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0.00% 


0; 0.00% 


i 


0.01%: 1 


5087 


capping protein beta-subunit isoform 1 


U10406 
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0 01% 

U.VJ 1 /o 
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0.00% 
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0.00% 
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0.00% 




5088 


CDC42-binding protein kinase beta (DMPK-like) 


NM_006035.1 
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U.U 1 JO 
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0.00% 
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0.00% 
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0.00% 




5089 icofil{n, non-muscle type (=U21909) 


X95404 1 


0.01% 


n 

u 


0.00% 


0 


0.00% 


0 


0.00%! 1 


5090 Icytohesin 1 , isoform 2 (RefSeq aa 3e-30) 


NP„059430.1 ! 0 


0 00% 
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0.01% 
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0.00% 


0 


0.00% 




5091 


cytokeratin 8 


U76549.1 
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0.01% 
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0.00% 
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0.00% 
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0.00% 




5092 


desmosome associated protein pinin 


U77716 
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U.U 1 /o 
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0.00% 
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0.00% 
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0.00% 




5093 


destrin-2 (=actin depolymerizing factor) 


U72518 
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U.U 1 /o 
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5094 


drebrin E 
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dynamin 
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5096 


dystrobrevin B DTN-B1 


Y15722 
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U.U I /o 
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5097 


GLUT1 C-terminal binding protein (GLUT1CBP) 


NM_005716.1 
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hCRNN4 
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5099 


kelch (Drosophila)-like 3(=kelch-!ike protein ! NM_017415.1 


0 


0 00% 

U.Uv /O 




0.01%' 0 


0.00% 


0 


0.00% 




5100 


keratin type 11 (58 kD) 
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5101 


NuMA protein (=Z11584;Z14229;Z14227) 
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partial TTN gene for titin 
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phosvitin/casein kinase type 11 beta subunit (EC 
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regulatory factor X-associated ankyrin-containin( 
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scinderin (SCIN), mRNA /cds=(276,1682) /gb=N 
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skeletal muscle HSB84A051 STRATAGENE cD 


Z28721.1 
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5109 


skeletal muscle selenoprotein W (SelW) 


U25264 
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5110 


smoothelin 


AC005005 
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0.00% { 1 


5111 


spectrin, alpha.non-erythrocytic 1 (alpha-fodrin) 


NM_003127.1 
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5112 


spectrin, beta, non-erythrocytic 1 (SPTBN1)(0R 
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5113 


stretch regulated skeletal 
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0.01% 


0 


0.00% 


0 


0.00% 




5114 


striated muscle contraction regulatory protein (Id 


M96843,1 
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5115 


TANKYRASE (RefSeq aa9e-90) 
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telethonin 
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5117 


testican-1 
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TRICHOHYALIN 
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tubulin alpha 6 (TUBA6) 
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tubulin, alpha, ubiquitous (K-ALPHA-1) 
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tubulin, beta, 2 (TUBB2) (ORF) 
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uroporphyrinogen decarboxylase (UROD) 
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vasodilator-stimulated phosphoprotein (VASP) 
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5126 
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alpha actinin 4 (Actn4) 
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alpha tropomyosin (tpma) 
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M24122 1 


0.01% 


u 


U.UU /o 


Oi 0.00% 


0 


0.00% 




5133 


myosin binding protein H 


L05606 


1 


0.01% 


u 


U.UU /o 


Ol 0.00% 


0! 0.00%' 1 


5134 


myosin IC (MY01C) 
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myosin-IXb 
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5138 


myotubular myopathy 1(MTM1) 
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5139 


regulatory myosin light chain (MYL5) 
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5140 


slow skeletal muscle troponin T (clone H22h) 
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5141 


slow-twitch skeletal troponin 1 (TNN1) 
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SMAP-5 smooth muscle cell associated protein 
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smooth muscle myosin light chain kinase 
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0.00% 




5145 
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peroxisomal membrane protein 20 
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5153 


peroxisomal targeting signal 1 (SKLtype) recept 


Z48054.1 
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5154 


peroxisome assembly factor-2 (PEX6) gene 


AF108098.1 
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0.00% 


1 
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0.00% 




5155 


phosphatidylinositoi glycan, class C (PIGC) 
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5156 


PIG-A protein 
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5157 


tight junction protein 1 (zona ocdudens 1) (TJP1 
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5158 


tight junction protein ZO-2 (TJP2) 
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5159 


78 kDa gastrin-binding protein 


U04627.1 
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5160 


AP-3 complex sigma3A subunit 
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5161 


AREI-like protein 
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5162 


ASIALOGLYCOPROTEIN RECEPTOR 2 (HEP/ 
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5163 


ESR (EST84588 Colon adenocarcinoma IV cDN 


AA372592.1 
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5164 


neuropilin-2 (a5) 
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alpha 7 neuronal nicotinic receptor 
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alpha-CPI (=X78137 hnRNP-E1) 
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alpha-globin transCRiption factor CP2 
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autocrine motility factor receptor (AMFR) 
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beta-hydroxysteroid dehydrogenase 11 (HSD11) 
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bradykinin receptor B2 (BDKRB2) 
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breast cancer nuclear receptor-binding auxiliary 
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calcitonin receptor-like receptor activity modifyin' 
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CD39L2(CD39L2) 
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CSF-1 receptor (FMS) gene (=KIAA0194) 
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CSF2RA=GM-CSF receptor alpha subunit 
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endotheiial protein C receptor 
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estrogen receptor-bindingfragment-associated g 
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gephyrin (GPH) 
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G-protein coupled receptor {SH120) 
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histamine H1 -receptor 
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IL-1 receptor antagonist IL-IRa (iURN) 
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leukemia inhibitory factor receptor (LIFR) 
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nuclear receptor binding protein (NRBP) 
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nuclear receptor interacting protein 1 (NRIP1) 
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nuclear receptor Rev-ErbA-beta 
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NM_000946.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5759 


replication factor C, 40-kDa subunit (A1) (=AF04 


M87338 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5760 


reverse transcriptase (non-exact) 


AAB02291.1 


0 


0.00% 


1 


0.01% 


0 


n nn% 

IJ.UVJ /o 


0 


0.00% 




5761 


BAF60b 


AF068245 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5762 


binding protein(SRM300)(= HSPC075)(= splicinc 


NM_016333.1 


0 


0.00% 


0 


0.00%! 1 


0.01% 


0 


0,00% 




5763 


budding uninhibited by benzimidazoles 1 (yeast 


NM_001211.2 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5764 


anaphase-promoting complex subunit 7 (APC7) 


AF1 91 340.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5765 


BCL2-associated athanogene 2 (BAG2) 


NM_004282.2 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5766 


CDEI binding protein 


Z22572.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0,00% 


1 


5767 


cell division protein (=AJ005892 JM23 protein) 


AF063015 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5/68 


cytosolic adenylate kinase (AK1) 


J04809 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 


>j 


5769 


D9 splice variant A 


U95006 


1 


0.01% 


0 


0.00% 


0 




0 


0.00% 




5770 


disabled (Drosophila) homolog 1 (DAB1) 


NMJ21080.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5/71 


discs, large (Drosophila) homolog 1 (DLG1) 


gi4758161 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




b//2 


D-prohlbitin 


AF1 78980 


1 


0.01% 


Oj 0.00% 


0 


0.00% 


0 


0.00% 




5773 


hERVI 


U31176 


1 


0.01% 


0^ 0.00% 


0 


0.00% 


0 


0.00% 




b//4 


hevin like protein =h!gh endothelial venule (ORF 


X82157 


0 


0.00% 


0; 0.00% 


1 


0.01% 


0 


0.00% 






5775 


Murr2(=AB018272 KIAA0729) 


D85434 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5776 


Notch2 


D32210.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




u\ 


5777 


progestin induced protein (RefSeq aa 6e-32) 


NP_056986.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5/78 


prohibitin (PHB) 


NM_G02634.2 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 




5779 


proliferating cell nuclear antigen (PCNA), mRNA 


Hs.78996 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5780 proliferation potential-related protein 


AF352051.1 ; 1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 1 1 


3 S ; 
.Irs: 

2...; 

m 


5781 


proto-oncogene (Wnt-5a) 


L20861.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 


1 . 


5782 


RFG 


X77548.1 


0 


0.00% 


0 


0.00% 


1 


0.01% 


O' 0.00% 




5783 


SEPTIN 6 type II (SEPTIN6) mRNA, complete a 


AF403059.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00%; 1 


b/84 


tumor endothelial marker 7 precursor (aa 3e-13) 


NP_.065138.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 1 1 


n\ 

s^K : 


5785 


tumor neCRosis factor receptor 2 (TNFR2) 


U52165 


0 


0.00% 


0 


0.00% 


1 


0.01% 


0 


0.00% 1 1 


5786 


tumor necrosis factor type 1 receptor associated 


NM_016292.1 


1 


0.01% 


0 


0.00% 


0; 0.00% 


0 


0.00% 




5/8/ 


tumor necrosis factor type 2 receptor associated 


U12597.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5788 


tumor necrosis factor(ligand) superfamily, memb 


NM_003809.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0,01% 






5789 


tumor necrosis factor, alpha-induced protein 1 (e 


NM_021137.1 


Oi 0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




S-ss; 


5790 


tumor necrosis factor, alpha-induced protein 3 (li NM_006290.1 


o; 0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5791 


tumor protein D52-like 2 (TPD52L2) ; NM_003288.1 


1 


0.01 %i 0 


0.00%, 0 


0.00% 


0 


0.00% 




5792 


tumor protein p53-binding protein, 2 (TP53BP2) 


NMJ05426.1 


0 


0.00%; 0 


0.00% 


0 


0.00% 


1 


0.01% 




5793 


tumor suppressing subtransferable candidate 1 ( 


NM_003310.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5794 


tumor susceptibility gene 101 (RefSeq aa 2e-61) 


NP_006283.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5795 


raf oncogene 


X03484 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5796 


mitochondrial precursor receptor (=D13641 Hum 


D63411 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5797 


mannan-binding lectin-associated serine proteas 


X98400.1 


0 


0.00% 


0 


0.00% 


0 


0.00% 1 


0.01% 




5798 


T cell-aclivating protein (HRF20) 


M27909 


0 


0.00% 


0 


0.00% 


0 


0.00% 


1 


0.01% 




5799 


ragB protein 


X90530 


0 


0.00% 


o; 0.00% 


0 


0.00% 


1 


0.01% 




5800 


mitochondrial F1 Fo-ATPase synthase f subunit 


AF047436 


0 


0.00% 


Oj 0.00% 


0 


0.00% 


1 


0.01% 




5801 


actinin, alpha 4 (H. sapiens) (L0C1 26227) 


XIV1_059002.1 


1 


0.01% 


0! 0.00% 


0 


0.00% 


0 


0.00% 




5802 


SH3 domain binding glutamic acid-rich protein {i 


XM_049754.1 


1 


0.01% 


o; 0.00% 


0 


0.00% 


0 


0.00% 




5803 


fetal liver cDNA library Homo sapiens cDNA 


Ai174701.1 


1 


0.01% 


0 


0.00% 


0 


0.00% 


0 


0.00% 




5804!FSHD region gene 1 (RefSeq aa 7e-36) 


NP_004468.1 


0 


0.00% 


1 


0.01% 


0 


0.00% 


0 


0.00% 




5805 


glycoprotein (transmembrane) nmb (GPNMB), nr 


Hs#S1731822 


0 


0.00% 


0 


0.00% 


0 


0.00% 


ro.oi%i 1 


5806 


apurinic/apyrimldinic endonuclease(APEX nude 


NM_01 4481.1 


1 


0.01% 


0 


0.00% 


Oi 0.00% 


0 


0.00% 1 


5807 


glutamine-fructose-6-phosphate transaminase 1 


NM__002056.1 


0 


0.00% 


0 


0.00% 


o: 0.00% 


1 


0.01%, 1 
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1. alpha gene sequence (=HSP90) AF203815.1 1560 



ncrcDolZ 


ncrc5859 


MIOA1269 


ncrcbbi:4 


ncrc6408 


MIOA1347a 


ncrc5747 


ncrc6727 


MIOA1381a 


ncrcoZzo 


ncrc7054 


MIOA1402a 


ncfc6233 


ncrc6904 


MIOA1406a 


ncrc7150 


ncrc6971 


MIOA1407a 


ncrc6706 


ncrc6773 


IVIIOA1415 


» ^^^^ A Jf 

ncrc7164 


ncrc6886 


MIOA1419 


ncrc7111 


CR0444 


MIOA1422 


ncrc3534 


FCR5216 


MIOA1428 


ncrc3651 


fcrb1838 


MIOA1567 


ncrc2277 


fcrb2577 


MIOA1583 


ncrc2551 


hfcr0495 


MI0A1611a 


ncrc4128 


hfcr2686 


MIOA1639a 


ncrc4187 


hfcr3457 


MIOA1651a 


ncrc3945 


hfcr3502 


MIOA1696a 


ncrc4202 


hfcr5094 


MIOA1707a 


ncrc4427 


hfcr5772 


MIOA1741 


ncrc4625 


hfcr7350 


MIOA1784 


ncrc4641 


MIOA0002a 


MIOA1801m 


ncrc4657 


MIOA0028a 


MIOA1866a 


ncrc4611 


MIOA0036a 


MIOA1999n 


ncrc4417 


MIOA0047a 


MIOA2078 


ncrc4556 


MIOA0127 


MIOA2100 


ncrc5118 


MIOA0186 


MIOA2120 


ncrc4803 


MIOA0191n 


MIOA2159a 


ncrc4968 


MIOA0198a 


MIOA2201a 


ncrc51 1 1 


l\/llOA0199a 


MIOA2206a 


ncrc4913 


MIOA0208a 


IVIIOA2212a 


ncrc4927 


MIOA0226a 


MIOA2233a 


nac4268 


MIOA0254a 


MIOA2258a 


ncrc4751 


MIOA0259 


MIOA2280a 


ncrc4249 


MIOA0262 


IVIIOA2389a 


ncrc4774 


MIOA0290 


MIOA2411a 


ncrc4276 


MIOA0292 


MIOA2433a 


ncrc5278 


MIOA0298n 


MIOA2518a 


ncrc4784 


MIOA0416a 


MIOA2524a 


ncrc5236 


MIOA0418a 


MIOA2529a 


ncrc4769 


MlOA0505n 


MIOA2590a 


ncrc4730 


MIOA0522 


MIOA2591a 


ncrc5406 


mioa0568 


MIOA2602a 


ncrc5497 


mioa0709m 


iVIIOA2613a 


ncrc5480 


MIOA0710 


MIOA2617a 


ncrc5319 


MIOA0725 


mioa2638m 


ncrc5612 


MIOA0746 


MIOA2689a 


ncrc5305 


MIOA0827 


MIOA2770a 


ncrc5599 


MIOA0837a 


MIOA2810a 


ncrc5945 


MIOA0888a 


MIOA2823a 


nac5969 


MIOA0956 


MIOA2826a 


ncrc5968 


MIOA0975n 


MIOA2874a 


ncrc5286 


MIOA1005 


MIOA2878a 


ncrc6032 


mioa1043m 


MIOA2885a 


ncrc6429 


MIOA1206 


MIOA2888a 


ncrc6300 


MIOA1210 


MIOA2889a 


ncrc6400 


MIOA1229 


MiOA2931a 


ncrc5893 


MIOA1262n 


MIOA2944a 


ncrc6269 


MIOA1268 


MIOA2959a 



MIOA3021a MIOA5069a mioa7731a 
MIOA3028a MIOA5105a mioa7856 
MIOA3039a MIOA5118a MIOA7988a 
MIOA3123a MIOA5151a MIOA7993a 
MIOA3154a MIOA5195a MIOA8009a 
MIOA3166a MIOA5449a MIOA8022a 
MIOA3189a MIOA5546a MIOA8025a 
MIOA3372a MIOA5562a MIOA8057a 
MIOA3422a MIOA5644a MIOA8100 
MIOA3435a MIOA5650 MIOA8154 
MIOA3444a MIOA5699 MIOA8218 
MIOA3465a mioa5711n MIOA8237 
MIOA3522a MIOA5759a MIOA8469 
MIOA3523a MIOA5788a MIOA8497 
MIOA3555a MIOA5802a MIOA8535 
MIOA3586a MIOA5809a MIOA8563 
MIOA3667 MIOA5821a MIOA8573 
MIOA3690a MIOA5875a MIOA8620 
MIOA3705a MIOA5878a MIOA8723 
MIOA3781 MIOA5880a MIOA8758 
MIOA3885a MIOA5943a MIOA8793 
MIOA3901a MIOA5944a MIOA8833 
MIOA3922a MIOA6014a MIOA8834 
MIOA3973a MIOA6061a MIOA8875 
MIOA4006a IVIIOA6062 MIOA8882 
MIOA4025a MIOA6092 MIOA8885 

MIOA4067a MIOA6095a MIOA8889 

M1OA4105 MIOA6098a IVIiOA8901 

MIOA4227 MIOA6157a MIOA8911 

MIOA4239 MIOA6166a MIOA8940 

MIOA4243 MIOA6167a MIOA8941 

MIOA4253 MIOA6175a MIOA8954 

MIOA4274 MIOA6181a MIOA8967 

MIOA4315a MIOA6402a MIOA8974 

MIOA4337a MIOA6459a MIOA8991 

MIOA4347a MIOA6466a MIOA8995 

MIOA4420 MIOA6478a MIOA8996 

MIOA4423 MIOA6533a MIOA9001 

MIOA4425 MIOA6712a MIOA9027 

M10A4527a MIOA6749a MIOA9049 

MIOA4541a MIOA6759a MIOA9114 

MIOA4599a MIOA6775a MIOA9174 

MIOA4620a MIOA6777a mioa9232 

MIOA4660a MIOA6802a mioa9238 

MIOA4675 MIOA6844a mioa9292 

MIOA4703 MIOA6877a mioa9302 

MIOA4728 MIOA7084a mioa9306 

MIOA4781a MI0A7111a mioa9322 

MIOA4815a MIOA7138a mioa9342 

MIOA4828a MIOA7182a mioa9415 

MIOA4894a MIOA7227a mioa9497 

MIOA4906a MIOA7286 mioa9534 

MiOA4942a MIOA7363a mioa9574 

MIOA4995a MIOA7368a mioa9584 

MIOA5012a IVIIOA7430a mioa9597 

MIOA5024a MIOA7437a mioa9621 

MIOA5042a MIOA7539a mioa9622 



mioa9659n 


miob1344 


mlob3091 


mioa9668 


miob1376 


miob3097 


mioa9688 


miob1454 


miob3125 


mioa9694 


miob1457 


miob3181 


mioa9737 


MIOB1491 


miob3188 


mioa9758 


MIOB1498 


miob3190 


mioa9775 


MIOB1553 


miob3193 


mioa9852 


MIOB1554 


miob3201 


mioa9869 


MIOB1565 


miob3202 


mioa9872 


miob1777 


miob3206 


mioa9889 


miob1850n 


miob3220 


mioa9899 


miob1875 


miob3228 


mioa9900 


miob1881 


miob3263 


mioa9902 


miob1891 


miob3287 


mioa9918 


miob1905 


miob3289 


mioa9934 


miob1919 


miob3366 


mioa9948 


miob1957 


mlob3369 


mioa9980 


miob1958 


miob3392 


miob0002 


miob1968 


miob3402 


miob0132 


MIOB2130 


nnlob3412 


mlob0159 


MIOB2137 


miob3423 


miob0198 


MIOB2150 


miob3435 


miob0220 


miob2365 


miob3459 


miob0222 


miob2433 


miob3467 


miob0235 


mlob2434 


miob3469 


miob0260 


miob2480 


miob3507 


miob0288 


miob2494 


miob3537 


miob0357 


MIOB2570 


miob3558 


miob0365 


MIOB2585 


miob3627 


miob0581 


l\/IIOB2605 


miob3687 


miob0627 


MIOB2611 


miob3692 


miob0642 


MIOB2616 


miob3722 


miob0658 


MIOB2621 


miob3752 


miob0721 


MIOB2675 


miob3765 


miob0742 


MIOB2692 


miob3777 


miob0751 


MIOB2698 


miob3844 


miob0759 


MIOB2717 


miob3870 


miob0805 


MIOB2720 


miob3914 


miob0814 


MIOB2727 


miob3930 


miob0830 


MIOB2728 


miob3964 


miob0843 


MIOB2787 


miob3966 


miob0848n 


MIOB2808 


miob3987 


miob0869 


MIOB2849 


miob3988 


mlob0889 


MIOB2867 


mlob4012 


miob1014 


mlob2886 


miob4029 


miob1034 


miob2898 


miob4045 


miob1073 


miob2919 


miob4049 


miob1089 


mlob2929 


miob4066 


miob1090 


miob2931 


mlob4098 


miob1092 


miob2945 


mlob4128 


miob1097n 


miob2958 


miob4138 


miobHOO 


miob2969 


miob4141 


miob1108 


miob2984 


miob4158 


miob1140 


miob2991 


miob4165 


miob1226 


miob3051 


miob4185 


miob1304 


miob3064 


miob4206 


miob1312 


miob3073 


miob4212 
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miob4214 


miob5116 


miob6538 


miob4226 


mjob5451 


miob6573 


miob4231 


miob5458 


miob6590 


miob4257 


miob5459 


miob6621 


miob4265 


miob5460 


miob6623 


miOD4295 


miob5464 


miob6699 


miob4296 


miob5469 


miob6720 


miob4303 


miob5615 


miob6785 


miob4323 


miob5622 


miob6798 


miob4342 


miob5640 


miob6806 


miob4365 


miob5673 


miob6807 


miob4371 


miob5710 


miob6826 


miob4404 


miob5719 


miob6838 


miob4410 


miob5725 


mlob6854 


I _ t_ A A n A 

miob4434 


miob5729 


miob6886 


nnob4443 


miob5743 


miob6894 


mlob4447 


miob5750 


miob6907 


miob4467 


miob5757 


miob6909 


miob4492 


miob5782 


miob6916 


miob4506 


miob5801 


miob6917 


miob4507 


miob5817 


miob6920 


miob4511 


miob5850 


miob6934 


miob4520 


miob5851 


miob6938 


miob4521 


miob5896 


ncr0023 


miob4555 


miob5899 


ncr0028 


miob4622 


miob5906 


ncr0198 


miob4623 


miob5907 


ncr0201 


miob4633 


miob5911 


ncr0209 


miob4644 


miob5928 


ncr0215 


miob4649 


miob5934 


ncr0233 


miob4659 


miob5942 


ncr0312 


miob4671 


miob5951 


ncr0331 


miob4685 


miob5955 


ncr0333 


miob4699 


miob5974 


ncr0338 


miob4709 


miob5976 


ncr0392 


miob4740 


miob5982 


ncr0404 


miob4753 


miob5985 


ncr0427 


miob4759 


miob5986 


ncr0442 


miob4762 


miob5988 


ncrOSOO 


miob4772 


miob5992 


ncr0522 


miob4778 


miob6002 


ncr0618 


miob4780 


miob6004 


ncr0656 


miob4801 


miob6009 


ncr0739 


miob4891 


miob6035 


ncr0914 


miob4893 


miob6091 


ncr0928 


miob4924 


miob6104 


ncr0931 


miob4938 


miob6109 


ncr0948 


miob4954 


miob6134 


ncr0963 


miob4959 


miob6146 


ncr0968 


miob4983 


miob6170 


ncr1032 


miob4987 


miob6247 


ncr1217 


miob4988 


miob6248 


ncr1251 


miob5014 


miob6259 


ncr1274 


miob5026 


miob6305 


ncr1323 


miob5048 


miob6344 


ncr1376 


miob5055 


miob6396 


ncr1410 


miob5061 


miob6400 


ncr1605 


nniob5067 


miob6426 


ncr1622 


miob5072 


miob6475 


ncr1719 


miob5110 


miob6505 


ncr1817 



ncr1851 


ncr4537 


ncr6260 


ncr1889 


ncr4580 


ncr6306 


ncr1892 


ncr4598 


ncr6383 


ncr1951 


ncr4600 


ncr6385 


ncr2054 


ncr4609 


ncr6398 


ncr2283 


ncr4619 


ncr6402 


ncr2294 


ncr4655 


ncr6588 


ncr2478 


ncr4682 


ncr6608 


ncr2483 


ncr4702 


ncr6659 


ncr2503 


ncr4742 


ncr6664 


ncr2584 


ncr4770 


ncr6694 


na2596 


ncr4789 


ncr6917 


ncr2620 


ncr4856 


ncr6958 


ncr2642 


ncr4864 


ncr7056 


ncr2643 


na4883 


ncr7074 


ncr2829 


ncr4916 


ncr7159 


ncr2855 


ncr4917 


ncr7234 


ncr2955 


ncr4920 


ncr7254 


ncrSOOO 


ncr4930 


ncr7263 


ncr3085 


ncr4944 


ncr7276 


ncr3103 


ncr4953 


ncr7289 


ncr3158 


ncr4999 


ncr7334 


ncr3220 


ncr5113 


ncr7352 


ncr3223 


ncr5127 


ncr7389 


ncr3259 


ncr5150 


ncr7390 


ncr3322 


na5157 


ncr7392 


ncr3333 


ncr5161 


ncr7468 


ncr3350 


ncr5179 


ncr7485 


ncr3375 


ncr5227 


ncr7486 


ncr3456 


ncr5285 
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miob3326 


ncr1763 


ncrb0216 


ncrc0563 


SEOA1891 


SEOA8601 


seob5176 


MIOA4603a 


mioa9347 


miob3349 


ncr1767 


ncrb0260 


ncrc0659 


seoa1928n 


SEOA8949 


seob5253 


Ik J i ^\ A A A 

MIOA4624a 


mioa9365 


miob3389 


ncr1792 


ncrb0316 


ncrc0785 


SEOA1988a 


SEOA9068 


seob5328 


MIOA4740 


mioa9445 


miob3462 


ncr1869 


ncrb0761 


nerd 030 


SEOA2001 


SEOA9132 


seob5352 


MIOASOOOa 


mloa9551 


miob3553 


ncr2070 


ncrb0842 


nerd 055 


SEOA2028 


SEOA9675 


seob5744 


MIOA5035a 


mioa9558 


miob3629 


ncr2094 


ncrb0877 


nerd 131 


SEOA2062 


SEOA9769 


seob5755 


MIOA5102a 


mioa9677 


miob3800 


ncr3030 


ncrb1125 


nerd 163 


SEOA2113n 


SEOA9891 


seob5895 


MIOA5158a 


mioa9695 


miob3813 


ncr3356 


ncrb1459 


nerd 198 


SEOA2114 


SEOB0015 


seob6099 


MIOA5181a 


mioa9847 


iniob3820 


ncr3502 


ncrb1617 


nerd 363 


SEOA2289a 


SEOB0374 


seob6175 


MIOA5218a 


mioa9890 


miob3824 


ncr3658 


ncrb1986 


nerd 41 5 


SEOA2522 


SEOB0434 


seob6213 


IVIIOA5371a 


mioa9905 


miob3854 


ncr3720 


ncrb2115 


ncre1628 


SEOA2568 


SEOB0437 


seob6405 


MIOA5474a 


mioa9950 


miob3880 


ncr3829 


ncrb2251 


nerd 647 


SEOA2720 


SEOB0607 


seob6607 


MIOA5510a 


mioa9953 


mlob3886 


ncr3990 


ncrb2258 


nerd 967 


SEOA3001a 


SEOB0611 


seob6648 


MIOA5545a 


mlob0019n 


miob4043 


ncr4051 


ncrb2362 


nere2119 


SEOA3288 


SEOB0657a 


seob6756 


MIOA5552a 


miob0129 


miob4167 


ncr4125 


ncrb2868 


ncrc2144 


SEOA3294 


SEOB0712a 


seob6763 


ft JI ^\ A A f 

MIOA5645a 


miob0156 


miob4252 


ncr4794 


ncrb3924 


nerc2151 


SEOA3329a 


SEOB0933 


seob6774 


MIOA5654 


miob0181 


iniob4289 


ncr4805 


ncrb3941 


ncrc2734 


SEOA3551a 


SEOB1246 


seob7020 


M10A5837a 


MIOB0331 


miob4310 


ncr4863 


ncrb4037 


nere2848 


SEOA3572a 


SEOB1453 


seob7107 


lVIIOA5997a 


miob0434 


miob4332 


ncr4965 


ncrb4093 


ncre2891 


SEOA3718a 


SEOB1750 


seob7277 


MIOA6114a 


miob0454 


miob4341 


ncr5120 


ncrb4190 


nerc2956 


SEOA3739a 


SEOB1797 


seob8154 


MIOA6134a 


MIOB0556 


miob4430 


ncr5630 


ncrb4539 


nerc3083 


SEOA4078 


SEOB1826 


seob8209 


MIOA6314a 


miob0678 


miob4456 


ncr5861 


ncrb4756 


nere3782 


SEOA4201a 


SEOB1902 


seob8225 


MIOA6521a 


miob0725 


miob4578 


ncr6003 


ncrb4805 


ncrc3911 


SEOA4449a 


SEOB1966 


seob8264 


MIOA6684a 


miob0775 


miob4621 


ncr6269 


ncrb4918 


nerc5036 


SEOA4581 


SEOB1994 


SOA0132 


MIOA6687a 


miob0979 


miob4641 


ncr6272 


ncrb5016 


nere5289 


SEOA4612a 


SEOB2043 


SOA0163 


MIOA6732a 


miob0981 


miob4856 


ncr6425 


ncrb5046 


nere5713 


SEOA4669a 


SEOB2110 


SOA0330 


MIOA6818a 


miob0988 


niiob4936 


ncr6651 


ncrb5128 


ncrc5781 


SEOA4707a 


SEOB2159 


SOA0332 


MIOA6855a 


mlob1017 


miob5032 


ncr6921 


ncrb5228 


ncrc6239 


SEOA4794a 


SEOB2737 


SOA0419 


MIOA6899a 


miob1036 


miob5120 


ncr6983 


ncrb5296 


ncrc6790 


SEOA4836a 


SEOB2770 


SOA0421 


MIOA7031a 


miob1078 


miob5410 


ncr7027 


ncrb5323 


nerc6843 


SEOA5296a 


SEOB2809 


SOA0444 


MIOA7050a 


miob1128 


miob5418 


ncr7033 


ncrb5477 


nerc6915 


SEOA5300a 


SEOB3112 


SOA0634 


MIOA7175a 


miob1160 


miob5741 


ncr7119 


ncrb5650 


nerc6985 


SEOA5386 


SEOB3127 




MIOA7301 


miob1197 


miob5808 


ncr7131 


ncrb5689 


ncre9057 


SEOA5491a 


SEOB3397 





5. collagen type III alpha 1(COL3A1)X06700| 563 

ncrc3869 BFCS0050 CR0477 FCR0230 FCR1146 FCR1477 FCR3158 FCR4117 FCR5942 

ncrc3938 BFCS0241 CR0550 FCR0247 FCR1210 FCR1972 FCR3171 FCR4280 FCR6219 

ncrc4044 CR0140 FCR0036n FCR0292 FCR1457 FCR2683 FCR4051 FCR5090 FCR7282 
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fCTb0298 


MIOA4945a 


miob6446 


fcrb0305 


MIOA5046a 


miob6555 


fcrb0408 


MIOA5143a 


miob6738 


fcrb0434 


MIOA5534a 


miob6819 


fcrb1303 


MIOA5844a 


miob7017 


fcrb1486 


MIOA6168a 


ncr0369 


fcrb1589 


MIOA6222a 


ncr0947 


fcrb2097 


mioa6246a 


ncr1246 


fcrb2505 


MIOA7341a 


ncr1302 


fcrb2526 


MIOA7416a 


ncr1590 


fcrb2571 


MIOA7488a 


ncr1637 


hfcr0322 


MIOA7610a 


ncr1726 


hfcr0937 


mioa7891 


ncr2612 


hfcr0942 


MiOA8305 


ncr3239 


hfcr1380 


MIOA8337 


ncr3292 


hfcr1403 


MIOA6405 


ncr3688 


hfCTl700 


MIOA8618 


ncr4128 


hfcr1766 


MIOA8968 


ncr4615 


hfCT2556 


MIOA9119 


nCT5171 


hfcr3658 


mioa9230 


ncr5846 


hfcr3748 


mioa9567 


ncr6854 


hfcr4677 


mioa9726 


ncr6880 


hfcr5396 


mioa9732 


ncr7395 


hfcr6514 


miob0023 


ncr7452 


hfcr6773 


miob0048 


ncr7688 


hfcr9154 


miob0163 


ncr8154 


hfcr9185 


miob0346 


ncr8249 


hfcr9567 


miob0428 


ncr8556 


hfcr9599 


miob0707 


ncr8685 


hfcr9842 


miob1095 


ncr8992 


MIOA0103 


niiob1369 


ncr9211 


M1OA0178 


MIOB1566 


ncr9299 


MIOA0331 


miob1723 


ncr9764 


MIOA0368a 


miob1765 


ncrb0075 


MIOA0372a 


miob1781 


ncrb0396 


MIOA0392a 


miob1791 


ncrb0451 


MIOA0464 


miob1960 


ncrb0807 


MIOA0500 


MIOB2090 


ncrb0881 


MIOA0598a 


miob2391 


ncrb1302 


MIOA0722 


miob2504 


ncrb1377 


MIOA0846a 


miob2540 


ncrb2038 


MIOA0982 


MIOB2674 


ncrb2636 


MIOA1000 


MIOB2746 


ncrb3087 


MIOA1453 


miob3045 


ncrb3377 


MIOA1722a 


miob3101 


ncrb3408 


MIOA1755 


miob3613 


ncrb3890 


MIOA2027 


miob3739 


ncrb4532 


MIOA2194a 


miob3855 


ncrb4576 


MIOA2241a 


miob4016 


ncrb5116 


MIOA2390a 


miob4087 


ncrb5304 


MIOA2507a 


miob4403 


ncrb5640 


MIOA2727a 


miob4446 


ncrb5831 


MIOA2850a 


miob4512 


ncrb6214 


MIOA2872a 


miob4870 


ncrb6359 


MIOA3382a 


miob5740 


ncrb6457 


MIOA3434a 


miob5874 


ncrb6732 


MIOA3526a 


miob5890 


ncrb6890 


MIOA3935a 


miob5994 


ncrb7367 


MIOA4011a 


miob6047 


ncrb7578 


MIOA4306a 


miob6404 


ncrb7912 



ncrc0610 


seoa2077n 


SEOA4205a 


ncrc1786 


seoa2123m 


SEOA4253a 


nerd 887 


SEOA2170 


SEOA4263a 


nCTc1937 


SEOA2199a 


SEOA4305a 


ncrc2129 


SEOA2205a 


SEOA4341a 


ncrc3003 


SEOA2227a 


SEOA4342a 


ncrc3034 


SEOA2258a 


SEOA4450a 


ncrc4356 


SEOA2273a 


SEOA4542 


ncrc4799 


SEOA2284a 


SEOA4573 


ncrc4942 


SEOA2390a 


SEOA4578 


ncrc5253 


SEOA2462a 


SEOA4690a 


ncrc5999 


SEOA2476 


SEOA4744a 


ncrc6063 


SEOA2532 


SEOA4759a 


ncrc6203 


SEOA2548 


seoa4909a 


ncrc6997 


SEOA2557 


seoa4981a 


ncrc9252 


SEOA2588 


SEOA5004a 


ncrc9669 


SEOA2615 


SEOA5037a 


ncrc9866 


SEOA2645 


SEOA5063a 


ncrc9955 


SEOA2649 


SEOA5135a 


SEOA0042 


seoa2688m 


SEOA5355 


SEOA0075n 


SEOA2712 


SEOA5381 


SEOA0154 


SEOA2739 


SEOA5385 


SEOA0283 


seoa2776m 


SEOA5401 


SEOA0309 


SEOA2794 


SEOA5408 


SEOA0328 


SEOA2828 


SEOA5485a 


SEOA0335 


SEOA2856 


SEOA5515a 


seoa0342m 


SEOA2940a 


SEOA5722a 


SEOA0505 


SEOA2945a 


SEOA5732a 


SEOA0506 


SEOA2946a 


SEOA5737a 


SEOA0580 


SEOA3019a 


SEOA5745a 


SEOA0722a 


SE0A3111a 


SEOA5756a 


SEOA0789 


SEOA3134a 


SEOA5808 


SEOA0814 


seoa3168mn 


SEOA5821 


SEOA0877 


SEOA3198 


SEOA5878 


SEOA0908 


SEOA3200 


SEOA5883 


SEOA0943 


SEOA3264 


SEOA5919 


SEOA0946 


SEOA3319a 


SEOA5920 


SEOA0984 


SEOA3340a 


SEOA5966 


seoa1014m 


SEOA3349a 


SEOA5989a 


SEOA1024 


SEOA3425a 


SEOA6021a 


SEOA1094a 


SEOA3430a 


SEOA6042a 


SEOA1107a 


SEOA3546a 


SEOA6063a 


SEOA1315 


SEOA3559a 


SEOA6073a 


SEOA1321 


SEOA3643a 


SEOA6139a 


SEOA1330 


SEOA3654a 


SEOA6148a 


SEOA1350 


SEOA3678a 


SEOA6151 


SEOA1351 


SEOA3685a 


SEOA6171a 


SE0A1411a 


SEOA3686a 


SEOA6212a 


SEOA1416a 


SEOA3695a 


SEOA6272 


SEOA1424a 


SEOA3702a 


SEOA6278 


SEOA1444a 


SEOA3759a 


SEOA6646a 


SEOA1492n 


SEOA3774a 


SEOA6653a 


SEOA1590a 


SEOA3879 


SEOA6699a 


SEOA1703a 


SEOA3900 


SEOA6727 


SEOA1833a 


SEOA3948a 


SEOA6735 


SEOA1869a 


SEOA4038a 


SEOA6737 


SEOA1894 


SEOA4052a 


seoa6769 


SEOA1916n 


SEOA4072 


seoa6798 


SEOA1946 


SEOA4115a 


seoa6812 


SEOA2016 


SEOA4199a 


SEOA6893 



seoa6952 


SEOB1327 


seob4851 


seoa6987 


SEOB1349 


seob4986 


seoa7027 


SEOB1398 


seob4995 


SEOA7237a 


SEOB1434 


seob5065 


SEOA7280a 


SEOB1437 


seob5112 


SEOA7285a 


SEOB1499 


seob5172 


SEOA7319a 


SEOB1514 


seob5177 


SEOA7520a 


SEOB1525 


seob5184 


SEOA7569a 


SEOB1562 


seob5198 


SEOA7600a 


SEOB1597 


seob5231 


SEOA7613a 


SEOB1630 


seob5417 


SEOA7638a 


SEOB1742 


seob5456 


seoa7679a 


SEOB1838 


seob5550 


seoa7750a 


SEOB1873 


seob5565 


seoa7820a 


SEOB1897 


seobSeOO 


SEOA7950a 


SEOB2173 


seob5620 


seoa7974 


SEOB2206 


seob5663 


seoa8118 


SEOB2246 


seob5752 


SEOA8189a 


SEOB2270 


seob5766 


SEOA8241 


SEOB2293 


seob5845 


SEOA8307a 


seob2314 


seob5871 


SEOA8309a 


seob2587 


seob5990 


SEOA8315a 


seob2599 


seob6029 


SEOA8554 


seob2614 


seob6057 


SEOA8599 


seob2625 


seob6091 


SEOA8637 


SEOB2635 


seob6147 


SEOA8681 


SEOB2683 


seob6243 


SEOA8830 


SEOB2705 


seob6262 


SEOA8964 


SEOB2711 


seob6289 


SEOA8992 


SEOB2751 


seob6290 


SEOA9311 


SEOB2921 


seob6321 


SEOA9315 


SEOB2999 


seob6358 


SEOA9371 


SEOB3059 


seob6403 


SEOA9420 


SEOB3078 


seob6453 


SEOA9451 


SEOB3104 


seob6575 


SEOA9534 


SEOB3190 


seob6611 


SEOA9557 


SEOB3238 


seob6694 


SEOA9576 


SEOB3257 


seob6745 


SEOA9601 


SEOB3323 


seob6769 


SEOA9629 


SEOB3359 


seob6792 


SEOA9826 


SEOB3423 


seob6873 


SEOA9915 


SEOB3457 


seob7081 


SEOB0105 


seob3676 


seob7163 


SEOB0150 


seob3688 


seob7254 


SEOB0256 


seob4012 


seob7336 


SEOB0269 


seob4051 


seob7407 


SEOB0312 


seob4074 


seob7434 


SEOB0314 


seob4083 


seob7447 


seob0331n 


seob4096 


seob7482 


SEOB0431 


seob4153 


seob7568 


SEOB0440 


seob4226 


seob7604 


SEOB0577 


seob4242 


seob7703 


SEOB0671a 


seob4503 


seob8022 


SEOB0726 


seob4506 


seob8042 


SEOB0835a 


seob4526 


seob8326 


SEOB0904a 


seob4622 


seob8343 


SEOB0959 


seob4648 




SEOB1073 


seob4719 




SEOB1077 


seob4785 




SEOB1253 


seob4797 
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6. beta-2 microglobulin gene (B2M) gb|AF072097.1 490 





ncrc3559 


MIOA3212a 


MIOA7478a 


miob2368 




ncrc3507 


MIOA3213a 


MlOA7490a 


miob2502 




ncrc3633 


MIOA3410a 


MIOA7514a 


MIOB2623 




ncrc4414 


MIOA3447a 


MIOA7523a 


MIOB2739 




ncrc4612 


MIOA3583a 


MIOA7570a 


MIOB2872 




FCR1909 


MIOA3663a 


MIOA7574a 


miob2878 




FCR5317 


MIOA3884a 


nnioa7917 


miob2935 




FCR5378 


MIOA4028a 


mioa7922 


miob3092 




fcrb1163 


MIOA4050a 


MIOA8063a 


miob3225 




hfcr0959 


MIOA4053a 


MIOA8188 


miob3244 




hfcr2926 


MIOA4162 


MIOA8206 


m(0b3281 




MIOA0063a 


MIOA4202 


MIOA8227 


miob3387 




MIOA0077a 


MIOA4257 


MIOA8349 


miob3641 




IVIIOA0141 


MIOA4289a 


M10A8366 


miob3672 




M1OA0146 


MIOA4293a 


MIOA8368 


miob3913 




MIOA0179 


MIOA4353a 


MIOA8409 


miob3943 




MIOA0231a 


MIOA4515a 


MIOA8553 


miob4225 


j^. 


MIOA0242a 


MIOA4610a 


MIOA8591 


miob4242 




MIOA0338 


MIOA4679 


MIOA8595 


miob4266 


MIOA0387a 


MIOA4680 


MIOA8625 


miob4270 




mioa0463m 


MIOA4722 


MIOA8664 


miob4617 




MIOA0471 


MIOA4745 


MIOA8741 


miob4624 




MIOA0476 


MIOA4806a 


MIOA8976 


miob4630 




MIOA0532 


MIOA4817a 


MIOA9070 


mlob4643 


m 


MIOA0537 


MIOA4842a 


MIOA9081 


miob4690 




MIOA0696 


MIOA4929a 


M10A9113 


miob5049 


O 


MIOA0966 


MIOA4935a 


MIOA9151 


miob5082 


iU 


MIOA1001 


MIOA4998a 


MIOA9163 


miob5100 




MIOA1047 


MIOA5034a 


MIOA9167 


mlob5785 


m 


MIOA1050 


l\/IIOA5047a 


nnioa9252 


miob5815 


M10A1235 


MIOA5210a 


mioa9632 


miob5952 




MIOA1332a 


MIOA5226a 


mioa9704 


miob5956 




MIOA1336a 


MIOA5367a 


mioa9871 


miob5975 




MIOA1552 


MIOA5525a 


mioa9920 


miob5977 




MIOA1563m 


MIOA5632a 


mioa9971 


miob6007 




MIOA1577 


MIOA5649 


miob0157 


miob6125 




MIOA1613a 


MIOA5689 


miob0165 


miob6126 




MiOA1904a 


MIOA5766a 


miob0377 


miob6204 




MIOA1909a 


MIOA5899a 


miob0419 


miob6312 




MIOA2110 


MIOA6038 


miob0451 


miob6696 




mioa2133m 


MIOA6106a 


MIOB0538 


miob6817 




MIOA2141 


MIOA6185a 


miob0547n 


miob6833 




MIOA2175a 


MIOA6191a 


miob0770 


miob6837 




MIOA2227a 


MIOA6651a 


miob1159 


miob6939 




MIOA2244a 


MIOA6668a 


miob1200 


miob6976 




MIOA2270a 


MIOA6845a 


miob1270 


miob7001 




MIOA2371a 


MIOA6923a 


miob1277 


ncr0733 




MIOA2553a 


MIOA6987a 


miob1307 


ncr0956 




MIOA2839a 


MIOA7127a 


miob1391 


ncr1361 




M10A2927a 


i\/IIOA7178a 


MIOB1509 


ncr1398 




MIOA2990a 


MIOA7208a 


miob1808 


ncr1527 




MIOA3023a 


MIOA7267a 


miob1940 


ncr1685 




MIOA3153a 


MIOA7298 


MIOB2157 


ncr1694 




MIOA3179a 


MIOA7307 


MIOB2244 


ncr1744 




MIOA3187a 


MIOA7390a 


MIOB2300 


ncr2205 



ncr2228 ncrb7821 SEOA2867 SEOA9324 seob4285 

ncr2513 ncrb8424 SEOA2882 SEOA9387 seob4524 

ncr2588 ncrb8544 SEOA3035a SEOA9403 seob4657 

ncr3312 ncrc0007 SEOA3103a SEOA9667 seob4767 

ncr3949 ncrc0074 SEOA3179n SEOA9702 seob4808 

ncr4325 ncrc0150 SEOA3225 SEOA9884 seob4817 

ncr4421 ncrc0416 SEOA3256n SEOA9900 seob4977 

ncr4519 ncrc0483 SEOA3345a SEOA9907 seob5023 

ncr4617 ncrc1206 SEOA3671a SEOB0011 seob5109 

ncr4821 ncrc1409 SEOA3775a SEOB0049 seob5206 

ncr4939 ncrc1536 SEOA3797a SEOB0144 seob5345 

ncr5189 ncrc1777 SEOA3957a SEOB0149 seob5359 

ncr5819 ncrc2092 SEOA3978a SEOB0264 seob5392 

ncr6044 ncrc3923 SEOA4109a SEOB0318 seob5470 

ncr6760 ncrc6311 SEOA4110a SEOB0367 seob5505 

ncr6837 nac6488 SEOA4315a SEOB0387 seob5665 

ncr7016 ncrc9180 SEOA4370a SEOB0408 seob5683 

ncr7764 ncrc9588 SEOA4451a SEOB0484 seob5827 

ncr7901 ncrc9892 SEOA4497 SEOB0529 seob5861 

ncr7946 seoa0265m SEOA4585 SEOB0530 seob5983 

ncr8261 SEOA0286 SEOA4770a SEOB0622 seob6068 

ncr8335 SEOA0338 SEOA5029a SEOB0705a seob6173 

ncr8437 SEOA0395 SEOA5304a SEOB0870a seob6334 

ncr8663 SEOA0398 SEOA5313a SEOB0894a seob6424 

ncr8775 SEOA0456 SEOA5399 SEOB0953 seob6547 

ncr9202 SEOA0760 SEOA5529a SEOB0990 seob6603 

ncr9824 SEOA0778 SEOA5555a SEOB1168 seob6791 

ncr9947 SEOA0780 SEOA5604a SEOB1202 seob6803 

ncr9980 SEOA0820 SEOA5702a SEOB1229 seob6847 

ncrb0281 SEOA0831 SEOA5754a SEOB1406 seob6860 

ncrb0531 SEOA0857 SEOA5855 SEOB1655 seob7202 

ncrb0829 SEOA0916 SEOA6007a SEOB1855 seob7231 

ncrb0854 SEOA1063a SEOA6300 SEOB1961 seob7414 

ncrb0861 SEOA1407 SEOA6486a SEOB1996 seob7423 

ncrb1668 SEOA1519 SEOA6492a SEOB2009 seob7564 

ncrb2071 SEOA1679a SEOA7076a SEOB2151 seob7580 

ncrb2416 SEOA1794a SEOA7136a SEOB2214 seob7600 

ncrb2681 SEOA1853a SEOA7332a SEOB2215 seob7618 

ncrb2850 SEOA1861a SEOA7606a SEOB2217 seob7653 

ncrb3080 SEOA1942 SEOA7641a SEOB2688 seob7769 

ncrb3205 SEOA1967a seoa7882a SEOB2722 seob7920 

ncrb3519 SEOA2039 seoa8008 SEOB3010 seob8020 

ncrb3536 SEOA2046 SEOA8378a SEOB3029 seob8094 

ncrb3597 SEOA2059 SEOA8390a SEOB3209 seob8177 

nab3919 SEOA2085 SEOA8517 SEOB3299 seob8248 

ncrb4213 SEOA2110n SEOA8557 SEOB3459 seob8249 

ncrb4482 SEOA2191a SEOA8744 SEOB3489 SOA0234 

ncrb4799 SEOA2193a SEOA8873 SEOB3509 SOA0612 

ncrb5916 SEOA2274a SEOA8955 SEOB3512 soa0613n 

ncrb6138 SEOA2387a SEOA8972 SEOB3546 SOA0614 

ncrb6316 SEOA2437a SEOA8977 seob3674 

ncrb6328 SEOA2513 SEOA9040 seob3944 

ncrb6698 SEOA2614 SEOA9118 seob3985 

ncrb7515 SEOA2656 SEOA9272 seob4089 

ncrb7800 SEOA2657 SEOA9320 seob4097 
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7. nproteoglycan 4 (=inegakaryocyte stimulating factor) AAB09089.1 486 



BFCS0347 


MIOA2180a 


MIOA4881a 


M10A8624 


miob2408 


miob5112 
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ncrb7118 
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BFCW0415 
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MIOA4993a 


l\/IIOA8571 


miob2464 


miob5129 
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ncrc9917 
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MIOA2311a 


MIOA5070a 


MIOA8787 


miob2509 


miob5424 


ncr5506 


ncrb7888 


ncrc9962 


FCR1431 


MIOA2315a 


MIOA5096a 


MIOA8822 


miob2519 


miob5428 


ncr5576 


ncrb8281 


SEOA1486 


FCR4086 


MiOA2418a 
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IVIIOA8823 


miob2523 
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ncr5660 


ncrb8328 


SEOA1499 


FCR4931 
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l\/IIOA8827 
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SEOA1682a 
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MIOA2545a 
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MIOA8830 


MIOB2584 
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SEOA2259a 
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MIOA2554a 
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MIOA8850 


MIOB2695 


miob5773 
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ncrc0268 


seoa2869m 


hfcr6734 


MIOA2558a 


MIOA5616a 


MIOA9004 


MIOB2818 


miob5837 


ncr6278 


ncrc0639 


SEOA3029a 


hfcr8016 


IWIOA2559a 


MIOA5634a 


MIOA9126 


miob2896 


miob5972 


ncr6301 


ncrc0753 


SEOA3033a 


MIOAOOSIa 


i\^IOA2634 


MIOA5698 
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miob2986 


miob6145 


ncr6661 


ncrc0965 


SEOA3421a 


iviiOAoogea 


MIOA2711a 


MIOA5791a 
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miob3142 


miob6208 


ncr7589 


nerd 112 


SEOA4502a 
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IVIIOA2757a 
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mioa9416 


miob3189 


mlob6292 
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seoa4949a 


MIOA0180 
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MIOA5978a 
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miob3223 


miob6357 


ncr8441 
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IVIIOA0280 


MIOA2863a 


fnioa5988a 


mioa9524 


miob3233 


miob6522 


ncr8635 


ncrc1563 


SEOA5474a 
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l\^IOA2943a 


MIOA6126a 


mioa9527 


miob3245 


miob6566 


ncr8636 


ncrc1744 


SEOA6061a 


mioaOSSOm 


MIOA2960a 


MIOA6250a 


mioa9578 


mjob3444 


miob6579 


ncr8648 


nerd 81 6 


SEOA6322 


MIOA0379a 


MIOA2976a 


MIOA6500a 


mioa9653 


miob3494 


miob6619 


ncr8712 


ncrc1919 


SEOA6370 


MIOA0517 


MIOA2983a 


MIOA6526a 


mioa9663 


mlob3644 


miob6667 


ncr8735 


ncrc2016 


SEOA7282a 


MIOA0518 


MIOA2996a 


MIOA6531a 


mjoa9667 


miob3660 


miob6682 


ncr8763 


ncrc2082 


SEOA7611a 


MIOA0519n 


MIOA3048a 


IVIIOA6553a 


mioa9785 


miob3682 


miob6799 


ncr8974 


ncrc2286 


seoa8089 


iMIOA0688 


MIOA3106a 


M10A6563a 


mioa9838 


miob3706 


miob6890 


ncr9152 


ncrc2296 


seoa8094 


MIOA0705 


MIOA3152a 


MIOA6586a 


mioa9992 


miob3728 


miob6924 


ncr9389 


ncrc2348 


seoa8095 


MIOA0733 


MIOA3173a 


IVIIOA6677a 


miob0151 


miob3748 


miob6935 


ncr9420 


ncrc2496 


seoa8104 


IWIOA0735 


MIOA3192a 


M10A6828a 


miob0212 


miob3792 


miob6998 


ncr9533 


ncrc2725 


SEOA8661 


M1OA0794 


MlOA3315a 


MIOA6874a 


miob0214 


miob3831 


miob7005 


ncr9597 


ncrc3112 


SEOA8900 


MIOA1013 


MIOA3322a 


lVIIOA6879a 


miob0243 


miob3861 


miob7014 


ncr9607 


ncrc3148 


SEOA9418 


iWIOA1014 


MIOA3326a 


MIOA6937a 


mlob0311 


miob3929 


ncr0036 


ncr9658 


ncrc3201 


SEOA9508 


mioa1034m 


MIOA3346a 


MIOA6964a 


MIOB0328 


miob3951 


ncr0535 


ncr9852 


ncrc3369 


SEOA9682 


MIOA1051 


MIOA3362a 


MIOA6986a 


miob0348 


miob4011 


ncr0687 


ncr9945 


ncrc3794 


SEOA9849 


mioa1101m 


IVIIOA3381a 


IMIOA7068a 


miob0403 


miob4046 


ncr0969 


ncrb0729 


nCTc3852 


SEOB0608 


MIOA1106 


MIOA3401a 


MIOA7273 


miob0439 


miob4079 


ncr1177 


ncrb1591 


ncrc3933 


SEOB0757 


M10A1167 


MIOA3429a 


M10A7374a 


miob0449 


miob4102 


ncr1283 


ncrb2294 


ncrc4005 


SEOB1162 


iVllOA1181 


MIOA3455a 


MIOA7402a 


MIOB0469 


miob4109 


ncr1567 


ncrb2309 


ncrc4007 


SEOB1570 


IVIIOA1190n 


MIOA3501a 


MIOA7532a 


IV1IOB0572 


miob4119 


ncr1575 


ncrb2701 


ncrc4122 


SEOB1689 


MIOA1205 


MIOA3580a 


MIOA7572a 


miob0712 


miob4156 


ncr1608 


ncrb3063 


ncrc4424 


SEOB2025 


MIOA1208 


MIOA3596a 


mloa7641a 


miob0720 


mlob4159 


ncr1623 


ncrb3544 


ncrc4683 


SEOB3051 


MI0A1211 


MIOA3698a 


mioa7644a 


mlob0735n 


miob4208 


ncr1815 


ncrb3568 


ncrc4685 


SEOB3114 


MIOA1225 


MIOA3813 


mioa7653a 


mlob0752 


miob4210 


ncr1911 


ncrb3572 


ncrc4793 


SEOB3328 


MIOA1237 


MIOA3882a 


mioa7685a 


miob0890 


miob4324 


ncr2617 


ncrb3949 


ncrc4812 


seob3991 


MIOA1244m 


MIOA3941a 


mioa7846a 


miob0913 


miob4670 


ncr2982 


ncrb4063 


ncrc4867 


seob4157 


MIOA1245 


MIOA3948a 


M10A7958a 


miob1119 


miob4672 


ncr3022 


ncrb4762 


ncrc5280 


seob4722 


MlOA1316a 


MIOA3964a 


MIOA7967a 


miob1158 


miob4700 


ncr3023 


ncrb5499 


ncrc5451 


seob4783 


MIOA1317a 


MIOA3994a 


MIOA8069 


miob1196 


miob4710 


ncr3115 


ncrb5569 


ncrc5557 


seob5464 


MIOA1390a 


MIOA4043a 


IVIIOA8122 


miob1242 


miob4717 


ncr3224 


ncrb5611 


ncrc5928 


seob5842 


MIOA1576 


IVlIOA4085a 


1WIOA8163 


MIOB1490 


miob4775 


ncr3338 


ncrb5859 


ncrc6084 


seob6085 


MIOA1760 


MIOA4145 


MIOA8198 


M10B1497 


miob4820 


ncr3445 


ncrb5873 


ncrc6456 


seob6444 


M!OA1817a 


MIOA4398 


MIOA8205 


miob1596 


miob4825 


ncr3569 


ncrb5966 


ncrc6740 


seob6626 


MIOA1825a 
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miob1735 


miob4873 


ncr3764 


ncrb5992 


ncrc6845 


seob7266 


IWIOA1837a 
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miob1843 


miob4879 
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ncrb6260 


ncrc6906 


seob7362 


MIOA2007 
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miob4907 


ncr4090 


ncrb6369 


ncrc8849 


seob7935 


M1OA2024 
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MIOA8387 


l\4lOB2109 


miob4935 
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ncrb6471 
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MIOA4684 
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MIOB2114 


miob4965 


ncr4625 


ncrb6615 


ncrc9049 


soa0196n 


IVIIOA2176a 


MIOA4699 


IVIIOA8592 


IVIIOB2125 


miobSOII 


ncr4792 


ncrb6636 


ncrc9112 


SOA0467 
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8. collagen type I alpha 2 (C0L1 A2) NMJ00089.1 449 





BFCN0005 


FCR3953 


fcrb2104 


hfcr9871 
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nerd 825 


SEOA2328a 


SEOA8176a 


SEOB2804 




BFCN0050 
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fcrb2213 
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ncr4829 


ncrc2063 


SEOA2555 


SEOA8197a 


SEOB2805 
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FCR4059 


fcrb2328 


hfcr9959 


ncr5202 


ncrc2590 


SEOA2593m 


SEOA8344a 


SEOB3109 




BFCN0225 


FCR4072 


fcrb2329 


MIOA0086a 


ncr5764 


ncrc2863 


SEOA2769 


seoa8812n 


SEOB3165 




BFCS0326 


FCR4137 


hfcr0085 


MIOA0097 


ncr6033 


nerc2926 


SEOA2912a 


SEOA9025 


SEOB3235 




BFCS0508 


FCR4149 


hfcr0181 


MIOA0901a 


ncr6394 


ncrc3060 


SEOA3070a 


SEOA9084 


SEOB3354 




BFCS0553n 


FCR4220 


hfcr0267 


MIOA1053 


ncr7823 


nerc3199 


seoa3150m 


seoa9164n 


SEOB3411 




CR0093 


FCR4316 


hfcr0287 


MIOA1359a 


ncr8039 


nerc3643 


SEOA3524a 


SEOA9207 


seob3701 




CR0274 


FCR4703 


hfcr0326 


MIOA1956a 


ncr8076 


ncrc3759 


SEOA3802a 


SEOA9419 


seob4086 




CR0291 


FCR4983 


hfcr0418 


M10A3886a 


ncr8095 


ncrc3765 


SEOA3846 


SEOA9598 


seob4228 




CR0484 


FCR5033 


hfcr0442 


MIOA5080a 


ncr8318 


ncrc4125 


SEOA4278a 


SEOA9799 


seob4229 




CR0725 


FCR5167 


hfcr0483 


MIOA5600a 


ncr8467 


ncrc4436 


SEOA4371a 


SEOA9886 


seob4355 




CR0912 


FCR5261 


hfcr0709 


MIOA5719 


ncr8477 


ncrc4964 


SEOA4412a 


SEOB0070 


seob4472 




CR0992 


FCR5703 


hfcr0806 


MIOA5914a 


ncr9204 


ncrcSOOO 


SEOA4507 


SEOB0136 


seob4614 




FCR0162 


FCR5943 


hfcr1095 


MIOA6212a 


ncrb0242 


ncre5233 


SEOA4511 


SEOB0165 


seob4615 




FCR0304 


FCR6710 


hfcr1408 


MIOA6362a 


ncrb0334 


ncre5921 


SEOA4513 


SEOB0335 


seob4626 




FCR0395 


FCR6838 


hfcr1677 


MIOA6733a 


ncrb0568 


ncre6137 


SEOA4563 


SEOB0378 


seob4810 




FCR0497 


FCR6879 


hfcr1815 


MIOA6930a 


ncrb1370 


ncre6155 


SEOA4605a 


SEOB0438 


seob4963 




FCR0640 


FCR6893 


hfcr1882 


IVllOA7102a 


ncrb2224 


ncre6868 


SEOA4610a 


SEOB0621 


seob5013 




FCR0700 


FCR6930 


hfcr1945 


MIOA8090 


ncrb2856 


ncrc7035 


SEOA4623a 


SEOB0660a 


seob5079 
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FCR7217 


hfcr2230 


MIOA8159 
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SEOA4803a 


SEOB0692a 
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fcr7404n 


HFCR3215 
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seoa4920a 
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seob5438 
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FCR7423 


hfcr3370 


MIOA9048 


ncrb3021 


ncrc9558 


SEOA5061a 


SEOB0900a 


seob5578 




FCR1113 


FCR7428 


hfCT3591 


mioa9501 


ncrb3619 


saeoa2593m 


SEOA5125a 


SEOB0968 


seob5700 




FCR1326 


FCR7471 


hfCT4157 


mioa9864 


ncrb4056 


SEOA0032 


SEOA5144a 


SEOB1254 


seob5738 




FCR1339 


FCR7498 


hfcr4195 


miob0937 


ncrb4371 


SEOA0053 


SEOA5276a 


SEOB1263 


seob5747 


si 


FCR1422 


fcrb0004 


hfcr5014 


miob0949 


ncrb4641 


SEOA0058 


SEOA5360 


SEOB1291 


seob5803 




FCR1429 


fcrb0032 


hfcr5649 


miob1755 


ncrb4761 


SEOA0059 


SEOA5412 


SEOB1332 


seob5917 


ill 


FCR1487 


fcrb0042 


hfcr6060 


MIOB2665 


ncrb4778 


SEOA0081 


SEOA5419 


SEOB1338 


seob6024 


~% % 
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fcrb0261 


hfcr6065 


miob3598 


ncrb4878 
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SEOA5548a 


SEOB1556 
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m 


FCR1845 


fcrb0429 


hfcr6393 


miob3598 


ncrb5328 


SEOA0134 


SEOA5553a 


SEOB1577 


seob6419 




FCR1941 


fcrb0991 


hfcr6719 


miob4071 


ncrb5353 


SEOA0278n 


SEOA5643a 


SEOB1641 


seob6563 




FCR2038 


fcrb0997 


hfcr6837 


miob4882 


ncrb5683 


SEOA0314 


SEOA5953 


SEOB1732 


seob6771 




FCR2051 


fcrb1081 


hfcr6858 


miob6233 


ncrb6122 


SEOA0583 


SEOA5963 


SEOB1740 


seob6786 




FCR2058 


fcrb1128 


hfcr7048 


miob6304 


ncrb6241 


SEOA0744 


SEOA5981a 


SEOB1900 


seob6798 




FCR2114 


fcrb1128 


hfcr7394 


ncr0020 


ncrb6708 


SEOA0796 


SEOA6409 


SEOB1936 


seob7307 




FCR2275 


fcrb1243 


hfcr7419 


ncr0667 


ncrb6985 


SEOA0998 


SEOA6455a 


SEOB1951 


seob7401 




FCR2297 


fcrb1357 


hfcr7496 


ncr0910 


ncrb7081 


SEOA1007n 


SEOA6520a 


SEOB2057 


seob7406 




FCR2314 


fcrb1429 


hfcr8028 


ncr1512 


ncrb8040 


SEOA1152a 


SEOA6611a 


SEOB2115 


seob7457 




FCR2410 


fcrb1546 


hfcr8369 


ncr1602 


ncrb8164 


SEOA1292a 


seoa6783 


SEOB2168 


seob7531 




FCR2612 


fcrb1574 


hfcr8464 


ncr2659 


ncrb8251 


SEOA1335 


SEOA7149a 


SEOB2243 


seob7623 




FCR2947 


fcrb1622 


hfcr8632 


ncr3360 


ncrb8764 


SEOA1388 


SEOA7162a 


SEOB2253 


seob7730 
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FCR3592 
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hfcr9402 
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SEOA7636a 


SEOB2674 


SOA0308 




FCR3661 


fcrb1999 


hfcr9507 


ncr4355 


nerd 207 


SEOA1958 


SEOA7644a 


SEOB2678 


SOA0310 




FCR3845 


fcrb2039 


hfcr9514 


ncr4481 


nerd 226 


SEOA1968a 


seoa7715a 


SEOB2773 


SOA0310 




FCR3894 


fcrb2104 


hfcr9623 


ncr4540 


nerd 339 


SEOA2327a 


seoa7887a 


SEOB2801 






9. mitochondrion, complete genome ( 


=AF382012.1 haplotype IVI*1 mitochondrion) 


"NC.OOi 807.2 


443 
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hfcr0519 


hfcr1959 


hfcr2523 
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fcrb2336 
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hfcr2022 
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hfcr3044 
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hfcr5420 




fcrb0358 


fcrb2404 
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hfcr1772 


hfcr2022 


hfcr2580 


hfcr3407 


hfcr5162 


hfcr5658 




fcrb0712 


fcrb2441 


hfcr0402 


hfcr1822 


hfcr2052 


hfcr2613 


hfcr3410 


hfcr5170 


hfcr5704 




fcrb1759 


fcrb2560 


hfcr0441 


hfcr1917 


hfcr2306 


hfcr2728 


hfcr3463 


hfcr5225 


hfcr5720 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 12 of 312 



hfcr5803 


hfcr9265 


MiOA8992 


miob3434 


ncr1886 


ncr5212 


na8059 


SEOA4784a 


SEOB3045 


hfcr5911 


hfcr9288 
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ncr5237 


ncr8198 


seoa4959a 


SEOB3144 
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ncr8640 
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SEOB3237 


hfcr6057 


hfcr9677 
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miob3501 
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ncr5628 


ncr8689 


SEOA6928 


SEOB3256 


hfcr6253 


hfcr9679 


miob0273 


miob3669 


ncr2152 


ncr5637 


ncr8785 


seoa7010 


SEOB3256 


hfcr6307 


MIOA0101 


miob0310 


miob3837 


ncr2252 


ncr5823 


ncr9040 


SEOA7120a 


SEOB3355 


hfcr6312 


MIOA0277 


MIOB0466 


miob3920 


ncr2350 


ncr6047 


ncr9098 


seoa7705a 


SEOB3355 


hfcr6320 


MIOA0318 


miob0685 


miob3961 


ncr2380 


ncr6123 


ncr9162 
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seob4418 


hfcr6326 
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miob0835n 
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ncr9504 
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seob4827 


hfcr6474 
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miob3984 


ncr2629 


ncr6165 
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seob4831 


hfcr6563 
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miob4030 


ncr2911 


ncr6200 


ncr9838 


SEOA8340a 


seob4919 


hfcr6595 


MIOA2310a 


miob1023 


mjob4073 


ncr2937 


ncr6224 


ncr9862 


SEOA8471 


seob5457 


hfcr6616 


MIOA2355a 


miob1041 


miob4195 


ncr2953 


ncr6245 


ncr9893 


SEOA8483 


seob5945 


hfcr6736 


MIOA2581a 


miob1107 


miob4199 


ncr2972 


ncr6252 


ncr9897 


SEOA8484 


seob5969 


hfcr6810 


MIOA3305a 


mjob1333 


miob4223 


ncr2977 


ncr6277 


ncrb0017 


SEOA8498 


seob5980 


hfcr6916 


MIOA3483a 


miob1335 


miob4267 


ncr3003 


ncr6325 


ncrb0024 


SEOA8625 


seob6021 


hfcr6938 


MIOA3710a 


miob1388 


miob4419 


ncr3031 


ncr6330 


ncrb0153 


SEOA8650 


seob6078 


hfcr6982 


MIOA3787 


miob1440 


miob4421 


ncr3066 


ncr6331 


ncrb1059 


SEOA8699 


seob6081 


hfcr6985 


MIOA4127 


MIOB1524 


miob4437 


ncr3072 


ncr6360 


ncrb1546 


SEOA8757 


seob6088 


hfcr7008 


MIOA4148 


miob1719 


miob4465 


ncr3079 


ncr6393 


ncrb1557 


SEOA8773 


seob6113 


hfcr7022 


MIOA4235 


miob1851 


miob5056 


ncr3087 


ncr6412 


ncrb1648 


SEOA8818 


seob6164 


hfcr7054 


MIOA4366a 


miob1859 


miob5612 


ncr3107 


ncr6548 


ncrb2007 


SEOA8924 


seob6193 


hfcr7423 


MIOA4790a 


nniob1936 


miob5701 


ncr3196 


ncr6746 


ncrb3140 


SEOA8939 


seob6894 


hfcr7469 


MIOA5008a 


nniob1949 


miob5820 


ncr3250 


ncr6813 


ncrb3173 


SEOA9103 


seob7161 


hfa7605 


MIOA5479a 


M10B2147 


miob5820 


ncr3251 


ncr6867 


ncrb3567 


SEOA9226 


seob7173 


hfcr7668 


mioa5627a 


MIOB2261 


miob5996 


ncr3417 


ncr6891 


ncrb7491 


SEOA9230 


seob7588 


hfcr7702 


MIOA5714 


miob2400 


miob6289 


ncr3474 


ncr6945 


ncrb7669 


SEOA9765 


seob7603 


hfcr7796 


MIOA5895a 


miob2486 


miob6419 


ncr3479 


ncr6979 


ncrb8120 


SEOA9833 


seob8071 


hfa7820 


MIOA5958a 


miob2497 


mlob6634 


ncr3571 


ncr7051 


ncrb8206 


SEOB0275 


seob8080 


hfcr8206 


MIOA6451a 


miob2507 


ncrOOII 


ncr3668 


ncr7072 


ncrc0554 


SEOB0353 


seob8176 


hfcr8234 


MIOA6550a 


miob2508 


ncr0013 


ncr3791 


ncr7162 


ncrc0741 


SEOB0533 


seob8211 


hfcr8451 


MIOA6794a 


miob2510 


ncr0073 


na4348 


ncr7164 


ncrc0750 


SEOB0829a 


seob8227 


hfcr8504 


mioa7646a 


miob2520 


ncr0313 


ncr4354 


ncr7373 


ncrc0796 


SEOB1167 


seob8236 


hfcr8515 


mioa7659a 


miob2534 


ncr0580 


ncr4437 


ncr7396 


ncrc0799 


SEOB1234 


seob8237 


hfcr8538 


mioa7763a 


mjob2539 


ncr0626 


ncr4529 


ncr7841 


ncrc2568 


SEOB1360 


seob8238 


hfcr8760 


mioa7839a 


MIOB2643 


ncr0729 


ncr4605 


ncr7857 


SEOA0050 


SEOB1392 


seob8320 


hfcr8780 


mioa7870 


MIOB2842 


ncr0826 


ncr4623 


ncr7859 


SEOA1512 


SEOB1824 


SOA0125 


hfcr8860 


mioa7873 


MIOB2853 


ncr0872 


ncr4749 


ncr7885 


SEOA1767a 


SEOB1933 




hfcr9047 






nrr1 


nrrAlRO 










hfcr9073 


mioa7919 


miob3032 


ncr1513 


nor4858 


ncr7957 


SEOA3939 


SEOB2760 




hfcr9171 


MIOA8907 


miob3156 


ncr1589 




nrr7QftQ 

1 ILri / OUO 








hfcr9211 


MIOA8953 


miob3311 


ncr1671 


ncr5160 


ncr7999 


SEOA4231a 


SEOB2778 




hfcr9216 


MIOA8953 


miob3340 


ncr1841 


ncr5173 


ncr8008 


SEOA4428a 


SEOB2929 




hfcr9218 


MIOA8992 


miob3352 


ncr1845 


ncr5195 


ncr8017 


SEOA4476a 


SEOB2956 




10. collagen type II alpha 1 (C0L2A1) J00116.1 


360 










ncrc6204 


ncrc6785 


BFCW0378 


CR0565 


FCR1429 


FCR2869 


FCR3702 


FCR4440 


FCR5770 


ncrc6152 


ncrc6882 


BFCW0425 


CR0750 


FCR1448 


FCR2980 


FCR3703 


FCR5004 


FCR5795 


nCTc6701 


ncrc6901 


CR0033 


CR0816 


FCR1487 


FCR3068 


FCR3831 


FCR5033 


FCR5797 


ncrc7182 


BFCN0081 


CR0038 


FCR0367 


FCR1556 


FCR3100 


FCR3928 


FCR5059 


FCR6047 


ncrc3826 


BFCN0225 


CR0270 


FCR0369 


FCR1763 


fcr3109 


FCR4018 


FCR5167 


FCR6205 


ncrc3755 


BFCN0268 


CR0276 


FCR0569 


FCR1820 


FCR3152 


FCR4034 


FCR5362 


FCR6269 


ncrc5840 


BFCS0292 


CR0323 


FCR0810 


FCR1963 


FCR3178 


FCR4043 


fcr5387n 


FCR6282 


ncrc6019 


BFCS0509 


CR0358 


FCR0822 


FCR2083 


FCR3187 


FCR4203 


FCR5422 


FCR6420 


ncrc5924 


BFCS0553n 


CR0429 


FCR1066 


FCR2114 


FCR3332 


FCR4271 


FCR5585 


FCR6425 


ncrc6099 


BFCW0062 


CR0442 


FCR1326 


fcr2556n 


fcr3495n 


FCR4397 


FCR5701 


FCR6557 


ncrc5973 


BFCW0238 


CR0485 


FCR1339 


FCR2687 


FCR3504 


FCR4411 


FCR5719 


FCR6628 


ncrc6430 


BFCW0341 


CR0495 


FCR1422 


FCR2763 


fcr3678n 


FCR4412 


FCR5761 


FCR6670 
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FCR6697 


fcrb2264 


hfcr4479 


MIOA5001a 


ncr2824 


ncr7063 


ncrb0468 


ncrb7573 


nerc2884 


FCR6723 


fcrb2280 


hfcr4621 


MIOA5098a 


ncr3116 


ncr7219 


ncrbOSOO 


ncrb7813 


nerc2989 


FCR6888 


fcrb2360 


hfcr5248 


MlOA5099a 


ncr3169 


ncr7240 


ncrb0699 


ncrb7880 


ncre3059 


FCR6962 


fcrb2672 


hfcr5745 


MIOA7451a 


ncr3288 


ncr7356 


ncrb1335 


ncrb7882 


ncre3237 


FCR7055 


fcrb2680 


hfcr5746 


MIOA7608a 


ncr3345 


ncr7426 


ncrb1341 


ncrb7955 


ncrc3271 


FCR7225 


fcrb2717 


hfcr5986 


MIOA8813 


ncr3733 


ncr7481 


ncrb1679 


ncrb8031 


ncrc3287 


FCR7267 


fcrb2725 


hfcr6101 


M1OA9079 


ncr3739 


ncr7542 


ncrb1937 


ncrb8116 


ncrc3424 


FCR7344 


fcrb2740 


hfcr6642 


mioa9206 


ncr3748 


ncr7772 


ncrb2082 


ncrb8143 


ncrc4177 


FCR7476 


hfcr0288 


hfcr6925 


miob4876 


ncr4011 


ncr7836 


ncrb2906 


ncrb8255 


ncrc4619 


FCR7683 


hfcr0481 


hfcr7017 


miob6233 


ncr4032 


ncr7922 


ncrb3325 


ncrb8478 


ncrc4688 


FCR7692 


hfcr0575 


hfcr7034 


ncr0057 


ncr4094 


ncr8035 


ncrb3426 


ncrb8583 


ncrc4724 


fcrb0027 


hfcr0684 


hfcr7073 


ncr0109 


ncr4383 


ncr8068 


ncrb4123 


ncrb8810 


ncrc4840 


fcrb0187 


hfcr0738 


hfcr7518 


ncr0243 


ncr4512 


ncr8086 


ncrb4359 


ncrc0065 


ncrc5139 


fcrb0975 


hfcr1813 


hfcr8044 


ncr0244 


ncr4631 


ncr8329 


ncrb4395 


ncrc0135 


nerc5603 


fcrb0994 


hfcr1956 


hfcr8057 


ncr0628 


ncr4762 


ncr8471 


ncrb4476 


ncrc0276 


nerc8951 


fcrb1117 


hfcr1960 


hfcr8365 


ncr0785 


ncr4857 


ncr8498 


ncrb4541 


ncrc0315 


nerc9013 


fcrb1401 


HFCR2375 


hfcr8416 


ncr0988 


ncr5209 


ncr9377 


ncrb4744 


ncrc0664 


ncrc9124 


fcrb1473 


hfcr2532 


hfcr8704 


ncr1127 


ncr5238 


ncr9540 


ncrb4823 


ncrc0954 


ncre9175 


fcrb1514 


hfcr2688 


hfcr8989 


ncr1181 


ncr5305 


ncr9625 


ncrb5143 


ncrc1123 


ncre9200 


fcrb1617 


hfcr2859 


hfcr9023 


ncr1434 


ncr5673 


ncr9766 


ncrb5402 


nerd 148 


ncrc9356 


fcrb1672 


hfcr2861 


hfcr9196 


ncr1452 


ncr5702 


ncr9965 


ncrb5523 


nerd 207 


ncre9551 


fcrb1676 


hfcr2980 


hfcr9459 


ncr1536 


ncr5788 


ncrb0042 


ncrb5766 


nerd 226 


nerc9723 


fcrb1756 


HFCR3115 


hfcr9934 


ncr1571 


ncr6061 


nrrhOnfifi 


nrrh'iQ1 1 






fcrb1761 


HFCR3164 


MIOA1174 


ncr1682 


ncr6074 


ncrb0072 


ncrb6401 


nerd 31 2 


ncrc9976 


fcrb1784 


HFCR3263 


MIOA1669a 


ncr2099 


ncr6262 

1 Vfc Vfc 


ncrb0280 


ncrb6641 






fcrb1833 


hfcr3393 


MiOA1950a 


ncr2384 


na6347 


ncrb0282 


ncrb6800 


nerc2008 


SEOB0075 


fcrb1984 


hfcr4121 


MIOA3989a 


ncr2659 


ncr6396 


norb0377 


ncrb6984 


ncre2771 


SEOB2054 


fcrb2248 


hfcr4190 


IVIIOA4357a 


ncr2767 


ncr6537 


ncrb0436 


ncrb7008 


ncrc2828 


seob6542 


11. ribosomal DNA complete repeating unltU13369.1 


357 










ncrc6607 


ncrc6338 


miob0704 


ncr1863 


ncr3106 


ncr5417 


ncr8714 


nerb0548 


nerb3160 


ncrc6491 


ncrc6914 


miob0779 


ncr2009 


ncr3242 


ncr5455 


ncr8726 


nerb0619 


ncrb3285 


ncrc6529 


ncrc6943 


miob0816 


ncr2045 


ncr3264 


ncr5533 


ncr8823 


ncrb0689 


ncrb3371 


ncrc6547 


ncrc6983 


miob1225 


ncr2049 


ncr3295 


ncr5545 


ncr8845 


ncrb0748 


ncrb3390 


ncrc6555 


ncrc7036 


miob1934 


ncr2100 


ncr3381 


ncr5712 


ncr8858 


ncrb0830 


ncrb3520 


nerd 667 


fcr2707nn 


miob2407 


ncr2119 


ncr3401 


ncr5873 


ncr8939 


ncrb0851 


ncrb3550 


ncrc6502 


fcrb0145 


miob2471 


ncr2171 


ncr3507 


ncr5918 


ncr8951 


ncrb0936 


ncrb3551 


ncrc3715 


fcrb2291 


miob3151 


ncr2232 


ncr3557 


ncr5949 


ncr8976 


nerb1087 


nerb3646 


ncrc3388 


hfcr0497 


miob3601 


ncr2254 


ncr3585 


ncr6048 


ncr8978 


nerb1116 


ncrb3765 


ncrc3701 


hfcr3546 


mlob3876 


ncr2287 


nCT3597 


ncr6176 


ncr9166 


nerb1192 


nerb3856 


ncrc2251 


hfcr3923 


miob4405 


ncr2394 


ncr3599 


ncr6317 


ncr9463 


ncrb1328 


ncrb3879 


ncrc2411 


hfcr5038 


miob6148 


ncr2466 


ncr3775 


ncr6384 


ncr9507 


ncrb1368 


nerb4030 


ncrc2528 


hfcr6355 


miob6246 


ncr2646 


ncr3853 


ncr6424 


ncr9595 


ncrb1484 


ncrb4458 


ncrc3863 


hfcr6611 


miob6862 


ncr2697 


ncr3912 


ncr6788 


ncr9627 


ncrb1494 


ncrb4503 


ncrc3962 


hfcr7675 


miob6990 


ncr2698 


ncr3925 


ncr6901 


ncr9699 


ncrb1505 


ncrb4527 


ncrc3861 


hfcr9646 


ncr0049 


ncr2707 


ncr4036 


ncr6905 


ncr9741 


nerb1510 


ncrb4566 


nac4080 


mioa0787m 


ncr0055 


na2771 


ncr4110 


ncr7085 


ncr9753 


ncrb1621 


ncrb4704 


ncrc4643 


MIOA0830 


ncr0092 


ncr2803 


ncr4175 


ncr7375 


ncr9829 


ncrb1685 


ncrb4845 


ncrc4523 


MIOA3162a 


ncr0105 


ncr2833 


ncr4432 


ncr7736 


ncr9869 


ncrb1733 


ncrb5059 


ncrc4581 


MIOA4223 


ncr0108 


ncr2834 


ncr4491 


ncr7802 


ncr9921 


ncrb2178 


nerb5092 


ncrc4823 


MIOA8128 


ncr0449 


ncr2863 


ncr4601 


ncr7848 


ncr9950 


nerb2281 


nerb5162 


ncrc4915 


MIOA8269 


ncr0484 


ncr2865 


ncr4795 


ncr8034 


ncr9976 


ncrb2320 


ncrb5432 


ncrc5166 


MIOA8893 


ncr0513 


ncr2888 


ncr4887 


ncr8077 


ncrb0087 


ncrb2370 


ncrb5443 


ncrc5096 


MIOA8904 


ncr0749 


ncr2896 


ncr4959 


ncr8157 


ncrbOIOI 


nerb2693 


ncrb5491 


ncrc5873 


mioa9199 


ncr1080 


ncr2952 


ncr4976 


ncr8180 


ncrb0102 


ncrb2763 


ncrb5497 


ncrc5898 


rTiioa9260 


ncr1183 


ncr3018 


ncr5070 


ncr8313 


ncrb0149 


ncrb2773 


ncrb5633 


ncrc6054 


mioa9484 


ncr1652 


ncr3024 


ncr5080 


ncr8378 


ncrb0204 


ncrb2818 


ncrb5732 


ncrc6248 


miob0090 


ncr1657 


ncr3028 


ncr5354 


ncr8607 


ncrb0503 


ncrb2842 


ncrb5863 


nCTc6270 


miob0638 


ncr1674 


ncr3047 


ncr5402 


ncr8672 


ncrb0514 


ncrb3031 


ncrb5924 
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ncrb5959 


ncrb7220 


ncrb8121 


nerd 000 


nere1764 


ncre2835 


nerc6979 


ncrc9682 


SEOB3547 




ncrb6202 


ncrb7233 


nCTb8176 


ncrc1067 


nerd 832 


ncrc2972 


ncrc8910 


ncrc9776 


seob3945 




ncrb6321 


ncrb7235 


ncrb8327 


nerd 126 


nerd 849 


ncre3098 


ncrc9012 


ncrc9911 


seob4779 




ncrb6387 


ncrb7349 


ncrb8557 


nerd 137 


nere1951 


nere3198 


nere9047 


ncrc9928 


seob5192 




ncrb6555 


ncrb7531 


ncrb8618 


nerd 146 


nerd 969 


ncrc3325 


ncrc9073 


SEOA2160 


seob5330 




ncrt)6773 


ncrb7605 


ncrb8683 


ncrc1184 


nerd 981 


ncre3805 


ncrc9098 


SEOA3777a 


seob6327 




ncrb6788 


ncrb7630 


ncrc0171 


nerd 201 


ncre2055 


ncrc4594 


nerc9246 


SEOA8474 


seob6565 




ncrb6863 


ncrb7792 


ncrc0212 


nerd 343 


ncrc2208 


ncrc5098 


ncrc9248 


SEOA9624 


seob7368 




ncrb6895 


ncrb7812 


ncrc0448 


ncre1437 


ncre2585 


ncre5835 


ncrc9306 


SEOB0016 






ncrb7095 


ncrb8052 


ncrc0474 


ncre1572 


nere2622 


ncre6173 


ncre9364 


SEOB1771 






ncrb7153 


ncitSOSO 


ncrc0861 


nerd 747 


ncrc2747 


ncrc6228 


ncrc9386 


SEOB2129 






12. elongation factor 1 alplia 1 (EEF1A1) NIVI_001402.1 341 
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FCR0870 


FCR6778 


hfcr2596 


hfer9368 


MIOB2314 


ncr9141 


SEOA2644 


SEOB0052 


SOA0219 




FCR1053 


FCR6836 


hfcr2596 


hfer9480 


miob3429 


ncr9343 


SEOA2668 


SEOB0080 


SOA0619 




FCR1212 


FCR6892 


HFCR3189 


hfer9496 


miob5044 


ncrb0021 


SEOA2989a 


SEOB0385 


SOA0694 




13. lumican (LUM) NM_002345.1 


340 














FCR2877 


hfcr2558 


MIOA0214a 


MIOA0653 


MIOA1843a 


MIOA2095 


IVIIOA2847a 


MIOA4210 


MIOA5142a 




FCR5350 


hfcr4014 


MIOA0312n 


MIOA1018 


MIOA1865a 


MIOA2202a 


MIOA2968a 


MIOA4345a 


MIOA5436a 




FCR5945 


hfcr8821 


M1OA0536 


MIOA1246 


MIOA1937a 


MIOA2439a 


MIOA3659a 


MIOA4589a 


MIOA5512a 




fcrb1455 


hfcr8891 


MIOA0604a 


MiOA1423 


M1OA2025 


MIOA2441a 


MIOA3958a 


MIOA4814a 


MIOA5687 




hfcr0199 


MIOA0056a 


MIOA0622a 


MIOA1793 


MIOA2088 


MIOA2779a 


MIOM200 


MIOA4934a 


MIOA5688 
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MIOA5690 


mioa9896 


miob4275 


ncrb5575 




MIOA5750a 


mioa9933 


miob4311 


ncrb6294 




MIOA5969a 


miob0256 


miob4681 


ncrb8152 




MIOA5993a 


miob0266 


miob5093 


ncrc0871 




M(OA6078a 


miob0413 


miob5125 


ncrc1105 




MIOA6256a 


miob0482 


miob5414 


nerd 562 




MIOA6417a 


MIOB0544 


miob5853 


nerd 776 




MIOA6578a 


miob0634 


miob5939 


ncrc2392 




MIOA6649a 


miob0645 


miob6244 


ncrc2474 




IVIIOA6851a 


miob0904 


miob6441 


ncrc4105 




MiOA6908a 


miob0965 


miob6855 


ncrc4175 




MIOA6978a 


miob1022 


miob6888 


ncrc4725 




mioa7679a 


mlob1141 


mlob7037 


ncrc4748 




mioa7732a 


miob1341 


miob7040 


ncrc6993 




mioa7810a 


miob1358 


ncr0485 


SEOA0069 




mioa7867 


miob1867 


ncr0527 


seoa0093m 




MIOA8175 


MIOB2112 


ncr1094 


SEOA0569 




MIOA8374 


MIOB2128 


ncr1292 


SEOA0724a 




MIOA8488 


MIOB2256 


ncr1942 


SEOA0742 


Ms 


MIOA8551 


MIOB2291 


ncr2392 


SEOA0834 


PI 


M10A8757 


miob2412 


ncr4026 


SEOA0842 




MIOA8840 


miob2416 


ncr5744 


SEOA0879 




l\4IOA8890 


nniob2418 


ncr6679 


SEOA0903 




MIOA9071 


miob2543 


ncr6688 


SEOA0937 


- 


MIOA9078 


miob2545 


ncr7450 


seoa0968m 




MIOA9115 


miob2932 


ncr7578 


SEOA0988 




mioa9287 


miob3404 


ncr8973 


SEOA1090a 




mioa9315 


miob3912 


ncrb014!^ 




^ 


mioa9360 


miob3958 


ncrb0234 


SEOA1157a 




mioa9739 


miob3972 


ncrb0592 


SEOA1178A 




mioa9791 


miob4067 


ncrb4031 


SEOA1229A 


iti 


mioa9845 


miob4196 


ncrb4315 


SEOA1262A 


2 5. J 


mioa9876 


miob4251 


ncrb4859 


SEOA1303a 


ill 


14. matrix 61a protein (iWGP) X53331 


323 




FCR5827 


IVIIOA2778a 


iVIIOA6898a 


miob0968 




hfcr0997 


l\4IOA2802a 


MIOA7427a 


miob1076 




hfcr2712 


MIOA3193a 


MIOA7438a 


miob1132 




hfcr3598 


MIOA3241a 


niioa7672a 


miob1143 




tifcr5781 


MIOA3245a 


mioa7684a 


miob1190 




hfcr8227 


MIOA3373a 


mioa7694a 


miob1234 




MIOA0131 


MIOA3534a 


mioa7934 


miob1951 




MIOA0155 


MIOA3651a 


MIOA8524 


IVIIOB2103 




MIOA0234a 


IVIIOA3733a 


MIOA8603 


MIOB2108 




MIOA0410a 


iVIIOA3776 


MIOA8845 


miob2388 




MIOA0413a 


M1OA3809 


MI0A9111 


miob2489 




[VIIOA0475 


IVllOA3902a 


mioa9337 


MIOB2693 




MIOA0585a 


MIOA4065a 


mioa9380 


MIOB2721 




MIOA0648 


MIOA4341a 


mioa9535 


miob3205 




MIOA0845a 


MIOA4937a 


mioa9680 


miob3440 




I\/llOA0923a 


MIOA5051a 


mioa9696 


miob3478 




MIOA1132 


MIOA5110a 


mioa9903 


miob3621 




MIOA1309 


MIOA5455a 


miob0270 


miob3657 




MIOA1418 


M10A5492a 


miob0271 


miob3768 




MIOA1635a 


MIOA5637a 


miob0276 


miob4181 




MIOA1664a 


MIOA5823a 


miob0367 


miob4363 




MlOA1815a 


MIOA6030 


nniob0455 


miob4416 




MIOA2064 


MlOA6133a 


miob0490 


miob4871 




MIOA2663a 


iVIIOA6896a 


miob0943 


miob5020 



SEOA1384 


SEOA5137a 


SEOA8254 


SEOB1022 


seob5802 


SEOA1437a 


SEOA5141a 


SEOA8505 


SEOB1110 


seob5924 


SEOA1758a 


SEOA5289a 


SEOA8686 


SEOB1201 


seob6106 


SEOA1772a 


SEOA5309a 


SEOA8944 


SEOB1407 


seob6152 


SEOA1775a 


SEOA5519a 


SEOA9014 


SEOB1494 


seob6343 


seoa1914n 


SEOA5634a 


SEOA9047 


SEOB1575 


seob5533 


SEOA2137 


SEOA5789 


SEOA9072 


SEOB1920 


seob6574 


SEOA2430a 


SEOA5791 


SEOA9101 


SEOB1924 


seob6583 


SEOA2477 


SEOA5974a 


SEOA9108 


SEOB1985 


seob6612 


SEOA2845 


SEOA6012a 


SEOA9201 


SEOB2005 


seob6664 


SEOA3000a 


SEOA6018a 


SEOA9323 


SEOB2122 


seob6714 


SEOA3004a 


SEOA6162a 


SEOA9332 


seob2539 


seob6755 


SEOA3014a 


SEOA6202a 


SEOA9368 


SEOB3035 


seob7064 


SEOA3064a 


SEOA6244 


SEOA9479 


SEOB3050 


seob7127 


SEOA3078a 


SEOA6415 


SEOA9574 


SEOB3102 


seob7175 


SEOA3451a 


SEOA6738 


SEOA9618 


SEOB3166 


seob7208 


SEOA3690a 


seoa6778 


SEOA9650 


SEOB3212 


seob7422 


SEOA3817a 


seoa6940 


SEOA9728 


SEOB3254 


seob7893 


SEOA3867 


seoa6976 


SEOA9901 


SEOB3265 


seob7917 


SEOA3959a 


SEOA7062a 


SEOA9917 


SEOB3273 


seob8190 


SEOA4262a 


SEOA7376a 


SEOA9957 


seob3866 


seob8313 


SEOA4277a 


SEOA7420a 


SEOB0097 


seob4093 


SOA0024 


SEOA4320a 


SEOA7425a 


SEOB0116 


seob4184 


SOA0143 


SEOA4394a 


SEOA7491a 


SEOB0413 


seob4278 


SOA0269 


SEOA4437a 


SEOA7604a 


SEOB0532 


seob4287 


soa0300n 


SEOA4787a 


seoa7735a 


SEOB0550 


seob4412 


SOA0349 


SEOA4820a 


seoa7805a 


SEOB0604 


seob4608 


SOA0448 


SEOA4821a 


seoa7847a 


SEOB0664a 


seob4619 


SOA0476 


SEOA4859a 


SEOA7895a 


SEOB0791 


seob4643 


SOA0631 


SEOA4890a 


seoa7956 


SEOB0880a 


seob4815 


SOA0659 


seoa4998a 


seoa8084 


SEOB0901a 


seob4828 


SOA0684 


SEOA5079a 


SEOA8172a 


SEOB0926 


seob5189 




SEOASIOia 


SEOA8212 


SEOB0943 


seob5787 





miob5607 


ncr4035 


ncr9730 


ncrb4507 


ncrb8522 


miob5857 


ncr4041 


ncr9842 


ncrb4559 


ncrb8604 


miob5925 


ncr4117 


ncr9941 


ncrb4581 


ncrb8762 


miob6001 


ncr4686 


ncrb0229 


nab4779 


ncrc0059 


miob6090 


ncr5125 


ncrb0270 


ncrb4920 


ncrc0305 


miob6213 


ncr5345 


ncrb0403 


ncrbSOOO 


ncrc0901 


miob6822 


ncr5610 


ncrb0609 


ncrb5028 


ncrc0949 


ncr0416 


ncr5653 


ncrb0655 


ncrb5238 


nerd 388 


ncr0559 


ncr6370 


ncrb0750 


ncrb5358 


nerd 51 7 


ncr1115 


ncr6560 


ncrb0751 


ncrb5723 


nerd 758 


ncr1783 


ncr6657 


ncrb1088 


ncrb6275 


ncrc2378 


ncr1784 


ncr6673 


ncrb1144 


ncrb6390 


ncrc2380 


ncr1957 


ncr6749 


ncrb1492 


ncrb6812 


ncre2950 


ncr2095 


ncr6894 


ncrb1636 


ncrb6841 


ncrc3027 


ncr2147 


ncr7932 


ncrb2019 


nab7290 


ncrc3120 


ncr2411 


ncr8347 


ncrb2512 


ncrb7407 


ncrc3427 


ncr2544 


ncr8405 


ncrb3888 


ncrb7620 


ncrc3467 


ncr3060 


ncr8831 


ncrb4121 


ncrb7732 


ncrc3549 


ncr3135 


ncr8849 


ncrb4141 


ncrb7738 


ncrc3677 


ncr3475 


ncr8936 


ncrb4188 


ncrb7773 


ncrc3705 


ncr3660 


ncr9133 


ncrb4210 


ncrb8141 


ncrc3897 


ncr3694 


ncr9157 


ncrb4250 


ncrb8325 


ncrc3960 


ncr3828 


ncr9177 


ncrb4459 


ncrb8405 


ncrc4010 


ncr3879 


ncr9179 


ncrb4475 


ncrb8508 


ncro4183 
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ncrc4396 


ncrc5991 


ncrc9240 


ncrc4638 


ncrc6215 


ncrc9285 


ncrc4743 


ncrc6218 


ncrc9298 


ncrc4858 


ncrc6263 


seoa0006m 


ncrc4890 


ncrc6514 


SEOA0387 


ncrc5055 


ncrc6536 


SEOA0544 






SEOA0734a 


ncrc5332 


ncrc6593 


SEOA0885n 


ncrc5351 


ncrc6799 


SEOA0907 


ncrc5401 


ncrc6967 


SEOA1124a 


ncrc5795 


ncrc9032 


SEOA1158a 


ncrc5855 


ncrc9037 


SEOA1253A 


15. thymosin beta-4 (TMSB4X) M17733 


BFCW02oO 


lvIIOA263o 


mioa9579 


CK0904 


MIOA27o1a 


mioa96oo 


FCR1838 


lvllOA3295a 


mioa9749 


FCK4092 


lvllOA332oa 


mioa9968 


FCR4109 


l\/IIOA3635a 


miob0076 


rCK4o0o 


MIOA3830 


miob0301 


TcrbOISo 


lvllOA4021a 


miob032o 


fcrb0631 


MIOA4075a 


miob1080 


fcrb2061 


MIOA4130 


mlob1116 


hfcr1297 


Kit A J A 

MIOA4207 


miob1149 


hfcr2655 


l\/IIOA4221 


miob1210 


hfcr2827 


l\/IIOA4823a 


MIOB1535 


U£__0 n Af\ 

hfcr3840 


MIOA5435a 


miob1770 


hfcr5976 


MIOA5640a 


MIOB2213 


MIOA0100 


MIOA5724 


MIOB2299 


MtOAOlie 


MIOA6132a 


nniob2396 


MIOA0140 


MIOA6152a 


miob2444 


MIOA0185 


l\4IOA6372a 


miob2446 


MIOA0825 


MIOA6401a 


miob2997 


MIOA1104 


MIOA6656a 


miob2998 


MI0A1121 


MIOA6979a 


miob3005 


MIOA1297 


MIOA6989a 


miob3090 


MIOA1396a 


MIOA7011a 


miob3583 


MIOA1589 


MIOA7383a 


miob3762 


MIOA1839a 


mioa7642a 


miob3868 


MIOA2157a 


mioa7670a 


miob4052 


MIOA2168a 


mioa7855 


miob4117 


MiOA2232a 


mioa7883 


miob4136 


MIOA2289a 


MIOA8035a 


miob4139 


!\/llOA2304a 


MIOA8339 


miob4253 


M10A2445a 


MIOA8702 


miob4380 


MIOA2455a 


MIOA8781 


miob4417 


MIOA2468a 


MIOA8825 


miob4971 


MIOA2599a 


MIOA9133 


miob5047 


1 6. osteonectin gene (SPARC) secreted 


ncrc6598 


ncrc3640 


ncrc4730 


ncrc6559 


ncrc2241 


ncrc5858 


ncrc6168 


ncrc2515 


ncrc5790 


ncrc5684 


ncrc4382 


ncrc6061 


ncrc6201 


ncrc4660 


BFCS0074 


ncrc7119 


nerd 427 


BFCS0284 


ncrc3680 


ncrc4761 


CR0119 


ncrc3642 


ncrc1385 


GR0370 



SEOA1337 


SEOA3845 


seoa7855a 


SEOA1509 


SEOA4356a 


SEOA8386a 


SEOA2119 


SEOA4721a 


SEOA8674 


SEOA2239a 


SEOA5560a 


SEOA8705 


SEOA2262a 


SEOA5626a 


SEOA9151 


SEOA2400a 


SEOA6875 


SEOA9225 






SEOA9385 


SEOA2681 


SEOA7128a 


SEOA9390 


SEOA2893a 


SEOA7176a 


SEOB0159 


SEOA3026a 


SEOA7276a 


SEOB0195 


SEOA3568a 


SEOA7528a 


SEOB0205 


SEOA3844 


seoa7677a 


SEOB0521 


305 






miob5076 


ncrb8681 


SEOA2254a 


miob6054 


ncrc0792 


SEOA2386a 


miob6088 


nerd 257 


SEOA2463a 


miob6542 


nerd 571 


SEOA2871 


miob6760 


nerd 768 


SEOA3023a 


miob6914 


ncrc2096 


SEOA3197 


miob6989 


ncrc2677 


SEOA3529a 


ncr0934 


ncrc3216 


SEOA3630a 


ncr0934 


ncrc4394 


SEOA3729a 


ncr2290 


ncrc4792 


SEOA3859 


nGr2569 


ncrc5616 


SEOA3911 


ncr2738 


ncrc6574 


SEOA3933 


ncr3088 


ncrc9683 


SEOA3934 


ncr3952 


SEOA0040 


SEOA3996a 


ncr4997 


seoa0094m 


SEOA4164a 


ncr5357 


SEOA0296 


SEOA4306a 


ncr6031 


seoa0434m 


SEOA4594 


ncr6120 


SEOA0478 


SEOA4766a 


ncr6702 


SEOA0502 


SEOA4804a 


ncr6986 


SEOA0835 


SEOA4827a 


ncr7438 


SEOA0888 


seoa4938a 


ncr7591 


SEOA0891 


seoa4942a 


ncr9127 


SEOA1135a 


seoa4966a 


ncrb0283 


SEOA1138a 


SEOA5012a 


ncrb1305 


SE0A1191A 


SEOA5033a 


ncrb1483 


SEOA1209A 


SEOA5051a 


ncrb2090 


SEOA1224A 


SEOA5204a 


ncrb2608 


SEOA1494 


SEOA5879 








ncrb5209 


SEOA1515 


SEOA6268 


ncrb6031 


SEOA1520 


SEOA6380 


ncrb6050 


seoa1548m 


SEOA6394 


ncrb7745 


SEOA2076 


SEOA6444a 


ncrb8487 


SEOA2168n 


SEOA6488a 


protein, acidic,cysteine-rich M25746.1 


CR0591 


FCR5250 


fcrb1865 


FCR0375 


FCR5263 


fcrb2192 


FCR1029 


FCR5898 


fcrb2300 


FCR1423 


FCR5971 


fcrb2454 


FCR1955 


FCR6766 


hfcr0310 


FCR2296 


FCR6802 


hfcr1377 


FCR2822 


fCTb0168 


hfcr2040 


FCR4871 


fcrb1432 


hfcr3568 



SEOB0878a 


seob4080 


seob6007 


SEOB1021 


seob4139 


seob6639 


SEOB1305 


seob4429 


seob6788 


SEOB1536 


seob4522 


seob7072 


SEOB2016 


seob4585 


seob7226 


SEOB2042 


seob4897 


seob7592 


seob2311 


seob4915 


seob7648 


seob2563 


seob5212 


seob7674 


SEOB3142 


seob5228 


seob7968 


SEOB3432 


8eob5237 


SOA0133 


SEOB3490 


seob5671 


SOA0567 


seob3696 


seob6002 




SEOA6590a 


SEOB0449 


seob4218 


SEOA6634a 


SEOB0555 


seob4484 


SEOA6635a 


SEOB0590 


seob4611 


seoa6800 


SEOB0691a 


seob4718 


SEOA7068a 


SEOB0842a 


seob4747 


SEOA7125a 


SEOB1024 


seob4748 


SEOA7168a 


seob1041 


seob4769 


SEOA7238a 


SEOB1225 


seob4774 


SEOA7248a 


SEOB1400 


seob4818 


SEOA7265a 


SEOB1516 


seob4883 


SEOA7304a 


SEOB1540 


seob5246 


SEOA7591a 


SEOB1666 


seob5504 


seoa7725a 


SEOB1671 


seob5615 


seoa7744a 


SEOB1867 


seob5623 


seoa7751a 


SEOB1876 


seob5757 


seoa7765a 


SEOB1997 


seob5788 


seoa7832a 


SEOB2044 


seob5832 


seoa7886a 


seob2091n 


seob5836 


seoa8114 


seob2091n 


seob5848 


seoa8116 


seob2322 


seob5869 


seoa8151 


seob2612 


seob5936 


SEOA8184a 


SEOB2691 


seob6194 


SEOA8283 


SEOB3003 


seob6306 


SEOA8341a 


SEOB3162 


seob6354 


SEOA8573 


seob3268 


seob6360 


SEOA8680 


SEOB3580 


seob6516 


SEOA8709 


seob3872 


seob6754 


SEOA8876 


seob3891 


seob7166 








SEOA9031 


seob3963 


seob7621 






OCvJUOUUf 


SEOA9148 


seob4004 


seob8045 


SEOA9417 


seob4119 


seob8060 


SEOA9700 


seob4207 




248 






hfcr3960 


hfcr5716 


M1OA0970 


hfcr4106 


hfcr6283 


MIOA1549 


hfcr4120 


hfcr6860 


MIOA2171a 


hfcr4132 


hfcr7683 


M10A4892a 


hfcr4333 


hfcr8827 


MIOA5898a 


hfcr5065 


hfcr9977 


MIOA7583a 


hfcr5433 


MIOA0458 


mioa7929 


hfcr5601 


mioa0789m 


mioa9693 
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miob1722 


ncr2867 


ncr6896 


ncrb0812 


ncrb4904 


ncrb7719 


nerd 870 


SEOA5398 


SEOB0916 


MIOB2708 


ncr3049 


ncr7150 


ncrb0914 


ncrb4965 


ncrb7793 


nerc2800 


SEOA5576a 


SEOB1125 


miob3926 


ncr3206 


ncr7190 


ncrb1081 


ncrb5068 


ncrb7861 


ncrc2955 


SEOA5871 


SEOB2704 


miob3981 


ncr3573 


nCT7216 


ncrb1562 


ncrb5181 


ncrb8149 


ncre3012 


SEOA7396a 


SEOB2763 


miob5104 


ncr3575 


ncr7272 


ncrb1656 


ncrb5407 


ncrb8382 


nere3085 


SEOA7495a 


SEOB2944 


ncr0136 


ncr3667 


ncr7558 


ncrb1822 


ncrb5539 


ncrb8422 


ncrc4144 


seoa7965 


SEOB3357 


ncr0305 


ncr3699 


ncr8330 


ncrb2164 


ncrb5615 


ncrb8429 


nerc5087 


SEOA8417 


seob3995 


ncr0316 


ncr3731 


ncr8434 


ncrb2519 


ncrb5834 


ncrb8435 


nerc6564 


SEOA8436 


seob4092 


ncr0352 


ncr3901 


ncr8511 


ncrb2527 


ncrb5976 


ncrb8718 


ncrc6803 


SEOA8626 


seob4881 


ncr0494 


ncr4073 


ncr8933 


ncrb2715 


ncrb6249 


ncrb8783 


ncrc6944 


SEOA8958 


seob5561 


ncr0855 


ncr4137 


ncr9344 


ncrb2738 


ncrb6569 


ncrc0142 


ncrc9425 


SEOA9138 


seob5780 


ncr1197 


ncr4200 


ncr9565 


ncrb3338 


ncrb6670 


ncrc0285 


ncrc9437 


SEOA9342 


seob6679 


ncr1201 


ncr4567 


ncr9682 


ncrb3563 


ncrb6785 


ncrc0359 


ncrc9727 


SEOA9552 


seob7222 


ncr1748 


ncr4750 


ncr9771 


ncrb3621 


ncrb6942 


ncrc0381 


ncrc9742 


SEOA9747 


seob7348 












1 \ArT\/H 


OC\Jr\ I uOOd 






ncr2187 


ncr5218 


ncrb0120 


ncrb3872 


ncrb7067 


ncrc0510 


SEOA1733a 


SEOA9875 


SOA0674n 


ncr2215 


ncr5328 


ncrb0166 


ncrb4019 


ncrb7246 


ncrc0628 


SEOA2742 


SEOB0329 




ncr2223 


ncr5463 


ncrb0544 


ncrb4118 


ncrb7528 


ncrc0813 


SEOA3222 


SEOB0405 




ncr2837 


ncr5826 


ncrb0589 


ncrb4573 


ncrb7624 


ncrc0885 


SEOA3904 


SEOB0662a 




ncr2840 


ncr6138 


ncrb0745 


ncrb4804 


ncrb7706 


nerd 61 7 


SEOA4101a 


SEOB0770 




17. ribosomal protein S27 (=(metallopanstimulin 1 1VIPS1)NMJ01 030.1 247 








ncrc4378 


fcrb1711 


MIOA5281a 


ncr1666 


ncr7618 


ncrb6222 


ncrc4953 


seoa4891a 


SEOB3467 


ncrc4607 


fcrb2289 


MIOA6294a 


ncr2073 


ncr7652 


ncrb6279 


ncrc5537 


SEOA5814 


seob4091 


ncrc6259 


hfcr0276 


MIOA6706a 


ncr2389 


ncr7956 


ncrb6325 


ncrc6387 


seoa6855 


seob4105 


ncrc5963 


h1cr0559 


MIOA7201a 


ncr2647 


ncr8440 


ncrb6528 


ncrc6677 


SEOA6886 


seob4313 


ncrc5964 


hfcrOeOS 


MIOA7226a 


ncr2671 


ncr8839 


ncrb6647 


ncrc8922 


seoa7019 


seob4341 


ncrc5995 


hfcr1343 


mioa7886 


ncr2934 


ncr8960 


ncrb7201 


ncrc8959 


SEOA7241a 


seob4421 


ncrc6333 


hfcr1362 


MIOA8399 


ncr3121 


ncrb0044 


ncrb7612 


ncrc9071 


SEOA7525a 


seob4515 


ncrc5865 


hfcr2166 


MIOA9039 


ncr3195 


ncrb0413 


ncrb7683 


ncrc9339 


seoa7817a 


seob4600 


ncrc6413 


hfcr2823 


MIOA9051 


ncr3549 


ncrb0551 


ncrb8026 


ncrc9796 


SEOA7932a 


seob4920 


ncrc6911 


hfcr2910 


mioa9814 


ncr3565 


ncrb0708 


ncrb8256 


SEOA0144 


SEOA8460 


seob4934 


ncrc7017 


hfcr5264 


miob1154 


ncr3804 


ncrb1619 


ncrb8788 


SEOA0171a 


SEOA8592 


seob5725 


BFCS0398 


hfcr5856 


MIOB2803 


ncr4184 


ncrb2393 


ncrc0400 


SEOA0293 


SEOA8592 


seob5753 


FCR0848 


hfcr5890 


miob2921 


ncr4220 


ncrb2590 


ncrc0471 


SEOA0362 


SEOA9136 


seob6062 


FCR1554 


hfcr7569 


miob3771 


ncr4568 


ncrb2821 


ncrc0523 


SEOA0525 


SEOA9785 


seob6633 


FCR1907 


hfcr7842 


miob3995 


ncr4688 


ncrb2957 


ncrc0906 


SEOA1120a 


SEOA9984 


seob7357 


FCR2113 


hfcr8358 


mlob4198 


ncr4778 


ncrb3123 


ncrc0985 


SEOA1298a 


SEOB0001 


seob7469 


FCR2473 


hfcr9150 


miob4361 


ncr4910 


ncrb3392 


ncrc1056 


SEOA1960 


SEOB0036 


seob7523 


FCR2840 


hfcr9495 


miob4381 


ncr4921 


ncrb3552 


ncrc1489 


SEOA2078 


SEOB0673a 


seob7692 


FCR4154 


hfcr9566 


miob4777 


ncr4982 


ncrb4106 


ncrc2202 


seoa2682m 


SEOB0786a 


seob7876 


FCR4870 


MIOA0229a 


miob4863 


ncr5108 


ncrb4911 


ncrc2396 


SEOA2683 


SEOB1241 


seob7938 


FCR5749 


MIOA0818 


miob5021 


ncr5639 


ncrb5015 


ncrc2765 


SEOA2896a 


SEOB1474 


seob7987 


FCR6589 


MIOA0865a 


miob5678 


ncr5942 


ncrb5276 


ncrc2988 


SEOA3402a 


SEOB1512 


SOA0437 


fcrb0046 


MIOA1066 


miob6261 


ncr6395 


ncrb5423 


ncrc3203 




OCUD iooz 


OUMUOUD 


fcrb0190 


MIOA2249a 


miob6299 


ncr6581 


ncrb5601 


ncrc3625 


SEOA3589a 


SEOB2041 




fcrb0317 


MIOA2650 


miob6350 


ncr6968 


ncrb6003 


ncrc3909 


OCwMH-UUOai 


OCUDZ 1 1 «7 




fcrb0335 


MIOA4133 


miob6507 


ncr7333 


ncrb6006 


ncrc4159 


SEOA4408a 


seob2574 




fcrb1412 


MIOA4237 


miob6956 


ncr7378 


ncrb6089 


ncrc4309 


SEOA4555 


seob2579 




fcrb1708 


MIOA4870a 


ncr0908 


ncr7517 


ncrb6187 


ncrc4671 


SEOA4839a 


seob3266 




18. vimentin gene (VIM) Z195S4 212 












ncrc4509 


FCR0909 


FCR6621 


fcrb2210 


hfcr1739 


hfcr6021 


MIOA0019a 


MIOA1833a 


MIOA4040a 


ncrc4369 


FCR2425 


FCR7153 


fcrb2245 


hfcr2801 


hfcr6571 


MIOA0404a 


MIOA2099 


MIOA4305a 


ncrc4543 


FCR3170 


FCR7255 


hfcr0284 


hfcr4430 


hfcr7091 


MIOA1074 


M10A2254a 


MIOA4665a 


BFCN0265 


FCR5713 


FCR7685 


hfcr0436 


hfcr5120 


hfcr7772 


M1OA1080 


MIOA2572a 


MIOA5121a 


BFCS0557 


FCR5818 


fcrb1817 


hfcr1275 


hfcr5428 


hfcr8393 


MIOA1363a 


MIOA2588a 


MIOA5761a 


CR1003 


FCR6503 


fcrb1885 


hfcr1404 


hfcr5686 


hfcr8422 


MIOA1627a 


MIOA4027a 


MIOA5824a 
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MIOA5925a 


miob3333 


ncr8802 


ncrc6757 


SEOA2093 


SEOA6418 


SEOA8819 


SEOB2980 


seob5970 


MIOA6806a 


miob3408 


ncrb0134 


ncrc9194 


SEOA2185a 


SEOA6529a 


SEOA9212 


SEOB3033 


seob6117 


MIOA7269a 


miob4518 


ncrb2591 


SEOA0056 


SEOA2358a 


SEOA6629a 


SEOA9346 


SEOB3041 


seob6178 


MIOA7472a 


miob4927 


ncrb4011 


SEOA0256a 


SEOA2414 


seoa6934 


SEOA9462 


SEOB3072 


seob6801 


M(OA8351 


mlob4948 


ncrb5519 


SEOA0440 


SEOA3213 


seoa6953 


SEOA9488 


SEOB3135 


seob7217 


MIOA8613 


miob5025 


ncrb7093 


seoa0459m 


SEOA3246 


SE0A7111a 


SEOA9560 


SEOB3407 


seob7285 


mioa9330 


miob5966 


ncrb8740 


SEOA0508 


SEOA3591a 


SEOA7165a 


SEOA9938 


SEOB3471 


seob7355 


mioa9945 


miob6384 


ncrc0401 


SEOA0551A 


SEOA3848 


SEOA7192a 


SEOA9987 


seob3936 


seob7417 


miob0173 


miob6489 


ncrc0507 


SEOA0584 


SEOA4075 


SEOA7217a 


SEOB0346 


seob4130 


seob7462 


MIOB0552 


miob6843 


ncrc0676 


SEOA0592a 


SEOA5011a 


SEOA7446a 


SEOB0924 


seob4234 


seob7464 


miob1298 


ncr1147 


nCTc1084 


SEOA0923 


SEOA5109a 


seoa7700a 


SEOB1157 


seob4887 


seob7641 


miob1786 


ncr2577 


ncro1337 


SEOA1281a 


SEOA5280a 


seoa7853a 


SEOB1214 


seob5098 


seob7724 


miob1912 


ncr2736 


nerd 71 6 


SEOA1286a 


SEOA5521a 


SEOA7907a 


SEOB1613 


seob5163 


seob8286 


MIOB2736 


ncr4460 


nerd 914 


SEOA1592a 


SEOA5538a 


SEOA8217 


SEOB1829 


seob5660 


soa0461n 


miob2916 


ncr6552 


ncrc4253 


SEOA1937n 


SEOA5600a 


SEOA8259 


SEOB1899 


seob5728 




miob2950 


ncr6562 


nac5575 


SEOA1943 


SEOA5666a 


SEOA8518 


seob2590 


seob5806 




miob3013 


ncr7288 


ncrc6192 


seoa2037 


SEOA5713a 


SEOA8628 


SEOB2753 


seob5885 




miob3204 


ncr8252 


nac6421 


seoa2045m 


SEOA6190a 


SEOA8782 


SEOB2764 


seob5904 




19. ribosomal protein L7 


X52967 


206 












BFCW0079 


fcrb2509 


MIOA0727 


IVllOA6125a 


miob2500 


ncr4911 


ncrc0072 


SEOA3041a 


SEOB0871a 


CR0292 


hfcr0384 


MIOA1288 


IVIIOA6453a 


miob3165 


ncr5566 


ncrc0195 


SEOA3963a 


SEOB1028 


FCR0850 


hfcr0540 


MIOA1558 


fi/llOA6460a 


miob3707 


ncr5626 


ncrc0633 


SEOA4299a 


SEOB1529 


FCR1484 


hfcr0856 


MIOA1893a 


MIOA6486a 


miob3731 


ncr5900 


nerd 864 


SEOA4769a 


SEOB1631 


FCR1817 


hfcr0890 


MIOA1924a 


MIOA7148a 


miob3939 


ncr6111 


ncrc2691 


SEOA4812a 


SEOB1874 


FCR2164 


hfa1385 


!\/!IOA2096 


!VIIOA7406a 


miob3990 


ncr7001 


ncrc3548 


SEOA5579a 


SEOB2216 


FCR4011 


hfcr1784 


MIOA2338a 


IWIOA7426a 


miob4026 


ncr7979 


ncrc4027 


SEOA6482a 


seob2573 


FCR4039 


hfcr1789 


MiOA2680a 


iV110A7441a 


miob4027 


ncr8127 


ncrc4662 


SEOA6578a 


SEOB3233 


FCR5047 


hfcr1791 


IVIiOA2706a 


niioa7790a 


miob4608 


ncr9721 


ncrc5109 


SEOA6910 


SEOB3392 


FCR5327 


hfcr1901 


MIOA2803a 


MIOA8157 


miob5118 


ncr9865 


ncrc6681 


SEOA7336a 


SEOB3483 


FCR5343 


hfcr3024 


MIOA3200a 


MIOA8221 


miob5626 


ncrb0784 


ncrc6853 


SEOA7937a 


seob4128 


FCR5421 


HFCR3152 


MIOA3347a 


MIOA8577 


nniob5668 


ncrb1531 


ncrc6935 


seoa8015 


seob4531 


FCR5683 


HFCR3181 


MiOA3418a 


MIOA8712 


miob5861 


ncrb2112 


ncrc8942 


SEOA8267 


seob5039 


FCR6483 


HFCR3191 


l\/IIOA3730a 


MIOA9132 


miob6110 


ncrb2317 


ncrc9970 


SEOA8678 


seob5494 


FCR6582 


hfcr5895 


MIOA3967a 


mioa9363 


miob6534 


ncrb3334 


SEOA0289 


SEOA9124 


seob5881 


fcrb0081 


Iifcr6068 


!VIIOA4310a 


mioa9460 


miob6737 


ncrb4390 


SEOA0887 


SEOA9210 


seob6012 


fcrb0202 


Iifcr6907 


MIOA4487a 


mioa9626 


ncr0503 


ncrb5048 


SEOA1266A 


SEOA9512 


seob6697 


fcrb0735 


hfcr6929 


MIOA4512a 


miob0418 




1 IV! U\J^\/ I 






OvUUOi / o 


fcrb1318 


iifcr7791 


lvllOA4645a 


miob0714 


ncr0680 


nab6196 


SEOA1950 


SEOB0203 


seob7317 


fcrb1639 


hfcr7965 


MIOA5053a 


miob1205 


ncr1651 


ncrb6301 


SEOA2165 


SEOB0395 




fcrb1973 


hfcr8505 


MIOA5777a 


MIOB1580 


ncr2532 


ncrb6704 


SEOA2180a 


SEOB0579 


seob7666 


fcrb2080 


iifcr8752 


[VllOA5970a 


miob1796 


ncr4203 


ncrb7656 


SEOA2420a 


SEOB0665a 


seob8006 


fcrb2119 


MIOA0607a 


MIOA6069a 


MIOB2189 


ncr4377 


ncrb8657 


SEOA3031a 


SEOB0750 




20. scrapie responsive protein 1 (SCRG1)NIVI_007281.1 


168 










ncrc7177 


MIOA0025a 


MIOA4526a 


mioa9320 


MIOB2345 


miob5995 


ncr2712 


ncr7385 


ncrb5459 


ncrc5681 


MIOA0202a 


M!OA5580a 


mioa9675 


miob2506 


mlob6075 


ncr2772 


na7563 


ncrb5717 


ncrc4340 


mioa0556a 


MIOA5656 


miob0385 


MIOB2670 


miob6346 


ncr2974 


ncr8237 


ncrb7075 


ncrc4610 


mioa0640an 


MIOA5994a 


miob0404 


miob2876 


miob6583 


ncr3062 


ncr8397 


ncrb7467 


ncrc4301 


IVIIOA0756 


IWIOA6039 


miob0447 


miob3065 


ncr0576 


ncr3092 


na8790 


ncrb8265 


ncrc5261 


MIOA1234 


MIOA6280a 


miob0750 


miob3733 


ncr0763 


ncr3124 


ncrb0226 


ncrb8331 


ncrc5311 


MIOA1600 


MIOA7166a 


miob0975 


miob4217 


ncr0807 


ncr4585 


ncrb0395 


ncrb8707 


ncrc5567 


MIOA1823a 


MIOA7364a 


miob1203 


miob4391 


ncr0817 


ncrSOiO 


ncrb0449 


ncrc0167 


ncrc6780 


MIOA1853a 


MIOA7367a 


miob1373 


miob4528 


ncr0917 


ncr5475 


ncrb1522 


ncrc0313 


ncrc6876 


M!OA2458a 


MIOA7435a 


miob1858 


nniob4584 


ncr1848 


ncr5752 


ncrb1817 


ncrc0537 


FCR4957 


MIOA2605a 


mioa7830a 


miob1895 


miob4818 


ncr2036 


ncr6221 


ncrb2359 


ncrc3277 


fcr5406n 


MIOA3933a 


MIOA8127 


MIOB2139 


miob4877 


ncr2237 


ncr6575 


ncrb2678 


ncrc3296 


hfcr5939 


l\/IIOA4187 


mloa9280 


IVIIOB2265 


miob5984 


ncr2599 


ncr6772 


ncrb4483 


ncrc3535 
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ncrc4976 


seoa2672m 


SEOA5347 


SEOA6459a 


SEOA9153 


SEOB2916 


seob4798 

W W V W 1 1 WW 


seob6650 

WWWik/W WW w 


SOA0285 


SEOA0487 


SEOA2941a 


SEOA5831 


SEOA7267a 


SEOA9250 


SEOB3083 


seob4922 


seob6725 


SOA0288 


SEOA0777 


SEOA3620a 


SEOA5835 


SEOA7598a 


SEOA9422 


SEOB3300 


seob5239 


seob6824 

www W WW^ 1 


SOA0632 


SEOA0858 


SEOA3780a 


SEOA6333 


seoa7754a 


SEOB1130 


seob4013 


seob5786 


seob7663 




SEOA2271a 


SEOA3905 


SEOA6376 


seoaSOao 


SEOB1819 


seob4121 


seob5966 


seob8034 




SEOA2480 


SEOA4575 


SEOA6422 


SEOA8584 


SEOB2648 


seob4206 


seob6301 


seob8266 




21 . connective tissue growtli tictor (CTGF) U14750 


159 










ncrc2273 


MIOA2961a 


miob0248 


ncr0137 


ncr5898 


ncrb2777 


ncrb6968 


ncrc9327 


seoa8087 


ncrc2535 


MIOA3188a 


miob0778 


ncr0480 


ncr6535 


ncrb2833 


ncrb7783 


ncrc9834 


SEOA8788 


ncrc6828 


MIOA3406a 


miob1692n 


ncr0507 

1 1 wl www 1 


ncr6675 


ncrb3539 


ncrb7824 


SEOA1413a 


SEOB0827a 


ncrc6973 


MIOA4999a 


miob2429 


ncr0780 


ncr7193 


ncrb4196 


ncrb8186 


SEOA1472a 


SEOB1078 


BFCS0303 


MIOA5052a 


miob2442 


ncr0819 


ncr7774 


ncrb4377 


ncrc0156 


SEOA1530 


seob2534 


FCR6229 


MIOA5220 


miobSOOZ 


ncr0842 


ncr7780 


ncrb4628 


ncrc1321 


SEOA2979a 


SEOB2940 


fcrb1224 


MIOA5756a 


miob3255 


ncr1551 


ncr8671 


ncrb4893 


nerd 492 


SEOA2983a 


SEOB3234 


hfcr1829 


MIOA5939a 


miob3744 


ncr1715 


ncr9004 


ncrb5027 


nerd 493 


SEOA3099a 


seob5257 


hfcr2297 


MIOA5940a 


miob3895 


ncr1777 


ncr9160 


ncrb5312 


nerd 611 


seoa3145m 


seob6654 


hlicr5724 


MIOA6725a 


miob3978 


ncr2006 


ncr9320 


ncrb5724 


ncrc3290 


SEOA3542a 


seob6667 


MIOA0390a 


MIOA6842a 


miob4116 


ncr2168 


ncr9326 


ncrb5960 


ncrc3865 


SEOA4077 


seob6690 


MIOA0792 


MIOA6990a 


miob4283 


ncr3019 


ncr9846 


ncrb6102 


ncrc4197 


SEOA4458a 


seob6902 


MIOA1135 


MIOA7250a 


miob4382 


ncr3145 




nrrh647^ 








MIOA1178 


mioa8326n 


miob4894 


ncr3798 


ncrb0254 


ncrb6559 


nerc4824 


SEOA5416 


seob7475 


MIOA1308m 


MIOA8803 


miob5107 


ncr4536 


ncrb0654 


ncrb6655 


ncrc5277 


SEOA5944 




MIOA1521 


MIOA8922 


miob5772 


ncr5263 


ncrb0899 


ncrb6715 


ncrc5493 


SEOA6048a 




MIOA1727a 


MIOAg055 


miob6086 


ncr5272 


ncrb2187 


ncrb6789 


ncrc6443 


SEOA7116a 




MIOA1917a 


mioa9503 


miob6864 


ncr5644 


ncrb2421 


ncrb6935 


ncrc9043 


SEOA7440a 




22. tumor protein translationally-controlled 1 (TPT1) 


NM_003295.1 


158 








ncrc5662 


FCR5935 


hfcr1426 


MIOA3619a 


miob3873 


ncrb0952 


ncrc0138 


SEOA1987 


SEOA9701 


ncrc5445 


FCR6031 


hfcr2667 


MIOA3917a 


miob4047 


ncrb1792 


ncre0452 


SEOA2034 


SEOB1249 


ncrc5600 


FCR6303 


hfcr2876 


MIOA3960a 


miob4445 


ncrb2192 


ncrc0872 


SEOA2609 


SEOB1523 


ncrc5943 


FCR6871 


hfcr2913 


MIOA4926a 


miob5787 


ncrb3248 


ncre1956 


seoa2643m 


SEOB1828 


ncrc6425 


FCR6995 


hfcr3720 


MIOA6264a 


ncr0604 


ncrb3609 


nerc3336 


seoa3156mn 


seob2620 


CR0235 


FCR7449 


hfcr3810 


MIOA6798a 


ncr1703 


ncrb3684 


ncrc3392 


SEOA4492 


SEOB2650 


FCR0743 


FCR7719 


hfcr3900 


MIOA7320 


ncr1806 


ncrb3878 


nere3736 


SEOA5510a 


SEOB3382 


FCR2273 


fcrb1508 


hfcr5471 


MIOA8959 


ncr2172 


ncrb4023 


nerc3829 


SEOA5511a 


seob3715 


fcr2505nn 


fcrb2011 


hfcr5474 


MIOA9120 


ncr2352 


ncrb4876 


nerc4170 


SEOA5862 


seob4360 


FCR2735 


fcrb2352 


hfcr5744 


mioa9200 


ncr2945 


ncrb4935 


ncrc4273 


SEOA6282 


seob6101 


FCR2766 


hfcr0012 


hfcr7271 


mioa9419 


na5069 


ncrb4952 


nerc8984 


SEOA6448a 


seob6472 


FCR3436 


hfcr0108 


hfcr7362 


mioa9553 


ncr5164 


ncrb4984 


nerc9108 


SEOA6719 


seob7500 


FCR3530 


hfcr0315 


hfcr7551 


mioa9981 












FCR4260 


hfcr0599 


hfcr9899 


miob0091 


ncr8241 


ncrb5626 


SEOA0044n 


seoa7710a 


SOA0249 


FCR4829 


hfcr0728 


MIOA0138 


miob0238 


ncr8721 




OCUClU^V^UI i 1 






FCR4948 


hfcr1174 


MIOA1107 


miob0366 


ncrb0459 


ncrb7711 


SEOA0369 


SEOA8576 




FCR4950 


hfcr1193 


MIOA1884a 


miob0774 


ncrb0529 


ncrb8101 


SEOA0397 


SEOA8742 




FCR5099 


hfcr1205 


MIOA2302a 


MIOB2667 


ncrb0687 


ncrb8494 


SEOA1899 


SEOA9026 




23. putative p150 AAC51271.1 145 














ncrc2447 


MIOA8759 


miob3183 


ncr0273 


ncr3591 


ncr5659 


ncr6817 


na8253 


ncrb1114 


ncrc2577 


mioa9329 


miob3805 


ncr1002 


ncr4048 


ncr5692 


ncr7117 


ncr8702 


ncrb1127 


hfcr5810 


miob0749 


miob4213 


ncr1560 


ncr4380 


ncr5711 


ncr7187 


ner8851 


ncrb2647 


hfcr6201 


miob0883 


miob6535 


ncr1593 


ncr4543 


ncr5720 


ncr7663 


ncr9719 


ncrb2808 


hfcr8551 


nniob1813 


miob6700 


ncr2505 


ncr4642 


ncr5727 


ncr7881 


nerb0058 


nerb3038 


hfcr9949 


miob2923 


miob6784 


ncr2523 


ncr5544 


ncr5734 


ncr7918 


ncrb0093 


nerb3360 


MIOA8149 


miob2930 


miob6961 


ncr3306 


ncr5586 


ncr5908 


ncr8024 


ncrb0245 


ncrb3587 


MIOA8499 


miob2939 


miob7018 


ncr3379 


ncr5600 


ncr6656 


ncr8122 


ncrb0466 


ncrb3960 


MIOA8538 


miob3094 


ncrOOeO 


ncr3499 


ncr5648 


ncr6683 


ncr8134 


ncrb0923 


ncrb4713 
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ncrb5360 


ncrc0478 


ncrc2318 


ncrc4733 


ncrc6487 


ncrc9697 


SEOB3117 


seob6240 




ncrb6717 


ncrcOeOi 


ncrc2493 


ncrc4874 


ncrc6703 


ncrc9952 


SEOB3585 


seob6283 




ncrb6757 


ncrc0814 


ncrc2849 


ncrc5065 


ncrc6800 


seoa6937 


seob3686 


seob6545 




ncrt)7339 


ncrc0853 


ncrc3135 


ncrc5223 


ncrc7091 


SEOA9020 


seob3941 


seob6663 




ncrb8412 


ncrc2003 


ncrc3678 


ncrc5475 


ncrc9197 


SEOA9577 


seob5332 


seob6671 




ncrb8623 


ncrc2149 


ncrc4160 


ncrc5563 


ncrc9229 


SEOA9707 


seob5473 


seob6692 




ncrb8704 


ncrc2154 


ncrc4513 


ncrc5909 


ncrc9506 


SEOB1624 


seob5877 


seob6757 




ncrb8795 


ncrc2233 


ncrc4540 


ncrc6319 


ncrc9564 


SEOB2114 


seob6(M7 


seob6780 




24. osteoblast specific factor 2 (OSF-2os) D13666.1 


139 










BFCW0085 


SEOA0083 


seoa2604m 


SEOA5939 


SEOA8311a 


seob1301n 


SEOB3398 


seob5155 


seob6732 


CR0146 


SEOA0142 


SEOA2714 


SEOA6368 


SEOA8737 


SEOB1303 


SEOB3420 


seob5162 


seob6865 


CR0557 


SEOA0204A 


SEOA2904a 


SEOA6442 


SEOA8809 


SEOB1445 


SEOB3469 


seob5443 


seob7220 


CR0900 


SEOA0497 


SEOA2921a 


SEOA6915 


SEOA8824 


SEOB1473 


SEOB3487 


seob5487 


seob7486 


FCR3064 


seoa0498m 


seoa3152m 


36036933 


SEOA8848 


SEOB1504 


SEOB3521 


seob5512 


seob7508 


FCR4409 


SEOA0585 


SEOA3214 


seoa6946 


SEOA8879 


SEOB1603 


seob3992 


seob5535 


seob7612 


FCR5767 


SEOA0593a 


SEOA3266 


seoa7028 


SEOA8989 


SEOB1609 


seob4005 


seob5575 


seob7766 


FCR7251 


seoa0764m 


SEOA3420a 


SEOA7097a 


SEOA9133 


SEOB1745 


seob4240 


seob5754 


seob7910 


hfcr0734 


SEOA0846 


SEOA4316a 


SEOA7358a 


SEOA9169 


SEOB1928 


seob4280 


seob5813 


seob7979 


hfcr0765 


SEOA1194A 


SEOA4346a 


seoa7691a 


SEOA9851 


SEOB1982 


seob4488 


seob5910 


seob8068 


hfcr1823 


SEOA1291a 


SEOA4455a 


seoa7773a 


SEOA9951 


SEOB2255 








hfcr2141 


SEOA1440a 


SEOA5129a 


seoa7834a 


SEOA9993 


seob2607 


seob4695 


seob6349 




HFCR3195 


SEOA1660a 


SEOA5173a 


seoa7878a 


SEOB0118 


SEOB2663 


seob4746 


seob6382 




hfcr5075 


SEOA2007 


SEOA5312a 


seoa8029 


SEOB0398 


SEOB2998 


seob4786 


seob6412 




hfcr5836 


SEOA2124 


SEOA5505a 


seoa8055 


SEOB0628a 


seob3269 


seob5150 


seob6517 




MIOA6728a 


SEOA2434a 


SEOA5582a 


SEOA8204 


SEOB1154 


SEOB3336 


seob5154 


seob6681 




25. collagen type 1 alpha 1 (C0L1A1) X06269 128 










BFCN0211 


FCR1957 


fcrb1506 


hfcr1125 


hfcr6010 


hfcr7956 


ncr4067 


ncrb8285 


seob3983 


BFCS0077 


FCR2008 


fcrb1510 


hfcr1152 


hfcr6223 


hfcr7979 


ncr4544 


ncrb8420 


seob4352 


BFCW0090 


FCR4702 


fcrb1588 


hfcr1262 


hfcr6445 


hfcr9006 


ncr4613 


ncrc2729 


seob5382 


a0131n 


FCR4768 


fcrb1612 


hfcr1315 


hfcr6574 


hfcr9043 


ncr4813 


ncrc3292 


seob5394 


fcrOOSSn 


FCR4999 


fcrb1978 


hfcr1320 


hfcr6623 


hfcr9355 


ncr5280 


ncrc3679 


seob5427 


fcr0039n 


FCR5251 


fcrb2001 


hfcr1383 


hfcr6681 


hfcr9384 


ncr8761 


ncrc4119 


seob5435 


FCR0488 


fcrb0056 


fcrb2157 


hfcr2066 


hfcr6904 


hfa9386 


ncr9314 


ncrc6222 


seob5471 


FCR0607 


fcrb0089 


fcrb2538 


hfcr2872 


hfcr6988 


hfcr9519 


ncr9579 


SEOA4529 


seob8181 


FCR0682 


fcrb0296 


fcrb2767 


hfcr2939 


hfcr7059 


hfcr9520 


ncrb1898 


SEOA7221a 




FCR0734 


fcrb0370 


hfcr0078 


hfcr3541 


hfcr7088 


hfcrQ707 








FCR1148 


fcrb0407 


hfcr0174 


hfcr3986 


hfcr7366 


hfcr9887 


ncrb5229 


SEOA8327a 




FCR1389 


fcrb0568 


hfcr0613 


hfcr4164 


hfcr7414 


hfcr9919 


ncrb5f53fi 


SEOA9590 




FCR1425 


fcrb0815 


hfcr0718 


hfa5199 


hfcr7609 


hfcr9938 


ncrb6628 


SEOA9812 




FCR1737 


fcrb1465 


hfcr0730 


hfcr5654 


hfcr7618 


hfcr9965 


ncrb7568 


SEOB2756 




FCR1964 


fcrb1476 


hfcr0763 


hfcr5811 


hfcr7858 


hfcr9966 


ncrb8245 


SEOB3460 




26. Ribosomal protein S20 (RPS20) NM_001 023.1 


124 










BFCS0560 


FCR3397 


hfcr2209 


hfcr6705 


MIOA5473a 


miob3476 


ncr7115 


SEOA1687a 


SEOA5728a 


CR0955 


FCR4850 


hfcr2842 


hfcr6958 


MIOA5826a 


miob4134 


ncrb0440 


SE0A1711a 


SEOA5828 


FCR0088 


FCR5345 


hfcr2880 


hfcr7712 


MIOA7073a 


miob4201 


ncrb2472 


SEOA1887 


SEOA6043a 


FCR0284 


FCR7236 


hfcr2931 


hfcr8280 


MIOA7223a 


miob4577 


ncrb3418 


SEOA2260a 


SEOA6522a 


FCR0402 


fcrb0198 


hfcr3659 


hfcr8914 


MIOA7306 


miob4934 


ncrb4480 


SEOA3355a 


SEOA7291a 


FCR0448 


fcrb0397 


hfcr4454 


hfcr9039 


mioa9353 


ncrOOOS 


ncrb4840 


SEOA3631a 


SEOA7529a 


FCR1040n 


fcrb1159 


hfcr5171 


MIOA1283m 


miob0231 


ncr0186 


ncrb6460 


SEOA3659a 


SEOA8806 


FCR1206 


fcrb1683 


hfcr5619 


MIOA2265a 


miob0326 


ncr0408 


ncrc0458 


SEOA3892 


SEOA9345 


FCR1291 


fcrb2763 


hfcr5823 


IVIIOA2417a 


miob0649 


ncr1228 


ncrc0752 


SEOA3893 


SEOA9364 


FCR1492 


hfcr0438 


hfcr5943 


MIOA3719a 


miob1208 


ncr5258 


ncrc5542 


SEOA4720a 


SEOA9503 


FCR1754 


hfcr0825 


hfcr6005 


MIOA3867 


miob1314 


ncr5355 


SEOA0307 


SEOA4825a 


SEOA9710 


FCR3122 


hfcr1368 


hfcr6591 


MIOA4940a 


miob1807 


ncr6264 


SEOA0771 


SEOA5112a 


SEOB0240 
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SEOB1262 


SEOB2952 


seob3757 


seob4768 


seob5305 


seob6299 


seob6652 


seob7940 




seob2559 


SEOB3086 


seob3966 


seob5259 


seob5932 


seob6632 


seob7031 


seob7975 




27. nribosomal protein L9 U09953 


119 












FCR0069 


FCR5198 


Iifcr0359 

1 HOI \J\J\J\/ 


hfcr8058 


MIOA8398 


ncrb2265 


ncre6541 


SEOA9001 


seob4125 


FCR0802 


FCR5359 


hfcr0532 


hfa8202 


miob5897 


ncrb2565 


ncrc9121 


SEOA9425 


seob4230 


FCR1036 


FCR5437 


hfcr0950 


hfcr8961 


miob5927 


ncrb3211 


ncrc9278 


SEOA9631 


seob5175 


FCR1399 


FCR6334 


hfcr1322 


Iifcr9375 


ncr1175 


ncrb4245 


ncrc9406 


SEOB0495 


seob7179 


FCR1612 


FCR6525 


iifcr1345 


hfcr9598 


ncr1585 


ncrb4963 


nerc9475 


SEOB0759 


seob7581 


FCR2007 


FCR6631 


Iifcr2053 


MIOA0088a 


ncr3061 


ncrb7856 


SEOA0170a 


SEOB0967 


seob7704 


FCR2286 


FCR6975 


hfCT3037 


IWIOA0151 


ncr6320 


ncrb8042 


SEOA2169 


seob1037 


SOA0264 


FCR2320 


FCR7237 


hfcr3364 


IV11OA0469 


ncr6334 


ncrc2744 


SEOA3090a 


SEOB1403 




FCR3665 


fcrb0053 


hfcr5858 




nrrfiS7Q 

1 t\j\ \JsJ 1 ^ 






OUWD IvJ 10 




FCR4134 


fcrb0275 


Iifcr6123 


MIOA2527a 


ncr7175 


ncrc3641 


SEOA5017a 


SEOB1762 




FCR4198 


fcrb0750 


hfcr6185 


MIOA3038a 


ncr8304 


ncrc4041 


SEOA5149a 


SEOB2232 




FCR4326 


fcrb1627 


hfcr6203 


MIOA3253a 


ncrb0123 


ncrc5163 


SEOA7628a 


SEOB3277 




FCR4660 


fcrb2260 


Iifcr6460 


MIOA6455a 


ncrb0442 


ncrc5526 


SEOA8207 


SEOB3348 




FCR5131 


fcrb2486 


hfcr6520 


MIOA7584a 


ncrb0719 


ncrc6247 


SEOA8919 


seob4064 




28. ribosomal protein L34 (RPL34) NM_000g95.1 


108 










BFCS0229 


fcrb2294 


MIOA1016 


mioa7693a 


ncr7231 


ncrb7056 


SEOA0185a 


SEOA7432a 


seob2622 


BFCW0375 


hfcr1048 


IVilOA1374a 


MIOA8463 


ncr8316 


ncrb7438 


SEOA0321 


seoa7986 


SEOB2964 


CR0585 


hfcr1184 


MIOA2856a 


mIobOOSO 


ncr8715 


ncrb7687 


SEOA0994 


seoa8088 


SEOB3437 


CR0808 


iifcr1840 


MIOA3986a 


miob1385 


ncr9203 


ncrc0184 


SEOA2628 


SEOA9473 


seob3951 


FCR1163 


hfcr1872 


!VIIOA4329a 


miob1806 


ncrb0607 


nerd 847 


SEOA2664 


SEOA9797 


seob3989 


FCR2412 


hfcr2140 


IV1IOA4623a 


miob1927 


ncrb2328 


ncrc2432 


seoa4914a 


SEOA9836 


seob3990 


FCR4205 


hfcr5279 


MIOA5086a 


miob3452 










seou4D 1 O 


FCR5338 


hfcr5505 


MIOA5573a 


miob4812 


ncrb2697 


ncrc3731 


SEOA5147a 


SEOB0491 


seob5034 


FCR7139 


hfcr7562 


i\^IOA5847a 


miob5695 


ncrb4004 


ncrc3905 




<^FnRn7i'^a 

OCwDUf 1 Od 




FCR7547 


tifcr7595 


IVIIOA6086a 


ncr0132 


ncrb4240 


nerc4592 


SEOA6219a 


SEOB0978 


seob5951 


fcrb1336 


hfcr7771 


MIOA6626a 


ncr0379 


ncrb5271 


ncrc5854 


SEOA6233 


SEOB2147 


seob7199 


fcrb1370 


MIOA0715 


IV!IOA6681a 


ncr1272 


ncrb6009 


nac9424 


SEOA7327a 


SEOB2254 


seob7550 


29. "calmodulin 1 (phosphorylase kinase, delta) (CALM1) "NM.OOGSSS.I 107 








BFCW0036n 


MIOA1914a 


miob0448 


miob6828 


ncrb5657 


ncrc6932 


SEOA2860 


SEOA8523 


SEOB2947 


BFCW0056n 


MIOA2391a 


iniob0718 


miob6979 


ncrb5748 


SEOA0090n 


SEOA3208 


SEOA8805 


seob5014 


BFCW0276 


iVIIOA3330a 


miob0912 


ncr0615 


ncrb6549 


SEOA0188A 


SEOA3604a 


SEOA9546 


seob5614 


CR0452 


MIOA3887a 


miob1759 


ncr3165 


ncrb6624 


SEOA0323 


SEOA3710a 


SEOB0020 


seob5650 


CR0797 


MIOA6083a 


MIOB2324 


ncr4361 


ncrb7784 


SEOA0430 


SEOA3719a 


SEOB0475 


seob5657 


FCR2310 


l\/ilOA6148a 


mlob3196 


ncr4743 


ncrb8355 


SEOA1409a 


seoa4941a 


SEOB0551 


seob5693 


fcrb1493 


i\^IOA7173a 


miob4478 


ncr5222 


ncrb8705 


SEOA1516 


ocwMouooa 


ccriBd 1 on 


seoooocfo 


MIOA0035a 


MIOA7272 


miob4545 


ncr7024 


nerd 087 


SEOA1518 


SEOA5349 


SEOB1817 


seob6806 


MIOA0360a 


IVIIOA8024a 


miob4689 


ncr7483 


ncrc2504 


SEOA1604a 


otUAODO/a 


otUDloy4 


seoD/lbz 


MIOA0650 


IVIIOA8071 


miob6221 


ncr7555 


ncrc4785 


SEOA1686a 


SEOA6310 


seob2545 


seob7749 


MIOA1090 


MIOA8185 


miob6255 


ncr8573 


ncrc6452 


SEOA2502 


SEOA7306a 


SEOB2755 


seob8155 


MIOA1648a 


mioa9766 


niiiob6697 


ncrb3934 


ncrc6680 


SEOA2766 


SEOA8434 


SEOB2925 


SOA0650 


30. ribosomal RNA IBS X03205 103 












ncrc6547 


CR1009 


hfcr6355 


MIOA6320a 


miob0779 


miob6862 


ncr5402 


ner8858 


ncrb2773 


ncrc6555 


FCR0199 


Iifcr7675 


MIOA7404a 


miob0816 


miob6990 


ncr6384 


ncr8976 


ncrb3520 


nerd 667 


FCR3479 


MIOA1351a 


M10A8128 


MIOB2574 


ner1183 


ncr7375 


ncr9166 


ncrb3879 


ncrc6502 


FCR3903 


IV1IOA1700 


MIOA8269 


MIOB2859 


ncr2394 


ner7802 


ncr9463 


ncrb5491 


ncrc4823 


FCR4287 


MIOA2489a 


MIOA8893 


miob3601 


ncr2698 


ner8157 


ncr9627 


ncrb6321 


ncrc4915 


FCR6421 


IVllOA2910a 


MIOA8904 


miob3876 


ner4539 


ner8672 


nerb0204 


nerb8176 


BFCN0226 


FCR6746 


MIOA3065a 


mioa9199 


miob4968 


ncr4601 


ncr8823 


ncrb0503 


ncrc0212 


BFCS0228 


FCR7049 


MIOA3965a 


miob0704 


miob6246 


ncr5080 


ncr8845 


ncrb1685 


ncrc0836 
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nerd 146 


nerd 849 


ncrc6173 


SEOA1150a 


SEOA6447a 


SEOB0317 










nerd 184 


ncrc2972 


ncre6979 


SEOA1524 


SEOA6504a 


SEOB1771 


seob5192 


seob7368 






nerd 437 


ncrc3198 


ncrc9386 


SEOA1700a 


SEOA8474 


SEOB2129 


seob5330 


SOA0131 






ncrc1764 


ncrc5835 


SEOA1149a 


SEOA5614a 


SEOB0299 


seob2299 


seob6327 








31. ribosomal protein L41 AF026844.1 


103 














ncrc5811 


FCR1531 


hfcr9505 


miob2995 


ncr5776 


ncrb1173 


ncrb8830 


SEOA1324 


SEOB2957 




ncrc6095 


FCR2052 


hfcr9990 


miob3625 


ncr5836 


ncrb2051 


ncrc0602 


SEOA1692a 


SEOB3436 




ncrc6879 


FCR2056 


MIOA3321a 


miob4273 


ncr5838 


ncrb2659 


ncrc0658 


SEOA3552a 


seob4404 




ncrc6956 


FCR4450 


MIOA4503a 


miob6926 


ncr5856 


ncrb2883 


ncrc0671 


SEOA5242a 


seob5867 




BFCS0527 


FCR4934 


MIOA8307 


ncr0669 


ncr7992 


ncrb3299 


nerd 599 


SEOA5906 


seob5926 




CR0650 


FCR4978 


MIOA9140 


ncr1212 


ncr8540 


ncrb3686 


ncre1727 


SEOA6518a 


seob6319 




FCR0087 


fcrb0192 


mioa9611 


ncr2365 




nrrh55/i? 










FCR0100 


fcrb0441 


miob0565n 


ncr3327 


ncr9328 


ncrb6130 


ncrc2850 


seoa7766a 






FCR0158 


fcrb2521 


miob1707 


ncr4146 


nerb0416 


ncrb6181 


ncrc3433 








FCR0393 


ferb2639 


MIOB2338 


ncr4854 


ncrb0461 


ncrb6513 


ncre4723 


SEOB0222 






FCR0771 


hfa6038 


MIOB2559 


ncr5128 


ncrb0797 


ncrb7276 


ncrc9939 


SEOB0717a 






FCR1134 


hfcr8915 


MIOB2579 


ncr5478 


ncrb0833 


ncrb7621 


SEOA0363 


SEOB0821a 




Q 


32. serine protease=HTRA serine protease (PRSS11)=AF1 57623.1 Y07921 101 






O 

m 


BFCS0081 


MIOA4193 


miob0729 


miob6359 


SEOA1743a 


SEOA4742a 


seoa7961 


SEOB2238 


seob5251 


m 


hfcr5447 


MIOA4264 


miob0941 


ncr2818 


SEOA2142 


SEOA5620a 


seoa7998 


seob2538 


seob5398 




hfcr6311 


MIOA4370a 


miob1127 


ncr3916 


SEOA2142 


SEOA6375 


SEOA8263 


seob2585 


seob6858 




hfcr6405 


MIOA4920a 


miob2462 


ncr5126 


SEOA2142 


SEOA6678a 


SEOA9236 


seob2597 


SOA0488 


S.J 


hfcr7590 


MIOA5225a 


miob3655 


ncrb0634 


SEOA2208a 


SEOA6740 


SEOA9634 


SEOB3164 


SOA0706 




M1OA0732 


l\/IIOA6019a 


miob3719 


ncrb7771 


SEOA2352a 


seoa6848 


SEOA9920 


SEOB3196 






MIOA1145 


MIOA6646a 


miob3719 


ncrb8720 


SEOA2571 


SEOA7127a 


SEOB0456 








MIOA1145 


MIOA7249a 


miob4436 


ncrc5121 


seoa2607mn 


SEOA7210a 


SEOB0768 


SEOB3343 






MIOA1840a 


mioa7936 


miob4470 


seoa0003m 


SEOA3341a 


SEOA7272a 


SEOB0999 






w 


IWlOA2913a 


IVIIOA8957 


miob4724 


SEOA0354 


SEOA3663a 


SEOA7331a 


SEOB1674 


SEOB3478 




p 


IWIOA3022a 


mioa9750 


miob4929 


SEOA0379 


SEOA3668a 


SEOA7561a 


SEOB1825 


seob4665 






mioa4151n 


mloa9901 


miob6108 


SEOA1130a 


SEOA4614a 


seoa7885a 


SEOB2209 


seob5135 




iif 


33. ribosomal protein S3a M77234 


99 














ncrc5852 


fcrb0051 


hfer3864 


miob0719 


ncn309 


ncrb5789 


ncrc3242 


SEOA3792a 


SEOB2079 




ncrc6245 


fcrbOOSO 


hfcr6710 


miob1253 


ncr2571 


ncrb5824 


ncrc3757 


SEOA4108a 


SEOB2969 




ncrc6349 


fcrb0108 


hfcr9581 


miob3250 


ncr3097 


ncrb5877 


ncrc3998 


SEOA4368a 


SEOB3591 




BFCW0319 


fcrb2277 


MIOA0026a 


miob3617 


ncr3324 


ncrb5971 


ncrc4505 


SEOA6046a 


seob3698 




FCR2198 


fcrb2365 


MIOA1718a 


miob4367 


ner5088 


ncrb6101 


nerc5241 


SEOA6428 


seob5376 




FCR2868 


fcrb2572 


mioa7881 


miob4802 


na5230 


ncrb7348 


seoa0062nn 




S6OOO0O/ 




FCR2977 


fcrb2629 


MIOA8118 


miob5734 


ncr7008 


ncrb8019 


seoa0496ni 


SEOA7670a 


seob6128 




FCR4858 


fcrb2696 


MIOA8248 


miob5887 


ncrb2575 


nerd 787 


SEOA1489 


seoaouyu 


SeODO loU 




FCR5523 


hfer0787 


MIOA8263 


miob6195 


ncrb3672 


ncrc2452 


SEOA1864a 


SEOA8426 


seob6201 




FCR5944 


hfer1873 


MIOA8905 


miob6212 


nerb4790 


ncrc2671 


SEOA2164 


SEOA8710 


seobSOOl 




FCR7713 


hfcr3803 


miob0068 


ncr1200 


ncrb5165 


nac2995 


SEOA3505a 


SEOB1098 


SOA0210 




34. 'ribosomal protein, large, PO (RPLPO) "NM.OOIOOZI 96 












BFCW0609 


FCR1244 


FCR5025 


fcrb1593 


hfcr1825 


hfcr4211 


hfcr9225 


ncr0134 


ncrb0630 




CR0064 


FCR2646 


FCR7177 


fcrb1625 


hfcr2075 


hfcr6452 


hfcr9708 


ncr0459 


ncrb1496 




CR0066 


FCR3083 


FCR7227 


hfcr0243 


hfcr2076 


hfcr6480 


MIOA0297 


ncr0586 


ncrb1797 




CR0729 


FCR3260 


FCR7253 


hfcr0579 


hfcr2502 


hfcr6788 


MIOA1028 


ncr0768 


ncrb5292 




FCR0316 


FCR3717 


fcrb0153 


hfcr0712 


hfer2869 


hfcr7382 


MIOA7553a 


ncr1630 


ncrb5580 




FCR0496 


FCR4167 


fcrb0342 


hfcr0736 


HFCR3237 


hfcr7672 


MIOA8913 


ncr3656 


ncrb5891 




FCR0543 


FCR4583 


fcrb1070 


hfcr1191 


hfcr3827 


hfcr8935 


miob2401 


ncr4124 


ncrb6011 




FCR0726 


FCR4705 


fcrb1164 


hfcr1286 


hfcr3995 


hfcr8965 


miob3102 


ncr4668 


nerc0529 




FCR0921 


FCR4810 


fcrb1522 


hfcr1747 


hfcr3996 


hfcr9072 


ncr0047 


ncr8197 


ncrc0980 
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ncrc2542 


ncrc6507 


SEOA1144a 


SEOA2030 


SEOA3958a 


SEOA6473a 


seob4596 


seob7126 




ncrc4025 


ncrc9867 


SEOA1668a 


SEOA2101 


SEOA5460 


SEOB0174 


seob5961 






35. metallothioneinlL(MTIL) NM_002450.1 93 












ncrc6596 


ncrc5918 


ncr2127 


ncr4788 


ncr7755 


ncrb1129 


ncrb4132 


ncrc0489 


ncrc7102 


ncrc6590 


ncrc6014 


ncr2149 


ncr4969 


ncr7819 


ncrb1396 


ncrb4293 


ncrc1264 


ncrc9251 


ncrc3899 


BFCN0136 


ncr2488 


ncr5174 


ncr8423 


ncrb1418 


ncrb5543 


nerd 271 


ncrc9321 


ncrc4109 


hfcr1386 


ncr2770 


ncr5216 


ncr8551 


ncrb2074 


ncrb5741 


nerd 322 


ncrc9843 


ncrc4821 


MIOAUOOa 


ncr2811 


ncr5423 


ncr9370 


ncrb2719 


ncrb6155 


ncrc2206 


SEOA4716a 


ncrc5161 


miob2353n 


ncr2876 


na6182 


ncr9440 


i IvI wwUv 1 


1 Ivl UUvtl 


liV/l v^vr w 




nerd 440 


miob3396 


ncr3058 


ncr6748 


ncr9612 


ncrb3344 


ncrb6727 


ncrc2804 




ncrc4280 


miob6171 


ncr3814 


ncr6995 


ncr9640 


nrrb'^.?S4 


ncrh6776 


1 lOI \/£.\/\J\J 




nerd 385 


miob6216 


ncr3876 


ncr6997 


ncrb0247 


ncrb3379 


ncrb7481 


ncrc2941 




ncrc4717 


ncr1040 


ncr4548 


ncr7465 


ncrb0358 


ncrb3581 


ncrb7842 


ncrc3102 




ncrc6355 


ncr2098 


ncr4763 


ncr7503 


ncrb0872 


ncrb3873 


ncrb8546 


ncrc4346 




36. ribosomal protein S8 (RPS8) NM_001012.1 92 










ncrc2281 


FCR2962 


FCR6774 


hfcr0896 


hfcr8279 


ncr7864 


ncrb1326 


ncrc0157 


seob6651 


ncrc2374 


FCR3382 


FCR6808 


hfcr1293 


MIOA8984 


ncr8103 


ncrb1716 


nerd 068 


seob7389 


BFCS0299 


FCR3564 


FCR6821 


Iifcr1785 


miob1743 


ncr8613 


ncrb3524 


nac1960 


seob8158 


BFCS0479 


FCR3750 


FCR7116 


hfCTl832 


miob1868 


ncr8860 


ncrb4575 


ncrc3054 


SOA0417 


cr0045 


FCR3840 


FCR7586 


hTcr28o7 


miob2938 


ncr9107 


ncrb4703 


ncrc7153 




CR0480 


FCR3977 


fcrb0622 


hfcr3371 


ncr0436 


ll0r57H-*f 1 




OtUM lull 




FCR0040 


FCR4505 


fcrb1210 


hfcr3487 


ncr4108 


ncr9478 


ncrb5399 


SEOA1957 




FCR0458 


FCR5064 


fcrb2130 


hfcr4076 


ncr4530 


liUI <7/ Of 




on.\Jr\000\Ja 




FCR0563 


FCR5080 


fcrb2432 


hfcr6569 


ncr6807 


ncrb0319 


ncrb6139 


SEOA3936 




FCR0902 


FCR5533 


hfcr0699 


1 r ^^^^ 

hfcr6898 


ncr7177 


ncrb0380 


ncrb7217 


SEOA5096a 




FCR1947 


FCR5894 


hfcr0892 


hfcr7176 


ncr7541 


ncrb1280 


ncrb7374 


SEOB3152 




37. ribosomal protein S6 M20020 


92 












BFCS0320 


fcrb0015 


hfcr6489 


MIOA5425a 


ncr2495 


ncr9010 


ncrc0770 


SEOA3083a 


seob5036 


FCR0830 


fcrb0745 


hfcr8483 


M10A7433a 


ncr2727 


ncr9687 


nerd 373 


SEOA4171a 


seob6441 


FCR1415 


fcrb1462 


hfcr8997 


MIOA8112 


ncr3389 


ncrb0051 


ncrc2700 


SEOA4698a 


SOA0317 


FCR1483 


hfcr0445 


iifcr9195 


mioa9295 


ncr3460 


ncrb3422 


ncrc2713 


SEOA5889 


SOA0621 


FCR3118 


hfcr0474 


hfcr9616 


miob4061 


ncr3765 


ncrb4432 


ncrc3631 


SEOA7423a 




FCR3461 


hfcr1296 


MIOA2156a 


miob5431 


ncr4584 


IIUUU 1 / y 


llUtrf 030 






FCR3724 


hfcr3034 


MIOA2836a 


miob6320 


ncr6884 


ncrb5821 


ncrc6156 


SEOA9990 




FCR3981 


hfcr3521 


IWIOA3231a 


ncr0044 


ncr7079 




iiuOOOUv? 


OCvJD 1 f 00 




FCR4808 


hfcr4472 


MIOA4585a 


ncr0454 


ncr7670 


ncrb6296 


ncrc9608 


SEOB2001 




FCR5654 


hfcr6270 


MIOA4837a 


ncr1534 


ncr7831 


ncrb8667 


SEOA2156n 


SEOB3193 




FCR6058 


hfcr6442 


IVIiOA5334a 


ncr2225 


ncr8892 


ncrb8802 


SEOA2200a 


seob4277 




38. ribosomal protein L21 U14967.1 


91 












ncrc3372 


hfcr0846 


!VII0A1131 


miob6681 


ncrb0632 


nerd 449 


SEOA3609a 


SEOB0223 


seob7993 


ncrc3606 


hfcr1209 


MIOA2994a 


miob6752 


ncrb0945 


nCTc1484 


SEOA4347a 


SEOB1417 


seob8084 


ncrc1420 


hfcr2528 


MIOA4331a 


ncr3880 


ncrb2128 


ncrc2166 


SEOA4631a 


SEOB1544 


SOA0017 


ncrc4279 


hfcr2786 


MIOA4949a 


ncr5510 


ncrb3991 


ncrc2248 


SEOA4660a 


SEOB1958 




CR0476 


hfcr2923 


l\/1IOA7549a 


ncr6752 


ncrb4035 


ncrc2749 


SEOA5409 


seob3749 




FCR2339 


hfcr5850 


MIOA8037a 


ncr6964 


ncrb4125 


ncrc4848 


SEOA6297 


seob3994 




FCR3306 


hfcr6363 


mioa9193 


ncr7600 


ncrb4695 


ncrc5416 


SEOA7119a 


seob4325 




FCR5792 


hfcr6817 


mioa9646 


ncr8360 


ncrb6963 


ncrc6745 


SEOA7316a 


seob4592 




FCR6062 


hfcr7584 


miob1718 


ncr9497 


ncrc0179 


ncrc8927 


SEOA7434a 


seob6137 




FCR6192 


hfcr9351 


miob2910 


ncr9592 


nerd 006 


ncrc9649 


SEOA7539a 


seob6212 




fcrb1950 


MIOA0193a 


miob6403 


ncrb0365 


ncrc1260 


SEOA0376 


SEOA9549 


seob7136 
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39. transmembrane protein BRI AF246221.1 90 



fcrb0049 


MIOA3090a 


MIOA6560a 


mioa9822 


miob6996 


ncrc0632 


SEOA1601a 


SEOA7073a 


SEOB2158 


hfcr0422 


MIOA3475a 


MIOA7251a 


MIOB0564 


ncr3871 


nerd 486 


SEOA3828a 


SEOA7556a 


SEOB2226 


hfcr1123 


MIOA3798 


MIOA7289 


minhnfiQfl 


1 IV/I \JO \ u 




OCV-/r\ 0 1 U'td 


OCUMOa If 




hfcr8791 


MiOA3834 


MIOA7597a 


miob0731 


ncr8081 


ncrc4829 


SEOA5384 


SEOA9023 


seob3956 


MIOA0073a 


MIOA3930a 


MIOA8276 


miob0959 


ncr977Q 




SEOA6025a 






MIOA0159 


MlOA4093a 


MIOA8510 


miob1246 


ncrb2954 


ncrc9601 


SEOA6085a 


SEOB0340 


seob4673 


MIOA0282 


IVIIOA4378a 


MIOA9066 


miob1820 


ncrb3002 


ncrc9698 


SEOA6167a 


SEOB0368 


seob5481 


MIOA0877a 


IVllOA4608a 


mioa9543 


MIOB2277 


ncrb3421 


SEOA0517 


SEOA6209a 


SEOB0910a 


seob7740 


MIOA1666a 


MIOA5090a 


mioa9747 


miob4821 


ncrb5559 


SEOA0922 


SEOA6485a 


SEOB0984 


SOA0589 


M10A1753 


MIOA6487a 


mioa9786 


miob6417 


ncrb6226 


SE0A1119a 


SEOA6549a 


SEOB1083 


SOA0670 


40. ribosomal protein L13a (RPL13A) NM_012423.1 


89 










ncrc5322 


FCR0383 


FCR3398 


TCrDUl 


fcrb2103 


hfcr3523 


hfcr8819 


ncri)827 


nerc6560 


ncrc5392 


FCR0587 


FCR3922 


TCrDUoUZ 


fcrb2128 


hfcr4464 


hfcr8835 


ncr1141 


nere9145 


BFCN0001 


FCR0684 


FCR4901 


fcrb0325 






1 HOI 


1 101 OO 1 \} 




BFCN0042 


FCR0945 


FCR5852 


fcrb0665 


hfcr0293 


hfcr6193 


hfcr9084 


ncr9208 


nerc9835 


BFCS0045 


FCR1384 


FCR6579 


fcrb1348 


IIIUUOO^ 




hfrrQi'^Q 


ncrD4o 1 0 


ncrcyooD 


BFCW0245 


FCR1390 


FCR7118 


fab1356 


hfcr0390 


hfcr7356 


hfcr9327 


nerb4569 


SEOA6153a 


CR0016 


FCR1929 


FCR7130 


fcrb1624 


hfcr0531 


hfcr7836 


MIOA4107 


ncrb5977 


SEOA7283a 


CR0307 


FCR2062 


FCR7375 


fcrb1710 


hfcr2288 


hfcr8371 


MIOB2271 


nere0199 


SEOA8985 


FCR0146 


FCR2243 


FCR7391 


fcrb1880 


hfcr2515 


hfcr8672 


miob2518 


ncre5349 


SEOB2294 


FCR0242 


FCR2621 


FCR7694 


fcrb1967 


HFCR3141 


hfcr8738 


MIOB2561 


ncrc5939 




41. ribosomal protein L37a U2154 


87 












BFCN0039 


FCR2475 


FCR7103 


fcrb1673 


hfcr3882 


hfcr6889 


MIOA8018a 


ncrc2239 


SEOA7150a 


BFCW0137 


FCR2890 


FCR7241 


fcrb1828 


hfcr3905 


Iifcr8025 


MIOA9080 


ncrc3259 


SEOA7308a 


BFCW0422 


FCR3009 


FCR7354 


fcrb1919 




hfnrA^QQ 

riTcronyy 


rnioDUUDU 


nercoz / /. 


otUA/4uoa 


CR0006 


FCR3381 


fcrb0106 


fcrb2063 


hfcr5153 


hfcr9001 


miob1853 


ncrc9276 


SEOA9732 


CR0217 


FCR3858 


fcrb0322 


fcrb2072 


\li\j\\JI Ou 




ncr/C5*W' 




OCUOU 1 10 


FCR0365 


FCR4399 


fcrb0428 


fcrb2146 


hfcr5964 


hfcr9671 


ncrb0175 


ncrc9948 


SEOB1652 


FCR0614 


FCR4867 


fcrb0688 


fcrb2440 


hfcr6200 


MIOA0716 


ncrb2365 


SEOA1977a 


seob6266 


FCR1101 


FCR5163 


fcrb1058 


fcrb2461 


hfcr6298 


IVIIOA1063 


ncrb3599 


SEOA3625a 


seob6567 


FCR1434 


FCR6170 


fcrb1208 


fcfb2646 


hfcr6572 


MIOA6115a 


ncrb6759 


SEOA4288a 




FCR2420 


FCR6618 


fcrb1343 


hfcr3017 


hfcr6775 


MIOA7026a 


ncrc0173 


SEOA6906 




42. ribosomal protein S11 (RPS11) Nl\/I_001015.1 


87 










BFCN0109 


FCR2873 


fcrb2237 


hfcr6381 


M10A2795a 


ncr1669 


ncrc0656 


SEOA2155 


SEOB0180 


BFCN0164 


FCR3380 


fcrb2568 


hfcr6702 


MIOA4019a 


ncr2400 


ncrc1555 


SEOA3855 


SEOB0459 


BFCS0093 


FCR4898 


fcrb2631 


hfcr7019 


MiUAooooa 




ncrclo4o 


ScOA450o 


SE0B1 623 


FCR0091 


FCR5168 


hfcr1109 


hfcr7224 


M!OA6131a 


ncr4900 


ncrc2199 


SEOA4775a 


seob5835 


FCR0598 


FCR5883 


hfcr1316 


hfcr7657 


MIOA6928a 


ncr/u4 1 


ncrcz/ / z 


seoa4961a 


seoDoooo 


FCR1643 


FCR7519 


hfcr2254 


hfcr7872 


MIOA8717 


ncr7765 


ncrc2939 


SEOA6660a 


seob8314 


FCR2246 


fcrb1157 


hfa3935 


hfcr9215 


mioa9207 


ncrb0088 


ncrc3025 


seoa6773 


SOA0284 


FCR2280 


fcrb1480 


hfcr4031 


hfcr9973 


mioa9707 


ncrb2540 


ncrc5454 


seoa6991 




FCR2636 


fcrb1860 


hfcr4565 


MlOA0415a 


miob6710 


ncrb3602 


SEOA0089n 


seoa7880a 




FCR2772 


fcrb2225 


hfcr6209 


M1OA2057 


ncr0387 


ncrb3829 


SEOA1697a 


SEOA8832 




43. cytocliromec oxidase subunit Vic (C0X6C) NM_004374.1 


85 








FCR3769 


MIOA0838a 


MIOA7097a 


miob2491 


miob6222 


ncr6601 


ncrb7161 


SEOA0758 


SEOA4824a 


FCR5066 


MIOA1938a 


mioa7874 


MIOB2712 


ncr2967 


ncr8631 


nerd 290 


SEOA1020 


seoa4911a 


hfcr9412 


MIOA3578a 


MIOA8232 


iniob3241 


ncr3799 


ncr8846 


nere3029 


SEOA1663a 


SEOA5028a 


M1OA0139 


MIOA3975a 


miob1117 


miob3727 


ncr5381 


ncrb3122 


ncrc6197 


SEOA2514 


SEOA5030a 


MIOA0367a 


MIOA5326a 


miob1273 


miob4568 


ncr5505 


ncrb3410 


nere6913 


SEOA2927a 


SEOA6146a 


mioa0575a 


M10A5585a 


MIOB1577 


miob4674 


ncr5560 


ncrb5108 


SEOA0022 


SEOA4499 


SEOA6194a 
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SEOA6465a 


seoa7972 


SEOA8614 


SEOA9839 


SEOB1870 


seob4032 


seob6069 


seob7665 




seoa6789 


seoa8058 


SEOA8656 


SEOB0300 


SEOB2645 


seob4033 


seob6635 


seob7957 




seoa7047 


SEOA8208 


SEOA9176 


SEOB1242 


SEOB2732 


seob4557 


seob6767 


seob8279 




SEOA7302a 


SEOA8209 


SEOA9303 


SEOB1532 


SEOB3519 


seob5018 


seob7375 






44. Ribosomal Protein L1 0 (QM Protein) (Tumor Supressor QM) (Laminin Receptor hiomolog) 


spP27635 


85 


BFCS0048n 


FCR1331 


FCR5580 


fcrb2057 


hfcr3890 


hfcr8838 


ncr7679 


ncrc9189 


SEOB0707a 


BFCS0058 


FCR1458 


FCR5629 




hfrr?QR9 

\UKf\0\JOL. 


hfrrPQ17 


ncro 1 ou 


ncrc9223 


SEOB1822 


BFCS0491 


FCR1742 


FCR5916 


hfnr1 1 "ifi 
lltUI 1 loO 






UQlDoOOl 


SEOA1469a 


seob4010 


CR0354 


FCR2043 


FCR5327 




1 ilLrlU 1^0 


l\/IIOAinQ'\ 
IVIIVJM l\J90 


ncrDDODO 


SEOA5712a 


seob4394 


CR0453 


FCR2312 


FCR6626 


illul lOOO 


iiioi 




ncr Douoo 




OCUU0090 


FCR0079 


FCR2778 


FCR7373 


liior 100 1 


llTCr / v540 


IVI 1 UMZ / ooa 


ncrco/o/ 


seoa6978 




FCR0556 


FCR2823 


FCR7427 


h W1 P,RQ 




iviiumho loa 


ncrc^yuu 






FCR0756 


FCR3733 


fcrb1790 


hfrrOnRO 


nrurou i o 


IVIIUAD04oa 


ncrcooyo 


SEOA8379a 




FCR0991 


FCR3897 


fcrb1841 


riTcr^o 1 u 


nTcr<>fzu 


IVIIUAoOlO 


ncrcol 1 y 


SEOA9824 




FCR1059 


FCR4690 


fcrb2018 


nTcrooo i 


nTcro4s5o 


ncr/Uzu 


ncrco94U 


SEOB0512 




45. ribosomal protein L31 NnA_000993.1 


84 












FCR0952 


hfcr5252 


MIOA6805a 


ncr3614 


ncrb1164 


ncrc1491 


SEOA0839 


seoa8096 


seob4981 


FCR3791 


hfcr6945 


l\4IOA7345a 


ncr3676 


ncrDi4Do 


ncrcz4l b 


bbUAIyyo 


SEOA8321a 


seob6335 


FCR4215 


hfcr9060 


mioa7817a 


ncr4958 


ncrb4144 


ncrczobo 


SEOA2573 


SEOA9947 


seob6726 


FCR5289 


hfcr9123 


mioa9921 


ncr5794 


ncrD4yyi 


««^^070C 

ncrcz/oo 


oEOA2o01 


SEOB0563 


seob8095 


FCR6400 


hfcr9652 


miob1118 


ncr6365 


ncrbooZo 


ncrcoSoo 


SEOA3541 a 


OCUD IZZO 




fCTb0284 


MIOA3951a 


miob3729 


ncr7464 


ncrboyoS 


ncrco191 


SEOA4448a 


SEOB1256 




fcrb1587 


MIOA4895a 


miob3781 


ncr7682 


ncrbDzzO 


ncrcD071 


SEOA5269a 


<^FnR'^44? 

OL-WDO'tt'O 




hfcr1691 


IVIIOA4974a 


miob4463 


ncr7709 


ncrbbz/ / 


ncrc9Uoo 


seoa6762 


seob3667 




hfcr3439 


MIOA5858a 


ncr2554 


ncr8349 


ncrb7092 


ncrc9ooo 


SEOAd925 


seob4351 




hfcr4078 


MIOA6151a 


ncr2832 


ncrb1063 


ncrb/ooZ 


ScOAOsooA 


SEOA7345a 


seob4647 




46. annexlnA2(ANXA2)(lipocortinll) NM_004039.1 


83 










ncrc6847 


fcrb0268 


MiOB0541 


ncr8869 


ncrb8813 


SEOA2035 


SEOA5294a 


SEOB0365 


seob6800 


ncrc7095 


fcrb2393 


miob5957 


ncrb0015 


ncrc0238 


SEOA211o 


c^r^i^ Ar\A 

SEOA5404 


SEOB1016 


seob8052 


BFCN0172 


hfcr3839 


miob6422 


ncrb0253 


ncrc2659 


SEOA2151 


SEOA5786 


SEOB1209 


seob8287 


CR0814 


hfcr6846 


ncr0995 


ncrb1234 


ncrc3859 


SEOA2294a 


SEOA7619a 


seob2564 




FCR0148 


hfcr7701 


ncr1134 


ncrb2271 


ncrc6073 


SEOA2460a 


SEOA8762 


c;FnR97fii 

Ou\Ju£.t 0 1 




FCR0200 


hfcr7800 


ncr1284 


ncrb2405 


ncrc6525 


SEOA2707 


SEOA8787 


SEOB3025 




FCR0478 


MIOA2109 


na5458 


ncrb2585 


ncrc6591 


SEOA3539a 


SEOA8908 






FCR2896 


MIOA6230a 


ncr5521 


ncrb4027 


ncrc7163 


SEOA3849 


SEOB0108 


seob5555 




FCR6410 


MIOA7313 


ncr6850 


ncrb5565 


ncrc9281 


SEOAoooO 


SEOB0129 


seob5587 




FCR7071 


mioa9212 


ncr8200 


ncrb7363 


SEOA0067 


seoa490Da 


SEOB023D 


seob5992 




47. translationally controlled tumor protein (TCTP) X1 6064 82 










CR0235 


FCR4950 


hfcr0108 


MIOA4926a 


ncr0604 


ncrc0138 


SEOA2034 


SEOA7154a 


SEOB3382 


FCR0743 


FCR5099 


hfcr0599 


MIOA6264a 


ncr2172 


ncrc4170 


SEOA2609 


SEOA8441 


SOA0249 


FCR2273 


FCR5935 


hfcr3810 


MIOA6798a 


ncr5164 


ncrc4323 


seoa2643m 


SEOA8576 




FCR2735 


FCR6031 


MIOA0138 


MIOA7320 


ncr8721 


ncrc8984 


SEOA4492 


SEOA8742 




FCR2766 


FCR6303 


MIOA1107 


MIOA8959 


ncrb0459 


SEOA0044n 


SEOA5510a 


SEOA9701 




FCR3436 


FCR6871 


MIOA1884a 


MIOA9120 


ncrb0687 


seoa0268m 


SEOA5511a 


SEOB1249 




FCR3530 


FCR6996 


MIOA2302a 


mioa9200 


ncrb0952 


SEOA0369 


SEOA5862 


SEOB1523 




FCR4260 


FCR7449 


MiOA3619a 


mioa9553 


ncrb6164 


SEOA0397 


SEOA6282 


SEOB1523 




FCR4829 


FCR7719 


MIOA3917a 


miob2445 


ncrb8101 


SEOA1899 


SEOA6448a 


SEOB1828 




FCR4948 


hfcrO012 


MIOA3960a 


MIOB2667 


ncrb8494 


SEOA1987 


SEOA6719 


SEOB2650 
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48. RIBOSOIVIAL PROTEIN L1 7 spP1 8621 80 



BFCW0231 


FCR1470 


FCR5427 


hfcr7001 


MIOA4123 


ncr9761 


SEOA0818 


SEOA5842 


SEOA9688 


CR0875 


FCR1782 


FCR5460 


iifcr7401 


MIOA6680a 


ncrb2369 


SEOA1344 


SEOA6104a 


SEOB1356 

w^wu 1 wv 


FCR0164 


FCR1861 


FCR6352 


hfcr7491 


MIOA7066a 


ncrb2437 


SEOA2419a 


SEOA6113a 


SEOB2023 


FCR0222 


FCR1949 


FCR6884 


hfcr7980 


mioa9722 


ncrb4612 


SEOA3386a 


SEOA6239 


SEOB2028 


FCR0412 


FCR2883 


FCR7228 


MIOA0359a 


miob3069 


ncrb8229 


SEOA3655a 


SEOA6385 


seob5955 


FCR0596 


FCR4060 


fcrb1236 


MIOA2383a 


ncr0556 


ncrc2071 


SEOA3858 


SEOA6440 


seob6387 


FCR0878 


FCR4228 


hfcr1002 


MIOA3605a 


ncr1803 


ncrc3041 


SEOA4557 


SEOA7391a 


seob6889 


FCR0995 


FCR5093 


hfcr1166 


MIOA3806 


ncr5931 


ncrc5793 


SEOA5327a 


SEOA9168 


seob7461 


FCR1321N 


FCR5193 


hfcr5708 


MIOA3823 


ncr7601 


SEOA0483 


SEOA5815 


SEOA9587 


seob8311 


49. ribosomal protein S25 (RPS25) NIVI_001 028.1 


79 










FCR1003 


fcrb2444 


MIOA2426a 


rniuijuo/ 1 


ncr2968 


ncrc9084 


SEOA4319a 


SEOB0330 


SEOB3474 


FCR1400 


hfcr0974 


MIOA2715a 


miob1214 


ncr5553 


ncrc9322 


SEOA5083a 


SEOB0441 


seoh3979 

VWWWI V 


FCR1436 


hfcr2936 


MIOA5188a 


miob3716 


ncrSOSO 


SEOA1878 


SEOA5231a 


SEOB0543 


seob4303 


FCR1528 


hfcr3072 


MIOA6735a 


miob4977 


ncrb5680 


SEOA1915 


SEOA6274 


SEOB0684a 


<?pnh444'^ 


FCR4138 


Iifcr6082 


MIOA7454a 


miob5094 


ncrb5774 


SEOA2596 


SEOA6279 


SEOB0858a 


seob5436 


FCR4851 


hfcr6510 


MIOA7502a 


miOD004 1 


ncrb6095 


SEOA3021a 


seoa6962 


SEOB0911a 


seob6073 


FCR5169 


hfcr6917 


mioa7906 


lTllODD/44 


ncrb6183 


SEOA3201 


seoa7057 


SE0B1811 


seob6787 


FCR6522 


hfcr7507 


MIOA8482 


ncrU4Dy 


ncrc4055 


seoa3254m 


SEOA7482a 


SEOB2145 


seob7045 


fcrb0576 


!\/liOA0642 


IVIIOA8487 


n/M'00'1 Q 

ncr^y 1 0 


ncrc5117 


SEOA3776a 


SEOA8630 


SEOB3388 




50. collagen type XI alpha 1 (C0L11A1) 




79 










BFCN0019 


FCR3061 


FCR6740 


TCrD 1 yoy 


hfcr3645 


hfcr9803 


ncr0765 


ncrb8744 


SEOA1078a 


BFCW0067 


FCR4065 


FCR7338 


fcrb2337 


hfcr3667 
1 \ <j\j\j 1 






1 lUI UUU 1 ^ 




CR0981 


FCR4480 


fcrb0295 


fcrb2427 


hfcr4440 


!\410A2398a 


ncr3972 


ncrc3547 


SEOA3721a 


FCR1183 


FCR4833 


fcrb0311 


fcrb2700 


hfcr5821 

1 II VI Wait 1 


mioa9888 

1 1 llvviv 


1 ivi ^KJ^U 


1 Ivl vv\Jv 1 




FCR1389 


FCR4999 


fcrb0718 


hfcr0971 


hfcr6956 


mlob1059 


ncr5322 


ncrc4919 


SEOA8846 


FCR1425 


FCR5251 


fcrb1524 


hfcr2334 


hfcr6981 


MIOB2095 


ncr8476 


ncrc5211 


SEOB2193 


FCR1964 


fcr5270n 


fcrb1637 


hfCT2833 


hfcr8011 


miob3187 


ncrb6982 


ncrc5295 


seob5225 


FCR2008 


FCR5847 


fcrb1681 


hfcr3379 


hfcr8492 


miob3187 


ncrb7182 


ncrc6628 


seob6665 


FCR2481 


FCR5986 


fcrb1857 


hfcr3421 


hfcr9540 


ncr0320 


ncrb7998 


SEOA0779 




51. fibromodulin (FiMOD) 


NIUI_002023.2 


79 












ncrc3689 


hfcr0607 


lVIIOA5171a 


tniob4090 


ncr8395 


ncrb3446 


ncrb6898 


ncrc5001 


SEOA3929 


ncrc3688 


MiOA0370a 


MIOA6274a 


miob4738 


ncr8762 

1 1 VI \J 1 \Jtm 


ncrb3845 

1 i VI Ly w~v 


ncrb6927 

1 1 vl UV/v^ I 


i 1 vl vVJ 1 




BFCW0462 


MIOA0748 


MIOA6465a 


ncr0409 


ncr9396 


ncrb3853 


ncrb7552 


ncrc8915 


SEOB0081 


FCR4298 


MIOA1265 


MIOA6711a 


ncr0975 


ncr9645 




nrrrflfiftl 


nrrrQI 8? 

1 lUI Vv 1 uo 




FCR4577 


MIOA1553 


MIOA8507 


ncr1035 


ncrb0925 


ncrb5483 


nerd 265 


ncrc9366 


seob2613 


FCR4915 


MIOA3682a 


mioa9288 


ncr1261 


ncrb1139 


ncrb5607 


ncrc3028 


SEOA0274 


seob4593 


FCR5511 


MIOA4214 


mioa9725 


ncr2354 


ncrb1189 


ncrb5636 


ncrc3220 


SEOA0530 


seob5346 


fcrb0079 


MIOA5535a 


miob1460 


ncr4525 


ncrb1680 


ncrb6014 


ncrc3814 


SEOA0815 


seob6471 


fcrb2318 


i^lOA5961a 


miob3317 


ncr5756 


ncrb2396 


ncrb6743 


ncrc3984 


SEOA1331 




52. collagen type IX alpha 1 (C0L9A1 )(ORF) NM_001 851 .1 78 










BFCN0097 


FCR1975 


FCR6017 


fcrb0316 


fcrb2508 


hfcr0697 


hfcr2916 


hfcr6335 


hfcr9124 


BFCN0239 


FCR3734 


FCR6469 


fcrb0592 


fcrb2598 


hfcr0840 


hfcr3384 


hfcr6362 


hfcr9922 


CR0556 


FCR3934 


FCR6735 


fcrb1063 


hfcr0044 


hfcr0978 


hfcr3764 


hfcr6895 


ncr9432 


CR0794 


FCR4299 


FCR6874 


fcrb1199 


hfcrOUO 


hfcr1075 


hfcr3958 


hfcr7353 


ncrb3492 


FCR0150 


FCR4334 


FCR7008 


fcrb1628 


hfcr0303 


hfcr1167 


hfcr4545 


hfcr8399 


ncrb5133 


FCR1323 


FCR4799 


FCR7124 


fcrb1670 


hfcr0356 


hfcr1235 


hfcr4604 


hfcr8501 


ncrc5843 


FCR1330N 


FCR5027 


fcrb0008 


fcrb1778 


hfcr0398 


hfcr1335 


hfcr5086 


hfcr8969 


ncrc6823 


FCR1363N 


FCR5582 


fcrb0072 


fcrb2079 


hfcr0509 


hfcr2069 


hfcr5468 


hfcr9033 




FCR1716 


FCR5920 


fcrb0266 


fcrb2459 


hfcr0639 


hfcr2807 


hfcr5756 


hfcr9085 
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53. tliioredoxin (TXN) J04026 75 





FCR1367 


MIOA3109a 


mioa7827a 


ncr2285 


nere2111 


SEOA3091a 


SEOA6537a 


SEOB0681a 


seob6623 




FCR3058 


i\/IIOA5049a 


mioa7880 


ncr6012 


ncrc8909 


SEOA3267 


seoa6780 

OwUmVJ I \J\J 


SEOB0743 


^pnh7nn'^ 




hfiDr0309 


!\/IIOA6508a 


!\4IOA8233 


ncr6585 


ncrc9237 


SEOA3457a 


SEOA7464a 


SEOB1475 


seob7729 




hfcr3642 


MIOA6525a 


mioa9231 


ncr8720 


SEOA0315n 


SEOA3545a 


seoa8024 


SEOB1591 






IWIOA0947 


MIOA6571a 


mioa9868 


ncrb3007 


SEOA0432 


SEOA3601a 


SEOA9247 


SEOB1890 






MIOA2278a 


MIOA7079a 


miob0922 


ncrb4305 


seoalOOSm 


SEOA4786a 


SEOA9457 


SEOB3116 






MIOA2697a 


MIOA7290 


miob5437 


ncrb6218 


SEOA1850a 


SEOA5350 


SEOA9591 


SEOB3178 






MlOA2902a 


MIOA7448a 


miob5681 


ncrb6455 


SEOA2594 


SEOA5964 


SEOA9743 


SEOB3321 






IVIIOA2958a 


MIOA7508a 


ncr2050 


ncrc0668 


SEOA2997a 


SEOA6464a 


SEOA9941 


seob4248 






54. ribosomal protein L37 L11567 


75 














BFCN0210 


FCR3548 


fcrb2186 


hfcr4154 


MIOA7049a 


ncr7262 


ncrc1556 


SEOA6906 


seob4744 




BFCS0513 


FCR3829 


fcrb2657 


hfcr7688 

1 1 1 wi r WW 


m!ob1083 


nnr86?Q 


nrrnfi178 

1 Ivl 1 1 U 








BFCW0114 


FCR5149 


hfcr0073 


hfcr7961 


miob4794 


ncr9661 


ncrc5721 


SEOB0390 


seob7553 




FCR0151 


FCR7304 


hfcr0664 


hfcr7974 


miob6493 


ncrb2533 


ncrc9220 


SEOB1393 






FCR1302 


FCR7305 


lifcr0753 


hfcr8859 


ncr1236 


ncrb2548 


ncrc9904 


SEOB1652 






FCR1514 


FCR7354 


hfcr2282 


hfcr9555 


ncr1779 


ncrb2571 


SEOA1391 


SEOB1755 




.?assF 


FCR1746 


fcrb0253 


hfcr2623 


hfcr9649 


ner3420 


ncrb3712 


SEOA2490 


SEOB2197 






FCR1786 


fcrb1705 


HFCR3132 


MlOA6216a 


ncr5324 


ncrb5379 


SEOA4467a 


SEOB2677 






FCR2443 


fcrb1804 


hfcr3613 


MIOA6421a 


ncr5723 


ncrc0170 


SEOA5523a 


SEOB3018 




m 


55. "ribosomai protein S4,X-ilnked(RPS4X)"NM_001007.1 71 










CO 


BFCS0092 


FCR3761 


fcrb2510 


hfcr2508 


hfcr9644 






1 \\A U\J£rT\J 






BFCW0574 


FCR4010 


fcrb2549 


hfcr2563 


MIOA0205a 


MIOB2248 


ncr3579 


ncrb3959 


SEOA4280a 




CR0312 


FCR4862 


fcrb2639 


hfcr3947 


MIOA1292 


M10B2865 


ncr4082 


ncrb4535 


Ou\JM't*t I Oa 




CR0505 


FCR5766 


Iifcr0351 


hfcr5067 


MIOA8695 


miob4527 


ncr4705 


ncrb8117 


SEOB0178 


ill 


FCR0248 


fcrb0389 


hfcr0682 


hfcr8019 


MIOA8695 


miob6112 


ncr5887 


nerd 627 


SEOB1170 




FCR1343 


fcrb0963 


hfcr0976 


hfcr6887 


mioa9772 


ncr0330 


ncr9424 


nerc2180 


seob7253 


m 


FCR1858 


fcrb1598 


hfcr2027 


hfcr7173 


miob0761 


ncr0466 


ncr9491 


ncrc9858 


seob8252 


o 


FCR2326 


fcrb1849 


hfcr2045 


hfcr7642 


miob0855 


ncr1916 


ncrb0201 


SEOA2799 






56. "NADH deliydrogenase (ubiquinone) 1 alplia subcomplex, 4 {9kD, lULRQ) (NDUFA4) ''NiV!_002489.1 69 






FCR0841 


IVIIOA7558a 


miob3832 


SEOA0481 


SEOA3466a 


seoa6942 


SEOA9155 


SEOB1156 






FCR6689 


MiOA8394 


miob4329 


SEOA1342 


SEOA3547a 


SEOA7243a 


SEOA9171 


SEOB1283 


seob5449 




FCR6961 


MIOA9117 


miob4896 


SEOA1786a 


SEOA4187a 


SEOA7360a 


SEOA9890 


seob1679n 






hfcr3816 


mioa9728 


ncr3341 


SEOA1884 


SEOA4736a 


SEOA7461a 


SEOB0095 


SEOB2213 


seob6514 




Iifcr5659 


mioa9961 


ncrb2861 


SEOA2453a 


SEOA4773a 


seoa7813a 


SEOB0225 


SEOB3145 


seob7888 




M1OA1307 


miob0758 


nerd 472 


SEOA2661 


SEOA5547a 


seoa8064 


SEOB0363 


SEOB3504 






MIOA5514a 


MI0B2111 


nerd 727 


SEOA2993a 


SEOA5741a 


seoa8065 


SEOB0601 


seob4470 






MIOA6662a 


miob2985 


SEOA0162a 


SEOA3371a 


SEOA6551a 


seoa8072 


SEOB1033 


seob5245 






57. ribosomal protein L3 (IRPL3) NM_000967.1 69 












BFCN0003 


FCR4459 


FCR6508 


fcrb2071 


hfcr1714 


hfcr9439 


miob6781 


ncrc6720 


SEOA7534a 




BFCW0014 


FCR4661 


FCR6660 


fcrb2188 


hfcr2513 


hfcr9550 


ncr3906 


ncrc8939 


SEOB0216 




FCR0555 


FCR4772 


FCR7448 


fcrb2219 


HFCR3228 


MIOA1289 


ncr8373 


ncrc9244 


SEOB3228 




FCR1489 


FCR4863 


fcrb0681 


fcrb2535 


hfcr6433 


MIOA1633a 


ncr8593 


SEOA0402 


seob3987 




FCR1596N 


FCR5014 


ferb0584 


Iifcr0149 


hfer6765 


MIOA3451a 


ncrcOHO 


SEOA2266a 


seob4978 




FCR1832 


FCR5155 


fcrb1322 


hfcr0798 


hfcr6896 


miob0936 


nerd 064 


SEOA2305a 






FCR2055 


FCR5196 


fcrb1388 


hfcr0933 


hfcr7828 


miob4239 


ncrc2189 


SEOA7493a 






FCR4135 


FCR5623 


fcrb1577 


hfcr0940 


hfcr8908 


miob5656 


ncrc4926 


SEOA7516a 





Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 28 of 312 



58. LlNE-1 INVERSE TRANSCRIPTASE HOMOLOG (=putative p1 50) spP08547 68 



ncrc4841 


mioa9715 


miob6928 


ncr3330 


ncr7951 


ncrb3860 


ncrc3159 


ncrc6703 


seob6148 


ncrc5022 


miob0184 


ncr0422 


ncr3468 


ncr8310 


ncrb6723 


ncrc3204 


ncrc7091 


seob6182 


hfcr0882 


miob0522 


ncr0505 


ncr5681 


ncr9305 


ncrb7313 


ncrc3786 


ncrc9267 


seob6283 


mioa0136m 


miob0669 


ncr0514 


ncr5708 


ncr9853 


ncrb7775 


ncrc4112 


ncrc9309 


seob6822 


MlOA3911a 


miob1725 


ncr0525 


ncr7128 


ncrb0725 


ncrb8499 


ncrc4516 


ncrc9564 




MIOA7295 


miob3754 


ncr3120 


ncr7143 


ncrb2043 


nCTc0853 


ncrc4551 


seob1042 




mioa9386 


miob6328 


ncr3231 


ncr7471 


ncrb2239 


nerd 754 


ncrc5181 


seob3686 




mioa9402 


miob6630 


ncr3287 


ncr7949 


ncrb3587 


ncrc3087 


ncrc6672 


seob5686 





59. ribosomal protein L6 X69391 66 



FCR0265 


FCR5508 


fcrb2236 


MIOA1529 


mioa9877 


ncr7770 


ncrc2295 


SEOA5916 


FORI 061 n 


FGR6827 


fcrb2315 


MIOA3177a 


miob3620 


ncrb0037 


ncrc3544 


SEOA7568a 


FCR2738 


fcrb1088 


Iifcr1252 


MIOA4563a 


miob3631 


ncrb0223 


nCTc3648 


SEOB3316 


FCR3740 


fcrb1305 


hfcr1778 


i\4IOA6194a 


ncr0393 


ncrb6689 


ncrc3648 


seob5041 


FCR4019 


fcrb1685 


hfcr5769 


IVilOA6799a 


ncr1578 


ncrb7097 


SEOA1155a 


seob5270 


FCR4350 


fcrb1780 


hfcr7778 


MIOA7132a 


ncr2808 


ncrb7185 


SEOA1276a 


seob5685 


FCR4497 


fcrb2045 


hfcr9176 


MIOA8936 


ncr2870 


nCTc0617 


SEOA5059a 


seob5746 


FCR4779 


fcrb2105 


Iifcr9226 


mioa9762 


ncr7349 


ncrc0732 


SEOA5545a 


seob7309 



seob7870 



60. ribosomal protein L32 (RPL32) NM_000994.1 66 



BFCS0083 


FCR0886 


fcrb2032 


hfcr2514 


hfcr9071 


MIOA3608a 


ncrb0488 


nerd 799 


seob4964 


BFCS0389 


FCR4652 


fcrb2081 


hfcr2682 


hfcr9210 


mioa9507 


ncrb4083 


ncrc2065 


seob6094 


BFCW0384 


FCR4726 


fcrb2092 


hfci^773 


hfcr9471 


mioa9664 


ncrb4929 


ncrc5204 




BFCW0605 


FCR4875 


fcrb2406 


hfcr4156 


hfcr9539 


miob0777 


ncrb6587 


ncrc9397 




CR0042 


FCR5201 


fcrb2563 


hfcr5671 


hfcf9640 


ncr2995 


ncrb7604 


SEOA5904 




CR0167 


FCR5727 


fcrb2705 


hfcr6091 


hfcr9663 


ncr4816 


ncrb7839 


SEOB0167 




CR0231 


FCR6443 


hfcr0558 


hfcr6213 


MIOA0197a 


ncr6019 


ncrc0049 


SE0B1114 




FCR0235 


fcrb0037 


hfcr0605 


hfcr6865 


MIOA1668a 


ncr6375 


ncrc0397 


SEOB1184 





61. ribosomal protein 1^7 (RPL27) NM_000988.1 65 



BFCW0589 


FCR4638 


hfcr3676 


hfcr9143 


cr0018n 


FCR5376 


hfCT4166 


hfcr9958 


FCR0890 


FCR6255 


hfcr5037 


hfcr9985 


FCR2721 


FCR6345 


hfcr5133 


MIOA0698 


FCR3569 


FCR7291 


hfa6272 


M1OA8066 


FCR3716 


fcrb0327 


hfcr7376 


MIOA8126 


FCR3955 


hfcr0089 


hfcr7841 


MIOA8126 


FCR4487 


HFCR3236 


hfcr8887 


miob0789 



miob3736 


ncrb4847 


SEOA4009a 


SEOA7083a 


miob6605 


nCTb5528 


SEOA4131a 


seoa7753a 


ncr1992 


ncrc3556 


SEOA4217a 


SEOA8256 


ncr2490 


ncrc6030 


SEOA4838a 


SEOA8256 


ncr3363 


nac6509 


SEOA5274a 


SEOB0945 


ncr5683 


ncrc9692 


SEOA5497a 


seob5557 


ncr7157 


SEOA1456a 


SEOA6276 


seob6322 


ncr8651 


SEOA3244 


SEOA6461a 


seob6380 



62. reverse transCRiptase D84391 64 



hfcr0882 


miob1725 


ncr0525 


ncr5708 


MIOA3538a 


miob3754 


ncr3120 


ncr7128 


mioa9386 


miob6328 


ncr3231 


ncr7143 


mioa9402 


miob6630 


ncr3260 


ncr7471 


mioa9715 


miob6928 


ncr3287 


ncr7949 


miob0184 


ncr0422 


ncr3330 


ncr7951 


miob0522 


ncr0505 


ncr3468 


ncr8310 


miob0669 


ncr0514 


ncr5681 


ncr9305 



ncr9853 


ncrc0853 


ncrc4551 


ncrc9309 


ncrb0725 


nerd 754 


ncrc4841 


ncrc9564 


ncrb2043 


ncrc3087 


ncrc5022 


seob1042 


ncrb2239 


ncrc3159 


ncrc5181 


seob5686 


ncrb6723 


ncrc3204 


ncrc6672 


seob6148 


ncrb7313 


ncrc3786 


ncrc6703 


seob6182 


ncrb7775 


ncrc4112 


ncrc7091 


seob6283 


ncrb8499 


ncrc4516 


ncrc9267 


seob6822 



63. asporin (ASPN) (LRR class 1) NM J17680.1 63 

SEOA2496 mioa9350 miob1075 MIOB1547 miob1952 miob3568 miob6013 miob6733 miob7035 

mloa7722a mioa9361 miobl138 miob1744 MIOB2094 miob3821 miob6458 miob6919 ncrb1583 

mioa9267 miob0652 MIOB1541 miob1772 miob2889 miob4143 miob6569 miob7032 ncrb4256 
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nerd 221 


seoa8039 


SEOA8780 


seob0215n 


SEOB1634 


SEOB1941 


seob4979 


seob6284 


seob6840 




ncrc4009 


SEOA8671 


SEOA9316 


SEOB0508 


SEOB1677 


SEOB2092 


seob5136 


seob6474 


seob7095 




seoa2496 


SEOA8694 


SEOB0086 


SEOB0575 


SEOB1776 


seob4241 


seob5354 


seob6520 


seob7492 




seoa6842 


SEOA8772 


SEOB0112 


SEOB1107 


SEOB1826 


seob4765 


seob6278 


seob6534 


seob7974 




64. ribosomal protein L13 AF112214 


61 














BFCN0142 


FCR7167 


fcrb1246 


hfcr3533 


hfcr8404 


MIOA6006a 


ncrb3415 


SEOA1584a 


seob6616 




BFCN0181 


FCR7431 


fcrb2583 


hfcr4169 


hfcr8525 


MIOA6511a 


ncrb5350 

1 Iwl k/www w 


SEOA3293 


seob7110 




BFCN0216 


FCR7500 


fcrb2732 


hfcr5435 


hfcr8534 


mioa9789 


nerd 893 


SEOA3331a 


seob7990 




FCR2501 


FCR7643 


hfcr0499 


hfcr5742 


hfcr8554 


miob3548 


ncrc2655 


SEOA5062a 


seob8044 




FCR2838 


fcrb0063 


hfcr0634 


hfcr6436 


Iifcr9512 


ncr0796 


ncrc6153 


SEOA9288 


seob8108 




FCR4845 


fcrb0155 


hfcr1145 


hfcr7708 


MIOA2019 


ncr4434 


ncrc6522 


SEOB0548 






FCR5157 


fcrb0173 


HFCR3206 


hfcr7852 


MIOA4663a 


ncr5152 


ncrc9443 


SEOB0600 






65. Ribosomal protein L4 NIVI_000968.1 


61 














BFCS0487 


FCR6274 


hfcr6558 


miob5649 


ncr6815 


ncrb5268 


ncrc2391 


SEOA0121 


SEOA9030 




FCR0500 


FCR7020 


hfcr7492 


ncrO056 

1 1 VI Www 


ncrb1065 


ncrb5780 


ncrc2795 


spoa07fi7m 

ocuauf (J/ II 1 






FCR0580 


hfcr0700 


hfcr7981 


ncr0588 


ncrb2550 


ncrb6679 


ncrc3086 


SEOA1847a 


seob4054 




FCR1218 


hfcr2860 


hfcr9257 


ncr2141 


ncrb4648 


ncrb7625 


ncrc4536 


SEOA3918 


seob71 14 




FCR1386 


hfcr3483 


mioa9255 


ncr4070 


ncrb5090 


ncrb8104 


ncrc6692 


SEOA5850 


seob7575 




FCR1735 


hfcr3762 


MIOB2311 


ncr4661 


ncrb5173 


ncrc0899 


ncrc7174 


SEOA7275a 






FCR4879 


hfcr5690 


miob3796 


ncr5677 


ncrb5195 


ncrc1923 


ncrc9002 


seoa8030 






66. ribosomal protein S29 L31610.1 


59 














CR0835 


FCR5996 


hfcr7397 


miob0047 


ncr1388 


ncrb2676 


SEOA1644a 


SEOA4343a 


SEOA9923 




FCR0342 


fcrb0048 


hfcr8285 


mlob0695 


ncr4424 


ncrb4605 


SEOA2088 


SEOA4429a 


SEOB22R8 




FCR2984 


fcrb1360 


hfcr9634 


miob0906 


ncr5084 


ncrb5634 


SEOA2341a 


SEOA4531 


seob5210 




FCR3877 


fcrb1372 


hfcr9775 


miob4438 


ncrb0545 


ncrc0480 


SEOA2433a 


SEOA4855a 






FCR5409 


fcrb2621 


MIOA5949a 


miob6150 


ncrb1739 


ncrc0835 


SEOA2529 


SEOA5730a 




is 


FCR5416 


HFCR3167 


MIOA6463a 


ncr0253 


ncrb1977 


ncrc5559 


seoa2782n 


SEOA8365a 






FCR5744 


lifcr3584 


iVIIOA8586 


ncr0307 


ncrb2133 


ncrc9894 


SEOA3872 


SEOA8555 




= S ! 


67. ribosomal protein L7a (surf 3) large subunitM36072 


58 












CR0292 


FCR5327 


hfcr0540 


HFCR3191 


MIOA6125a 


ncr2532 


ncrc0633 


SEOA6482a 


seob4128 




FCR0850 


FCR5421 


hfcr0856 


hfcr5895 


mioa9460 


ncr5626 


nerd 864 




OCrUU / \J\J\J 




FCR1817 


FCR5683 


hfa1385 


hfcr6068 


miob3731 


ncr7001 


ncrc4027 


SEOA9124 






FCR2164 


FCR6582 


hfcr1784 


hfcr6907 


miob5118 


ncr7979 


ncrc4662 


SEOA9639 






FCR4011 


fcrb0735 


hfcr1789 


iVIIOA3200a 


miob5861 


ncr9865 


ncrc5109 


SEOB1631 






FCR4039 


fcrb2080 


hfcr1901 


IVIIOA3730a 


ncr0503 


ncrb4390 


ncrc6681 


SEOB2216 






FCR5047 


hfcr0384 


HFCR3152 


MIOA4487a 


ncr1651 


ncrb5591 


SEOA3041a 


SEOB3483 






68. transforming growth factor beta-induced, 68I(D (TGFBI) "NM_000358.1 


58 








FCR1324" 


ncr5219 


SEOA2298a 


SEOA3796a 


SEOA5218a 


SEOA7347a 


SEOA9356 


SEOB2275 


seob6500 




FCR3283 


ncrc1237 


seoa2576m 


SEOA3906 


SEOA5407 


SEOA7424a 






Qpnh7'i79 
ocUUf uf ^ 




Iifcr3625 


ncrc3047 


SEOA3015a 


SEOA4655a 


SEOA5591a 


SEOA7911a 


SEOA9733 


SEOB3115 






MIOB2862 


ncrc5571 


SEOA3296 


SEOA4755a 


SEOA6003a 


SEOA8708 


SEOB0110 


SEOB3192 






miob5796 


SEOA1251A 


SEOA3458a 


SEOA4799a 


SEOA6006a 


SEOA8969 


SEOB0151 


SEOB3307 






miob6897 


SEOAieOOa 


SEOA3473a 


SEOA5069a 


SEOA6158a 


SEOA9145 


SEOB0465 


seob4133 






ncr2025 


SEOA2236a 


SEOA3583a 


SEOA5217a 


seoa7024 


SEOA9297 


SEOB0970 


seob5157 






69. ribosomal protein L30 L05095.1 


57 














ncrc3521 


CR0296 


FCR0963 


FCR6117 


fcrb2493 


hfcr1279 


HFCR3212 


hfcr7426 


hfcr9160 




ncrc3617 


CR0587 


FCR2784N 


FCR6872 


fcrb2602 


hfcr2267 


hfcr3872 


hfcr8413 


iifcr9784 




BFCN0270 


FCR0159 


FCR5850 


fcrb2143 


hfcr0257 


HFCR3194 


hfcr4494 


hfcr8945 


M10A3332a 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 30 of 312 



MIOA3955a 


miob0952 


ncr9147 


ncrb5470 


ncrc3999 


SEOA4887a 


SEOB1458 


SOA0002 




MIOA4217 


ncr3598 


ncrb1231 


ncrc0553 


SEOA0957 


SEOA5601a 


SEOB1471 


SOA0473 




MIOA5663 


ncr6079 


ncrb2177 


ncrc2711 


SEOA3967a 


SEOA7143a 


SEOB1496 






miob0045 


ncr8767 


ncrb2576 


ncrc3196 


SEOA4789a 


SEOA7479a 


seob7948 






70. ribosomal protein SI 2 X53505 


57 












BFCN0203 


FCR3270 


fcrb0025 


fcrb1497 


hfcr6693 


MIOA1587 


ncrb2424 


ncrc2556 


SOA0347 


BFCS0314 


FCR4686 


fcrb0156 


fcrb1700 


hfcr6805 


mlna7858 


nrrh26Q2 


1 Iwl WW / 




BFCW0072 


FCR4945 


fcrb0221 


fcrb2632 


hfcr7063 


miob7036 


ncrb4310 


seoa1017m 




BFCW0372 


FCR6109 


fcrb0315 


fcrb2737 


hfcr7408 


ncr2762 


ncrb4753 


SEOA4041a 




FCR0055 


FCR6428 


fcrb1076 


hfcr0657 


Iifcr7537 


ncr4970 


ncrb5760 


SEOA5967a 




fcr0063n 


FCR7102 


fcrb1166 


hfcr2806 


hfcr7644 


ncr6819 


ncrc0025 


SEOA6746 




FCR2716 


FCR7625 


fcrb1482 


hfcr3892 


hfcr9594 


ncrb0375 


nerd 21 6 


SEOA9067 




71. ribosomal protein L23 NIV!_000978.1 


55 












BFCS0007 


fcrb1414 


hfcr7082 


ncr3372 


ncrb3708 


ncrc0190 


ncrc2924 


SE0B1171 




CR0028 


fcrb1533 


hfcr7520 


ncr3431 


ncrb4203 


nerd 1 21 

1 Iwl W ■ 1^1 


ncrc2958 

1 Iwl WbWWU 


seob3662 




CR0275 


fcrb1554 


hfcr8513 


ncr4005 


ncrb4672 


ncrc1147 


ncrc4856 


seob4438 




FCR1138 


fcrb1844 


hfcr9036 


ncr7080 


ncrbSi 76 


ncrc1352 


ncrc9467 

1 Iwl ww^V 1 


spoh4867 

OwwU^Uv I 




FCR4605 


fcrb2247 


mioa9808 


ncr7095 


ncrb6617 


ncrc1467 


SEOA6873 


seob4872 




FCR4700 


hfcr4054 


ncr0742 


ncrb1419 


ncrb7787 


ncrc2168 


SEOA6926 


seob5284 




fcrb0326 


hfcr5011 


ncr2450 


ncrb1995 


ncrb8132 


ncrc2516 


SEOA9268 


seob5424 




72. ribosomal protein SI 3 NIVI_001017.1 


55 












BFCN0256 


fcrb2586 


hfcr7670 


MIOA8714 


ncr6681 


SEOA6214a 


SEOA9404 


SEOB2981 




CR0941 


fcrb2689 


iifcr7932 








ot\^r\!70 f o 






FCR0586 


Iifcr0946 


hfcr9610 


miob4654 


ncrb5584 


SEOA6667a 


SEOA9895 


seob5488 




FCR2807 


hfcr1810 


MIOA0330n 


miob5859 


ncrb747'^ 




opnDfi-|n7 

OL-wOL/ i \J I 






FCR3656 


hfcr5469 


MIOA6099a 


ncr0926 


ncrb7759 


SEOA7501a 


SEOB0624 


seob6784 




FCR4037 


hfcr6927 


MIOA6170a 


ncr2363 


ncrc7139 


seoa8082 


SEOB1869 


seob8164 




FCR6479 


hfcr7031 


MIOA8677 


ncr5093 


SEOA5810 


SEOA8571 


SEOB2078 






73. "Iiexabrachion (tenascin C, cytotactin) (HXB) "NIM. 


.002160.1 


55 








fcrb2028 


miobOm 


ncrb4081 


SEOA0480 


SEOA6331 


SEOA9341 


SEOB2053 


seob5533 




hfcr0679 


miob1389 


ncrb7059 


SEOA1296a 








ocUUJOOO 




hfcr6406 


MIOB1519 


ncrc0973 


SEOA2357a 


seoa7959 


SEOA9882 


SEOB2225 


seob5956 




hfcr6627 


miob3932 


ncrc0999 


SEOA4599 








ocUUQO/ O 




MIOA0613a 


ncr0025 


SEOA0179a 


SEOA5093a 


seoa8009 


SEOB1685 


SEOB3447 


seob7144 




MIOA2181a 


ncrb0076 


SEOA0218a 


SEOA5366 


SEOA8620 


SEOB1781 


SEOB3584 


SOA0442N 




MIOA2246a 


ncrb1455 


SEOA0460 


SEOA6079a 


SEOA9325 


SEOB1935 


seob4389 






74. ribosomal protein S24 M31520 


54 












CR0682 


FCR3912 


fcrb1286 


hfcr6040 




iiIIUIjOOOi 


nClDDOO 






FCR0161 


FCR5082 


hfcr0815 


hfcr8029 


MIOA5416a 


miob4409 


ncr7525 


SEOA4494 


SEOA9843 


FCR0193 


FCR5213 


hfcr1688 


hfcr8277 


MIOA7536a 


mioh62ni 


i Iwl UUOt^v/ 


^F0A7'^Q'i3 

\jLL\Jr\l Owv^Cl 




FCR1971 


FCR5870 


hfa4174 


hfcr9277 


mioa9623 


ncr0323 


ncrc1358 


seoa7846a 


seob4523 


FCR2813 


FCR6136 


iifcr4816 


hlcr9896 


mioa9700 


ncr3055 


ncrc4163 


SEOA6560 


seob4866 


FCR3430 


FCR6932 


hfcr5082 


MIOA0246a 


miob1713 


ncr5725 


SEOA1087a 


SEOA9089 


seob8072 


75. cartilage linl( protein (CRTL1)U43328.1 54 










ncrc4577 


FCR0818 


fcrb0409 


hfcr0979 


hfcr5807 


hfcr8602 


ncr0193 


ncr3922 


ncr7451 


ncrc4602 


FCR2128 


fcrb1038 


hfcr2918 


hfcr7538 


hfcr9366 


ncr0935 


ncr5056 


ncr7788 


BFCN0006 


FCR6309 


fcrb1853 


hfcr4100 


hfcr8053 


M10A9154 


ncr0985 


ncr6991 


ncr9362 


CR0196 


FCR6669 


hfcr0638 


hfcr4438 


hfcr8584 


miob0708 


ncr2987 


ncr7109 


ncr9395 
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ncr9551 


ncr9811 


ncrb1555 


ncrb5231 


ncrc1005 


ncro4201 


ncrc6252 


nCTc6804 


ncrc4602 


ncr9566 


ncrb0423 


ncrb2864 


ncrb8053 


nCTolGIO 


ncro4924 


ncrc6679 


ncrc4577 


SEOA8956 


76. "actin, beta (ACTB) "NM_001101.2 


53 












BFCS0541 


FCR0233 


FCR6433 


hfcr5579 


miob6242 


ncr7430 

1 ivi I ~v/v 


ncrb4668 


ncrb7747 


nrrn487fi 


CR0054 


FCR0767 


fcrb0617 


hfcr6706 


ncr2461 


ncr8795 


ncrb5255 


ncrb8144 


nerc9113 


CR0359 


FCR2620 


Iifcr0305 


hfcr6900 


ncr3648 


ncrb0064 


ncrb5509 


ncrb8159 


SEOA9991 

\J ^ i\ V w \j 1 


CR0873 


FCR3097 


hfcr2832 


IVIIOA2341a 


ncr5377 


ncrb0567 


ncrb6755 


ncrb8323 


SEOB0709a 


CR0944 


FCR4029 


HFCR3125 


MIOA2621 


ncr6931 


ncrb2169 


ncrb7282 


nerd 603 


seob5132 


CR1028 


FCR4755 


hfcr4325 


MIOA7237a 


nCT7407 


ncrb4442 


ncrb7284 


nac1719 




77. Ribosomal protein L36 (=RPL44)AF077043.1 


53 










BFCN0045 


FCR1503 


FCR6206 


hfcr8568 












BFCN0202n 


FCR2123 


FCR7286 


hfcr8976 


miob0139 


ncr0847 


ncrb6223 


SEOB0585 


seob5429 


FCR0099 


FCR2543 


fcrb1449 


MIOA3482a 






1 l\f\ uuuuu 






FCR0558 


fcr3368n 


fcrb1923 


MIOA3912a 


miob3894 


ncr3305 


ncrc2298 


SEOB1596 


seob7264 


FCR0855 


FCR4617 


fcrb2739 


MIOA5618a 


miob4540 


ncr4575 


ncrc2976 


SEOB2954 


seob7466 


FCR1203 


FCR4872 


hfcr0980 


MIOA6960a 


miob6079 


ncr6711 


SEOA4202a 


SEOB2967 




78. ribosomal protein S1 7 M1 3932 


52 












BFCN0222 


FCR2769 


fcrb2403 


hfcr0977 






IIWt/ 0*+ 


nprh774Q 




CR0050 


FCR4781 


fcrb2434 


hfcr1290 


hfcr6919 


miob4009 


ncr6756 


ncrb8512 


SEOB1433 


CR0414 


FCR6358 


hfcr0363 


hfcr2081 


1 llvl Ott 1 


minhRR4R 

iiliUi/UOtU 




nrrr9n?'^ 

i lOI v^UOO 


OCUUOUH-/ 


CR0590 


FCR6532 


hfcr0625 


hfcr2713 


hfcr9609 


ncr0697 


ncrb7004 


SEOA2797 


seob6105 


fcr1019nn 


fcrb1579 


hfcr0632 


hfcr2935 


MIOA3987a 


ncr1219 


ncrb7221 


seoa7870a 




FCR1771 


fcrb2016 


hfcr0813 


HFCR3218 


MIOA6057a 


ncr3787 


ncrb7353 


SEOA9471 




79. cytol(ine-lil(e protein C17 NM_018659.1 


51 










ncrc3898 


iTiiob2535 


ncrlSIO 


ncr3855 


nrrTlfi'? 

1 Iv/I 1 1 sJyJ 


nrrhinC|4 

1 U 1 V/S7*T 








ncrc4120 


miob2963 


ncr2140 


ncr3859 


ncr8805 


ncrb1488 


ncrb4939 


nerd 700 


ncrc5444 


mioa7725a 


miob3172 


ncr2480 


ncr4721 




nrrh1fi71 

1 lUI U 1 vJr i 






ilUwO/ 1 


MIOA9129 


miob3774 


ncr2708 


ncr5349 


ncr9169 


ncrb2739 


ncrb7176 


ncrc2881 




niioa9529 


iniob5605 


nCT2854 


ncr5976 


ncrb0117 


ncrb3147 


ncrc0120 


nere4179 




miob1268 


ncr0269 


ncr3483 


ncr6769 


ncrb0721 


ncrb3851 


ncrc0437 


nere4284 




80. PRO2003 AF1 16679.1 


51 














ncrc2304 


hfcr0863 


hfcr7648 


hfcr9706 






ncrcuz 10 


cpnR1777 
OtUD \ f / f 




ncrc2307 


hfcr0893 


hfcr7953 


hfcr9915 


ncr9022 


ncrb3389 


ncrc0910 


SE0B2111 


seob6329 


ncrc3994 


hfcr2499 


hfcr8001 


miob0264 








CFnR997fi 




ncrc4141 


hfcr6104 


hfcr8210 


miob6220 


ncrb0677 


ncrb7780 


ncrc9515 


seob4314 




ncrc4476 


hfcr6542 


hfcr8910 


ncr1797 


ncrb2135 


ncrb7836 


SEOB0080 


seob5004 




ncrc4593 


hfcr6725 


hfcr9559 


ncr2467 


ncrb2834 


ncrb8723 


SEOB1463 


seob5541 




81. prothymosin alplia IH14630 


51 












CR0302 


FCR3466 


hfcr1734 


M10A2416a 


miob1793 


ncrb6724 


SEOA2613 


SEOA9772 


seob6179 


CR0768 


FCR5068 


HFCR3097 


MIOA3296a 


miob5650 


ncrc0481 


SEOA4152a 


SEOA9944 


seob6795 


FCR0469 


FCR6419 


HFCR3148 


MIOA4615a 


miob6633 


ncrc4208 


SEOA6138a 


SEOA9978 


SOA0630 


FCR0611 


fcrb0952 


hfcr4600 


MIOA5169a 


ncr1756 


ncrc7100 


SEOA6683a 


SEOB0522 




FCR1133 


fcrb1532 


hfcr8455 


miob0457 


ncr2091 


ncrc8969 


SEOA7329a 


SEOB3176 




FCR3022 


hfcr1133 


hfcr8906 


miob0688 


ncr8485 


ncrc9527 


SEOA9322 


seob5676 
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82. tumor rejection antigen (gp96) 1 (TRA1) X15187 51 



FCR2424 


hfcr2017 


MIOA5601a 


MIOB2798 


miob5436 


ncr8443 


SEOA0899 


SEOA9754 


seob7485 


FCR4949 


hfcr3736 


I^IOA6103a 


miob3367 


miob6085 


ncr8848 


seoa1357m 


SEOA9919 


seob7970 


FCR5092 


hfcr4140 


MiOA6704a 


miob3975 


miob6175 


ncrb5222 


SEOA2148n 


SEOB1422 


SOA0327 


FCR7473 


hfcr5481 


MIOA7467a 


miob4069 


miob6184 


ncrc2842 


SEOA3353a 


seob6151 




FCR7642 


MIOA2495a 


MIOA8468 


miob4412 


miob6763 


ncrc3133 


SEOA6403 


seob6549 




fcrb1656 


MIOA2777a 


miob0951 


mlob4883 


ncr7371 


nac5240 


SEOA8275 


seob7328 




83. "actin, gamma 1 (ACTG1) "NM_001614.1 


51 










BFCS0504 


FCR0595 


fcrb0427 


hfcr3576 


hfcr6740 








<;pnhfiAfiQ 

oCUUUOUU 


BFCW0404 


FCR2311 


fcrb1075 


hfcr4467 


hfcr6797 


MIOA8852 


ncrb2109 


ncrc9850 


seob7563 


BFCW0558 


FCR2503 


fcrb1487 


niClH'f / D 


hfcr7025 


miob0933 


ncrb7748 


SEOA0412 


SOA0673 


FCR0273 


FCR3102 


fcrb1937 


riTcro 1 Do 


hfcr8387 


miob3532 


ncrc0240 


SEOA5639a 




FCR0438 


FCR3478 


hfcr1183 


nTcrD4/ 1 


hfcr8409 


ncr6706 


ncrc0623 


SEOA6908 




FCR0525 


FCR3637 


Iifcr3491 


iliu 00 1 V 


hfcr9933 


ncr9365 


ncrc4043 


8eob5705 




84. ferritin heavy ctiain L20941.1 


50 












FCR6907 


MIOA5974a 


ncr6856 


SEOA0589a 




5^EnA44Qfi 


OCUClU\7UU 


O^Vm/Mv/ I 1 




fcrb0752 


miob1004 


ncr9053 


SEOA1715a 


SEOA3043a 


SEOA4539 


seoa6965 


SEOB3562 


seob8333 


hfcr1741 


miob2883 


ncrb1223 


CCnA'lQ'lQn 


seoa3177m 


SEOA5126a 


SEOA7227a 


seob3681 




hfcr9236 


miob2961 


ncrb3177 


ohUAzUiy 


SEOA3573a 


SEOA5165a 


seoa8115 


seob5030 




MIOA5834a 


niiob3041 


ncrb6581 




SEOA4032a 


SEOA6228 


SEOA8690 


seob5347 




MIOA5930a 


ncr5675 


SEOA0581 


CCAAOOyl 'Irt 

ohUA2z4la 


SEOA4495 


SEOA6257 


SEOA8691 


seob7869 




85. PR02853 AF1 19905.1 


50 














ncrc6233 


miob0751 


ncrb0660 


ncrbiSSO 






1 11^1 VrvO / O 






ncrc7150 


miob1376 


ncrb0759 


ncrb2189 


ncrb4836 


ncrc0399 


ncrc4670 


ncrc9703 


seob7315 


mioa7731a 


miob2945 


ncrb1235 


ncrDzoun 


ncrb6809 


ncrc0561 


ncrc5067 


ncrc9804 




mioa9306 


miob3459 


ncrb1300 


ncTDoioz 


ncrb7647 


ncrc1632 


ncrc5910 


SEOB1109 




mioa9758 


miob4938 


ncrb1394 


ncrboloo 


ncrb7987 


ncrc2580 


ncrc6356 


SEOB2762 




miob0742 


miob6344 


ncrb1487 




ncrc0263 


ncrc3304 


ncrc9005 


SEOB3079 




86. ribosomal protein L5 U76609 


48 












BFCW0010 


FCR4848 


fcrb1390 


hfcr4122 


IVIIVJMO/ Ot- 


llllUiJ't^'fD 




otUD 1 yuo 




CR0394 


FCR5515 


hfcr0494 


iifcr5240 


miob1093 


miob6302 


ncrb7950 


seob3692 




CR0874 


FCR5987 


hfcr1208 


hfcr8222 


MIOB2121 


miob6386 


ncrc1138 


seob3972 




FCR0332 


FCR7697 


hfcr1272 


hfcr8452 


MIOB2789 


ncr1492 


ncrc3238 


seob4595 




FCR2853N 


fab1035 


hfcr1682 


hfcr9774 


miob4056 


ncr5412 


ncrc9912 


seob4864 




FCR4096 


fcrb1138 


hfcr2509 


MIOA6875a 


miob4211 


ncrb1521 


SE0A1118a 


seob7667 




87. n ribosomal protein L26 X69392 


48 












bfcw0519 


FCR5982 


hfcr1112 


MIOA1704a 


miob2515 










CR0351 


FCR6554 


hfcr1225 


MIOA1780 


miob3428 


ncrb6350 


SEOA6501a 


SEOB0646a 




CR0532 


FCR6916 


hfcr2743 


MIOA2056 


miob3454 


ncrb6976 


SEOA6533a 


SEOB1528 




FCR0868 


fcrb1730 


hfcr3589 


M10A2332a 


miob4406 


ncrc5956 


SEOA7171a 


SEOB2643 




FCR4049 


hfcr0962 


hfcr9444 


MIOA3991a 


miob5941 


ncrc9294 


seoa7859a 


SEOB3118 




FCR4578 


hfcr1093 


hfcr9704 


MiOA5747a 


ncrb1141 


SEOA4119a 


SEOA9571 


seob4349 




88. "ribosomal protein, large, PI (RPLP1)"NIVI_001003.1 48 










BFCW0055 


CR0861 


FCR1286 


FCR3492 


FCR4264 


FCR7069 


fcrb1647 


hfcr1875 


hfcr4027 


BFCW0412 


FCR0667 


FCR1831 


FCR3812 


FCR4340 


fcrb0204 


fcrb2174 


hfcr3542 


hfcr5767 


CR0283 


FCR0729 


FCR2186 


FCR4095 


FCR5330 


fcrb1313 


hfcr0922 


hfcr3588 


hfcr6675 


CR0859 


FCR1117N 


FCR2694 


FCR4232 


FCR6800 


fcrb1505 


hfcr1074 


hfcr3651 


hfcr7578 
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hfcr7866 


hfcr9661 


!VIIOA1273 


miob1255 


SEOA4147a 


seob6226 








hfcr9473 


hfcr9696 


MIOA1790 


ncr0336 


SEOB3513 


seob7978 








89. ribosomal protein L1 1 L05092.1 


48 












BFCW0433 


FCR2602 


fcrb1541 


hfcr3869 


MIOA6598a 


ncr7355 


nr/h7480 

1 l\Jl U 1 ~\J\J 


SEOA5534a 




CR0545 


FCR3500 


hfcr0573 


hfcr5796 


ncr2533 


ncrb0789 


nerd 008 


SEOA6566a 




CR0830 


FCR4655 


hfcr1894 


hfcr6105 


ncr3037 


ncrb2295 


ncrc2731 


SEOA8322a 




FCR0167 


FCR4842 


hfcr1896 


tifcr6522 


ncr3083 


ncrb3967 


ncrc4222 


SEOB0912a 




FCR0471 


FCR7248 


hfcr2588 


hfcr8362 


ncr3874 


ncrb6272 


ncrc4419 


seob2548 




FCR1540 


FCR7477 


hfcr2628 


Iifcr9731 


ncr4339 


ncrb7479 


SEOA1885 


seob8315 




90. "guanine nucleotide binding protein (G protein), beta polypeptide 2-lil<e 1 (GNB2L1) "Nl\/I_006098.1 4 




FCR0068 


FCR2537 


hfcr0338 


hfcr«458 


miob1071 


ncr8620 


ncrb5828 


nerd 735 




FCR0603 


FCR2633 


hfcr0399 


hfcr8507 


ncr2251 


ncrb2728 


ncrb6304 


nerc2045 




FCR0765 


FCR4805 


hfcr3802 


Iifcr9053 


ncr3962 


ncrb3965 


ncrb6391 


ncrc4250 




FCR1289 


fcrb1688 


hfcr5246 


MIOA1401a 


ncr5713 


ncrb4362 


nerd 152 


SEOA3128a 




FCR1466 


fcrb1925 


Iifcr6291 


!VIIOA9171 


ncr5758 


ncrb4487 


nerd 200 


seoa7861a 




FCR2096 


fcrb2086 


hfcr7018 


miob0932 


ncr6203 


ncrb4934 


nerd 204 


seob3908 




91 . vitamin A responsive cytoskeleton related (JWA) 


NM_006407.2 


47 








MIOA0651 


MIOA6790a 


MIOB2216 


ncr0376 


ncrc0387 


SEOA1289a 


SEOA8380a 


seob6827 




MIOA1315a 


MIOA7042a 


miob2420 


ncr2407 


ncrc4304 


SEOA1784a 


SEOA9197 


seob7310 




MIOA2681a 


IVIIOA7194a 


miob3029 


ncr2413 


ncrc5456 


SEOA2439a 


SEOA9517 


seob7541 




MIOA3400a 


MIOA7246a 


miob3457 


ncr2442 


ncrc6712 


SEOA3816a 


SEOA9791 


seob8040 


i.M 


MIOA5825a 


MIOA8806 


miob5724 


ncrb2543 


ncrc6908 


SEOA4734a 


SEOB1085 


soa0240n 




IVIIOA6569a 


miob0794 


miob6274 


ncrb2617 


SEOA0336 


seoa7058 


SEOB1337 





92. HSPC312(ORF) = AF161428.1 (=HSPC310)AF161430 47 



MIOA1274m 


miob3060 


ncr2595 


ncr7344 


ncrb4119 


ncrc2448 


nac6670 


SEOB3066 




miobOlOO 


miob3656 


ncr3182 


ncr7350 


ncrb4347 


ncrc2953 


ncrc7049 


SEOB3514 




miob1291 


miob5122 


ncr3989 


ncr9923 


ncrb6046 


ncrc3813 


ncre9877 


seob3699 




miob1869 


miob5762 


ncr5115 


ncrb2076 


ncrb7830 


ncrc3928 


SEOA4771a 


seob7027 




miob2402 


ner1390 


ncr5176 


ncrb2748 


ncrb7914 


ncrc4317 


SEOA9480 


seob7744 




miob2436 


ncr2560 


ncr5477 


ncrb3902 


ncrb8016 


ncrc4428 


SEOA9572 






93. H factor 1 (complement) (HF1 ) NIVI. 


^000186.1 


47 










FCR4832 


MIOA6523a 


miob1113 


ncr1313 


ncr7734 


ncrc0663 


ncrc9585 


SEOB1216 




M1OA0119 


iVI!OA7036a 


MIOB2080 


ner5158 


ncr8426 


nerd 852 


SEOA4625a 


seob4628 




MIOA1338a 


miob0465 


miob6360 


ner5182 


ncrb4282 


ncrc3002 


SEOA5210 


seob6372 




MIOA2593a 


miob0692 


miob6948 


ner5401 


ncrb6766 


ncrc6363 


SEOA7182a 


seob6426 




MIOA4422 


miob0709 


miob6978 


ner6099 


ncrb7494 


ncre6476 


SEOB0200 


seob7338 




MIOA6504a 


miob1111 


miob7041 


ncr6912 


ncrb8592 


ncrc6936 


SEOB0972 






94. mimecan (OGN) (OIF) AF202167.1 


45 












FCR5442 


MIOA2568a 


miob3974 


miob5983 


nerb5896 


seoa6793 


SEOA8250 


SEOB3214 


seob6287 


MlOA0852a 


MIOA5495a 


miob3980 


miob6107 


SEOA2992a 


seoa6802 


SEOA9718 


SEOB3245 


seob6713 


MIOA1588 


MIOA7387a 


miob4952 


miob6295 


SEOA3954a 


SEOA7427a 


SEOA9909 


seob3718 


seob8240 


MIOA1841a 


mloa9465 


miobSOOl 


miob6776 


SEOA4828a 


SEOA7597a 


SEOB1081 


seob4882 


SOA0121 


MIOA2415a 


mioa9991n 


miob5063 


miob6848 


SEOA5869 


seoa7704a 


SEOB1505 


seob6218 


SOA0256 
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95. "S100 caicium-binding protein A4 (calcium protein, calvasculin, metastasin, murine placental homolog) (S100A4) " 
gi4506764 44 



hfcr9607 

MIOA5003a 

MIOA6456a 

MIOA6540a 

MIOA6878a 


mioa7809a 

MIOA8229 

MIOA8842 

miob0016 

miob0661 


miob3176 

miob6915 

ncr0184 

ncr0347 

ncr2603 


ncr4603 
ncr5163 
ncr8139 
ncr8280 
ncrb2310 


nCTb3097 
ncrc0506 
ncrc0512 
ncrc2974 
ncrc4228 


ncrc4492 
ncrc4844 
ncrc6478 
ncrc9115 
ncrc9469 


seoa4916a 

SEOA6170a 

SEOA6894 

seoa7740a 

SEOA8193a 


SEOA8418 
SEOA9037 
SEOA9758 
SE0B1119 
seob4697 


seob5333 
seob5358 
seob6018 
seob6747 


96. annexin 1 (lipocoitin 1) (ANX1 ) =X05908 (ORF) NM. 


.000700.1 


44 








MIOA4681 

MIOA4682 

MIOA5996a 

MIOA8978 

miob0431 


miob1144 
miob1443 
miob3338 
miob3822 
miob5843 


miob6267 

ncr2764 

ncr3620 

ncr6739 

ncr7042 


ncrb8153 
nerd 587 
ncrc3589 
ncrc4011 
ncrc5982 


SEOA4421a 

SEOA4510 

SEOA4561 

SEOA4636a 

seoa7739a 


SEOA8765 
SEOA8920 
SEOA9429 
SEOA9838 
SEOA9927 


SEOB0182 

SEOB0694a 

SEOB1150 

SEOB2284 

SEOB2734 


SEOB3077 

SEOB3508 

SEOB3576 

seob3756 

seob3943 


seob4737 
seob5733 
seob6644 
SOA0340 


97. glyceraldehyde 3-phosphate dehydrogenase (GADPH)J02642 


44 








BFCN0082 

BFCW0520 

CR0685 

FCR0310 

FCR0755 


FCR0905 

FCR1515N 

FCR1516 

FCR1729 

FCR1772 


FCR1777 
FCR1891 
FCR2240 
FCR2283 
FCR2688 


FCR3113 
FCR3705 
FCR4159 
FCR4860 
FCR5194 


FCR6586 

FCR7546 

fcrb0710 

fcrb1584 

fcrb1900 


fcrb2285 
fcrb2494 
hfcr0405 

hfcr1711 
nicr 1 ooy 


hfcr2318 
hfcr2864 
hfcr3524 

hfcr3936 
nicro 1 


hfcr6340 
hfcr6855 
hficr7453 
hfcr7845 
nicroo / y 


hfcr9317 
miob4702 
ncrb2952 
ncrc4936 


98. ribosomal protein L27A AB020236.1 


44 












BFCW0194 

BFCW0258 

CR0469 

FCR1818 

FCR3092 


FCR3185 
FCR3868 
FCR4626 

FCR4783 
FCR6389 


FCR6429 
FCR6751 
FCR6894 

FCR6960 
FCR7206 


fcrb1391 
fcrb2254 
hfcr0569 
hfcr2071 
hfcr2074 


hfcr2221 
hfcr2271 
hfcr2793 
hfcr2837 
hfcr3015 


HFCR3190 
hfcr3405 
hfcr3991 
hfcr3994 


hfcr6994 
hfcr7069 
hfcr7436 
hfcr8887 

IVI 1 vO vCl 


ncr6910 
ncr7368 
ncr8555 
ncr8813 

1 IW U J*T*T J 


ncrb5446 
ncrc4888 
SEOB0042 
seob7953 


99. HSPC310(=HSPC312) AF161428.1 


44 












MIOA1274m 

miobOlOO 

miob1291 

miob2402 

miob2436 


miobSOeO 

miob3656 

miob5762 

ncr1390 

ncr2560 


ncr2595 
ncr3182 
ncr3989 
ncr5115 
ncr5176 


ncr5477 
ncr7344 
ncr7350 

ncr9923 
nab2076 


ncrb2748 
ncrb3902 
ncrb4119 
ncrb4347 
ncrb6046 


ncrb7830 
ncrb7914 
ncrb8016 
ncrc2448 
ncrc2953 


ncrc3813 
ncrc3928 
ncrc4317 
ncrc4428 


ncrc7049 
ncrc9877 
SEOA4771a 
SEOA9480 


SEOB3066 
SEOB3514 
seob3699 
seob7027 


1 00. "calmodulin 2 (phosphoiylass kinase, delta) (CALM2) "NM_001 743.1 


to 






MIOA4349a 
MIOA4903a 
MIOA5237a 
MIOA5257a 
MIOA5684 


MIOA6831a 

MIOA6891a 

mioa9624 

miob0055 

miob1747 


miob1860 
miob1860 
miob3025 
miob3025 
miob3272 


nniob3925 
miob3945 
miob4048 
miob4203 
miob4335 


miob5683 
miob5852 
miob5868 
miob5962 
miob6050 


ncr3101 

ncr7322 

ncr9323 

ncrb3028 

ncrb3028 


ncrc5420 

ncrc5420 

SEOA0129 

SEOA2708 

SEOA3862 


SEOA4137a 

SEOA4741a 

SEOA5470a 

SEOB0082 

SEOB0082 


seob3862 
seob4267 
seob5979 


101. ribosomal protein L39 D79205 


43 












FCR0169 

FCR4623 

FCR7745 

fcrb0093 

fcrb0418 


fcrb1442 

fcrb2397 
fcrb2433 
fcrb2727 
hfcr0527 


hfcr0588 

hfcr4463 
hfcr5670 
hfcr6113 
hfcr6803 


MIOA0909a 

MIOA1468 

MIOA3141a 

MIOA6469a 

ncr0178 


ncrb0203 
ncrb0676 
ncrb2887 
ncrb4817 
ncrc1387 


ncrc2237 
ncrc3575 
ncrc4675 
ncrc5035 
ncrc5546 


SEOA1576a 

SEOA2383a 

seoa7729a 

SEOA9773 

SEOB1785 


SEOB2249 
SEOB2265 
SEOB3211 
SEOB3491 
seob3937 


seob4528 
seob5190 
seob6270 
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102. ascent-polypeptide-associated complex alpha polypeptide (NACA) NIVI_005594.1 43 



BFCWOSOOn 

FCR4155 

FCR6870 

fcrb2218 

hfcr1318 


hfcr7955 

MIOA2196a 

MiOA2899a 

MIOA3466a 

MiOA5983a 


MIOA6720a 

IVIIOA8169 

mioa9297 

mioblOOO 

miob1267 


miob1801 
miob2463 
miob4817 

miob7039 
ncrb2888 


ncrb4406 
ncrc2607 
ncrc2971 
ncrc4852 
ncrc9274 


SEOA1089a 

SEOA1200A 

SEOA1451a 

SEOA4554 

SEOA4719a 


SEOA4848a 

SEOA7105a 

SEOA8438 

SEOA8524 

SEOA9110 


SEOA9335 
SEOA9832 
SEOB1282 
SEOB2746 
SEOB2793 


SEOB3122 
SEOB3278 
seob7977 


103. ribosomal protein L44 (RPL44)NM_001 001.1 


42 










BFCN0045 

BFCN0202n 

FCR0099 

FCR1203 

FCR2543 


FCR4872 

FCR7465 

fcrb1449 

fcrb1923 

fcrb2739 


hfCT0872 
hfcr0980 
hfcr1192 
hfcr8976 
MIOA3482a 


MlOA3912a 

MiOA5618a 

MIOA6960a 

mioa9590 

miob0139 


miob3799 
miob3894 
miob4540 
miob6079 
ncr3305 


ncrb6223 
ncrb8088 
ncrc2298 
ncrc2976 
SEOA4202a 


seoa7851a 
SEOA9692 
SEOB0585 
SEOB1267 
SEOB1596 


SEOB2954 

SEOB2967 

seob4623 

seob5429 

seob7061 


seob7264 
seob7466 


104. ubiquitin A-52 residue ribosomal protein fusion product 1 (UBA52) gi4507760 


42 






FCR1156 

fcrb2195 
hfcr2641 
hfcr5099 
hfcr5626 


hfcr8751 

hfcr9421 
MIOA6428a 
ncr0272 
ncr0411 


ncr0856 

ncr2763 
ncr5097 
ncr5519 
ncr5863 


ncr5947 

ncr6957 
ncr7877 
ncr7888 
ncr8089 


ncr«504 

ncrb0543 
ncrb1157 
ncrb1596 
ncri32146 


ncrb2211 

ncrb2283 
ncrb3887 
ncrb5153 
ncrb5242 


ncrb8366 

nerd 308 
ncrc3328 
ncrc4065 
ncrc4634 


ncrc5588 

ncrc6359 
ncrc7039 
ncrc9400 
ncrc9980 


SEOA2256a 
SEOA71248 


1 05. BFCN01 71 cartilage matrix protein (CMP) geneM55682.1 


42 








BFCS0501 

BFCW0329 

CR0256 

FCR0322 

FCR0353 


FCR0537 
FCR0976 
FCR1017 
FCR1119 
FCR2178 


FCR2673 
FCR3169 
FCR3839 
FCR4097 
FCR4404 


FCR4415 
FCR5724 
FCR5973 
FCR6498 
FCR6739 


FCR6900 

fcrb0121 

fcrb1122 

fcrb1133 

fcrb2015 


fcrb2212 
hfcr2626 
hfcr2950 
hfcr3631 
Iifcr3652 


hfcr3954 
iifcr4862 
hfcr5095 
iifcr6033 
iifcr6275 


hfcf6327 
hfcr6557 
hfcr6671 
hfcr6842 
hfcr8946 


iifcr9028 


106. TSC-22 protein U35048 42 














fcrb0349 
hfcr1866 
hfcr2723 
Iifcr3050 
hfCT5167 


hfcr6448 

hfcr6635 

hfcr9358 

I^IOA0245a 

MIOA2648 


MIOA5175a 

MIOA6889a 

MIOA7092a 

mioa9403 

miob0277 


niiob1797 

MIOB2751 

IVIIOB2875 

miob6391 

miob6739 


ncr1247 
ncr1471 
ncr4524 
ncr4640 
ncr4787 


ncrb3821 
ncrb8237 
ncrb8665 
ncrc1704 
ncrc2593 


ncrc5347 
ncrc5607 
ncrc8092 
ncrc7008 
SEOA4366a 


SEOA5264a 

SEOA7394a 

SEOA9623 

SEOB0596 

seob3680 


seob4041 
seob8258 


107. "mitochondrial genes for several tRNAs (Plie, Val, Leu) and 12S and 168 ribosomal RNAs "V00710.1 


42 


miob1690 
ncrb0803 
ncrb0943 
ncrb1115 
ncrb1152 


ncrb1220 
ncrb1243 
ncrb1318 
nCTb1363 
ncrb1380 


ncrb1436 
ncrb1485 
ncrb1486 
ncrb2658 
ncrb3304 


ncrb3324 
ncrb3434 
ncrb3504 
ncrb3841 
ncrb6360 


ncrb6400 
ncrb6504 
ncrb6590 
ncrb6650 
ncrb6858 


ncrb7449 
ncrb7660 
ncrb7753 
ncrb7855 
ncrb8215 


ncrb8234 
ncrc0260 
ncrc0267 
ncrc0556 
ncrc0580 


ncrc0920 
ncrc0926 
ncrc0934 
ncrc9671 
ncrc9673 


ncrc9849 
ncrc9972 


108. ribosomal protein S19 M81757.1 


41 












BFCS0037n 

FCR0683 

FCR0731 

FCR0853 

FCR0900 


FCR1529 
FCR2893 
FCR3139 
FCR4078 
FCR4355 


FCR4873 
FCR7307 
FCR7310 
FCR7742 
fcrb1192 


fcrb1664 
fcrb1846 
fcrb2309 
fcrb2601 
hfcr0063 


hfcr0159 

hfcr1059 

hfcr2049 

HFCR2366 

hfcr2595 


HFCR3168 

hfcr3386 

hfcr4126 

hfcr5801 

iifcr5861 


hfcr6007 
Iifcr6749 
hfcr6976 
hfcr7446 
hfcr8379 


hfcr9267 
hfcr9667 
ncrc1894 
ncrc9747 
SEOA9992 


SEOB2959 


109. "ribosomal protein S28, yeast liomologue "D1 4530 41 










BFCN0255 
BFCS0462 


BFCW0587 
CR0526 


CR0599 
CR0699 


FCR1257 
FCR2308 


FCR2685 
FCR3920 


FCR4365 
FCR6122 


FCR6147 
FCR6760 


FCR7000 
FCR7034 


FCR7168 
FCR7414 
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FCR7609 
FCR7721 
fcrbOKM 


fcrb1722 
fcrb1827 
ft!rb2085 


fcrb2165 
hfcr0196 
hft!r0238 


hfcr0766 
hfcr1232 
hfcr1436 


hfcr3603 
hfcr5849 
hfcr5888 


hfcr6354 
hfcr6975 
hfcr8519 


hfcr8536 
hfcr8984 
ncrc9724 


SEOA2162 
SEOA6195a 




110. deleted in split hand/split foot 1 (DSS1) U41515 


41 










MiOA0646 

MIOA6044 

miob0520 

miob0868 

miob1915 


MIOB2153 

miob2373 

miob3941 

miob5496 

miob5776 


miob5866 

ncr1473 

ncr7455 

ncr7995 

ncrb4629 


ncrb7169 
ncrc2124 
ncrc2132 
ncrc6920 
SEOA0574a 


SEOA0602a 
SEOA1015n 
SEOA1034a 
SEOA1176A 
SEOA1370 


SEOA2356a 

SEOA3194 

SEOA4501 

SEOA4651a 

SEOA6062a 


SEOA6568a 

SEOA6601a 

SEOA7090a 

SEOA9128 

SEOAg428 


SEOA9852 
SFOA9995 
SEOB1346 
SEOB3296 
seob4414 


seob5511 


111. ribosomal protein L35a NM_000996.1 41 












BFCW0311 

FCR0017 

FCR0092 

FCR0498 

FCR0560 


FCR6322 

FCR7198 

fcrb1913 

hfcr1655 

hfcr4470 


hfcr6342 
hfcr6730 
hfcr7554 
hfa9270 
MIOA6888a 


mioa9208 

miob5439 

ncr1724 

ncr3339 

ncr4709 


ncr5184 
ncrb0446 

ncrb5455 
ncrc2970 
ncrc3982 


nac5016 
ncrc8837 

1 IVl WWV f 

SEOAi098a 
SEOA1284a 
SEOA1637a 


SEOA3133a 
SEOA4643a 
SEOA5113a 
SEOA5317a 
SEOA5324a 


SEOA7581a 
SEOB0524 

SEOB3225 

seob4663 

seob6052 


soa0291n 


112. cytochrome c oxidase subunit Vllb Z14244 


41 










FCR1855 

FCR4849 

hfcr7418 

hfcr8919 

MIOA0388a 


mioa1218m 

MIOA1456 

MIOA1733 

MIOA2188a 

MIOA7113a 


MIOA7188a 

MIOA7392a 

miob3141 

miob3921 

miob3993 


miob6127 
ncrb3935 
ncrc1745 
ncrc1772 
ncrc2368 


ncrc7107 

OCUCIUO'tOI 1 1 

SEOA2018 
SEOA3919 
SEOA3920 


SEOA3961a 

SEOA5078a 
SEOA5087a 
SEOA5316a 


SEOA6213a 

SEOA7198a 

SEOA9977 

SEOB3535 


seob4415 

seob5911 
seob5995 
seob7186 




1 1 3. I1H3.3B gene for histone H3.3 Z489S0.1 


41 










FCR1836 
FCR4015 
FCR4207 
FCR4730 
FCR6611 


FCR7196 
FCR7406 
fcrb2487 

hfcr7068 
hfcr9690 


M10A4335a 
MIOA4611a 
MIOA6839a 

miob2490 
miob3989 


miob6622 

ncr0547 

ncr3664 

ncr6903 

ncrb1585 


ncrb2649 
ncrb3172 
ncrb5585 
ncrc0334 
nerd 980 


ncrc3395 
nrrr'^QDO 

ncrc6405 

SEOA3422a 

SEOA4502 


SEOA5628a 

SEOA6258 

SEOA9789 

SEOB1402 

SEOB1649 


SEOB2031 

SEOB3175 

seob5866 

seob6700 

seob7119 


SOA0251 


114. RIBOSOMAL PROTEIN L10A (CSA-19)(RPL10A) 


P53025 


40 








BFCN0010 

BFCS0533 

FCR0227 

FCR1652 

FCR3193 


FCR3550 

FCR4164 

FCR6548 

fcrb0277 

fcrb1226 


fcrb2334 
hfcr0403 
hft:r0465 
hfcr1906 
hfcr3609 


hfcr6561 

hfcr6828 

hfcr9527 

MIOA4509a 

MIOA6652a 


M10A6783a 

MIOA6843a 

mioa9213 

miob0654 

miob6742 


ncr0643 
ncr4765 
ncr7194 

ncr8770 
ncrb0452 


ncrb0736 
ncrb2016 
ncrb5004 
ncrc0228 
ncrc0330 


SEOA0417 

SEOA1026 

SEOB3368 

seob5067 

seob5851 




115. ribosomal protein S1 5a X84407 


40 












BFCN0273 

BFCW0180 

BFCW0588 

CR0831 

FCR1349 


FCR2491 
FCR4108 
FCR5245 
FCR6523 
FCR7147 


FCR7245 

FCR7331 

fcrb1191 

hfcr0491 

hfcr0636 


hfcr0780 

HFCR3094 

HFCR3254 

hfcr3781 

hfcrSOOl 


hfcr6517 

hfcr8559 

M10A3693a 

MIOA3735a 


ncr0869 

ncrb2077 
ncrb8678 
ncrb8682 


ncrc4372 

1 lUi \JrtyJ\J\J 

ncrc9263 
ncrc9560 
SEOA3966a 


SEOA5357 

SEOA8722 
SEOB0511 
SEOB3383 




116. ribosomal protein LI 5 NM_002948.1 40 












FCR5807 

fcrb1790 

fcrb1841 

fab2018 

fcrb2757 


hfcr1156 
hfa1333 
hfcr1661 
hfcr1669 
hfcr1803 


hfcr2062 

hfcr2310 

HFCR3145 

hfcr3861 

hfcr3890 


hfcr3982 
hfcr4279 
hfcr4337 
hfcr5193 
hfcr5799 


hfcr7348 
hfcr7542 
hfcr8015 
hfcr8838 
hfcr8917 


hfcr9853 

MIOA4695 

MIOA4890a 

mioa9279 

miob3809 


ncr7679 

ncr8150 

ncrc4539 

ncrc4900 

ncrc8940 


ncrc9223 

seoa6978 

seoa6988 

SEOB3275 

seob6398 
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117. eul(aryotic translation initiation factor 3 (EIF3S6)(=INT6) Nl\/I_001568.1 40 



fcrb1837 


miob1448 


hfcr0493 


hfcr3540 


MIOA6315a 


ncr0582 


ncrc2097 


SEOA7334a 


ncrc5088 


ncr0582 


hfcr0556 


hfcr5388 


miob0784 


ncrb0473 


ncrc5088 


SEOA9855 


hfcr2945 


ncrb8727 


hfcr2945 


hfcr6866 


miob1448 


ncrb1337 


SEOA5577a 


SEOB1357 


hfcr3485 


seob7245 


hfcr3485 


hfcr8591 


miob4352 


ncrb1514 


SEOA7086a 


SEOB1986 


IVI10A6315a 


miob4352 


hfcr3509 


hfcr8963 


miob4606 


ncrb8727 


SEOA7122a 


seob7245 


118. ribosomal protein L23a U43701 


38 










ncrc5074 


fcrb2002 


IVIIOA5247a 


1 1 \\\JU\/\jU\J 


nrrhOdlR 


nrrh7n7fi 






ncrc5142 


fcrb2753 


MIOA5894a 


miob5980 


ncrb1113 


ncrb7240 


ncrc6619 


seoa5395n 


FCR1913 


hfcr0629 


MIOA6364a 


nnr1 DQD 

1 lOI 1 \J\J\J 






nnrnQOAP 


ocUdv/f \)i all 


FCR2143 


hfcr7840 


miob0153 


ncr2051 


ncrb4644 


ncrb8062 


ncrc9167 


SEOA8330a 


fcr3146 


hfcr9840 


miob0845 


ncr4037 


ncrb4645 


ncrb8699 


SEOA0429 


SEOB0092 


FCR3555 


MIOA2444a 


miob1461 


ncr4373 


ncrb4700 


ncrc0158 


SEOA0817 


SEOB1653 


FCR3728 


MIOA3515a 


miob3611 


ncr9521 


ncrb4857 


ncrc3699 


SEOA0893 


SEOB2113 


FCR4062 


MIOA4631a 


miob4258 


ncr9875 


ncrb6314 


nerc4068 


SEOA3080a 


seob6770 


119. KIAA0005D13630 


38 












MIOA1858m 


MIOA8211 


miob2946 


miob4910 


ncr3544 


SEOA2957a 


SEOB0840a 


seob6320 


MI0A4111 


M10A8634 


miob2967 


miob4966 


ncr3550 


SEOA3653a 


SEOB2729 


seob6323 


MIOA5459a 


iVIIOA9029 


miob3606 


miob6341 


ncr5208 


SEOA4294a 


SEOB3063 


seob6429 


MIOA5543a 


miob0590 


miob3838 


miob6955 


ncrb3322 


SEOA5999a 


seob4609 




MIOA7322 


miob1832 


miob4529 


ncr1757 


ncrc5149 


SEOA8749 


seob5475 




120. collagen type XI alpha2 (C0L11A2) U41068.1 


38 








BFCS0313 


BFCW0457 


FCR3037N 


FCR7702 


hfcr0348 


hfcr8414 


hfcr9446 


ncrb5688 


BFCS0393 


FCR0205 


FCR5986 


fcrb0338 


hfcr0357 


hfcr8468 


hfcr9465 


ncre1439 


BFCS0468n 


FCR0450 


FCR6284 


fcrb1150 


hfcr0536 


hfcr8921 


hfcr9631 


ncrc9320 


BFCS0520n 


FCR1183 


FCR6584 


fcrb1479 


hfcr4180 


hfcr9300 


hfcr9929 




BFCW0389 


FCR2580 


FCR7175 


fcrb2179 


hfcr5757 


hfcr9437 


ncrb1699 




121. "transcription elongation factors (Sill), polypeptide 1-lil(e(rCEB1L) "NM_003197.2 38 


hfcr7245 


miob2917 


ncr2397 


ncr7565 


ncrb3532 


ncrc5576 


seob4568 


seob7478 


mioa0740m 


miob2922 


ncr2805 


ncr8305 


nerd 877 


ncrc7196 


seob5428 


seob7584 


MIOA4595a 


miob3455 


ncr4000 


ncr8482 


nerd 883 


ncrc9332 


seob5605 


SOA0369 


MIOA5593a 


ncr1480 


ncr4101 


ncrb2749 


ncrc2475 


SEOA4816a 


seob6006 




MIOA5776a 


ncr1720 


ncr5540 


ncrb3369 


ncrc3358 


SEOB3092 


seob7097 




1 22. "iysosome-assoclated protein, transmembane - 


4alpha (=014696.1 Human KIAA010S) "U34259.1 3! 


BFCS0270 


hfcr9427 


MIOA4951a 


miob6219 


ncrc0855 


SEOA2844 


SEOA9821 


seob5940 


FCR3890 


MIOA0038a 


MIOA8794 


ncr1743 


ncrc5950 


SEOA4862a 


SEOB0605 


seob7187 


FCR4020 


M10A3786 


mioa9897 


ncrb2628 


ncrc9127 


SEOA7646a 


SEOB1984 


seob7923 


fcrb0150 


MiOA4(X)7a 


miob3977 


ncrb2897 


SEOA0826 


seoa8159 


SEOB2726 




hfcr6554 


MIOA4256 


miob4194 


ncrb8558 


seoa0993m 


SEOA8588 


seob4479 




123. sun isolog AF083441.1 38 












FCR2362 


hfcr4136 


miob1161 


ncr2000 


nGr9517 


ncrb1361 


nerd 742 


SEOA9334 


hfcr0156 


Iifcr5187 


miob2512 


ncr3835 


ncr9517 


nCTb1547 


nerd 742 


SEOA9334 


hfcr3415 


hfcr5187 


miob2512 


ncr3835 


ncrb1183 


ncrb1547 


ncrc8841 


SEOB2034 


hfcr3415 


MIOA0181 


MIOB2568 


ncr8251 


ncrb1183 


ncrb6091 


ncre8841 




hfcr4136 


miob1161 


ncr2000 


ncr8251 


ncrb1361 


ncrb6091 


SEOA1956 
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124. small nuclear ribonucleoprotein polypeptide G (SNRPG) X85373 37 



hfcr1695 

MIOA3352a 

MIOA4475a 

MIOA6765a 

mioa7895 


MIOA9068 

miob3268 

miob4146 

SEOA0167a 

SEOA0564A 


SEOA3227 

SEOA3688a 

SEOA3810a 

SEOA4686a 

SEOA5684a 


SEOA6109a 

SEOA6460a 

seoa7850a 

SEOA8647 

SEOA9559 


SEOA9768 

SEOB0836a 

SEOB0845a 

SEOB0983 

SEOB3069 


seob4374 
seob4739 
seob4811 
seob4833 
seob5931 


seob6499 
seob7004 
seob7049 
seob7089 
seob7501 


seob8174 
seob8254 




125. N1-phosphatidylinositol-4-phosphate 5-kinase S78798.1 


37 








FCR2492 

hfcr0040 

hfcr0379 

hfcr0391 

hfcr0456 


hfcr0489 
hfcr0735 
hfcr0748 
hfcr0757 
hfcr0758 


hfcr0761 
hfcr0762 
hfcr0768 
hfcr0790 
hfcr0792 


hfcr0805 
hfcr0820 
hfcr0868 
hfcr0884 
hfcr0887 


hfcr0899 
hfcr0993 
hfcr1331 
hfcr1376 
hfcr1394 


hfcr1397 
hfcr2018 
hfcr4002 
hfcr4006 
hfcr4008 


hfcr4012 
hfcr4159 
hfcr4171 
hfcr4220 
hfcr4327 


hfcr4334 
hfcr4351 




126. ribosomal protein L38 Z26876 


37 












FCR0398 

FCR3949 

fcrb0608 

fcrb2709 

hfcr3492 


hfcr5123 

hfcr5602 

hfcr8832 

IVIiOA0364a 

M!OA3284a 


MIOA6090a 

MIOA6674a 

miob2399 

miob3242 

miob3410 


ncr0479 

ncr9840 

ncrb0902 

ncrb8766 

ncrc4026 


norc4894 

ncrc8956 

ncrc9647 

SEOA0385 

SEOA4151a 


SEOA4781a 

SEOA5081a 

seoa7014 

SEOB0989 

SEOB1725 


SEOB3174 

SEOB3338 

seob5164 

seob5181 

seob6169 


seob6376 
seob8308 




127. "cartil 


age intermediate layer protein, CILP ''AB022430.1 


37 








HFCR3276 

MIOA1366a 

MIOA2049 

MIOA2298a 

MIOA3110a 


MIOA3341a 

MIOA3923a 

mioa9474 

miob0671 

miob1909 


MIOB2082 

MIOB2622 

miob3195 

miob3252 

miob3425 


miob5775 

miob6191 

miob6831 

ncr2979 

ncr4832 


ncr6641 

ncrDDoUo 

ncrb7277 

SEOA0239a 

SEOA0435 


SEOA2906a 
SEOA3793a 
seoa6816 
seoa7045 


SEOB0417 
SEOB1165 
seob4869 
seob6863 


SOA0399 
SOA0545 




1 28. collagen type VI alpha 3 (COL6A3) 


NM_004369.1 


36 










FCR7098 
FCR7602 
hfcr3692 
hfcr5140 


hfcr6167 
mioa9618 
mioa9836 
miob1384 


miob4254 
miob4588 
ncr1047 
ncr6959 


ncrb1171 
nerd 483 
SEOA1360 
SEOA1442a 


SEOA2061 
SEOA2082 
SEOA3350a 
SEOA4504 


SEOA5142a 

SEOA8493 

SEOA9381 

OCUDUUOO 


SEOB1610 
SEOB2235 
seob2315 


seob5581 
seob6393 
seob6425 

560004 fU 


seob7451 
seob7711 
seob8018 


129. ribosomal protein S18 X69150.1 


36 












BFCN0120 
BFCS0280 
CR0938 
FCR0417 


FCR0920 
FCR1253 
FCR1375 
FCR1558 


FCR3151 
FCR3795 
FCR5380 
FCR6323 


FCR6538 
FCR6826 
FCR6964 
FCR7360 


FCR7725 
fcrb1184 
fcrb1797 
fcrb2030 


fcrb2326 
fcrb2492 
hfcr0093 

hWAI AO 
nTCrU 1 ou 


hfcr0689 
hfcr0733 
hfcr0975 
riTcr i ooo 


hfcr1659 
hfcr1916 
hfcr2218 
nTcro/o*t 


hfcr8990 

miob1182 

ncr7308 

SeODOU44 


130. F1-ATPaseepsilon-subunit(ATP5E) AF052955.1 


33 










fcrb1103 
hfcr2699 
hfcr9038 
miob0444 


miob1689 
miob4171 
miob4846 
miob6205 


miob6334 
miob6884 
ncr0384 
ncr2417 


ncr3715 
ncr5416 
nab7466 
ncrb8509 


ncrc1088 
ncrc4885 
seoa7869a 
SEOA8727 


SEOB0133 
SEOB0476 
SEOB1233 
SEOB1786 


seob2317 
SEOB2660 
SEOB3333 
seob4832 


seob5104 
seob6221 
seob6307 
seob7443 


seob7538 


131 . NADH deliydrogenase X81900 


33 












hfcr0678 
hfcr5996 
(=mitochondr 
iai genome) 


MiOA1191n 
lVllOA6101a 
MIOA6662a 
ncr1256 


ncr1506 
ncr2398 
ncr2629 
ncr3143 


ncr4605 
ncr5195 
ncr6047 
ncr6128 


ncr6331 
ncr6746 
ncr7396 
ncr7857 


ncr8017 
ncr8169 
ncr8568 
ncr8640 


ncr8689 
ncr9504 
ncrc2579 
SEOA0481 


SEOA1202A 
SEOA2407 
SEOA2954a 
SEOA3371a 


SEOA3547a 
SEOA6036a 
seob5642 
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132. ribosomal protein L12 L06505 33 



BFCN0205 
BFCS0232 
FCR1078 
FCR4737 


hfcr1742 
hfcr1885 
hfcr2064 
hfcr3984 


hfcr4475 
hfcr4615 
hfcr4766 
hfcr6135 


MIOA4139 
MIOA8966 
miob5477 
ncr2170 


ncr6287 
ncr6832 
ncrb1965 
ncrb5368 


ncrb7207 
ncrb7613 
ncrc1429 
SEOA1737a 


seoa2022n 
SEOA7416a 
SEOB0867a 
SEOB1261 


SEOB1288 
seob4302 
seob4459 
seob7349 


seob7949 


133. BFCNOIOSribosomal protein S5 (RPS5) NM_001009.1 33 








BFCS0055 
CR0055 
FCR1609 
FCR1930 


FCR2149 
FCR2256 
fcr3375n 
FCR4324 


FCR4669 
FCR5966 
FCR6066 
FCR6152 


FCR6168 
FCR6651 
FCR7163 
fcrb2161 


fcrb2557 
hfcr0681 
hfcr1846 
hfcr1870 


hfcr2501 
hfcr2578 
hfcr2961 
hfcr2975 


iifcr6543 
hfcr7045 
Iifcr7809 
hfcr9837 


MIOB2805 
ncr4119 
ncrc1059 
SEOA0405 




134. cytoskeletal gamma-actin X04098 


33 












FCR0438 
FCR2503 
FCR3102 
fcrb0427 


fcrb1075 
fcrb1487 
hfcr1183 
hfcr3491 


hfcr3576 
hfcr4467 
hfcr4476 
hfcr5166 


hfcr6471 
hfcr6619 
hfcr6740 
hfcr6797 


hfcr7025 
hfcr8387 
hfcr8409 
MIOA8852 


miob0933 
miob3532 
ncr6706 
ncr9365 


ncrb2109 
ncrb7748 
ncrc0240 
ncrc0623 


ncrc4043 
ncrc9679 
ncrc9909 
SEOA6908 


S80b7563 


1 35. androgen receptor associated protein 24 (ARA24) (=AF0541 83 GTP binding protein)AF052578 33 




FCR0288 
FCR2417 
FCR3772 
FCR5127 


FCR6517 
FCR6577 
fcrb2317 
hfcr9736 


MIOA1674a 
MIOA4792a 
MIOA5729a 
MIOA9062 


miob1953 
miob3175 
miob6209 
ncrc5877 


SEOA1302a 
SEOA2183a 
SEOA2686 
seoa2691m 


SEOA3644a 
SEOA3930 
SEOA3931 
SEOA4246a 


SEOA5900 
SEOA6467a 
SEOA8605 
SEOB0263 


SEOB0519 
SEOB0848a 
SEOB1907 
seob4485 


seob5296 


136. coilagen type iX alplia 3 (COL9A3) AF026802.1 


32 










BFCW0515 
FCR0477 
FCR2080 
FCR2319 


FCR2886 
fcr3141 
FCR3660 
FCR3799 


FCR4500 
FCR4819 
FCR5271 
FCR6336 


FCR7468 
fcrb0312 
hfcr0226 
hfcr1148 


hfcr1406 
HFCR3243 
HFCR3282 
hfcr4035 


hfcr4118 
hfcr5882 
hfcr6780 
hfcr7464 


hfcr7761 
hfcr9970 
ncr1265 
ncr2830 


ncr5121 
ncrb2643 
ncrb4813 
ncrb6579 




137. "cytociiromec oxidase, liver specific (EC 1.9.3.1.) "X15822 


32 








FCR5121 
FCR6754 
fcrb0703 
hfcr2767 


MI0A1511 
MIOA3452a 
MIOA4975a 
MIOA6756a 


MIOA7077a 
MIOA8045a 
miob1124 
IWIIOB2553 


miob3919 
miob4390 
nCT2262 
ncr3535 


ncr8299 
SEOA0367n 
SEOA1086a 
SEOA1688a 


SEOA2255a 
SEOA4708a 
SEOA5167a 
SEOA5574a 


SEOA7397a 
seoa8046 
SEOB1795 
SEOB2074 


SEOB2757 
seob4679 
seob6809 
seob7929 




138. tubulin betaAF070561 32 














BFCW0529 
CR0300 
FCR0485 
FCR2122 


FCR2349 
FCR2722 
FCR4373 
FCR4938 


FCR5760 
FCR7108 
hfcr1648 
hfcr1787 


hfcr3517 
Iifcr3796 
hfcr3913 
iifcr4114 


hfcr4480 
hfcr5555 
hfcr6092 
mioa0991nn 


mioa2130m 
MIOA2890a 
MIOA6624a 
MIOA8975 


mioa9421 
ncr0326 
ncr8267 
ncr9473 


ncrb3423 
ncrc2912 
SEOB1124 
seob5640 




139. nmyosin regulatoiy light chain X54304 


31 










BFCS0421 
FCR4304 
FCR4640 
fcrb1242 


fcrb1969 
hfcr9608 
MIOA5885a 
mioa9849 


miob0433 
miob7008 
ncr0678 
ncr3311 


ncr3691 
ncr3993 
ncr5207 
SEOA0740 


SEOA1463a 
SEOA2343a 
SEOA3300 
SEOA4562 


SEOA6099a 
SEOA6298 
SEOA7398a 
SEOA8842 


SEOB0697a 
SEOB0729 
SEOB1440 
SEOB1535 


SEOB2629 

SEOB2771 
seob6765 





140. ribosomal protein L19 X63527 31 



FCR1522 FCR3746 FCR6957 fcrbOOSO fcrb1811 
FCR1626 FCR3793 FCR7025 fcrb1581 fcrb2447 



fcrb2477 
hfcr2592 



hfCT3464 hfcr8003 MIOA8627 
hfcr7612 hfcr9542 mioa9853 
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miob4197 
ncrb1897 


ncrb2426 
nac5237 


SEOA5201a 
seoa7001 


SEOA7605a 
SEOA7656a 


SEOA8748 
SEOB3058 


seob6042 
seob6238 


seob6602 




141 . ribosomal protein S3 (RPS3) NMJOl 005.1 


31 








BFCN0075 
BFCS0502 
CR0253 
FCR0260 


FCR1273 
FCR1604 
FCR1740 
FCR1759N 


FCR2281 
FCR2918 
FCR5477 
FCR7136 


fcrb0039 
fcrb1054 
Iifcr0857 
hfcr1857 


hfcr1865 
hfcr2328 
HFCR3252 
hfcr5987 


hfcr7506 
MIOA1233 
MIOA1481 
miob0370 


miob0662 
miob6972 
ncr1855 
ncr5622 


SEOA1035a 
SEOA5669a 
SEOA9880 


142. "clusterin (CLU) SP40,40 (=M63379 TRPM-2 protein) 'NIM_001831.1 


31 




fcrb1155 
MIOA0543 
MIOA2797a 
mioa9401 


miob0446 
miob2404 
miob5969 
m!ob6902 


ncr0114 
ncr1339 
ncr3207 
ncr3352 


ncr4415 
ncr7093 
ncr7160 
ncr8225 


ncr9673 
ncrb0412 
ncrb2845 
ncrb3488 


nerd 669 
ncre9539 
SEOA2140 
SEOA2977a 


SEOA3766a 
SEOA3824a 
SEOA8238 
SEOA8446 


seob4926 
SOA0440 
SOA0544 


143. ribosomal protein L18(RPL18) NIVI_000979.1 


31 








FCR0320 
FCR0798 
FCR1655 
FCR2067 


FCR3626 
FCR3658 
FCR4765 
FCR5834 


FCR5922 
FCR6176 
FCR6970 
fab0671 


fcrb1619 
fcrb2543 
hfcr2024 
hfcr2622 


hfcr2632 
hfcr2921 
HFCR3119 
hfcr3944 


hfcr4187 
hfer4461 
hfcr4482 
hfcr6504 


hfcr7051 
hfcr7415 
hfcr9718 
hfcr9942 


ncr0289 

seoa7890a 

seob6522 


144. nephropontin (=X13694.1 osteopontin) iV!83248.1 


31 








ncrc5787 
ncrc6085 
ncrc5779 
ncrc6057 


ncr3988 
ncr4513 
ncrb6852 
ncrc2011 


ncrc6287 
SEOA0527 
SEOA1300a 
SEOA2278a 


SEOA2924a 
SEOA3923 
SEOA4576 
SEOA5284a 


SEOA6005a 
SEOA6031a 
SEOA6876 
seoaTOOS 


seoa7053 
SEOA7080a 
SEOB1095 
SEOB2733 


seob5406 
seob7243 
seob7495 


SOA0083 
SOA0583 


145. "ribonuclease, RNase A family, 1 (pancreatic) (RefSeq aa 9e-73) 


"NP„002924.1 


w 1 




fcrb2007 
ncrc6055 
ncrc6253 
ncr0174 


ncr0820 
ncr2039 
ncr2343 
ncr2455 


ncr2636 
ncr3496 
ncr5432 
ncr7331 


ncr8064 
ncrb0135 
ncrb1334 
ncrb1615 


ncrb2094 
ncrb4001 
ncrb5267 
ncrc0358 


nere0549 
nerd 134 
nerd 134 
ncrc2862 


ncre4974 
ncrc5867 
ncrc6500 


SEOA4325a 
SEOA5267a 


146. Tubulin alpha isoform 1 AF081484 


30 










FCR1795 
FCR2929 
FCR6333 
FCR6909 


FCR7188 
fcrb1539 
fcrb1618 
hfcrOOOe 


hfcr0102 
hfcr0693 
hfcr1298 
hfcr6235 


hfcr7099 
hfcr8782 
hfcr9141 
h1cr9403 


mioa0991nn 
M10A5966a 
ncrb1285 
ncrb4045 


ncrD/zo/ 
SEOA0824 
seoa3475an 
SEOA6010a 


SEOA6420 
SEOA9454 
SEOB0450 


SEOB1260 
seob6818 


147. ribosomal protein S23 (RPS23) =D14530 (ORF) NM_001025.1 


30 






BFCN0135 
FCR5091 
hfcr0538 
hfCTl117 


Iifcr5192 
hfcr5765 
hfcr5999 
hfcr9928 


MIOA4720 
MIOA7015a 

miob0955 
ncr2349 


na4205 
ncr4684 

ncr5220 
ncrb1471 


ncrb3926 
ncrb7037 

nerd 749 
ncrc2596 


ncrc3707 
ncrc4503 

ncrc4746 
ncrc5528 


SEOA6250 
SEOB2194 
seob5567 


SOA0282 


148. T-cell cyclophilin Y00052 30 












FCR1368 
FCR1627 
FCR2480 
FCR3402 


FCR4681 
FCR5391 
FCR7032 
fcrb0625 


fcrb1523 
hfcr2645 
hfcr2802 
hfcr3770 


hfcr5034 
hfcr6252 
hfcr8411 
hfcr9086 


hfcr9100 
hfcr9717 
MIOA3009a 
mioa9204 


ner0099 
ncrb3852 
ncrb6939 
ncrc3978 


SEOA0588a 
SEOA1756a 
seoa7970 
seob4379 


seob5128 
seob8194 
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149. ribosomal protein L22 (RPL22) NM_000983.1 



30 



BFCW0280 hfcr0376 
CR0936 hfcr7087 
FCR1365 
fcrb0582 



miob3816 
ncr0412 
MIOA3236a ncr0640 
mioa9526 ncr6040 



150. ribosomal protein L35 U12465 

BFCN0059 FCR0077 FCR2499 

BFCS0297 FCR1325 FCR3049 

BFCW0403 FCR1656N FCR4332 

BFCW0436 FCR2142 FCR4473 



ncr6816 
ncr9448 
ncr9456 
ncrb0703 

30 

FCR7328 
fcrb0360 
fcrb1557 
hfcr2534 



ncrb2344 
ncrb3805 
ncrb6877 
ncrc0756 



hfcr2684 
hfcr2730 
hfcr3779 
hfcr5998 



ncrc2681 
ncrc5041 
ncrc9016 
SEOA2877 



hfcr6301 
hfcr6374 
hfcr7543 
hfcr7625 



SEOA2885n SEOB3168 
SEOA5524a SEOB3295 
seoa7707a 
seoa7801a 



hfcr9015 
hfcr9817 
hfcr9880 
ncr5143 



ncrb5697 
SEOA0747 



151. "ribonuclease, RNase A "NIVI_002937.1 



ncrc6055 
ncrc6253 
fcrb2007 
ncr0174 



ncr0820 
ncr2039 
ncr2343 
ncr2455 



ncr2636 
ncr3496 
ncr5432 
ncr7331 



ncr8064 
ncrb0135 
ncrb1334 
ncrb1615 



30 



ncrb2094 
ncrb4001 
ncrb5267 
ncrc0358 



ncrc0549 
ncrc1134 
ncrc2862 
ncrc2869 



ncrc4974 
ncrc5867 
norc6500 
ncrc9859 



SEOA4325a 
SEOA5267a 



152. collagen lysyl hydroxylase Isoform 2 (PL0D2) LI84573 



FCR5085 miob0240 miob2475 ncrb4358 

hfcr7472 MIOB2126 MIOB2587 ncrb6691 

MIOA5244a MIOB2240 ncrOSOO ncrb7447 

mioa5668n MIOB2305 ncrb0840 ncrc8982 



30 



ncrc9078 SEOA3747a SEOA8633 seob7196 

SEOA0977 SEOA3752a SEOB1823 seob7512 

SEOA2509 SEOA5368 seob5353 

seoa3271n seoa7848a seob5515 



153. heterogeneous nuclear ribonucleoprotein A1 (HNRPA1) Nl\/I_002136.1 



FCR7133 hfcr1136 hfcr5440 
BFCS0207n hfcr1144 hfcr6516 
fcrb2000 hfor1683 hfcr6587 



fGrb2624 



HFCR3235 hfcr6641 



hfcr7867 
hfcr9017 
MIOA8719 
MIOA9040 



miob1188 
ncr0471 
ncr5859 
ncrb4766 



ncrb5479 
ncrb6072 
ncrc2816 
ncrc3013 



29 

ncrc6718 
SEOB0126 
seob3894 
seob6324 



seob6874 



154. "ATP synthase, H transporting,mitochondrlal FO complex, subunit e (RefSeq aa 1e-33) "NP_0090311 



29 



MIOA6076a ncr2795 ncrb0054 ncrc1917 ncrc4548 

MIOA6360a ncr6036 ncrb1493 ncrc2205 ncrc4947 

MIOA7461a ncr6041 ncrb3252 ncrc2365 ncrc6411 

miob1479 ncr9036 ncrb7962 ncrc3798 ncrc6515 



SEOA0811 SEOA5960 seob7622 

SEOA1220A SEOA6546a 

SEOA2269a SEOB2160 

SEOA5648a seob6617 



1 55. "eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2) "Nl\/I„00141 8.1 



29 



fcrb0263 MIOA2528a ncrb1718 SEOA1597a SEOA5903 SEOA9027 seob5840 

fcrb2550 MIOA6612a ncrb1802 SEOA5410 SEOA8273 SEOA9220 seob5857 

hfcr2761 MIOA7547a ncrc1395 SEOA5653a SEOA8403a SEOA9849 seob7165 

MIOA1847a na7964 ncrc3655 SEOA5763 SEOA8967 SEOB3589 seob7256 

156. "integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein ll)(IBSP) "NM J04967.1 



ncr0491 
ncr2481 
ncr2501 
ncr2585 



ncr2685 
ncr4839 
ncr6195 
ncr6676 



ncr8418 
ncr8529 
ncrb1375 
ncrb2683 



ncrb3547 
ncrb4386 
ncrb5605 
ncrb6577 



ncrb7107 

ncrb7676 
ncrb8060 
ncrb8111 



ncrc1097 

ncrc2243 
ncrc2699 
ncrc2841 



ncrc2967 
ncrc4585 
ncrc5177 
ncrc6651 



seob7314 
29 

ncrc6857 



1 57. mitochondrial ATPase coupling factor 6 subunit (ATP5A) M371 04 29 



MIOA3079a miob1025n miob5893 na3501 SEOA0108 SEOA1325n seoa2520m seoa3379an SEOA3909 
miob0836 miob4833 miob6940 SEOA0049 SEOA0313 SEOA1503 seoa2612n SEOA3791a SEOA5929 
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SEOA5948 SEOA6706 


SEOA7254a 


SEOA7630a 


SEOB3573 


seob7078 






SEOA6446a SEOA7200a 


SEOA7580a 


SEOA8354a 


seob4019 








158. heparan sulfate proteoglycan (HSPG)(OCI5)J04621.1 29 








BFCS0024 FCR6060 


hfcr5127 


MIOA8162 


ncrc6240 


SEOA4737a 


SEOB0902a 


seob7282 


FCR0174 hfcr2554 


MIOA1598 


nCT4046 


SEOA0364 


SEOA6872 


SEOB3362 




FCR0690 hfcr2943 


MIOA2782a 


ncrb3611 


SEOA2987a 


SEOA7498a 


seob3997 




FCR4967 HFCR3203 


MIOA7573a 


ncrc3074 


SEOA4266a 


seoa8086 


seob5308 




159. ribosomal protein S21 (RPS21) L04483 29 










FCR0650 FCR3744 


fcrb0398 


hfcr0084 


lilur DD04 


hfcr9183 


ncrb8701 


SEOB1698 


FCR1172 FCR5218 


fcrb1332 


hfcr0180 


hfcr6748 


nnioa7875 


SEOA0933 




FCR1498 FCR5355 


fcrb2093 


hfcr5209 


hfcr7465 


ncr1426 


SEOA2648 




FCR3357 FCR6375 


fcrb2246 


hfcr6095 


hfcr8680 


ncr2423 


SEOA5551a 




1 60. nucleolar phosphoprotein B23 (NPM1) M28699 


29 








FCR5634 MIOA0832 


ncr2369 


ncrb5486 


nerd 076 


ncrc6667 


SEOA6899 


seob7537 


hfcr2026 MIOA4798a 


ncr7161 


ncrb6604 


ncrc2900 


ncrc9039 


SEOB0844a 




hfcr3946 miob4364 


ncr8645 


ncrb6793 


ncrc4778 


seoa3444an 


SEOB1408 




Iifcr7854 miob6262 


ncrb4481 


ncrc0277 


ncrc4851 


SEOA5578a 


seob5626 





161. cartilage-derived C-type lectin (CLECSF1) AF077345 29 



MIOA2327a ncr0623 


ncr2654 


ncr9350 


ncrt)5530 


ncrc5911 


SEOB1449 


MIOA6484a ncr1572 


ncr6793 


ncrb0620 


ncrb6995 


ncrc6787 


seob4606 


MIOA6929a ncr1677 


ncr7071 


ncrb2089 


ncrb7892 


SEOA2713 


SOA0387 


mioa9940 ncr2644 


ncr7769 


ncrb2744 


ncrc5751 


SEOA6135a 


SOA0411 


162. ribosomal protein L8 Z28407 


28 








FCR2414 FCR3919N 


fcr6664n 


hfcr0028 


hfcr4038 


hfcr6703 


miob0269 


FCR3275 FCR3951 


FCR7166 


hfcr0124 


hfcr5280 


hfcr8465 


miob0275 


FCR3396 FCR6231 


FCR7380 


hfcr0410 


hfcr6031 


hfcr9647 


ncr8019 


fCT3675n FCR6256 


fcrb2620 


Iifcr0665 


hfcf6066 


hfcr9769 


SEOA0926 


163. spermidine/spermine NI-acetyHransferase Z14136 28 






hfcr7616 MIOA4928a 


mioa9977 


ncr1214 


ncrc9310 


SEOA2638 


SEOB2010 


MIOA0055a MIOA5820a 


miob3826 


ncr1825 


ncrc9944 


seoa4893a 


SEOB2098 


mioa0503m MIOA6000a 


miob6750 


ncrb0484 


SEOA0047 


SEOA5067a 


seob4298 


M!OA3132a MIOA6431a 


ncr0617 


ncrb5385 


SEOA1788a 


SEOA5472a 


soa0042n 


164. Sec61 gamma AF054184 28 








FCR3832 MIOA8832 


ncrb4437 


SEOA2340a 


SEOA7371a 


SEOA9918 


seob2575 


FCR4359 miob4360 


ncrb8426 


SEOA2495 


SEOA7617a 


SEOB0565 


seob3664 


hfcr1427 ncr2265 


ncrc6782 


SEOA3401a 


SEOA8420 


SEOB0772 


seob6165 


MIOA0099 ncr7621 


SEOA1844a 


SEOA7326a 


SEOA8922 


SEOB1934 


seob7138 


165. IMEN1 region clone epsllon/beta AF001893.1 


28 






MIOA0405a MIOA8621 


ncr9483 


ncrb4192 


ncrc2879 


ncrc5700 


SEOA1385 


MIOA0793 MIOA8674 


ncrb0407 


ncrb5722 


ncrc3332 


ncrc5908 


seob4134 


MiOA0907a miob0900 


ncrb0485 


ncrc0837 


ncrc4355 


ncrc7162 


seob4143 


MIOA0930 miob6967 


ncrb3235 


ncrc1918 


ncrc4481 


ncrc9360 


SOA0661 
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166. polyubiquitin El 2605 



28 



BFCS0396 
FCIR2562 
FCR3939 
FCR4937 



FCR6987 
FCR7073 
fcrb0306 
hfcr0562 



hfcr0662 
lifcr1277 
Iifcr5070 
hfcr7779 



hfcr9999 
miob0409 
miob4003 
ncr0734 



ncr0897 
ncr1996 
ncr2776 
ncr3661 



ncr6429 

nCTb0711 

ncrb1153 



SEOA6677a 
SEOA8335a 
SEOA8461 



SEOA0754 seob6494 



167. ribosomal protein S7M77233 



CR0281 
FCR1731 
FCR3936 
hfcrt)377 



hfcr4241 
hfcr5119 
hfcr6111 
hfcr8500 



miob1742 
miob3356 
ncrb0929 
ncrb3843 



28 

ncrb8336 
ncrdOIB 
ncrc4973 
ncrc5937 



ncrc6557 
SEOA0757 
SEOA1560 
SEOA2215a 



SEOA5441 
SEOA7406a 
SEOB1988 
SEOB3310 



seob5819 
seob6336 
seob6511 
seob7573 



168. caveolin 1 (CAV1) AF125348.1 



28 



MIOA0293n MIOA5134a mioa9976 ncrc0569 ncrc4957 

MIOA2029 MIOA5926a miob3938 ncrc1302 SEOA1353 

iVliOA2583a IVIIOA7205a miob6265 ncrc3957 SEOA1732a SEOA9595 

i\/1iOA2804a mioa9768 ncr1981 ncrc4111 SEOA2139 SEOB0191 



SEOA3328a seob1046 
SEOA8203a SE0B1117 
SEOB1915 
seob7610 



1 69. ribosomal protein LI 8a L05093.1 

BFCN0047 FCR2285 FCR5748 

BFCN0220 FCR3077 fcrb1007 

BFCW0244 FCR4620 fcrb1474 

FCR0658 FCR5015 fcrb2542 



28 








fcrb2626 


hfcr0900 


hfcr4194 


hfcr9583 


hfcr0047 


hfcr1199 


hfcr5274 


hfcr9723 


hfcr0143 


hfcr1963 


Iifcr6781 


hfcr9991 


hfcr0716 


Iifcr3422 


Ilfcr9046 


ncr0289 



170. HSPC036 protein (=AF077200.1 HSPC014) AF125097.1 28 

hfcr1933 lVIIOA3339a miob2884 SEOA2242a SEOA6407 SEOB1030 seob6397 

hfcr5898 iVllOA6663a miob3380 SEOA2444a SEOA6901 SEOB1374 seob7003 

IVIIOAOOeS miob0087 SEOA0217a SEOA4376a SEOA9848 seob4581 seob7476 

IVIIOA2319a miob0934 SEOA0537 SEOA6351 SEOB0171 seob6204 seob7742 



171. "lectin, galactoside-binding, soluble, 1 (galectin 1) (L6ALS1)mRNA (=14 Ml lectin )( =14kDa beta-galactoside-binding 



lectin) "NM_002305.2 


28 










BFCW0064n fcr2015 


fcrb1302 


iifcr0706 


hfcr5709 


hfcr9605 


ncrlOSI 


bfcw0088 fcr6533 


fcrb2037 


hfcr1638 


hfcr7444 


hfcr9847 


ncrb4378 


fcr0632 fcrb0144 


hfcr0458 


hfcr2721 


hfcr9482 


mioa9311 


ncrc9700 


fcr0736 fcrb0304 


hfcr0548 


hfcr5253 


hfcr9532 


niiob1785 


ncrc9772 



1 72. "hemoglobin, gamma G (HBG2) (=PR02898) "NM.OOOI 84.1 



27 



BFCS0516 FCR5910 fcrb2084 hfcr0121 hfcr2217 hfcr5164 hfcr6804 hfcr7825 hfcr9346 
FCR4116 fcrb1614 fcrb2137 hfcr0546 hfcr2552 hfcr5206 hfcr7007 Iifcr8372 hfcr9521 
FCR4970 fcrb1693 hfcr0025 Iifcr1899 hfcr5149 hfcr5775 hfcr7721 hfcr8415 hfcr9746 



1 73. ribosomal protein L24 (RPL24) (=ribosomal protein L30) NM_000986.1 



27 



FCR0334 fcrb2731 hfcr8448 ncr3529 ncrb5939 ncrc0468 ncrc4719 seoa4970a seob3953 
fcrb0995 hfcr4142 hfcr9343 ncrb1433 ncrb6273 ncrc4052 ncrc7003 SEOB1564 seob6371 
fcrb2383 hfcr5422 miob3086 ncrb2277 ncrb7811 ncrc4554 ncrc9838 seob3865 seob6837 



174. high mobility group-1 protein (HMG-1) X12597 27 



FCR5559 hfcr7623 MIOA6870a mioa7858 miob1888 miob5405 SEOA3561a SEOB1978 
hfcr1285 MIOA0757 MIOA7274 MiOA8597 miob1911 ncr6311 SEOA4746a SEOB2059 
Iifcr3535 MIOA4642a MIOA7408a MIOB1530 miob4189 SEOA1632a SEOA9563 SEOB2772 



SEOB3204 

seob5574 

SOA0701 
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175. integrin beta 1 subunit X07979.1 27 



FCR5190 MIOA7070a miob3079 
MIOA3317a mioa9237 ncr8569 
MIOA5808a miob0717 ncrb3229 


nab8189 
ncrc1083 
seoa1012m 


SEOA2047 

SEGA4642a 

SEOA6040a 


SEOA6173a 

SEOA6335 

SEOA6892 


SEOA8383a 
SEOA8715 


SEOB0137 

seob4014 

seob4875 


seob7044 
seob7933 


176. "hemoglobin, gamma A (HBG1) "NM_000559.1 


27 










FCR5530 fcrb1614 fcrb2137 
fcr5733 fcrb1693 hfcr0546 
FCR6383 fcrb2084 hfCTl170 


hfcr1642 
hfcr1899 
hfcr2217 


1 1 1^1 £.\J\j£. 

hfcr2993 
hfcr5149 


hfcr5215 
hfcr5775 


hfcr7509 
hfrr789'5 


hfcr8415 

1 liui *7U*tO 


hfcr9521 
hfrrQ74fi 


177. ribosomal protein S9U14871 


27 












FCR1755 FCR0492 FCR6478 
CR1010 BFCW0534 FCR6985 
BFCS0492 FCR2003 hfcr5643 


hfcr8920 
hfcr9200 
fcrb0686 


fcrb1701 
hfcr0873 
hfa4032 


hfcr4267 
hfcr5131 
hfcr5442 


lllOl l\}sjl 

hfcr7428 
hfrr77'^7 


hfcr3801 


fcrb1349 

hfrrQQ9n 


1 78. lysosomal membrane glycoprotein CD63 (=I\/I59907 ME491 ;X07982) M58485 


26 






FCR3254 hfcr0266 hfcr9428 
FCR5074 hfcr2575 MIOA3480a 
fcrb1852 hfcr7949 MIOA5403a 


miob0233 

ncr2775 

ncr4126 


ncr7636 
ncr8322 
ncrb0383 


ncrb0815 
ncrb2197 
nab3126 


ncrcu/ 
ncrc3939 

1 KAJyJ 1 \J 


ncrc^o^o 
SEOA2291a 


ollUAO:^UUa 

SEOB1672 


179. RIBOSOMAL PROTEIN S2 (S4) (LLREP3 PROTEIN) spP15880 


26 








FCR0879 FCR2294 FCR4318 
FCR1472 FCR2358 FCR5517 
FCR1475 FCR4302 FCR6068 


FCR6617 
FCR7205 
FCR7659 


fcrb1295 
hfcr1415 
hfcr1830 


hfcr2520 
hfcr2733 
hfcr3420 


nTcroo/4 
hfcr5636 


nicroo / u 
hfcr9050 

hfprQI 

I llOli? 1 yJiS 


IVIIUA40 lya 
ncrc0321 


180. matrilin-3(MATR3)Y13341 


26 












BFCW0186 hfcr1159 hfcr7807 
FCR6514 FCR1705 MIOA3510a 
{crb0352 i)fcr4348 miob2988 


miob4496 

ncr1617 

ncr9020 


ncr9477 

ncrb2696 

ncit2799 


ncrb5011 
ncrc5091 
SEOA1653a 


ocuAoy 1 / 
seoa7842a 

OCwDUOOU 


otUbUO/ u 

seob3703 


SeuDODD I 

soa0489n 


181. chlt[nase(HUMTCHIT) U58515 


26 












ncrb0045 SEOA1079a SEOA2866 
SEOA0467 SEOA1105a SEOA3538a 
SEOA0890n SEOA2789 SEOA4574 


SEOA5145a 
SEOA5248a 
SEOA6236 


SEOA6498a 
SEOA7338a 
SEOA7363a 


SEOA8271 
SEOA9135 
SEOB0277 


otUb izoo 

SEOB1753 


OtvJD0l4U 

seob4571 

SeOD4o40 


seoDoo/y 
seob7557 


182. CGI-134 protein (LOC51023) NM_018067.1 


26 










MIOA0149 mioa9417 ncr1020 
MIOA0361a ncr0533 ncr7959 
MIOA6581a ncr0740 SEOA0921 


SEOA3204 

SEOA3757a 

SEOA5535a 


SEOA5536a 
SEOA6022a 
SEOA6595a 


SEOA6636a 
SEOA7330a 
SEOA7650a 


seoa7800a 
SEOA8817 
SEOB0272 


SEOB0908a 

SEOB1909 

seob6887 


seob7191 
SOA0622 


183. ribosomal protein SI 0 NM_001014.1 26 












BFCW0038 FCR4675 FCR6560 

FCR0066 FCR5035 fcrb0346 
FCR4502 FCR6207 fcrb0567 


fcrb1530 
fcrb1972 
hfcr1281 


hfcr2503 
hfcr3363 
hfcr5840 


Iifcr7571 

hfcr7693 
hfcr7886 


hfcr8944 

hfcr9162 
hfcr9664 


hfcr9675 
ncrb5257 
SEOA9460 


seob4505 
seob8223 



1 84. "tissue inhibitor of metalloprotelnase 3 (Sorsby fundus dystrophy, pseudoinflammatory) (TIMP3) ''NM_000362.1 26 



hfcr0853 MIOA1458 MIOA3750a MIOA6197a miob3184 miob6629 ncrb0644 SEOA1639a SEOB1686 
hfcr3708 MIOA2274a MIOA5114a M1OA9036 miob3351 miob6779 ncrb8231 SEOA4649a seob5003 
iVIIOA1026 MIOA3440a mioa5706n mioa9627 miob6019 ncr6690 SEOA0556A seoa6833 
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185. H19 (=PRO2605) IW32053 



26 



FCR0238 
FCR0388 
FCR0532 



FCR0966 
FCR2689 
FCR4379 



186. histoneH3.3 Z48950 



FCR4762 
FCR4926 
FCR5160 

26 



fcrb2487 MIOA4611a miob6622 
iifcr7068 MIOA6839a ncr0547 
Iifcr9690 miob2490 ncr3664 



187. ferritin LcliainlVI11147 



25 



BFCS0408 

FCR0796 

FCR1304 



FCR2727 
FCR5438 
fcrb2612 



hfcr7425 
hfcr7531 
hfcr9630 



FCR5645 
FCR5717 
FCR6465 



ncr6903 

ncrb1585 

ncrb2649 



miob1387 

ncr1710 

ncr2648 



FCR6528 
FCR7155 
FCR7180 



ncrb3172 
ncrb5585 
ncrc0334 



ncr3229 

ncrb0904 

ncrb1997 



FCR7541 
fcrb1513 
hfcr2725 



nerd 980 
ncrc3395 
nCTc3900 



ncrb2191 
ncrb5746 
ncrb6778 



iifcr2794 
hfcr3026 
hfcrSm 



hfcr5975 
hfcr6546 
hfcr8967 



hfcr8968 
ncr0923 



ncrc6405 SEOA9789 seob5866 
SEOA3422a SEOB1402 seob6700 
SEOA4502 SEOB1649 



ncrc0917 
nerd 01 9 
ncrc3061 



ncrc3778 

SEOB0037 

SEOB1240 



SEOB1859 



188. signal recognition particie UM) (homologous Aiu RNA-binding protein)(SRP14) (=18 kDa Alu RNA binding protein)( 
=signal recognition particle subunit 14) Nl\/I_003134.1 25 



hfcr7287 mioa7754a miob0873 ncr2112 ncr6909 ncrb0288 

hfcr8858 i\/liOA8039a miob3385 ncr4652 ncr7339 ncrb2627 

hfcr9266 IVIIOA8797 miob3433 ncr4814 ncr7727 ncrb3151 

189. fatty acid binding protein (adipocyte lipid-binding protein) NM_001442.1 

fcrb1839 hfcr5971 mioa7723a MIOA8687 mioa9612 miob1199 

hfcr0854 MiOA5583a mioa7818a mioa9547 mioa9745 miob1343 

HFCR3233 MIOA6577a mioa7892 mioa9575 mioa9757 miob3155 



190. "ribosomal protein, large P2 (RPLP2) "NM_001004.1 



25 



fcrb0211 
fcrb0436 
fcrb2253 



hfcr1435 
hfcr2587 
hfcr2978 



hfcr3362 
hfcr4082 
hfcr5175 



hfcr5950 
hfa6892 
hfcr7680 



hfcr9232 
hfcr9408 
miob3406 



191. CD63 antigen (melanoma 1 antigen) (CD63) NIVI_001780.1 

FCR1521 hfcr0266 hfcr9428 mioa5713n ncr4126 
fcr3117 hfcr2575 MIOA3480a miob0233 ncr7636 
fcrb1852 hfcr7949 MiOA5403a ncr2775 ncr8322 



192. defender against cell death 1 (DAD1) NIVI_001344.1 



25 



CR0535 MIOA1614a miob0508 ncrb2755 

fcrb2319 MIOA2472a miob6556 ncrb3356 

hfcr6819 MIOA5261a ncr8713 ncrb5662 

193. cytochrome b (ORF) U09500 25 



hfcr0746 
hfcr4542 
hfcr6736 



hfcr8907 
hfcr9967 
MIOA3796 



MIOA4082a miob6526 
MIOA4191 ncr0524 



miob4421 ncr6298 
194. metailothionein-ll (mt-li) J00271 25 



ncrc0828 
nCTc2649 
ncrc6028 



ncrb0043 
ncrb2803 
ncrb6145 



miob3857 

ncr1396 

ncr4218 

25 

ncrb0383 
ncrb0815 
ncrb2197 



ncrc6613 
ncrc9725 



ncrb4343 
ncrb7015 
ncrb8377 

25 

miob3808 
miob3872 
miob6508 



ncr5599 

ncrb2067 

ncrb6307 



ncrb3126 
ncrc0714 
ncrc3939 



ncrc1473 
ncrc4270 
ncrc7080 



miob6651 
nerd 367 
ncrc6545 



ncrc4221 
ncrc9710 
SEOB3326 



ncrc6315 
ncrc9523 
SEOA2291a 



seob4773 



SEOA4424a 



seob6350 



SEOB1672 



SEOA1146a SEOA8336a seob5645 
SEOA1972a SEOB3120 



SEOA1126a SEOA6710 seob4219 



ncrb7347 SEOA0030 SEOA9157 
ncrc8887 SEOA7405a SEOB0153 
ncrc9654 SEOA9029 seob4179 



seob6512 



M10A1752 ncr0160 ncr1260 
ncr0152 ncr0575 ncr2536 



ncr3029 
ncr3927 



ncr4331 ncr9167 ncrb1106 
ncr7626 ncrb0160 ncrb1410 



ncrb3053 ncrb4133 
ncrb3608 ncrb4287 
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ncrb5892 ncrb7587 ncrb8475 nerd 609 ncrc3571 

1 95. RNA polymerase II elongation factor-like protein Z47087 

BFCW0573 FCR0272 hfcr5473 MIOA1146 miob4657 
CR0020 FCR0425 hfcr7399 MIOA2790a ncr0261 
CR0206 FCR1541 MIOA0980 MIOA3835 ncr8400 



ncrc5048 
25 



seob5707 



SEOA1739a SEOA7592a SEOB0852a SEOB3137 

SEOA3187 SEOA8682 SEOB0872a 
SEOA6280 SEOB0364 SEOB2223 



196. insulin-lil<e growth factor II (IGF-2)X07868 



CR0707 

FCR1247 

FCR1750 



FCR2233 
FCR4398 
FCR4839 



FCR5076 
FCR6185 
FCR7604 



197. CD9 antigen (p24/CD9) L081 25 



fcrb0086 
fcrb2116 
hfcr0432 

24 



24 

hfcr0512 
hfcr1057 
hfcr1157 



hfcr1264 
hfcr1647 
hfcr2569 



HFCR3210 

hfcr3653 

hfcr3875 



hfcr3896 
hfcr6550 
hfcr7606 



CR0271 MIOA0587a MIOA2542a mioa9998 
FCR2770 MIOA1814a MIOA7104a miob3878 
fcit2020 MIOA2323a mioa9420 niiob4837 

198. actate dehydrogenase A (LDHA) NM_005566.1 

FCR4584 hfcr1276 MIOA2189a ncr1964 
FCR7125 MIOA0170 MIOA4901a ncr2621 
fcrb1519 MIOA1454 MIOA9035 ncrb6167 

199. poly{A)-binding protein (PABP) U68105 



miob6921 
ncr9149 
ncrb6548 

24 

ncrc6277 
SEOA0808 
SEOA1247A SEOA3138 

24 



SEOA1622a SEOA5341 SEOA9286 
SEOA3593a SEOA7933a seob6645 
SEOA5154a seoa8054 seob8332 



SEOA2542 
SEOA2684 



SEOA3683a SEOB0083 
SEOA6094a seob4050 
SEOA7492a seob5086 



CR0716 
fcrb0961 
fcrb1942 



HFCR3197 

hfcr9288 

hfcr9963 



miob6072 

ncr6603 

ncr7069 



ncrb2288 
ncrb3185 
ncrb3414 



ncrb6910 
ncrb8464 
nctc6635 



seoa2058n 
SEOA2087 
SEOA3477a SEOA8468 8eob7555 



SEOA5046a seob5908 
SEOA7270a seob6202 



200. mitochondrial ubiquinone-binding protein M26700 

fcrb1720 hfcr1047 MIOA5975a miob0369 miob6022 
hfcr0609 MIOA1530 i\;IIOA6363a tniob2378 miob7000 
hfcr0838 MIOA2765a mioa9209 miob5470 ncr2965 



24 



ncrb4771 SEOA4764a SEOB0837a 
ncrb7806 SEOA5998a SEOB2121 
SEOA1132a SEOB0803 SEOB2132 



201 . "ATP synthase, H transporting, mitochondrial FO complex, subunit g (ATP5L), mRNA /cds=(73,384) /gb=NM_006476 
/gi=5453560/ug=Hs.1 07476 /len=482 "Hs.107476 24 



BFCN0168n hfcr6692 miob1479 ncr6126 ncrb5117 
hfcr1792 MIOA4283 miob3229 ncr6223 ncrc2365 
hlicr1913 MIOA5955a ncr6036 ncr6236 norc3468 

202. MORF-related gene X (KIAA0026) (=MRG15)NM_012286.1 



hfcr3501 
hfcr6768 
mioa9661 



miob0832 
miob1944 
miob6758 



ncr0054 
ncr0444 
ncr3096 



na3263 

ncrb0151 

ncrb0370 



ncrb2263 
ncrb3135 
ncrc3769 



203. brain-expressed HHCPA78homologue (VDUP1)S73591 



FCR0447 
FCR0735 
ncr0066 



ncr0650 
ncr1194 
na1688 



ncr1819 
ncr3777 
ncr4078 



ncr8422 
ncrb7507 
nerd 296 



nerd 708 
ncrc1713 
ncrc2356 



ncrc3798 
ncrc6515 
seoa6768 

24 

ncrc4842 
ncrc9135 
SEOA9283 

24 

nere4409 
ncrc4650 
ncrc6656 



204. PR01574 (mitochondrial proteolipid 68MP homolog (PLPM) AF118639.1 

hfcr7596 hfcr8228 MIOA5119a MIOA5789a M!OA7530a miob1709 



seoa7002 

SEOA8968 

SEOB2160 



SEOB1391 

seob4155 

seob4602 



ncrc7050 

SEOA0860 

SEOA0860 

24 

miob3767 



seob6617 
seob6758 
seob7622 



seob4752 
seob6197 
seob7946 



SEOB0396 
SEOB1503 
SEOB1668 



ncrlSOO 



ncr7075 
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ncrb1731 
ncrb3385 



ncrb8564 
ncrb8732 



ncrb8804 
ncrc0591 



ncrc2887 
ncrc4114 



ncrc6126 
SEOA2669 



SEOA8959 
SEOA9152 



205. heat shocic mo protein 1 (cliaperonin 10) (HSPE1) NM_002157.1 



23 



hfcr0849 MIOA8715 ncr1936 ncr7291 ncrb6032 

MIOA4426 miob6448 ncr3918 ncr8776 ncrb7226 

MIOA5027a miob6849 ncr6389 ncr9129 ncrc0385 

206. complementfactorH(=M17517) Y00716 23 



FCR4832 

hfcr9180 

MIOA0119 



MIOA0268 

M10A1338a 

MIOA2593a 



MIOA3751a 

MIOA4422 

iVIIOA4760 



207. osteomodu!in(OMO) AB000114 



MIOA0354a 

MIOA1786 

mioa9359 



MIOB2092 

miob3604 

miob5648 



ncr1977 
ncr6381 
ncrb5344 



MIOA5795a 
MIOA6210a 
MIOA6504a 

23 

ncrc2907 
ncrc3306 
ncrc9155 



MIOA6523a 
MIOA7036a 
miob0465 



ncrc0562 
ncrc3725 
ncrc4367 



MIOB2080 
miob6954 
ncr1717 



SEOA9889 
SEOB3189 



ncrc5738 

SEOA4169a 

SEOA5293a 



ncrb3127 

SEOA4625a 

SEOA5210 



SEOA0231a SEOA3175 SEOA9350 
SEOA0543 SEOA6000a SEOB0124 
SEOA2850 SEOA6326 SEOB3371 



seob7484 



SEOA9736 
SEOA9810 



SEOA7182a 
seob5601 



seob4656 
seob5948 



208. epithelial membrane protein 1 (EMP1) NM_001423.1 



23 



fcrb1575 MIOA6635a 
MlOA3084a miob6115 
MIOA5409a miob6841 


miob6959 

ncr3553 

ncr8411 


ncr8852 
ncr9096 
ncrb8696 


ncrc3465 
ncrc6606 
SEOA8921 


SEOA8938 
SEOA8975 
SEOA9898 


SE0B1113 

seob4601 

seob4700 


seob6076 
seob8242 


209. Tiggerl transposable elementU49973.1 


23 








fcrb2008 hfcr6044 
hfcr0614 hfcr7546 
hfcr2710 MIOA5828a 


MI0A8111 

MIOA8290 
miob0416 


miob4869 

miob4745 
miob6698 


ncr3032 
ncr6734 
ncr6987 


ncrb0232 

ncrb0808 
ncrb1667 


ncrb4921 

ncrc4958 
SEOA3305n 


SEOA8852 
seob6206 


210. cysteine dioxygenase D85777 


23 










MIOA0195a MIOA4821a 
MIOA2134 MIOA8805 
MIOA3970a MIOA8962 


miob0071 
miob4020 
mlob4369 


miob5761 
ncrb8177 
SEOA2134n 


SEOA2214a 

SEOA3925 

seoa4989a 


SEOA7654a 

SEOA9033 

SEOB0531 


seob2304 

SEOB3014 

seob6410 


soa0201n 
SOA0410 


21 1 . "dynein llglit chain 1 (hdlcl ), cytoplasmic "U32944 23 








FCR0542 hfcr3684 
FCR1927 hfcr9720 
hfcr2994 MIOA5621a 


MIOA6833a 

MIOA8088 

MIOB2124 


ncr0145 
ncr0335 
ncr5291 


SEOA1538 

SEOA3233n 

SEOA3990a 


SEOA6929 
SEOA8475 
SEOA9908 


SEOB0528 
SEOB2930 
SEOB3039 


seob5404 
seob7115 


212. calcyclin (=M14300 growth factor-lnducible 2A9 gene; U04815 protein kinase PITSLRE alpha 1) J02763 


BFCN0266 FCR3266 
FCR2682N FCR7261 
fcr2707nn fcrb2291 


hfcr0549 
hfor2989 
hfcr8585 


hfcr9646 

MIOA0241a 

MIOA3629a 


mioa9484 
miob4760 
ncrb8392 


seoa0499m 
SEOA6019a 
SEOA6602a 


SEOB0404 
SEOB3005 
seob4422 


seob5777 
seob6245 


213. "ATP synthase, H transporting, mitochondrial FIFO, subunit g (ATP5JG) "NM_006476.1 


22 


hfcr1106 hfcr4146 
hfcr1422 hfcr4813 
hfcr2824 hfcr6411 


hfCT6665 

MIOA4199 

MIOA5537a 


MIOA6623a 

mioa9607 

miob2901 


miob3488 
miob4355 
ncrb0646 


SEOA7914a 

SEOA8703 

SEOA9262 


SEOB1735 

seob2546 

SEOB3378 


seob4756 



23 



214. ribosomal protein L29 (RPL29) NM_000992.1 22 

FCR0573 FCR1943 FCR2165 FCR4283 FCR4621 FCR5144 FCR6213 



fcrb0120 



Icrb1453 
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fcrb1988 hfcr2078 hfcr2685 hfcr3725 
hfcr1238 hfcr2344 hfcr3628 hfcr3998 


hfCT4807 
hfcr5412 


hfcr8774 
hfcr8880 


nCT04861 




215. FK506 binding protein (Fl<bp63) AF090334 


22 








BFCS0239n HFCR3187 hfcr7300 miob5901 
FCR3766 hfcr3635 hfcr7652 ncr1683 
hfcr1081 hfcr6473 miob3395 ncr3509 


ncr3908 

ncrb3895 

ncrbSOSO 


ncrc8932 

SEOA0060 

SEOA2451a 


SEOA3186 

SEOA7212a 

seoa8139 


SEOB0535 


21 6. "C0X1 7 (yeast) homolog, cytochrome c oxidase assembly protein (C0X1 7) " 


NM_005694.1 


22 


IV!iOA1516 [V!IOA7047a miob3231 ncr3734 
l\^IOA2552a miob1691 miob3891 ncrb4552 
!VliOA3919a l\/1IOB2780 ncr2477 ncrc3007 


ncrc5288 

SEOA2090 

SEOA3356a 


SEOA3778a 
SEOA7353a 
seob4044 


seob6143 
seob7007 
seob7216 


seob8233 


217. ribosomai protein S14 (RPS14)NIVI_005617.1 


22 








FCR1450 FCR6568 fcrb1640 fcrb1981 
FCR1713 fcrb0095 fcrb1762 fcrb2106 
FCR3327 fcrb1416 fcrb1885 fcrb2377 


fcrb2703 
hfcr1067 
hfcr1715 


hfcr2937 
hfci2976 
HFCR3137 


hfcr6878 
Iifcr6913 
hfcr9478 


seob5769 


218. ribosomai protein S16 IVI60854 22 










BFCW0608 FCR2712 FCR5077 hfcr0419 
FCR0847 FCR4344 FCR7154 hfcr1776 
FCR2152 FCR4741 fcrb1862 HFCR3162 


hfcr6722 
hfcr8278 
MIOA0486 


ncr9119 

ncrb5496 

SEOA0306 


SEOA8395a 

SEOB1004 

seob5377 


seob7712 


219. "solute carrier family 25 (mitocliondrial carrier; phospiiate carrier), member 3 (SLC25A3), nuclear gene encoding 
mitochondrial protein, transcript variant 1 a "NM_005888.1 22 


FCR0455 fcrb2051 MIOA0461 MIOA2971a 
fabO30O hfa0505 MIOA0848a ncr0578 
fcrb1691 hfcr7380 MIOA2343a ncr4835 


ncrb1209 
ncrc0960 
SEOA0388 


SEOA1834a 
SEOA3767a 
SEOA9750 


SEOB1025 

seob4294 

seob4294 


seob7440 


220. "aggrecan (chondroitin sulfate proteoglycan 1, large aggregating proteoglycan antigen identified by monoclonal 
antibody A0122) (AGC1) "UISGIS 22 


bfcn0134n FCR4395N fcrb2217 fcr6665 
FCR1127 fcr5224n fcr7424 hfcr0426 
FCR2313N fcrb1563 fcr0720 hfcr1175 


hfor6741 

hfcr8607 
MIOA0902a 


MIOA0921a 

miob1933 
miob5696 


ncr9383 

seoa6856 

SEOA8635 


SEOB2211 


221. BiP protein X87949 22 










BFCW0020 FCR6873 MIOA0993n MIOA6485a 
FCR2990 hfcr9400 MIOA4836a miob5638 
FCR3699 M1OA0184 MIOA5602a ncrb6663 


ncrc9567 

SEOA4706a 

SEOA5429 


SEOA7235a 

SE0B1191 

SEOB2198 


seob6439 
SOA0248 
SOA0520 


SOA0641 


222. 78 kD glucose-regulated protein (GRP78) gene (= 

SE0B1191 FCR3699 MlOA0993n MIOA6485a 

BFCW0020 FCR6873 MIOA4836a miob5638 
FCR2990 MIOA0184 MIOA5602a ncrb6663 


'BIP protein) M19645.1 

ncrc9567 SEOA7235a 
SEOA4706a SE0B1191 
SEOA5429 SEOB2198 


22 

seob6439 
SOA0248 
SOA0520 


SOA0641 


223. ahemoglobin beta chain (HBB) AF1 1 771 0 


21 








MIOA6356 mioa7836a miob1935 MIOB2613 
mioa7692a MiOA8958 MIOB2211 miob3322 
mioa7733a mioa9436 miob2426 iniob3859 


miob4001 
miob4427 
miob5029 


miob6419 

ncr5086 

ncrc2568 


ncrc6171 
ncrc9190 
SEOA9720 
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224. cytochrome c oxidase subunit 1 D38112 21 



nnioa9557 ncr5160 ncr6200 ncrb0843 nerd 806 ncrc2704 ncrc5673 
ncr1513 ncr5237 ncr6277 ncrb2257 nerd 856 ncrc3916 ncre5998 
ncr1671 ncr5312 ncrb0153 ncrb3402 ncrc2306 ncrc5324 ncrc9235 

225. "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta polypeptide (YWHAB) " 
NIVIJ03404.1 21 



hfcr1164 hfcr7957 miob3075 ncrb1953 SEOA3467a SEOA9524 seob5521 

hfcr2237 M10A2773a nniob6592 ncrb2474 SEOA6921 SEOB1575 seob6061 

hfcr6130 mioa9884 ncr2931 ncrb8416 SEOA9172 seob5336 seob6736 

226. selenoprotein P (SEPP1) Z11793 21 



FCR1239N 

MIOA3765 
MIOA9063 


miob0874 

tniob6077 
miob6603 


ncr6677 
ncr6719 
ncr7684 


ncrb3990 
ncrb5024 
ncrb5150 


ncrb5409 

ncrb8533 
nerd 905 


ncrc6601 

SEOA5303a 

SEOB1638 


SEOB3097 

seob4529 
seob5258 


227. elongation factor 2 X51466 


21 








FCR0541 
FCR3401 
fcttOHO 


hfcr0567 
hfcr0694 
hfcf0784 


hfcr0826 
hfcr0902 
hfcr1054 


hfcr1278 
hfcr1289 
hfcr1381 


hfcr1398 
hfcr1839 
hfcr2883 


hfcr7857 
ncrb8651 
SE0A6111a 


SEOA7232a 

SEOA9872 

seob5420 


228. ribosomal protein L14 D87735 


21 








FCR0588 
FCR1063 
FCR2292 


FCR2867 
FCR5950 
fcrb0678 


fcrb1773 
hfcr0039 
hfcr0916 


hfcr5126 
hfcr8481 
hfcr9518 


MIOA2213a 

miob4776 

ncr5981 


ncrb1232 
ncrb4600 
ncrc3516 


SEOA5649a 

SEOB3181 

seob4814 



229. endozepine (putative ligand of benzodiazepine receptor) II/I15887.1 21 

FCR6055 MIOA1373a miob4979 SEOA2143 SEOA4245a SEOB0636a SEOB3186 
iifcr9680 miob3364 miob6078 SEOA2619 SEOA4414a SEOB0663a seob5216 
MIOA0366a miob4000 ncrc5539 SEOA4241a SEOA9139 SEOB1155 seob8031 



230. annexin A5 (ANXA5)(lipocortin-V) NM_001 154.2 21 



CR0389 fcrb1792 hfcr3472 MiOA2775a ncr9547 SEOB1355 seob4689 
FCR2801 hfcr0626 hfcr4133 ncr0159 ncrc1597 seob4188 seob5022 
fcrb1307 hfcr1308 hfcr6198 ncr9109 SEOA9192 seob4563 seob5772 



231. carboxypeptidaseE(CPE) Niyi_001873.1 

BFCS0518n hfcr3742 MIOA3575a MIOA5174a 
FCR2628 hfcr7473 iVllOA3803 MIOA7336a 
FCR3543 hfcr8715 MIOA4044a mioa7647a 

232. collagen type IX alpha 2 (COL9A2)M9561 0 



FCR1285 
FCR1414 
FCR2909 



FCR6241 

FCR6756 
FCR6896 



fcrb1290 
hfcr0514 
hfcr0934 



hfcr3620 
hfcr3854 
hfcr3899 



21 

miob3307 

ncr1285 

ncr2298 

21 

Iifcr4045 

hfcr5785 
hfcr6100 



ncr5368 

ncrb0636 

ncrb1807 



hfcr7160 

hfcr8956 
hfcr9314 



ncrb7082 
ncrc3351 
ncrc6444 



hfcr9406 

hfcr9802 
hfcr9996 



233. "myosin, liglit polypeptide, regulatory, non-sarcomeric {20kD) (MLCB), mRNA/cds=(1 14,629) /gb=NM_006471 
/gi=5453739/ug=Hs.233936/ien=944 "Hs.233936 21 



mioa7900 niiob5703 miob6293 SEOA9233 SEOB0158 SEOB3446 seob6598 iWiOA5293a ncr6205 
hfcr7533 hfcr2522 ncr2458 SEOB0111 SEOB3012 seob5327 seob6451 ncrb6190 ncrb0121 
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ncrb2432 ncrc2080 ncrb7585 



234. "SPARC-like 1 (mast9, hevin) (SPARCL1) "NIVI_004684.1 20 



FCR4684 MIOA1623a MIOA5622a mioa7823a miob0199 miob4596 ncr8178 
FCR4925 MIOA2531a MIOA7114a MIOA8601 miob0741 miob4758 ncrb1381 
mioa0506m M10A2956a mioa7801a mioa9518 MIOB1533 miob6099 



235. Cyr61 protein (CYR61) AF031385 20 

FCR0376 hfcr4053 MIOA0204a ncr2826 ncr4768 ncrb4955 seob4290 

FCR3098 hfcr6724 mioa9610 ncr3592 ncr6596 SEOA2064 seob6374 

hfcr0698 hfcr8231 miob0984 ncr4657 ncr7021 seoa2174n 



236. fibrillin (FBN1)X63556 20 

FCR0536 hfcr3862 miob0305 SEOA1616a SEOA6029a SEOA9528 seob4500 

fcrb1405 MIOA6423a ncr5829 SEOA4360a SEOA6329 SEOB0326 seob7945 

HFCR3251 MIOA8116 ncrc1139 SEOA5726a SEOA6685a SEOB2045 

237. trophoblast STAT utron AF080092.1 20 



MIOA7331 mlob4433 ncr1959 ncr5430 ncrb0834 ncrc9007 SEOA1385 
miob0900 ncr0143 ncr2007 ncr5755 ncrb8551 ncrc9086 SEOA3624a 
miob3148 ncr0474 ncr3909 ncr6114 ncrc1918 SEOA1159A 



238. prefoldin 5 (PFDN5) (=089667 c-myc binding protein) NP_002615.1 19 

ncrc3920 HFCR3231 IVIIOB2548 ncr7891 ncrc5915 SEOA2441a SEOA6317 

ncrc4212 MIOA0285 ncr1203 ncrb6696 ncrc9784 SEOA3733a SEOA6606a 

BFCS0038 IVIIOA3684a ncr2756 ncrc3442 SEOA1768a SEOA3736a SEOA7409a 

hfcr2511 MIOA5082a ncr4406 ncrc4703 SEOA1952 SEOA5488a SEOA9507 



239. cytochrome c oxidase subunit Vile (C0X7C) NIVI_001867.1 



19 



fcrb0703 
hfa2767 
MIOA6336a 



MIOA7077a 
MIOA8045a 
miob1124 



MIOB2553 

miob3919 

miob4390 



240. ring-box 1 (RBX1) NMJ14248.1 



hfcr9741 ncr7182 ncrc0846 
MIOA7103a ncrb0730 ncrc6763 
miob5797 nab2922 SEOA2285a SEOA5565a SEOB1893 



ncr2262 
ncr3535 
ncr8299 

19 

SEOA2841 
SEOA3916 



seoa8046 

SEOB1795 

SEOB2074 



seoa7029 
SEOB0379 



SEOB2757 

seob4679 

seob6809 



SEOB3400 

seob5126 

seob6556 



seob7929 



seob7903 



241. epididymal seCRetory protein (19.5kD) (HE1) gl5453677 19 

MIOA0315 MIOA3972a ncr1619 ncrb7171 SEOA0033 SEOA8558 seob5649 
MIOAieSOa miob0723 ncr8507 ncrc0133 SEOA7093a SEOA9671 
MIOA1758 miob6136 ncrb3560 nac2560 SEOA8376a SEOB1325 

242. "SRY (sex-determining region Y)-box 9 (campomelic dysplasia, autosomal sex-reversal)(S0X9) "NM_000346.1 19 

FCR1905 hfcr9790 ncr6764 ncrb2414 ncrb4773 ncrb5638 SEOB2779 
FCR6688 ncr0625 ncr8239 ncrb2644 ncrb5147 ncrc3855 
hfcr2908 ncr5236 ncrb2208 ncrb3987 ncrb5282 SEOA8195a 

243. "H4 histone family, member G (H4FG) "NM_003542.2 19 

MIOA9170 miob0857 miob5495 ncr6094 ncrb1291 SEOA5507a SEOA5568a SEOA5660a SEOA6503a 
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SEOA7082a SEOA9985 SEOB2050 SEOB3130 
SEOA7389a SEOB1090 SEOB2123 seob4681 


seob6187 
seob6900 






244. napolipoproteinD(APOD) J02611 19 








MIOA0776 ncr6928 ncr9773 ncrb5196 
MIOA2245a ncr8230 ncrb0351 ncrb6142 
ncr6167 ncr9616 ncrb3441 ncrb7993 


ncrc0513 
ncrc1596 
ncrc2712 


ncrc3594 
ncrc4933 
ncrc9460 


ncrc9722 


245. cathepsin K (pycnodysostosis)(CTSK) NM_000396.1 19 






FCR0846 hfcr3721 miob0063 ncr3385 
hfcr1240 hfcr7982 miob1956 ncr5507 
hfcr1303 MIOA8053a ncr0609 ncr7917 


ncr9593 

SEOA1363 

SEOA2426a 


seoa4917a 
SEOB0338 
seob4495 


seob7135 


246. peptidylglycine alpha-amidating monooxygenase (PAM)M37721 


19 




FCR1299 MIOA1371a MIOA8844 ncr5383 
hfcr9244 mioa7935 mioa9405 ncr9348 
MIOA0802 MIOA8058a MIOB0550 ncrb0263 


ncrb3340 
ncrb3847 
SEOA2063 


SEOA7527a 

SEOA9853 

SEOB1126 


seob6023 


247. zinc finger protein 216 (ZNF216) AF062072.1 


19 






FCR4966 MIOA0085a M10A8929 ncr5542 
hfcr6024 MIOA3342a ncr0596 ncr8484 
hfcr6463 IVIIOA8599 ncr1289 ncrb2097 


ncrb3469 
ncrb5243 
ncrb6726 


nerd 801 
ncrc3922 
SEOA2421a 


SEOA6627a 


248. Iieterogeneous nuclear ribonucleoprotein D-Wke (HNRPDL) NIV!_005463.1 


19 


FCR0349 hfcr6195 MIOA7607a ncr8367 
fcrb1968 MIOA3018a MIOA8315 ncrb5972 
fcrb2164 MIOA6588a rtiiob2461 ncrc0346 


ncrc9060 

SEOA0540n 

SEOA1306a 


seoa8070 

SEOA8947 

SEOB2030 


SOA0579 


249. chondromodulin 1 precursor (CHIM-I) NIVI_007015.1 19 






FCR4903 fcrb0019 fcrb2504 HFCR2380 
FCR5145 fcrb0716 fcrb2619 Iifcr3051 
FCR5420 fcrb1265 hfcr0292 Iifcr3778 


hfcr5057 
hfcr6914 
hfcr8401 


ncr5210 

ncrb2479 

ncrb8252 


ncrc0531 


250. osteoclastogenesis inhibitory factor AB008822 


19 






FCR0188 MIOA1502 MIOA6530a miob5658 
FCR1309 MIOA2604a MIOA8215 SEOA3102a 
MIOA1441 MIOA4918a MIOB1527 SEOA5403 


SEOA5973a 
SEOA6128a 
SEOA9619 


SEOB0230 
SEOB3364 
seob7546 


SOA0365 


251. enolase1(alplia)(EN01) NiUIJOl 428.1 


19 






CR0911 FCR4596 fcrb0365 hfcr2664 
FCR0019n FCR5921 tifcr0380 hfcr2782 
FCR0298 FCR7060 fifcr2330 hfcr5091 


hfcr6373 
hfcr7782 
hfcr8490 


hfcr8541 

MIOB1555 

SEOA0829 


seob8321 


252. v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS) NM_005252.2 


19 


FCR6019 hfcr0182 hfcr1921 hfcr4101 
fcrb0420 iifcr1401 hfcr2044 hfcr8479 
fcrb2098 hfcr1909 hfcr3964 hfcr8828 


MiOA6738a 

ncr0168 

ncr2021 


ncr4153 
ncr6045 
ncrb1996 


seob4446 



253. npalladin(KIAA0992)=CGI-151 NM_016081.1 19 

BFCS0088 FCR7367 FCR7425 MIOA6104a miob6323 



ncr5146 ncr8677 ncrc1607 ncrc3233 



Figure 6A- EST Names Corresponding to Unique Known Genes of Figure 6 - Page 52 of 312 



ncrc3268 ncrc9805 SEOA5310a SEOB1185 seob5235 
ncrc4684 SEOA3392a SEOA8733 SEOB1866 seob7471 



254. heterogeneous nuclear ribonucleoprotein D (hnRNP D) (52% aa) D55671 19 

FCR0349 hfcr6195 MIOA7607a ncr8367 ncrc9060 seoa8070 SOA0579 
fcrb1968 MIOA3018a MIOA8315 ncrb5972 SEOA0540n SEOA8947 
fcrb2164 MIOA6588a miob2461 ncrc0346 SEOA1306a SEOB2030 



255. "procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine hydroxylase) 2 (PL0D2), mRNA /cds=(0,2213) /gb=NIVI_000935 
/gi=4505888 /ug=Hs.41270 /len=3503 "Hs.41270 19 



seoa7848a MIOA5244a miob2475 ncrb4358 ncrc8982 seob5353 
FCR5085 mioa5668n ncrOSOO ncrb6691 ncrc9078 seob5515 
hfcr7472 miob0240 ncrb0840 ncrb7447 seoa3271n seob7196 



seob7512 



256. iysyl oxidase U22384 18 

FCR0075 FCR4305 FCR6562 ncr6188 ncrb5595 ncrc5297 SEOA3215 SEOA5558a SEOB3011 
FCR1083 FCR6194 hfcr1263 ncrb1782 ncrc0112 SEOA2308a SEOA4881a SEOA7614a seob3897 



257. "gap junction protein, alpha 1 , 4; 

hfcr0652 SEOA3820a seoa8138 
miob1760 SEOA4172a SEOA9143 



i(connexin43)(6JA1) "NM_000165.2 

SEOA9241 SEOA9956 SEOB2984 
SEOA9704 SEOB1628 SEOB3096 



18 

SEOB3553 seob5082 seob5785 
seob4441 seob5646 seob7105 



258. procollagen C-endopeptidase enhancer 2 (PC0LCE2) NM_01 3363.1 1 8 

hfcr3052 miob5783 ncr0460 ncr3217 ncrb5289 ncrc2682 SEOB0301 
miob2361 miob5895 ncr0701 ncr4147 ncrc0492 ncrc3581 seob6080 
miob3749 miob6487 ncr1138 ncrb1431 ncrc2260 ncrc4233 



259. NADH dehydrogenase subunit 4L (RefSeq aa 2e-45) gi5835396 1 8 

miob0758 ncr2398 ncr5195 ncr6331 ncr7396 ncr8017 ncr9504 SEOA4736a seob4470 

ncr1256 ncr2629 ncr6047 ncr6746 ncr7857 ncr8689 SEOA4187a SEOA9155 seob5245 

260. ubiquinol-cytochrome c reductase complex (7.2 kD); hypothetical protein (RefSeq aa 2e-35) NP_037519.1 18 

hfcr0609 MIOA2704a MIOA6363a miob5470 miob6447 ncr0944 ncrb4771 SEOA6131a SEOA8957 

hfcr0838 MIOA4796a mioa9209 miob6022 miob7000 ncr0944 ncrb6632 SEOA6887 seob4118 

261. "ATPase, H transporting, lysosomal (vacuolar proton pump) 9kD (ATP6H) "Nl\/I_003945.1 18 

hfcr0829 miob1893 ncr1895 ncr5109 ncrb4794 ncrb8752 SEOA2943a SEOB3421 seob6416 

miob0432 ncr0721 ncr4666 ncr5336 ncrb8543 ncrc2468 SEOA9395 seob6087 seob8163 



262. "ATP synthase, H transporting, mitochondrial F1 complex, gamma polypeptide 1 (ATP5C1), nuclear gene encoding 
mitochondrial protein "NM_005174.1 18 

fcr3713n hfcr1342 hfcr8370 miob2511 miob6644 ncr5416 seoa7869a SEOB3093 seob4691 
hfcr0129 hfcr5961 miob0415 miob2532 ncr3316 seoa7812a SEOA9407 seob4381 seob5796 

263. muscleblind {Drosophila)-like (IVIBNL) (=KIAA0428) Nl\/l_021 038.1 18 



fcr3551n MIOA7495a ncr5842 ncr7810 ncrc5239 ncrc6988 SEOA5291a SEOB3429 seob4642 
MIOA5519a miob3391 ncr7192 ncrb4376 ncrc5360 SEOA4831a SEOA5405 SEOB3461 seob5624 
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264. calumein (Calu) (calumenin)AF013759 



18 



BFCS0330 FCR2755 FCR7741 hfcr8986 
FCR1055 FCR7247 hfcr7784 hfcr9617 



MIOA7436a ncr3808 
miob1855 ncrb0525 



SEOA1979a seoa6958 SEOB1418 
SEOA2459a SEOA9115 seob7098 



265. "ATP synthase, H transporting, mitochondrial F1 compile, alpha subunit, Isoform 1, cardiac muscle (ATP5A1)(0RF) " 
NM_004046.1 18 

fcr3713n hfcr1342 hfcr8370 miob2511 miob6644 ncr5416 seoa7869a SEOB3093 seob4691 
hfcr0129 hfcr5961 miob0415 miob2532 ncr3316 seoa7812a SEOA9407 seob4381 seob5796 

266. "guanine nucleotide binding protein (6 protein), alpha stimulating activity polypeptide 1 (6NAS1) "NIVI_000516.2 18 

seob7982 



FCR3053 fcrb2083 hfcr4208 hfcr7607 ncr1206 
fcrb0564 hfcr2856 hfcr6873 MIOA3737a ncrb2324 



ncrb7659 
nerd 538 



267. vacuolar H-ATPase subunit AF038954 



18 



hfcr0829 ncr0721 ncr5109 ncrb8543 SEOA2051 SEOB3421 

miob0432 ncr1895 ncr5336 ncrb8752 SEOA2943a seob6087 
miob1893 ncr4666 ncrb4794 ncrc2468 SEOA9395 seob6416 



ncrc2720 
ncrc3312 



seob8163 



ncrc4566 
SEOA9802 



268. ribosomal protein 40S S27 isoform (RefSeq aa 4e-35) NP_057004.1 



18 



ncrb6528 ncrc6387 SEOA8460 SEOA9785 SEOB0036 SEOB1474 seob4313 
ncrb7612 SEOA6886 SEOA9136 SEOB0001 SEOB0673a SEOB2119 seob4515 



269. elongation factor 1 beta 2 (EEF1 B2) NIVI_001959.1 



17 



fcrb2491 hfcr3025 hfcr4760 hfcr7692 hfcr8590 miob0246 miob3475 
hfcr1189 hfcr3763 hfcr6701 hfcr8402 hfcr9638 miob2369n ncr8579 



seob4920 
seob5725 



ncrb3376 



270. "laminin receptor 1 (67kD, ribosomal protein SA) (LAMR1)(0RF) "NM_002295.1 



17 



ncrc4969 FCR1495N FCR4902 FCR7681 
ncrc5164 FCR2185 FCR5901 hfcr1668 
BFCW0145 FCR3371 FCR5915 hfcr2624 

271. B-ceil translocation protein 1 (BTG1) X61123 



hfcr6507 MIOA6326a ncr9496 
hfcr8736 ncr1113 ncrb3108 
MIOA4639a ncr8688 nerd 245 



ncrc3364 
ncrc4771 
ncrc9228 



8eob6633 
seob7523 



seob7649 



nCTc9393 
seob7177 



FCR0133 
FCR2140 



hfcr8744 
hfcr8750 



hfcr9921 
MIOA0540 



mlob2453 
ncr3177 



17 

ncr4646 
ncr7449 



ncr7707 SEOA1596a SEOA5117a SEOA9922 
ncrb0570 seoa4915a SEOA5446 



272. NADH dehydrogenase(ubiqulnone) Fe-S protein 5 (1 5kD) (NADH-coenzyme Q reductase) (-NADH-ublquinone 
oxldoreductaselSkDa subunit) NM_004552.1 17 

fcrb2760 hfcr8032 mioa8199n miob6599 ncr4178 ncrb7952 ncrc5316 ncrc5993 SEOB0089 

hfcr6789 hfcr9535 miob5856 ncr1939 ncrb3188 ncrb8297 ncrc5464 seoa2647n 

273. dolichyl-phosphate beta-glucosyltransferase (ALG5) AF102850.1 17 

hfcr0014 hfcr0361 hfcr0953 hfcr3751 hfa4103 hfcr4214 hfcr5450 ncr9289 seob5972 

hfcr0255 hfcr0928 hfcr3678 hfcr3855 hfcr4119 hfcr4335 MIOA1571 seob5213 



274. frizzled-related protein (FRZB) NM_001 463.1 



17 



FCR6733 hfcr6164 miob5102 ncr5454 ncrb0850 ncrc2191 
fcrb2499 MIOA1933a ncr2136 ncr6741 ncrb5140 ncrc4940 



ncrc6735 SEOA5370 seob6242 
seoa0985m SEOA9209 
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275. pp21 homolog AF125535.1 



17 



hfcr3933 MIOB2177 M10B2642 seoa8154 SEOB0937 seob5137 seob5702 
miob0126 MIOB2183 SEOA1316n SEOA9831 SEOB2103 seob5539 seob6207 

276. neuroendocrine-specific protein C Wke (foocen) (NSP-CL) reticulon 4 (RTN4) NM J07008.1 



FCR5928 MIOA2571a miob0141 ncr2958 
iVIIOA2235a MIOA4035a miob5644 ncrb6109 



ncrc8861 SEOA9400 seob2312 
SEOA2505 SE0B1 31 9 seob5009 



seob6734 
seob6739 

17 

seob7329 
seob7385 



seob8221 



SOA0713 



277. testis enhanced gene transCRIpt protein (TEGT) AF033095 1 7 

FCR0759 hfcr0912 mioa0788m MIOA1902a ncr2465 ncr6541 
FCR6541 hfcr8932 MIOA0974 mioa6645a ncr2660 ncr7129 



ncr8033 
nerd 631 



SEOA5426 
SEOA6697a 



SEOA8310a 



278. SOD-2 manganese superoxide dismutase X65965 



17 



hfcr8900 miob0135 miob2977 ncr3482 ncrc3509 ncrc5440 SEOA2919a SEOB0163 
MIOA7395a miob2966 ncr3211 ncrb6672 ncrc3605 ncrc7024 SEOA4477a seob4553 



SOA0427 



279. decay-accelerating factor IVI31516 

MIOA0577a MIOA2185a miob2364 
MIOA0749 miob0899 miob3451 



17 



miob3564 ncrc6575 ncrc9345 seoa3258m SEOB2262 seob4465 
ncrc4814 ncrc9272 SEOA0895 SEOB0188 SEOB2714 



280. ametallothionein-le(lilVIT-le) IVI10942 



17 



MIOA7500 ncr2321 ncr9955 ncrbOIOS ncrb4871 ncrc3169 ncrc3952 ncrc9597 
miob6431 ncr5594 ncrb0036 ncrb4320 ncrc2985 nGrc3667 ncrc4932 SEOA2487 



SEOA6348 



281 . platelet-derived growtli factor receptor alplia (PDGFRA) IVI21 574 



17 



FCR1046 hfcr5079 MIOA2041 MIOA5913a miob5411 ncr9016 ncrc9910 SEOA7908a 
FCR3287 hfcr5839 MIOA3938a MIOA6112a ncr7509 ncrc5200 SEOA7266a SEOA9123 



SEOB1142 



282. miCRosomal signal peptidase AF061737 17 

FCR2102 FCR7159 MIOA2490a miob6747 ncrb6431 
fcr4976n MIOA2478a MIOA7562a ncrb4948 ncrb6750 



ncrc1025 
ncrc7181 



SEOA1422a 
SEOA7060a 



SEOA8551 
SEOB0490 



SEOB1193 



283. enhancer of rudimentary homologue U66871 



17 



FCR3200 FCR5961 hfcr8765 M10A2965a miob1857 ncr4352 ncr8475 SEOA4019a 
FCR3577 hfcr0851 mioa1036m miob0677 miob3899 ncr7070 ncrb7162 SEOA6480a 



SEOB2241 



284. tomoregulin AB004064.1 



17 



fcrb0009 hfcr7796 miob1787 miob3316 
hfcr3414 miob0850 MIOB2852 ncr5437 



ncrb5375 SEOA9257 SEOB3563 seob5670 
SEOA8442 SEOB3502 seob4913 seob7210 



seob7517 



285. cell division cycle 10 (homologous to CDC10 of S. cerevisiae) (CDC10) NIVI.001788.1 17 

FCR2089 FCR3759 hfcr1754 M10A8378 ncrb2452 ncrc9542 SEOA1851a seob3888 
ncrc9542 FCR6393 MIOA0381a ncr7372 ncrc4668 seoa0102m SEOA5917 seob8275 



seob8281 



286. cytochrome c oxidase subunitlll (RefSeq aa 8e-49) 5835394 



nerd 381 
ncrc5195 



ncr4858 
ncr5131 



ncrb0017 
ncrb1983 



ncrb2489 
ncrb8746 



ncrc0317 
ncrc0555 



17 

ncrc2235 
ncrc2961 



ncrc4489 
ncrc4977 



ncrc5441 
ncrc5441 



ncrc6091 
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287. t-complex-associated-testis-expressed 1-iilce 1 (TCTEL1) NIV!_006519.1 



17 



hfcr5977 MIOA4605a ncr0828 ncr6135 ncr7799 ncrb4478 ncrb6371 ncrc2830 
iifbr9302 miob0178 ncr5497 ncr6595 ncrb1626 ncrb6367 ncrb7887 ncrc6581 



seob3279n 



288. "guanine nucleotide binding protein (G protein), alplia stimulating activity polypeptide 1, clone MGC:15368 
IMAGE:41 06768, mRNA, complete cds "BC008855.1 1 7 

fcrb0564 fcrb2608 hfcr2856 hfcr6873 ncr1206 ncrb7659 ncrc2720 ncrc4566 seob7982 
fcrb2083 fcrb2675 iifcr4208 hfcr7607 ncrb2324 nerd 538 ncrc3312 SEOA9802 



289. "DEAD/H (Asp-Glu-Ala-Asp/Hls) box polypeptide 5 (RNA helicase, 68kD) (DDX5) "NM_004396.1 



16 



fcrb0621 M10A8782 miob3177 miob5949 
lifcr3002 mlob0378 miob3276 miob6773 

290. calpactin 1 light chain M81457 16 



ncrc4028 seoa7006 seob5751 
SEOA3352a SEOA8356a 



MIOA0917a miob4884 SEOA1763a SEOA3273n SEOA3876 SEOA5961 SEOA8587 SEOB2219 
lVllOA2784a SEOA1736a SEOA2968a SEOA3307 SEOA5569a SEOA7205a SEOB0285 SEOB2681 



291. hairy (Drosophila)-homolog (HRY) NM_005524.2 



M10A9166 miob5836 ncr1833 
miob4995 ncr0183 ncrlSOl 

292. rapa-2 (rapa gene) AJ277276.1 



fcrb0345 
fcrb1056 



hfcr0003 
hfcr0385 



tifcr0393 
iifcr3369 



ncr2996 
ncr3851 

16 

hfcr3389 
hfcr3871 



16 

ncrb0718 
ncrb5702 



hfcr4659 
hfcr5122 



ncrb6955 
ncrc2027 



hfcr6214 
hfcr6317 



ncrc4471 
ncrc9249 



tifcr6779 
hfcr6903 



SEOA7953a 
SEOA9097 



hfcr6906 
iifcr7346 



293. "deiodinase, iodothyronine, type II (DI02), transCRipt variant 1 ''gi7549802 



miob6287 
ncr0902 



ncr1345 
ncr1627 



ncr7253 
ncrb1228 



ncrb2028 
ncrb2058 



294. ADP-ribosylation factor 4 (ARF4) AF104238.1 

MIOA0013a miob4316 ncr8452 ncrb3973 
MIOA6439a ncr5196 ncrbOSIO ncrb4061 

295. KVLQT1 gene (=p150)AJ006345.1 16 



ncrb2772 
ncrb4789 

16 



ncrb6654 
ncrb7188 



16 

ncrc3049 
ncrc3877 



ncrc8891 
SEOB1268 



ncrc1496 SEOA5652a SEOA7343a seob4251 
SEOA4281a seoa7018 seoa7759a seob5745 



hfcr3775 MIOA0061a MIOA3695a MIOA7334a ncr4048 ncr7137 ncrb1701 ncrc0505 
iifcr9450 MIOA2978a MIOA5265a miob6704 ncr6696 ncr8660 ncrb7100 seob7430 



296. thrombospondin 2 (THBS2) L12350 



16 



FCR1336 FCR3370 hfcr0291 ncrc5883 SEOA2455a SEOA6905 seoa7807a SEOB0123 
FGR2141 FCR6952 MIOA8304 ncrc9957 SEOA2831n SEOA7593a seoa8097 SEOB0410 

297. "fatty acid binding protein 4, adipocyte (FABP4), mRNA /cds=(47,445) /gb=NM_001442 /gi=4557578 /ug=Hs.83213 
/len=619 ''Hs.83213 16 

MIOA5583a mioa7723a mioa7892 mioa9575 mioa9745 miob1199 miob3155 miob6651 
i\/ilOA6577a mioa7818a mioa9547 mioa9612 mioa9757 miob1343 miob6508 SEOA4424a 



298. p40 AAC51266.1 16 

MIOA8456 mioa9960 miob6410 



ncr7569 



ncr8062 



ncrb0428 ncrc2019 ncrc2421 ncrc2632 
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ncro3070 SEOB1737 seob3844 seob4249 
299. TI-227H (=tomoregulin; mitchondrial)D50525 



hfcr6746 iWIOA4915a ncrb0156 
hfcr7806 ncr5437 ncrb4149 



ncrb6158 
ncrbSSeO 



300. cyclin I D50310 



16 



FCR6877 
fcrb0677 



fcrb1464 
fcrb2275 



MIOA2886a miob0137 
MIOA9014 ncr5249 



seob6622 

16 

norb8012 
ncrb8434 



ncrb0272 
ncrb2704 



seob8025 seob8207 



ncrc2139 SEOA0515 seob3601 
ncrc5677 SEOB3502 seob4664 



ncrc3844 SEOA5769 seob7021 
SEOA2837 SEOB3183 SOA0525 



301. "S100 calcium-binding protein A10 (annexin II ligand, calpactin I, light polypeptide (p11)) (S100A10) "NIVI_002966.1 16 



ncrc6127 MIOA8130 ncrc3807 seob5087 
ncr9646 miob0686 SEOB2130 seob5107 

302. ribosomal protein L28U14969 16 

FCR3685 FCR5469 hfcr1824 hfcr7392 
BFCN0034 FCR7290 hfcr6942 hfcr0889 

303. glucocorticoid-induced GIL2 AF228339 



seob5292 
seob5648 



hfcr2235 
hfcr6267 



seob7460 
seob5893 



hfcr9020 
fcrb1186 



SEOA9659 SEOA9691 
mioa9434 SEOA3273n 



fcrbOOlO 
fcrblOOO 



hfcr9872 
fcrb2713 



16 



ncrb3628 
ncr5693 



ncrc4721 
nac5763 



ncr9178 
ncr1667 



hfCTl866 
hfcr6635 



304. collagen type V alpha 2 (COL5A2)IVI1 171 8 



hfcr9358 nerd 704 SEOA7394a ncrb8665 
MIOA7092a SEOA5264a seob8258 seob4041 



15 



hfcr0692 hfcr3750 mioa6246a ncrb4867 seoa4971a seoa8393an SEOA9535 seob6479 
hfcr0832 hfci6073 mioa9938 SEOM846a seoa6419n seoa8393an SEOA9668 



305. "H3 histone, family 3A (H3F3A) "NM_0021 07.1 



fcrb0728 
fcrb1821 



hfcr0574 
hfcr5845 



hfcr6070 
hfcr6281 



hfcr8767 
hfcr9782 



15 

ncrb3203 
ncrb5790 



ncrb8743 seob2329 
SEOA9693 seob4122 



seob6674 



306. "neural precursor cell expressed, developmentally down-regulated 5 (NEDD5) "NM_004404.1 



15 



FCR2089 FCR6785 hfcr0837 MIOA0951 mioa9366 ncrb6204 
FCR4924 fcrb2635 hfcr6723 MIOA6248a ncrb1349 ncrb8561 

307. heat shock factor binding protein 1 (HSBP1) NM_001537.1 15 



SE0B1151 SOA0100 
seobMOO 



fcrb1777 miob5862 
MIOA1255m ncr7470 



ncrb4380 SEOA4024a SEOA6354 SEOA8902 SEOB2208 seob3916 
SEOA0509 SEOA5851 seoa6834 SEOB0101 SEOB2945 



308. glypican 3 (GPC3) (chromosome X) (=L47176 GTR2-2) L47125 



FCR0107 
fcrb0751 



fcrb1848 
fcrb2136 



hfcr0861 
hfcr2498 



hfcr2549 
hfcr3504 



309. translocation protein 1(TL0C1) NM_003262.1 



hfcr4266 
hfcr5994 

15 



FCR2485 hfcr9543 MIOA5784a miob0372n miob7015 
hfcf3911 MIOA3185a MIOA6270a miob5755 ncr5465 



15 

hfcr7490 
hfcr8374 



ncr6289 
ncrb1723 



hfcr9156 
hfcr9472 



ncrb1747 
ncrb8259 



hfcr9601 



ncrc2675 



310. thrombospondin4(rHBS4) NM_003248.1 15 

hfcr4670 hfcr6037 hfcr6189 hft;r9433 MIOA2828a miob3329 



miob5746 ncr0164 



ncr0692 
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ncr7649 ncrb6505 ncrb6507 ncrb8139 ncrc9757 ncrc9921 

31 1 . 6.2 kd protein AJ01 1 007 15 

MIOA4177 ncr6892 ncr8110 ncrb1495 ncrb6119 ncrc1696 ncrc4632 

ncf2492 ncr7965 ncrb0317 ncrb2966 ncrb6205 ncrc3935 ncrc5244 



ncrc6050 



312. "mannosidase, beta A, lysosomal (MANBA) gene, and ubiquitin-conjugating enzyme E2D 3 (UBE2D3) genes, complete 
cds "AF224669.1 15 



fcrb2158 
Iifcr9008 



hfcr9522 
miob6641 



ncr2012 
ncr5211 



ncr7125 
nCTb6794 



ncrb8391 
nCTc9207 



SEOA9333 seob4910 
SEOB0295 seob5524 



seob6136 



313. ubiquitin-like 1 (sentrin) (UBL1) (=SUMO-1)NM_003352.1 

fcrb2299 MIOA1514 MiOA3298a iVilOA6545a miob6701 
hfcr7812 MIOA2366a MiOA4597a i\<iOA9158 miob6839 



15 

miob6966 
ncrb1915 



ncrbSm 
ncrb7655 



SEOA7278a 



314. TGF-betallRaiplia D50683 

fcrb1569 miob3701 ncr4732 
iV!IOA0324 ncr0091 ncrb8188 



15 



SEOA4878a seoa8150 SEOB3138 seob7413 
seoa7877a SEOB2962 seob6540 seob8187 



315. ■'H2A histone family, member Z (H2AFZ) = D28450.1 "NiM_002106.1 



fcrb0069 
fcrb1660 



fcrb2616 
hfcr4345 



ncr0833 
ncr5159 



ncr8131 
ncrb1101 



ncrb1741 
ncrb2751 



ncrb6897 
ncrc0444 



15 

ncrc6131 
ncrc6991 



31 6. MAFB/Kreisler basic region/leuclne zipper transCRiption factor (MAFB) AF1 341 57.1 

hfcr3058 SEOA0180a SEOA1690a SEOA2929a SEOA8326a SEOA9070 seob5371 
ncrc4224 seoa0260m SEOA1819a SEOA3962a SEOA8976 SEOA9680 seob5999 



SEOA9935 
15 

seob7477 



317. cigIS (»D31887.1 KIAA0062) AF026940.1 

hfcr1965 MIOB2703 ncr4393 norb4383 
MiOA4567a ncr2005 ncr7680 ncrc0876 

318. UMP-CMP kinase AF110643.1 15 

IVIIOA1365a MiOA7560a miob0186 ncrc0572 
MIOA7266a MIOA9137 ncrb2630 ncrc4257 



15 



ncrc9696 SEOA4722a SEOA6527a seob5027 
SEOA3008a SEOA6292 SEOB2802 



seoa4939a SEOB0045 SEOB1884 seob6043 
SEOA6412 SEOB1232 seobSSOl 



319. cytochrome c oxidase subunit II gene (ORF) AF004339 



15 



FCR3769 iifcr8463 MIOA4601a ncr5293 ncrb2486 ncrc0064 ncrc1831 ncrc4975 
Iifcr1831 MIOA4601a ncr1620 ncrb0496 ncrb4172 ncrc1511 ncrc4860 

320. cytosolic selenium-dependent glutathione peroxidase (=109159 RHOA proto-oncogene multi-drug-resistance protein) 
M83094 15 

BFCS0206 IVilOA0220a MIOA3294a miob1458 miob1894 ncro4029 SEOA9393 seob5049 
nfcrb0870 MIOA2195a miob0947 miob1748 ncrb2586 ncrc9885 seob4283 



321. collagen type XIV variant C-terminal NCI and 3'UTR Y11711 



15 



BFCS0522 FCR1646 tifcr1344 MIOA2838a ncr1024 ncr9503 ncrc4809 ncrc6460 
FCR0816 FCR3768 hfcr1775 IVIiOA9064 ncr1338 ncrb2515 ncrc6241 seob5159 
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322. phospliogiycerate mutase (PGAM-B) J04173 



15 



BFCW0352 FCR6693 hfcr3845 
FCR2076 hfCT2965 hfcr6961 



MIOA1429 SEOA3533a SEOB0725 seob3893 
ncrc3529 seoa7828a seob2297 seob6729 



seob7720 



323. pliosphoglycerate kinase 1 (PGK1) (ORF) NIM_000291.1 



15 



fcrb0185 hfcr9745 mioa9525 ncrb5872 
hfcr7097 IWIOA9052 ncr0939 ncrc1503 



ncrc2098 SEOB0670a SEOB2750 seob6351 
SEOA9010 SEOB2062 seob3387n 



324. reverse transcriptase related proteinprfl 207289A 



15 



hfcr5810 
miob6700 



miob7018 
ncr5586 



ncr7663 
ncr8851 



ncrb0058 
ncrb1127 



ncrb2808 
ncrb3038 



ncrb3960 
ncrc2149 



ncrc2318 
ncrc4513 



seob6545 



325. {Heterogeneous nuclear ribonucleoprotetn U (scaffold attachment factor A) NM_004501 .1 



15 



FCR2042 FCR7696 MIOA3671a M1OB2606 ncr1165 ncrb3222 SEOA0939 seob6049 
FCR6889 MIOA3620a miob1275 miob5679 ncr6939 ncrc5417 SEOA9383 



326. collagen type XII alpha 1 (C0L12A1) U57362 

BFCW0395 CR0866 fcr4678n FCR7100 
CR0076 FCR0866 FCR6369 FCR7288 



15 



fcrb1407 MIOA3675a SEOA1025 SEOA6056a 
HFCR2379 MIOA4015a SEOA2365a 



327. small nuclear ribonucleoprotein D2 polypeptide (16.5kD) (SNRPD2) NM_004597.3 



14 



fcrb0985 mioa9470 ncr1413 ncr9880 ncrb7754 SEOA9585 seob7497 
hfCT7462 miob3301 ncr8798 ncrb5052 SEOA8206 seob3734 seob8055 



328. CulZn superoxide dismutase (SOD) X02317 

FCR6102 hfcr8874 MIOA9169 miob3138 
hfcf3731 MIOA5160a MIOB2635 ncrc4376 



14 

SEOAHOIa SEOA2727 seob2608 
SEOA1268A SEOA8342a seob7364 



329. Nnuclease sensitive element binding protein 1 (NSEP1) - L28809.1 dbpB-iike protein (ORF) NM_004559.1 



FCR2939 hfcr6678 MIOA4737 ncrb0819 
hfcr3434 hfcr9668 MIOA8629 ncrc8901 



SEOA1238A SEOA9679 SEOB2988 
SEOA8619 SEOB1772 seob5301 



14 



330. phospholipaseA2 M86400 14 

MIOA2136 miob2432 miob4828 ncrb1392 
mioa9884 miob3597 ncr1732 ncrb1953 



SEOA1403 SEOA2378a SEOB3568 
SEOA1427a SEOA9524 seob8096 



331. glutamine synthetase S70290 14 

MIOA4201 ncr7533 ncrb1325 ncrb4472 
ncr7420 ncit1309 ncrb1878 ncrc2437 



ncrc6671 
ncrc9174 



ncrc9338 
ncrc9969 



SEOA7552a 
SEOB2955 



332. cathepsin B (CTSB) L22569 



14 



FCR2119 hfcr9002 miob4773 ncrb7777 
hfcr7871 MIOB2795 ncr2242 ncrc3151 



SEOA4703a SEOA6052a seob1053 
SEOA5433 SEOA9083 seob8032 



333. thyroid receptor interactor(rRlP7) L40357 



14 



FCR6704 hfcr8493 MIOA6546a miob4925 ncr9545 
hfcr5410 M10A1247 mioa9893 ncr7617 ncrb1198 



SEOA7469a seob4762 
SEOB0010 seob7634 
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334. alpha-2-macroglobulin D83196 



14 



CR0112 
FCR5854 



hfcr7076 
MIOA3772 



mioa7943 
mioa9817 



miob1378 
miob2385 



miob5627 
ncr1275 



ncrb5537 
ncrb5865 



ncrc9619 
SEOA1661a 



335. Tis11dgeneU07802 



CR0496 
FCR0253 



FCR3451 
hfcr0547 



14 

hfcr8497 
MIOA1535 



miob3896 
miob6162 



ncr5461 
ncr8884 



ncr9142 
ncrb5080 



ncrb7969 
ncrc6872 



336. vacuolar sorting protein VPS29/PEP11 (LOC51699) NM_016226.1 



14 



hfcr6881 MIOA5730a MIOB1568 
hfcr9626 MIOA8246 ncr2248 



ncrb4877 SEOA7543a seob5045 seob6569 
SEOA5766 seob2604 seob5706 seob7384 



337. low molecular mass ubiquinone-binding protelnD50369 



14 



FCR2991 
FCR7364 



hfcr2646 
hfcr9416 



ncr1603 
ncr7247 



ncr7460 
ncrb1907 



338. Ku autoimmune antigen gene J04977.1 

FCR0653 MIOA1602a MIOA3680a miob1804 
MIOA1532 l\/IIOA2183a MIOA4039a miob4819 



SEOA0176a SEOA7629a seoa8045 

SEOA5354 seoa7868a SEOA9331 

14 

miob6317 ncr0258 SEOB3440 

miob691 1 SEOA3837 seob3998 



SEOA9638 



339. transforming growth factor beta-stimulated protein TSC-22 (TSC22) Ni\/I_006022.1 



14 



fcrb0349 
hfcr2723 



hfcr3050 
hfcr5167 



340. caldesmon M64110 



hfcr6448 mioa9403 
MIOA6889a miob6391 

14 



ncr1471 
ncr4524 



ncr4787 
ncrb3821 



MIOA2292a miob3460 seoa0807m SEOA5711a SEOA9254 seob5202 
IVIIOA6949a SEOA0282 SEOA2519 SEOA8350a SEOB3381 



341. HSPC330 mRNA(=HSPC016) AF161448.1 



fcrb1888 
fcrb2719 



hfGr0240 
hfcr2635 



hfcr4067 
na1733 



ncr2059 
ncr3556 



14 

ncrb7599 seob3875 
seoa7837a seob4169 



ncrc5607 
ncrc6092 



seob7763 
SOA0068 



seob6067 
seob7037 



342. syndecan binding protein (syntenin) (SDCBP)(ORF) = AF000652.1 NIVI_005625.1 



14 



FCR2042 IVIIOA3620a IV1IOA9097 
FCR2427 MIOA3671 a IV1IOB2606 



miob2839n ncr6939 
ncr4115 ncr7354 



ncrb4505 
ncrc5417 



343. triosephosphate isomerase (TPH) IVI10036 

BFCS0054 FCR0163 fcrb0241 hfcr0774 
BFCS0420 FCR4704 fcrb1261 hfcr3496 



14 



MIOA7123a ncr7776 
ncr2105 ncrb2857 



SEOA9383 
seob4008 



ncrb3431 
ncrb3988 



344. transcription elongation factor Bpolypeptide l-like (RefSeq aa 8e-72) NP_0031 88.1 

ncrc9332 



14 



ncr1480 
ncr1720 



ncr2397 
ncr2805 



ncr7565 
ncr8305 



ncrb3532 
ncrc1877 



nerd 883 
ncrc2475 



345. heat shock 70kD protein 10 (HSC71) (HSPA10) NIVI J06597.1 



ncrc3867 
ncrc4108 



hfcr5148 
miob0188 



ncr1798 
ncr2528 



ncr9949 
ncrb4368 



ncrb7512 
seoa8016 



ncrc3358 
ncrc7196 

13 

seoa8132 
seob4292 



SEOA4092 
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346. transmembrane protein (CD59) IV184349.1 



13 



FCR2333 ncr2042 ncrc5429 ncrc6795 SEOA7603a SEOA9654 seob3884 
ncr0236 ncrb1165 ncrc6553 SEOA3563a SEOA8701 SEOB1555 



347. hfcr4485chloride intracellular channel 4 like (CLIC4L) NM_013943.1 



13 



MIOA8910 
mioa9483 



miob3235 
ncr1808 



na7412 
ncr7528 



ncrb1849 
ncrb2510 



ncrb5798 
seob3668 



348. phenylalkylamine binding protein gene AF196969.1 



FCR2647 
hfCT2986 



hfcr4215 
mioa9636 



miob1300 
miob2538 



349. collagenase type IVJ0321 0 



FCR0355 
FCR1534 



FCR3441 
FCR3539 



FCR4854 
hfcr0037 



miob3982 
miob5462 

13 

hfcr2294 
hfcr8964 



miob6402 
miob6718 



hfcr9228 
hfcr9946 



seob3838 
seob5252 

13 

ncr2512 
ncr4972 



ncrc3432 
ncrc3882 



SEOB0406 



SEOA0130 



350. "calnexin (CANX) integral membrane protein, calnexin, (IP90) "IVI94859 



13 



MIOA6162a ncr6614 ncrb1367 SEOA0869 SEOA4420a SEOA9949 seob5341 
miob8612 ncrb1142 ncrb2157 SEOA1989 SEOA7415a seob4255 



351. actin binding protein ABP620 AB029290.1 



13 



FCR1348 FCR3355 ncr3194 ncrb0124 ncrc5929 SEOA2658 SOA0569 
FCR1900N MIOA8740 ncr4577 ncrb0911 SEOA0184a SEOB3191 



352. peripheral myelin protein 22 M94048 



13 



hfcr0969 hfcr3059 hfcr5497 MIOA3290a ncr2264 
hfcr2787 hfcr3682 MIOA1470 MIOA5176a ncrc0314 

353. syntaxin 4 binding protein UNC-1 8c (UNC-1 8c) AF032922.1 



FCR7201 
fcrb0289 



hfcr0295 
hfcr0395 



hfcr0772 
hfcr1250 



354. CGM10 protein AF151868.1 



hfcr3830 
hfcr4000 

13 



hfcr4111 
hfcr4115 



ncrc2363 
nCTc2627 

13 

miob4441 
SEOA2626 



seoa4963a 



SEOA4380a 



fcrb1776 
MIOA5710 



miob4563 
ncr2898 



355. HSPC163 AF161512 

MIOA5738a MiOB2099 
MIOA8029a miob4040 



ncr5234 
ncrb0381 

13 

ncrc3860 
ncrc6931 



ncrc1717 SEOA7339a SEOB1648 seob6261 
SEOA3748a SEOA9793 seob5117 



SEOA2928a SEOA7936a SEOA8913 seob6440 
seoa6936 SEOA8398a seob5818 



356. sln3 associated polypeptide (SAP1 8) AF1 53608 13 

FCR3825 hfcr9011 MIOA5075a miob4559 ncr8336 
FCR4035 MIOA3802 MIOA5712 ncr5807 ncrb1672 



ncrb4084 
seob4419 



seob8035 



357. "TPT1 gene for translationally controlled tumor protein (TCTP), exons 1 -6 "AJ400717.1 

SEOA9701 



hfcr0599 
hfcr3810 



ncr0604 
ncr5164 



ncrb0687 
ncrb0952 



ncrb6164 
ncrb8101 



ncrb8494 
ncrc0138 



ncrc4170 
ncrc8984 



13 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 61 of 312 



358. ribosomal protein S15 (RPS15) (=insulinoma rig-analog encoding DNA-binding protein mRNA) Nn/I_001018.1 

ncrc9050 



13 



BFCN0261 FCR3376 FCR4979 FCR7585 
FCR0773 FCR4474 FCR6413 fcrb0599 



359. ribosomal protein S26 NM_001029.1 



13 



CR0144 
FCR5835 



FCR5838 
fcrb1728 



hfcr0998 
hfcr3880 



hfcr8913 
ncr3357 



hfcr0265 
hfcr0855 



ncr8817 
ncrb3875 



hfcr9648 
nCTc5329 



ncrb7370 
ncrb8503 



ncrc5524 



360. pre-mRNA splicing factor (SFRS3) AF1 07405.1 

hfcr6649 hfcr9687 MIOA6587a ncr5614 
hfcr7969 MIOA2789a ncr4018 nCTb1089 

361. thrombospondin 1 (THBS1) NM_003246.1 



13 

SEOA1065a SEOB1333 seob6325 
SEOA7438a seob4889 



13 



FCR1938 FCR4904 hfa3776 MlOA3306a miob1337 
FCR2322 hfcr3694 !VilOA1849a MIOA7230a miob4729 



ncrc1989 
ncrc3235 



362. insulin-like growth factor binding protein 5 (IGFBP5) geneL27556.1 

BFCS0531 fcrb2284 hfcr0163 miob3679 ncr2186 ncrb7583 
FCR4401 hfcr0067 lifcr5815 ncr0212 ncrb6251 ncrc9365 



SEOB1572 
13 

SEOA2999a 



363. "fibroblast activation protein, alpha; seprase (FAP) "NiVI_004460.1 



13 



BFCS0081 ncr7976 ncrb8430 
hfcr6348 ncrb4216 ncrc4637 

364. thymosin beta-10 S54005 

BFCN0192 BFCS0498 FCR7015 
BFCS0260 FCR0901 fcrb1755 

365. HSPC005 (=C11orf10)AF070661 



ncrc4864 
ncrc5644 

13 

hfcr1651 
hfcr5138 

13 



SEOA0379 SEOA9349 seob7378 
SEOA0418 seob6762 



hfcr6708 
miob2952 



miob5040 
SEOA9445 



miob2949 SEOA0838 SEOA7508a SEOB1851 SEOB3550 seob5321 
ncr3751 SEOA5845 SEOA9282 SEOB3304 seob3671 seob7871 



366. Chaperonin (hsp60 gene) AJ249625.1 



13 



FCR3042 
FCR3101 



hfcr0048 
hfcr0056 



hfcr0617 
hfcr0619 



367. HS1 protein (=YWHAQ)X57347 



hfcr0740 
hfcr0801 

13 



hfcr0913 
hfcr1043 



hfa1382 
hfcr3915 



seob2594 



seob8099 



Iifcr4080 
SEOA8776 



hfcr1164 miob3075 ncrb2474 ncrc2895 SEOA3467a SEOB1575 seob6736 
MIOA6703a ncr2931 ncrb8416 SEOA3219 SEOA4083 seob5521 



368. electron transfer flavoproteinalpha-subunit J04058.1 



13 



HFCR3110 ncr2474 ncrb1083 ncrb5146 nerd 288 ncrc9056 
ncr0832 ncrb0363 ncrb1888 ncrc0647 ncrc6380 ncrc9082 



ncrc9148 



369. "integrin, beta 1(fibronectin receptor, beta polypeptide, antigen CD29 includes IVIDF2, MSK12) (ITGBI), mRNA " 
Nl«l_002211.1 13 

nab8189 SEOA8715 seob5191 seob4014 seob4875 miob3079 ncrb3229 
ncrc1083 SEOB0137 mioa9237 seoa7845a miob0717 ncr8569 
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370. "Fritz mRNA, complete cds "U91903.1 13 

ncrc6687 hfcr1679 MIOA0833a ncr2567 ncrb4792 ncrb7677 ncrc2638 

fcrb2710 MlOA0224a MIOA7285 ncrb3850 ncrb5984 ncrc0145 

371. heterogeneous nuclear ribonucleoprotein K (HNRPK) NM_002140.1 12 

fcrb1262 hfcr1844 hfcr3761 mioa7636a miob6560 SEOA9424 

hfcr0751 hfcr3650 MIOA0039a MIOA9095 SEOA8679 seob8004 

372. heat shock 90kD protein 1 beta (HSPCB) NIVI_007355.1 12 

hfcr0495 hfcr3515 hfcr7576 MIOA3880a miob6886 ncrb7400 

hfcr2686 hfcr5772 hfcr9685 MIOA8974 ncr1628 ncrc4020 

373. insulin-like growth factor binding protein 7 (IGFBP7) 4504618 12 

MIOA0182 MIOA6745a miob3745 ncrc8954 SEOA1183A seob6586 

MIOA2144 MIOB1561 ncrc5415 SEOA0416 SEOA5155a seob7545 

374. hypoxia-inducible factor 1 alpha (HIF-1 alpha) U22431 12 

MIOA0603a MIOA7154a miobOUO ncrb6740 SEOA1466a SEOB0350 

mioa3898a MIOA7541a miob3753 ncrc3656 SEOA3639a SEOB1224 

375. growth arrest-specific 1 (GAS1) NIVI_002048.1 12 

MIOA5990a nniob1739 miob5798 ncrb5201 seob1347n seob4339 

miob1147 miob4166 ncr3800 SEOA8389a SEOB3074 seob8015 

376. lactate dehydrogenase B (LDH-B) Y0071 1 12 

FCR0225 fcrb1042 ncr3885 ncrb0728 ncrb3542 SEOA6560a 

FCR0518 MIOB2861 ncr9600 ncrb2465 ncrc6273 seob5680 

377. sterol carrier protein 2 S52450 12 

MIOA1913a MIOA5681 miob3137 ncrb6820 ncrc7097 seoa4895a 

MIOA4816a mioa9798 miob5709 ncrc2280 SEOA4301a SEOB1877 

378. mitochondrial proteolipid 68MP homolog (PLPIVI) NM J04894.1 12 

hfcr7596 MIOA5789a miob3767 ncr7075 SEOA2669 SEOA9152 seob7484 

MIOA5119a MIOA7530a ncrlSOO ncrb1731 SEOA8959 SEOA9889 

379. hepatitis B virus X interacting protein (XIP) AF029890 12 

FCR3841 MIOA6150a ncr0149 ncrc2441 SEOA6547a SEOB1344 

MIOA3945a miob3312 ncrb0651 SEOA6122a SEOA9098 SEOB3428 

380. nicotinamide N-methyltransferase (NNMT) U08021 12 

l\/IIOA4755 ncr3954 ncr8431 ncrb8284 ncrc1280 SEOB0864a 

ncr0597 ncr7303 ncrb6904 nerd 241 SEOA3223 seob5789 

381 . ATP synthase epsilon chain AF077045.1 12 

FCR4880 MIOA4312a SEOA1308 SEOA2478 SEOA6053a SEOA8387a 

M10A2871a MIOA5667 SEOA2409 SEOA2908a SEOA6198a SEOB2195 
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382. cytochrome c oxidase subunit Vila (C0X7A) muscle isoform IVI83186 12 

MIOA2493a ncr3706 SEOA4885a SEOB0876a SEOB1416 seob6384 

miob5066 SEOA4329a SEOB0748 SEOB1071 seob5208 seob8323 

383. DEK oncogene (DNA binding) (DEK) gi4503248 12 

FCR0339 Iifcr2790 hfcr9463 MIOA3237a ncr5875 SEOB1007 

FCR7054 tifcr6686 l\/IIOA0472 MIOA4215 SEOB0471 seob6348 

384. hypoxia-inducible gene 1 (HIG1) (=HSPC010) AF145385.1 12 

hfcrOISO H/I!OA5613a MIOA5941a mioa9550 miob1969 SEOA9012 

MIOA1954a lvllOA5768a mioa9187 miob1879 SEOA3504a seob5528 

385. activated RNA polymerase (PC4)NM_006713.1 12 

hfcr9414 miob1183 ncr3435 ncrc7012 SEOA8877 SEOA9897 

MiOB0554 MIOB2342 ncrc0222 seoa7984 SE0A9111 seob4098 

386. breast carcinoma amplified sequence 2 (BCAS2) NM_005872.1 12 

MIOA5124a MIOA5507a miob0819 miob4064 SEOA5065a SEOA5806 

MIOA5126a mloa9919 MIOB2617 miob6601 SEOA5748a seob6450 

387. enhancer-of-split and hairy-related protein 1 (SHARP-1) AF009329.1 12 

miob4684 ncr6729 ncr9492 ncrc0160 ncrc2142 ncrc4240 

na1486 ncr8183 ncrb0726 nac2140 nCTc2583 SEOB2671 

388. BCL2/adenovirus E1B19kD-interacting protein 3 (BNIP3) U15174 12 

fcrb2181 hfcr5556 ncr6328 SEOA2875 SEOB1998 
hfcr4449 ncr5697 ncrb5526 SEOA5387 seob5618 

389. protein tyrosine phosphatase (hR-PTPu) X58288 12 

FCR2920 FCR5885 IWIIOA1520 ncr3398 nCTC1247 SEOA3322a 

FCR5337 fcrb1962 miob4108 ncrb5871 SEOA1567 SEOA3324a 

390. ''TRPM-2, cytosolic epoxide hydrolase, nicotinic acetylcholine receptor alpha2 subunit, and focal adhesion kinase 
genes "AF311103.1 12 

MIOA7452a ncr7028 ncrb1939 ncrb4627 ncrb7915 ncrc5182 

ncr2160 na8289 ncrb1988 ncrb7679 ncrc0149 ncrc8836 

391. colon carcinoma laminin-binding protein (=RIBOSOMAL PROTEIN SA (P40) )J03799.1 12 

BFCW0145 FCR2185 FCR4902 FCR5915 fcrb1190 MIOA6326a 

FCR1495N FCR3371 FCR5901 FCR7681 fcrb2256 seob7177 

392. alpha E-catenin (CTNNA1 ) gene API 02803.1 1 2 

FCR2472 hfcr8861 miob4276 ncr4127 SEOA3989a SEOA9438 

FCR5779 IWIOA7108a ncr3682 ncr6932 SEOA8177a seob2335 

393. Clk-associated RS cyclophilin CARS-Cyp U40763 12 

MIOA1457 MIOA2993a miob4354 ncrb0670 SEOA0863 SEOB0469 

MIOA1734 miob0841 ncr5843 ncrb2626 SEOA6363 seob5220 
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394. suppression of tumorigenicity 13 {Hsp70-interacting protein) (ST13) NMJ03932.1 12 

hfcr0952 ncr6902 ncrc0583 ncrc4561 SEOB0964 seob5241 
hfCT2718 ncr8215 nerd 533 ncrc5276 SEOB3244 

395. cytochrome c oxidase subunit Vila polypeptide 2 \\ke {COX7A2L) NM_004718.1 12 

hfcr6880 miob6860 ncr7259 ncrc0817 SEOB3431 seob6161 
mioa7706a ncr2971 ncr9722 SEOB0923 seob4178 SOA0565 

396. cyclin M74091 12 

BFCN0266 FCR7261 MIOA0241a seoa0499m SEOB0404 seob5777 
FCR2682N hfcr2989 ncrb8392 SEOA1056a seob4422 seob6245 

397. NADH dehydrogenase subunit 2 (ND2) AF014897.2 12 

FCR7621 IVIIOA6662a ncrb6869 SEOA0409 SEOA1279a SEOA3371a 
hfcr6020 ncrb6062 ncrc3708 SEOA0481 SEOA1973a SEOA3547a 

398. "ATP synthase, H transportlng.mitochondrial (RefSeq aa 1e-50) "NP_001676.1 12 

ncr0832 ncrb0363 ncrb1888 ncrc0647 ncrc6380 ncrc9082 
nor2474 ncrb1083 ncrb5146 ncrc1288 ncrc9056 ncrc9148 

399. nuclear protein SDK3 (=MEMA)Y10351 12 

FCR0707 fcrb0353 HFCR3146 ncrOSGO ncr6593 SEOA2326a 
FCR1426 hfcr1637 Iifcr9206 ncr1920 ncrb8214 SEOB2739 

400. 15 kDa selenoprotein (SEP15)AF051894 12 

MIOA195 MIOA6180a SEOB3179 seoa4940a ncr0420 SEOA4853a 
FCR6830 SEOA7540a mioa0509 seoa7871a ncrb0814 SEOB1638 

401. eukaryotic translation elongation factor 1 gamma (EEF1G) NM_001404.1 11 

hfcr2557 hfcrSdO hfcr6590 ncr6705 ncrc3650 seoa8014 
hfcr3408 hfcr6570 hfcr6853 ncr7493 SEOA5795 

402. transmembrane protein (p63)X6991 0 1 1 

BFCN0138 FCR1353 FCR7158 hfcr2704 MIOA0878a SEOAOIGSa 
FCR0881 FCR1509 hfcr1356 hfcr6370 ncrb7028 

403. "clathrin, heavy polypeptide-like 2 (CLTCL2) (=KIAA0034) "NM_004859.1 1 1 

FCR7110 hfcr5482 SEOA2832 SEOA9443 seob6028 seob7702 
hfcr0645 SEOA2237a SEOA8296 seob4053 seob6599 

404. extracellular matrix protein AB01 1 792 11 

MIOA2065 MIOB1515 miob6658 SEOA4536 SEOA8914 seob1044 
MIOA7588a miob6616 ncrb2008 SEOA7366a SEOB0985 

405. mesoderm specific transcript (mouse) homolog (IVIEST) NI\/IJ02402.1 11 

BFCN0024 fcrb0367 hfcr0635 hfcr2868 hfcr7711 Iifcr8189 ncrb5171 
CR0995 fcrb2221 hfcr2678 hfcr6331 hfcr7824 hfcr8438 
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406. KIAA0728 AB01 8271.1 11 

lVllOA3589a iVIIOA8647 MIOA8775 SEOA0308 SEOA8567 
IVilOA7326 MIOA8675 mioa9927 SEOA2922a SEOA9461 

407. ADP/ATPtranslocaseJ03592 11 

ncrc6219 FCR0529 hfcr6003 hfcr7352 ncrb1143 ncrc5156 
ncrc5690 FCR1979 hfcr6806 ncr8840 ncrb4275 

408. UDP-glucose dehydrogenase (UGDH) AF061 01 6 11 

fcrb2127 MIOA1608a mioa9188 ncrc5802 seoa0343m seol)5608 
hfa8759 MIOA9041 miob4237 ncrc9871 SEOA9556 

409. "protein phosphatase 2 (formerly 2A), catalytic subunit, alpha isoform (PPP2CA) "NM_002715.1 11 

fcrb1134 HFCR2381 mioa3115an miob7006 ncr5363 ncrc1624 SEOA8973 
fcrb1963 hfcr6350 miob1757 ncr4735 ncrb6870 SEOA4626a 

410. "protein C inhibitor [human, leukocytes, Genomic, 1402 nt, segment 5 of 5] "S69366.1 11 

hfcr3465 ncr0429 ncr2174 ncrb5531 SEOA2955a SEOB0695a 
miob4855 ncr0429 ncrb4919 ncrc5655 SEOA3799a 

411. ribophorin II (RPN2) Y00282 11 

FCR4984 fcrb0657 hfcr3783 hfcr6196 ncrb8779 seob5724 
FCR7138 hfcr3424 hfcrSOIS ncrb0908 ncrc3753 

412. ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B) NM_003337.1 11 

FCR6968 miob0578 ncr0613 ncrb1221 ncrb4008 
MIOA4635a ncr0613 ncrb0276 ncrb2399 SEOB2171 

413. ERF-1 X79067.1 11 

CR0906 hfcr9738 ncrc9385 SEOA2917a SEOB3385 seob5452 
FCR6901 ncr0644 SEOA1455a SEOA6169a seob4150 

414. zincfingertransCRiption factor GKLF AF105036.1 11 

MIOA3760a miob0453 ncr6403 ncrb1729 ncrb4528 ncrc9808 seob6490 

415. GABA(A) receptor-associated protein (GABARAP) NM_007278.1 11 

fcrb1695 hfcr6884 hfcr9432 ncrb7119 SEOB2081 seob8081 
hfcr6729 hfcr7370 ncr9828 ncrc6747 SEOB2104 

416. titin(TTN)gen6 CAA49245.1 11 

FCR0499 FCR5534 hfcr6093 MIOA8863 SEOA4869a SEOA8910 
FCR2596 FCR6432 MIOA4234 ncrb4960 seoa8101 

417. epidermal growth factor receptor Idnase substrate (Eps8) U12535 11 

fcrb1872 MIOA1201 MlOA4808a ncr6937 SEOA4469a SEOB0882a 
MIOA0693 MIOA2792a miob0990 ncrb5095 SEOA5575a 
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418. FRG1 L76159 



11 



IVilOA6784a SEOA3640a hfcr1853 ncrb2291 ncr6852 
SEOA1873a seoi34930 miob6153 ncrb1068 seoa3167m 



419. E25B protein U762S3 



11 



FCR0217 
FCR2117 



FCR2239 
FCR2287 



FCR2511 
FCR4052 



FCR5801 
FCR6929 



FCR6983 
FCR7277 



!V!iOA0857a 



420. transCRiption factor BTF 3 X74070 11 

FCR1704 fcrb0272 hfcr2234 MIOA2119 SEOA3555a SOA0021 
FCR3732 fcrb1093 hfcr6397 ncrc4193 seob6890 



421. transmembrane glycoprotein (GPNMB) X76534 11 



M10A3399a miob4678 ncr3485 
miob3330 m!ob5777 ncrb4997 



SEOA1246A SEOA3036a seob6227 
SEOA2740 SEOB2060 



422. profilin ii LI 0678.1 11 

ncrc5357 FCR2109 hfcr8624 ncrb7680 SEOB0325 S6Ob6303 
ncrc5350 FCR6090 miob5440 SEOB0325 SEOB2002 



423. caireticuiin (CALR) IVI84739 



FCR0725 
FCR1173 



FCR1394 
FCR1823 



FCR7051 
hfcr6791 



11 



hfcr7494 
ncr2516 



ncrc4798 seob4731 
seoaOOIOm 



424. ADP-rlbosylation factor 1 M84326.1 



11 



CR0077 FCR1252 hfcr2772 hfcr7510 MIOA2898a ncrb4497 
CR0311 fcrb1341 hfcr7361 i\4IOA2560a miob4593 



425. 16.7Kd protein AF078845.1 11 

fcrb0336 tifcr6732 miob5108 ncrb1288 
hfcr3798 MIOA0132 ncr1427 ncrb5245 



SEOA2829 seob5750 
SEOBOSOSa 



426. KIAA1247 AB033073.1 11 

SEOB3220 ncrb7995 ncrcOOBO ncrb1281 miob4798 
seob4939 ncrb2014 seoa8102 miob4746 ncr9102 



seoa7776a 



427. peroxiredoxin 1 (PRDX1) (=NKEFA) NM_002574.1 



ncrc3471 
FCR6941 



ncr5721 
ncrb0368 



ncrb3579 
ncrb7886 



ncrc0249 
hfcr2783 



11 

hfcr8786 
miob3468 



SEOB3098 



428. "poly(A)-binding protein, cytopiasmic 1 (PABPC1) "NM_002568.1 



11 



ncrc6635 ncrb3185 8eob5908 hfcr9288 8eob7555 SEOA2058 
SEOA8468 ncrb6910 seob6202 fcrb1942 seoa2058n 



429. tyrosine 3-monooxygenase/tryptophan S-monooxygenase activation protein, theta poiypeptide (YWHAQ) "NIVi_006826.1 
11 

ncr2931 Iifcr6130 ncrb8416 seob6736 miob3075 nab2474 
hfcr2237 SEOB1575 seob5521 SEOA3467a hfcr1164 
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430. myosin iight chain 3 non-muscle (IULC3nm) 1VI31212 10 

hfcr2213 MIOA3051a MIOA3334a MIOB2174 SEOA1364 SEOA6199a SEOA6397 SEOA6604a SEOA7112a 

431 Lsm3 protein AJ238095.1 10 

mioa0741m ncr5137 ncrb6036 SEOA7286a seob5389 
MIOA3289a ncrb1203 ncrc2240 seob2556 seob8030 

432. "CD164 antigen, slalomucin (CD164) "NIVI_006016.1 10 

fcrb1826 ncrb1665 ncrc2268 seoa7036 SEOA8770 seob4040 
miob2905 ncrc0020 ncrc6819 SEOA7109a SEOB0595 

433. collagen type XVI collagen alpha 1 (C0L16A1) S57132.1 10 

FCR2199 FCR7264 hfcr5718 hfcr7042 hfcr9095 
FCR5660 hfcr0053 hfcr6204 hfcr7659 hfcr9497 

434. SET translocation (myeloid leukemia-associated) (SET) =M93651 NM_003011.1 10 

hfcr0401 MIOA0230a ncr4100 SEOA1477 seoa7738a 
hfcr2673 MIOA5576a ncr8300 SEOA1654a SEOA8677 

435. myloid-beta protein (APP) M33112.110 

mioa9979a miob5608 ncrb5060 SEOA0978 SEOB0612 
miob4923 ncrb2598 ncrb7184 SEOA4840a seob6030 

436. vesicle docking protein pi 1 5 (P1 1 5) NM_00371 5.1 10 

MIOA3774 MIOA3950a ncrb8653 SEOA3389a seob5337 
MIOA3820 MIOB1552 ncrc9202 seob4058 seob8173 

437. "hereditary haemochromatosis region, histone 2A-like protein gene, hereditary haemochromatosis (HLA-H) gene, RoRet 
gene, and sodium phosphate transporter (NPT3) gene, complete cds (=H4 histone ) "U91328.1 10 

MIOA6860a miob6810 ncr9508 SEOA9196 SEOB3101 
mlob6462 ncr9038 ncrb4405 SEOB2709 seob5891 

438. cell cycle progression 8 protein (CPR8)(ORF)=AF011794 NM^004748.1 10 

miob0822 ncr6004 SEOA4460a seob5776 seob7569 
miob4330 ncrb2939 seob4894 seob7167 SOA0471 

439. KIAA0438 AB007898.1 10 

FCR6408 miob1296 ncr1347 ncrc0544 SEOB2994 
MIOA2068 ncr1161 ncr8905 SEOA9249 seob7431 

440. actin, alpha, cardiac muscle "NP_0051 50.1 10 

hfcr0046 ncr0287 ncr8053 ncrb3944 ncrc2893 
tifcr3820 ncr2635 ncrb3585 ncrb8314 ncrc3564 

441 . GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68) (=p62) NM J06559.1 1 0 

fcrb1633 miob6430 nerd 099 ncrc5184 SEOA5333a 
HFCR3200 ncrb2174 ncrc1836 SEOA5331a SOA0445 
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442. sphingolipid activator protein 1 J03015 10 

FCR7349 hfcr9348 MIOA1408a SEOA2418a seob6722 
hfcr0602 hfcr9582 ncrc2060 seob4670 seob7354 

443. "transcription elongation factor A (Sll), 1 (TCEA1) "NM.006756.1 10 
MIOA5194a ncrc5961 SEOA1623a seoa4102an seob4855 seob6112 

444. nuclear pore complex interacting protein (NPIP) AF132984.1 10 

hfcr1964 ncr3945 ncr9327 ncrb4262 ncrb6295 
ncr1009 ncr7884 ncrb1406 ncrb5333 ncrc1279 

445. ganglioside expression factor 2 (GEF-2) NIVI_007285.1 10 

hfcr3627 ncrb1310 ncrc6693 SEOA9183 SEOB1173 
miob6881 ncrb6571 SEOA3391a SEOA9809 SEOB1236 

1^, 446. Down syndrome candidate region 1 (DSCR1) NnL004414.2 10 

% hfcr7398 ncr8456 SEOA1248A seob5168 seob5500 
l\/IIOB2263 ncrb4080 seoa6971 seob5383 seob7052 

Jf] 447. S164 (=AC004858 U1 small ribonucleoprotein 1SNRP homologue) AF109907 10 

p hfcr1142 MIQA3915a ncrb4859 ncrc3300 SEQA4391a 
W MIOA3717a MIQA5193a ncrc0819 SEOA1429a seob6832 

448. proline-rich protein with nuclear targeting signal (B4-2) NIVL00681 3.1 1 0 

m mioa3816n MIOA9107 miob3358 ncrb2712 SEOA9943 
m mioa7798a miob1918 ncr9124 ncrc3319 SEOB1152 

y 449. PAPSsynthetase-2(PAPSS2) AF074331.1 10 

hfcr5974 MIOA7506a ncr1495 ncrc5328 SEOA9469 
hfcr8446 miob4104 ncrb6432 SEOA6390 seob7696 

450. RIBOSOMAL PROTEIN SA (P40) spP08865 10 

BFCW0145 FCR2185 FCR4902 FCR5915 MIOA6326a 
FCR1495N FCR3371 FCR5901 FCR7681 seob7177 

451. ataxia telangiectasia (ATM) gene U82828.1 10 

miob1883 ncr1491 ncr9171 ncrc0220 seob4846 
miob3905 ncr4946 ncrb5211 seob3726 seob5131 

452. ARP2/3 protein complex subunit p21 (ARC21=AF006086 (ORF) Nl«_005719.1 10 

hfcr6039 IVilOA1940a miob1825 miob6279 SEOA4107a 
MiOA1830a iVIIOA7630a miob5687 ncrb2955 SEOA4673a 

453. HSPC297(=HSPC030) AF161415.1 10 

mioa1436n MIOA2987a ncrc6495 SEOA6495a SEOB0207 
MIOA1880a IVIIOA4074a SEOA6494a SEOA8693 seob7370 
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454. NSI-binding protein (NS1-BP) (=AB020657 KIAAOSSO) AJ012449 10 

FCR3736 MIOA3066a MiOA5587a iVIIOB2297 SEOA6481a 
M10A2652a IVIIOA4407 miob1821 ncrb3245 SOA0391 

455. dioxin-inducible c^ochrome P450 (CYP1 B1 ) U03688.1 1 0 

MIOA8103 mioa9742 ncr5812 ncrb6245 ncrc8949 
mioa9439 ncr1433 ncr9175 ncrb6403 SEOB1836 

456. WSB-1 Isoform AF106684.1 10 

FCR4477 hfcr3563 ncr1210 ncrc0183 ncrc5720 
hfcr2731 miob4059 ncr5549 nCTc1665 seob5048 

457. protein disulfide isomerase-related protein (P5)= D49489 NM_005742.1 1 0 

FCR5687 MiOA1009 mioa9314 miob6521 seob2569 
fcrb0402 MiOA8219 miob0838 SEOA7535a seob5742 

458. membrane protein CHI (CHI) AB020980 10 

FCR5663 FCR7710 ncr0679 ncr5960 ncrc4048 
FCR5800 MIOA0535n ncr2291 ncrb2053 ncrc9869 

459. sema domain immunoglobulin domain (lg)(semaphorin) 3E (SEMA3E)(= KIAA0331) NIVI_012431.1 10 

fcrb2690 mioa9802 miob4091 ncrb2375 seoa7819a 
MIOA8348 miob1135 ncr0153 ncrc6652 SOA0623 

460. heat shock J2 protein (HSJ2) AF075601 .1 1 0 

SEOA1762a miob4232 seoa9125 miob2219 mioa0701 
hfcr8761 seob2531 mioa7231a seoa1762a hfcr9312 

461. T245 protein {T245) =TM4SF6=T!W4-DAF043906 10 

SEOA0457 ncr1475 ncrc0994 SEOA0207a seob7047 
FCR4382 ncr9639 ncrc5162 SEOB0279 SOA0692 

462. inositol polyphosphate 1-phosphatase gene (INPP1) (low match) AF141324.1 10 

SEOA3560a MIOA3768 ncrb0417 SEOA8586 SEOB1292 
hfcr0944 l\/IIOA5612a SEOA5807 SEOA9651 SEOB2051 

463. RAN, member RAS oncogene family (RAN), mRNA/cdss(114,764)/gbsNM_006325/gi»6042206/ug=Hs.10842/ien=1656 
"Hs.10842 10 

seoa6972" FCR6517 SEOA1302a SEOB1907 seob4485 
FCR3367 ncrb6319 SEOA2183a SEOB1974 seob5296 

464. HSPC016, mRNA /cds={38,232) /gb=NM_015933 /gi=7705430 /ug=Hs.171774 /len=384 "Hs.171774 10 

seoa7837a hfcr0240 hfcr4067 seob6067 seob3875 
fcrb1888 hfcr2635 ncr2059 seob4169 ncr1733 

465. "JKTBP2, JKTBP1, complete cds "AB01 701 8.1 10 

ncrc5500 ncrb4595 FCR4753 MIOA2760a ncrc2647 
fcrb1002 MIOA6588a ncr4370 SEOB3312 ncr140 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 70 of 312 



466 ncr1765 
ncr1824 
ncr9627 
ncrb0438 
ncrb3815 
ncrb5491 
ncrb6511 
ncrb7610 
ncrc5255 

467 mioa9615 

miob0445 

miob6513 

miob6953 

ncr3343 

ncrb8454 

seoa7969 

seoa7977 

seob6463 

seob7750 

468 mioa9202 
miob1067 
miob3174 
ncr5763 
ncrb2508 
SEOA9399 
SEOA9660 
SEOB0173 
seob5411 

469 FCR1318 
FCR3065 
FCR4366 
MIOB2646 
miob3461 
SEOA0501 
SEOA1404 
SEOA2761 
seob4794 

470 MIOA5013a 
mioa7673a 
miob6080 
ncrb0292 
ncrb4784 
ncrc2110 
SEOA4863a 
seob4332 
seob6260 

471 FCR6246 
hfcr1292 
hfcr9823 
MIOA7992a 
ncrb0178 



ribosomal 18S, 58S, and 28S (=45S pre rRNA gene) V01270.1 



SEC24 (S. cerevisiae)related gene family, member D 
(SEC24D), =AK001390 



NM 014822.1 



annexinA4 (ANXA4) 



NM 001153.2 



arginine-rich nuclear protein 



M74002 



malate dehydrogenase 1, NAD (soluble) (MDH1) 



NM 005917.1 



collagen type VI alpha 1(C0L6A1) 



XI 5880 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 71 of 312 



ncrb4632 
SEOA0319 
SEOA8363a 
SEOA9181 

472 fcrb1346 

MIOA4963a 

miob5747 

ncr2632 

ncr8859 

ncrc0438 

ncrc3318 

SEOB0221 

SEOB3419 

473 BFCW0318 
CR0179 
FCR0113 
FCR3447 
fcrb2005 
MIOA2794a 
ncr4738 
ncrb3852 
ncrb5521 
seob7631 

474 FCR5032 
FCR7293 
hfcr9295 
MIOA0160 
MIOA1942a 
MIOA4752 
miob5803 
ncrOOQO 
seob5652 

475 hfcr0404 
MIOA4634a 
mioa9235 
mioa9809 
miob4006 
ncrb1580 
SEOA0135 
SEOA4453a 
SEOA9892 

476 FCR0023 
FCR3691 
FCR6259 
miob5425 
ncr2573 
SEOA8237 
SEOB0819a 

477 fcrb0109 
fcrb2067 
hfcr3477 



SMT3 (suppressor of mif two 3, yeast) homolog 2 
(SMT3H2) 



NM 006937.1 



cyclophilin B (hCyPB) 



M60857 



YAP65 



X80507.1 



uridine diphosphoglucose pyrophosphoryiase 



U27460 



prolyl 4-hydroxyiase gene 



U146Q8,1 



melanoma-associated antigen MG50 



AF200348.1 
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hfcr3867 

hfcr7756 

hfcr8784 

hfcr9629 

miob4662 

ncrb1840 

478 MIOA2037 
MIOA5198a 
MIOA5896a 
miob6499 
ncr0839 
ncrb3309 
SEOA6414 
SEOA8835 
seob4993 

479 seob4036 
seob5076 
seob5368 
seob6302 
seob7410 
seob7591 
seob6508 
seob6460 

480 hfcr7355 
miob0637 
miob3849 
ncr0497 
ncr2047 
ncrb3620 
ncrc2619 
SEOB0426 
seob6346 

481 MIOA2620 
MIOA6962a 
MIOB2658 
SEOA0234a 
SEOA2112n 
SEOA4877a 
SEOA6700a 
seob3659 
seob6668 

482 fcrb1202 
fcrb1793 
MIOA8011a 
mioa9619 
miob4610 
ncrb7141 
ncrc8961 

. SEOB0160 
seob4056 

483 hfcr3411 
MIOA6982a 



kinectin 1 (kinesin receptor) (KTN1)(= KIAA0004) 



NM 004986.1 



Dickkopf gene3(DKK-3) 



NM 013253.1 



AD-01 7 protein 



AF157318.1 



Fn54 



AF001 533.2 



HSPC035 protein (LOC51669). NPD003 



NM 016127.1 



KIAA0164 



D79986 
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miob6652 

ncr1587 

ncr7163 

ncrb1605 

ncrc4600 

SEOA1857a 

SEOB2796 

484 SEOA1410a 
ncrb7345 
ncrc0079 
ncrc6796 
ncr5245 
MIOA2342a 
MIOA7096a 
SEOA1410a 
SEOA5541a 

485 fcrb2101 
hfcr5729 
hfcr6674 
MIOA0142 
mjoa7831a 
ncrb1479 
ncrc5064 
SEOA7404a 
SEOB0832a 

486 hfcr0894 



MIOA4568a 

ncr0756 

ncr8808 

ncr9475 

SEOA9156 

SEOB1274 

seob6510 

seob7921 

487 miob1938 
miob5923 
ncr4185 
ncrb1447 
ncrb6767 
ncrb7715 
ncrc3713 
seob4057 
seob7326 

488 fcrb1866 

fcrb2138 

HFCR3143 

hfcr4079 

ncr5188 

ncr5990 



KIAA0970 



AB023187.1 



KIAA1077 



AB029000.1 



prion protein {p27-30) (Creutzfeid-Jakob disease, 
Gerstmann-Strausier-Scheinker syndrome, fatal familial 
insomnia) (PRNP) mRNA 



NM 000311.1 



trichorhinophalangeal syndrome I gene (TRPS1) 



NM 014112. 



activating transCRiption factor 4 (tax-responsive 
enhancer element B67) (ATF4) 



gi4502264 
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ncr8537 
ncr8797 
ncrc5691 

489 ncr1031 
ncrb0511 
ncrb5112 
ncrb6193 
ncrb6267 
ncrc6688 
SEOA0563A 
SEOA2089 
seob7438 

490 miob6290 

ncr3778 

fcrb0664 

ncr3701 

ncrb4832 

fcrb2182 

fcrb2184 

miob6290 

SOA0384 

ncrc9215 

491 ncr2785 
ncr3795 
ncr8982 
ncrb2637 
ncrb7295 
SEOB0185 
SEOB1086 
seob5634 

492 hfcr0770 
MIOA2641 
miob4473 
miob5657 
SEOA7643a 
seob3948 
seob4102 
seob6120 
seob7172 

493 hfcr5977 

hfcr9302 

MIOA4605a 

miob0178 

ncr6595 

ncrb1626 

ncrb6371 

ncrb7887 

seob3279n 

494 fcrb1013 
MIOA2505a 



SOX 



AF070669 



TATA box binding protein (TBP)-associated factor, RNA NM_005642.1 
polynnerase II, F, 55kD (TAF2F) 



allograft inflammatory factor 1 (AIFI) 



NM 001623.2 



heat shock protein 86 (HSP86) 



M30626.1 



t-complex-associated-testis-expressed 1 -like 
(TCTE1L)=U02556=RP3 



NM 006520.1 



matrllin-2 precursor 



U69263 
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MIOA4183 

MIOA7576a 

ncr6962 

nerd 434 

SEOA4312a 

seob5815 

seob7016 

495 hfcr2814 

hfcr7041 

miob0429 

miob1451 

ncrb0722 

SEOB1231 

SEOB1683 

SEOB1821 

seob3910 

496 fcrb1740 
hfcr4350 
hfcr7527 
hfcr9174 
hfcr9481 
ncr3210 
ncr4925 
ncr8863 
ncrb3535 

497 hfcr3769 
MIOA5859a 
ncrb7852 
ncrc3434 
ncrc3593 
SEOA0472 
SEOA3124a 
SEOA7538a 
SEOA9582 

498 hfcr6611 

ncr5080 

ncr5402 

ncr7375 

ncr8672 

ncrb0748 

ncrb6321 

ncrb8176 

ncrc0212 

499 hfcr1879 

hfcr2812 

miob3320 

miob3320 

ncr6879 

ncr9199 



actin-related protein Arp3 (ARP3)(actin-related protein 3 AF006083.1 
yeast)homolog(ACTR3) 



bone sialoprotein (BNSP) 



L10363.1 



interleukin 1 receptor, type I (IL1R1) = M27492.1 



NM 000877.1 



serine/threonine protein kinase Kp78 splice variant 
CTAK75a 



AF1 59295.1 



latent transforming growth factor beta binding protein 1 
(LTBP1) 



NM 000627.1 
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ncrb1949 
ncrc5355 
SOA0215 

500 hfcr0029 
hfcr0125 
MIOA0414a 
MIOA6312a 
miob1180 
ncr6818 
ncr7482 
ncrc5150 
SEOB0656a 

501 MIOA5398a 
ncrc3628 
ncrc4425 
SEOA1480 
SEOA5608a 
SEOA6732 
SEOA8482 
SEOA9581 
seob4g90 

502 cr0056N 
miob0442 
MIOB0542 
miob0807 
ncr0085 
ncrb1439 
ncrb5156 
ncrb6567 
ncrc2922 

503 MIOA7275 
ncr1461 
ncr7245 
ncrb5169 
SEOA9270 
SEOB0212 
seob4497 
seob7656 
SOA0615 

504 hfcr1130 
mioa2129m 
mioa9650 
ncr1524 
ncrc3587 
SEOA8874 
SEOB0041 
seob4733 
seob6705 

505 CR0516 
FCR0287 
FCR5189 
FCR7324 



MAGUK protein p55T (=AB002323 K1AA0325) 



AF1 621 30.1 



NAP (nucleosome assembly protein) 



M86667 



fragile 16D oxido reductase (FOR) 



AF21 7490.1 



factor H homologue 



M65294.1 



CYTOCHROIVIE C OXIDASE POLYPEPTIDE I 



P00395 



stathmin (= J04991 pi 8 protein; Z1 1 566 Pr22 protein) X53305 
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hfcr1707 
hfcr1932 
hfcr3432 
hfcr9692 
SEOB3320 

506 BFCN0236 
FCR7050 
hfcr0317 
hfcr9237 
miob5109 
ncrb7266 
ncrc6224 
SEOA2815 
seob6723 

507 hfcr8609 
MIOA2603a 
MIOA3566a 
MIOA4266 
MIOA6413a 
MIOA8213 
SEOA2812m 
seoa2812m 
soa0022n 

508 MIOA3194a 
MIOA5957a 
miob3948 
ncr6233 
SEOA2385a 
SEOA2385a 
SEOA3027a 
SEOA3997a 
SOA0639 

509 hfcr6663 
hfcr6783 
hfcr9757 
MIOA5781a 
MIOA8557 
ncrb8709 
ncrc0997 
SEOA2938a 

510 SEOB1322 
BFCS0244 
CR0310 
CR0885 
FCR2161 
FCR3603 
FCR6407 
FCR6636 
hfcr0086 

511 hfcr1947 
fcrb1823 
hfcr1947 



cellular growth-regulating protein 



L10844 



paired mesoderm homeo box 1 (PMX1) 



915902023 



PTD014 



AF092135.1 



SWI/SNF related, matrix associated (SMARCA1) 



gi4507066 



fos proto-oncogene (c-fos) 



K00650.1 



integral membrane protein 2A {ITM2A) 



NM 004867.1 
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hfcr6465 

contigmar21-010016 

ncrc3866 

ncr4034 

ncrb4634 

ncrc5209 

ncrc3141 

512 ncrc0477 
ncrc9566 
ncrb1169 
ncrb2227 
ncrc4104 
ncrc0073 
ncrb2604 
ncrb8695 
ncrb3783 

513 FCR6321 
SEOA0311 
hfcr2343 
miob0044 
miob6664 

hfcroesa 

miob3050 

ncr1268 

miob3012 

514 SEOA5532a 
miob1135 
ncrc6652 
SOA0623 
mioa9802 
seoa7819a 
ncr0153 
MIOA8348 
SEOA5938 

515 SEOB1391 
ncr0054 
ncr0444 
ncr3263 
ncrb0151 
ncrb3135 
ncrc3769 
ncrc4842 
seob4752 

516 fcrb2141 

hfcr1914 
hfcr6582 
ncrb1311 
ncrb7920 
ncrc3084 
ncrc4857 
ncrc981 1 



ATP synthase FO subunit 6 (RefSeq aa 8e-74) 



5835393 



protein phosphatase 2A catalytic subunit-beta 



M60484 



semaphorin E 



AB000220 



HSPC061 



AF1 61 546.1 



heterogeneous nuclear ribonucleoprotein A2/B1 
(HNRPA2B1) 



NM 002137.1 
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517 FCR4930 

ncr5633 

ncr6946 

ncrc7043 

SEOA3122a 

SEOA3122a 

SEOA9000 

SEOA9545 

518 hfcr0445 
hfcr4437 
MIOA8338 
MIOA8533 
miob0781 
miob6582 
SEOB0682a 
seob6415 

519 hfcr9622 
MIOA3479a 
miob6052 
ncr4986 
ncr9836 
ncrc5436 
ncrc9440 
SEOA0469n 

520 ncr0797 

ncr1230 

ncr6196 

ncr9952 

ncrb1942 

ncrb7181 

ncrb7576 

seoa8105 

521 MIOA1433 
ncr6803 
SEOA1081a 
SEOA1993 
SEOA2461a 
SEOA3988a 
SEOA5471a 
SEOA5770 

522 miob0176 
miob6551 
ncr2940 
ncr8073 
ncrb6026 
ncrb7007 
ncrb8689 
SEOA8649 

523 MIOA0679 
miob0497 



zinc finger protein 9 (a cellular retroviral nucleic acid 
binding protein) (ZNF9) 



gi4827070 



HepG2 



D17039 



laminin B2 chain 



M55210 



matrix metalloproteinase 3 (stromelysin 1, progelatinase) NM_002422.1 
(MMP3) 



MRG15 protein (i\/IRG15) 



AF100615.1 



HSPC025 (HSPC025) 



NM 016091.1 



RGC32 protein (RGC32) 



NM 014059.1 
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miob1738 

miob5885 

ncrb4874 

ncrc2581 

SEOA1471a 

SEOA9706 

524 hfcr0534 

hfcr1696 

hfcr4188 

hfcr5920 

miob6937 

SEOA4159a 

seob4579 

seob5205 

525 CR0069 
hfcr0117 
hfcr9063 
miob0436 
ncr0284 
SEOA4681a 
SEOA4850a 
seob5588 

526 fcrb0211 
hfcr3362 
miob3406 
miob3857 
ncr1396 
ncr5599 
SEOB3326 
seob6350 

527 FCR2914N 
FCR3076 
hfcr0459 
hfcr0550 
hfcr0957 
hfcr2546 
hfcr2834 
hfcr6934 

528 fcrb2112 
hfcr0096 
hfcr0192 
hfcr2766 
hfcr2809 
hfcr2825 
hfcr3010 
hfcr4023 

529 FCR3890 

MIOA0038a 

MIOA3786 

MIOA4007a 



NADH-ubiquinone oxidoreductase AGGG subunit 
precursor homolog 



AF067166.1 



ubiquitin gene 



U49869 



karyopherin alpha 4 (=importin alpha 3) (KPNA4) 



NM 002268.1 



DEAD-box protein (BATI)gene 



AF029062.1 



glutaminyl-tRNA synthetase(QARS) 



NM 005051.1 



GOLGI 4-TRANSMEMBRANE SPANNING 
TRANSPORTER MTP (KIAA0108) 



spQ15012 
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MIOA8794 
SEOA2844 
SEOA8588 
seob7923 

530 fcrbOOSO 

fcrb0623 

hfcr0831 

hfcr5835 

hfcr7819 

hfcr8813 

miob6477 

SE0B1911 

531 MIOA1492m 
MIOA5836a 
MlOA6532a 
miob4878 
SEOA1334 
seoa3146m 
SEOA6321 
SEOA6546a 

532 hfcr0214 
hfcr0252 
hfcr0262 
hfcr0308 
hfcr0343 
hfcr0941 
hfcr1392 
hfcr4696 

533 FCR1442 



FCR7137 

hfcr0510 

hfcr9490 

ncrb1614 

ncrb3101 

SEOA8541 

SEOB2161 

534 fcr0540n 
MIOA7239a 
miob6678 
ncr8376 
ncrc2927 
ncrc7083 
SEOB0025 
seob5222 
seob8024 

535 MIOA3282a 
miob1327 
nniob3761 
ncr0541 



high-mobility group (nonhistone chromosomal) protein 17 NM_005517.1 
(HMG17) 



tumor neCRosis factor-inducible {TSG-6) 



M31165 



antigen NY-CO-33 (NY-CO-33) 



AF039698.1 



anti-oxidant protein 2 (non-selenium glutathione 
peroxidase, acidic calcium-independent phospholipase 
A2) (KIAA0106) 



NM 004905.1 



constitutive fragile region FRA3B 



AF1 52363.1 



KIAA0242 



D87684 
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ncr7342 

ncrb3564 

ncrb4340 

536 fcrb2658 
MIOA3650a 
ncr0546 
nerd 725 
SEOA1910 
SEOA2506 
SEOA3218 
SEOA6086a 

537 hfcr0404 
MIOA4634a 
mioa9235 
mioa9809 
miob4006 
ncrb1580 
SEOA4453a 
SEOA9892 

538 FCR7272 
MIOA4166 
ncr1140 
ncrc2500 
SEOA1377 
SEOA3557a 
SEOA6041a 
SEOA6747 

539 mioa7866 

ncr0632 

ncr1711 

ncr4133 

ncr9209 

SEOA1375 

SEOA3768a 

SEOA5606a 

seob3717 

540 fcrb1283 
hfcr0715 
hfcr3806 
mioa9396 
ncrb6331 

• ncrc3457 
ncrc6961 
seob5142 

541 hfcr3516 
hfcr3903 
miob1708 
ncr7588 
ncrb8408 
SEOA8827 
seob3744 



KIAA0663 



AB014563 



UDP-glucose pyrophosphorylase 2 (ORF) 



NM 006759.1 



palmitoyl-protein thioesterase (PPT) 



AF022211 



N-acylsphingosine amidohydrolase (ASAH) (acid 
ceramidase) 



NM 004315.1 



prostatic binding protein (PBP) 



NIVI 002567.1 



CYTOCHROME C OXIDASE POLYPEPTIDE 



spP00403 
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seob7435 

542 FCR3798 
hfcr4129 
hfcr6796 
MIOA1928a 
ncrb5224 
ncrc5948 
SEOA4323a 
SEOA8348a 

543 MIOA7421a 
ncrb1206 
ncrb4351 
nerd 907 
ncrc2210 
ncrc2736 
ncrc4464 
ncrc9041 

544 FCR0154 
FCR4419 
hfcr2784 
hfcr2956 
ncr3376 
ncrb1833 
nerd 703 
SEOA7448a 

545 FCR0366 



FCR6276 

FCR6937 

ferb1423 

fcrb2193 

hfcr4252 

SEOA5373 

SEOB0257 

546 FCR3819 

hfer3612 

hfcr7582 

hfcr9389 

hfcr9523 

ncrb8735 

SEOA2639 

seob4629 

547 hfcr6771 
hfcr8516 
miob4757 
nerd 193 
SEOA2971a 
SEOB0194 
SEOB2292 
seob6134 



ornithine aminotransferase 



M29927 



basie transcription element binding protein 1 (BTEB1) Nl\/I_001206.1 



Huntingtin interacting protein 



AF049103 



thyroid hormone binding protein (p55) (=I\/I22806 prolyl 4- J02783 

hydroxylase beta-subunit and disulfide isomerase 

(P4HB)) 



ISLR (immunoglobulin superfamily containing leucine-rich AB024537 
repeat) gene, 



biglycan BGN 



U11686.1 
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548 hfcr0921 
MIOA0311n 
miob6636 
miob6636 
ncr6733 
ncrb5130 
ncrb6542 
SEOA9074 

549 hfcr5942 

ncr0925 

ncr2301 

ncr8396 

ncrb2831 

ncrb7924 

nerd 442 

ncrc2444 

550 ncr0676 
ncrb1705 
ncrb8364 
ncrc0771 
SEOA0836 
SEOA1186A 
SEOA3500a 
SEOA3575a 

551 MIOA3594a 
mioa9989 
ncr0893 
ncr8032 
ncrb3026 
ncrc3893 
ncrc4828 
seob4198 

552 seob8029 

miob1235 
nniob3098 
SEOA8240 
seob5993 

553 MIOA7417a 

MIOA8238 

MIOA9100 

miob1334 

miob3047 

ncr8026 

SEOA4587 

SEOA7215a 

554 miob6717 
ncr5828 
ncrb0743 
ncrb2032 



PPP1R5 



AF1 10824.1 



MADS/MEF2-family transcription factor (IVIEF2C) mRNA, L08895.1 
complete cds 



RAN binding protein 2 (RANBP2) 



NM 006267.2 



insulin-like gro\Arth factor I 



X57025 



single-stranded DNA-binding protein (SSBP), nuclear NM_003143.1 
gene encoding mitochondrial protein 



Nck-associated protein 1 (Napl) (=AB011159 KIAA0587) AB014509.1 



cisplatin resistance-associated overexpressed protein AB034205.1 
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ncrc3881 
SEOA8800 
SEOA9509 
SEOB3559 

555 MIOA5786a 
ncr8736 
ncr9724 
SEOA0743 
SEOA6507a 
SEOB0093 
SEOB0891a 
SEOB1584 

556 fcrb2457 
MIOA4552a 
ncr9174 
ncrb3625 
SEOA1422a 
seoa6847 
SEOA7060a 
SEOB1193 

557 MIOA1403a 
MIOA3292a 
MIOA3303a 
miob3381 
ncr4974 
ncr5387 
ncrc6700 
SEOA1963a 

558 FCR0338 

MIOA4149 

miob2985 

ncrb0256 

ncrc4121 

SEOA6508a 

SEOA8194a 

seob6851 

559 ncr1976 

ncr2459 

ncrb0874 

ncrb4777 

ncrc0393 

ncrc3030 

ncrc4306 

ncrc5716 

560 ncr1743 

ncrb2628 
ncrb2897 
ncrb8558 
ncrc0855 



dihydropyrimidinase-like 3 (DPYSL3) 



NM 001387.1 



KIAA0102 



D14658 



KIAA0191 (zinc finger homolog) 



D83776 



NADH deliydrogenase (ubiquinone) 1 alpha subcomplex, NM_005000.1 
5(13kD, B13) (NDUFA5) 



proteasome (prosonne, macropain) 26Ssubunit, ATPase, NP_002793.1 
1 (RefSeq aa1e-56) 



lysosomal-associated protein transmembrane 4 alpha 
(MBNT) 



NM 014713.1 
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ncrc5950 
ncrc9127 
SEOB2726 
561 hfcr1201 
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MIOAo937 




miob0390 




miob3344 




ncr0262 




ncrc3092 




SEOA2854 




566 hfcr9289 




hfcr9945 




MIOA4465a 




MIOB2840 




ncrc5217 




ncrc6548 



adaptor-related protein complex 3, sigma 1 subunit 
(CLAPS3) 



NM 001284.1 



nidogen-2 



AJ223500 



melanoma growth regulatory protein MIA 



X75450 



Arp2/3 protein complex subunit p16 (ARC16) =AF006088 NM_005717.1 
(ORF) 



Kallmann syndrome 1 (KALI) (=ADMLX=putative 
adhesion molecule) 



NM 000216.1 



apoptosis related protein APR-1 



AF143235.2 
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SEOA2775 
SEOB0514 

567 SEOB0044 
ncr8069 
ncrb5345 
SEOA1969a 
SEOB1430 
fcrb1835 
ncrb8586 
ncrb3980 

568 hfcr1115 
FCR2512 
FCR6593 
FCR7190 
fcrb0784 
hfcr3885 
ncr3926 
ncrc3046 

569 miob5752 
MIOA1341a 
MIOA3031a 
ncrb5570 
ncrb8614 
nerd 114 
ncrc9428 
seob5734 

570 ncrc2673 
miob6537 
ncr9356 
ncrb8417 
ncrc0737 
ncrc9952 
seob6537 
seob6876 

571 seob6876 
■ ncrc0737 

ncrc9952 

miob6537 

ncr9356 

ncrb8417 

ncrc2673 

seob6537 

572 ncrb5570 



TRAM protein 



CAA45218.1 



1-8U gene from interferon-inducible gene family 



X57352.1 



splicing factor SRp40-1 (SRp40) 



U30826.1 



0RF2 contains a reverse transcriptase domain 



AAA51 622.1 



0RF2 contains a reverse transcriptase domain 



AAB59368.1 



splicing factor, arginine/serine-rich 5 (RefSeq aa 1e-54) NP_008856.1 



l\/IIOA1341a 

MIOA3031a 

miob5752 

ncrb8614 

nerd 114 

ncrc9428 

seob5734 
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573 seob8063 
ncr6594 
ncr9379 
ncr2864 
ncr5057 
ncrb3596 
ncr4533 
ncrc3260 

574 miob2957 
miob3015 
miob4294 
ncr3291 
seob4617 
seob6019 
seobSOOO 

575 miob6968 
ncrb2788 
ncrb8154 
ncrc0218 
ncrc0868 
ncrc6123 
seob3716 

576 FCR5083 

hfcr1267 

hfcr5657 

ncrb1959 

ncrc4152 

SEOA5076a 

seob4654 

577 hfcr0154 

hfcr0227 

mioa9587 

ncr0019 

SEOA6115a 

SEOA9637 

seob4170 

578 mioa7660a 
MIOA8182 
miob1947 
SEOA2726 
SEOA4144a 
seoa8033 
seoa8121 

579 ncr7434 

ncr8522 

ncrb2248 

ncrb7408 

ncrc0040 

ncrc4397 



REIC/Dkk-3 



AB034203.1 



Golgi autoantigen, golgin subfamily a, 4 (GOLGA4) 



NM 002078.2 



complement component 1, s subcomponent (01 S) 



NM 001734.1 



reticulocalbin 2, EF-hand calcium binding domain 
(RCN2) =X78669 (ORF) 



NM 002902.1 



Eukaryotic translation initiation factor 2, subunit 2 (beta, 
38kD)(EIF2S2) 



NM 003908.1 



5' nucleotidase (EC 3.1.3.5) 



X55740 



interferon induced transmembrane protein 1 (9-27) 
(IFITMI) 



NM 003641.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 89 of 312 



SEOA9287 

580 FCR7561 

MIOA6376a 

ncr1229 

ncr3973 

ncrc9343 

SEOA4813a 

SEOA7942a 

581 FCR0027 
CR0022 
CR0838 
FCR0335 
FCR1281 
FCR6026 

582 fcrb2480 
hfcr0372 
ncr5872 
ncrb4396 
ncrb6434 
SEOB3182 

583 ncr5571 
ncr9674 
ncrc0625 
ncrc4059 
SEOA2371a 
seoa6779 
SEOB3088 

584 hfcr7351 
hfcr8238 
hfcr8576 
MIOA3163a 
MIOA6904a 
miob5826 
miob5889 

585 MIOA2698a 

MIOA5481a 

miob0916 

miob4849 

ncrc2327 

ncrc3585 

seob4085 

586 MIOA2g22a 
MIOA4698 
miob6055 
SEOA8388a 
SEOA8525 
seob4430 
seob7352 

587 MIOA1726a 



transforming, acidic coiled-coil containing protein 1 N!\/l_006283.1 7 
(TACC1=AF049910 



fau 



X65923 



KIAA0372 



AB002370.1 



MEK binding partner 1 



AF201 947.1 



stearoyl-CoA desaturase 



AB032261.1 



protein immuno-reactive with anti-PTH polyclonal 
antibodies 



U28831.1 



AgX-1 antigen 



S73498 



erythrocyte membrane protein band 4.1-lil<e 2 (EPB41L2) NM_001431.1 
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MIOA8952 
mioa9333 
ncr6956 
• ncrc4093 
ncrc5141 
ncrc7000 

588 hfcr0788 
hfcr6249 
hfcr7663 
miob0865 
ncrb1772 
ncrb2278 
nerd 976 

689 hfcr5792 
miob3917 
miob4440 
ncr3887 
ncrb0269 
ncrb5707 
seob5739 

590 M1OA0176 
MIOA3826 
MIOA7455a 
ncrb3386 
SEOA3117a 
SEOA9034 
SEOB3560 

591 hfcr2150 
miob4625 
ncr1771 
ncrb2780 
ncrb8457 
ncrc6322 
SEOB3360 

592 hfcr0742 
hfcr5900 
hfcr6598 
mioa9711 
SEOA8612 
seob5922 
seob7019 

593 fcrb1871 
MIOA5951a 
ncr5777 
ncrb2246 
SEOA2283a 
SEOA5893 
SEOB0414 

594 hfcr0320 
hfcr1288 
ncr4712 
ncr6391 



valosin-containing protein(VCP) 



NM 007126.2 



clathrin, light polypeptide (Lea) (CLTA) 



NM 007096.1 



speetrin SH3 domain binding protein 1 (SSH3BP1) NM_005470.1 



dual specifieity phospfiatase 1 (DUSP1) 



NM 004417.2 



p75NTR-associated cell death executor (NADE) 



AF187G64.1 



GW128 



AF1 07406 



HSPC194 



AF1 51 028.1 
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SE0B1118 

seob6526 

seob7915 

595 MIOA3349a 
mioa9794 
miob3168 
miob4900 
ncr4118 
SEOA3706a 
SEOA7566a 

696 MIOA2079n 
MIOA8014a 
ncr2587 
ncr6577 
nerd 235 
ncrc5589 
seob3264 

597 hfcr9534 
MIOA2596a 
miob6597 
ncrb1387 
ncrb6004 
ncrb8172 
seob8247 

598 FCR5589 
hfcr1653 
hfcr5817 
miob0363 
ncr0554 
ncrc5077 
seob7504 

599 hfcr5121 
MIOA5061a 
MIOA8854 
miob1453 
ncrb7252 
SEOA1882 
secb3935 

600 FGR5903 

fcrb2089 

hfcr6484 

hfcr9556 

miob3477 

ncrb3217 

seob5403 

601 FCR4406 
MIOA0278 
MIOA0763n 
ncr4716 
ncrb1136 
ncrb5142 



HSPC238 



AF1 51 072.1 



IDN3 



AB01 9494.1 



KIAA0069 gene 



D31 885.1 



KIAA0143 gene 



D63477.1 



KIAA0332 



AB002330 



non-metastatic cells 2, protein (NM23B) expressed in 
(NME2) 



NM 002512.1 



over-expressed breast tumor protein 



L34839 
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ncrc9744 

602 hfcr3691 
MIOA9161 
miob2527 
SEOB1197 
seob5460 
seob7437 
seob7994 

603 fcrb1337 
hfcr3498 
MiOA6242a 
miob3002 
SEOA0008 
seob7764 
miob3002 

604 MIOA1626a 
MIOA7480a 
miob2437 
ncrb2645 
ncrc0180 
SEOA4826a 
SEOB1339 

605 FCR2714 
FCR4465 
FCR6028 
FCR7362 
hfcr6389 
miob3907 
SEOA4548 

606 hfcr0493 

hfcr0566 

hfcr5388 

ncrc2097 

SEOA5577a 

SEOA7122a 

SEOB1986 

607 fcrb1402 
MIOA6594a 
ncr0638 
ncrb2161 
ncrc2325 
ncrc5650 
seob6577 

608 MIOA4785a 
MIOA7191a 
ncr1232 
ncrb1831 
ncrc0913 
SEOA7443a 
seob4175 



PRO0530 



AF1 11 849.1 



PTD010 



AF078863.1 



glyoxalase-l (GL01) 



AF1 46651.1 



high density lipoprotein binding protein (HBP) 



M64098 



eukaryotic translation initiation factor 3, subunit 3 
(gamma, 40kD) 



gi4503514 



cathepsin L (CTSL) 



NM 001912.1 



sorting nexin 6 (SNX6) 



AF1 21 856.1 
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609 FCR3132 

hfcr0708 

MjOA5447a 

ncr7758 

ncrc8873 

seoa7981 

seob4821 

610 fcr1387n 

ncr2493 

ncrb7249 

ncrc0131 

ncrc4374 

ncrc9387 

ncrc9528 

611 SEOA1765a 
SEOA3645a 
SEOA7323a 
SEOB0415 
SEOB3171 
seob7880 
SEOA8181a 

612 fcrb0265 
fcrb0734 
miob3473 
ncrb8307 
ncrc5850 
SEOA9477 
SEOB0715a 

613 MIOA9057 
ncr6286 
ncrc1045 
ncrc1583 
ncrc6523 
SEOA0200A 
SEOA9355 

614 hfcr5847 
hfcr8920 
mioa5881an 
miob651 1 
ncr8575 
ncrc3661 
seoa7782a 

615 HFCR3185 



MIOB2229 

ncrb4087 

ncrb4095 

ncrb6427 

seob5099 



KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein NM_006854.2 
retention receptor 2(KDELR2) 



nuclear factor of kappa light polypeptide gene enhancer 
in B-cells 1{NFKB1) gene, complete cds 



AF21 3884.1 



transCRiptional coactivator PC4 



U12979 



poIy(rC)-binding protein 1 (PCBP1) 



NM 006196.1 



la-associated invariant gamma-chain gene 



Ml 3560 



immunoglobulin lambda gene 



D87003.1 



uncharacterized bone marrow protein BM034 
(=AK000571 FLJ20564 fis) (=P11142 HEAT SHOCK 
COGNATE 71 KD PROTEIN) 



AF217511.1 
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seob6408 


616fcrb1174 




hfcr9094 




miobi 924 




miob4634 




SEOA0486 




SEOB3236 




seobSOie 


617 hfcr2256 




MIOA4716 




nniob6865 




ncrblSOl 




ncrb4916 




ncrb7145 




ncrc7070 


618 FCR1983 




FCR2582 




FCR5067 




fcrb2122 




hfcr2037 




hfcr6461 




hfcr9524 


619 hfcrSSIS 




mioa9880 




SEOA6039a 




SEOA8246 




SEOA9170 




SEOB1931 




seob7278 


620 hfcr9418 




MIOA5884a 




miobi 006 




MIOB2285 




ncrc1176 




SEOB1490 




seob6333 


621 


FCR1420 




FCR2940 




hfcr3717 




hfcr4897 




hfcr5087 




ncrb1999 




ncrb6924 


622 


hfcr6490 




miob2424 




ncr1325 




ncrb7383 




SEOB3027 




SEOB3322 




seob5451 


623 


MIOA6841a 



small membrane protein 1 (SMP1) 



AF081282 



chondroitin sulfate proteoglycan 2 (versican) (CSPG2) NM_004385.1 



dermatan sulfate proteoglycan 3 (DSPG3) 



U59111 



stromal cell derived factor receptor 1 (SDFR1) 



NM 012428.1 



ras-related GTP-bindIng protein 



AF106681.1 



cytosolic thyroid hormone-binding protein (=M23725 M2- 
type pyruvate kinase) 



M26252 



SLC1 1 A3 iron transporter 



AF21 5636.1 



syntaxin 8 



AAD20831.1 
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MIOA8820 

miob3261 

ncr1544 

ncrb3098 

ncrb6810 

ncrc3718 

624 miob4513 
ncr0865 
ncr6827 
SEOA5447 
SEOA9187 
SEOB0637a 
seob4362 

625 fcrb2317 
MIOA5729a 
miob1953 
miob6209 
SEOA3644a 
SEOA3930 
SEOA3931 

626 FCR0472 
FCR5699 
FCR5699 
hfcr7895 
ncr0368 
nerd 859 
ncrc2508 

627 miob6611 
ncr2368 
ncr5299 
ncrc941 1 
SEOA9020 
SEOB0209 
seob6757 

628 mioa9336 
miob3741 
ncrc4955 
SEOA1145a 
SEOA5864 
SEOB0761 
seob5146 

629 hfcr0328 
hfcr7793 
hfcr8745 
hfcr9633 
miob6029 
ncr6010 
ncr6011 

630 SEOB1145 
FCR4880 
MIOA2871a 
MIOA5667 



vascular cell adhesion molecule 1 (VCAM1) 



M30257 



GTP-binding protein Sara 



AF092130.1 



interCRine-alpha (hlRH) 



U 19495 



line-1 protein 0RF2 (=p150) 



B28096 



small acidic protein 



U51678 



small EDRK-rich factor 2 (SERF2) 



NM 005770.1 



ATP SYNTHASE E CHAIN. MITOCHONDRIAL 



spP56385 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 96 of 312 



SEOA1308 
SEOA2478 
SEOB2195 

631 seob6198 
hfcr7749 
seob6778 
ncrb4067 
ncr6539 
ncr5375 
nerd 540 

632 seob4160 
M1OA0736 
SEOB0458 
fcr5448n 
hfcr6324 
hfcr0535 
ncrc3727 

633 ncrb4517 
ncr1126 
ncrb5449 
ncrc1132 
ncrc3039 
seoa7034 
seoa8071 

634 MIOA2818a 
MIOB1538 
fcr6041n 
hfcr7079 
miob1828 
MIOA5860a 
ncr6947 

635 FCR6330 
CR0193 
FCR7104 
fcrb1340 
hfcr3614 
hfcr1211 
hfcr3539 

636 SEOB3204 
miob4189 
ncr631 1 
miob1888 
miob1911 
SEOA9563 
hfcr5965 

637 miob3443 
hfcr6464 
hfcr6922 
FCR0177 
SEOB1862 
miob3164 
ncrb2299 



ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1) NM_003349.1 



zinc finger protein SLUG (SLUG) gene 



AF084243.1 



RNA binding motif protein 8B (RBI\/!8B) 



AF231512.1 



CGI-149 protein 



AF1 51 907.1 



elastin (ELN) 



U62292 



non-histone chromosomal protein (HMG-1) 



L08048.1 



KIAA0038 gene 



D26068.1 
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638 seob8232 

hfcr2763 

ncr7871 

ncr1351 

SEOB0754 

SEOA2750 

FCR7018 

639 MIOA7373a 
hfcr3894 
ncrb6449 
ncrc2584 
SEOA8884 
SOA0558 
seoa7761a 

640 SEOB1586 
seoa7702a 
FCR1645 
MIOA0694 
MIOA5302a 
SOA0537 
SEOA0187a 

641 SEOA1215A 

SEOB0541 

MIOA2580a 

SEOA7570a 

BFCS0014 

SEOA5084a 

MIOA2251a 

642 MiOA7378a 
mioa7825a 
seoa6989 
seoa7755a 
miob3236 
hfcr3835 
hfcr8812 

643 MIOA8646 
FCR3416 
MIOA2481a 
MIOA3331a 
mioa7661a 
SEOA6263 
SOA0704 

644 ncrc0259 

ncrc8859 

ncr6859 

ncrb1451 

ncrb3131 

ncr9141 

ncr9066 



NADH dehydrogenase (ubiquinone) 1 beta subcomplex, NM_005004.1 
8(19kD, ASHI) (NDUFB8) 



esterase D 



AF1 12219 



lost on transformation L0T1 (=PLAGL1) 



U72621.2 



N2A3 (=DPYSL2) (=dihydropyrimidinase related protein- U97105 
2) 



SON DNA binding protein (SON) 



X63753 



polyposis locus (DPI gene) 



M73547 



LENG7 mRNA, (=PRO2003 mRNA)(= elongation factor 
EF-1-alpha) 



AF211 972.1 
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645 fcrb2212 
fcrb2015 
hfcr4662 
hfcr5095 
hfcr6275 
hfcr6557 
hfcr6842 

646 miob4343 

ncr5880 

ncrb5160 

ncrc2991 

ncrc3595 

seob6132 

647 MIOA8804 

miob3003 
miob3918 
miob5845 
seob5335 
seob7425 

648 hfcr0695 
hfcr5791 
SEOA9163 
SEOB3064 
seob5592 
seob7274 

649 CR0179 

fcrb2005 

MIOA2794a 

ncr4738 

ncrb5521 

seob7631 

650 MIOA9065 
mioa9854 
nniob081 1 
ncrb8640 
ncrc3776 
seob6568 

651 FCR2959 

fcrb1666 
hfcr9755 
ncrb3284 
ncrc0883 
seoa7757a 

652 FCR5714 
MIOA2457a 
SEOA3137m 
SEOA7092a 
SEOB1506 



matrilin 1, cartilage matrix protein (MATN1) 



NM 002379.2 



NADH dehydrogenase (ubiquinone) 1 beta subcomplex, Nl\/I_004545.1 6 
1 (7kD, MNLL) (NDUFB1) 



proteasome (prosome, maCRopain) subunit, beta type, 1 NM_002793.1 6 
(PSMB1) 



Deleted in oral cancer-1 (D0C1) 



NM 004642.1 



cyclophilin-related protein (NKTR) gene (=PAC RPCI4- AF1 841 10.1 6 
613B23) 



NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 1 spP03886 



myrlstoyiated alanine-rich C-kinase substrate (=D10522 M68956 
80K-L protein) 



signal recognition particle subunit 9 (SRP9) 



U20998 
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SEOB2941 

653 fcrb0450 

fcrb2634 
hfcr3570 
hfcr6391 
hfcr7945 
SEOA6580a 

654 hfcr1782 
hfcr2068 
hfcr3988 
miob1096 
ncr4066 
ncr8572 

655 hfcr1800 
ncrb1218 
ncrb4685 
seob4393 
seob4972 
seob7544 

656 MIOA7202a 
miob3194 
nniob6922 
ncr9648 
ncrb6545 
seob6314 

657 FCR1493 
hfcr5242 
MIOA0006a 
nniob1925 
SEOA1657a 
SEOA6133a 

658 miob3319 
ncr0911 
ncrc9470 
seob6096 
seob7321 

659 hfcr1828 

hfcr9364 

MIOA7063a 

ncr3717 

ncrb0103 

ncrb4529 

660 ncr9732 

ncrb0362 
ncrb5085 
ncrb6064 
ncrc2495 
SEOA9146 

661 FCR3156 



heterogeneous nuclear ribonucleoprotein C (C1/C2) NM_004500.1 6 
(HNRPC) 



laminin, alpha 4 {LAMA4) 



HSPC307 



progesterone binding protein (HPR6.6) 



ubiquinol-cytochrome c reductase hinge protein 
(UQCRH) 



eukaryotic translation initiation factor 4A, isoform 
2(E1F4A2) 



NM 002290.1 



DRP-2 dihydropyrimidinase related protein 2 AB020777.1 



AF161425.1 



gi5729874 



inositol 1 ,4,5-triphosphate receptor, type 2 (ITPR2) NM_002223. 1 6 



NM 006004.1 



NM 001967.2 6 



proteasome subunit HC9 



D00763 
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FCR4958 
MIOA0579a 
MIOA2053 
SEOA0909 
SEOA8301 
662 BFCS0021 



hfcr3912 

MIOA4092a 

ncrb3804 

SEOA8672 

seob4675 

663 hfcr1203 

hfcr3549 

hfcr8537 

miob4169 

ncrb3516 

seoa0979m 

664 FCR2421 
FCR5670 
FCR7657 
tifcr5789 
hfcr5902 
hfcr9602 

665 fcrb1916 
hfcr7084 
hfcr7342 
MIOA0887a 
ncrb4249 
SEOB2199 

666 ncrc4312 
ncrc6832 
SEOA9835 

' seob3960 
seob5935 
seob6156 

667 miob0656 

miob0804 

ncr5508 

ncr9024 

ncrc3647 

SEOA9643 

668 MIOA2073 
miob3863 
miob3985 
ncr7609 
ncrb0016 
ncrc9517 



basic transCRiption factor 2 p44 (btf2p44) gene, partial U80017.1 6 
cds, neuronal apoptosis inhibitory protein (naip) and 
survival motor neuron protein (smn) 



U50HG genes for U50' snoRNA and U50 snoRNA, 
complete sequence 



AB017710 



alpha-2 globin (HBA1) 



AF097635 



RAD21 (S. pombe) homolog (RAD21) (=X98294) 



gi5453993 



GDP dissociation inhibitor 2 (GDI2) 



NM 001494.2 



disabled 2 p93 (DAB2) (mitogen-responsive 
phospiioprotein) (DAB2) 



AF1 88298.1 



KIAA1074 



AB028997.1 
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669 MIOA4184 



myeloid/lymphoid or mixed-lineage leukemia (trithorax NM_005935.1 6 
(Drosophila) homolog); translocated to, 2 (MLLT2) 



ncr5939 
ncr8703 
nerd 992 
ncrc2644 
SEOA8265 

670 MIOA1103 
MIOA1278m 
MIOA7277 
ncr5603 
SEOA7340a 
SEOA7578a 

671 fcrb2676 
ncr5034 
ncr6257 
ncr8633 
ncrb4355 
ncrb7713 

672 MIOA5833a 
MIOA7183a 
miob2956 
ncr5825 
SEOA0573 
SEOA2975a 

673 ncr9792 
seob5073 
seob6377 
seob7454 
SOA0409 

674 fcrb0702 

hfcr6785 

ncrb0888 

ncrb1096 

SEOA9627 

seob4582 

675 MIOA0400a 
MIOA6570a 
miob0706 
SEOA0187a 
SEOA7094a 
SEOB2247 

676 miob1706 
ncr0904 
ncr3832 
ncr4865 
seob4900 
seob7554 

677 FCR2907 
FCR4393 



N-terminal acetyltransferase complex ard1 subunit AF085355.1 6 



PR01873 



AF1 19859.1 



CMP-N-acetylneuraminic acid hydroxylase 



AF074480.1 



somatic cytochrome c (HCS) gene 



M22877.1 



chaperonin containing T-complex subunit 6 (CCT6) ■ 
L27706.1 



NM 001762.1 



C2H2 zinc finger protein (ZNF189) 



AF025772.1 6 



homeobox protein CDX4 (CDX4) gene 



AF003530.1 6 



immunoglobulin light chain 



D87000 
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M10A1581 
MIOA2952a 
MIOA5588a 
SEOA1691a 

678 ncr4890 

ncrc2839 

SEOA3445a 

SEOA5589a 

seob6383 

seob7624 

679 FCR1914 

MIOA8993 

miob3562 

miob5914 

ncr7696 

SEOA1636a 

680 MIOA2815a 
miob4892 
ncrc9227 
seoa8047 
seob5490 
seob7169 

681 hfcrOSSO 
l\/IIOA5494a 
mioa9911 
miob6193 
nerd 904 
SEOA1301a 

682 MIOA2290a 
MIOA4841a 
ncr7747 
ncrc9704 
SEOA0920 
seob7728 

683 fcrb0293 

hfcr9628 

ncr5036 

ncr5424 

ncrc0266 

ncrc4135 

684 hfcr3979 
hfcr5117 
MIOA6435a 
miob4477 
ncrc5806 
SEOA63,13 

685 SEOA9610 

MIOA2059n 



antioxidant protein 1 (A0P1) {=peroxiredoxin 3 (PRDX3)) NM_006793.1 



lysosomal-associated membrane glycoprotein-1 (iJ\MP1) L08582 
(=J04182) 



glutaredoxin 



X76648.1 



comlchon protein 



AF070654.1 



dermatopontin 



Z22865 



myosin, light polypeptide 1 , alkali; skeletal, fast (MYL1) NM_002475.1 



CD36 antigen 



L06850.1 



guanine nucleotide binding protein 11 (GNG11) • 
U31 384.1 



NM 004126.1 
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miob3442 
ncrb1413 
ncrb1848 
nerd 048 

686 FCR2946 
hfcr4663 
ncr3248 
ncrb0366 
ncrc9100 
seob5606 

687 hfcr3716 
ncr0448 
ncr0661 
ncrb4941 
ncrc4986 
seob5612 

688 MIOA8121 
miob0172 
SEOA0393 
SEOA8946 
SEOB0014 
SEOB3261 

689 ncr3184 
ncr4505 
ncr5984 
ncrb1780 
ncrb2003 
seob7341 

690 FCR2540 
FCR6658 
MIOA0188 
MIOA6153a 
ncrc0051 
SEOA1903 

691 hfcr6412 
miob4808 
ncrc4835 
ncrc9880 
SEOA5699a 
SEOB2814 

692 MIOA0067A 
miob0983 
ncr2553 
SEOA2715 
SEOA5977a 
seob6277 

693 FCR6471 

. MIOA2190a 
MIOA7592a 
ncr6553 
SEOA0950 
SEOB0809 



vascular endothelial growth factor (VEGF) 



AF024710.1 



integrin alpha 10 subunit (ITGA10) 



AF1 12345.1 



HIC protein 



AF054589 



KIAA0187 gene 



NM 014753.1 



KIAA0436 



AB007896 



KIAA0530 



AB011102 



KIAA0569 



AB011141 



KIAA0766 



AB01 8309.1 
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694 miob0596 
miob4906 
ncr3297 
SEOA1314 
seoa3178m 
seob5344 

695 MIOAOOSOa 
SEOA0007 
SEOA1897 
SEOA3738a 
SEOA5374 
SEOA6641a 

696 MIOA0505n 
MIOA2518a 
MIOA3973a 
MIOA6533a 
MIOA7182a 
ncrc4381 

697 hfcr0615 
hfcr3726 
hfcr3771 
hfcr7481 
hfcr7487 
hfcr8284 

698 MIOA5979a 
MIOA6825a 
MIOA6850a 
SEOA5894 
SEOA6083a 
SEOA6159a 

699 seob8241 

ncr2520 

ncrc3703 

SEOA8528 

SEOB2109 

seob8241 

700 FCR5509 
hfcr4176 
miob0944 
miob3471 
ncr8966 
ncrb4057 

701 MIOA8858 

MiOA8894 

SEOA1962a 

hfcr0033 

MIOA3788 

MIOA3178a 

702 FCR4622 
HFCR3147 



KIAA0942 protein (KIAA0942) 



NM 015310.1 



Pcp-2=Purkinje cell protein 2 



S40022 



PRO1073 



AF113016 



PRO2640 



AF1 16710.1 



SON protein 



AF1 93606 



protein tyrosine piiosphatase type IVA, member 2 
(PTP4A2) 



NIVI 003479.1 



low density lipoprotein receptor 



L00352 



ATP SYNTHASE GAMMA CHAIN, MITOCHONDRIAL spP36542 
PRECURSOR 



cytochrome c oxidase subunit VIII (C0X8) 



J04823 
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hfcr4776 
hfcr0818 
hfcr4203 
hfcr5820 

703 SEOA1789a 
ncr5718 
SEOB0345 
SEOB1614 
SEOA9719 
ncr7880 

704 SEOA0470n 
MIOA8201 
SEOA1848a 
SEOA5437 
SEOA7081a 
hfcr7677 

705 SEOB3493 
SEOA4402a 
SEOA9372 
ncr0255 
seoa7033 
SEOB0675a 

706 SEOA7897a 
ncrb7195 
HFCR3117 
seob4671 
MIOA8856 
ncr9979 

707 miob4424 
hfcr6487 
hfcr1890 
ncrb2160 
seoa8124 
ncr2061 

708 hfcr6687 



leucine aminopeptidase 



AF061738 



calpastatin 



D50827 



threonyl-tRNA synthetase (TARS) 



NM 003191.1 



ribosomal protein L33-like protein 



AF047440 



chaperonin containing TCP1 subunit 4 (delta) (CCT4) NM_006430.1 



Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) NM_001 997.1 



hfcr4125 
fcrb2382 
hfcr0964 
fcrb2651 
ncrc5376 

709 MIOA3473a 
FCR5297 
MIOA6202a 
ncrc9908 
SEOB0005 
SEOA4446a 

710 FCR0274 
hfcr9250 
hfcr4141 
hfcr7863 
hfcr7860 



ld-2H 



D13891 



shox gene 



U82668 
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ncr1568 

711 SEOB0128 
MIOA6316a 
SEOB1953 
ncr7035 
ncr4210 
ncr7425 

712 SEOA7459a 
hfcr6500 
ncrb1839 
SEOB0243 
SEOB0723 
SEOA9661 

713 hfcr3441 
ncrb5742 
ncrc3244 
ncrb0564 
ncrb7115 
ncrbSSOO 

714 ncr0317 
seob5774 
BFCS0219 
FCR2416 
fcrb0250 
ncr5896 

715 ncr3768 
hfcr9297 
miob5828 
ncr3809 
ncr8508 
SEOA0775 

716 SEOA2053 
MIOA1543 
MIOA2533a 
SEOA2053 
miob6008 
ncrc4647 
miob3167 

717 SEOA2436a 
SOA0616 
FCR3060 
SEOA9841 
SEOA9656 
seob6402 

718 ncr1186 
ncr8192 
ncrb2444 
ncr8401 
ncrc6668 
ncr9019 

719 SEOA6751 
SEOA8669 



S0X4 



AF124147.1 



transCRiption factor (CBFB) 



L20298 



poly(rC)-binding protein 2 (PCBP2) 



NM 005016.1 



RNA-binding protein regulatory subunit 



AF021819 



Membrane cofactor protein 



X59408.1 



catalase 



X04076 



complement C1r 



M14058 



glutathione peroxidase 3 (plasma) (GPX3) 



NM 002084.2 



synaptophysin-like protein (SYPL) 



gi5803184 
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seob6710 
ncrc5023 
ncrc6308 
fcrb2466 

720 miob5491 
ncrb1765 
seob6562 
MIOA5229a 
ncrb7804 
seoa7680a 

721 MIOA6580a 
MIOA7590a 
seob7383 
SEOA9722 
SEOA9478 
SEOA4178a 

722 hfcr1671 
miob5429 
hfcr6699 
hcrb8576 
hfcr9796 
bfcw0340n 

723 FCR0766 
fcrb1608 
hfcr1927 
hfcr2572 
ncrb6441 
ncrc5155 

724 FCR3823 
hfcr0725 
hfcr7493 
SEOA9760 
FCR3199 
hfcr0720 

725 hfcr4275 
ncr7149 
miob1711 
ncrc6309 
SEOA3486a 
miob1882 

726 hfcr3660 

ncrb0092 

SEOB2184 

ncrc6272 

ncr7270 

ncrb5301 

727 SEOA3514a 



hfcr4172 
hfcr6485 



CGI-07 protein 



AF1 32941.1 



CGI-148 protein 



AF151906 



filamin (FLNB) 



AF1 91633.1 



chondroadherin (CHAD) 



U96769 



nonmuscle myosin tieavy chain-B (MYH10) 



l\/I69181 



conserved gene amplified in osteosarcoma (0S4) 



NM 005730.1 



signal sequence receptor, gamma (translocon- 
associated protein gamma) (SSR3) 



NM 007107.1 



okadaic acid-inducible and cAMP-regulated 
phosphoprotein 19 (ARPP-19) (=Y16968.1 l-myc 
homologue) 



AF084555.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 108 of 312 



MIOA4343a 

miob6685 

MIOA3082a 

728 SEOA4403a 
FCR2818 
MIOA8084 
MIOB2144 
miob6440 
FCR3990 

729 SEOB0976 
FCR1460 
hfcr0375 
hfcr8735 
seob4137 
ncrc5823 

730 SEOA2233a 
MIOA6458a 
miob3664 
ncrc3610 
SEOA4120a 
SEOA9107 

731 ncr0213 



SH3 domain-containing protein SH3P18 



transformer-2 alplia (htra-2 alplia) 



cullin 4A (CUL4A) 



U61167 



U53209.1 



AF077188.1 



dendritic cell protein (GA1 7)= AF064603 GA1 7 protein NM_006360. 1 



ncrc9604 

ncrc0289 

ncrb2323 

ncr8054 

ncrc3246 

732 SEOB3197 
ncr6293 
MIOA4930a 
MIOA4943a 
seob6357 
SEOA4197a 

733 M10B2664 
miob3540 
ncr7176 
ncrb7556 
nerd 408 
ncrc4295 

734 SEOB3386 
MIOA1439 
SEOB2973 
SEOA8585 
seob6239 
SEOB1715 

735 SEOA4730a 

MIOA5849a 
SEOA9516 
SOA0058 
ncrc9586 



voltage-dependent anion cliannel (VDAC1) 



bullous pemphigoid antigen (BPAG1) 



IGSF4 gene 



exportin 1 (CRM1, yeast, homolog) (XP01)(0RF) 
=089729, CRM1 protein, 



AF1 51 097.1 



L11690.1 



AB01 7563.1 



NM 003400.1 
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miob3291 

736 miob2375 
fcrb1771 
fcrb1772 
hfcr7548 
ncrc2123 
hfcr0335 

737 ncr8693 
ncr6178 
ncrb2655 
ncrb1630 
ncrc3022 
ncrc6643 

738 SEOA4822a 

hfcr3712 
fcrb0016 
ncrb4543 
ncrb6317 
ncrb5158 

739 SEOA1237A 
MIOA7951a 
hfcr9207 
hfcr9592 
ncrc9825 
SEOA8569 

740 SEOB3520 
mioa9997 
ncrb4597 
seob4477 
ncrb0859 
SEOA0240a 

741 MIOA2333a 
seoa0461m 
SEOA4036a 
SEOA6555a 
SEOA8366a 
ncrb3320 

742 seob5621 
nnrob0647 
ncrb4506 
ncrb5811 
ncr0148 
hfcr3746 

743 SEOB1908 
SEOA8583 
ncrb2651 
ncrb1336 
SEOA1398 
SEOA3405a 

744 SEOB0950 
MIOA1128 



H3 histone, family 38 (H3.3B) (H3F3B) 



NM 005324.1 



Histone 4 family, member M (RefSeq aa 7e-53) 



NP 003486.1 



non-histone ciiromosome protein 2 (S. cerevisiae)-like 1 N[\/I_005008.1 
(NHP2L1)=D50420,OTK27 



growth arrest specific transCRipt 5 gene 



AF141346.1 



SPHAR gene for cyclin-related protein 



X82554.1 



H-2K binding factor-2 



D14041 



KIAA0349 gene 



AB002347.1 



KIAA0885 



AB020692.1 



KIAA1025 



AB028948.1 
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MIOB1518 
mioa1127m 
hfcr9528 
ncrc5946 

745 MIOA0493 
SOA0482 
hfcr7958 
miob2360 
miob6443 
ncrc6939 

746 FCR5026 

SEOA1361 

FCR2817 

hfcr4652 

ncrc2796 

hfcr9564 

747 MIOA8998 

seob4826 

ncr4122 

SE0A1116a 

ncr1405 

ncr5392 

748 SEOA0285 
mioa0762m 
SEOA1241A 
CR0928 
FCR3940 
SEOB1358 

749 SEOB2792 
FCR1749 
FCR1465 
FCR5408 
MIOA4643a 
mioa9983 

750 SEOA0150 
SEOA8539 
nerd 549 
miob2384 
ncr7103 
ncrc3453 

751 miob2478 
SEOB1354 
SEOB1365 
hfcr8418 
ncr6210 
ncrb1117 

752 FCR7744 
BFCS0407 
hfcr6694 
ncr2543 



LGMD2B 



AJ007973 



6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase AF041832 6 
(PF2K) (=AB007902 KIAA0442) 



protein phosphatase 1 catalytic subunit, beta isoform 
(PPP1CB) 



NM 002709.1 



mitochondrial 16S rRNA 



Z70759 



mitochondrial coxll 



X55654.1 



glutaminase C 



AF1 58555.1 



DNA-binding protein A gene 



L29073.1 



general transcription factor 2-1 (GTF2I) 



AF038968 
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hfcr6016 
ncr7742 

753 mioa9679 

hfcr6352 

ncr1319 

ncrcSOOO 

MIOA1432 

SEOA2219a 

754 seob4807 

hfcr9217 

SEOA9022 

SEOB1682 

SOA0161 

hfcr2131 

755 SEOA5784 
hfcr5177 
i\/IIOA0271 
hfcr7830 
CR0219 
SEOA2098 

756 SEOA5358 
ncrb5869 
ncrc5458 
hfcr3848 
SEOA5615a 
ncrb3329 

757 hfcr1724 
hfcr6870 ■ 
hfcr7833 
BFCN0013 
hfcr7440 
hfcr3065 

758 SEOB3499 
fcrb0140 
SEOA1813a 
SEOA3189 
FCR1881N 
ncrc5648 

759 SEOA0915 
miob1172 
soa0197n 
ncrb8219 
hfcr4439 
fcrb2458 

760 SEOA4646a 

ncrb1911 
ncrc3417 
BFCW0333 
SEOA7626a 



YME1 (S.cerevisiae)-like 1(YME1L1), = AJ132637.1 ATP-NM_014263.1 
dependent metalloprotease YME1L (ORF) 



splicing factor, arginine/serine-ricii (transfomrier 2 
Drosopiiiia liomolog)(SFRS10) 



NM 004593.1 6 



LIM and SH3 protein 1 (U^SPI) (=X82456 MLN50) gi5453709 6 



TGF-beta inducible early protein (TIEG) 



U21847 6 



pigment epithelium-derived factor (PEDF) 



NM 002615.1 6 



ARP2/3 protein complex subunit 34 (ARC34) NM_005731 .1 6 



high mobility group 2 protein (HMG-2) 



M83665 



jumping translocation breakpoint (JTB) =AB016488 hJTB NM_006694.1 6 
(ORF) 
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SEOA7640a 
761 seob8220 



murine leukemia viral (bmi-1) oncogene homolog (BMI1) NM__005180.1 



ncrb5247 

ncrc0904 

SEOA2126n 

SEOA9678 

mioa2126m 

762 SEOA8566 
seoa4977a 
SEOA9376 
SEOA9605 
ncrb6853 
ncr2783 

763 ncrc9793 
ncr0648 
ncrc3681 
ncr6315 
ncrc3009 
ncrc5705 

764 SEOA1348 
mioa3137an 
ncr7551 
seoa1348 
SEOA9416 
hfcr6131 

765 ncrb7102 
SOA0056 
ncrc0207 
ncrc0889 
nerd 004 
mjob6408 

766 MIOB2724 
SEOA5994a 
seob4211 
seoa7989 
ncr0918 
ncrb8318 

767 MIOA5955a 



ncr6126 
ncr6223 
ncr6236 
miob3229 
MIOA4283 
768 ncr0075 
fcrb1974 
miob6546 
nGrc0924 
ncrc2070 
ncrb3355 



13kDa differentiation-associated protein 



AAF17196.1 



liypothetical protein NoplOp (RefSeq aa 1e-33) 



NP 061118.1 



KIAA0103 



D14659 



pi 30 (130K protein) 



X76061.1 



S1R protein (S1R) (=CGM19) 



AF113127,1 



ATP synthase, H transporting, mitochondrial FO 
complex, subunit c (subunit 9), isoform 1 (ATP5G1) 
(ORF) 



NM 005175.1 



fragile X mental retardation 1 (FMR1) 



NM 002024.1 
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769 MIOA6135a 




SEOA9353 




SOA0165 




ncrc5608 




SEOA0316 




SEOA1356 


770 SEOA8397a 




MlUblOOo 




ncrDi04i4 




seoDbo2o 




nriioa/oc^^a 




seoa ( ( 4oa 


(1\ 


ncry ( ( z 




nTcr4zz%3 




nrCrD7o1 




ncrcuboo 




ncrcobzo 




ncr7560 


"7"70 

772 


Iv1IOd2o41 




nTcro275 




miob1455 




m 10064 14 




SEOA9374 




SEOB1567 




ncr0189 




ncr1240 




ncr8649 




ncrb2351 




seob3748 




mioa9259 


774 


seob5730 




seob6483 




SEOB3252 




ncr2058 




ncr4208 




ncr6110 


775 


MIOA4643a 




mioa9983 




SEOB2792 




FCR5408 




FCR1749 




FCR1465 


776 


FCR4633 




hfcr1590 




CR0857 




miob1209 




ncrc7189 




seob4669 


777 


ncrc6553 



nucleobindin 2 (NUCB2)(NEFA protein) 



X76732 



progesterone mennbrane binding protein (PMBP) 



5453915 6 



melanoma inhibitory 



NIVI 006533.1 



KIAA1250 



AB033076.1 



0RF2 [Canis familiaris](60%) 



AB012223 



P0LR2K gene for RPB10 alpha 



AJ252078.1 



cytochrome C oxidase II subunit (ORF) 



X55654 



karyopherin (importin) beta 1 (KPNB1) (=138951 importin gi4604904 
beta subunit) 



CD59 antigen p18-20 (antigen identified by monoclonal NM_00061 1.1 
antibodies 16.3A5, EJ16, EJ30, EL32 and G344) (CD59) 



Figure 6A- EST Names Corresponding to Unique Known Genes of Figure 6 - Page 114 of 312 



HFCR3081 

SEOA5775 

seob4103 

ncrb1896 

ncrb1856 

778 MIOB1094 
bfcn0217n 
fcrb2023 
seoa0124nn 
mioa5565a 
mioa7915 

779 ncrc7181 
SEOB0490 
ncrb4948 
fcr4976n 
micb6747 
nerd 025 

780 mioa7857 



ncrb8797 

SEOA8638 

SEOB0592 

SEOB0598 

hfcr1185 

781 miob1355 
seob6473 
MiOA8782 
FCR4676 
miob2528 
SEOB0971 

782 ncr0287 

ncr2635 
ncrb3585 
ncrb3944 
ncrc3564 

783 hfcr9778 

mioa3852n 
miob0376 
miob2355 
seob6618 

784 BFCN0018 

FCR4486 
hfcr6912 
SEOA1075a 
SEOA1075a 

785 SEOB1357 

SEOB1357 



CAR (RFP2) 



AF279660 



signal peptidase complex (18kD) (SPC18) 



NM 014300.1 



basic lielix-loop-helix domain containing, class B, 2 
(BHLHB2), mRNA/cds=(196,1434) /gb=NIVI_003670 
/gi=4503298 /ug=Hs.171825 /len=2922 



Hs. 171 825 



5-aminoimidazole-4-carboxamide ribonucleotide 



NM 004044.1 



actin, alpha 2, smooth muscle, aorta (ACTA2) (ORF)= NM_001613.1 5 
J05192.1 



NADH dehydrogenase(ubiquinone) 1 beta subcomplex, 3 NM_002491.1 5 
(12kD, 812) (NDUFB3) 



heterogeneous nuclear ribonucleoprotein (hnRNP) core X12671 
protein A1 



eukaryotic translation initiation factor 3, subunit 10 (theta, gi4503508 
150/170kD) 
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hfcr8963 

miob4606 

ncrb1514 

786 MIOA1628a 
MI0A1911a 
miob6258 
SEOA5986a 
SEOB2745 

787 ncr5499 

ncr7417 
ncrb7614 
ncrc2641 
SEOB3517 

788 hfcr2651 
hfcr7455 
ncrc4130 
seob7024 
fcrb2765 

789 CR0778 
FCR6882 
hfcr0242 
ncr0221 
ncr1046 

790 FCR2508 
FCR4175 
MIOA4763 
MIOA8252 
SEOA7921a 

791 hfcr5881 
MIOA1763 
MIOA3969a 
ncrc2058 
ncrc5587 

792 hfcr7512 
miob4132 
miob4132 
ncrb0415 
ncrc6977 

793 MIOA0510 
ncr4385 
ncr7017 
ncrb6361 
seob5415 

794 hfcr0503 

hfcr0985 
hfcr3916 
hfcr7081 
hfcr9191 

795 FCR4719 
fcrb0057 



adenyiyi cyclase-associated protein (CAP) 



L12168 



tetratricopeptide repeat domain 3 (TTC3)(= DCRR1 )(= NM_003316.1 
TPRDIII) 



endothelial differentiation-related factor! (EDFl) Ni\/I_003792.1 5 



ATP SYNTHASE A CHAIN (PROTEIN 6)(0RF) P00846 



NADH-ublquinone oxidoreductase subunit CI-B14 AF047182 



MHC class 1 region 



AF055066 



plastin 3 (T isoform) (PLS3) 



NM 005032.2 



hexosaminidase B (beta polypeptide) (HEXB)(ORF) NM_000521.1 5 



breast cancer associated gene 1 protein (BCG1) (ORF) AF128528.1 5 



ornithine decarboxylase antizyme 



D87914 
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hfcr0282 
hfcr7611 
ncr0851 

796 MIOA1636a 
MlOA1876a 
miob1131 
SEOB0077 
seob7022 

797 miob6338 
ncr4606 
ncrb0157 
ncrc1679 
SEOA4140a 

798 fcrb0157 

hfcr7695 
ncr0170 
ncr1597 
seob5419 

799 fcrb0727 

hfcr1347 

MIOA4651a 

MIOB2737 

miob6829 

SEOA4717a 

800 MIOA0940 
MIOA3260a 
ncrc6637 
SEOA0727a 
seob3753 

801 FCR0821 
FCR2648 
FCR5513 
SEOA0356 
SEOA3863 

802 FCR0946N 

fcrb1741 
hfcr3479 
hfcr4499 
hfcr7513 

803 MIOA2150 
MIOA4882a 
MIOA4946a 
SEOA8582 
SEOB1898 

804 fcrb1661 

fcrb2091 
fcrb2134 
hfcr3738 



enterocyte differentiation associated factor EDAF-1 U62136.2 



four and a lialf LIM domains 1 (FHL1) 



NIVi 001449.1 



translocase of outer mitocliondriai membrane 20 (yeast) NM_014765.1 
liomolog (KIAA0016), 



mouse tropomyosin homolog (HSPC001) 
=AF047439(ORF) 



m 004872.1 



DNA polymerase zeta catalytic subunit (REVS) API 57476. 1 



eukaryotic initiation factor 4 gamma (eIF-4 gamma) D12686 



eukaryotic translation initiation factor 4A, isoform 1 
(EIF4A1) 



D13748 



E6-AP ubiquitin-protein iigase (UBE3A) 



AF009341.1 



prolyl 4-hydroxylase beta-subunit and disulfide isomerase M22806.1 
(P4HB) 
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hfcr6176 

805 HFCR3155 
ncr1786 
ncr5526 
ncrb5363 
seoa7004 

806 CR0959 
mioa9356 
ncr6898 
SEOA1109a 
seob6092 

807 FCR1598N 
fcrb0114 
nniob6098 
nerd 986 
ncrc3313 

808 hfcr2759 
miob5937 
ncr6797 
ncrb2503 
seob5260 

809 miob0278 
ncrc6526 
seoa6950 
SEOA9761 
SEOB3258 

810 SEOB0509 
miob0978 
miob5676 
seob3881 
seob7185 

811 MIOA1544 
MIOA1761 
MIOA4010a 
ncr8101 
SEOB0906a 

812 MIOA1515 
SEOA3628a 
SEOA3689a 
SEOA3960a 
SEOB3356 

813 MIOA0317 
SEOA0533 
SEOA1182A 
seob5631 
seob7582 

814 MIOA8320 
BFCW0325 
FCR0677 
ncrb0136 
ncrb4885 



archain 1 (ARCN1) 



protein kinase C iniiibitor- 



serine/tlireonine kinase KPM 



fibroblast growtfi factor 2 (basic)(FGF2) 



predicted osteoblast protein (GS3786), mRNA 



HSPC204 



KIAA0579 



RaplB 



X (inactive)-specific transCRipt (XIST) 



gi4502194 



U27143 



AF207547.1 



NM 002006.1 



NM 014888.1 



AF1 51 038.1 



AB011151.1 



U07795 



IVI97168 



alcolioi dehydrogenase.class III {ADH5) chi subunit M30471 
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815 SEOB2661 

miob5793 
ncr1098 
ncrb2186 
seob5622 

816 MIOA1310 
FCR0141 
FCR7002 
ncrb0293 
nerd 498 

817 SEOB0248 

hfcr4134 
hfcr9345 
seob5360 
seob6636 

818 hfcr0669 

ncrc9166 
MIOA7040a 
ncrb1914 
seob2334 

819 miob6188 
FCR6107 
ncrc6511 
ncrSSOO 
ncrb1532 

820 hfcr6164 
seob6242 
miob5102 
seoa0985m 
SEOA5370 

821 miob3911 
fcr3494n 
ncr0605 
ncrc5282 
ncrc9204 

822 HFCR2390 
ncr3281 
ncr3858 
ncrc6353 
hfcr0961 

823 SEOA9705 
hfcr8939 
MlOA0329n 
mioa0766n 
ncrb7626 

824 seob4145 
hfcr6824 
seob7074 
SOA0429 



diphosphoinositol polyphosphate phosphohydrolase type AF1 91654.2 5 
2 (NUDT4) 



phosphatidic acid phosphatase 2a 



AB000888 



NADH dehydrogenase (ubiquinone) 1 beta subcomplex, NM_005005.1 
9 (22kD, 822) (NDUFB9) 



NADH dehydrogenase(ubiquinone) 1, alpha/beta 
subcomplex, 1 (8kD, SDAP)(NDUFAB1) mRNA 



NM 005003.1 



selenoprotein W (hSelW) 



AF01 5283.1 



frizzled (Drosophila) homolog 1 (FZD1) 



NM 003505.1 



nuclear factor l/B (NFIB) 



NM 005596.1 



heterogeneous nuclear ribonucleoprotein M (HNRPM) 5174610 5 



heterogeneous nuclear ribonucleoprotein R (ORF) AF000364 



nuclear protein (NP220) 



NM 014497.1 
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SEOA0898 

825 MlOA2300a 
FCR0081 
MIOA2596a 
miob0986 
FCR0567 

826 miob3107 

ncr1425 
nerd 971 
ncrc3053 
ncrc4089 

827 SEOB1889 
seob6050 
ncrc2832 
ncrc9941 
ncrc0356 . 

828 MIOA2537a 
seob7100 
seoa6761 
ncr8341 
ncrb3029 
ncr1004 

829 hfcr2201 
ncr6757 
hfcr7555 
ncrc3695 
ncrc5363 

830 MIOA0192 
hfcr7375 
seoaOSOOm 
hfcr0425 
MIOA9175 

831 seob3905 

SEOA3665a 
SEOA8604 
hfcr9666 
ncr8870 

832 SEOB1426 
nerd 875 
ncrc4357 
IVllOA4590a 
ncr9027 

833 seob5342 

ncrb0492 
ncrc1763 
miob6121 
ncrc9116 

834 MIOB2869 
FCR3579 



T-cell receptor alpha delta locus 



AE000659 



translocase of inner mitochondrial membrane 17 (yeast) NM_006335.1 5 
homolog A(TIM17), mRNA 



miCRosomal glutathione S-transferase 3 (l\/IGST3) AF026977. 1 



copine 111 (CPNE3) (=AB014536 KIAA0636) gi4503014 



Golgi apparatus protein 1 (GLG1) 



destrin (actin depolymerizing factor) (ADF) 



growth arrest and DNA-damage-inducibie, alpha 
(GADD45A) 



Autosomal Highly Conserved Protein (AHCP) 
(=DKFZp586G051) 



Diff33 protein homolog 



NM 0122011 



5802965 5 



NM 001924.1 



5T4 oncofetal trophoblast glycoprotein (5T4) NM_006670. 1 5 



NM 016255.1 



AF164794.1 
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seob5434 

SEOB3017 

seob4026 

835 seob5556 
hfcr6308 
hfcr3437 
ncrb6034 
hfcr5912 

836 MIOA1279m 
MIOB1540 
SEOA1643a 
miob0919 
mioa7807a 

837 ncr3084 
ncr4369 
nerd 336 
nerd 828 
ncrc6535 

838 SEOB0497 
MIOA0167 
SEOA9653 
seob4237 
MIOA5356a 

839 seob7658 
ncrb1639 
FCR1106 
MIOA2004 
seob7056 

840 SEOA1992 
FCR0785 
FCR3435 
FCR5951 
ncrb5343 

841 seob4560 
miob0915 
ncr1675 
ncrc0802 
MIOA0452 

842 FCR2966 
miob5732 
ncr6155 
ncrc3936 
ncr3520 

843 FCR4084 
SEOA3018a 
MIOA0323 
SEOA6747a 
seob5941 

844 MIOA1226 
M10A3645a 
MIOA6537a 
hfcr4143 



G8 protein (G8) 



NM 016947.1 



HSPC067 



AF161552 1 



HSPC316 



AF161434.1 



HSPC034 protein 



AF1 00747.1 



KIAA0077 gene 



D38521.1 



KIAA0107 



D14663 



KIAA0127 



NM 014755.1 



KIAA0174 



D79996 



KIAA0244 gene 



D87685 



KIAA0265 



D87454 
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hfcr8394 

845 MIOA0804 
ncr4372 
miob3331 
miob6074 
ncr6809 

846 seob6584 
ncrc6852 
FCR3803 
FCR4027 
hfcr1178 

847 SEOA6530a 
ncr1409 
SEOA9902 
MIOA4061a 
MIOA4797a 

848 MIOA6147a 
MIOA6434a 
SEOA5572a 
ncr3899 
ncrc0534 

849 ncr0034 
hfcr7105 
SEOA3701a 
FCR5200 
ncr0034 

850 seob4087 
ncr2613 
ncrb4278 
miob3096 
seob7093 

851 ncr3368 
ncrbOSOe 
ncrb0491 
seob3889 
MIOA7059a 

852 SEOA2952a 
MIOA5986a 
MIOA9162 
miob4396 
ncr8971 

853 SEOA6184a 
SEOB1293 
ncrc9596 
ncrc9874 
ncr0366 
miob3052 

854 hfcr7671 
SEOA5705a 
MIOA4754 
MIOA5006a 
SEOA9038 



KIAA0308 



AB002306 



KIAA0325 gene 



AB002323.1 



KIAA0382 



AB002380 



KIAA0577 



AB011149 



KIAA0670 protein/acinusL (no-exact match 42% a.a.) NP_055792.1 



KIAA0680 gene product (KIAA0680) 



NM 014721.1 



KIAA0853 



AB020660.1 



KIAA0977 



AB023194.1 



KIAA1013 



AB023230.1 



KIAA1053 



AB028976.1 
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855 SEOA1228A meningioma-expressed antigen 5 (MEA5) (=KIAA0679) AF036145 
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ncrcooyo 




MIUA4474a 




ncro741 




oDZ bcOA3207 




MIOAo49o 




ncrc9lD3 




SEOA0226a 




ncr2297 




863 SEOA8642 




ncr3551 




ncrb5377 




fcrb1152 




SEOA9609 




864 hfcr0347 




hfcr1001 




hfcr1367 




hfcr1388 




hfcr4651 



myeloid leukemia factor 2 (MLF2) 



NY-REN-45 antigen (LOC51133) 



PEG1/MEST 



PRO2605 



PR02751 



steroid sensitive gene-1 protein (SSG-1) 



NM 005439.1 



NM 016121.1 



D87367.1 



AF1 16709.1 



AF1 19896.1 



PTH-responsive osteosarcoma D1 protein AAD25980.1 5 



seCReted protein of unknown function (SPUF) AF1 73937.1 5 



AF223677.1 



uncoupling protein 2 (ucp2 gene homologue) AJ243250.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 123 of 312 



865 hfcr0545 

ncrb5925 
ncrc8907 
ncrc0857 
ncrc9773 

866 hfcr3445 
ncrb7829 
hfcr8655 
ncrb6415 
hfcr9742 

867 hfcr9052 

IVIIOA6773a 
hfcr1402 
ncr7413 
MIOA2714a 

868 SEOA3578a 
MIOA6124a 
SEOA3525a 
seob7101 
ncrb6041 

869 MIOA5346a 
ncr6647 
ncr2129 
ncrc2820 
SEOA9406 

870 MiOA9147 
MIOA2642 
miob2419 
miob3712 
ncrc9466 

871 hfcr0967 
miob0875 
ncrc2056 
SEOA8962 
SEOA9392 

872 ncr8640 
ncr4605 
ncrb6186 
ncrb2292 
ncrc2840 

873 seob4502 
ncrc5143 
ncr0274 
seob2309 
hfcr3534 

874 SEOA1041a 

MIOA8244 
SEOA8579 
SEOB0714a 



X-linked anhidroitic ectodermal dysplasia protein gene AF003528.1 
(EDA), exon 2 and flanking repeat regions 



S100 calcium-binding protein A13 (S100A13) NM_005979.1 5 



pyruvate dehydrogenase (lipoamide) alpha 1 (PDHA1) NM_000284.1 5 



protein x 0001 



AP1 17230 



PTEN (PTEN) gene 



AF143312.1 



lipoprotein lipase (LPL) 



NM 000237.1 



CYTOCHROME C OXIDASE POLYPEPTIDE 



P00414 



NADH dehydrogenase subunit 1 (RefSeq aa 2e-70) gi5835388 



NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 4 P03905 



NADH-UBIQUINONE OXIDOREDUCTASE MLRQ spO00483 5 

SUBUNIT (COMPLEX l-MLRQ) (CI-MLRQ) 
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SEOB1676 

875 ncr2954 
SEOB2096 
seob4187 
MIOA6820a 
secb7891 

876 fcrb0598 
hfcr9449 
ncrb2461 
ncr9863 
SEOB2719 

877 seob4782 

hfcr9189 
seob6658 
FCR3911 
hfcr7674 

878 FCR5803 
FCR7458 
SEOA6273 
ncrb5418 
ncrc9905 

879 SEOA2381a 
FCR2002 
ncr2482 
ncrb6236 
seoa0340m 

880 SEOA6497a 
hfcr0745 
SEOA4830a 
seoa7802a 
miob0313 

881 SEOB2717 
miob5452 
MIOA0302 
MIOA8156 
seob6682 

882 SEOA6155a 
SEOA7642a 
FCR6784 
ncrb1912 
MIOA4824a 

883 seob4209 
miob0809 
ncrb0441 
ncr0769 
hfcr0298 

884 hfcr4034 

fcrb1527 

seoa7717a 

MIOA6918a 



dihydrofolate reductase (DHFR) 



NM 000791.2 



aspartyl-tRNA synthetase (DARS) 



NM 001349.1 



mitochondrial serine hydroxymethyitransferase gene, 
nuclear encoded mitochondrion protein, complete cds 



U23143.1 



cystatin B 



PROS-27 



sorting nexin 3 (SNX3) 



AKAP450 protein 



farnesyl-protein transferase aipha-subunit 



sequestosome 1 (SQSTM1) (=1)46751.1 
phosphotyrosine independent ligand p62) 



U46692 



X59417 



AF034546 



AJ 131 693.1 



L00634 



prolylcarboxypeptidase (angiotensinase C) (FRCP) NM_005040.1 



NM 003900.1 
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SEOA2949a 

885 SEOA7175a 

ncr7328 
ncrb7454 
FCR1345 
mioa9690 

886 miob4673 
SEOA0450 
SEOB0030 
seob3942 
mioa7652a 

887 MlOA2970a 
SEOA0774 
SEOA2665 
seob6046 
ncr5431 

888 SEOA6598a 
SEOB3291 
MIOA6244a 
SEOA0271 
SEOA1804a 

889 FCR1153N 

MIOA4334a 

hfcr8010 

FCR0324 

FCR1149 

890 miob3421 
ncrb7843 
ncr2550 
SEOA0940 
FCR1879N 

891 MiOA6582a 

hfcr1431 
ncr8977 
ncrc7132 
ncrc0189 

892 SEOB3172 
MIOB2796 
FCR2203 
ncrc2424 
MIOA8346 

893 MIOA3379a 
FCR7200 
fcrb1620 
fcrb1952 
MIOA8120 

894 SEOB0843a 
miob1250 
seob6015 



GLI-Kruppel family member GLI3 (Greig 
cephalopclysyndactyly syndrome) (GLi3) 



gi4504014 



TATA element modulatory factor 



L01 042.1 



two-handed zinc finger protein ZEB 



U19969 



XAGL protein 



Y1 5906.1 



zinc finger protein 262 {ZNF262) (=AB007885 KIAA0425) gi4827068 



zinc finger protein 84 (HPF2) (ZNF84) 



NM 003428.1 



heterogeneous nuclear ribonucieoprotein H1 (H) 
(HNRPH1) 



NIVI 005520.1 



Polyadenylate binding protein 



U75686.1 



spliceosomal protein SAP 155 



AF054284 



splicing factor (CC1.4) 



L10911.1 
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FCR2092 
mioa0457m 

895 hfcr8647 

ncr1747 
SEOA2402a 
SEOA4148a 
M1OA0494 

896 SEOB0872a 
FCR1541 
MIOA3835 
FCR0425 

897 MIOA0249a 
MIOA5500a 
SEOA1670a 
ncr4013 
ncrc8851 

898 SEOA8227 
SOA0642 
ncrc0092 
ncr7531 
ncrb7423 

899 SEOA9373 

ncrb4102 
nerd 243 
ncrb0860 
ncrb3144 

900 FCR7026 
SEOA2153n 
SEOA2872 
SEOA6572a 
mioa2153m 

901 seob4075 
seob6294 
ncrb1466 
SEOA4715a 
miob4832 

902 MIOA3343a 
SEOA1490n 
SEOB2738 
hfcr3743 
MIOA6835a 

903 seob6680 



hfcr2128 
hfcr4347 
ncr0079 
fcrb0148 
904 seob7432 
MIOA0680 



Splicing factor proline/glutamine rich (polypyrimidine tract- NM_005066.1 5 
binding protein-associated)(SFPQ) 



RNA polymerase II subunit iisRPB7 



lympliocyte activation-associated protein 



U20659.1 



AF123320.1 



iieat shock 60kD protein 1 (chaperonin) (HSPD1) Nl\/!_002156.1 



lysosomal-associated membrane protein 2 (LAMP2), 
transCRipt variant LAIV1P2B = U36336.1 



NM 013995.1 



bete-COP 



X82103 



RAD23 (8. cerevisiae) homolog B (RAD23B) 



t-complex polypeptide 1 



NM 002874.1 



X52882 



xeroderma pigmentosum group E UV-damaged DNA 
binding factor = NM_001 923.1 damage-specific DNA 
binding protein 1 (127kD) (DDB1) 



CGI-121 protein (LOC51002) 



U32986.1 



NM 016058.1 
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SEOA8222 
seoa7872a 
MIOA7002a 

905 miob3474 

SEOB3358 
ncrb3271 
M10A6637a 
seob3980 

906 hfcr7656 

ncr5089 
MIOA0473 
FCR7007 
miob5022 

907 SEOB0201 
seoa6941 
SEOB0615 
SEOB1500 
seoa6941 

908 FCR6312 
fcrb1979 
ncrc9637 
SEOA4298a 
ncrb7746 

909 ncr0660 
ncr1920 
ncr6593 
SEOB2739 
SEOA2326a 

910 hfcr0229 
hfcr1416 
ncr4518 
ncrc6331 
ncr1215 

911 seob7050 

hfcr5211 
miob0665 
ncr8760 
FCR1791 

912 SEOAIOSQa 
FCR3060 
ncr2272 
SEOA4871a 
SEOA6197a 

913 SEOA2962a 
hfcr8018 
SEOB1386 
SEOB2965 
miob4130 

914 MIOA6567a 



restin (Reed-Steinberg cell-expressed intermediate NM_002956.1 5 
filament-associated protein) (RSN) 



sarcoglycan, beta (43I<D dystrophin-associated 
glycoprotein) (SGCB) 



Actinin-alpha 



cytoplasmic beta-actin 



MEMA protein 



moesin (MSN) 



myosin class I, myh-1c 



oligodendrocyte myelin glycoprotein (OMG) 



NM 000232.1 



X55187.1 



Ml 0277 



Y09703.1 



NM 002444.1 



tubulin-specific chaperone a (TBCA) (=AF038952 gi475921 1 5 

cofactor A protein) 



AJ001382 



L05367 



activin A receptor, type I (ACVR1) =Z22534 ALK-2 NM_001 105.1 5 
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seob2592 
seob7091 
ncrc9173 
hfcr0572 

915 hfcr2930 

hfcr6285 
hfcr9092 
hfcr9943 
hfcr5768 

916 ncr5570 
SEOB1673 
ncr6160 
ncrb1890 
ncrb1399 

917 SEOA1452a 
hfcr8398 
MIOA3353a 
MIOA6080a 
SEOA5436 

918 hfcr4645 
ncr2586 
ncrc6717 
ncr8282 
ncr8596 

919 MIOA6240a 
miobllOe 
fcrb1065 
hfcr1360 
seob6482 

920 SEOB3565 

MIOA4017a 
MIOA4029a 
SEOB1728 
SEOB2282 

921 MIOA2989a 
fcrb1230 
FCR5791 
FCR7610 
FCR7043 

922 HFCR3073 

ncrb2451 
ncrc6530 
mioa7852 
ncrb0938 

923 seob5636 
mioa9975n 
ncr2029 
ncrb8166 
ncrb3200 



CD81 antigen (target of antiproliferative antibody 1) Nl\/I_004356.1 5 
(CD81) 



CDA14 (RefSeq aa 2e-31) 



NP 057654.1 



man nose 6-phosphate receptor, 46 l<D (MPR46) X56257 



secreted frizzied-related protein 1 (SFRP1) 



NIVI 003012.2 



calcineurin A2 



M29551 



activin beta-A subunit (=(cDNA FLJ1 1041 fis, clone X67580.1 5 
PLACE1004405, dbj|AK001 903.1) 



insuline-lilce growth factor II receptor 



Y00285 



calcium modulating cyclophilin ligand CAMLG (CAMLG) AF0681 79. 1 



polycystic kidney disease 2 (autosomal dominant) NM_000297. 1 5 
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924 FCR1150 
FCR1439 
fcrb0036 
hfcr1066 
hfcr9844 

925 SEOA1598a 
SEOA2071 
SEOA3584a 
SEOA8663 
SEOB0302 

926 SEOA3038a 
SEOA8274 
SEOB3417 
SEOA5174a 
SEOB3496 

927 SEOA1036a 
mioa1179m 
ncrc1481 
ncrc6888 
SEOA9015 

928 miob3353 
ncrb8596 
ncrc4734 
ncrb0931 
ncr8473 

929 SEOA2686 
SEOA5900 
SEOB0519 
SEOB0848a 
ncrb4232 

930 SEOB0266 
SEOB1380 
seob8345 
seob3710 
fcrb2507 

931 hfcr2031 



Thy-1 glycoprotein 



Ml 1749 



histone (H2A.Z) 



histone H4 



M-phase phosphoprctein homologue 



cell division cycle 27 (CDC27) 



GTP-binding protein (RAB1) 



prefoldin 4 (PFDN4) 



M37583 



X67081 



AF1 00742.1 



NM 001256.1 



M28209 



gi4505740 



replication factor C (activator 1) 1 (145I<D) (RFCI) mRNA NM_002913.1 5 



fcrb1448 
iifcr3951 
ncr5662 
seob671 1 

932 seob7530 
SEOA9664 
ncrb4699 
miob3118 
MIOA1632a 

933 SEOA5363 
MIOA8020a 
miob4601 
seoa2072n 
ncrcOS1 1 

934 seob6041 



replication protein A3 (141<D) (RPA3) 



NM 002947.1 



anaphase promoting complex subunit 10 



AF1 32794.1 



KIAA0075 



D38550.1 
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seob6721 
ncr0235 
ncr8546 
ncrc0805 

935 miob3357 
SEOA3575a 
SEOA9442 
nerd 701 
ncr3168 

936 SEOB3332 
ncrb2010 
ncr0181 
ncrb2761 
hfcr6936 

937 MIOA7110a 
MIOA5841a 
seob4605 
MIOA6981a 
ncr5995 

938 MIOA8187 
ncrb0760 
SEOA9885 
mioa9806 
ncrb7611 

939 MIOA8150 
FCR5072 
SOA0541 
fcrb0052 
ncrc7092 

940 SEOA3229 
seob8276 
MIOA2622 
seob5549 
fcrb2485 

941 SEOA4795a 
SEOA4696a 
seob6588 
mioa9986n 
ncrc9169 

942 seob5816 



KIAA0336 gene 



KIAA0527 



KIAA0573 



KIAA0610 



KIAA0810 



KIAA1073 



PTD011 



NM 014635.1 



AB01 1099.1 



AB011145 



AB011182 



AB01 8353.1 



AB028996.1 



AF078864 



retrovirus-related hypothetical protein II (=X52235 ORFII) S23650 



ncr2476 
hfcr3582 
ncrc5313 
ncrc9280 

943 miob6539 
ncr9940 
SEOB0547 
miob6467 
ncr8610 

944 hfcr1635 
hfcr0259 



SRY (sex-determining region Y)-box 5 (S0X5) NM_006940.1 5 



YEAF1 (YY1 and E4TF1 associated fector 1) AB029551.1 
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ncr8659 
miob2469 
ncrb3975 
945 MIOA4476a 



ncr4621 
MIOA0866a 
ncrc2689 
seob2328 

946 FCR4786 
FCR2081 
hfcr1560 
ncrc7023 
miob6814 

947 hfcr0854 

miob3808 
miob3872 
fcrb1839 
ncrc6545 

948 SEOA5382 
ncr4604 
ncrc3763 
CR0972 
mioa7803a 

949 SEOA9689 

ncrb1517 
fcrb2547 
fcrb1652 
IVIIOA5686 

950 miob4933 

ncrb4302 
ncrc4129 
ncrc8971 
miob2459n 

951 miob3461 
SEOA1404 
SEOA2761 
seob4794 
FCR4366 

952 FCR4614 

seob4065 
ncrb2933 
ncr8144 
SEOA5762 

953 ncrb6073 



glucan (1,4-alpha-), branching enzyme 1{ORF)(glycogen NM_000158.1 5 
branching enzyme, Andersendisease, glycogen storage 
disease type IV) (GBE1) mRNA 



hexokinase 1 (HK1) (=AF016365;X66957) 



M75126 



fatty acid binding protein 5 (psoriasis-associated) 
(FABP5) 



NM 001444.1 



oxysterol-binding protein 



AB017026 



ubiquinol-cytochrome c reductase core protein 11 NIVI_003366.1 
(UQCRC2)(0RF) = J04973.1 



amino acid transporter system A (ATA2) (=AB037803. 1 AF249673.1 5 
Human KIAA1382) 



Arginine-rich protein (ARP) 



NM 006010.1 



translation initiation factor (=D21853 hypothetical protein X79538 
(KIAA0111)) 



proteasome (prosome macropain) beta type, 4 (PSMB4) NM_002796.1 5 
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ncr5742 
ncrb5044 
ncrc0383 
hfcr7775 

954 ncr2459 

ncrb4777 
ncrc0393 
ncrb0874 
ncrc4306 

955 hfcr7789 
hfcr7838 
hfcr7583 
hfcr6369 
hfcr7746 

956 miob3432 

FCR2419 
hfcr0091 
hfcr0187 
ncrc2069 

957 ncrc0191 
nerd 497 
ncr9515 
ncrc5247 
ncrb0845 

958 SEOA8909 
ncr8743 
ncrc6499 
seoa3411an 
ncr5767 

959 miob6536 

ncr6059 
MIOA0610a 
SEOB2022 
MIOA4819a 

960 MIOA9116 

MIOA4416 
MIOA4229 
seob5195 
SEOB0995 

961 SEOA1263A 
MIOA7147a 
ncrc0669 
seob5114 
ncrc6087 

962 fcrb0359 

hfcr7365 
FCR7329 



proteasome (prosome, macropain) 26Ssubunit, ATPase, NP_002794.1 5 
2 (RefSeq aa 2e-60) 



PEX10 peroxisome biogenesis factor (peroxin) 10 AB013818.1 5 



DNA-dependent protein kinase catalytic subunit (DNA- 
PKcs) 



U47077.3 



putative translation initiation factor(RefSeq aa 4e-60) NP_005792. 1 5 



transCRiption factor forkhead-like 7 (FKHL7) gene AF048693.1 5 



polyadenylate binding protein-interacting protein 1 
(PAIPI) 



NM 006451.1 



protein-L-isoaspartate (D-aspartate) O-methyltransferase NM_005389.1 5 
{PCMT1)(0RF) 



CGI-130 protein 



AF151888.1 



endocytic receptor (macrophage mannose receptor 
family) (KIAA0709) 



NM 006039.1 
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FCR0763 
hfcr9673 

963 ncr3040 

hfcr2596 
hfcr7725 
hfcr9501 
ncrb2809 

964 ncrb4015 
ncrc0916 
ncrc9269 
BFCW0093 
ncrb1422 

965 SEOA3359a 
seob6850 
seob5669 
ncrc0847 
MIOA1214 

966 hfcr9341 
ncrb8204 
hfcr9909 
ncrb2496 
ncrb6576 

967 seob4861 
ncr3951 
ncrb4402 
ncrc3632 
hfcr6670 

968 SEOA4647a 
seob4659 
ncrb5017 
ncrc2472 
ncrb7696 

969 SEOA3403a 
MIOA2700a 
SEOA9256 
nerd 525 
MIOA3685a 

970 MIOA5085a 
seob6448 
SEOA8605 
SEOA9184 
SEOB1330 

971 seob5899 
hfcr7047 
ncrc0096 
seoa6809 
MIOA6252a 

972 miob2885 

ncrb1827 
MIOA2261a 



glucocorticoid receptor AF-1 specific elongation factor AF1 74496. 1 5 



thrombospondin 3 (THBS3) (RefSeq aa 3e-59) NP_009043.1 5 



cyclin G2 



nucleolar phosphoprotein p130 (P130) 



KIAA0433 (ORF) 



KIAA0729 



KIAA1038 



KIAA1058 protein 



lipoma preferred partner (LPP)gene, exon 11, and 
complete cds 



U47414 



NM 004741.1 



polymerase (RNA) II polypeptide G (P0LR2G) NM_G02696.1 5 



AB007893 



AB01 8272.1 



AB028961 



AB028981.1 



U49968.1 
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MIOA8676 
ncrb2063 

973 ncr6292 
ncrc4076 
FCR6998 
SEOA2744 
SOA0156 

974 MIOA1277m 
ncrb7903 
mioa7768a 
ncrc5303 
MIOA2gg8a 

975 ncrb2170 
miob1331 
ncrc2043 
ncrc2250 
seob5092 

976 fcrb1296 
hfcr2940 
hfcr6380 
hfcr7585 
hfcr1124 

977 seoa7970 



fcrb1523 
ncrc3978 
ncrb6939 
ncrb3852 

978 hfcr1137 
hfcr6029 
hfcr1926 
BFCN0055 
BFCS0338 

979 SEOA4786a 

BFCS0547 
FCR4007 
hfcr0309 
mioa9868 

980 SEOB1208 
hfcr3733 
miob1829 
ncrc2948 
ncrc2948 

981 seob7952 
ncr4456 
ncrc3489 
seoa5764n 
MIOA2303a 

982 ncr2398 
ncrb2245 



prostate cancer tumor suppressor (N33) 



NM 006765.1 



protein S alpha gene (PR0S1) 



M36564 



NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 4L spP03901 



ribosomal protein L36 60S 



AF077043 



peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA Hs.342389 5 
/ccis=(44,541) /gb=NM_021130 /gi=10863926 
/ug=Hs.342389 /len=753 



calpobindin 11= ANNEXIN VI 



D00510.1 



thioredoxin peroxidase (antioxidant enzyme) (AOE372) NM_006406.1 5 
=U25182(ORF) 



cytoskeletal tropomyosin TM30(nm) 



LIV-1 protein, estrogen regulated (LIV-1) (=U41060) 



X04588.1 



7106340 5 



dehydrogenase subunit 4 (RefSeq aa 3e-34) gi5835397 
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ncrc6897 
ncrc4303 
ncrc5033 
983 seoa7828a 



seob3893 
hfcr2965 
hfcr6961 
ncrc3529 

984 MIOA8512 
MIOA4182 
SEOA4718a 
MIOA8748 
MIOA2521a 

985 MIOA2140 

hfcr1387 
hfcr6412 
ncrc4835 
ncrc9880 

986 SEOA0207a 
SEOB3143 
SOA0692 
ncrc0994 
FCR4382 

987 seoa7989 



SEOA5994a 
seob421 1 
ncr0918 
ncrb8318 

988 ncrc9440 
ncr9836 
ncrc5436 
hfcr9622 
ncr4986 

989 SEOA1084a 
hfcr8407 
MIOA8863 
SEOA8910 
ncrb4960 

990 ncrb3501 

MIOA5865a 
seob6773 
seob6773 
ncrb3501 

991 fcrb1995 
hfcr9031 
ncrc4352 



phosphoglycerate mutase 1 (brain) (PGAM1), mRNA Hs.181013 5 

/cds=(31,795) /gb=NM_002629 /gi=4505752 

/ug=Hs.181013/len=1709 



ribosomal RNA 16S gene 



AF036006.1 



Zn-15 transCRiption factor (Zfp-15) (=AB011102 Human AF017806 
KIAA0630) 



tetraspan TM4SF(TSPAN-6) 



AF053453 



CGI-1 19 protein (LOC51643), mRNA /cds=(0,776) Hs.283670 
/gb=NM_016056 /gi=7706334 /ug=Hs.283670 /len=1325 



laminin, gamma 1 (formerly LAMB2) (LAMC1), NM_002293.2 5 



Rosenthal fiber protein (alpha-B-CRystallin) 



M24906 



BPTF mRNA for bromodomain PHD finger transcription AB032251.1 5 
factor 



nucleosome assembly protein 1-like 1 (NAP1L1) XM_047969.1 5 
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capping protein (actin tiiament) muscle Z-Iine, alpha 2 


Nlvl_006136.1 


4 
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ncryooy 








hi 
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QQ7 MIOARTIQa 


TSE1=protein kinase A regulatory subunit 


S54711 


4 
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ncr/oUo 
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QQ8 frrh9'S9'^ 


proteasome (prosome, maCRopain) subunit, beta type, 3 NM 002795.1 
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.'32:!, 




(PSMB3) 








miOD4zoo 
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yyy inioDoooo 


Hmob33 protein 


Y14155.1 


4 




otuAD4yoa 
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transmembrane 9 superfamily member 2 (TI\/I9SF2) 


NM_0048G0.1 


4 
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miODoolo 
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procollagen C-proteinase enhancer protein, type 1 


AB008549 


4 




rCRu2o2 








FCRo320 










rCR5788 










1002 MIOA6232a 


differentiated embryo chondrocyte expressed gene 1 


AB004066 


4 






(DEC1) 








MIOA0951 










MIOA6248a 










FCR6785 
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1003 seob7374 
seob7374 
ncr0987 
seob4486 

1004 FCR2210 
FCR6319 
fcrb0607 
ncrb3867 

1005 miob5816 
ncr3709 
ncr4846 
SEOA9777 
SEOB1507 

1006 SEOA8892 
ncrc5079 
ncr5409 
ncrc2273 

1007 SEOB2128 
ncrc4226 
SEOB3537 
ncr0788 

1008 SEOA2272a 
SEOA6186a 
SEOA6600a 
SOA0487 

1009 MIOA7353a 
ncrb1915 
ncrb7655 
SEOA7647a 

1010 SEOB2939 

miob5963 

ncr3302 

ncr8294 

1011 miob3470 
miob5653 
seob6895 
seoa6774 

1012 hfcr6935 

ncr8803 

ncrc4629 

hfcr6045 

1013 MIOA9179 

fcrb0255 
ncr8487 
ncr7514 

1014 ncr6619 
ncrb3776 
MIOA8932 
MIOA0145 



trinucleotide repeat containing 3 (TNRC3) 



MHC class I (HLA-A) 



NM 005878.1 



U59701 



glutathione S-transferase M3 (brain) (GSTM3) NM_000849. 1 4 



muscle specific gene M9 (=PTD001) 



BAA76626.1 



platelet-derived growth factor receptor-like (PDGFRL) NM_006207.1 4 



COBW-like placental protein 



SUMO-1 -specific protease {KIAA0797) 



AF065414 



NM 015571.1 



p58/GTA (galactosyltransferase associated protein M37712.1 4 
kinase) 



lysophosphoiipase I (LYPLA1) 



NM 006330.1 



proteasome (prosome, macropain) subunit, beta type, 7 NM_002799. 1 4 
(PSMB7) 



chaperonin containing TCP1, subunit 8 (theta) 
(CCT8)(0RF) 



NM 006585.1 



Sec23 (S. cerevisiae) homolog A (RefSeq aa 5e-49) NP_006355.1 
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1015 SEOB3151 
i\/IIOA2365a 
MIOA4299a 
MIOA4696 

1016 SEOA5376 



ncrc4728 
seob3867 
hfcr0580 

1017 SEOA5094a 

ncrb0737 
ncrc1102 
SEOA8980 

1018 SEOA0782 
SEOA0782 
SEOA3822a 
seob7087 

1019 hfcr0749 
hfcr1214 
hfcr7846 
hfcr3385 

1020 FCR1760 
hfcr0042 
CR0929 
FCR1760 

1021 seob6878 
ncrb7571 
miob6314 
hfcr7868 

1022 miob5891 
miob1802 
miob5891 
SEOA5279a 

1023 seob6026 

CR0881 

ncrc5783 

seob3984 

1024 MIOA4606a 
ncrb2429 
ncr3698 
MIOA4606a 

1025 ncr4104 
ncr8167 
nerd 896 
ncrc9916 

1026 FCR5181 
FCR7091 
miob1823 
ncrc6521 



Translocon associated protein gamma subunit spQ9UNL2 



nuclear factor (erythroid-derived 2)-like 2 (NFE2L2) 
(=874017 Nrf2=NF-E2-like basic leucine zipper 
transCRiptional activator) 



RAP1 A, member of RAS oncogene family (RAP1A) 
=M22995 



RNaseP protein p30 (RPP30) 



glutathione S-transferase P1c (GSTpIc) 



collagen type XV alpha 1 (C0L15A1) 



myosin-binding protein C, cardiac (MYBPC3) 



secreted frizzled-related protein 4 (SFRP4) 



IQ motif containing GTPase activating protein 1 
(IQGAP1) 



cadfierin 13,H-cadherin (heart) (CDH13) 



Death associated protein 3 (DAPS) 



enhancer of polycomb (Epc1) 



gi5453775 



NM 002884.1 



U77665 



U62589.1 



L25280 



NM 000256.1 



NM 003014.2 



NM 003870.1 



NM 001257.1 



NM 004632.1 



AF079765 
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1027 miob4308 

ncrb4088 
seoa8164 
MIOA4156 

1028 hfcr2295 
hfcr7363 
hfcr1410 
hfcr9399 

1029 hfcr9794 
miob4207 
mioa9196 
MIOA4365a 



mesenchyme homeo box 2 (growth arrest-specific Ni\/l_005924.1 4 
homeo box) (ME0X2) 





lUou nrcroUou 




ncrcyoDo 




ncro921 




ncrco9 18 




lUol nTcr27oi 




nTcrDyio 




nfcr9035 




hfcr3583 


m 


1032 ncrb7726 


ilj S 


ncrb1972 




ncrc1684 


i ^. z 


ncrc4497 




1033 SEOB3545 




FCR0010 




SEOA0390 




SEOB0161 




1034 ncr3118 




ncr2084 


111 


ncr6759 




seoa7711a 




1035 FCR0141 




ncr3193 




ncr6161 




ncr8874 




1036 ncrb5117 



FCR4629 
seob5984 
MIOA1729a 

1037 MIOA0187n 
ncrb3156 
FCR2960 
MlOA6118a 

1038 FCR5799 



mioa1216m 
hfcr6843 



nucleolar autoantigen 



ADP/ATP carrier protein(ANT-2) gene 



NM 006455.1 



L78810.1 



SI 00 calcium-binding protein, beta (neural) (SI OOB) NM_006272. 1 4 



3-phosphoglycerate dehydrogenase (PGAD) NM_006623.1 4 



phosphoinositol 3-phosphate binding protein-1 (PEPP1 NM_020904.1 4 



Dimethyladenosine transferase (HSA9761) 



NM 014473.1 



fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4) NM_004458. 1 4 



phosphatidic acid phosphatase 2b (PPAP2B) AB000889 



ATP synthase, H transporting, mitochondrial FO 
complex, subunitf, isoform 2 (ATP5J2) 



cytochrome c oxidase subunit Vb (coxVb) 



methylenetetrahydrofolate dehydrogenase- 
methenyltetrahydrofolatecyciohydrolase- 
formyltetrahydrofolate synthetase 



NM 004889.1 



M19961 



J04031 
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FCR5799 

1039 SEOB1100 

seob4452 

SEOA3565a 

hfcr6774 

1040 miob5751 

SEOA9522 

mioa9883 

hfcr8666 

1041 ncr0531 
ncrc4524 
ncrc5060 
ncrb3339 

1042 SEOB2987 
hfcr1740 
hfcr0161 
fcr4791 

O 1043 miob3496 
G ncr1348 
W ncrb3793 
111 ncrb4079 
H 1044 SEOB0220 
IB 

W MIOA0530 
SEOA0254a 
ncr1356 
m 1045SEOB1865 

fp miob4263 
O seob5169 
m ncrb1230 

1046 nniob0745 
ncrb2311 
SEOA9803 
hfcr8485 

1047 hfcr7635 
FCR4896 
FCR0175 
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Figure 6A- EST Names Corresponding to Unique Known Genes of Figure 6 - Page 142 of 312 













nrrrQRO'^ 








ncrb0353 












AF043897.1 




















hfcr6372 










cnonarosarcoma-associated protein 2 (CSA2) 


AF 182645.1 


















ncr1 985 

1 Iwl 1 www 










density regulated protein drp1 


AF038554.1 




















hfcr1413 












AF191020 




















SEOB0100 








1067 hfcr8004 
ncrb3537 


housekeeping (Q1Z 7F5) gene 


M81 806.1 


m 


ncrcy / uy 








oeUDOO / D 






M 


1068 SEOA1634a 
MIOA7003a 


HSPC039 protein 


AF125100.1 


Q 


1069 SEOB1372 


HSPC139 


AF161488.1 




seob5042 

ocOD/ OOD 








nrrrn'^7Q 

1 lUi LrUO r w 








1070 QFnAft7'5ft 


norozio (-noPC327) 


AAF36133.1 


i.y 


iviiuMv54yoa 

ScOD/ Z i O 
mlnaQ7/in 








1071 ^^FOAft^^'^ 




BAA03498.1 




nrrh197R 
























1079 QFOR17QO 


mAAUlob 


D50926.1 




TClDOD / 








ncrczooo 








hfrr2lO^%1 










KIAA0232 


D86985.2 




S60UZUU / 








nTcro 0^ 








seob7630 

^wwwr www 








1074 MIOA1427 


KIAA0235 


D87078 




hfcr2661 








SEOA6644a 








ncr0584 








1075 FCR3483 


KIAA0251 


D87438 



4 



4 



4 



4 



4 



4 



4 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 143 of 312 



1076 



1077 



1078 



1079 



1080 



=2 1081 



1082 



W 1083 



1084 



1085 



1086 



1087 



1088 



hfcr8988 

ncr4878 

fcrb2664 

SEOA5822 

FGR3576 

SEOA4106a 

ncrb7232 

MIOA1584 

MIOA6654a 

SEOA3232 

ncr4989 

SEOA2876 

ncrc3700 

mioa7937 

miob2655n 

MIOA3367a 

ncr8149 

MIOA3367a 

miob6509 

miob2900 

ncr7762 

ncrc3451 

ncrc4575 

FCR6140 

MIOA3696a 

hfcr0032 

hfcr0128 

SEOB3216 

fcr6212 

ncr9818 

ncrb1208 

SEOA7373a 

seob1717 

FCR0856 

ncrb8404 

MIOA2506a 

MIOA7027a 

ncrc6382 

ncrb2949 

SEOB1818 

MIOA6432a 

MIOA6509a 

ncrc4203 

ncr0004 

hfcr1332 

ncr5689 

ncr2566 

seob5075 

ncr8350 

ncrc2654 

fcrb0348 

miob6254 



KIAA0252 



KIAA0256 



KIAA0276 



KIAA0429 



KIAA0477 



KIAA0660 



KIAA0671 



KIAA0693 



KIAA0971 



KIAA1102 



KIAA1354 



KIAA1376 protein 



KIAA1380 protein 



D87440 



D87445 



D87466 



AB007889 



AB007946.1 



AB014560 



AB014571.1 



AB014593 



AB023188.1 



AB029025,1 



AB037775 



AB037797.1 



AB037801.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 144 of 312 



mioa9487 
seob0423 
ncrc6205 

1089 seob3887 
seob7151 
seob5741 
SEOA9405 

1090 seob5193 
ncrb0832 
ncrb7012 
ncrb8679 

1091 SEOB0787a 
SEOA7579a 
ncr8623 
FCR0561 

1092 MIOA2708a 
MIOA6100a 
ncr6005 
ncrb5380 

1093 seob6153 
MIOA2281a 
seob8328 
SEOA5225a 

1094 seob4165 
seob6396 
fcrb1507 
ncrb5448 

1095 seob4766 
SEOB1182 
hfcr3014 
hfcr9711 

1096 SEOA0174a 
SEOA8526 
ncr0799 
miob2392 

1097 seob7535 

ncrc9914 

SEOA9158 

ncr3893 

1098 SEOA3635a 
ncr2812 
SEOA9926 
ncrb8258 

1099 MIOA1055 
MIOA1497 
miob0763 
ncrb5818 

1100 SEOA0101 
seob8330 
ncrb8433 
miob5035 



KIAA1451 protein 



AB040884 



mesenchymal stem cell protein DSC92 (L0C51 335) NM_01 6645. 1 



nickel-specific induction protein (Cap43) 



NIfU-like protein (hNlfU) 



Nuclear antigen SplOO (SP100) 



PRO1608 



PR01828 



promyelocytic leukemia cell 



AF004162.1 



U47101 



NM 003113.1 
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microvascular endothelial differentiation gene 1 product AB026908.1 



miob3144 

ncr3602 

ncrc0413 

1182 miob4895 

fcrb2021 

SEOB2083 

hfcr9713 

1183 seob4090 

ncrb5355 
ncrb7258 
miob6367 

1184 seob6413 
miob6076 
mioa7907 
miob6378 



vanilloid receptor; CARKL and CTNS; TiPl; P2X5b and AF168787 1 
P2X5a 



vitiligo-associated protein VIT-1 (VITI) AF264714 1 

(=DKFZp564K2364) 



epithelial protein lost in neoplasm beta (EPLIN) NM_016357.1 4 
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1185 SEOB1895 
miob6523 
ncrb4912 
seob5095 

1186 MIOA8361 

ncrllOQ 
ncr6899 
hfcr7713 

1187 SEOA4876a 
ncrb6843 
seob5662 
seob6559 

1188 miob1044 

hfcr6864 
hfcr9911 
ncr7630 
^ 1189miob6960 
^ seoa7806a 
^ mioa8345n 
^ ncr3455 
1190 mioa9456 

Pi MIOB2592 
hfcr2867 
mioa1144 
5 1191 SEOA3296 
^ ncrc3047 
W SEOA9733 
W SEOA4655a 
O 1192seob5209 

MIOB2666 

miob1354 

hfcr7817 

1193 miob3259 
hfcr1807 
seob6355 
seob6881 

1194 SEOA9620 
MIOA2377a 
ncr2774 
miob1812 

1195 SEOB2108 
seob7602 
ncrb3528 
ncrOSOl 

1196 miob4793 
ncr8967 
ncr1324 
fcrb1680 



mitogen-activated protein kinase 3 (MAP4K3) 



4506376 4 



protein-kinase, interferon-inducible double stranded RNA NP__006251,1 
dependent inhibitor (=p58k protein) 



ser-thr protein kinase PK428 



U59305 



signal transducer and activator of transcription 1 , 91 kD NM_007315.1 
(STAT1)(=transcription factor ISGF-3) 



angiopoietin-like 1 (ANGPTL1) 



NIVI 004673.1 



lens epithelium-derived growth factor gene, alternatively API 99339.1 4 
spliced, complete cds 



transforming growth factor-beta 3 {TGF-beta 3) X14891 



uncharacterized hypothalamus protein HARP11 
(HARP11) 



NM 018477.1 



calcium channel alphal E subunit (CACNA1 E) gene AF223391 . 1 



multiple PDZ domain protein (MPDZ) = AF093419.1 NM_003829.1 



heterochromatin-like protein 1 (HECH) 



high-glucose-regulated protein 8 (HGRG8) 



NM 016587.1 



AF1 92968.1 
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1197 ncr3686 
SEOA9723 
ncr8208 
ncrbOSTS 

1198 ncr3825 
hfcr3730 
ncrb1754 
ncr6740 

1199'miob5443 
MIOA7236a 
ncrb3013 
MIOA4650a 

1200 ncr3642 
SOA0044 
fcrb0196 
fcrb0276 

1201 MIOA1343a 
MIOA6830a 

!^ miob0891 
y MIOB2181 
M 1202 seob8157 

hfcr9961 
?'! ncr1245 
ncrb8624 
1203 FCR4639 
MIOA2747a 
SEOA9360 
O SEOA5249a 
W. 1204 miob1818 
hfcr0330 
hfcr5188 
O hfcr6833 
W 1205 ncr3442 

SEOA5351 
SEOA1382 
ncrc9655 

1206 ncrOlOO 

seob4996 
ncrb3168 
ncrb6700 

1207 SEOB1166 
miob0954 
fcrb1073 
miob3394 

1208 ncr8096 
ncrb2661 
ncrc2284 
seoa801 1 

1209 ncrc0194 
ncrc6226 
ncrc2748 



BM-001 (=cyclin L ania-6a) 



AF208843.1 



m 



caltractin (20kD calcium-binding protein) (CALT) NM_004344.1 



cullin 1 (CUL1)+D1167 



cyclln D2(=KIAK0002 gene) 



IVI phase phosphoprotein 10 



prefoldin 1 (PFDN1) 



p66shc (SHC) 



adrenonnedullin (ADM) 



AF062536.1 



NIVI 001759.1 



X98494 



NIVI 002622.1 



brain cellular apoptosis susceptibility protein (CSE1 ) AF053641 



U73377.1 



NM 001124.1 



BUB3 (budding uninhibited by benzimidazoles 3, yeast) NM_004725.1 
homolog (BUBS) = AF047472 



protOHancogene tyrosine-prctein kinase (ABL) gene U07563.1 



tumor endothelial marker 8 (TEM8) 



hypothetical protein (RefSeq aa 5e-76) 



AF279145.1 



NP 057578.1 
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ncrb5121 

1210 SEOA5909 
seob7710 
ncrc5564 
ncrb3993 

1211 FCR4576 
SEOA2813 
hfcr6766 
fcrb1501 

1212 SEOB0228 
ncrc5438 
hfcr8390 
SEOA0074 

1213 hfcr0713 
miob4106 
hfcr6183 
fcrb2020 

. 1214 seoa7793a 



KIAA0206 



KIAA0877 



KIAA0993 



KIAA1436 protein 



D86961 



AB020684 



AB023210.1 



AB037857.1 



P311 protein (P311), mRNA /cds=(202,408) Hs.142827 
/gb=NI\/l_004772 /gi=4758865 /ug=Hs. 142827 /len=2036 



Jc; fcrb1616 
1% ncrb8337 
f\ SEOB1956 

'2 1215 SEOA8771 



miob5445 

Iifcr1307 

ncrc6345 

1216 miob5736 

SOA0368 
miob4875 
fcrb2605 

1217 seob5767 
hfcr0612 
miob0948 
seob8086 

1218 hfcr9536 



small EDRK-ricfi factor 1, long isoform (SERF1) 
(=btf2p44) 



AF073519.1 



v-yes-1 Yamaguchi sarcoma viral oncogene fiomolog 1 NM_005433.1 
(YES1) 



vacuolar ATPase isoform VA68 



AF1 13129.1 



deoxyuridine triphosphatase(DUT) mRNA, complete cds U62891 . 1 



miob0757 
ncrc1885 
FCR5349 

1219 SEOA8564 
SOA0643 
SEOA9235 
miob041 1 

1220 SEOB3141 

ncrb6232 
nerd 127 
seob4712 

1221 SEOA7530a 



steroid deiiydrogenase homolog AF078850.1 



sterol carrier prctein-X/sterol carrier protein-2 (SCP- U11313.1 
X/SCP-2) 



translin X78627 
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m 



FCR1116 
fcr3817n 
miob3890 

1222 ncr0847 
ncrb4370 
ncr2270 
ncr6711 

1223 hfcr0382 
BFCS0457 
FCR4971 
hfcr7802 

1224 fcrb1259 
BFCW0115 
ncr5140 
seob7102 

1225 ncr3419 
ncrc4047 
mioa9974n 
ncr5296 

1226 ncrb3975 
seob7686 
ncrc9592 
SEOA4336a 

1227 SEOB1251 
hfcr3043 
hfcr9099 

L SEOB3523 
!f: 1228 ncrb5058 

m ■ 

% ncrb2093 
j^' ncrc5104 
y ncrc5513 
W 1229 SEOA7169a 
seoa0964 
MIOA5204a 
MIOA8146 

1230 mioa9234 
mioa9242 
FCR5663 
FCR7710 

1231 SEOA8894 
ncrb6524 
ncrb8393 
ncrc0948 

1232 SEOA2106 

BFCW0177 

FCR7039 

MIOA1324a 

1233 ncrOIIO 

MIOA0454 



libosomal protein L36a (RefSeq aa 1e-54) 



calpain-like protease (CANPX) 



cysteinyl-tRNA synthetase 



ubiquitin-like 3 (UBL3) 



YY1 transcription factor (YY1) 



SR protein (RNPS1) 



major histocompatibility complex, class II, DR alpha 
(RefSeq aa 4e-78) 



epb72 



metallothionein IX (MT1X) gene 



NP 000992.1 



NM 014289.1 



L06845.1 



NM 007106.1 



NM 003403.2 



AF01 5608.1 



NP 061984.1 



X85117 



putative type II membrane protein (HP10390), (ORF) NM_014255.1 



X65607.1 



ionizing radiation resistance conferring protein (=X83544 U18321 
DAP-3) 



CGI-116 protein(LOC51019)(ORF)= AF155655 protein x NM_016053.1 4 
0009 mRNA 
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seob6004 
ncr8099 

1234 SEOA1277a 
SEOA9295 
SOA0337 
seob4754 

1235 SEOA0014 
fcrb1160 
fcrb1954 
miob4850 

1236 seoa8119 



ncrb7961 

seoa6255n 

seoa6969 

1237 SEOA9131 

MIOA5087a 

miob2677n 
ncrc6176 

1238 fcrb1072 
FCR3025 
CR0290 
FCR6139 

1239 FCR4954 
BFCN0053 
FCR5809 
MIOA2077 

1240 MIOA1149 
mioa1148n 
seob463g 
ncr8990 

1241 miob6355 
fcrb1914 
ncr5232 
ncrb7525 

1242 MIOA3239a 
mioa3229an 
miob6406 
ncrb3506 

1243 miob3147 
SEOA9119 
seoa2602n 
ncr5077 

1244 hfcr0383 
BFCN0186 
ncr5200 
ncrb4180 

1245 ncrb8063 
ncrc9617 
ncrb4729 



actin2 



tropomyosin 



integral membrane protein 2B (ITM2B), mRNA 
/cds=(1 70,970) /gb=NM_021 999 /gi=1 1 527401 
/ug=Hs.239625/len=1843 



unactive progesterone receptor, 23 kD (P23) = 
L24804.1 =015185 (orf) 



RAN binding protein 1 (RANBP1), low match 



histone acetyltransferase 1 



apoptosis-reiated protein TFAR15 (TFAR15) 



septin 2-iil<e cell division control protein 



tumor antigen (L6) 



D12816.1 



Ml 9267 



Hs.239625 



NM 006601.1 



NM 002882.2 



voltage-dependent anion channel isoform 1 (VDAC) L06132 



AF030424 



Nijmegen breakage syndrome 1 (nibrin) (NBS1) NM_002485.2 



AF022385 



AF1 46760.1 



M90657.1 



hypothetical 43.2 Kd protein (RefSeq aa 7e-36) NP_057050.1 
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ncr8503 

1246 SEOA4330a 
FCR3134N 
seob7936 
ncrb7377 

1247 seob3996 
SEOA4545 
SEOA6510a 
miob4558 

1248 seob5414 
seob4281 
miob0082 
ncrb5244 

1249 nerd 871 

ncrc1089 
ncrb3119 
ncrb6496 

1250 ncrc3036 
ncrb7897 
FCR2601 
ncr9715 

1251 miob3741 
ncrc4955 
seob5146 
mioa9336 

1252 FCR0134 
SEOA2909a 
SEOA5912 
SOA0478 

1253 SEOA1575a 
CR0215 
SEOB1226 
fCR0215 

1254 seob6836 
miob6743 
ncrc0983 
ncrc0983 

1255 FCR0704 
FCR0739 
hfcr7066 
FCR3843 

1256 SEOB2295 
ncr7647 
FCR7063 
MIOA4939a 

1257 FCR2074 
hfcr8814 
hfcr8677 
hfcr7123 

1258 fcrb2208 
hfcr1763 



KIAA0592 (ORF) 



KIAA0829 



KIAA1265 



murine mammary tumor integration site 6(oncogene 
homolog) (RefSeq aa 6e-84) 



PCS cell line (TL27) 



small acidic protein (IMAGE145052) 



lysophospliolipase (LPL1) 



mitochondrial ATP synthase subunit 9 



zinc finger protein(MAZ) 



KARP-1 -binding protein 3 (=KIAA0470) 



miCRofibril-associated glycoprotein (MFAP2) 



smooth muscle myosin all<ali light chain 



AB011164 



AB020636 



AB033091 



NP 001559.1 



X75684.1 



NM 014267.1 



AF081281 



U09813 



hXBP-1 transcription factor DNA (=TREB protein) LI 3850. 1 



M94046 



AB022659.1 



U19718 



U02629.1 
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MlOA6251a 
ncr7096 

1259 FCR3790 
CR0584 
FCR1184 
SEOA8289 

1260 mioa9821 

SEOA1361 

FCR5026 

ncrc2341 

1261 FCR5810 
FCR2099 
SEOA1909 
MIOA0152 

1262 ncr4993 

ncrc9020 

SEOA8540 

SEOA4292a 

1263 ncrc0421 

hfcr6482 

miob6277 

ncrc1272 

1264 hfcr3007 

ncrc3546 
. miob3363 
ncrc3546 

1265 MIOA7139a 
miob3033 
ncr3149 

1266 miob1785 

ncr1051 
ncrc9700 

1267 seob3854 

miob0767 
fieri 330 

1268 SEOA0190A 
FCR0669 
SEOA0190A 

1269 hfcr2506 

miob3378 
seob4326 

1270 ncr2197 

ncrc0863 
ncrc9639 



novel growth factor receptor 



inducible 6-phosphofructo-2-kinase/fructose 2,6- 
bispiiosphatase (IPFK-2) = NM_004566.1 



GTPase activating protein (raplGAF) 



chromodomain helicase DNA binding protein 1 
(CHD1)(RefSeq aa 1e-72) 



M64347 



AF056320 



M64788 



NP 001261.1 



topoisomerase lib mRNA,(= T0P2 mRNA for DNA U54831 .1 

topolsonnerasell ) 



CUG triplet repeat,RNA-binding protein 2 (CUGBP2), NM_006561.1 4 
(=apoptosis-related RNA binding protein (NAPOR-2)) 



retinoblastoma 1 (including osteosarcoma) (RBI) 



lectin, galactoside-binding, soluble, 3 (galectin 3) 
(LGALS3) 



NM 000321.1 



NM 002306.1 



guanine nucleotide binding protein (G protein), alpha NM_006496.1 3 
inhibiting activity polypeptide 3 (GNAI3) 



protein phosphatase 2A B56-epsilon (PP2A) 



L76703 



COX Vla-L cytochrome c oxidase liver-specific subunit XI 5341 . 1 
Via (EC 1.9.3.1) 



VDUP1 upregulated by 1,25-dihydroxyvitamin D-3, 
mRNA(=HHCPA78 homolog VDUP1 ) 



NM 006472.1 
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1271 hfcr2874 

ncrb0165 
mioa7893 

1272 miob6730 

ncrc6198 
hfcr6047 

1273 FCR4616 

hfcrOOeO 
FCR4616 

1274 fcrb1803 

hfcr2770 
seob4489 

1275 miob1381 
ncrb3429 
seob7265 

1276 ncr2522 

ncrbOIIS 
SEOA5285a 

1277 ncr3188 
ncrc1192 
ncrc2289 

1278 hfcr0250 

hfcr3028 
hfcr5735 

1279 MIOA8857 
ncrc5931 
miob0360 

1280 hfcr5275 
fcrb1944 
hfcr0365 

1281 hfcr3727 

hfcr4557 
hfcr7039 

1282 SEOA0099 
ncr4671 
SEOA1487 

1283 ncr2631 

ncr2115 
SEOB0009 

1284 miob3552 

hfcr2639 
miob3552 



reticulocalbin 1 , EF-hand calcium binding domain 
(RCN1) 



NIVi 002901.1 



NADH dehydrogenase (ubiquinone) 1 beta subcomplex, Nl\/1_002492. 
5 (16kD, SGDH) (NDUFB5) 



translation initiation factor A121/Sui1 (A121/SUI1), 
putative 



AF1 00737 



proteasome (prosome macropain) 26S subunit, ATPase, NM_002802.1 
1 (PSMC1) 



integrin, beta 5 (ITGB5) 



NM 002213.1 



plasma membrane calcium ATPase isoform 1 (ATP2B1) L14561 
gene = J04027 



mannosidase, alpha, class 1A, member 2 (MAN1A2) NM_006699.1 



delta-like homolog (Drosophila) (DLK1)(= adrenal 
specific) 



FAT tumor suppressor (Drosophila) homolog 



FUS glycine rich protein 



NM 003836.1 



NP 005236.1 



X71 428.1 



eukaryotic translation elongation factor 1 delta (guanine NM_001 960.1 
nucleotide exchange protein) (EEF1D) 



ubiquitin-conjugating enzyme E2 



thyroid hormone receptor interactor 12 (TR1P12) 
(=KIAA0045) 



IMP (inosine monophosphate)dehydrogenase 2 
(IMPDH2) 



AB01 7644.1 



NM 004238.1 



NM 000884.1 
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1285 seob6582 

hfcr9066 
ncrc681 1 

1286 MlOA3089a 
FCR5288 
SEOA5755a 

1287 seob5817 
hfcr4273 
hfcr0452 

1288 hfcr2670 
hfcr6844 
hfcr1298 

1289 miob3247 
ncrb5203 
fcrb1511 

1290 MIOA4005a 
BFCW0170 
ncrc3179 

1291 FCR1748 



major histocompatibility complex, class II, DR beta 1 NM_002124.1 3 
(HLA-DRB1) 



DNA topoisomerase II (T0P2) 



laminin, beta 1 (LAMB1) 



hum-a-tubl alpha-tubulin 



Z15115 



NM 002291.1 



AF141348.1 



nerve growth factor (HBNF-1 )(= OSF-1 )(= pleiotropin ) M57399. 1 



ras-related C3 botulinum toxin substrate (rac) 



M29870 



voltage dependent anion channel fomn 3 (=AF038g62) U90943 



SEOA6124a 
SEOA0850n 

1292 hfcr6404 

hfcr6576 
hfcr7231 

1293 SEOA7231a 
miob4567 
SEOB0962 

1294 miob5629 
hfcr3670 
ncr4120 

1295 miob1864 

ncrc2259 
MIOA4427 

1296 MIOA2563a 

MIOA1685a 
ncrc9736 

1297 ncr3346 
ncr5715 
FCR6279 

1298 ncr4009 
seob5268 
ncrb1868 

1299 ncrb5931 



polymerase (DNA directed) delta 2, regulatory subunit NM_006230.1 
(50kD) {P0LD2) 



guanylate binding protein isoform II (GBP-2) 



HSPC328 



M55543 



AF161446.1 



spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1 , NM_000332. 1 
autosomal dominant, ataxin 1) (SCA1), mRNA 



ATP-binding cassette, sub-family A (ABC1), member 8, 
putative (=AB020629 KIAA0822) (67% aa) 



galactosidase, alpha (GLA) 



glucose regulated protein, 58kD (GRP58) 



6005701 



NM 000169.1 



NM 005313.1 



dihydrodiol dehydrogenase 2 (trans-1 ,2-dihydrobenzene- NP_001 345.1 
1,2-diol dehydrogenase) (RefSeq aa 1e-67) 



ncrb2388 
ncrb6284 
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FCR1499 


sex-regulated protein janus A 
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1327 


MIOAoSoD 


protein-tyrosine-phosphatase G1 


D1 3380.1 


3 






FCR2978 












FCK2889 










1328 


SEOB0606 


adipocyte acid phosphatase beta=phenylarsine oxide- 


S62885.1 


3 








sensitive tyrosyl phosphatase 










nniobDol3 












ncrbOu12 










1329 


„ _ _ ^ -700 
ncr1782 


ATP SYNTHASE PROTEIN 8 (A6L) 


P03928 


3 






ncrcbolu 












ncrc/Uyy 










1330 


SEOA4395a 


hinge=OXPHOS system complex III 


So 1826 


3 






ncrb7427 












seob6438 










1331 


MIOA0985 


mitochondrial aldehyde dehydrogenase (ALDH 1) 


Y00109 


3 






MIOA6826a 












FCR5949 
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1332 SEOB3479 

FCR0874 

ncr2425 

1333 SEOB0089 

hfcr9535 
ncrc5993 

1334 MIOA6501a 
fcrb1115 
ncrb4021 

1335 seob6203 

ncrc9021 
ncr1672 

1336 ncr5426 

ncrc6572 
~ ncrc3154 
t 1337 FCR6234 

hfcr7570 

2 hfcr8811 
f J 1338 hfcr7603 

^ hfcr6178 
^ hfcr3873 

L, 1339 miob4570 
^ miob5628 
^ ncrb0131 

^ 1340 hfcr7967 
B ncrc8833 

3 FCR5474 
^ 1341 ncr8975 

SEOA4606a 
ncrb0669 

1342 SEOB1345 

SEOA9337 
seob7608 

1343 MIOA4845a 

SEOA8845 
mioa7687a 

1344 fcrb0355 
hfcr0822 
hfcr1323 

1345 MIOA7485a 
miob5128 
SEOA6920 

1346 hfcr6568 
seoa7854a 
ncr7947 



NADH dehydrogenase (ubiquinone) 1, subcomplex NM_002494.1 
unknown, 1 (6kD, KFYi) (NDUFC1) 



NADH deliydrogenase (ubiquinone) Fe-S protein 6 NM_004553.1 
(13kD) (NADH-coenzyme Q reductase) (NDUFS6) 



Na,K-ATPase beta subunit (ATP1 B) M25160 



wingless-type MMTV integration site family, member 2B NM_004185.1 
(WNT2B). mRNA 



alpha-1-antichymotrypsin, precursor;actichymotrypsin NP_001 076.1 
(RefSeq aa 6e-32) 



cystatin C 



X52255 



proteasome (prosome, macropain) 26S subunit, ATPase, NM_002804.1 
3 (PSMC3) 



sorting nexin 2 (SNX2) 



AF065482.1 



DiGeorge syndrome critical region gene 6 (DGCR6) NM_005675.1 



ubiquitln-conjugating enzyme E2L 3 (UBE2L3) 



Cdc5-related protein (PCDC5RP) (=AB007892.1 
KIAA0432) 



NM 003347.1 



U86753.1 



CGI-99 protein = homeobox prox 1= AF100755.1(ORF) AF151857 



jun B proto-oncogene (JUNB) 



mSinSA (sinSA) 



retinoblastoma-binding protein 7 (RBBP7) 



NM 002229.1 



U22394 



NM 002893.1 
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1347 ncrb2389 
ncrc3283 
seoa7997 

1348 seob7424 
ncr1431 
miob6715 

1349 SEOB1839 
fcrb0200 
mioa9761 

1350 hfcr1843 

ncrb7905 
ncrc4087 

1351 mioa9908 

miob0999 
ncrb7970 

1352 MIOA3393a 
FCR5707 
FCR5704 

1353 mioa9792 

ncrc9774 
ncr4700 

1354 SEOA0853 
SEOA9029 
miob6526 

1355 hfcr3503 
ncrc6484 
ncrb3301 

1356 MIOA1252 



FCR6027 
SEOA3749a 

1357 FCR1347 
hfcr0839 
FCR3106 

1358 MIOA1882a 
miob4205 
ncrb4819 

1359 MIOA2038 
ncrb7065 
mioa9787 

1360 hfcr6734 

BFCS0347n 
hfcr8016 

1361 miob3967 
SEOA5942 
hfcr3529 

1362 SEOB1972 



X-box binding protein 1 (RefSeq aa 3e-37) 



zinc finger protein 133 (clone pHZ-13) (ZNF133) 



dead box, X Isofbrm (DBX) 



six transmembrane epithelial antigen of prostate 
(STEAP1) 



NP 005071.1 



NM 003434.1 



AF000982.1 



AF1 86249.1 



coatomer protein complex, subunit beta 2 (beta prime) NM_004766.1 3 
(C0PB2) 



helicase II (RAD54L) (=ATRX) 



U09820 



topoisomerase (DNA) II alpha (170kD) (T0P2A) (ORF) NM_001067.1 



cytochrome succinate dehydrogenase, small subunit AB026906.1 



GTT1 



AF270647 



major histocompatibility locus class III regions Hsc70t AF1 09905 
(smRNP, G7A, NG23, MutS homolog, CLCP, NG24, 
NG25, and NG26) 



prenylated rab acceptor 1 (PRA1) 



CGI-49 protein 



AF025506 



AF1 51 807.1 



spindle pole body protein spc98 homoiogue GCP3 AF042378 



chondroitin sulfate proteoglycan 4 (melanoma- 
associated) (CSPG4) 



ankyrin G (ANK-3) 



spectrin beta protein (pAZSP 3' end) 



NM 001897.1 



U13616.1 



X91 849.2 
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hfcr8428 
MIOA4185 

1363 hfcr5445 
ncrc0696 
fcrb2628 

1364 FCR7453 
hfcr2666 
HFCR3201 

1365 miob1800 
ncrb6353 
ncrc9847 

1366 seob4945 
seoa3877n 
MIOA1565n 

1367 seob5012 
ncr9982 
hfcr2959 

1368 ncr2176 
mioa7789a 
ncrc6059 

1369 miob4378 

ncrc0953 
hfcr2873 

1370 hfcr9125 

hfcr7617 
mioa2127m 

1371 MIOA0332 
ncrb8577 
ncr1352 

1372 ncrb7211 
ncrb7212 
ncrb8524 

1373 seob1039 

fcrb2041 
ncrb3393 

1374 fcrb0988 

hfcr1931 
miob0898 

1375 MIOB2247 
fcrb1990 
ncrb1159 

1376 hfcr6700 
ncrb2029 
seoa0442n 

1377 seoa7871a 



cold inducible RNA-blnding protein (CIRBP) 



lamin A 



phosphatidyiinositol glycan, class B (PIGS) 



interleukin 13 receptor alpha 1 (IL13RA1) 



retinoic acid suppression protein A (RSG-A) 



CDC28 protein l<inase 1 (RefSeq aa 4e-44) 



NM 001280.1 



Ml 3452 



NM 004855.1 



NM 001560.1 



AF038964.1 



NP 001817.1 



latent transforming growtli factor beta binding protein 2 NM_000428.1 
(LTBP2) 



fibroblast growth factor 7 (keratinocyte growth factor) NM_002009.1 
(FGF7) 



PDZ domain containing-protein (PDZK1) 



stanniocalcin 1 (STC1) 



AF012281 



NM 003155.1 



fer-1 (C. elegans)-like 3 (FER1L3) (=AF182317 myoferlin NM_013451.1 3 
(MYOF)) 



chromobox homolog 1 (Drosophila HP1 beta) (GBX1 ), NM_006807. 1 
mRNA 



telomeric repeat binding factor (TRF1) 



prefoldin 2 (PFDN2) 



U40705.1 



NM 012394.1 



15 kDa selenoprotein (SEP15), mRNA /cds=(4,492) Hs.90606 
/gb=NM_004261 /gi=4759095 /ug=Hs.90606 /len=1244 



mioa0509 
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seoa4940a 

1378 FCR2530 
FCR6804 
FCR6897 

1379 SEOA7115a 

SEOA8714 
SEOA1076a 

1380 MIOA6102a 
FCR0105 
SEOA0445 

1381 SEOA4158a 

ncr2337 
ncrc4188 

1382 MIOA9033 

miob0680 
SEOB1606 

1383 SEOA5785 
ncr4341 
fcrb1387 

1384 MIOA4318a 
ncrb3510 
miob1338 

1385 MIOA6704a 



MIOA8468 
seoa1357m 

1386 miob3004 
MIOA3445a 
SEOA6193a 

1387 MIOA1976a 
FCR4758 
seoa7714a 

1388 seob6486 
micb4918 
ncr6407 

1389 MIOB2691 

ncr8993 
MIOA9146 

1390 MIOA2285a 
MIOA4003a 
SEOA1931 

1391 SEOA3164m 
MIOA2023 
seob7273 

1392 hfcr6375 
ncrb6697 
ncrc2049 



4F5rel 



AF073298 



androgen induced protein (AIG-1) (=AF151861 CGI-103 AF1 53605.1 
protein) 



antigen NY-CO-1 (NY-CO-1) 



AF039687.1 



ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky- NM_000391 .2 
Bielschowsky disease)CLN2) mRNA 



CG3450 gene product [Drosophila melanogaster](86% AAF57398. 1 
ORF) 



ELK1 (ELK1) 



embryonic lung protein (HUEL) 



AF080616 



AF006621.1 



ENDOPLASMIN PRECURSOR (94 KD GLUCOSE- spP14625 
REGULATED PROTEIN) (GRP94) (GP96 HOMOLOG) 
(TUMOR REJECTION ANTIGEN 1) 



gene hY3 encoding a cytoplasmic Ro RNA 



GS3955 



HBV pX associated protein-8 (LOC51773) 



V00585.1 



D87119 



NM 016578.1 



HRIHFB2072 (=AF1 15778 M.musculus short coiled coil AB015335.1 
protein SCOCO (Scoc)) 



HSPC004 



HSPC019 



HSPC033 protein (HSPC033) 



AF070660 



AF077205.1 



NM 014041.1 
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1393 hfcr3679 
hfcrQOSO 
ncrc5876 

1394 ncr4535 
ncrc6062 
ncrb8559 

1395 SEOA2889a 
miob0856 
miob4576 

1396 hfcr8475 
seoa8032 
ncrb8222 

1397 SEOB1009 
hfcr0177 
ncrc6040 

1398 SEOB2221 
seob7902 
seob5973 

1399 ncr0438 
ncrb0069 
ncrc5887 

1400 ncr3197 
hfcr8940 
seob5469 

1401 ncr6344 
ncrc3390 
ncr4628 

1402 M10A4678 
ncrc5614 
SEOB1637 

1403 ncrc0423 
ncrc1944 
ncrc9193 

1404 ncr0276 
FCR3618 
MIOA0320 

1405 SEOA7542a 
ncr0889 
ncrb1871 

1406 FCR5490 
MIOA1671a 
miob4374 

1407 FCR0593 
fcrb0926 
fcrb1898 

1408 FCR3034 
MIOA4750 
ncr4870 

1409 FCR6616 
SEOA9840 
miob3140 

1410 ncr3793 



HSPC037 protein (LOC51659) 



HSPC158 protein (RefSeq aa 3e-87) 



HSPC161 



HSPC162 protein (HSPC162) 



HSPC218 



HSPC241 



HSPC275 



HSPC337 



HTGN29 protein (HTGN29) 



hyperion gene 



iiypothetical protein (RefSeq aa 5e-73) 



iduronate sulpliate sulphatase (IDS) gene 



K1AA0040 



KIAA0065 (ZNF33A Kruppel-related) 



KIAA0076 



KIAA0081 



KIAA0090 



KIAA0099 protein, partial cds 



NM 016095.1 



NP 054899.1 



AF161510 



NM 014183.1 



AF1 51 052.1 



AF1 51 075.1 



AF161393 



AF161455.1 



NM 020199.1 



AJ010770 



NP 057016.1 



L35485.1 



D25539 



D31763 



D38548 



D42039 



D42044 



D43951.1 
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hfcr2900 
SEOA8841 

1411 SEOB0857a 
seob7035 
hfcr7412 

1412 FCR6188 
hfcr2512 
fcrb2500 

1413 FCR1328 
FCR1045 
FCR5975 

1414 SEOA1617a 
FCR6437 
FCR1717 

1415 SEOB3105 

ncrb0826 
FCR5866 

1416 SEOA7383a 
miob5463 
fcrb0023 

1417 ncrb0027 
ncrc3569 
ncrc6896 

1418 MIOA0891a 
fcrbOSBI 
ncrb5284 

1419 MIOA8367 
seoa7825a 
MIOA4803a 

1420 SEOA4056 
MIOA8900 
miob3561 

1421 MIOA5231a 
CR0454 
FCR2957 
MIOA0217a 

1422 SEOA5503a 
ncr4142 
seob4907 

1423 MIOA3486a 
FCR5887 
FCR1912 

1424 seob6264 
hfcr2621 
seob7171 

1425 SEOA6648a 
MIOA3500a 
ncrc2195 

1426 seob4029 
ncrb5616 
FCR4766 



KIAA0104 



KIAA0121 



KIAA0128 



KIAA0146 



D14660.1 



D50911 



D50918 



D63480 



KIAA0152 (cytotoxic T-cell membrane glycoprotein Ly-3 NM_014730.1 3 
isolog) 



KIAA0170 

KIAA0182gene 

KIAA0188 

K1AA0205 

KIAA0238 

KIAA0255 gene 

KIAA0261 
KIAA0262 
KIAA0310 protein 
KIAA0379 

KIAA0419 gene product (KIAA0419) 



D79992 



D80004.1 



D80010 



D86960 



D87075 



D87444 



D87450 



D87451 



AB002308.2 



AB002377 



NM 014711.1 
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1427 seob7345 
ncrc7081 
SEOA1723a 

1428 SEOB1842 
hfcr9061 
ncrb8398 

1429 SEOA3670a 
hfcr1939 
seob4759 

1430 miob5708 
fcr0004 
ncr0364 

1431 SEOA6574a 
ncrc0419 
nerd 606 

1432 ncrb3626 
ncrb1067 
ncrc2507 

1433 SEOA1213A 
ncrcOIOS 
ncrc7113 

1434 SEOB2271 
hfcr5222 
FCR5911 

1435 SEOA9948 
hfcr3365 
SEOA9948 

1436 MIOA2204a 
MIOB2750 
SEOA5654a 

1437 M10A3467a 
seob4898 
seob6772 

1438 hfcr6792 
ncrb6169 
miob1155 

1439 ncr3237 

ncrc3383 
ncr9114 

1440 SEOA0549A 
SEOB3581 
ncr2725 

1441 SEOA2654 
HFCR3262 
seob4704 

1442 SEOA0145 
ncr1818 
SEOB1533 

1443 MIOB2804 
fcrb0285 
ncr4455 



KIAA0443 gene product 



KIAA0458 



KIAA0461 



KIAA0484 



KIAA0537 



KIAA0642 



KIAA0666 



KIAA0692 



KIAA0696 protein 



KIAA0716 



K1AA0783 



KIAA0851 gene 



NM 014710.1 



AB007927.1 



AB007930 



AB007953.1 



AB011109 



AB014542 



AB014566 



AB01 4592.1 



AB014596 



AB018259.1 



AB01 8326.1 



AJ297357.1 



KIAA0929 protein Msx2 interacting nuclear target (MINT) NM_01 5001 . 1 3 
homolog 



KIAA0936 



KIAA0958 



KIAA0965 



KIAA1162 



AB023153.1 



AB023175.1 



AB023182.1 



AB032988.1 
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1444 miob0304 
hfcr5538 
hfcr3759 

1445 miob3986 
ncrc9463 
ncr0441 

1446 SEOA8472 
ncrb1200 
ncrb4554 

1447 SEOB2938 
ncr8695 
ncrc0408 

1448 ncrb2511 
ncrb4678 
ncrc1502 

1449 ncrb8066 
ncrc1899 
ncrb7895 

1450 ncr9956 
ncrb8719 
ncrc1722 

1451 miob6373 
ncr3752 
ncrc4741 

1452 SEOA0288 
MIOA3232a 
ncr1867 

1453 MIOA1077 
SEOA3132a 
SEOA6434 

1454 SEOA0054 

BFCW0275 
SEOA6722 

1455 hfcr4349 



KIAA1212 protein 



KIAA1288 



KIAA1311 



KIAA1439 



KIAA1581 



LI repetitive element ORF (aa 1e-23,75%) 



MDS016 (MDS016) 



myeloid cell nuclear differentiation antigen 



NDPP-1 protein 



AB033038.1 



AB033114.1 



AB037732.1 



AB037860.1 



AB046801 



628096 



AF1 8241 7.1 



M025 protein (L0C51 71 9) (=cDNA FLJ20797 fis) NM_01 6289.1 



M81750 



D1 0727.1 



Nm23 protein, involved in developmental regulation X17620 
(Drosophila Awd protein homologue) 



nuclear distribution gene C (A.nidulans) homolog (NUDC) NM_006600.1 



ncrb8112 
HFCR3255 

1456 MIOA5692 
ncrG6330 
ncrc2663 

1457 FCR1147 
FCR3338 
hfcr4680 

1458 SEOA6049a 

FCR7648 
MIOA8970 

1459 SEOB1153 
SEOA8234 
SEOA8935 

1460 ncr2847 



P13-kinase associated p85 



peroxisomal acyl-CoA:dihydroxyacetonephosphate 
acyltransferase (DHAPAT) 



PRO0657 



M61906 



PEGS (=AB006625 hypothetical protein (KIAA0287)) U90336 



PRO2550 



AF043937 



AAF24054.1 



AF1 30089 
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ncrc5595 
ncrc6347 

1461 SEOA2443a 
seob6686 
ncrc9519 

1462 hfcr3446 
fcrb1520 
fcrbOOSS 

1463 SEOA9712 

ncrc9495 
ncrc2555 

1464 hfcr9529 
ncr5408 
ncrc3993 

1465 ncr7792 
ncrb0587 
ncrc0117 

1466 SEOA4611a 
ncrb3307 
ncr3780 

1467 miob3725 

ncr2793 
seoa6983 

1468 SEOB0168 
seob5690 
micb3021 

1469 hfcr1891 
SEOA4743a 
FCR2810 

1470 seoa7755a 



PTD015 



PTPIC/HCPgene 



Rab geranylgeranyltransferase, beta subunit 
(RABGGTB)(ORF) = Y08201 .1 



retinal pigment epitheliunn 



retinol-binding protein 4, interstitial (FiBP4) 



ribulose-5-phosphate-epimerase, (ORF) 



AF092136.1 



X82818.1 



NM 004582.1 



L07393.1 



NIVI 006744.2 



AJ224326 



serologically defined colon cancer antigen 1 (SDCCAG1) NM_004713.1 



Sld3177 



snuportin-1 (KPNBL) 



SON DNA binding protein isoform E (SON) mRNA, 
complete cds, alternatively spliced /cds=(29,6355) 
/gb=AF380183 /gi=1 7046380 /ug=Hs.92909 /len=8438 



AB024935.1 



NM 005701.1 



Hs.92909 



mioa7825a 
seoa6989 

1471 MIOA8773 
SEOA4155a 
SEOA8598 

1472 miob0931 
miob1758 
ncrb4291 

1473 miob6839 
miob6701 
SEOA7278a 

1474 miob3811 
seob581 1 
fcrb0916 

1475 MIOAieiOa 
SEOB0751 
MIOA4869a 



split tiand/foot deleted gene 1 



ST15 



SUI\/I0-1 activating enzyme subunit 2 (UBA2) 



suppressor of G2 allele 



TEB4 protein {=AB011169 KIAA0597) 



NP 033195.1 



D50406.1 



m 005499.1 



NIVI 006704.1 



AF009301 
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1476 FCR5075 
hfcr9337 
ncrc5923 

1477 FCR2601 
ncr9715 
hfcr4204 

1478 miob6632 

MIOA9173 
miob2990 

1479 ncr1042 
SEOA2802 
SEOB0782a 

1480 fcrb0378 
ncrc1693 
hfcr5774 

1481 SEOA7379a 
miob3836 
miob4847 

1482 ncr0663 
ncrc5708 
SEOB2780 

1483 MIOA4810a 



ncr3203 
miob1965 

1484 seob4925 
hfcr7773 
ncrcOei 1 

1485 MIOA0461 
ncr0578 
fcrb0300 

1486 SEOA2448a 
SEOA3617a 
SEOA5226a 

1487 miob3618 
miob2393 
mioa9533 

1488 FCR3167 
hfcr2714 
SEOA9363 

1489 MIOA3888a 
MIOB2627 
ncr3181 

1490 seob7662 
SEOA4489 
ncrb1491 

1491 SEOA3322a 
SEOA3324a 
micb4108 

1492 SEOA2910a 



thiosulfate sulfurtransferase (rhodanese) (TST) 



TL27 (from PCS cell line) 



translocated promoter region (to activated MET 
oncogene) (TPR) 



WS-3 



WW domain binding protein-1 (ORF) 



XIST 



annexin A1 1 (ANXA1 1 gene) 



X59434 



X75684 



NM 003292.1 



D84145.1 



U79457.17 



X56196 



AJ278465.1 



ATPase, Na IK transporting, beta 3 polypeptide NM_G01679.1 
(ATP1 B3= sodium/potassium-transporting ATPase beta- 
3subunit= U51478(ORF) 



channel-like integral membrane protein (AQP-1) 



citrin (SLC25A13) 



X-linked phosphoglycerate kinase 



aldehyde dehydrogenase 6 (ALDH6) 



aldehyde reductase 



dTDP-D-glucose 4, 6-dehydratase 



platelet-type phosphofructokinase 



MKP-1 like protein tyrosine phosphatase 



Gem GTPase (gem) 



U41518.1 



AF 11 8838.1 



M11968 



NM 000693.1 



J04794 



AJ006068 



D25328.1 



AF038844 



U 10550 
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■ MIOA3756a 
SEOA6196a 

1493 MIOA4241 

hfcr5129 
miob2499 

1494 SEOB3170 
MIOA5162a 
SEOA0191A 

1495 SEOA1900n 
SEOA2024a 
SEOA7145a 

1496 SEOB0949 

SEOB3564 
ncrb4951 

1497 SEOA3408a 
MIOB2701 

^ SEOA3474a 
!^ 1498fcrb0131 

ffl fcrb1715 
IS ncrc4896 
r1 1499 miob5016 

hfcr6712 
L ncrc3709 
!r: 1500 SEOA5554a 
J fcrb0425 

seoa6975 
E 1501 ncr2145 



hypoxanthine phosphoribosyltransferase (HPRT) gene, M26434 
complete cds. 



plasma cell membrane glycoprotein (PC-1 ) M57736.1 



pyrophosphatase Z48605 



acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl giSI 74388 
Coenzyme A thiolase) 



acyl-CoA synthetase 4 (ACS4) AF030655 



acyl-Coenzyme A dehydrogenase, very long chain NM_000018.1 

(ACADVL), nuclear gene encoding mitochondrial protein, 

mRNA 



L3 pigment (L3) 



leukotriene A-4 hydrolase 



API 89062.3 



J02959 



cytochrome b5 reductase 1 {B5R. 1 ) (RefSeq aa 1 e-31 ) NP_057327. 1 



ncrb3813 
ncrc0472 

1502 SEOB0386 
MIOA8031a 
seob5635 

1503 HFCR2384 

ncr7576 
MIOA2704a 

1504 SEOA9709 



mioa1216m 
hfcr6843 

1505 MIOA6969a 
ncr4531 
seob4045 

1506 seob5053 
miob0724 
seob7356 



NADH-ubiquinone oxidoreductase MNLL subunit 



ubiquinol-cytochrome c reductase, Rieske iron-sulfur 
polypeptide 1 (UQCRFS1) 



AF050638.1 



5174742 



methylene tetrahydrofolate dehydrogenase (NAD NM_006636.1 
dependent), methenyltetrahydrofolate cyclohydrolase 
{MTHFD2) = X16396.1 



aspartyl glucosaminidase (AGA) X65330 



leucine-rich repeat (LRR) protein (P37NB) 37 kDa NM_005824. 1 
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1507 MIOA1473 
ncr6113 
ncr8622 

1508 seob4645 

MIOA3702a 
ncrc0793 

1509 hfcr5207 
ncrb3985 
ncrb2274 

1510 hfcr4444 
ncrb0397 
nerd 227 

1511 SEOA0464 
FCR2049 
seob4630 

1512 seob4621 
FCR4742 

Sz hfcr2810 
y 1513 MIOA8536 



SEOA5164a 
,^2 hfcr1309 
W 1514 ncr7876 

ncrc5739 
ncrc6815 
1515 FCR7550 

SEOA6753 
p SEOA1346 
W 1516seob3731 
ncr9561 
SEOA0790 

1517 FCR0111 
FCR2289 
M1OA9046 

1518 HFCR3144 

hfcr7381 
FCR4031N 

1519 SEOA8759 

SEOB1743 
SEOA5234a 

1520 hfcr3500 



methionine syntliase reductase (MTRR) 



AF025794 



osteoblast specific cysteine-rich protein, complete cds AB008375 



pyrroline-5-carboxylate reductase 1 (PYCRl) 



S-adenosylmetiiionine decarboxylase 1 (AMD1) 



selenophosphate synthetase 2 (SPS2) 



tryptophan rich basic protein (WRB) (ORF) 



NM 006907.1 



NM 001634.3 



U43286 



NM 004627.1 



glutamic-oxaloacetic transaminase 2, mitochondrial NM_002080.1 
(aspartate aminotransferase 2) (G0T2), nuclear gene 
encoding mitochondrial protein 



eukaryotic translation initiationfactor 4E (RefSeq aa 4e- NP_001 959. 1 
86) 



GC20 protein (=AF077052 protein translation factor suil AF064607 
homologue) 



p80 protein (=M23613.1 nucleophosmin) D45915.1 



translation initiation factor 3 47 kDa subunit U94855 



ribosome binding protein 1 (dog 180kD homolog) gi4759055 
(RRBP1) 



stress-associated endoplasmic reticulum protein 1; NM_01 4445.1 
ribosome associated membrane protein 4 (SERP1) 



aminopeptidase puromycin sensitive (NPEPPS)= NM_006310.1 
AJ 132583.1 puromycin sensitive aminopeptidase (ORF) 



mioa1721a 
hfcr9097 
1521 MIOA1380a 



beta-migrating plasminogen activator inhibitor I 



M14083 
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SEOB3294 
seob5286 

1522 ncr0496 
seob5607 
ncrc0654 

1523 SEOA8374a 
FCR2753 
hfcr9508 

1524 seob6368 
fcrb1421 
fcrb0071 

1525 seob4928 
ncrc6644 
ncrb8230 

1526 hfcr0413 

SEOA6661a 
ncr7672 

1527 hfcr7769 
SEOA4537 
hfcr9509 

1528 miob1059 
hfcr6981 
fcrb2427 

1529 miob6688 
ncr1298 
MIOA5147a 

1530 seob2560 

SEOB0928 
SEOB1497 

1531 seob6572 

ncr2670 
ncr4193 

1532 SEOA8300 



SEOA8747 
SEOB1774 

1533 MIOA3857 
seob261 1 
SEOA4121a 

1534 seob4992 
miob4145 
ncrc6722 

1535 ncr2892 
hfcr7665 
ncrb0547 

1536 seob5792 
ncr1704 
ncrb6324 



calpain, large polypeptide L2 (CAPN2) mRNA 



collagenase inhibitor 



cysteine-rlch heart protein (hCRHP) 



NM 001748.1 



M59906 



U09770.1 



cysteine-rich repeat-containing protein S52 precursor AF1 67706.1 



matrix metalloprotease(ADAMTS1) mRNA, complete cds AF207664.1 



nardilysin (N-arginine dibasic convertese) (NRD1 ) NM_002525.1 



procollagen, type XI, alpha 1 (ColHal) NM_007729.1 



protease inhibitor 12 (neuroserpin) (Pi12) NM_005025.1 



proteasome (prosome, macropain) subunit, alpha type, 5 NM_002790.1 
(PSMA5) 



proteasome (prosome, macropain) subunit, alpha type, 7 NM_002792.1 
(PSMA7) mRNA, and translated products 



PROTEASOME COMPONENT C9 (MACROPAIN spP25789 
SUBUNIT C9) (MULTICATALYTIC ENDOPEPTIDASE 
COMPLEX SUBUNIT C9) 



proteasome subunit X {=X95586 MB1) 
proteinxOOOS (AD013) 
sorting nexin 1 (SNX1) 



D29011 
NM_01 3395.1 
NM 003099.1 



chaperonln containing TCP1, subunit 2 (beta) (CCT2) NM_006431.1 
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1537 seob6189 



farnesyl diphosphate synthase (farnesyl pyrophosphate NM_002004.1 

synthetase, dimethylallyltranstransferase, 

geranyltranstransferase) 



hfcr9650 
hfcr9252 

1538 ncrb1833 
SEOA7448a 
ncrc1703 

1539 hfcr0676 

hfcr7834 
FCR3069 

1540 miob5829 

miob0406 
ncrb4889 

1541 M10A3395a 
ncrb5912 
ncrc0508 

1542 ncrb3980 
fcrb1835 
ncrb8586 

1543 MIOB2116 

seob3673 
ncrb6221 

1544 SEOA3263 
seob6103 
SEOA6860 

1545 SEOB1423 
ncrb2475 
SEOA4873a 

1546 hfcr5260 
fcrb2201 
FCR4877 

1547 ncr8588 
hfcr4049 
ncrb1987 

1548 seob6291 
miob2487 
ncrb2980 

1549 SEOB2775 
miob1393 
ncrb6469 

1550 ncr0176 
SEOA0015 
SEOA1108a 

1551 miob2974 
SEOA2507 
seoa6998 



huntingtin interacting protein 2 (HIP2) NM_005339.1 



karyopherin alpha 2 (RAG cohort 1 , Importin alpha 1 ) NM_002266. 1 
{KPNA2) 



nuclear localization signal deleted in velocardiofacial NM_003776.1 
syndrome (NLVCF) 



signal recognition particle (SRP), 19kD protein X12791 



TRAM-like protein (KIAA0057), mRNA NM_01 2288.1 



ubiquitin-activating enzyme E1C (homologous to yeast gi4507764 
UBA3) (UBE1C) 



AE-binding protein 1, AEBP1 



alternative splicing factor 



amplified in osteosarcoma (OS-9) 



bromodomain-containing 2 (BRD2)= KIAA9001 



CCAAT-box-binding transcription factor (CBF2) 



c-Cbl-interacting protein (CIN85) 



c-myc transcription factor (puf) = M36981(ORF) 



FUSE binding protein 3 (FBP3) 



D86479 



M72709.1 



NM 006812.1 



NM 005104.1 



NM 005760.1 



AF230904.1 



L16785.1 



U69127.1 
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1552 mipa9334 

ncr1381 
SEOA1102a 

1553 SEOA2361a 
SEOB0974 
SEOA4099a 

1554 SEOA0884 
BFCS0481 
ncrc9468 

1555 SEOB1758 



GA-binding protein transcription factor, beta subunit 1 NIV1_016654.1 
{53kD) (GABPB1) 



helix-loop-hellx basic piiosplioprotein (G0S8) 



myocyte-specific eniiancer factor 2A (MEF2A) 



LI 3391 



U49020 



retinoblastoma-associated protein RAP140 (=KiAA1105) AAD55098.1 



ncr4836 
ncr2893 
1556 SEOA4332a 

hfcr4612 

ncrc3500 
K 1557 miob3953 
% ncr2798 

ncrc4472 
fi 1558seob4819 

seob4917 
,2 SEOB3597 
jti 1559 SEOA3101a 

ncrc6589 
;U FCR2913N 
Jr! 1560 ncrb6699 

SEOA0925 
^ seob6054 
y 1561 SEOB0991 
^ hfcr9164 

l\/ilOA5915a 

1562 IVIiOA3688a 

SEOA3843 
seob4127 

1563 ncr4113 
hfcr9303 
fcrb1767 

1564 SEOA8716 

hfcr0960 
ncrc3630 

1565 SEOB0922 
HFCR3226 
fcrb2206 

1566 seob5558 
miob4645 
ncrc9716 

1567 SEOA8424 



retinoblastoma-binding protein 4 {RBBP4) =X74262 NIVI_005610.1 
RbAp4d 



ring finger protein 1 1 (RNF1 1) 



ring finger protein 14 (RNF14) (=HFB30) 



T-box transCRiption factor (Tbx15) 



NIVI 014372.1 



NM 004290.1 



AF041822 



tliyroid hormone receptor interactor 11 (TRIP11) (=Golgi- Nl\/I_004239.1 
associated microtubule-binding protein) 



ttiyroid receptor Interactor (TRIPS) 



L40410.1 



transCRiptional activation fector TAFII32 (=AF1 51 895 U21 858 
CGI-137 protein) 



transducin (beta) like 2 (TBL2) 



Y-linked zinc finger protein (ZFY) gene 
(=DKFZp434F2311) 



ZINC FINGER PROTEIN 135 



NM 012453.1 



AF1 141 56.1 



spP52742 



ZNF01 and HUM0RFKG1B genes, partial sequence AF205588.1 



nCLI gene 



X85032.1 
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nnioDo4^2 










iviiUAODoya 










lOOo SeOD479o 


endoplasinic reticulum lumenal Ca2 binding protein 


Ar 2 16292.1 


3 






grp78 








nrcro7o4 










CO 

mioDUToo 










1669 l\/IIOA2173a 


hnRNP-E2 (poly(rC)-binding protein 2 (PCBP2)) 


X78136 


3 




FCR2490 










rLrKbzyZ 










1570 mioa9328 


leukophysin (LKP) = Nlvl_001 357.1 DEAD/H box 


U03643.1 


3 






polypeptide 9 (DDa9) 








oEOA242oa 










ncrl7l4 










1571 lvllOA8346 


polyadenylate binding protein(TIA-l) 


M77142 


3 




rOR22Uo 










ncrc2424 










1572 SEOAHOOa 


PR264 


X75755 


3 




ncrDoo/o 








PI 


ncrDD24o 










1573 seob3892 


seryl-tRNA synthetase (SARS) 


NM__006513.1 


3 




SEOB3224 










fcrb1040 










1574 seob5762 


small nuclear ribonucleoprotein D1 polypeptide (16kD) 


NM_006938.1 


3 






(SNRPD1) 






lii 


MIOA7265a 










MIOA6942a 








PI 


1575 hfcr6993 


small nuclear ribonucleoprotein polypeptide F (SNRPF) 


NM_003095.1 


3 




nrcr92 / 2 










ncrc5568 










1576 SEOd3415 


splicing factor 3b, subunit 1, 155kD (SF3d1) 


Nlvl_01 2433.1 


3 




ncr9313 










ncrc3338 










1577 hrcr2850 


splicing factor, arginine/serine-rich 9 (SFRS9) 


NM_003769.1 


3 




hfcr3920 










hfcr7012 










1578 hfcr9014 


breast cancer-associated gene 1 protein (BCG1 


AF126181,1 


3 




FCR7559 










fcrb2241 










1579 FCR4128 


cartilage-associated protein (GASP) 


AJ006470 


3 




FCR5831 










FCR5366 










1580 ncr7973 


DC2 (DC2) 


AF201 937.1 


3 




ncrb8380 










ncrc3145 










1581 SEOA0848 


T-cell gamma receptor locus 


API 59056.1 


3 




ncrDziUo/ 










ncrb2188 










1582 seob6492 


28 kDa heat shock protein 


Z23090.1 


3 




hfcr6798 










seoa1568m 










1583 miGb1134 


ALEX1 protein (LOC51309) 


NM_016608.1 


3 
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seoa7833a 
miob1442 

1584 SEOA4174a 

ncrc0461 
SEOA2429a 

1585 hfcr1127 

FCR2442 
ncrc1129 

1586 hfcr0691 
hfcr1675 
hfcr4341 

1587 MIOB2668 
hfcr6918 
ncr9191 

1588 MI0A1 735 
MIOA2161a 
MIOA4922a 

1589 miob5840 

seob5447 
SEOA3472a 

1590 miob5437 
ncrc9237 
mioa7880 

1591 SEOB0685a 
SEOB1495 
ncr5226 

1592 hfcr7341 
SEOA8883 
ncr2874 

1593 ncr3673 

ncr9659 
miob3116 

1594 hfcr4007 
fcrb1450 
hfcr9907 

1595 MIOA8739 
SEOA3006a 
seob4780 

1596 SEOA2823 
M10A3493a 
SEOA6291 

1597 SEOB1273 
miob3173 
hfcr6067 

1598 SEOA3544a 
ncrc5775 
SEOA3588a 

1599 ncrc3233 



LIM and senescent cell antigen-like domains 1 (LIMS1) NM_004987.1 
=U09284, PINCH protein 



coatomer protein complex, subunit alpha (COPA), mRNA NIVI_004371.2 



endoglin (Osier-Rend u-Weber syndrome 1 ) (ENG) NM_0001 1 8.1 



tetraspanin TM4-A 



ERCC5 excision repair protein 



API 33423.1 



L20046 



MHC class II lymphocyte antigen beta-chain (HLA-DPB1) M28202.1 



thioredoxin-like (TXNL2) 



Apg12 



calponin 3, acidic (CNN3) 



gi5730103 



BAA36493.1 



NM 001839.1 



capping protein (actin filament) muscle Z-line, alpha 1 NM_006135.1 
(CAPZA1), (=capping protein alpha subunit isoform 1) 



CGI-101 protein (LOC51009) 



CGI-114 protein (=DKFZp566E144) 



CGI-123 protein 



CGI-129 protein 



CGI-142 protein 



CGI-151 protein (RefSeq aa 6e-51) 



NM 016041.1 



AF1 51 872.1 



AF151881.1 



AF151887.1 



AF151900.1 



NP 057165.1 
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nerd 607 
SEOA5310a 

1600 SEOA5685a 
MIOAUSO 
SEOB1070 

1601 SEOA7546a 
seob6031 
ncrb1874 

1602 seob4735 
miob0668 
ncr7132 

1603 MIOA6833a 
MIOA8088 
ncr5291 

1604 miob4957 

ncrb5183 
MIOA5605a 

1605 SEOB1793 
fcrb1435 
mioa9263 

1606 HFCR3209 
fcrb2677 
ncr7697 

1607 MIOA6656a 
FCR3833 
MIOB1583 

1608 ncr9502 



CGI-24 protein 



CGI-29 protein 



CGI-86 protein (LOC51635) 



cytoplasmic dynein intermediate chain 1 



AF1 32958.1 



AF1 32963.1 



NM 016029.1 



AF1 23074 



FRA3B common fragile region, diadenosine tripliosphate AF020503.1 
liydrolase (FHIT) 



LIC-2 dynein light intemnediate chain 53/55 



sorcin (SRI) 



collagen type IV alpha 1(C0L4A1) 



U15138.1 



LI 2387.1 



M26576 



fibrinogen-like 2 precursor;fibroleukin (RefSeq aa 2e-74) NP_006673.1 



ncrb5084 
ncrc3020 

1609 hfcr2963 
hfcr7574 
hfcr7971 

1610 SEOA8945 
ncr6704 
ncr8468 

1611 hfcr6129 
ncrG3934 
ncrc1661 

1612 MIOA7482a 
ncr2391 
ncrb2422 

1613 miob6625 
ncrb5035 
MiOA7037a 

1614 FCR0793N 
ncr7869 
FCR0431 

1615 seob7578 
SEOA8825 
hfcr0576 



glypican 1 (GPC1) 



glypican 4 (GPC4) 



laminin, beta 2 (laminin S)(LAMB2) mRNA 



sarcospan (Sspn) 



AHNAK nucleoprotein 



crystallin, zeta (quinone reductase) (CRYZ) 



NM 002081.1 



NM 001448.1 



NM 002292.1 



AF1 20276.1 



M80902.1 



capping protein (actin filament), gelsolin-iike (CAPG) M94345 



NM 001889.1 
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1616 MIOA7218a 
ncr0591 
MIOA5718 

1617 hfcr0476 



nnioa0567a 
hfcr0475 

1618 MIOA7361a 

SEOA3664a 
FCR2669 

1619 SEOB2966 
ncrc2128 
seob5844 

1620 hfcr1304 
fcrb2687 
hfcr8261 

1621 MIOA6721a 
ncrc6732 
hfcr4162 

1622 SEOA2786 
MIOA8718 
ncrb6071 

1623 SEOA6238 
MIOA3390a 
SEOA9771 

1624 SEOA6510a 
ncrc6457 
miob6595 

1625 hfcr0543 
hfcr3760 
fcrb0040 

1626 SEOB0745 
FCR0882 
SEOB1812 

1627 seoa4922a 



ncrc0984 
ncrc6756 

1628 seob7209 
FCR1486 
ncrc6497 

1629 hfcr9362 
ncrc6257 
ncrc0778 

1630 hfcr2803 
hfcr2938 
FCR0706 

1631 FCR4604 



dystrophin (DMD) 



M18533 



keratin 10 (epidermolytic hyperkeratosis; keratosis NM_000421.1 
palmaris et plantaris) (KRTIO)mRNA ={ acidic keratin- 10 
)=( keratin 1 0 type I intermediate filament ) 



protein 4.1-G, erythrocyte membrane protein (clone AF054999 
24719) 



myosin phosphatase target subunit 1 (MYPT1 ) D87930. 1 



non-muscle alpha-actinin U48734.1 



nonmuscie myosin heavy chain (NIVIHC) M31013 



tropomodulin (TMOD) M77016 



nuclear pore complex protein hnupl 53 Z25535 



TIP120 (=AB020636 KIAA0829) D87671 



angiotensin receptor-like 2 (AGTRL2), mRNA NM_005162.2 



B4-2 protein U03105.1 



diazepam binding inhibitor (GABA receptor modulator, Hs.78888 
acyl-Coenzyme A binding protein) (DBI), mRNA 
/cds=(0,314) /gb=NM_020548 /gi=1 0140852 
/ug=Hs.78888 /len=537 



glucocorticoid receptor (GRL) gene U80947. 1 



glutamate dehydrogenase 1 (GLUD1) NM_005271.1 



Hindlll K4L ORF (HU-K4) NM_01 2268.1 



inositol 1 ,4,5-triphosphate receptor, type 3 (ITPR3) U01 062 
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ncrc^u iz 










rLrK7029 










Iboz MIUAoloia 


• 

insulin receptor substrate-2 (IRS2) 


Ar 0733 10 


3 




ncio loo 










ncrlooo 










iDoo ncrDoUo4 


interleukin 11 receptor, alpha (IL11RA) 


Nlvl_004o12.1 


3 




TCruZUo 1 










TcrDzu / o 










1004 TcrDuy/z 


leptin receptor gene-related protein (HSOBRGRP) 


NM_U17o2o.1 


3 




ncr/ooo 










. ncrcouOo 










iDoo ocUdOoIo 


multiple membrane spanning receptor TRC8 {TRC8) 


AF0o4o01.1 


3 




ncr M / z 










SEOB30U4 










Ibob MIUAzolba 


orphan G protein-coupled receptor (RDC1) 


U67784 


3 




ncroiouo 










btUAySlz 










ibo/ seoD/ooo 


regulator of G-protein signalling 2, 24kD (RGS2) 


NM_002923.1 


3 




ncr/ Uzo 










seob6515 










1638 ncrc5317 


regulator of G-protein signalling 5 (RGS5) 


AF1 59570.1 


3 




ncrc3408 








111 


MIOA6502a 










1639 SEOB0321 


retinoic acid repressible protein (RARG-1) 


AF1 72066.1 


3 




SeODDU IZ 

ncryyoz 








5[ 


1640 seoD406o 


SGRF 


AB030001.1 


3 




hfcr6648 








ni 

m 


nfcr7052 










1641 ncrc0288 


transforming growth factor, beta receptor III (betaglycan, 


NM_003243.1 


3 






SOOkD) {TGFBR3), mRNA 








ncrc27o4 










ncrc9160 










1642 ncr7904 


14-3-3 gamma 


AB024334.1 


3 




ncrb2918 










ncrc7168 










1643 IvllOA7169a 


cAMP-dependent protein kinase subunit Rll-beta 


M31158 


3 




MIOA720oa 










SEOA6076a 










1644 seob4192 


CDC-like kinase (CLK) 


NM_004071.1 


3 




nrcr/oiy 










ncrc4yyi 










1645 SEOB2185 


mitogen-activated protein kinase 14 (MAPK14) 


4503068 


3 




ncrc6818 










IVIIUr\004Z 










1646 miob0175 


protein kinase, cAMP-dependent, regulatory, type 1, alpha NM_002734.1 


3 






{tissue specific extinguisher 1) (PRKAR1A) 








mioa7804a 










seoa7838a 










1647 hfcr3834 


Ser/Arg-related nuclear matrix protein (plenty of prolines 


NM_005839.1 


3 



101-like) (SRM160)(ORF) 

ncrb3267 
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ncro4u7 








1d4o ncr42l2 
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o 1 rase-activating protein ras p2i (KAoA; ivi2oo/ y 
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hfcr3695 
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1651 lvllOA3060a 


rao 1 la o 1 rase Mruuuzo i 
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miODb/U/ 








obUAoDDza 








1652 seob2308 


raoo o 1 rase-aciivating protein, non-caiaiytic suDunii rsiivi^u 124 14. 1 
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(150kD) (RAB3-GAP150)(ORF) 






MIOA72o3 








MIOA3092a 








1653 miob6401 


ralA binding protein 1 (KALBrl) NM_UUb/oo.l 


o 
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ncrc4oio 








seOD6454 






Ifl 


1qo4 ocUA4ooD 


ras-reiatea Yr 1 1 protein (UKr) rn4/o 


Q 

o 




ivllUA22Uoa 








SEOA4373a 








1655 MIOB2645 


signal transduction protein (SH3 containing) (EFS2) gi5031680 


3 




— . I-.AAA^ 

ncrb2221 








ncr8639 








1656 miob5892 


LrLr cnenrioKine gene cluster ArUoo2Ty,i 


Q 

o 


iil : 


ntcr 1 / 1 2 








ncr4yoo 








1657 hTcr8385 


EGR1 gene for early growth response protein 1 (=zinc AJ243425.1 


o 

o 






ringer proieinj^— iranscripuon lacxor n 1 r\ \ \jo) 






ncrD4i70 








nicry y4 / 








1658 MIOA4632a 


growth aiTTerentiation tactor iu (bUriU) -1)49492 - Done Nivi_u049o2.i 


o 

o 






morpnogeneuc protein-oo 






mioa0557a 








mioDUo/o 








1659 ncrb3903 


quiescin uo (QSCNd)(= bone-denved growth factor Nlvl__002o2o.l 


o 
o 






(DH(jr-1 )) 






fcrb1657 








ncrc6280 








1660 MIOA8796 


oDF2 D50645 


3 




r"/^n A^A A 

FCR0639 








MIOB2105 








1661 SEOB1213 


seCRetory growth factor-like protein fallotein Ar09l 434.1 


o 
o 




seob4844 








SeOD4ooo 








1662 seob3751 


uncharacterized bone manrow protein BM036 NIVI^OI 8453.1 


3 






(BM036),(ORF) 






ncrc5385 








ncrb0788 
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1663 ncr1494 

ncrb1217 
ncrb3121 

1664 hfcr8864 
hfcr7510 
FCR4026 

1665 seob4095 



WNT1 inducible signaling pathway protein 3 (RefSeq aa NP_003871 . 1 
5e-38) 



ADP-ribosylation factor-like 2 (ARL2) 



NM 001667.1 



ARP2 (actin-related protein 2, yeast) homolog (ACTR2) NM_005722.1 



hfcr7541 
ncrb6807 

1666 SEOA0840 
hfcr2643 
FCR2504 

1667 SEOB1238 
MIOA2093 
MIOA2301a 

, , 1668 ncrb7027 

S MIOA5357a 
!g MIOA5595a 
fZ 1669 seobeOGO 



beta-catenin 



X87838 



Ca2-activated neutral protease large subunit (CANP) M23254.1 



calcium/calmodulin-dependent serine protein kinase NM_003688.1 
(MAGUK family) (CASK) 



hHDC for homolog of Drosophila headcase (LOC51696) NM_016217.1 



ncrb5295 
seob7394 

1670 miob3693 
ncrb4515 
ncrc0296 

1671 SEOA7893a 
MIOA8196 
SEOA8402a 

1672 MIOA5608a 
ncr9763 
ncr9039 

1673 seoa7808a 



MAX-interacting protein 1 (MXI1) 



Opa-interacting protein 01P2 



Sprouty 2 (SPRY2) 



NM 005962.1 



AF025438 



AF039843 



P0M121 membrane glycoprotein (rat homolog)-like 2 Hs.8198 
(P0M121L2), mRNA/cds=UNKNOWN /gb=NM_033482 
/gi=1 571 8529 /ug=Hs.8198 /len=1 54066 



seoa4956a 
seoa4985a 

1674 miob3705 

ncrb0230 
mioa7783a 

1675 ncr2591 
ncrb1534 
nerd 274 

1676 miob1350 
ncr3314 
ncrb2448 

1677 SEOB1449 
ncrc6787 



voltage-dependent anion channel 2 (VDAC2), nuclear 
gene encoding mitochondrial protein 



alpha-parvin (PARVA) 



claudin-12 gene(CLDN12) 



C-type lectin 



NM 003375.1 



AF237771.1 



AJ250713.1 



BAA95671.1 
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R/llO AC>1 Qyl<^ 

ivllUAD4o4a 










ib/o obUA4ooDa 


integrin, alpha subunit 1(0RF) 


Abo/4z 


Q 
O 




ncroU/ 1 










ncr7b44 












iniegnn-iinKea Kinase (iLt\; 


U4UZoZ 


0 




nTCr04DD 










riTcryyyo 










loou nicrDOuy 


pOQOCaiyXin-IIKe ^r^UALJ 


MM ^^^^'^Q7 1 


Q 
O 




IVIIwDZ lUf 










mioD4 / lb 










Ibol MIUAU4ym 


syntaxin 7 


u/ /y4z 


o 




MIUAoUoba 










ncrcboz / 










10o2 ocOdU047 


UNA depenaent A I rase and helicase (A I ka) 


1 1700*30 O 

Urzyoo.^ 


o 
0 




ncr4b93 










ncr369o 










looo FCKolol 


nistone HI (0) 


AUo473 


3 




FCKo945 








13 


nfcryyz/ 










1oo4 SEOA2o47n 


nistone ri2A.Z- M37oo3 


A5231 7 


3 




MIOA1 249 










MIOA622oa 








'■y 


1685 rCR5958 


histone H2B 


AJ2233d2 


3 




fcrb1941 








;i s 


Tcrbl9o0 










IDOD obOAob/O 


non-histone chromosomal protein HMG-14 


Mzlooy.l 


o 




CR071o 










miob5080 










1687 SEOA9140 


cdk inhibitor p21 binding protein (TOK-1),(ORF)= 
Ad040450.1 


NM_016567.1 


3 


l£l 


ncrcooib 










nTcrD04l 










looo ncrb5737 
ncrc4oib 
ncrb27o7 


cyclin L ania-oa (RefSeq aa le-oo) 


NP_0d47uo.1 


3 




1689 FCK2417 


GTP-binding protein (HSR1) 


L256o5 


3 




FCR5127 










rUKb/^Uo 










1690 SEOA1169A 


GTP-binding protem(=KIAA0741) 


AJ00d412 


3 




§£062937 










ncro440 










1691 SEOA9539 


caspase 4, apoptosis-reiated cysteine protease (CASP4) 
(ORF) 


NM_001225.1 


3 




ncrb1295 










ncroyyz 










1692 MIOA6659a 


inhibitor of apoptosis protein 2 


U45879 


3 




SEOA1 352 










MIOA2160a 










1693 ncr4208 


polymerase (RNA) II (DNA directed) polypeptide K 
{7.0kD) (P0LR2K) 


NM_005034.1 


3 




ncr2058 










ncr6110 
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1694 SEOB0085 

SEOB1298 
seob5123 

1695 SEOA4587 



inhibin, beta A (activin A, activin AB alpha polypeptide) NM_002192.1 
(INHBA) 



NCK adaptor protein 1(NCK1)=X17576 melanoma NM_006153.1 
mRNA for nek protein, showing homology to src (ORF) 



miob1334 
ncr8026 
1696 HFCR3154 



tumor suppressing subtransferable candidate 4 (TSSC4) 5032204 



m 



hfcr0342 
HFCR3142 

1697 miob4668 

fcr6124n 
hfcr0610 

1698 ncrb2916 
ncr1455 

ncrc2135 

1699 ncrb6936 
fcrb1926 

f\ ncrc4302 

1700 SEOA6698a 
SEOA7089a 
SOA0134 

% 1701 MIOA4827a 
;f! mioa9515 
Eh l\/IIOA4941a 
5« 1702fcrb2430 



fcrb2379 
miob601 1 

1703 ncrc2133 
ncr5924 
ncrc4645 

1704 SEOA1483n 
ncrb2466 
hfcr0687 

1705 SEOA7251a 
miob4679 
miob4950 

1706 ncrc5804 
ncrc9582 
seob0992 

1707 SEOA1750a 
seob5110 
SOA0209 

1708 mioa9246 
hfcr7792 



ASCL3; CEGP1; C11orf14. C11orf15, C11orf16 and AJ400877.1 
C11orf17 



brain cDNA, clone:QnpA-18828 



AB049881.1 



brain-specific STE20-like protein kinase 3 (STK3) AF083420. 1 



DD6A4-1 



expressed only in placental villi, clone SMAP47 



AF034237 



AB019564 



hypothetical gene supported by l\/129548; X03558; XM_059967.1 
X16869; BC010735; BC014224; BC014377; BC014892; 
BC015777; NM_001402; NM_001403 (LOCI 38328), 
mRNA 



hypothetical protein (RefSeq aa 4e-65) 



KIAA0160 



KIAA0594 



KIAA1128 protein, partial cds 



PCTAIRE2 



PRO0989 



NP 055701.1 



D63881 



AB011166 



AB032954.1 



AB005540 



AF1 16614 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 187 of 312 



ncrc2484 

1709 ncrc0742 
miob2526 
ncrb8760 

1710 seoa8092 



ncrb1899 
seoaSOgi 

1711 MIOA8716 
hfcr2906 
nerd 952 

1712 hfcr2731 
seob5048 
nerd 665 

1713 MIOA8183 
ncrb1891 
ncrc3219 

1714 FCR1068 

FCR5778 
seob2327 

1715 hfcr7438 
SEOB1783 
mioa9741 

1716 MIOA0647 
miob0441 
MIOA6552a 

1717 ncrb3498 



MIOA4572a 
nerc6974 

1718 SEOA7334a 

fcrb1837 
hfcr6866 

1719 hfcr7553 
ncrc0455 
hcrc3072 

1720 SEOA2996a 
BFCW0493 
seob8293 

1721 seoa4896a 



mioa9820 
miob6796 
1722 seob8246 
SEOA8728 
SEOA2874 



PR02221 (RefSeq aa 1e-34) 



NP 061094.1 



putative breast adenoearcinoma marker (32kD) (BC-2), Hs.12107 
mRNA /cds=(129,797) /gb=NM_014453 /gi=7656921 
/ug=Hs.12107 /len=903 



transposon-like element 



WSB1 isoform2(WSB1) 



ATP cassette binding transporter 1 (ABC1) 



l\/I23161 



AF240696.1 



AF165281.1 



beta-1,4-galactosyltransferase (=038551 hypothetical D37790 
protien (KIAA0078)) 



UDP-N-acetyl-alpha-D-gaIactosamine:polypeptide NIVI_004481 . 1 



long-chain acyl-CoA synthetase D1 0040 



cytochrome b-245, beta polypeptide (chronic NM_000397.2 
granulomatous disease) (CYBB), (= X-CGD gene 
involved in chronic granulomatous disease located on 
chromosome X) 



eukaryotic translation initiation factor 3, subunit 2 (beta, gi4503512 
36kD) 



Sec31 protein 



DNA-binding protein (CR0C-1B) 



AF1 391 84.1 



U39361 



ring finger protein 13 (RNF13), mRNA /cds=(1 51, 1296) Hs.6900 
/gb=NM_007282 /gi=6005863 /ug=Hs.6900 /len=2339 



SPR-2 mRNA for GT box binding protein 



X68560.1 
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1723 ncr4337 
ncrc6589 
ncrb8712 

1724 hfcr5045 
SEOA9755 
SEOA9781 

1725 ncrb5537 
ncrb5865 
ncrc9619 

1726 ncr9639 
ncrc5162 
ncr1475 

1727 FCR3615 
seob4570 
M10A8946 

1728 FCR2442 
ncrc1129 
hfcr1127 

1729 SEOA6612a 
miob4096 
ncrb7369 

1730 hfcr0618 
hfcr7643 
miob0776 

1731 hfcr9881 
fcr3676n 
fcrbllOl 

1732 SEOA9082 



T-box15(Tbx15) 



zinc finger protein 207 (ZNF207) 



cargo selection protein TIP47 (TIP47)(=PP17) 



coatomer protein (CORA) 



CGI-43 protein 



novel RGD-containing protein {WS-3) 



CDC42-binding protein Icinase beta (DIVIPK-like) 



NM 009323.1 



NM 003457.1 



alpha-2-macroglobulin precursor (RefSeq aa 1 e-56) NP_000005.1 



transmembrane 4 superfamily member 6 (TM4SF6) NM_003270.1 



AF057140 



U24105 



AF1 51 801.1 



NM 006571.1 



XM 040911.1 



Rab5 GDP/GTP exctiange factor liomologue (RABEX5) NM_014504.1 



hfcr5205 
nerd 171 

1733 FCR2107 

BFCW0140 
fcrb1267 

1734 FCR3276 
CR0740 
FCR5880 

1735 seob5962 



SOA0608 
SOA0604 

1736 ncrc1231 
ncrc5518 
ncr6302 

1737 ncrb1584 



heparin-binding neurite outgrowtfi promoting factor S601 1 0 
(genomic sequence) 



paratiiymosin M24398 



calcium-binding protein in macrophages (MRP-8) X06234.1 
macrophage migration inhibitory factor (IVIIFj-related 
protein(S100 calcium-binding protein A8 (calgranulin 
A))(= cystic fibrosis antigen (CFAg)) 



membrane nucleoside transporter (RefSeq aa 8e-89) NP_055528.1 



pinin, desmosome associated protein(RefSeq aa 7e-34) NP_002678.1 



ncr7530 
ncrc1633 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 189 of 312 





1738 ncrc5369 


high-mobility group (nonhistone chromosomal) protein 14 NM_004965.1 


3 






^riivio 14^ 








nTcr^yoD 










ncrc/1 / 1 










1 / TClDU 1 / 1 


Kuui gene, exons i, o,4, o, o, /, o, y, lu, n, iz, io, 
i4, complete cas— rio/o4| ocll OYLrLt 


uuuoyi .1 


O 

o 














DrOWUoo^ 










T /4U nTCno / 0 


ArD/tKOO-o-iiKe protein 


V-l 7 A AO. A 


o 




nTCrooUo 










nTcru4D7 










1741 otUA2o74 


GT box binding protein (orR-2) 


XdoodO 


o 




onir^ A 0700 










seob8246 










1 r4z ncn foo 


ribosomal 45S pre rRNA gene 


X82564.1 


Q 

o 




ncrc5255 










nrrh7Rin 












nap structLire-speciric enaonuciease i ^rtiNi mKiNA 


IMIVI^UU41 1 1 .0 


o 
o 


u ; 

i^- 


riTcroDyn 
nrcroyzz 








m 




postmeiotic segregation increased (S. cerevisiae) 2 
(Ketoeq aa ie-o7) 


NP_000o2o.'1 


o 
o 




ncrD479o 










^ _^07 >l C 

ncrc274o 








ill 


1 / 40 TClDU 1 y4 


eukaryotlc translation elongation factor 1 alpha 1-like 14 


NM_001403.1 


z 






(EEF1A1L14) 








fcrb0386 










1 /4b oLUA4Uo1 


ribosomal 28S RNA 


M11167 


2 




ncroDoz 










1 / 4 / ncr40zz 


zinc-finger, splicing (RefSeq aa 4e-74) 


NP_005446.1 


o 

z 




ncro37D 










1748 seob6670 

MlUAo/Zo 


DNA repair helicase (ERCC3) 


M31 899.1 


2 




«i7vin uf,>%v>i >ico 
1749 nTCr44D2 


minichromosome maintenance deficient (S. cerevisiae) 3 Nl\/I_002388.2 


2 






(MCM3) 








rv^r\uy i o 










I /ou mioDbiz4 


NRF1 protein (NRF1)= non-functional folate binding 
protein 




2 




ncro 1 luy 










! f ol obUDZoU/ 


RNA binding motif, single stranded interacting protein 1 
(RBMS1) 


gi8400721 


2 




ncrD703 










1752 ncr8709 


beta-netrin 


AF278532 


2 














1753 SEOA7553a 


kinesin (heavy chain) 


X65873 


2 




nur/ ou 1 










1754 ncr6881 


bamacan (RefSeq aa 1e-76) 


NP_005436.1 


2 




ncrb1740 










1755 hfcr5232 


cartilage oligomeric matrix protein (COMP) 


NM_000095.1 


2 




hfcr7454 










1756 FCR7199 


collagen type X alpha l(COLIOAI) 


X72580 


2 
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miODDOOD 








\ (oi riTcruu / 4 


cnemoKine-like factor 1 (OKLFI) 


AF096895.1 


2 


riTcrui (\j 








1 fOo miODo41 1 


. ... 

ecotropic viral integration site 2 A (EVI2A) 


NIVI_014210.1 


2 


ncrD44bu 








1 r Dc^ mIODOZZO 


apopiosis inniDiior (itA-iL) gene 


ArU/1o9b.1 


Z 


llTLrlZO 1 0 










fructose 1,6-diphosphate aldolase A 


MZ1 190 


2 




(-AOozob, Mil obO.Al z447) 














17d1 obCJAD47Ua 


UDP-GaiN Ac. polypeptide N- 


\/QCf\A O 

X80018 


2 




acetyigalactosaminyitransferase {T1 ) 






miOD4741 








1 /OZ rOK40/U 


NADH:ubiquinone oxidoreductase B15 subunit 


A cf\ A Anc^ 

AF044957 


2 




(mitochondrial) 






OCC/Mf u/za 








t fOO mlODO/ lo 


aspanaie Deia-nyoroxyiase (AoKny 


KllVil f\f\A*iAQ A 

IMIV!_UU4o1o.1 


z 


rOR21oO 








1 f 04 otuAzzuya 


Tragne a ineniai retaraaiion protein i nomoiogue i-aki 


Uzolbo 


2 


bbOAzooo 








l7oo miODDOZl 


protein disulfide isomerase related protein (ERp72) 


tr\cr\A c A 

J05016.1 


2 




(clone pA3) 






FCR5687 








1766 seob4035 


ubiquitin specific protease 16 (USP16) 


NM_006447.1 


2 


ncrb704o 








1767 nniob1827 


retinoblastoma-like 2 (p130)(RBL2) 


NM_005611.1 


2 


ncroiol 








1768 ncr4474 


U6 snRNA-associated Snn-like protein 2e-32 


NP_036454.1 


2 


ncroUbi 








17b9 ocOAOOlO 


autoantigen 


L05425 


2 


cr'D7rif;'i 
rUK/UoT 








1770 hTCnoOD 


microtubule-associated protein 4 (MAP4) 


NM_002375.1 


2 


L/KUU44 








A~7~7A rr\\r\W7C\f\CX 

\ ( {\ mioD/uuy 


Kbri-iiKe protein (LULtoi /4Z} 


lNM_01bo74.1 


2 


ncr0690 








1772 ncr4194 


glioma pathogenesis-related protein (GliPR) 


U 16307.1 


2 


SEOA9423 








«1770 OCi^DOOOH 

1773 ocOBOzzI 


SMT3 (suppressor of mif two 3, yeast) homolog 1 


Nlvl__006936.1 


2 




(SMT3H1) 






miOb5747 








1774 miob3955 


surface glycoprotein 


Z50022.1 


2 


ncrb6903 








1775 SEOB3517 


tetratricopeptide repeat domain 1 (TTC1) 


NM_003314.1 


2 


ncrc2641 








1776 hfcr9287 


ATPase, vacuolar, 14 kD (ATP6S14) 


NM_004231.1 


2 


hfr»r7QQQ 

nTcr/yoy 








1777 seob8301 


solute carrier family 20 (phosphate transporter), member 


7382462 


2 




1 (SLC20A1) (=L20859.1 leukemia virus receptor 1) 






miob6354 








1778 MIOA6093a 


glycogen phosphorylase 


Y15233 


2 



SEOA0482 
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u /y IVHUAo/yo 
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cnaperonin coniaining i ij suuunii / v^^^^ \\^\^ \ f ) 


MM (\C\f\AOO A 
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nicr 1 uyo 








17o4 obUboUyO 


ubiquitin carboxyl-terminal esterase L3 (ubiquitm 


INIM_UUb(JUz.1 


z 




thirkloctaraco^ ^1 IPMI 
iniUi6oLcrdOC^ ^UVMrnLOJ 






rv^ i i-i n O CO 
miODUzDO 








1 foO OC.\JD^OOi 


UDiCjUiLiridiiori idCior c^a ^nurnuioyouo lu ycasi uruz^ 


't/ Ov7ZO 1 


9 

z 










nTcr7704 








1 ob miODo/UU 


Vacuolar protein sorting 26 (yeast homolog) (VPS26) 


lNlVI_UU4oyD.1 


z 


miOD3413 








-ITQT AJIIO Ayf Q'1 Q*^ 

uo/ iviiUA4onoa 


cAMr responsive eiemeni Dinoing protein-iiKe ^ 


iNivi_uuionu.n 


z 




(CKEdL2) 






MIUAUiyU 








17oo obOA7Uyya 


erg protein (ets-related gene) 


Mzloob 


z 


rOKz1z7 








1 /oy riTcruouu 


r III 11 ■ ■ < 1 

ld3 gene for HLH type transcnption factor 


A/ 04Z0.1 


z 


ncrzi zo 








17Qn 


k'n innoLlilrA fartnr /'I nP'>171'^^ 
rxruppcrlIKe TdwLUl ^LVJV^Q 1 1 lO) 




9 
z 


U'^Av^O oc 

nfcrDzoD 








1791 seob3367 


THYROID HORMONE-INDUCED PROTEIN B 


Q91641 


2 




PRECURSOR (aa 9e-21, 59%) 






ncrc5021 








1792 MIOAo212a 


zinc linger transORiptional regulator (bObz4) 


M9zo44 


z 


rCKD04D 








1 /yo ncroo4i 


splicing factor, arginine/serine-rich 3 (RefSeq aa 5e-32) 


NP_003008.1 


z 


ncroolo 








1 /y4 seoDoU/o 


chronnodomain helicase DNA 


NM_001 271.1 


z 


hfcrl 886 








1795 ntcroo21 


keratocan (KERA), (=keratocan gene, pronnoter)( keratan NM_007035.2 


o 
z 




sulfate proteoglycan ) 






hfcr4ui4 








1796 nicr9o42 


beta tropomyosin (TPM2) gene 


AF209746.1 


z 


nTcr972o 








17Q7 hfr^rQR99 

\ { y3 i ^70ZZ 


muscle mRNA for embryonic myosin heavy chain 


XI 5696.1 


o 




(SMHCE) 






hfcr7948 








1798 SEOA9997 


nuclear receptor coactivator {=TRBP) 


AF245115 


2 


MIOA4295a 








1799 hfcr3398 


protein tyrosine kinase 9 (PTK9) 


NM_002822.1 


2 
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seob5981 



1800 


SEUA7555a 
MIOA7093a 


serine kinase SRPK2 


1 1 OOOO/^ 

UoSooo 


2 


1801 


miob3131 
ncr9964 


bone morphogenetic protein 6 (BMP6)(= transforming 
growth factor-beta(tgf-beta) ) 


NM_001718.2 


2 


1802 


SEOA5106a 
oLOA444oa 


cell adhesion nnolecule (CD44) 


M59040 


2 


1803 


SEOA3839 
ncr9092 


C-type (calcium dependent, carbohydrate-recognition 
domain) lectin, superfamily member 2 (activation- 
induced) (CLECSF2) (=E17140; X96719) 


4826676 


2 


1804 


FCR2821 
hfcr3039 


cyclin-dependent kinase 4 (CDK4) 


U37022 


2 


1805 


ncr9113 
ncrb7006 


WEE1 gene for protein kinase and partial ZNF143 gene 
for zinc finger transcription factor 


AJ277546.1 


2 


1806 


ncr2807 
ncrc4772 


programmed cell death 4 (RefSeq aa 7e-54) 


NP_055271.1 


2 


1807 


SEOA1770a 
FCR6285 


130 kD Golgi-localized phosphoprotein (GPP130) 


U55853 


2 


1808 


miob0960 

ncrb0150 


ALL-1 gene 


Z69780.1 


2 


1809 


mioa9304 
FCR4952 


deleted in pancreatic carcinoma (DPC4) gene, exon 3 


AF045440.1 


2 


1810 


nniob1939 
ncr1754 


E-1 enzyme (MASA) 


AF1 13125.1 


2 


1611 


SEOA4675a 
FCR1919 


FSHD-associated repeat DNA, proximal 
region=(AK001 145) unnamed protein product (ORF) 


U 85056 


2 


1812 


miob2881 
hfcr0394 


GalNAc-T2 gene 


Y1 0344.1 


2 


1813 


hfcr0400 

A ^^^^ 

SEOA5665a 


glycolipid transfer protein (LOC51228) 


NM_016433.1 


2 


1814 


hfcr2836 
seoa7879a 


golgi autoantigen, golgin subfamily a, 3 {G0LGA3) 


NM_005895.1 


2 


1815 


ncr6232 
SEOB1770 


KIAA0068 gene 


D38549.1 


2 


1816 


miob3927 
ncrc9225 


KIAA0423 


AB007883.1 


2 


1817 


FCR3278 
miob6061 


1 Jfl A A ^^^^ 

KIAA0738 


AB018281 


2 


1818 


hfcr5383 
miob3797 


leukemogenic homolog protein (MEIS1) 


U85707.1 


2 


1819 


ncr4180 
hfcr0424 


nuclear autoantigenic sperm protein (histone-binding) 
(NASP) 


NM_002482.1 


2 


1820 


MIOB0336 
FCR5560 


p21WAF1/CIP1 promoter-interacting protein 
(=KIAA0547) 


AF265443.1 


2 


1821 


SEOA5746a 
hfcr2656 


tetracycline transporter-like protein 


D88315 


2 
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1822 ncr2486 

ncrc9462 

1823 SEOA4289a 
MIOA8965 

1824 FCR7656 
MIOA8657 

1825 ncr3782 

seoa7973 

1826 miob4126 

miob5731 

1827 miob6702 



lung type-l cell membrane-associated glycoprotein NP_006465.1 
(RefSeq aa 2e-47) 

acyl-coenzyme A:cholesterol acyltransferase (ORF) L21 934.2 

casein kinase II alpha subunit M55268 

protein tyrosine phosphatase type IVA, member 1 NM_003463.1 
(PTP4A1) 

protein tyrosine phosphatase, non-receptor type 12 NM_002835.1 
(PTPN12) 

protein tyrosine phosphatase, non-receptor type 13 (APO-NM_006264.1 
1/CD95 (Fas)-associated phosphatase) (PTPN13) 



2 
2 
2 



1828 
S 1829 

!f! 1830 
1831 



!J! 1832 



1833 

1834 

1835 
1836 

1837 
1838 



ncr0140 
miob5770 
mioa9210 
ncrb1670 

hfcr2526 
fcrb0743 

fcrb1339 
hfcr7977 

ncrb4849 
MIOA3103a 
MIOA3255a 
hfcr4176 

ncrb4057 
MIOA1848a 

SEOA7219a 
SEOB3156 
hfcr3476 
miob6797 

seob5570 
miob3360 
hfcr9600 
SEOA7086a 



ncr4929 

1839 FCR7208 
FCR0333 

1840 SEOA2345a 

MIOA2986a 



5-3' exoribonuclease 2 (XRN2) NM_01 2255.1 

APEX nuclease (multifunctional DNA repair enzyme) NP_001632.1 
(RefSeq aa 4e-74) 

carbamoyl-phosphate synthetase 2, aspartate NM_004341 .1 
transcarbamylase, and dihydroorotase (CAD) 

phosphor! bosyl pyrophosphate synthetase-associated NM_002766.1 
protein 1 (PRPSAP1) 

aldehyde dehydrogenase (ALD10), miCRosomal U46689 

low density lipoprotein-related protein 1 (alpha-2- NM_002332.1 
macroglobulin receptor) (LRP1) 

NADP dependent cytoplasmic malic enzyme (=U43944) X77244 



hyaluronan-binding protein precursor (HABP1) 

leucine rich repeat (in FLU) interacting protein 1 
(LRRFIP1) (=GCF2) 

serine-rich protein 



AF275902.1 
NM_004735.1 

AF246705.1 



EUKARYOTIC TRANSLATION INITIATION FACTOR 3 spQ14152 
SUBUNIT 10 (EIF-3 THETA) (EIF3 P167) (EIF3 P180) 
(EIF3 P185) (KIAA0139) 



translation initiation fector elF-3 pi 10 subunit 

metalloprotease/disintegrin/cysteine-rich protein 
precursor (MDC9) (=D14665 KIAA0021) 



U46025 

U41766 



2 
2 



2 

2 



2 
2 

2 
2 

2 

2 
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\QH\ Se0D0l44 


proteasome (prosome, macropainj aciivaior suDunii i 

\rr\^o aipnaj ^rOlVIt 1 ) 


INIVI_UUOZDo. I 


Z 




OIzUdIooU 












w6aK similarity lo AraDiaopsis inaiiana uDicjuiun-iiKe 
protein o (/ / /o UKrj 


UocJI to 


Z 














1 o4o IV! I u A 1 ooza 


r>iillln Q /T*! 11 'iN /— A Dn-lVlfil 7 l^lAAnR'17\ 

CUIlin o \\y\JLo) (— AdU l40l / rxlAAUDl /; 


gi40UOlD4 


Z 




riTcr 1 / / 1 










1044 seoD/^oyo 


cyciopniiin 4U 


UOOOD 1.1 


Z 




obUAiuuyn 










1845 riTcr9249 




cellular retinoic acid-binding protein 2 (CRABP2) 


l>IIVI_001878.Z 


Z 




FCR0599 










l040 rUKt)//l 


UNA DinQing protein inAM 


LJ4y / ZO 


Z 




DrOW0o42n 










104/ rnioD4ooo 


nosi ceil Tacior z ^nur-zj 


rMivi_u ioozu.1 


z 




56004^9 f 










1848 miob3798 


LIM protein (similar to rat protein kinase C-binding 

^Nr%i^^v\^\ Mi \n.n\ 

enigma; (Uiivij 


NM_006457,1 


2 




nClDO i f I 










1o4y otOAulob 


von Hippel-Lindau binding protein (VBP-1) 


1 inc7cn 


Z 




ncnzo^ 








ii-rn 


1850 nrnob3348 
ncrc2490 


heterogeneous nuclear ribonucleoprotein F (HNRPF) 


Nlvl_004966.1 


2 




1851 nFCKo197 


poly{A)-bindlng protein, nuclear 1 (PABPN1) 


gi475oo7o 


2 




ncrb2288 










1852 ntcryuoz 


Sjogren syndrome antigen A1 (SSA1) 


NM_003141.1 


2 


iii 


mI0D1o42 










1853 seob7613 


core-binding factor, runt domain, alpha subunit 2; 


NM_004349.1 


2 






translocated to, 1; cyclin D-related (CBFA2T1) 








ncrc9488 










1o04 otUAIoDZa 


membrane component, chromosome 17, surface marker gi51 74504 


Z 


f1 




2 (ovarian carcinoma antigen CA125) (M17S2) (=X76952 








ncro524 


IAI.3B; D30756 KIAA0049) 








looo MIOA70ooa 


X-ray repair complementing defective repair in Chinese 
hamster cells 4 (XRCC4) (=U40622) 


gi4507944 


2 




o cz/^ A CO no *-» 
ocUAo2u3a 










1856 miob4975 


factor 1 (C3b/C4b inactivator) 


J02770.1 


2 




miob6272 










1857 SEOB3370 


MHO class II HLA-DR-beta 


M20430.1 


2 




5bOA3192 










1858 hfcr1743 


CGI-45 protein {LOC51094) 


NM_01 5999.1 


2 




TcrDl81o 










1859 ncr3325 


golgi matrix protein GM130 (G0LGA2) (non-exact 78% 
a.a.) %FL 


AAF65550.1 


2 




ncrb7460 










loou ncryuyo 


EGF-like repeats and discoidin l-likedomains 3 (RefSeq 
aa 2e-55) 


NP_005702.1 


z 




ncrc3465 










1861 FCR0536 


fibrillin-2 


U03272 


2 




HFCR3251 










1862 seob5493 


fibulin 5 (FBLN5) 


NM_006329.1 


2 
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ncrDUoi I 










1863 hTcr2979 


microfibrillar-associated protein 1 (MFAP1) 


NIv]_00o92d.1 


2 




ncr1 1 04 










1864 ncroOoz 


actin-binding Lllvl protein (AdLIMj 


Nlvl_UUb/iy.2 


0 
Z 




ncrc4DDy 










1865 hTCr9445 


tnyroid autoantigen /Oku (Ku antigen) (bzzri) 


INI M_UU 1409.1 


2 




nTcru4^o 










looo oEOA7178a 


vinculin 


MoooOo 


2 




OCUdO 100 










1867 SEOA5239a 


cardiac myosin binding protein-C (ORF) 


X84075 


2 




MIOA4106 










1868 SEOB3462 


tropomyosin 4 (TPM4) 


Y00169.1 


2 




hfcr2715 










1869 hfcr6841 


troponin T3, skeletal fast (TNNT3) 


Nlvl_006757.1 


2 




hfcr7396 










1870 hfcr2536 


lamin B receptor (LBR) 


NM_002296.1 


2 




ncrb4988 










1871 seOD4987 


surfeit 1 (oUKFi) 


^l^y| nnoH 70 h 


2 




ncr7098 










1872 ScOAo4oo 


unc-50 related protein homologue 


ArU/ fyJoo.i 


2 




miob4351 








i 


1873 IvllOA1906a 
miob4490 


1 00 kDa coactivator 


U220OO 


2 


m 

1 I 


1874 ncr6401 


diphtheria toxin receptor (heparin-binding epidermal 
growth factor-like growth factor)(DTR) 


NM_001 945.1 


2 




ncrc6846 










1875 SEOA8609 


Fc fragment of IgE, high affinity 1, receptor for; gamma 


gi4758343 


2 




nGrb1563 


polypeptide (FCER1G) 






m 


1876 FCR7045 


fibroblast growth factor receptor (FGFR-4) 


X57205 


2 




hfcr7360 








H 


1877 ncr2015 
ncrc1236 


G protein-coupled receptor 23 (GPR23) 


NIvI_00o29d.1 


2 




1878 seob4676 


stromal cell protein isoform 


AF 126024 


2 




hfcr0344 










1879 miob3763 


mitogen-activated protein kinase kinase kinase kinase 4 

/■ a A n A 1/ A \ 

(MAP4K4) 


NM_004834.1 


2 




nmoboOol 










1880 ncr4683 


protein kinase, cGMP-dependent, type 1 (PRKG1) 


Nlvl_006258.1 


2 




MIOA8228 










1881 ncrb6337 


senne/threonine protein kinase MASK (LOC51765) 


|L|>J| nA ^IT A^ A 

NM_016542.1 


2 




ncrb8443 










1882 hfcr3690 


guanine nucleotide binding protein 10 (GNGIO) 


Nlvl_004125.1 


2 




ncr2251 










1883 SEOB0879a 


angiopoietin-related protein 


AF1 53606.1 


2 




seob5223 










1884 hfcr2846 


macrophage migration inhibitory factor (glycosylation- 
inhibiting factor)(l\/llF) 


NM_002415.1 


2 




FCR1351 










1885 SEOA9343 


uncharacterized hypothalamus protein HTMP 
(LOC55858)(ORF) 


NM_018475.1 


2 




hfcr7790 
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1 OOD roK/ 4 10 


hietrkno UOA ir/7 riant /^UIOAVA 

nisione nzA.r/z. vanani ^nzAVj 


APflft'l 109 
ArUO 1 lyZ 


9 
Z 


in.*! l*tOU 












U4 10 ID 


9 

z 


FCR1081 








1888 SEOB0046 


cyclin-D binding Myb-like protein 


AF084530.1 


2 










IftftQ hfrr44RQ 






9 










loou miouHZio 


reverse iranscripiase nurnoiuy ■ nurnan reiroLranopuson 

1 A 


pirjiooooo 


9 
z 


hfrrQQ^Q 


L\ 








A 1 r Dinaing proiein 


ADUUoof y 


z 










lo!?^ rni0DO4oD 


dL/LZ gene, exon o ana ureaKpoini region 


AC91 TOriQ •! 

ArZl /oUo.1 


z 


miODD4ZD 








1 ouo nicroo^ i 


rKr4/o 1 IvVvU SpilCmg TaClOr ^nrKr4r; 


l\llvl_UU4Dy / . 1 


z 


nicr 000 i 








1 oy4 mIOOOoO 1 


lunrior proiein uozHiKe i ( \ ruozL i ) 


INIvl__UUOZo/. 1 


z 


riTcr 1 1 \o 








loyo ruKioooN 


/-bO (gene) 


ArliZyoU 


z 


nTcr2y4o 








loyb MlUAb4/ia 


activated in tumor suppression 


AJUIzoUz.l 


0 

z 


ceo A/IQ-I i o 








ioy7 TcrDZiuo 


adipose differentiation-related protein (ADFP) 


A[vl_U4ozbb.Z 


0 

z 


. ncrc4iyo 








ioyo seoDDz/y 


ALL1 -fused gene from cliromosome Iq (AF1Q) 


NIVI_UUbo I0.1 


z 


riTcruyu i 








loyy otUblobU 


AML1 AMLIc protein (alternatively spliced product) 


U4oyby.1 


z 










lyuu miOD4yoo 


aniigen iny-uu-iu (NY-LrU-iu) 


Aruoybyz.T 


z 


^/lI^A0Q772a 

iviiL-'Azy / / a 








1 9U 1 IIOiUZf^H' 


Dr\Dr yciic iOi uiic oL^iu-uiiiuiriy piuiciri [Mrvrv. lozj 


rVDUOZ 1 u i . 1 


9 
z 


ncrDooo/ 








lyuz mioay4zy 


Deige-iiKe proiein ^DvaL) 


IVIOOOZZ. i 


z 


ncrcy4 / o 








lyUo otUA440/a 


dKUAz region- AKrz/o protein compex suDunit o4 


uouozo 


z 




(AKLro4)(UKr) 






TClDU I4U 








^Q^A QPnAn779n 

iyu4 ouvJMU/ / zn 


Drusn- 1— lumor suppressor ^— ADuzuf u/ iviMAuyuu) 


ooy / yu 


z 


ocOAl 7oza 








lyUD SeODDZ14 


D 1 region cione znu-rpi 


uu lyzo. 1 


z 


rUKbUoo 








1906 hfcr6265 


candidate tumor suppressor p33 ING1 homolog 


NM_0161o2.1 


2 




(LOC01 147) 






fcrbzzoo 










i44oo gene prouuci ^oo/o vjr\ry [L/rosopmia 


/\CUUOoUZ 


9 
z 




melanogaster] 






SEOA9365 








1908 SEOB1678 


chitobiase, di-N-acetyl- (CTBS) 


NM_004388.1 


2 


ncr2243 








1909 nerd 945 


C0P9 (constitutive photomorphogenic,Arabidopsls, 


NP_006828.1 


2 



homolog) subunit 5 (RefSeq aa 8e-74) 
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seob6224 








1910 


FCR4725 
FCR6629 


C0P9 homolog (HC0P9) 


U51205 


2 


1911 


seob7944 
SEOA9636 


cytokine inducible SH2-containing protein 3 (Cish3) 


gi6671757 


2 


1912 


SEOA1067a 
MIOA0409a 


cytokine-inducible SH2 protein 6 (CISH6) (=AB014571 
KIAAOb/l) 


AF073968.1 


2 


1913 


MIOA7347a 

SEOA9513 


DAPIT protein 


AJ271158 


2 


1914 


MIOA1603a 
fcrb2234 


Dim1p homolog (lidimi ) 


AF023611 


2 


1915 


MIOA6188a 

ncr9000 


DMA, DMB. HLA-Z1, IPP2, LMP2, TAP1, LMP7. TAP2. 
DOB, DQB2 and RINGS 


X87344 


2 


1916 


SEOB1196 

hfcr1221 


Dmx-like 1 (DIvlXLI) 


NM_00o509.1 


2 


1917 


ncr5397 
MIOA0933 


down-regulated in metastasis (DRIM) 


Nlvl_0 14503.1 


2 


1918 


seob5592 
hfcr5791 


downregulated in ovanan cancer 1 (D0C1) 


NM_014890.1 


2 


1919 


miob6904 
ncr9647 


enliancer of invasion 10 (HEI10) (=DKFZp564A0772) 


AF21 6381.1 


2 


1920 


seob6560 
FCR1653 


EXLM1 


AB006651.1 


2 


1921 


MIOA7170a 
FCR2782 


FLI-LRR associated protein-1 


AF045573 


2 


1922 


SEOA1901 
SEOB0247 


Ml 


A63657 


2 


1923 


MIOA2330a 
FCR3115N 


GA17 protein (dendritic cell protein) 


AF064603 


2 


1924 


ncrb3107 
hfcr1908 


GL004 protein (RefSeq aa 2e-34) 


NP_064679.1 


2 


1925 


SEOA8754 
hfcr7716 


glioma tumor suppressor candidate region protein 2 


AAF62873.1 


2 


1926 


ncrb3077 
ncrc0538 


guanylate binding protein 1, interferon-inducible, 67kD 
(RefSeq aa 4e-56) 


NP_002044.1 


2 


1927 


seob7614 
SEOB0210 


HDCMA18P protein (HDCMA18P) 


NM_0 16648.1 


2 


1928 


ncr3397 
hfcr9657 


HDCMC29P 


AF068295.1 


2 


1929 


miob4822 
ncrb6802 


hDj9 (=AL032657) (65% aa) 


AB028859 


2 


1930 


seob6415 
miob6582 


HepG2 3' region Mbol cDNA, clone hmd3c06m3 


D17196.1 


2 


1931 


ncr3843 
miob1954 


HP protein (HP) 


AF026219.1 


2 


1932 


SEOB1754 
ncrb8459 


HSPC007 protein 


NP_054737.1 


2 


1933 


fcrb1120 
fcrb1918 


HSPC023 protein (HSPC023), D2217 


NM_014047.1 


2 
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nTcryoo / 
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noroU4o proicin mr\iNA, ^—norozy i ) 


Ar ID l*f I 1 
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lyoo 
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ncroozo 
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noroiiD mKNA,^- auenosine o-aipnospnosugar 
pyrophosphatase (NUDT5))(= nudix (nucleoside 
uipnospnaie iinKeo moieiy A;-type moiiT o \iNUU i ojj 
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o 

£. 




lyoo 
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norulo^i (UKrj 


ArlDl4o1 


£. 
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seoDboob 
ncryzy/ 


nbrOloo protein (norUl oo) (-CUiNA rLJ1U4o9 TIS) 


rMIVI_U14 IDO. 1 


o 




1940 


ncrDU i4o 
ncrD/^ olo 


noru1o4 proiein (norU io4j 


InIVI^U !4lDy. 1 


o 
Z 




1941 


hTcri 779 
ncrci Ubo 


norOzz9 


ArlolUDO.I 


Z 




194^ 


otUA4oUza 


norLriCOU (UKr ) 


Ar 1 0 1 Uo4 


z 






OtUb ID4y 










i94o 


ocUdUuOO 






z 






ncr u 1 ooQ 










1944 


ncrc0922 


HSPC302 


AF161420.1 


2 






ncrb8183 










1945 


ncrb7329 


HT005 protein (=ariadne (Drosophila) homolog 2 


AF1 83427.1 


2 








(ARIH2))(= TRIAD1 type 1) 










ncrc9674 









1946 ncrb3348 


HT014 (HT014) 


AF221 595.1 


2 


ncrb2289 








1947 MI0A1 301m 


HYA22 


D88153 


2 


BFCS0315n 








1948 ncr2695 


hypothalamus protein HT007 (RefSeq aa 2e-64) 


NP_060950.1 


2 


miob6144 








1949 fcrb1492 


hypothetical gene (LOC1 15009) 


XM_055020.1 


2 


fcrb1373 








1950 SEOB0688a 


intergenic DNA between SURF-2 and SURF-4 


Y17214 


2 


hfcr1330 








1951 miob1967 


IRLB gene (exon5) 


X82334.1 


2 


mioa5679n 








1952 FCR1844 


ITBA1 protein 


X92475 


2 


hfcr8628 








1953 fcrb1158 


JM4 protein (JM4) 


NM_007213.1 


2 


FCR7256 








1954 MIOA7140a 


KIAA0006 


D25304 


2 


SEOB0106 








1955 SEOB1335 


KIAA0009 


D1 3634.1 


2 


seob5089 








1956 MIOA1585 


KIAA0010 


D13635 


2 


hfcr3548 








1957 FCR6847 


KIAA0017 


D13642 


2 



hfcr3575 
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tsOo ncrcH-Dy/ 


iviAAUuzo 9®''© proQUCi, ivjivio-inauciDie 9^''^ 


INIVI_U l4DoO. 1 
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lyoy roKD/uu 
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U202 / 0 
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nTcruoo^ 








19d0 ntcnoyo 


KIAA00o9 (UKr) 


UZDOIo.1 
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hfcrD77o 








1961 MIOAoooOa 


KIAA0041 


□26069 
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SEOB1589 








1962 ohUDo149 


KIAA0049 


Uo07ob.1 
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seoD/ /^OO 








lyoo mIODoHZ/ 


I/'l A AHOKQ 


MA /I C\A A~7Ci.A A 
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ncruoo i o 








iyo4 otvjDuy 10 


(\IAAUUOD 


uo 1 000. 1 
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ncrDo4Uo 








19do miODDO/O 


l/IAAArtTO rvAMA 

MAAUUf2 gene 


Uolooy.! 


2 


DrL/b04o4 








1966 lvllOA1u06 


KIAA0073 (cyclopnilin related) 


D3oo52 


2 


K*^».yl77n 

ncr4779 








1967 ncr7249 


KIAA0093 


□42055. 1 


A 

2 


ncr2212 








1968 m 1003420 


KIAA009O gene 


NM_01 4669.1 


A 

2 


SEOA8890 








1969 hfcr3962 


KIAA0105 


Nlvl_004906.1 


A 

2 


nTcr2042 








1970 SEOA7509a 


KIAA0112 


□25218 


A 

2 


ncrDiooy 








1971 FCK4722 


KIAA0117 


r^OO Af\A 

□38491 


A 

2 


ncr4515 








1972 nniob4413 


KIAA0155 gene 


NM_01 4633.1 


A 

2 


TCr4ooo 








1973 ncrD0D96 


KIAA0156 gene product (K1AA0156) 


NM_0 14706.1 


A 

2 


ncrb4398 








1974 SEOAo370a 


KIAA0161 


□79983 


A 

2 


SEOA2747 








1975 SEOA1582a 


KIAA01 78 


□80000 


A 

2 


seoD4oob 








1976 FCR4634 


i/l A A A >l 0 A 

KIAA0180 


□80002 


A 

2 


hfcr0207 








a977 nniob5940 


KIAA0183 gene 


□80005.1 


2 


MIOA7280 








1978 seob4254 


septin 2 (SEP2) 


AF1 79995.1 


2 


FCR5975 








1979 SEOA4070 


KIAA0203 


D86958 


2 


seob5582 








1980 FCR2116 


KIAA0217 


D86971 


2 


riTcryzou 








1981 ncrb6796 


KIAA0225 gene 


D86978.1 


2 


ncr7906 








1982 SEOA2499 


KIAA0227 


D86980 


2 


mioa9936 








1983 ncrb0200 


KIAA0228 gene 


D86981.1 


2 
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1984 
1985 
1986 
1987 
1988 
1989 
1990 
1991 
1992 
I 1993 
5 1994 

'■^ 1996 
?3 1997 



1998 



f 1999 
2000 
2001 
2002 
2003 
2004 
2005 
2006 
2007 
2008 
2009 



ncrc2692 

hfcr0486 

hfcr5829 

FCR5228 

hfcr9294 

FCR0609 

SEOA8578 

ncrb2909 

ncrc3514 

mioa9649 

ncrb3629 

fcrb0673 

ncrb1593 

SEOA7943a 

ncrc8835 

MIOA1890a 

hfcr2727 

fcrb0301 

seob7096 

FCR7623 

ncrc6905 

SEOB1775 

ncrc3108 

FCR4240 

FCR4246 

seob6268 

hfcr8498 

FCR7063 

ncr7647 

ncr2583 

ncrb1548 

SEOB3594 

ncr6765 

MIOA6034 

miob5779 

hfcr7629 

ncr7091 

SEOA9924 

SEOB0235 

FCR4794 

hfcr7345 

ncr5768 

ncrc3119 

SEOA3566a 

ncr7086 

fcrb2592 

ncrc6715 

FCR2307 

HFCR3177 

MIOA6442a 

hfcr6655 

FCR6142 



KIAA0233 

KIAA0253 

KIAA0254 

KIAA0258 gene 

KIAA0266 gene, (ORF) 

KIAA0324 

KIAA0353 

KIAA0368 

KIAA0370 gene 

KIAA0447 

K1AA0451 

KIAA0456 

KIAA0466 protein 

KIAA0470 

KIAA0471 gene product (KIAA0471) 

K1AA0475 

KIAA0480 

KIAA0488 

KIAA0491 

KIAA0553 

KIAA0564 protein 

KIAA0611 

KIAA0618 gene product (KIAA0618), mRNA 

KIAA0638 

KIAA0639 

KIAA0648 



Nl\/I_014745.1 

D87442 

D87443 

Nl\/i_014785.1 

D87455 

AB002322.2 

AB002351 

AB002366 

AB002368.1 

AB007916 

NIVI_014826.1 

AB007925 

AB007935.1 

AB007939 

Nl\fl_01 4857.1 

NM_01 4864.1 

AB007949 

AB007957.1 

AB007960 

AB011125 

AB01 1136.1 

AB014511 

XM_01 8359.3 

AB014538 

AB014539 

AB014548 



2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
2 
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zulu ncrDOoo/ 


tMAAUooy 


AbU14ooy.1 


2 




ncrDoozz 










zui 1 ncrDouuo 


MAAOby/ protein 


AdOI 4597.1 


2 














OHIO nr^ryliOn 


i\iAAO/oi protein 


AdOI 4b0 1.1 


2 




ncioyoD 










zUlo obUA4oD/a 


l\IAA0727 (URF) 


ABO 18270 


2 




ncroz/o 










2014 bbUBoool 


r\IAA0745 


AB01 8288.1 


2 




ncrbooo? 










2015 miODDlD4 


KIAA0761 protein 


AB01 8304.1 


2 




SeOD4D41 










ZUlO oLUA/o/Za 


l\IAAO /bz 


AdOIooOO.I 


2 




ncr D 1 04o 










ZU1 / otubUziy 


l\l AAO / bo 


AB01 8308.1 


2 




rL/KODOU 










zuno nTprzy4o 


KIAAO/ /O 


ABOI80I0.I 


2 




ncrDDoTO 










zuiy nTcrDzoD 


KiAAO/ /2 gens 


KIRK f\A AO'^C A 

NM_014835.1 


2 




ncrc4032 










zOzO ncrDoOoo 


KIAA077O protein 


AB018319.1 


2 


m 


ncrc4315 








Si 


20z1 btUBoolT 


KIAA0824 (=PCr 1 1 p nomolog) 


AB020631.1 


2 


is 


ncrc4074 








yj 

'?\ 


2022 lvllUAo0b4a 
miODUl /4 


KIAAOooO 


AB020637.1 


2 


Q 


2023 SEOA0982n 


KIAA0843 


AB020650.1 


2 




ncr25D4 








m 


2024 ncroyzo 


KlAA0o47 protein 


AB020654.1 


2 


m 


ncrc1309 










2025 MIOA4245 


KIAA0862=leucine-nch repeat protein SHOC-2 (SHOC- 


AB020669 


2 




seoDZooz 


2)-Ar054o2o 








ZOZO lVllUAO404a 


l\IAAOyOo(UKr) 


AB020710 


2 




rnioDuu / z 










202/ obUDlooO 


l\lAA0y07 


AB020714.1 


2 




miOD4/ (\j 










202o rlicroo4U 


KIAA0909 protein 


n A A^ilOOO A 

BAA74932.1 


2 




mioa4o72a 










2029 ncr1640 


KIAA0911 protein (KIAA0911), 


NM_01 4944.1 


2 




ncrb1181 










2030 seob6835 


KIAA0914 gene product 


NM_0 14883.1 


2 




ncrc9212 










2031 SEOB3203 


KIAA0934 protein 


AB023151.1 


2 




If liV/UZ'Ts7U 










2032 SEOA1190A 


KIAA0947 


AB023164.1 


2 




hfcr2284 










2033 FCR7381 


KIAA0952 


AB023169.1 


2 




FCR6064 










2034 miob6483 


KIAA0955 protein (KIAA0955) 


NM_014959.1 


2 



ncrb4537 
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ZUOO otUA44id:Za 


IXI A A AQ7Q 

(\l AAOy / 0 


ADUzoiyb 


2 


ncroz / o 








^uoo rniODooi4 


I/'l A AAQQV 




A 
£. 


seoa4oy / a 










KIAAIU l4 


ADAAOAQ'1 H 


A 

2 


0C/^AC07no 

obUAoz/^Ua 








^Uoo obUAzU4 1 


1/"! A A -1 AQO 

M AA1 Uoo 


ADAAQACC 1 

ADUzoyob.l 


2 


IvllUA4 / 1o 








2039 lvIIUA2o40a 


ixi A A ^ Aca 

KIAA10d3 


ADAAQAO£2 A 

Ad02o9oo.1 


2 


ncrDo4z 








^U4U obUAoloi 


IxlAAl Uo4 


ADAOQAQ7 4 


2 










zu4i nicrboy4 


KIAAHol 


ADAQOAC7 A 


2 


TcrDzi /o 








z04z seoDDioy 


|>^| A A -1 ^ '37 


ADAOAACO 4 

AD032yo3.1 


2 


riTcruui 0 








2043 hfcr8982 


Kl AA1 1 90 


Ad033016. I 


2 


nerd 573 








2044 ScOd3o10 


KIAA1223 


ADAAAAylA A 

AB033049.1 


2 


■2:: SEOA94o7 








2045 miob0341 


KIAA1249 protein 


AB033075.1 


2 


'"2: ncrD7yo9 








2046 ncr1437 


KIAA1 287 


AB033113 


2 


J ncrbOSIS 








;t«^ 2047 hfcr522o 


KIAA1310 


AB037731.1 


2 


hfcr7449 








2048 miOb3038 


KIAA1338 protein 


AB037759.1 


2 


H»s:f miobl87D 








s 2049 m 10 bo 1 82 


KIAA1350 protein 


AB037771.1 


2 


Hi miob2428 








^r:r.? 2050 ncr28D9 


ly 1 A A 4 0 0 *i 

KIAA1381 


A Dno~70An 

AB037802 


2 


ncrco34l 








l?br 2051 nfcr1811 


l/l A AH Af\A 

KIAA1404 


AB037825.1 


2 


ncrc4327 








OACO *»<-\^Uk70>17 

2052 Se0b7247 


i/| A A H >l AO 

r\IAA1423 


AB037844.1 


2 


mioDooou 








2053 ncr4020 


KIAA1424 protein 


AB037845.1 


2 


seob7046 








2054 SEOB2786 


KIAA1458 


AB040891.1 


2 


SEOB1871 








2055 hfcr3486 


KIAA1 507(=FLJ20654) 


AB040940.1 


2 


ncr8295 








2056 seob3940 


KIAA1518 


AB040951 


2 


nfcr5570 








2057 hfcr2657 


l/l A A id C 4I n 

KIAA1519 


AB040952.1 


2 


nTcr4084 








2058 ncr2013 


l/I A A ia4 r"^^ 

KIAA1536 


AB040969.1 


2 


ncrc0388 








2059 ncrb7156 


KIAA1577 


AB046797.1 


2 


ncrc5100 








2060 ncr0976 


KIAA1610 


AB046830.1 


2 


ncr1053 
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20d1 nCTCUAfo 


KIAA1 boo protein 


DADno4oy.n 


o 


ncrcoD4o 








2062 ncrc9u22 


L io protein (KeToeq aa oe-/o; 


KID n^^ilTOT 1 


O 
£. 


ncrcyo/D 








2Ubo MIUAUUoia 


La/oo-D protein 


ADyOU'f 


0 


SEOA9211 








2064 seob5889 


like nnouse brain protein E46(E46L) 


NM_01 3236.1 


2 


ncr9o44 








2UOO obUAZDOZ 


lipoma MMoiL/ Tusion partner (Lnrrj 


ArUyOOU/. 1 


o 
Z 


o r~0 A >1 c ^ c 

obUA4olo 








2Uob rUK4/^ /o 


Lsjrbo-i ^— AbUT iU<5/ nypoineiicai proiein ^ixiaauoio;; 


ArUDZOOO 


Z 


seob4577 








2067 SEOA6557a 


male sterility protein 2-like protein 


A 10*70070 

AJ2 / 2U / o 


o 
2 


. obUAO/oUa 








2068 seob7474 


matemal G10 transcript (G10) 


iNM_uooyiu.i 


2 


nfcr6212 








2069 SEOA3556a 


maternal-embryonic 3 (Mem3) 




2 


MIOA6290a 








2070 hfcr3757 


MCT-1 protein (MCT-1) 


NIv1_0140d0.1 


2 


ncrc04oD 








2071 ncr9DD4 


MDS011 (MDoOII) 


AC-ICOylO^ H 


o 
z 


ncrcy /o 1 








2072 tcrD21o9 


IvltroLl Mtro lIKe 1 


MDU'f y 1 OU. 1 


o 
z 


fcrb2117 








2073 fcrD2040 


melanoma antigen, tamily u 1 (MAotui ) 


lNlvl_UUbyob.z 


0 

z 


ncrc0320 








2074 miob4057 


meningioma (disrupted in balanced translocation) 1 


IMM_UU24oU.1 


2 




(MN1) 






FUR ioo7 








ncroziy 


microspherule protein 1 (MCRSI) 


NM_006337.1 


o 
z 


hfcr5234 








2076 FCK6931 


neuroblastoma-amplified protein 


AF056195 


Z 


ncr9439 








2077 seob6032 


Neurofibromatosis 1 locus on Chromosome 17 complete AC004526.1 


2 




sequence 






ncrb6040 








2078 hfcr1217 


NICE-5 protein =AF116721) PRO3094 


AJ243666 


o 
Z 


ncrcD492 








2079 HFCR3207 


non-metastatic cells 1, protein (NM23A) expressed in 


4557796 


2 




(NME1) 






fcrb1795 








2080 ncr3976 


non-ocogenic Rho GTPase-specific GTP exchange 


AF1 27481.1 


o 
Z 




factor (proto-LBC) 






nfcroolo 








2081 SEOB0156 


NY-REN-55 antigen (=DKFZp564L2416) 


AF155113.1 


2 


ncrb4128 








2082 miob35g4 


p45SKP2-like protein (=FLR1) 


AF1 57323.1 


2 


ncr5585 








2083 MIOA7233a 


p47 (=¥10769 R.norvegicus XY40 protein) (low match) 


AF078856 


2 



ncr9101 
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2084 ncrb2091 

ncrb2215 

2085 SEOA1924n 
miob4697 

2086 MIOA0813 
FCR4432 

2087 FCR4846 

seoa6787 

2088 MIOA9127 
hfcr6222 

2089 SE0A1611a 
SEOA2842 

2090 MIOA4751 
ncrb1416 

2091 hfcr9635 
hfcr5896 

2092 ncrc1615 
ncrb8090 

2093 hfcr7721 
hfcr5206 

2094 miob3271 
ncrb3104 

2095 miob1746 
ncr7778 

2096 ncr9487 
ncrb6686 

2097 ncrc4882 

fcrb1653 

2098 ncrc2643 
ncrb6174 

2099 fcrb2756 
ncrc3132 

2100 FCR6947 
MIOA4355a 

2101 seob3841 

ncrc9445 

2102 SEOA1886n 
ncr5833 

2103 miob4333 
ncrc6375 

2104 seoa8002 



fcrb2049 

2105 SEOB3262 
SEOB3270 

2106 SEOB0298 



partial polr2H gene for RPB8, exons 1-5, and joined CDS AJ252079.1 
(=RPB17) 



PB1 

PBK1 protein 

period (Drosophila) homolog (PER) (RIGUI) 
(=AB002107) 

phosphoserine phosphatase-like (PSPHL) 

PIBF1 protein 

PIX1 mRNA (ORF) 

PRO2160 

PR02275 

PR02898 

PTD008 protein(=CGI-140 protein) 
PTD009 protein (PTD009) (=HSPC172) 
PTD016 protein (LOC51136) 



X90849 

AJ007398.1 

AF022991 

NM_003832.1 
Y09631 
AF037219 
AF1 19863.1 
AF1 19873.1 
AF1 1671 7.1 
NM_016145.1 
NM_016146.1 
NM 016125.1 



PTPRF interacting protein, bindingprotein 1 (liprin beta 1) NP_003613.1 
(RefSeq aa 2e-35) 

putative Rab5-interacting protein(RefSeq aa 6e-34) NP_061 328. 1 
RD RNA-binding protein(RDBP), mRNA NM_002904.3 
retinal short-chain dehydrogenase/reductase retSDRI AF061741 

138587 



retrovirus-related leucine zipper protein p40 - human 
retrotransposon L1.1 

RETROVIRUS-REIjMED POL POLYPROTEIN 
REV1 protein (REV1) 



spP11369 
NM 016316.1 



reversion-inducing-cysteine-rich protein with kazal motifs Hs.29640 
(RECK), mRNA /cds=(92,3007) /gb=NM_021 1 1 1 
/gi=1 1863155 /ug=Hs.29640 /len=4414 



2 
2 
2 

2 
2 
2 
2 
2 
2 
2 
2 
2 
2 

2 
2 
2 
2 

2 
2 
2 



rrIB operon 

SCID complementing gene 2 



AF053965.1 
D78188.1 



2 
2 
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MIOA2006 



2107 mioa9357 


ot-O If ^o. ucicVlbldcy-IIKc 1 ^OtU I4L 1 J, mKNA 


NIV1_003003.1 


2 


FCR0797 






2108 MIOA4753 


SEC63 orotein 


A ini 177Q i 


L 










2109 MIOA6121a 


single-Strand selective monofunctional uracil DNA 


API 9*^1^9 












FCR6581 








2110 FCR6074 


oiMdir yiuidiiiiiic-itun leuau icopepiiae repeal ( i rKj 


AJ223o28 


2 




contain i no orotein 

WWi IhMII III IW Wl Whwil 1 






hfcr9130 








2111 miob0075 

^ III II llWh/ WW I w 


or lUU-mviO ilUUIcdr dULOaniigen ^or lUUJ 


AF05d322.1 


2 


MIOA5508a 






2112 seob6853 


opt;iiii duiudniiyenic proiein i / ^orAi 


NM_0 17425.1 


2 


hfcr7295 










sperm speciric antigen 2 (oorAz-Moil99=cleavage 


NM_006751.1 


2 




signal 1 protein mRNA, (ORF) 














2114 ncrcl 032 


splice variant AKAP350 


AF091711.1 


2 


ncrc2957 










stabilin-1 (stab1 gene) (=KiAA0246) 


AJ275213.1 


2 


FCR1099 

1 \ 1 Www 








2116 hfrrlOR'^ 


SULT1C sulfotransferase (SULT1C) 


NM_006588.1 


2 


hfcr9041 

1 II Wl WW" 1 






2117 SFOR'M'S'S 


TCTEL1 (t-complex-associated-testis-expressed 1-like 1) D50663.1 


2 










2118 ncr6578 

«~ 1 1 W 1 Iwl WW f w 


testis specific protein 


AF146738.1 


2 










2119 ncr5384 

^ 1 1 W I IWI WWW" 


TMEMIand PWP2 


AB001 523.1 


2 










2120 MIOA0874a 


torsin B (DQ1) 


AF007872 


2 


r rv*+ vj «j u 








2121 SEOA7341a 


WD-40 repeat protein 


AB024327.1 


2 


OCV-^r\*f lO la 








2122 SEOB2974 


wild-type p53 activated fragment-1 (WAF1) 


U03106.1 


2 








2123 hfcr6720 


WRN (WRN) 


AF181897.1 


2 


1 V.rWWW^ 










WW domain binding protein 1 1 


AF071186 


2 












WW domain binding protein 5 


U92454 


2 


MIOA6730a 










XRP2 protein (retinitis pigmentosa 2 (X-linked recessive) AJ007590 


2 




(RP2)) 






SEOA8542 








2127 hfcr9468 


annexin A6 (ANXA6) 


NM_004033.1 


2 


fcrb2224 








2128 MIOA5054a 


annexin VII (synexin)(ANX7) 


NM_001 156.2 


2 


ncr1276 








2129 SEOA0070 


ATP-specific succinyl-CoA synthetase beta subunit 


AF058953 


2 




(SCS) 
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SEOA1134a 

2130 FCR6324 
ncr5273 

2131 seoa7046 



ncrc3011 
2132 ncrb1085 



mioa7719a 

2133 hfcr2616 
hfcr1046 

2134 SEOA4608a 
ncrc3684 

2135 miob4735 
FCR4216 

1^ 2136hfcr2629 
i3 hfcr4186 
13 2137 MIOA6541a 
m MIOA8151 
iff 2138 FCR1883N 

m FCR3594 

W 2139hfcr5397 
'i_ ncr5053 

fp 2140 hfcr1689 
m hfcr1291 

ili 2141 ncr4384 

0 ncrc9432 
IIJ 2142 ncr5621 
ncrb6332 
2143 SEOB1783 



mioa9741 

2144 seob6872 
hfcr7632 

2145 SEOA5468a 

ncr8232 

2146 seob4696 
ncr0989 

2147 hfcr1768 
hfcr2915 

2148 hfcr3496 
ncrb2857 

2149 MIOB2593 

MIOA0514 



sodium calcium exchanger 1 (NCX1) 



U83657 



solute carrier family 1 1 (proton-coupled divalent metal ion Hs.57435 
transporters), member 2 (SLC11A2), mRNA 
/cds=(88,1773) /gb=NM_000617 /gi=10835168 
/ug=Hs.57435/len=4103 

solute carrier family 31 (copper transporters), member 2 NM_001860.1 
(SLC31A2), (=putative copper uptake protein(hCTR2)) 



2 
2 



6-phosphogluconolactonase (PGLS) 
aldehyde oxidase gene=A0X1) 
alpha mannosidase II 
hexokinase 2 (I-IK2) 

Na -D-glucose cotransport regulator gene 



NM_01 2088.1 
Z99567 
U31 520.1 
NM_000189.1 
X82877 



oligosaccharyl transferase STT3 subunit homolog (B5) L38961 
(integral membrane protein 1) 

paraoxonase 2 (P0N2) NM_000305. 1 

phosphomannomutase U86070.1 

proteolipid protein 2 (colonic epithelium-enriched) (PLP2) NM_002668.1 

RGL protein (RGL) AF1 86779. 1 

UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- gi8393408 

acetylgalactosaminyltransferase 7 (GalNAc-T7) 

(GALNAC-T7)) 

protein phosphatase methylesterase-1 (PME-1) NM_016147.1 

protein tyrosine phosphatase, receptor type, F (PTPRF) Ni^_002840.1 
=Y0Q815 

protein x 0004 (ORF) AF1 1 7229 

protein X 013 AF164793.1 

TP1 1 gene for triosephosphate isomerase X69723. 1 

adenosine deaminase, RNA-specific (ADAR), transCRipt gi7669474 
variant ADAR-c 



2 
2 
2 
2 
2 
2 

2 
2 
2 

2 
2 

2 
2 

2 
2 
2 
2 
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2150 hfcr3054 
ncrc2265 

2151 SEOA5679a 
FCR7523 

2152 hfcr0473 
fcrb1727 

2153 SEOB2685 
ncr2431 

2154 ncr0475 
ncrb6846 

2155 SEOB2085 

SEOA9526 

2156 SEOA9792 

seob5455 

2157 seob6272 

^ SEOA6878 
g 2158 seob7883 
O seob6162 
;5 2159 FCR4831 
«^ ncrb4946 
2160 FCR6753 
ro fcrb0655 
W 2161 hfcr2658 
hfcr951 1 
O 2162 SEOA2631 
K hfcr6201 
lU 2163 FCR6637 

m 

O FCR3707 
m 2164SEOB0288 
BFCS0238 
2165 ncrb1719 



2166 
2167 
2168 
2169 
2170 
2171 
2172 



ncrc3991 

MIOA5452a 

hfcr7461 

SEOA1606a 

FCR4813 

ncr3148 

SEOA9518 

seob5069 

hfcr7938 

miob2386 

FCR2779 

ncrb5155 

ncrc5176 

FCR0824 



adenylosuccinate lyase(ADSL) NM_000026.1 2 

adenylosuccinate syntlietase X66503 2 

deoxyguanosine l^inase (DGUOK) NM_001929.1 2 

deoxyribonuclease II AF060222.1 2 

inositol (myo)-l (or 4)-monophosphatase 1 (I MPA1), NM_005536.2 2 

nucleotide pyrophosphatase (=plasma cell membrane D12485.1 2 
glycoprotein (PC-1)) 

p53R2 gene for ribonucleotide reductase, exon 9 and AB036532.1 2 
complete cds 

phosphoribosyl pyrophosphate synthetase-associated NM_002767.1 2 
protein 2 (PRPSAP2) 

phosphoribosylglycinamide formyltransferase (PGFT) M32082.1 2 

purine nucleoside phosphorylase X00737 2 

thymidylate synthase D00596 2 

1-acylglycerol-3-phosphateO-acyltransferase Y09565.1 2 

adaptor protein pi 50 Y08991 2 

mutant cerebroside sulfate activator protein (SAP-MU-6) M60258 2 
(=J03015 sphingolipid activator protein 1) 

Niemann-Pick C disease protein (NPC1) AF002020.1 2 

5-methyltetrahydrofolate-homocysteine NM_000254.1 2 
methyltransferase (MTR) 

AAPT1-like protein AF047431.1 2 

acetyl-coenzyme A transporter D88152 2 

ARF protein NM_01 6632.1 2 

attractin precursor (ATRN) gene AF218915.1 2 

biliverdin reductase A (BLVRA) NM_00071 2. 1 2 

choline/ethanolaminephosphotransferase (CEPT1) NM_006090.1 2 

enoyl-CoA hydratase/3-hydroxyacyl-CoA dehydrogenese D16480 2 
alpha-subunitoftrifunctional protein, mitochondrial 
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ncrc0865 



2173 SEOB0674a 




LooDoy 


2 


MIOA5233a 








2174 ncrb1625 


hvHrnYUQtornirl M7-hoita\ Hohx/rlrrmanaca A ^PQ^17D^^ 
1 lyuiUAyoiei UlU ^ l r ~ucla/ Ucliyuiuycilcloc ^noLJ 1 f D^l 


KIR/I r\nr\A'iA A 


Z 


SEOA8399a 










rneinyimaionyi-LrOM rnuiase ^MOivij 


Moolol 


2 


nrrrOQQi 










nucieus-encoaea miiocnonariai aiaenyde denydrogenase 


lvI20456.1 


2 




9 ^Al ^I-I9^ nena 














2177 MIOA3598a 


phospholipase C beta 4 (PLCB4) 


L41349 


2 


MIOA4278 








^ 1 / o iiruruuo i 


pnospnoiipase Lr-Deta-o (rLLrDoj 


U2d425.1 


2 


hfcrOIS? 








917Q Pr^R'l^fi'^ 


iransacyiase (ub i ; 


X66785 


2 










Z lOU iVIIVJMlO/U 


cyiocnrome c oxidase asseiriDly protein COX 1 1 (COX1 1) 


AF044321 


2 


iviiL/Moyoo 








91fii ^FnAQft74 


cyiocnrorne c oxiuase suDunii via yene 


UooZOz.l 


2 


f^rhOniO 
TClDZU 








91ft9 QFOAnnRfi 


rniiocnonanai /o Kua iron suipnur protein 


X61100 


2 


PPR74'^n 








918*^ MinA9'^?a 

^ 1 IVllV^/AZO'TOa 


rniiucriurjuriai earner nomuiogue z 


AFI/dOOo. 1 


2 


nrrrnQfiD 










mitocnondnai earner protein ARALARl 


\./A A Ar\ A 

Y14494 


2 


MIOA2971a 

iviivy/^^^/ 1 ci 










miiocnonanai cyiocnrorne c oxidase va suDunit 


M227o0 


2 


nrOKo loo 








2186 MIOA3512a 


1 1 liLUUl lUl lUi Icli II 11 id il ICillUI ciiic; liol lolUOooc 1 imZO 


ArUoLnoz.l 


o 
z 










FCR^I^S? 

1 W 1 \w 1 \J£. 








91 R7 FPRIQQil 


NAD+-specific isocitrate dehydrogenase beta subunit 


U49283 


2 




piCV/UIOUl ^1 1 IILUV/I lUIIUI Idl^ 






Fp 004^^9 








z loo nciD/^oz 


NAUH denydrogenase (ubiquinone) Fe-Sprotein 5 (15kD) 


NP_004543.1 


2 




viNMun-coenzyine ku reouciase;, ui- loproiein (Keioeq 








aa 2e-62) 






ncrco^D'i' 








2189 ncr5871 


iN/Aun ut^iiyui uyci idoc ^uiJic|uinone^ iiavoproiein z ^Z4KUy 


lNiVI_Uz1U/4.1 






fNDUFV2) 






seob4368 








2190 ncr1506 


NADH dehydrogenase subunit {heteroplasmic G->A 


S73804 


2 




transition in codon 331} 






ncrc2579 






2191 SEOA4327a 


NADH dehydrogenase(ubiquinone) 1, subcomplex 


NM_004549.1 


2 




unknown, 2 (14.5kD, B14.5b)NDUFC2=AF087659 (ORF) 







fcrb0126 

2192 SEOA2642 NADH dehydrogenase-ubiquinone Fe-S protein 8 23 kDa AF038406 2 

subunit (NDUFS8) 
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hfcr9142 





2193 FCR3779 


iNMijn.uijit|uii lui ic uci iyuroy6nao6 o i KUa Suuunii 

(NDUFV1) (mitochondrial) 


ArUooU/U 


2 




hfcr6059 










2194 miob5003 




ArUoOo4U. 1 


z 




FCR0043n 










2195 hfcr3557 


oxidase (cytochrome c) assembly 1-like (0XA1 L) 


Nl\/i_005015.1 


2 




FCR4816 












t^iNAo- luo (-NAUn aenyarogenase suDunit z \Hu2.) 
gene, mitochondrial gene encoding mitochondrial 


AF276o01.1 


2 














2197 MIOA8077 


RPni ir'TAQP^ /7EITA r^DVCTAI 1 \Kl\ 
rxtUULr 1 AotJ \£Jz 1 A-OKYo 1 ALLIN) 


spuuo^o ( 


2 
















succinyi LrOA.o-oxoaciQ ooA iransTerase precursor 
(OXCT) 


Ud29d1.1 


2 




miob1 125 

1 1 IIW 1 1 ^w 










2199 miob0361 


ubiauilln 2 fUBQLN2^ 


MM 01^^444 1 


o 




miob0837 










99nn nr^rftOfiT 


antizyme inhibitor 


Nlvl_01 5878.1 


2 


■It'; 


nrrr1R1fi 

1 1 wl O 1 w i u 








m 


£.^\J \ nCiD lOf O 


arginase, type ii (AK(jz), nuclear gene encoding 


NM_001 172.2 


2 






1 i IILUOIIUIIUI lol piULcIll, ^— veslCie-aSSOCiaieQ SOIUDie INor 






m 




dLLacnmcni proiein recepior ^v-ofNAKt, nomoiog OT o. 










cerevisiae v i n;) 






i;5 










™: 


9900 ^yll^AR79^^^a 


Asparaginyl iKNA bynthetase (NARS) 


D84273 


2 


si I 


miohi 77 








ni 

■!S-ft.j! 




dolichyl-phosphate mannosyltransferase polypeptide 1, 


NM_003859.1 


2 






catalytic subunit (DPIVII) 








fcrb1419 








m 

■jS %sr 


9904 hfrrOyftQ 


ras-acLivaiea serine/inreonine Kinase (rAo i rs) 


NM_00d712.1 


2 




hfcr5163 








990*^ frrh179Q 


goigi pnospnoprotein i (oULrni) 


XM_037292,1 


2 




frrh14ft4 












isopenienyi-uipnospnate delta isomerase (IDI1)(= 
nomulog oryeasi irr isomerasej 


NM_004508.1 


2 




ncrcD4D0 










9907 Q»oh^%007 


isoprenyicysteine carooxyi metnyitransterase (lOMT) 


Nlvl_01 2405.1 


2 




h-P/^rTyl QO 

nTcr/^4c5u 










990ft nrrr9044 


leucine zipper, aown-reguiateo in cancer i (LljCjLrl) 


Nlvl_012317.1 


2 




TCrD 10 / 0 








99nQ nrrR079 


leucine-rich protein 


M92439.1 


2 




ncrbl/lo 










2210 FCR0392 


iysyl hydroxylase (=L06419) 


IVi98252 


2 




FCR6585 










2211 ncr9003 


Npw38-binding protein NpwBP (LOC51729) 


NM_016312.1 


2 




ncrb0732 










2212 BFCN0197 


ORNITHINE DECARBOXYLASE (ODC) 


spP00860 


2 




MIOA7593a 
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\ O 1 IUIijO I 1 


pnenyiaianyi-iKiNA syninetase Deta-suounit, rnenb 


NP_005o78.1 


2 










nnrhOVfty 

1 lUI vjyJ / O / 








2214 MIOA5310a 


proline arginine-rich end leucine-rich repeat protein 


NM_002725.1 


2 




(PRELP) =U29089 (ORF) 






ocUUQ IfO 








921*5 mlnb944'^ 


Proline syntlietase associated 


AB018566.1 


2 


ncr5672 








99 1R PPRn*\7ft 


S-adenosyl homocysteine liydrolase homolog (XPVkona) U82761 


2 


lillUd/ ^H- la 








2217 ncrc0572 


cytidine monophosplnate kinase CMP mRNA, (=UMP- 


AF259961.1 


2 




CMP kinase (LOC51727)) 














2218 mioh'^lfiQ 


selenoprotein T(LOC51714) 


NM_016275.1 


2 










ocUAIUooa 


eukaryotic translation initiation factor 2 alpha kinase PEK 


AF1 10146 


2 


IIIIUUOOZ 1 










eukaryotic translation initiation factor 2, subunit 1 (alpha, 


gi4758255 


2 




35kD){EIF2S1) 






ncrcoooz 










eukaryotic translation initiation factor 3, subunit 1 (alpha, 


NM_003758.1 


2 




35kD) (EIF3S1) 






nrrhn^y^ 








ZZZZ IVIIUAl f Uo3 


EUKARYOTIC TRANSLATION INITIATION FACTOR 5 


spP55010 


2 




• (EIF-5) 












999*^ canhilQAf^ 


fasciculation and elongation protein zeta 2 (zygin II) 


NM 005102 1 


2 




(FEZ2) 






nicr 1 ooo 








999/1 QCOD'1/1'1/1 
ZZZ4 otZUb 1414 


homolog of rat elongation factor pi 8 (P18) 


NM 004280 1 


2 


ncrc6008 








2225 FCR0206 


mitochondrial translational release factor 1 


AF072934 


2 


rniGDU/oy 








999ft n/^rQylftO 


translation initiation factor el F-2alpha 


U26032.1 


2 


ncron44 








9997 QPnAQft^9 
ZZZ / OCUMyD4z 


translational inhibitor protein p14.5 (UK114) = X95384.1 


NM_005836.1 


2 


^/!IOAi77fi 








zzzo lvIIUAUDo4 


translin associated protein X 


X95073 


2 


otiUAOoDO 








2229 86006751 


Tu translation elongation factor, mitochondrial (TUFM) 


NM_003321.1 


2 


hfr*r^^497 

nTcro4Z f 






2230 SEOA1398 


unr protein (=AB020692 KIAA0885) 


AF077054.1 


2 


SEOA3405a 








2231 hfcr9374 


arginyl-tRNA synthetase (RARS) 


NM_002887.1 


2 


SEOA3016a 








2232 SEOB1680 


5.8S ribosomal RNA 


J01 866.1 


2 



hfcr3940 
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2233 seoa4961a 


mitochondrial rlbosoiriril nrntpin ^11 /^MRP^11^ niirlpar 

1 1 II LwOI \\J \ \ \Jk \ ICil 1 ik^^OWl 1 Idl wLdl 1 O 1 1 I IVI r\i O 1 1 1 , 1 ILIOIwCll 


1 119ftfi 
no. 1 1 i^ou 


9 




npnp pnpoHinn mitnrhnnrlrial nrnfpin mRMA 








/cds=f265 849) /ab=NM 022839 /ai=1 6554608 








/ug=Hs.11 1286 /len=1 136 






fcrb2568 










iiiiLuuriuiiurioi riuoournai proicin ooo ^ivirvnoooj, 


nS.OoUUD 


Z 




Li ai loot l|JL VClilCtilL i, 1 lUOICCil IC C7I Iv^k^UH iU 1 1 11 LlJUI ILIi lUI lOl 
















/ni— 1^^Q'^0^^Q^^ /iin— Me ft'innft /Ian— 797 














2235 hfcr8880 


PR01181 f=ribosoma[ nrotpin 1 9Q^RPI 9Q^V= rpll 


AF1 1fifi97 1 


9 
z 




surface heoarin bindina nrotpin HIP ^ 

oui ictV/^ 1 iw|b/cii 11 1 fc^ii lull 1^ |>^i widi 1 1 iir J 














2236 hfcr0439 




rxU 1 O^D. I 


z 


nrrrQ9ftR 








zzo/ rmouoouo 


arnyioia oeta precursor protein-Dinciing protein i, oyKU 


NM_00o905.1 


2 




/"APPRPI^ 






1 1 / 9 










anTiseoKeiory Tactor-i (— uonuu/ zoo protease suDunit 


UZ4/U4 


2 


















2239 SFnA2219a 


ATP-Hpnpndpnt nfiptallnnrntpaco YMF1 1 ^r*nntoine Alii 


MJ lOZDO/. 1 


z 




rpnpst^ 














2240 seobSH'^ 


iMctUiA 1 1 icLdllupi ULcll Idoc lO ^oUlldyci idoc Oy ^IVIIVIr lOy 


MM nn9il97 i 


Z 


frrhPPfiQ 








£,ZA \ TCru 1 Z / 1 


matrix metalloproteinase 15 (membrane-inserted) 


NM_002428.1 


2 




^MIWIPI^^ 






i llwl yJ\JyJ\j 










mairix meiaiioproieinase z ^geiaiinase a, /zku 


AlVl_u4o244.1 


2 




yeiduridse, /zKuiype iv coiidyendsey^iviivir'z^ 














2243 ncrc3777 


matrix metalloproteinase 9 (gelatinase B, 92kD 


NM_004994.1 


2 




gelatinase, 92kD type IV coIlagenase)(MMP9) 






ncrc/ UDo 










iviD 1 ^— uzyu 1 1 proieasome suDunii A) 


AyODOD 


z 










994^ MIOA9'^44ci 


miiogen-aciivateQ Kinase Kinase Kinase o (iviAPi\r\i\o) 


Ud71od 


2 


IVI 1 \Jrsf^£. O O 










peptiaase nomoiog 


AF010141 


2 


roixoy ID IN 








9947 QFri A^^1 7^5*3 


plasminogen activator inhibitor-1 


J 03764 


2 


FCR3729 








2248 SEOA1269a 


proteasome activator hPA28 subunit beta 


D45248 


2 


FCR6958 








2249 SEOA3093a 


proteasome subunit p42 


D78275 


2 


miob4653 








2250 miob4733 


protein associated with Myc (=AB020723 KIAA0916) 


AF075587.1 


2 



ncrb1518 
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ZZO 1 iTIIOa/OUOa 


proiein associarea wiin rKr\i (AVVri ), mKNA 


Hs.oo9o4 


2 




/cu5— ^ZH'f,ou4y /go— iNivi_u lyuuo /gi—youDooz 








/ug-ns.ooyo4 /len-iDio 






tin irto7^?^ ^ra 

mioa/D'foa 










proiein reg^-i'^^O' cyiOKinesis i ko i ) 


iNM^UUoyol.l 


2 












somng nexin 14 (oinai4J 


AFI2I0DO.I 


2 












sorting nexin 4 


AF0o5485 


2 


rnioDoooo 










sorimg nexin o toniAoj 


AFIZlooo.l 


2 












ouriing ncxin t ^oina/ ) 


ArlZlOO/ .1 


2 










99'^7 ^yll^A'^z/l^o 


T IMP3 tissue inhibitor of inetalloproteinases-3 




2 


QFHAilfi^Qa 








ZZOO rOKUoyU 


dKoai associated protein i (dAPI) 


A A C CO ^ 

AF045581 


2 










zzoy ncroz/Q 


coated vesicle membrane protein {RNP24) 


Nlvl_006815.1 


2 










z/oO ntcroDlo 


F-box protein 7 (FdX7) 


NM_012179.1 


2 


ncr loyo 








zzDi iVllUAo44/a 


KDEL receptor(Xenopus laevis) 


AL035081 


2 


FCR3132 








2262 hfcr1411 


peroxisomal biogenesis factor 12 (PEX12) 


NM_000286.1 


2 


ncr4oiz 








99^^*^ MlHAfi'^ftftia 
ZZOO IvIiVJMOOOOa 


peroxisomal uo, uz-enoyi-uoA isomerase (rtoi) 


API 00012 


2 


rnioDo/oD 








ZZO^f rOr\U/Ol 


peroxisomal enoyi-uoA nyaratase-iiKe protein (nrAhL) 


U10000 


2 


FPR9'^fi1 
rwrvZOD 1 








99^^'^ QPOR1179 


peroxisomal Tamesyiatea protein (rAr) 


NM_0028o7.1 


2 


0^749*^ 
i iul / *+^o 








99^?ft QCOAnQ7'3 

zzoo otLyAuy / O 


rapamycin-bindmg protein (FKBP25) (=M90309) 


Ivl90820 


2 


PPR4R19 
rv-/r\*tD id, 








99R7 <^F^A74^fta 


oiynai recogniiion panicie ^or\r04j 


uoiy2u 


2 


nr'rK^7^^Q 

iiuruu / 00 








zzoo mioDono 


signal recognition particle 72kD (SRP72)(ORF) 


NM_006947.1 


2 


ncro 1 oo 








22d9 rORo042 


stimulator of TAR RNA binding (SRB) (=AF026291 


U38846 


2 




chaperonin containing t-complex polypeptide 1 , delta 








subunit (Cctd)) 






IVilUAOOOO 








zzaO obOA2oD3a 


ubiquitin conjugating enzyme, UbcH6 


X92963 


2 










2271 MIOA6739a 


ubiquitin C-terminal hydrolase UCH37 (UCH37) 


AF1 4771 7.1 


2 


mioa7806a 








2272 SEOA1282a 


ubiquitin hydrolyzing enzyme 1 (UBH1) 


AF022789 


2 


ncrc6649 








2273 SEOB2803 


ubiquitin-52 amino acid fusion protein 


X56998.1 


2 



MIOA6428a 
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9974 minhnft'^Q 

/ 't iIIIUUUOOw 


uDiquiun-conjugaiing enzyme tzu o (nomojogous to 


InIv1_UUoo40. 1 


2 


















2275 MIOA6543a 


ubiauitin-conluaatina pnzvmp F9I fi niRF9l 6^ 


INIVI \i\jH£.£.0. 1 


9 




— MrUD 1 / OD uijic|uiun-conjugaung enzyiTie kio-d 
















uui^uiun-corijugaiing enzyme xjocrtz. 


70000-1 


2 










2277 SEOA9873 




MM 00^*1 fiO A 


z 




AF0927'^7 














2278 SEOA5157a 


WnR1 nrntpin 

VVL>/r\l |JIV/Ldll 




£. 










2279 FCR4885 




Mr lOOO ID. 1 


z 




^norO iO£.)) 






nrrrQ7'^2 








Z^OU flUllJ/QOO 


giioma-ampiiTiea sec|uence-4i (oAo41 ; 


NIvI_00d530.1 


2 












iviM 1 -1 oncogene ^muiviivia i \ nj (— rtAioj 


Nlvl_01o2o7.1 


2 


hfcr6508 








g 2282 SEOA0404 


methyl-CpG binding protein 1 (MBD1) 


AF120982.1 


2 


: z ncro / 








ifl ooft'^ QFnAftfifi7 


meinyi-opo Dinuing proiein ividU4 


AAOboo79. 1 


2 


' y hfrr1 ftQ7 

" iiiv/i loy/ 








to 2284 MIOA8341 




MM nn497n a 


Z 


rnioDz^ou 








Cj 2285 ncr4946 


ataxia telangiectasia and Rad3 related (ATR) 


NM_001 184.1 


2 


ill seob3726 








ill OOQfi PPRO-IQft 


D ceil kacj associated protein (dKAo) (=AdO 11170 


AF026477 


2 




hypothetical protein (KIAA0598)) 






nrrhAOQA 








■1%:- £.£.01 \y\\\Jr\Of iH 


B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6) 


NM_001706.1 


2 


TUiUZOOO 








£,£.00 riCi£.H£. 1 


bromodomain adjacent to zinc finger domain. 2A (RefSeq NP_038477,1 


2 




aa 5e-62) 






ncrc1941 








2289 MIOA3558a 


CAAT-box DNA binding protein subunit B (NF-YB) 


X59710 


2 


ncr/o/D 






£.£.sS\J nJGVD\J\Js3 


CAG-isI 7 


U 16738.1 


2 


riTcryo/ y 








99Q1 minh4Rfi4 


CBF1 interacting corepressor CIR (=1103644. 1 recepin) 


AF098297.1 


2 


ncrb1482 








2292 FCR6482 


CCR4-associated factor 1 (P0P2) 


AF053318 


2 


fcrb2429 






2293 FCR2088 


cellular oncogene c-fos (=K00650) 


vol 512 


2 


FCR0750 








2294 SEOA0235a 


chromatin-specific transCRiption elongation factor FACT 


AF1 52961.1 


2 



SEOA3742a 
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2295 hfcr3469 




ACOQnnoT -1 
AritovJUy^ . 1 


o 
Z 


hfcr63p0 








2296 SEOB0253 


pt^ VAriflnt npnp ^ /pfQ-rplatprl mnlpr*iilp\ /PTA/'^^ 


INIvl^UU*fH'04. 1 


o 
Z 










2297 MIOA1417 


ov-r uuA uiiiuiny proLcin 


iJol /^lo 


2 










2298 hfcr2548 


hpnatopp III liar ftflrcinftmp nn\/pl npnp-^ nrntpin 


KIM m^^f^i O 
l\IVI_U lOOO 1 .c. 


Z 










hfcr6495 








2299 hfrr44'^Q 


nivio-^ 


A0Z004.1 


2 


fcrb2458 








^OUw IlllUUUlOv/ 


Iri9 nrnl-oin /^IH 9^ 


IvId929o.1 


2 


nerd 344 








2301 MIOAft'^fin 


inierTeron reg'-'i^^ory laciorz ^iKrz^ 


Nlvl_002 199.2 


2 


hfcr7439 








2302 hfcr36'^4 


juii u pruiu-onuogenc ^juinu^ 


IMM_UU0o04.1 


2 


ncrc4071 








2303 MIOA2791a 


kai^o ^7IMF-kai^n^ 


yiOOUoZZo 


z 


SEOB0655a 






2304 SEOA6365 


KRAB domain zinc finnpr nrotpin (7FP'^7\ 


rvruzz 1 oo 


z 


SEOA1647a 










mei uansTorining oncogene (uerivea Trom ceil line Ni\i4)- 


■ NM_005o70.2 


2 




PARA hrkmrblnn ^^ylPI ^ mPMA 






ncr 1 / OD 








2*^06 minh177ft 
^Owu 1 1 1 luu 1 / r o 


micropriLnaimia-associaiea transcription factor (Ml i r) 


Nlvl_000248.1 


2 




(—ur\r ^jpOoODd^l f) 






ncrb5439 








2307 SEOA3417a 


iNr-i\,dppa-D ir ansorxipiion Tocior poo suDunii 


LiyUb/ 


2 










2308 SEOA4436a 


nuclear factor NF-IL6 


X52560.1 


2 


ncr7544 








2309 hfcrSQ'^fi 

tm\J\I^ IIIWIWWWW 


iiuoicdi idolur OT dciivaieu 1 -ceiis, cytoplasmic 4 


NM_004oo4.1 


2 


















2310 ncr1204 


promyelocytic leukemia zinc finger protein (PLZF) gene 




z 


ncrc5443 








2311 MIOA4770 


puLdiivc LrdrioLrrxipiion idCior, pdniai 


AJ009770 


2 










2312 SEOA8952 


RE1 -silencing transCRiption factor (REST) 


lNlvl_00ODl2.1 


2 








231 nrrtQ?'^ 


reunoDiasioma-Dtnaing protein i, Kbri (KeToec| aa4e- 


NP_002883.1 


2 










ncrb04'i'5 








itO 1*+ ocOD/ZUU 


retinoblastoma-binding protein 2 (RBBP2) 


NM_005056.1 


2 


miob1252 






2315 SEOB2011 


SEF2-1 A protein (SEF2-1 A) 


M74718.1 


2 


FCR3290 








2316 ncrb4719 


seven in absentia (Drosophila) homoiog 1 (SIAH1) 


NM_003031.1 


2 


ncrb7127 








2317 seob7746 


small zinc finger-like protein (DDP2) 


AF1 50087.1 


2 



seob5958 
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2318 hfcrOOII 
hfcr4717 

2319 ncr0377 

ncrb1317 

2320 SEOA2300a 

ncrc3256 

2321 ncr0403 
ncrb1303 

2322 SEOA1623a 
seoa4102an 

2323 FCR2006 
fcrb1567 

2324 hfcr3961 
hfcr2041 

2325 FCR6091 
fcr1004n 

2326 SEOA2611 

ncr7753 

2327 hfcr7066 
FCR3843 

2328 MIOA4484a 
ncr2443 

2329 ncrb1663 
miob4845 

2330 FCR6331 

hfcr6290 

2331 seoa4969a 



mioa0562a 

2332 SEOA9042 
seob4271 

2333 FCR5259 
SEOA8595 

2334 MIOA4738 



ncr0035 

2335 SEOB0303 

FCR2860 

2336 seob6781 

hfcr5184 

2337 MIOA8912 
ncrc6031 

2338 MIOA9134 
MIOA4630a 



target of myb 1 (TOM 1 ) AJ006973. 1 

TG-interacting factor (TALE family homeobox) (TGIF) NM_003244.1 
(ORF) 

thyroid liormone receptor-associated protein complex AF1 1 7756. 1 
component TRAP1 50 



thyroid receptor interactortripIS 
transCRiption elongation factor A (Sll)-like 1 
transCRiption factor ETR101 
transcription factor IIB 
transCRiption factor TFIID subunit TAFII28 



AF1 00762.1 

M99701 

M62831 

AF093680 

X83928 



transCRiption factor WSTF (=AF084479 Williams-Beuren AF072810 
syndrome deletion transCRipt 9 (WBSCR9)) 



zinc finger protein (MAZ) (=KNSL4, MAZ) 
zinc finger protein (ZFD25) (62% aa) 
zinc finger protein 137 (ZNF137) 



M94046.1 
AB027251 
NM 003438.1 



zinc finger protein 261 (ZNF261) (=AB002383 KiAA0385) gi4827066 



zinc finger protein 264 (ZNF264), mRNA /cds=(363,2246) Hs. 11 7077 
/gb=NI\yi_003417 /gi=4585642 /ug=Hs.1 17077 /len=6530 



zinc finger protein ZNF140-like protein (LOC55828) NM_018443.1 

zinc-finger DNA-binding protein D45132 

mago-nashi (Drosophila) homoiog, proliferation- NM_002370.1 
associated (MAGOH) and translated products=AF035940 
(ORF)= MAGOH 

cleavage and polyadenylation specificity factor 73 kDa AF171877.1 
subunit 



DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 

(DDX1) 



NM 004939.1 



double-stranded RNA-binding nuclear protein NFAR-1 AF1 67569. 1 
endonuclease/reverse transCRiptase [Mus musculus] AAC53542.1 



2 
2 



2 
2 
2 
2 
2 
2 

2 
2 
2 
2 



2 
2 
2 



2 
2 
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2339 fcrb1053 


M5-14 Drote»in (\ CtCA-\'KC\Ci\ 

Ivlw 1^ IJIULwIll IL^Vk/wv/ \\J\J\Jl 


I>11VI_U iU30«7. 1 


9 
Z 










2340 gpnh5773 


nnploar rnatriY nrAtoin MK/ID9nn rolatorl tA enlioinn fQotAr 
llUuical lilclUlA piULc^lll INlVlrZUU icIdilcCi I.U opilvJiny TaulOl 


^l^y! niA*;n9 i 

1>IIVI_U I40UZ. 1 


z 




















rMuciear proicin oa-z ^— o i aoz; 


LlOooxA 


Z 


1 1 IIUUt- I *T / 








iCOHZ OCVJMUUoD 


nucieic aciu Dinaing protein sudz.o 




Z 












puiyM sue UiNM 


79^70>l A 


Z 


minh1 3fiR 

I 1 \\\JvJ 1 W^^U 








9*^44 ceinh79'^n 


rAiNM uinutny moiir proiein o ^r\DiviDj 


MR/I nnCTTT A 

INIVI_UUO/ { ( .\ 


o 
z 












rxiNM Dinainy moiiT proiein / 


ArlODUyo.l 


o 
z 


OtVJAoO ID 










KNA DiiiQing moiiT proiein o (KdMc?; Ario i4bo.i 


gi4ozo9/ 1 


z 




norLrn4j 
















KiNA DmQing proiein id.o ku 


A HA CCOOC 

Ah 1 OOzoo 


Z 


ncr3646 








2348 SEOB0586 


RNA helicase ll/Gu protein 


AF261917.1 


2 


seuuo i lo 








zo4y miODoozo 


RNA-directed DNA polymerase (EC 


pirS21976 


2 


miODUU4Z 








zoou seoD^zoA 


small nuclear ribonucleoprotein polypeptide B" (SNRPB2) NM_003092.1 


2 


IVIIL.'/\OOc^Oa 










small nuclear RNA (U2) 


L37793.1 


2 


llUI UOO i i 








zooz ocUAZo14 


SNAP-23 


U55936 


2 


FPR9n47 
rOrxZU'f 1 








ZOOO rniODDOiyO 


splicing factor 3a, subunit 3, 60kD (SF3A3) 


NM^006802.1 


Z 


1 1 iV.'l 1 \J\J 1 








9^^^^ hfrr7A'^9 


splicing factor arginine/serine-rich 7 (SFRS7) gene 


L41 887.1 


Z 










9'^'^^^ hfrrfi77n 


splicing factor similar to dnaJ (SPF31) 


NM_014280.1 


z 


ncr44 iz 








9'^'^fi hfr^7'^Q'^ 

zouu riiui f o^o 


splicing factor SRp30c gene 


U87279.1 


z 










ZOO / nTCiD 1 1 U 


splicing factor, arginine/serine-rich 7 (35kD) (SFRS7), 


NM_006276.2 


2 




(=9G8 splicing factor) 






ncrzuoo 








zooo ncr/y id 


U2 small nuclear ribonucleoprotein auxiliary factor 


NM_,005083.1 


2 




{U2AF1RS1) 






ncrDzou4 








zooy oLUAoozz 


U4/U6-associated RNA splicing factor {HPRP3P) 


NM_004698.1 


2 


1 lUl LrZZ 1 1 








2360 HFCR3134 


U5 snRNP-associated 102 kDa protein 


AF221 842.1 


2 


ncrb3947 








2361 SEOA6744 


mitochondrial 12S and 16S rRNA 


J01438 


2 


MIOA7072a 








2362 M10A1655a 


pre-mRNA cleavage factor 1 subunit 


AJ00181Q 


2 
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MIOB1571 





pre-rriKNA cieavage lactor im (ookuj (Oriivij (— ad/ooo) 


0901927 


2 


miob2987 








zoD*f iviiL/Auyuoa 


pre-mKiMA splicing Tacior orzpoz 


Md9039 


2 










ZoDO rl/KDOOD 


RNA polymerase 1 40kD subunit 


AF047441 


2 


ncrD4 iZ^ 








ZoOO rOKO/Oo 


RNA polymerase II transCRiption factor SMI p18 subunit 


L42856 


2 


rirUKzo/O 








£.00 f ncr/yD/ 


KrDo-meQiaiing protein (KeToeq aa oe-00) 


NP_003787.1 


2 


ncrDoool 












"7C A*^ Ar\ 

Z54349 


2 


rUK/ OU 1 








2369 SEOA4040a 


class II invariant gamma-chain 


X03340 


2 


SEOA2653 








^:o/u ncro/oy 


COT kinase proto-oncogene 


AF1 33211.1 


2 


ncrco4oy 








ncroU4o 


cdNA-2 co-activator (luOkD) (pi 00) 


hlB ■ f\A A^e\f\ A 

NM_0 14390.1 


2 










Zo/Z IVIIUA/D-t4a 


immunogiODiin iignt cnain (lamDda) (-UoOuOy KIAA01o7) 


D87018 


2 












immunoglobulin heavy-chain 


I^r^r\Af\A AA A 

AB01 9441.1 


2 


ncri 944 








2374 SEOA8366a 


Jk-recombination signal binding protein (RBPJK) 


L07872 


2 




(=D14041 H-2K binding factor-2) 






ncrboozO 








2375 SeODOOoo 


male-specific lethal-3 (Drosophila)-like 1 (MSL3L1) 


NM_006800.1 


2 




{-DKFZpooD J 1 822) 






rnioa/ D4ya 








Zo/D miODoDol 


MHC class 1 HI_A-B51 naplotype A2, B27/B51,Cw2/Cw3 


M28205.1 


2 


JwlUA4y7oa 








/ ncroy AO 


MHC class 1 HI_A-Bw62 


M28204.1 


2 


bbOA144oa 








£.0(0 mlODU i04 


Dl^OOC VNt-^l-^Irt /D/^OOC\ 

rOozb protein (PC/o2o) 


KlhJI ^A C% A Af\ A 

NM_018442.1 


2 


ncrcooo4 








oo7f^ R/iiOAncon*^ 


recombination acitivating protein (RAG2) 


M94633 


2 


ncrc4oo9 








2380 SEOBU192 


strain ECOR 52 rrlD operon 


AF053964.1 


2 










2381 hfcr7717 


brain and reproductive organ-expressed (TNFRSF1A 


NM_004899.1 


2 




modulator) (BRE) 






ncrc4191 








2382 hfcr2863 


ALEX3 protein (ALEX3) 


NM_016607.1 


2 


ncrb3454 








2383 hfcr2696 


antigen identified by monoclonal antibody Ki-67 (MKI67) 


NM_002417.1 


2 



fcrb0068 
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^OO't OCwUO i \J\J 


Centrosome- and Golgi-localized PKN-associated protein AB01 9691.1 


z 






ion MAPN /—A ll'JIRQ'J i Al^AD^t^n nr/->t-QinN 
^Oo-INr\r^ ^— AJ lo ID90. 1 AtXAr'fOU prOiein^ 








oCkyD 1 OH/ 










9*^^*^ IWIinA79'^'ia 
^OOsJ lvll\J/-\f la 


unajHiKG proiein (nsjzj 


AF055o64 


z 




iVIIL/DZZ 1 ^ 












nepaioceiiuiar carcinoma-associateQ antigen oo 


N1VI_01d4oo.1 


o 
z 






^LVJoO iZOU^ 








nr*rQR9Q 










ZOO/ rv-/r\0*fiO 


iviMoc lumur aniiysn u i ^iviAot-u i ) 


ArlZ444U. 1 


2 














zooo ncr/ ouo 


moQuiaior recogniiion laciorz ^iviKr-Z; 


1VJ|70QQ"7 A 
VAlOOOl A 


2 














ZOOC7 seoDo4/o 


nuclear protein stromal antigen i (bA-i) 


NM_005oo2.1 


2 














zoyu ncruoo4 


pdraifcUpidollO driLiycn \y\r\ l INIVIM 1 ) 


INIvl_UUDUzy.T 


2 




nrr199'^ 










9*^01 nrrftft9ft 


partial CHI3L1 gene for cartilage glycoproteln-39 


AJ251 847.1 


2 




ncrooo^ 










idos^z ncro/ 1 1 


stress protein Herp, = KIAA0025 


AB034989 


2 




obUBlobo 








O 


Z0v70 iK^IU/ IZO 


suiTotransterase Tamiiy, cytosoiic, 1A, pnenol-prei erring, 


Nlvl_003 166.1 


2 


n 




mamher (^\ 11 T1 A'^^ 

rnsiTiucr o ^OUL 1 ir\0; 






m 


nnrr'4Q7n 

1 V^*+53 / V,/ 










Z057*t lIUiOOOO 


T-ceil activation protein (PGR1) gene 


AP1 16272.1 


2 


m 


miODbio/ 








W 




T-cluster binding protein 


D64015.1 


2 


-{ 
-? 


ncrcblOo 










ZOoO S60DD/1O 


Alg5, S. cerevisiae, homolog of (ALG5) {=AF161498.1 


NM__01 3338.1 


2 


k I 




nor0149) 








seouo^ / z 








m 


zoy/ ncrDU/oz 


D-iacior, p rope rain ^Keroeci aa oe-ouj 


Nr_001701 .1 


2 
















cytovillin 2 (VIL2) (=X51521 ezrin) 


J05021 


2 




miob4764 










Z09%7 IvIlvJDZOZ^ 


lysosomal sialoglycoprotein 


D12676.1 


2 




MIOA1413 










2400 FCR2103 


beta-subunit signal transducing proteins GS/GI (clone 


AF070597 


2 






z459d) 








DCrDU 1 zy 










z4U1 rOKzoUo 


epitneiiai membrane protein-3 (-UozI0 1 YivlP; Uo7947 


X94771 


2 






hematopoietic neural membrane protein (HNMP-1) 








Tcroz / oy 










z4Uz bcQADDoZa 


gioDin aipna 


Ivlo9023 


2 














2403 SEOA0379 


integral membrane serine protease Seprase 


U76833 


2 




BFCS0081 










2404 SEOB1916 


LIM domain only 4 (LM04) 


gi71 08354 


2 




SEOA4620a 










2405 FCR3006 


multispanning membrane protein 


U94831 


2 



FCR2030 
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2406 ncrc4413 



ncrc7096 

2407 seob4197 
ncrc2067 

2408 seoa7748a 



mioa7699a 

2409 seob6678 
ncrb6452 

2410 ncr0046 



2411 
2412 
p 2413 
m 2414 
H 2415 
W 2416 
ip 2417 

iy 2418 

IP 2419 
2420 
2421 



ncrc5072 

SEOB1103 

seob7117 

ncrb0164 

ncrc5395 

ncr7852 

ncrc6159 

SEOB2697 

ncrb6575 

SEOB0690a 

ncrc1811 

hfcr4640 

hfcr5083 

MIOA7401a 

ncrb6151 

MIOA1296 

MIOA2287a 

ncrb1384 

FCR5571 

miob4221 

seob5316 

hfcr9627 



fcr7012n 
2422 mioa7717a 



cr0027 

2423 FCR5316 
hfcr2690 

2424 miob0977 
ncrb8242 

2425 SEOA0575 



SEOB0060 



PLASMA-CELL MEMBRANE GLYCOPROTEIN PC-1 P22413 2 
[INCLUDES: ALKALINE PHOSPHODIESTERASE I; 
NUCLEOTIDE PYROPHOSPHATASE (NPPASE)] 

pM5 protein (PM5) NM_014287.1 2 

progesterone receptor membrane component 2 Hs.9071 2 
(PGRMC2), mRNA/cds=(6,677) /gb=NM_006320 
/gi=5453915/ug=Hs.9071 /len=1874 

secretory carrier membrane protein 1 (SCAMP1) NM_004866.1 2 

Translocase of outer mitochondrial membrane 70 (yeast) NM_014820.1 2 
homolog A (TOMM70A)(= KIAA0719) 

transmembrane glycoprotein (CD44 gene) AJ251 595.1 2 

transmembrane protein Jagged 1 (HJ1) AF028593.1 2 

mutL homolog 1 (RefSeq aa 4e-76) NP_000240.1 2 

DNA/RNA-binding protein U20272.1 2 

RAD50 Z75311 2 

adenylate kinase 1 (hAK1) AB021871.1 2 

adenylate kinase 3 alpha (AK3) AB021 870 2 

CI -inhibitor X54486 2 

carbonyl reductase 1 (CBR1) NM_001757.1 2 

coagulation factory (proaccelerin, labile factor) (F5) NM_000130.1 2 

glutathione peroxidase 4 (phospholipid hydroperoxidase) NM_002085.1 2 
(GPX4) 

giutathione-S-transferase like; glutathione transferase Hs.1 1465 2 
omega (GSTTLp28), mRNA /cds=(9,734) 
/gb=NM_004832 /gi=4758483 /ug=Hs.1 1465 /len=793 

gp25L2 protein X90872 2 

metallothionein isoform 1 R X97261.1 2 

MITOCHONDRIAL THIOREDOXIN-DEPENDENT spP30048 2 
PEROXIDE REDUCTASE PRECURSOR 
(ANTIOXIDANT PROTEIN 1) (AOP-1) (MER5 PROTEIN 
HOMOLOG) (HBC189) 
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2426 seoa6806 


peroxiredoxin 5 (PRDX5), mRNA/cds=(36,680) 


Hs.31731 


2 




/gb=NM_^012094 /gi=6912237 /ug=Hs.31731 /len=805 






nrrr704n 






2427 ncr8720 


thioredoxin-like 32kD fTXNM 


lNivl_UU't/ OD. 1 


Z 


FCR1367 








2428 miob5122 


trunr^tpd .^ONI nrntpin ^^nn^ AFi^^14'^^ A UIQDPHOX 
uuiiudicu owiN |jiuiciii ^ouny ^— /\r IQ mou. I no"L/OIZ/ 




2 


seob7744 








2429 FCR14Qfi 


\/nn \A/illohronH -for^fnr f—'Vr\A'i.QlZ\ 

vuii vVMicDrana Tacior ^—AU4ooO/ 


M10321 


2 


miob3846 








2430 hfcr1804 




KiKii n^Oyino -1 
IN IVI^U 1 Z4UZ. 1 


z 


hfrr7fi7Q 








2431 SEOA0064 


Arf-lik© 2 hlnriinn nrntpin RART1 

r^i 1 ^ Ull lull 1^ plULCIII 1 1 


ArTzDUoz. 1 




ncrh841Q 










ciainrin neavy cnain (-UzizbU numan nypotnetical 


J03583 


2 




nrntpin rKIAAnn'^4'S\ 
piULCrlll \r\\r\r\\J\JO'r 1 1 














2433 hfcr6096 


sodium-dependent multivitamin transporter (SMVT) 


AF1 16241.1 


2 




gene, partial cds 






ncrr1fi1fi 

1 Iwl w 1 w 1 W 








2434 FnRM7n 


synapiic giycoproiein ooz spiiceo vanant 


AF038958 


2 


ncr7739 








2435 SEOA8669 
seob6710 


synaptobrevin-like 1 (SYBL1) 


gi5032136 


2 


OA'>JP\ QPHRH'^O'^ 


cn- 1 kjkd protein (-D4o94o. 1 KIAA0097) 


X92474.1 


2 


hfrrR'^7'^ 
I llUi oo / o 










centnn 3; Saccharomyces cerevisiaeCDC31 homolog; 


NP_004356.1 


2 




EF-hand protein superfamily member (RefSeq aa 3e-65) 






ncrc2085 








S>4'^ft MinA4n77fl 


Lroi-uy protein 


AF 132943.1 


2 


fcrb126n 




* 




94*^0 MinA9ni'^ 
Z*fO%7 IvIlvJMZU lO 


UL>I-1U4 protein (=Ar07ooD2.1 PTD009) 


AF1 51 862.1 


2 


hfcr7n77 








Ooi-iu/^ protein 


AF151865.1 


2 


minh1 7R9 










uiji-iUo protein (LUGolOlo) 


NM_016046.1 


2 


ncr2779 








2442 MIOB2714 


CGI-132 protein 


AF1 51 890.1 


2 


I lui \j\J\jo 








2443 SEOA1392 


nRI-141 nrntpin 


Ar i51o99.1 


2 


ricro*+u/ 








2444 MIOA2413a 


uoi-ou proiein ^--z.4yyu/ c.eiegans aipntnine synthase) 


A ^ A 'iOOO A A 

AF 132964.1 


2 


nrrh1 ftOO 










wul-oO protein (LOC51626), 


NM_01 6008.1 


2 


miob3198 








2446 seob7890 


CGI-61 protein 


AF151819.1 


2 


seob8243 








2447 ncrb7561 


CGI-72 protein (RefSeq aa 2e-90) 


NP_057102.1 


2 


ncrc9815 








2448 ncr1780 


CGI-75 protein (RefSeq aa 4e-57) 


NP_057104.1 


2 
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2449 
2450 
2451 
2452 
2453 
2454 
2455 



ncrc3211 

SEOA7157a 

miob2882 

SEOA3847 

seoiD4715 

seob4126 

hfcr1699 

miob4838 

MIOB2573 

SEOA2859 

SEOA6512a 

hfcr0918 

hfcr3886 

SEOB3464 



SEOA6512a 
2456 seob6257 

^ hfcr8929 

O 2457 fcrb1327 
O fcr3108 

m 2458 hfcr8804 
Ifi ncrb4899 

y 2459 MIOA5468a 

W FCR2190 
2460 hfcr5244 
IP hfcr0515 
lU 2461 SEOA7935a 
lU MIOA8153 
ii 2462 hfcr7437 
O hfcr0593 
M 2463 SEOA4400a 
SEOA8552 

2464 seob386g 
hfcr8506 

2465 SEOA5396 

ncrb4485 

2466 MIOA3572a 
SEOA6243 

2467 hfcr6245 

hfcir0908 

2468 SEOA5366 
SEOA5093a 

2469 seob6133 
seob5439 

2470 MIOA8740 
SEOA0184a 

2471 MIOA2072 
MiOA2339a 



CGI-81 protein API 51 839.1 2 

CGI-82 protein API 51 840.1 2 

CGI-83 protein (L0C51 1 1 0) NM_01 6027. 1 2 

CGI-97 protein AP151855.1 2 

cytoplasmic dynein internnediate chain 2 (Dncic2) AP063231 2 

cytoplasmic intermediate filament protein AJ004935.1 2 

Dynein intermediate chain 2, cytosolic (dh ic-2) sp088487 2 
(cytoplasmic dynein intermediate chain 2) 

golgin-like protein(GLP) gene {=U61 167.1 SH3 domain- AF266285.1 2 
containing protein SH3F18) 

kinesin family member 4 (KIF4), mRNA NM_012310.2 2 

microtubule-associated protein la (MAPI A) U38292.1 2 

MICROTUBULE-ASSOCIATED PROTEIN IB P46821 2 
[CONTAINS: MAPI LIGHT CHAIN LCI] 

NC2 alpha X96506.1 2 

Norrie disease protein (NDP) X65882 2 

collagen-binding protein 2 (collagen 2) (CBP2) NM_001235.1 2 

entactin X14194 2 

epsilon-sarcoglycan AJ000534.1 2 

hematopoetic proteoglycan core protein (=M90058 XI 7042 2 
serglycin) 

osteonidogen (=AJ223500 nidogen-2) D86425 2 

STIP1 homology and U-Box containing protein 1 NM_005861 1 2 
(STUB1) 

tenascin X56160 2 

lymphocyte cytosolic protein 1 (L-plastin) (LCP1) NM_002298.2 2 

actin binding protein MAYVEN AF059569.1 2 

actin depolymerizing factor S65738 2 
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2472 MIOA1494 
SEOA6869 

2473 BFCS0384 
mioa7897 

2474 MlOA5202a 
miob2289n 

2475 FCR4460 

miob0994 

2476 MIOA3672a 
miob2422 

2477 MIOA1287 
SEOA9502 

2478 ncr0267 
mioa9910 

2479 FCR6928 
FCR6963 

2480 ncr3233 
ncr6970 

2481 seoa6829 



Wl fcrb2166 
2482 ncr2723 
TO SEOB0856a 
M 2483 SEOB1001 
'I SEOB3377 
O 2484fcrb2749 



li 2485 
|5 2486 
2487 
2488 
2489 
2490 
2491 
2492 
2493 
2494 



fcrb2175 

SEOA5898 

MIOA6108a 

ncr3404 

ncrc2227 

fcrb2162 

fcrb1430 

SEOA5235a 

mioa5651n 

SEOA1097a 

FCR0817 

hfcr6486 

hfcr8161 

MIOA6418a 

hfcr6533 

SEOA7129a 

ncrb3220 

SEOA3375a 

MIOA2252a 

seob6683 



fcrb2017 
2495 MIOA5533a 



adapter protein CMS AF1 46277.1 2 

alpha-actinin-2 associated LIIVI protein AF002282 2 

CRystallin, zeta (quinone reductase)-lil<e 1 (CRYZL1 ) NM_0051 1 1.1 2 

cytoplasmic dynein heavy chain (=AB002323 Human D13896 2 
KIAA0325;L08505) 

gamma adducin Y14379.1 2 

keratin 18 (K1 8) I\/I24842 2 

plai<ophilin 2b (ORF) X97676 2 

profilin J03191 2 

utrophin (homologous to dystrophin) (UTRN) NM_007124.1 2 

actin related protein 2/3 complex, subunit 3 (21 kD) Hs.6895 2 
(ARPC3), mRNA/cds=(25,561) /gb=NM_005719 
/gi=5031596 /ug=Hs.6895 /len=840 

muscle-specific protein (LOC51778) NM_016599.1 2 

myosin X(MYO10) AF247457.1 2 

myosin, heavy polypeptide 3, skeletal muscle, embryonic XM_052579.2 2 
(MYH3), mRNA 

myotubularin related protein 6 AF072928 2 

integral inner nuclear NM_014319.2 2 

lamin A/C (LMNA) XM_044160.1 2 

nucleoporin p54 U63840 2 

plectin (PLEC1) U63610 2 

aryl hydrocarbon receptor-interacting protein (AlP) Nl\/l_003977.1 2 

Toll-like receptor 2 (TLR2) mRNA, (ORF) U88878 2 

Toll-like receptor 4 (TLR4) U88880 2 

B219/OB receptor isoform HUB219.1 U52912 2 

bone morphogenetic protein receptor, type lA (BMPR1A) NM_004329.1 2 

Ets transCRiption factor (NERF-2) U431 88 2 
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MIOA5197a 





2496 SEOA2892a 


Fr-namma-rpr'fantnr IIIR /^Fr^f^R'^R\ 


iviyu/4D 
















9AQ7 ^PHR'^nOQ 


proiein gamrna o suDunii 


A *5 O rt C C A 

AF03o955.1 


2 














2498 SEOB1617 




I>IIVI__UUdUOO. I 


I 














2499 MIOA6476a 


histamine N-methyltransferase(HNMT) 


U08092 


2 




ncrbyOQQ 












h-ryk 


Xo9970.1 


2 
















inierieron garnrna recepior i (irNvjKi ; (UKrj 


NIVl_UUu41o.1 


2 




ncrb7034 












inierreron gamma recepior accessory tactor-i (Ar-l) 


U05877 


2 














2503 ncr8686 


interleukin 16 (IL16) 


AF077011 


2 




ncrc'i' / \JH 










2504 ncrb0581 


mannose receptor, C type 1 (MRC1) 


NM_002438.1 


2 






nuclear recepior coaciivaior o (nouao) 


NM_006534.1 


2 




FCR4981 










2506 ncr2508 
ncrozz4 


nuclear receptor co-repressor 1 (NCOR1) 


NM_006311.1 


2 


l» 




nuclear receptor suDTamiiy 4, group A, member 2 

/KID yl AO\ 

(NR4A2) 


Nlvl_006 186.1 


2 




ncrc2485 








11.1 
; 


hfcr3753 


nuclear kina neiicase, utuu variani or utAU Dox Tamily 

(UiJAL) 


NM_005o04.1 


2 








AF2 52293.1 


2 




nTCrD 1 1 o 








lis 


Zulu lllUlU^OH 


peripnerai uenzoaiazepine recepior-associateo protein i 

(rKAA-1) mKNA 


NM_004758.1 


2 




wr\u f ZH 










ZO 1 1 rLrrsOZOf 


platelet-derived growth factor A chain (PDGFA) 

AUDo/4; 


M83575 


2 




ncryu lo 










2512 ncr7097 


PMEPA1 protein (PMEPA1) 


NM_020182.1 


2 




ncrb2398 












reiinoic acia-Dinuing proiein ii (LrKAbr-ll) (-IVIdoodT) 


It Mf\^Q A A 

M97814 


2 














2514 seob7529 


RYK tyrosine kinase 


S59184.1 


2 




mioayo/ o 










2515 FCR6340 


TRIP6 (thyroid receptor interacting protein) (=AF025437 
Opa-interacting protein 0IP1; AF000974 zyxin related 
protein ZRP-1) 


AJ001902 


2 




hfcr1265 










2516 hfcr9547 


v-jun avian sarcoma virus 17 oncogene homolog (JUN), 
(=c-jun proto oncogene (JUN ) 


NM_002228.2 


2 




ncr1559 
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2517 hfcr8429 

hfcr9184 

2518 SEOA5520a 
SEOA0133 

2519 miob4401 

MIOA8767 

2520 SE0A1117a 



xenotropic and polytropic murine leukemia virus receptor AF089744.1 
(X3) 



2521 
2522 
2523 
2524 
i 2525 
I 2526 
2527 



^ 2528 



seob8082 

FCR1020 

Ilfcr1907 

l\/ilOA2536a 

l\/liOA7350a 

hfcr2504 

SEOB0716a 

MIOA7629a 

ncrc0777 

M!OA1388a 

l\yilOA4718 

SEOA7354a 

SEOA3811a 

ncr5719 

ncrb8573 

miob4055 



ncrc3623 

2529 mioa9831 

ncr1528 

2530 SEOA1580a 
FCR0061n 

2531 hfcr9134 
CR0533 

2532 ncr3432 
miob3609 

2533 ncrb7350 



ncrc931 1 

2534 SEOA6033a 
ncr0156 

2535 SEOB0885a 



SEOA8447 

2536 MIOA3963a 
SEOB3569 

2537 SEOA3516a 
SEOA7367a 



14-3-3 protein, a protein kinase regulator 



X56468 



bifunctlonal ATP sulfurylase/adenosine 5'-phosphosulfate AF033026.1 
kinase 

calmodulin-dependent protein phosphatase catalytic L14778 
subunit (PPP3CA) (=J05480) 

ERK activator kinase (MEK2) L1 1285 

mitogen-responsive phosphoprotein DOC-2 U53446 

protein kinase C, mu (PRKCM) Nl\/I_002742.1 

serine-threonine protein kinase (!\/lNBH) AF108830.1 

cAMP-specific phosphodiesterase 88 (PDE8B) AF079529 

cGMP phosphodiesterase X62695 

monoamine oxidase B (MAOB) NM_000898.1 
A kinase (PRKA) anchor protein 2 (AKAP2){= KIAA0920) NM_007203.1 

associated molecule with the SH3 domain of STAM NM_006463.1 
(AMSH) mRNA 

adenomatosis polyposis coli (APC) gi4557318 

breakpoint cluster region (BCR) gene U07000.1 

brefeldin A-inhibited NM_006421.2 

dexamethasone-induced ras-related protein 1 AF262018.1 

(DEXRAS1) gene, (=activator of G protein signaling 

(AGS1)) 

guanine nucleotide exchange factor p532 U50078 

GUANINE NUCLEOTIDE-BINDING PROTEIN BETA spP25388 
SUBUNIT-LIKE PROTEIN 12.3 (P205) (RECEPTOR OF 
ACTIVATED PROTEIN KINASE C 1) (RACK1) 

low-Mr GTP-binding protein {RAB32) U59878 

MAD-3 (IkB-like activity) M69043 



2 
2 



2 
2 
2 
2 
2 
2 
2 
2 



2 
2 
2 
2 

2 

2 

2 
2 
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2538 


ncr6920 
SEOA9931 


N-acetylneuraminic acid phosphate synthase; sialic acid 
syninase (oao; 


NM_01 8946.1 


2 




seoD2oUo 
ncrc6817 


t-ii li^lfki^l'ar /^TDoc'ia /Ull IK/I A 1 IAMTI^\ 

niicieoiar \j i nase ^nuiviMu/\rM i t\j) 


MM ^i'^OAf^ i 


0 


2540 


ncro2o2 
ncrb6174 


KaD5-interaciing protein 


t\r \ IZZ 1 o. 1 


0 

£. 


2541 


FCR0990 
ncrcoooo 


Rab9 effector p40 


Z97074 


2 


2542 


SEOB2642 
FCR6495 


Ran_GTP binding protein 5 


Y08890.1 


2 


2543 


fcrD2722 

ncrc2963 


Kas suppressor protein 1(KoU1 KoU-i/Kor- 1 
mRNA) 


iNiVI_U IZ4Z0.Z 


z 


2544 


nicr25o5 
hfcr6117 


Kno gusnine nucieotiae excnange lacior (v?tr; i 
(ARHGEF1) 


M^/I r\r\A'7C\f\ i 
l\IVI_UU4/UD. 1 


Z 


2545 


ncrU2ob 
rOK09o5N 


Kno guanine nucieotiae-excnange lactor, spiice variant 
NET1A 


MJU lUU*fO. 1 


Z 


2546 


miob3696 

ncr5724 


Rho-associated, coiled-coil containing protein kinase 1 
(R0GK1) 


NM_005406.1 


2 


2547 


MIOA3548a 
ncrb8356 


SH3 binding protein 


AB005047 


2 


2548 


sec 05551 

» m.«aC ''f 

ncrc5501 


SH3-domain binding protein 5 (BTK-associated) 
(SH3BP5) {=DKFZp434H068) 


IN IVl__UU4o44 . 1 


Z 


2549 


miob3531 
miob6377 


signal transducing adaptor molecule (SH3 domain and 
ITAM motif) 1 (STAM) 


NM_003473.1 


2 


2550 


ncr0924 
ncrb4316 


small GTP-Dinding protein raD22D 


Ah 1 00421 .1 


9 
Z 


2o51 


miODo45b 

ncrc0958 


orc-iiKe-adapter (oLA) 


INIVI_UUO/4o. 1 


9 
Z 


2552 


FCR2541 
fcrD2643 


adrenal specific pG2 (=U15981 dik) 


XI 7544 


2 


2553 


SEOB2979 

FCR0918 


novel antagonist of FGF signaling (sprouty-1) 


AF041 037.1 


2 


2554 


SEOA0539n 
MIOB2564 


abundant in neuroepithelium area (BTG3) (=D641 10 
ANA) 


915802989 


2 


once 

2555 


ncr0775 
ncr1148 


bone morphogenetic protein 5 (BMP5) 


lNlVi_UZ 1 U / O. 1 


9 
Z 


2556 


ncrb5631 
nerd 178 


bone morphogenetic protein-3b gene 


D49493.1 


2 


2557 


FCR2195 
seoa8133 


follistatin 


M 19480 


2 


2558 


SEOA5494a 
SOA0678 


glioblastoma amplified sequence (GBAS) 


AF029786 


2 


2559 


seob6089 
ncrb6144 


growth associated protein 43 (GAP43) 


NM_002045.1 


2 
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2560 SEOA2978a 


heoatocvts arowth factor artivatnr inhihitnr t\/np 9 


ARnnfi'^'^4 


n 






(=AF027205 Kunitz-type protease inhibitor (kop)) 








ncrc5679 










nepaioma-aenvea growtn lacior 


D 16431 


2 




FCR0863 












nign-nsK numan papilloma viruses to oncoproteins 


AF090989.1 


2 






targeted protein E6TP1 alpha (=AB007900 KIAA0440) 


















2563 SEOA7442a 


interferon-aamma 

II Ikwl Iwi V^l 1 MCll i II 1 Id 


U 1 uoou 






SEOA5095a 












macropnage-speciTic coiony-stimuiating tactor (ubr- 1) 


Ivl37435.1 


2 




iVIIvJrVODyO 












miaKjnc ^neunie growTn-promoiing laciorzj (iviUfvj 


gi4505134 


2 






V Aoo 1 1 u neunie ouigrowin-prornoung protein) 








fcrb0384 










2566 MIOA4271 


monocyie cnernoiaciic proiein-o ^iviLrK-oj 


A72308 


2 




SEOA4204a 








2567 MinA2774;^ 


nAi iroima/*lin D 

rieururTi6Qin d 


M21551 


2 




FnR'^'S4n 

I or\Ovi?*TVj 








m 


zouo riuroooo 


po protein (canaiaate ot metastasis 1) (Po) 


NM_0 12385.1 


2 


m 


hfcr3605 










poiyuoiTi proiein 


AAG32 160.1 


2 


'i s ; 


ncrcooou 








W 


9'^7^ nrr97Q9 


oi\i-iM 1 tKAU 1 iiMv3 rKU 1 LIN (Ketbeq aa 7e-55) 


NP_036377.1 


2 




DcrDOo 1 0 






s : 


2571 nrr^RfiQ 


uriunarauienzeu oone rn arrow proiein diviu4^ (dIVIU4^) 


Nlvl_Oi 8458.1 


2 






^-Uf\rZ.p^Ol A1 1z4) 








hfcr2529 








ilTr 


2572 hfcr6211 


cullin 5 (CUL5) 


NM_003478.1 


2 














2573 hfcr9846 


ADP-ribosvlation fartnr fi ^ARFfi^ 


l>Uvl_UU lOOO.Z 


o 




nrrr5nQQ 

1 iwl wvV/ww 












AUK-riDosyiaiion tactor domain protein 1, o4kD (ARFDI) 


|L|mj| AA^^PM A 

NM_00 1656.1 


2 




nf^rh799'^ 










2575 SFnA4n9'^fl 


A^^D rl Wne\#loti^n f9i^f>^r*r4r*F1 /^iv^am^a^ ^^TDmmm mm^!iimA!mm 

Mur-riDosyiaiion TacLor[arTj-aireciea Cj i rase activating 


gi4502248 


2 






protein (AbAPI) {=Ad007860 KIAA0400) 




















Ar^D r>ik\M^\ /Im^Imm fMM4>M»> lilvM O /Am 0\ 

AUr-noosyiation Tactor-iiKe o (ARLo) 


NM_004311.1 


2 




SEOA8761 








2577 mioh47fi0 


^ol^\//^lin i'M'n^inn mi^m^mIm 

caiuyciin uinuing proiein 


AF057356.1 


2 




olivjaou I ^a 












rttao-iiKe protein (nrhboL) 


U62325.1 


2 




ncrono 










2579 FCR3754 


hpnatopvtp nrowth i^rfnr-Wk^ nrrit^in hnmrxinn ^nxA/ 


UZOUDD 








match) 








FCR6350 










2580 SEOA5490a 


monocyte/neutrophil elastase inhibitor 


AF053630 


2 




SEOA1443a 










2581 FCR3033 


poly (ADP-ribose) polymerase (=J03473; M29786) 


M18112 


2 
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FCR4760 

2582 hfcr7146 
ncr7893 

2583 miob6677 
seob6122 

2584 FCR1608 
ncrc2007 

2585 FCR5663 
FCR7710 

2586 FCR5800 
ncr5960 

2587 SEOA4461a 



miob3803 

2588 hfcr2601 
MIOA9010 

2589 SEOA3717a 
hfcr1867 

2590 SEOA0114 
hfcr9595 

2591 MIOA3795 
ncrc4531 

2592 SEOA0956 

SEOA1525 

2593 SEOB1362 
ncr2883 

2594 ncrb3880 
hfcr0506 

2595 seob5976 

MIOA8308 

2596 MIOA3940a 

ncr2928 

2597 hfcr1210 
hfcr9914 

2598 hfcr0358 

ncrc0203 

2599 fcrb0662 

nerd 452 

2600 SEOA4640a 

MIOA3378a 

2601 seob5523 

ncrb8661 

2602 hfcr3821 
ncrc3248 



chloride channel nucleotide-sensitive, 1A (CLNS1A) NM_001293.1 2 

ecotropic viral integration site 5 (EVI5) NM_005665.1 2 

JTV-1 (JTV-1) U24169 2 

membrane protein, type II clone:HP10390 AB015631.1 2 

membrane protein-like protein U21556 2 

potassium voltage-gated channel, delayed-rectifier, NM_002252.1 2 
subfamily S, member 3 (KCNS3)=AF043472 Shab- 
related delayed-rectifier K channel alpha subunit 

stomatin-like protein 2 (SLP-2) NM_01 3442. 1 2 

voltage-dependent anion channel isoform 2 (VDAC2) AF1 52227. 1 2 

MacMarcks X70326 2 

mast cell carboxypeptldase A M2771 7 2 

cell adhesion protein (vitronectin) receptor alpha subunit M14648 2 

goliath' protein AF1 55650.1 2 

integrin alpha-1 1 subunit precursor (ITGA1 1) AF109681 .1 2 

integrin, alpha V{vitronectin receptor, alpha polypeptide, NM_00221 0. 1 2 
antigen CD51)(ITGAV) 

platelet/endothelial cell adhesion molecule-1 (PECAM-1) L34657 2 

protocadherin 43 gene AF1 1 9570 2 

TRAF and TNF receptor associated protein (ttrap gene) AJ269473. 1 2 

chromodomain helicase DNA binding protein 4 (CHD4) NM_001273.1 2 



chromodomain protein, Y chromosome-like (CDYL) NM_004824.1 
=AF081259 

chromosome-associated polypeptide C (CAP-C) NM_005496.1 
(=DKFZp434F205) 

Gu protein = PC6010 RNA helicase Gu U41 387.1 
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iiioiuiic? aOcLyiu cii loiddoc irlDwMJ 


MM nnynRT i 

INIVI_UU/ UO/ . 1 


O 
£. 


n^rl ill f^ 










nisione aceiyitransTerase (MUKr), (UKr) 


NM_012oo0.1 


2 


ncn4io 








ZOUO oiIVJMQOoUa 


nisione oeaceiyiase z (nuAOZj (-uo ioi4 


gi4oo/b4U 


2 




iransLrKipLionai regulator nomoiogue KrUo) 
















hiQtnnp maPRnl-l9A1 9 
1 iioiwi ic 1 1 idwrxunzM 1 .z 




z 










zoUr Tcro iDoy 


non-histone chromatin protein HIvlGI (HMG1) gene 


Ud1d77.1 


2 


TClD 1 OOO 








zoUo obUD^zoo 


SCG10 like-protein, helicase-like protein NHL, M68, and 


AF21 7796.1 


2 




MUr-riDosyiduon Tacior reiaiea protein i (AKrKri } 








genes, complete cds 






ncrc2847 








ZDUs ncrDZ/^o 


teiomerase Dinaing protein pzo (LULrObooi) 


Nivl_0 19766.1 


2 










Z.Q i U otsUUQO^O 


menage a iruis i ^L/Mix assemDiy laciorj ^iviimm i i j — 


lNlvl_UUZ4o1 . 1 


Z 




Ayzbby.i poo, cyciin-iiKe LrAM -associated protein(UKr) 






ncrDuoo 








zon nTcroyuD 


camptotnecin resistant clone Ocivi/02 DNA 


U07ou6.1 


2 




topolsomerase 1 mRNA, partial cds 






ncrcoo4o 








2612 FCKdo95 


cdc14 homologue 


AF000367 


2 


ncr/Doy 








261 o obvjD07o2 


CDC28 protein kinase 2 (CKS2) 


4502858 


2 


seoa/Dyo3 








2b 14 nTcroblo 


cell cycle protein (PA2G4) gene 


API 04670.1 


2 


rUKoool 








2d1o nTCr4/41 


cell division cycle 20, S.cerevisiae homolog (CDC20) 


NM_001 255.1 


2 


hfcr9178 








2616 miob3313 


cullin2(CUL2) 


AF1 26404.1 


2 


MiuAyuyb 








1 / ncro 1 r ^ 


dedicator of cytokinesis 1 (DOCK1) 


KIR Jl OOA A 

NM_001oo0.1 


2 


ncrzoob 








zoio nnioDUUDU 


DNA for (CGG)n trinucleotide repeat region, isolate E7 


AJ001216.1 


2 


ncrcuo4o 








2b iy TcrDl7oo 


G1 to S phase transition 1 (GSPT1) 


XM_055673.1 


2 


ncrDor bo 








2620 nfcr6o29 


growth arrest-specific 6 (GAS6) 


NM_000820.1 


2 


nfcr9596 








2621 MIOB2293 


growth arrest-specific 7 (GAS7), transCRipt vanant b 


536021 1 


2 


hfcr6829 








2622 MIOA9062 


GTP-binding protein RAB21 (RAB21) = KIAA0118 


AF091035 


2 


OtUMOoyO 








2623 FCR5023 


MAC30 


L19183 


2 


hfcr9101 








2624 SEOA6152a 


rhoB 


M74295 


2 


BFCS0302 








2625 MIOA8239 


Topolsomerase 1 


CAA1 8536.1 


2 
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ncrc1460 

2626 FCR5707 
FCR5704 

2627 SEOB1720 
ncr2404 

2628 hfcr9982 



SEOA9079 

2629 SEOA5387 
SEOB1998 

2630 ncrb5704 
fcrb2400 

2631 miob6721 
ncrc9794 

2632 SEOB0294 
ncr2473 

2633 MlOA1294n 
SEOB0418 

2634 miob5878 
miob5958 

2635 hfcr6747 
ncr8007 

2636 FCR2729 
FCR4489 

2637 hfcr6849 
fcrb1648 

2638 seoa6797 



ncrc2394 

2639 hfcr2821 

hfcr8656 

2640 seob6131 
ncrc9255 

2641 ncrb4843 
ncrb7041 

2642 ncr0673 
hfcr4151 

2643 seob4816 
seoa7822a 

2644 hfcr5827 

SEOB0703a 

2645 MIOA3354a 

hfcr6154 

2646 ncr4140 
ncrb1861 

2647 ncr3284 
miob1079n 



X-linked nuclear protein (ATRX) AF000160 

API5-like 1 (API5L1) NM_006595.1 

beclin 1 (BECNI)mRNA, (=beclin 1 (coiled-coil, AF139131.1 

myosin-like BCL2-interacting protein) (BECI^1))( =GT197 
partial ORF) 

BNIP3L AB004788.1 

CASP8 associated protein 2 (RefSeq aa 2e-87) N P_036247. 1 

CED-6 protein (CED-6) NIW_016315.1 

dual-specificity protein phosphatase U15932.1 

neuronal apoptosis inhibitory protein U 1 9251 

NODI protein (NODI) gene AF149773.1 

programnned cell death 6 (PDCD6) NM_01 3232.1 

45kDa splicing factor AF083384 

KH-type splicing regulatory protein (KHSRP) NM_0b3685.1 

polymerase (DNA-directed) kappa (POLK), mRNA Hs. 135756 
/cds=(1 72,2784) /gb=NM_016218 /gi=7705343 
/ug=Hs. 135756 /len=4074 

polymerase (RNA) II (DNA directed) polypeptide J NM_006234. 1 
(13.3kD) (P0LR2J) 

Replication factor C (activator 1) 4 (37kD) NM_002916.1 

replication protein A1 (70kD) (RPA1) Nl\/I_002945.1 

replication protein A2 (32kD)(RPA2) NM_002946. 1 

anaphase-promoting complex subunit 4 (APC4) NM_01 3367.1 

cell division control protein 16 {CDC16) mRNA, complete AF1 64598.1 
cds 

cysteine and glycine-rich protein 2 (CSRP2) (contains Alu U95018 
repeat) 



2 
2 
2 

2 
2 
2 
2 
2 
2 
2 
2 
2 
2 



2 
2 
2 
2 
2 



Notch2-like (Notch21) 

p53 regulated PA26 nuclear protein (PA26) 



NM_008715.1 
NM 014454.1 



2 
2 
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^Oho ocvjduo/D 


proio-oncoycne ^vvni-oay 


LZUOO 1 . 1 


o 










zDny ncrcooDo 


rro-A caruoxypepiiuase precursor ^r\eToec] aa /e-4y; 


IMr^UUOUO 1 . 1 


/. 


ncr c 1 / oo 








ZOOU rLfK 14/ o 


ras inniDiior 


mo / lyu 




nrcr/ uz/ 








zoo 1 rorvoy / 0 


QPDTiM 0 n^^ylOl o/^i ip ^qpdo\ 
ocr 1 ilN z nuivlvJL^oUti ^otirz^ 


Vj 14 14 1 


Z 


FCR1045 








2652 SEOA9150 


tumor antigen SLP-8p (HCC8)= AF102177.1(ORF) 


NM_016516.1 


2 


ncrc4oio 








zooo ncnozD 


tunnor differentially expressed 1 (RefSeq aa 1e-77) 


NP_006802.1 


2. 


ncryi i a 








ZK)OH SeODO lOU 


tumor necrosis factor alpha-induced protein 6 (TNFAIP6) NM_0071 15.1 


Z 


mioDoyuo 








ZOOD rLrKUODZIN 


tumor neCRosis factor receptor 


M58286 


Z 


iviiUAo/^oa 








^looo seoDooy/ 


tumor necrosis factor(ligand) superfamily, member 10 


NIVi_003810.1 






(TNFSF10) mRNA 






Se0D0DU4 








^QO/ iTiiuuzyio 


tumor protein D52 (TPD52)(= N8=tumor expression- 


NM_005079.1 


Z 




enhanced gene)(= 19.8 kDa protein) 






ncrD2Uz4 








2658 FCR7689 


tumor suppressor protein (101F6), putative 


AF040704 


2 


ncrD53o4 








2do9 ocOAIoODa 


tumor susceptiblity protein {TSG101) 


U82130 


2 


rUKooO/ 








ZDou ncrzzyo 


integral type 1 protein 


NM_007364.1 


Z 


TcrDzoz4 








2661 ncrc7137 


musculus DnaJ-iike protein 1 (Dnajll) 


NM_007869.1 


2 


hfcr0732 








ZQUZ "01x4400 


PROBABLE ARP2/3 COIVIPLEX 20 KD SUBUNIT (P20- 


spQ18491 


9 
Z 




ARC) 






MIOA407oa 








2do3 miobD228 


protein kinase NY-REN-64 antigen (LOC51135) 


NM_016123.1 


2 


zuD4 ncrcuooD 


semipalmatus 18S ribosomal RNA gene, complete 


AF1 73638.1 


Z 




sequence 






seoDzzyy 








ZOOD rOr\ZU04 


19 kDa subunit of NADH (complex 1) 


X59697 


Z 


rORo7U1 








2ooo nfcrooll 


proteasome (prosome macropain) activator subunit 2 


NM_002818.1 


2 




(PA28 beta) (PSME2) 






nnioa1118m 








2667 FCR6057 


proteasome subunit p45 26S 


D44467 


2 


MIUAlDo/a 








2668 ncrc8935 


F-box only protein 2 (FBX02) 


NM_012168.1 


2 


seob5743 








2669 ncr7178 


ubiquitin specific protease 


NM_004505.1 


2 


ncrc6595 








2670 FCR4238 


transCRiption factor ZFM1 (=149380; L49345;Y08765 


D26120 


2 



splicing factor SF1-hl1)) 
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MIOA1370a 

2671 ncrb8142 
ncrb0460 

2672 miob4144 
miob0994 

2673 ncrb8693 
SEOA6930 

2674 M10A4667a 

MIOA5773a 

2675 IVIIOA6673a 
miob4524 

2676 SEOA8511 

SEOA8951 

2677 miob6128 

SOA0356 

2678 ncr1658 

2679 SEOA6732 

2680 SEOA4716a 

2681 FCR0211 

2682 SEOA8232 

2683 FCR5354 

2684 SEOB0483 

2685 hfcr9312 

2686 FCR1079 

2687 SEOA2819 

2688 ncr5264 

2689 hfcr9447 

2690 hfcr3489 

2691 MIOA1524 

2692 MIOB2756 

2693 miob0636 

2694 ncrb5940 

2695 ncrb3226 

2696 ncr7181 

2697 MIOA3269a 

2698 miob1136 

2699 ncrc4565 



2700 M10A4628a 



2701 SEOB3158 

2702 FCR2306 

2703 SEOA8640 



RNA for Golgi protein (GPP34 gene) 
dnchc2 cytoplasmic dynein heavy chain 
kinesin family member 38 (KIF3B) (=KIAA0359) 



AJ296152.1 
AB041 881.1 
NM 004798.1 



CAK1 mRNA for Cdk-activating kinase=cyclin-dependent X77303 
kinase 7=X77743 



guanylate binding protein isoform 1 (GBP-2) 

CYTOCHROME 0 OXIDASE POLYPEPTIDE VIC 
PRECURSOR 

solute canier family 16 (monocarboxylic acid 
transporters), member 7 (SLC16A7) 

eukaryotic translation initiation factor 4B (EIF4B) 

mitogen inducible gene mig-2 

metallothionein 

nucleoplasmin-3 (NPM3) 

ATP SYNTHASE COUPLING FACTOR 6, 

MITOCHONDRIAL PRECURSOR (F6) 

cytochrome c oxidase COX subunit IV (COX IV) 

aminopeptidase PILS (APPILS) 

heat shock protein, DNAJ-like 2 (HSJ2) 

cytochrome P450 (CYP1A2) 

integral membrane protein Tmp21-I (p23) 

cadherin 11, OB-cadherin(osteoblast) (CDH11)(= OB- 

cadherin-2)(= OB-cadherin-1)(= cadherin-11 ) 

solute carrier family 4, anion exchanger, member 3 

(SLC4A3) 

beta-galactosidase (GLB1) 
protein phosphatase 2A 130 kDa regulatory subunit 
5' cap guanine-N-7 methyltransferase (RNMT) 
calcineurin A1 

baculoviral lAP repeat-containing 6 (BIRC6) 

PTD019(=HSPC203) 

spastic paraplegia 4 

uncharacterized protein 

a disintegrin and metalloproteinase domain 28 

(ADAM28)(= eMDC II) 

procollagen-proline, 2-oxoglutarate4-dioxygenase 
(proline 4-hydroxylase), alpha polypeptide(RefSeq aa 1e- 

44) 

proteasome (prosome, maCRopain) 26S subunit, non- 
ATPase, 12 (PSMD12)=AB003103 = 26S proteasome 
subunit p55, 
c-maf long form 

Kruppel-like zinc finger protein Zf9 
Tat-interacting protein (30kD) {TIP30) 



M55542 
P09669 

NM 004731.1 



NM_001417.1 

Z24725 

X97260 

AF081280 

spP18859 

M21575 
AF1 83569.1 
NM_001 539.1 
M31667 
AJ004913.1 
NM_001 797.1 

NM_005070.1 

M34423.1 

L07590 

AF067791.1 

M29550.1 

NM_016252.1 

AF226729.1 

NM_014946.1 

AK002062 

NM_014265.1 

NP 000908.1 



NM 002816.1 



AF055377.1 
AF001461 

5454125 



2 
2 
2 
2 

2 
2 
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2704 FCR5620 

2705 ncrb0090 

2706 seob5860 

2707 ncrb7111 

2708 ncr0016 

2709 FCR6902 

2710 seob7262 

2711 seoa8019 



2712 miob2944 

2713 ncrc9117 

2714 SEOA6701a 



2715 SEOA5299a 

2716 FCR5337 

2717 MIOB0468 



zinc finger protein 

zinc finger protein 22 (KOX 15) (RefSeq aa 1e-48) 
ribonucleoprotein gene 60-kD SS-A/Ro D8 
betaglycan (TBR III gene) 
Estrogen receptor 1 (ESR1) 
glucocorticoid-induced leucine zipper GILZ protein 
activated leucocyte cell adhesion molecule (ALCAM) 
BCL2-associated athanogene 3 (BAGS), mRNA 
/cds=(306,2033) /gb=NM_004281 /gi=14043023 
/ug=Hs. 15259 /len=2605 
fetal liver cDNA library 
unnamed protein product 
solute carrier family 16 (monocarboxylic acid 
transporters), member 4 (SLC16A4) (contains Alu 
repeat) 

muscle-type phosphofructokinase (PFK-M) gene 
protein tyrosine phosphatase (PRL-1) 
5-lipoxygenase activating protein (FLAP) (arachidonate 
lipoxygenase-activating protein) (AL0X5AP) 



LI 6896 
NP_008894.1 
U44388.1 
AJ251 961.1 
NiVI_000125.1 
AF024519 
NM_001 627.1 
Hs.15259 



AH 33292.1 
BAB1 5083.1 
gi4759113 



M59741 
L39000 
5-M63262.1 



2718 hfcr5181 

2719 MIOA5484a 



2720 seob4487 

2721 SEOA6867 



2722 hfcr1073 

2723 ncr4550 

2724 miob3044 

2725 l\/IIOA3528a 

2726 MIOB2227 

2727 FCR1779 

2728 hfcr5473 

2729 seob1667n 

2730 MIOA1556 

2731 ncr3035 

2732 miob0942 

2733 ncrb0323 

2734 miob4370 

2735 hfcr1201 

2736 hfcr3774 



spP31040 



NM_01 5904.1 
spP49720 



NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, Ni\/l_004542.1 
3 (9kD, B9)(NDUFA3) 

SUCCINATE DEHYDROGENASE [UBIQUINONE] 
FLAVOPROTEIN SUBUNIT, MITOCHONDRIAL 
PRECURSOR (FP) (FLAVOPROTEIN SUBUNIT OF 
COMPLEX II) Length = 664 
translation initiation factor IF2 (IF2)(0RF) 
PROTEASOiVIE THETA CHAIN (MACROPAIN THETA 
CHAIN) (MULTICATALYTIC ENDOPEPTIDASE 
COMPLEX THETA CHAIN) (PROTEASOME CHAIN 13) 
(PROTEASOME COMPONENT C10-II) 

general transcription factor HE, polypeptide 2 NM_002095.1 

hematopoietic-derived zinc fingerprotein (RefSeq aa 1 e- NP_004867. 1 
48) 

zinc finger protein 208(ZNF208) NM_007153.1 

ZNF202 beta (ZNF202) AF02721 9 

pirin (PIR) gi4505822 

U6 snRNA X59362 

RNA polymerase II subunit U37690.1 

mitochondrial ribosomal protein L20 (MRPL20), mRNA XM_027716.1 

MHC class I HLA-C-alpha-2 chain M24097 

beta-preprotachykinin X54469.1 

pre-B-cell colony-enhancing factor (PBEF) NM_005746.1 

adaptor-related protein complex 3, beta 1 subunit NM_003664.1 
(AP3B1) 

transmembrane 4 superfamily member (tetraspan NET- NM_012338.1 

2) (NET-2) 

adaptor-related protein complex 3, delta 1 subunit NM_003938.1 
(ADTD), mRNA 

seven transmembrane domain protein (NIFI El 4) NM_006326. 1 
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2737 hfcr3494 

2738 MIOA8557 



2739 hfcr6715 

2740 HFCR3091 

2741 miob6645 

2742 SEOA8501 

2743 ncrb5361 

2744 ncr3891 

2745 ncrc4920 

2746 FCR3173N 

2747 fcrb1136 



^ 2748seob5894 

2749 seob7755 
5 2750 ncrb1852 



2751 
2752 
2753 
2754 
2755 
2756 
2757 
2758 
2759 



seob3675 

SEOB1316 

FCR2301 

ncrc2693 

SEOA5461 

SEOA9016 

miob0213 

ncr5865 

seoa8035 



ill 



2760 ncrbHOO 



2761 MIOA3801 



2762 hfcr1340 



2763 
2764 
2765 
2766 
2767 
2768 
2769 
2770 
2771 



miob5915 

miob4004 

ncr3189 

miob6485 

miob6092 

MIOA8862 

SEOA7485a 

seoa7788a 

ncrc6617 



DNA topoisomerase III 

SWI/SNF related, matrix associated, actin dependent 
regulator of chromatin, subfamily a, member 2 
(=SNF2alpha protein) 
methyltransferase (HASJ4442) 
collagen binding protein 2 
syndecan-1 gene (exons 2-5) 
CC-chemokine receptor(CCR-5) gene, delta-32 allele 



U43431.1 
NP 003061.1 



NM_01 7528.1 
D83174.1 
Z48199.1 
AF009962.1 

interferon, alpha-inducible protein 27(Re^eq aa 7e-39) NP_005523.1 

mitogen-activated protein kinase 6 (l\/IAPK6) Nl\/I_002748. 1 

MAD (mothers against decapentaplegic, Drosophila) NM_005904.1 
homoiog 7 (MADH7) 

developmentally regulated GTP-binding protein 2 (DRG2) X80754 

melanoma differentiation associated (mda-6)= L2561 0.1 U09579.1 
cyclin-dependent kinase inhibitor Length = 2120 

ADP-ribosylation factor-like 1 (ARL1 ) NM_001 1 77.2 

mannose-specific lectin (MR60) U09716.1 
postmeiotic segregation increased 2-like 8 (RefSeq aa 2e-NP_005385.1 
57) 

spindlin (Spin) NM_011462.1 

p53 binding protein U82939.1 

BRAIN PROTEIN 13 P28662 

cerebellar degeneration-related protein (34kD) (CDR1 ) NM_004065.1 

fetal brain oculocerebrorenal syndrome (0CRL1) U57627 

fungal sterol-C5-desaturase homolog D851 81 . 1 

HSPC280 AF161398.1 

HSPC282 AF161400 

hypothetical protein MGC3037 (MGC3037), mRNA Hs.301789 
/cds=(99,1151) /gb=NM_024047 /gi=13129009 
/ug=Hs.301789 /len=1507 

immature colon carcinoma transcript 1 (RefSeq aa 5e-76) NP_001 536.1 

integral membrane protein type II (NKG2-D) (=1108988 AF001297 
CRFB4 ) 

isolate Indonesian 79 type 299 mitochondrial control AF1 76203 

region, partial 

KIAA0250 gene NM_014837.1 

KIAA0260gene D87449.1 

KIAA0388 AB002386.1 

KIAA0576 protein AB01 1 1 48. 1 

NTT gene (LI Alu and MER 38 repeat regions) U54776.1 

0RF2-like protein AAD04635.1 

PMS2L13 AB01 7004.1 

putative (LOC1 16228), mRNA XM_057659.2 
RAB, member of RAS oncogene femily-like 2B (RABL2B) NM_007081.1 



2772 hfcr9807 



sushi-repeat protein (SRPUL) 



NM 014467.1 
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2 



2773 SEOA8960 



2774 miob1306 

2775 ncrb6476 
.2776 hfcr5157 

2777 SEOB0510 

2778 FCR1098 

2779 SEOA1812a 

2780 MIOA8919 

2781 MIOA2853a 

2782 MIOA3397a 

2783 MIOA7423a 
. 2784 SEOB0352 
5J 2785 ncrb7167 

5 2786 SEOA6131a 
!5 2787 hfcr8033 

y 2788 miob6834 
JS 2789 SEOB3131 

:L 2790 FCR6092 
O 2791 ncrb6907 
i« 2792 miob5675 
W 2793 FCR4129 
5 2794 ncrb5322 

lU 2795 miob6518 



2796 hfcr9420 

2797 miob3695 

2798 ncrb4166 

2799 hfcr9656 

2800 ncrb2524 

2801 miob6794 

2802 MIOA5691 

2803 seob4284 

2804 MIOA8914 

2805 FCR0089 

2806 SEOA8242 

2807 ncr6431 



VACUOLAR ATP SYNTHASE SUBUNIT H (V-ATPASE 
H SUBUNIT) (V-ATPASE M9.2 SUBUNIT) (9.2 KD 
MEMBRANE ACCESSORY PROTEIN) 
nicotinamide nucleotide transhydrogenase (NNT) 
palmitoylated membrane protein 3 (RefSeq aa 1e-86) 
protein phosphatase 4 regulatory subunit 1 (PPP4R1) 
POLY(A) POLYMERASE (PAP) (POLYNUCLEOTIDE 
ADENYLYLTRANSFERASE) 
ATP-citrate lyase 

phosphatidic acid phosphatase type 2c (Ppap2c) 
(=038522 KIAA0080) 

cytochrome c (HS7) processed pseudogene 
mitochondrial 3-ketoacyl-CoA thiolase beta-subunit of 
trifunctional protein 

mitochondrial acetoacetyl-coenzyme A thiolase (EC 
2.3.1.9) 

mitochondrial elongation factor G 

mitochondrial FIFO-type ATPase subunit d 

NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 

9 (39kD) (RefSeq aa 2e-80) 

ubiquinol cytochrome-c reductase core I protein 

aspartyl protease(BACE2) mRNA, complete cds, 

alternatively spliced 

carbamyl phosphate synthetase I 

g!utamine:fructose-6-phosphate amidotransferase 

(GFAT) 

selenium donor protein (selD) 
tousled-like kinase 1 (RefSeq aa 1e-49) 
peroxisomal biogenesis factor 3 (PEX3) 
peroxisome biogenesis disorder protein 1 (PEX1) 
signal recognition particle receptor ('docking protein') 
(SRPR) 

UBIQUITIN CARBOXYL-TERMINAL HYDROLASE 12 
(UBIQUITIN THIOLESTERASE 12)(UBIQUITIN- 
SPECIFIC PROCESSING PROTEASE 12) 
(DEUBIQUITINATING ENZYME 12) (UBIQUITIN 
HYDROLYZING ENZYME 1) 
ubiquitin specific protease 1 1 (USP1 1) 
ASH2L (absent, small, or homeotic, Drosophila, 
homolog)-like 
c-myc gene 

colon Kruppel-like factor (CKLF) 

general transcription factor I IF, polypeptide 1 (74kD 

subunit) (GTF2F1) 

hedgehog-interacting protein (Hip) 

HZF3 mRNA for zinc finger protein(ORF) 

Nef-associated factor 1(NAF1) mRNA 

retinoblastoma-blnding protein 8 (RBBP8) 

transCRiption elongation factor S-ll, hS-il-T1 

transCRiption factor 4, Helix-loop-helix transCRiption 

factor 4 (HTF4/TCF12) 

zinc finger protein (PRD51) gene 



sp015342 



NM_012343.1 
NP_001 923.1 
NM_005134.1 
spP51003 

X64330 
AF1 2361 1.1 

M22893.1 
D16481.1 

D90228 

L14684 

AF087135.1 

NP_004993.1 

LI 6842 
AF1 88277.1 

AF1 54830.1 
M90516.1 

U34044 

NP_036422.1 

NM_003630.1 

AF026086 

NM_003139.1 

sp075317 



NM_004651.1 
NM_004674.1 

1001205A 
AF1 3281 8.1 
NM_002096.1 

AF1 16865.1 

X78926 

NM_006058.1 

NM_002894.1 

D50495 

M65209 

U88082.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 235 of 312 



2808 hfcr8631 

2809 SEOA6223 

2810 ncrb6639 

2811 FCR3076 

2812 MIOA5558a 

2813 HFCR3118 

2814 miob2947 

2815 nerd 510 

2816 ncrb7557 



2817 miob6528 

2818 SEOA0784n 

2819 SEOA4132a 



2820 
2821 
2822 
2823 
2824 
2825 
2826 
2827 
2828 
2829 



hfcr5706 

mioa9505 

ncr1712 

SEOA4485 

SEOA2472 

MIOA4532a 

MIOA0212a 

FCR2266 

SEOA1278a 

hfcr0256 



Zinc-finger helicase (liZFH) 
capping enzyme (HCE) 

cleavage and polyadenylation specific factor 4, 30I<D 

subunit (CPSF4) 

DEAD-box protein p72 (P72) 

TFIID subunit p22 

U5 snRNP 100 kD protein 

nasopiiaryngeal carcinonna susceptibility protein 

HLA-B gene (HLA-B*0801 allele), complete cds 

diptlieria toxin resistance protein required for 

diphtiiamide biosynthesis (Saccharomyces)-lil<e 1 

(DPH2L1) 

heat-responsive protein 12 (Hrsp12) 

neuronal tissue-enrictied acidic protein (NAP-22) 

xeroderma pigmentosum complementation group C 

(XPC)=X65024 

carbonic anhydrase II (CA2) 

PKCq-interacting protein PiCOT (PICOT) (ORF) 

hect domain and RLD 3 (HERC3) 

33 l<Da Vamp-associated protein (VAP33) 

CGI-76 protein 

ankyrin-like protein 

F-actin capping protein beta subunit 

cardiac ventricular troponin C 

tropomyosin isoform 

22 kDa peroxisomal membrane protein-lil<e (LOC55895) 



U91 543.1 

AF025654 

NM_006693.1 

U59321 

D50544 

AF026402.1 

NP_037407.1 

D83956.1 

NM 001383.1 



NM_008287.1 

AF039656 

NM_004628.1 

NM_000067.1 

AF1 18652 

NM_014606.1 

AF044670 

AF151834.1 

Y1 0601.1 

U03271 

AF020769 

Z24727 

NM 018663.1 



O 2830 
m 2831 
m 2832 
m 2833 
O 2834 
lii 2835 
2836 
2837 



miob5978 

ncr9754 

IVI!OA2796a 

hfcr6992 

ncrb4962 

ncrb5965 

tifcr2892 

ncrb0602 



angiotensin receptor 1 (AGTR1) NM_009585.1 

dickkopf (Xenopus laevis) homolog 1 (DKK1) NM_012242.1 

epidermal grcwtfi factor receptor substrate (eps1 5) U07707 ' 

FYN oncogene related to SRC, FGR, YES (FYN) NM_002037.1 

G protein Golf alpha gene U551 84. 1 

glucocorticoid receptor alpha U25029.1 

Homer, neuronal immediate early gene, 1 B (SYN47) NM_004272.1 
Interferon, alpha-inducible protein (clone IFI-6-16) (G1P3) NM_002038.1 



2838 miob3149 

2839 ncrb0916 



2840 hfcr8442 

2841 MIOA0291 

2842 hfcr0470 



interleukin 6 signal transducer (gp130, oncostatin M NM_002184.1 
receptor) (IL6ST)(= membrane glycoprotein gp130) 

vesicle-associated soluble NSFattachment protein NP_006361.1 
receptor (v-SNARE; homolog of S.cerevisiae VTI1) 
(RefSeq aa 2e-37) 

mitogen-activated protein kinase 7 (MAPK7) NM_002749.1 

phosphoenolpyruvate carboxykinase (PCK1) (clone L05144 
lamda-hPEC-3) 

serine/threonine protein phosphatase catalytic subunit NM_016294.1 
(LOC51723), mRNA =( protein phosphatase 6) 



2843 miob6459 



serine-arginine-rich splicing regulatory protein SRRP86 AAF37578.1 



2844 BFCS0524 

2845 ncr4435 



tyrosine kinase (HTK) 

cAMP-specific phosphodiesterase 4D (PDE4DN3 gene) 



U07695 
AJ250854.1 
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2846 seob5963 

2847 hfcr1709 

2848 MIOA4326a 

2849 ncrb4749 
2860 SEOA5473a 

2851 ncrc0262 

2852 SEOA6332 



2853 FCR0997 

2854 hfcr9703 

2855 HFCR2367 

2856 ncrb2247 

2857 seob3903 

2858 SEOA1173A 

2859 hfcr6274 

2860 FCR7675 

2861 miob0255 

2862 SEOB0058 



2863 ncrc6012 

2864 FCR6442 

2865 fcrb2661 

2866 MIOA6772a 

2867 FCR4272 

2868 FCR7508 

2869 hfcr9546 

2870 ncrc0640 

2871 MIOA7262a 

2872 ncr2857 

2873 MIOA8653 

2874 FCR4056 

2875 seob5054 

2876 hfcr1359 

2877 ncr4612 

2878 nerd 921 

2879 miob5749 

2880 ncrc0342 



2881 FCR6915 



RAB23 protein (LOC51715)(HSPC137) NM_016277.1 

Rab3D (rab3d) AF263366. 1 

alpha-amidating monooxygenase AF010472 

granulin (GRN) NM_002087.1 

monocyte chennoattractant protein 4 X98306 

uncharacterized hematopoieticstem/progenitor cells NP_060936.1 
protein l\/IDS031 (RefSeq aa6e-81) 

ADP-ribosyltransferase (NAD ; poly (ADP-ribose) gi5915659 
polymerase)-like 1 (ADPRTL1) (=079999 KIAA0177; 
AF1 58255 vault protein) 

calgizzarin (=049355 S100C protein; X80201 MLN70) D38583 

ABC transporter umat (ABCB6 gene)(= MT-ABC AJ289233.2 
transporter) 

heme-regulated eukaryotic initiation factor 2 alpha kinase AF255050.1 
(HRI) 

potassium inwardly-rectifying channel, subfamily K, NP_002236.1 
member 1 (RefSeq aa 5e-52) 

PAK-interacting exchange factor beta (P85SPR) mRNA NM_003899. 1 

Heterochromatin protein 1 gamma AB030905.1 

histone deacetylase 6 (KIAA0901) NM_006044.1 

histone stem-loop binding protein (SLBP) U75679 

RecQ protein-like (ONA helicase Ql-like) (RECQL) NM_002907.1 

CYCLIN A/CDK2-ASSOCIATE0 PROTEIN P19 (RNA spP34991 
POLYMERASE II ELONGATION FACTOR-LIKE 
PROTEIN) (ORGAN OF CORTI PROTEIN 2) (OCP-II 
PROTEIN) (OCP-2) 

polymerase (RNA) II (ONA directed) polypeptide B NP_000929.1 
(140kO) (RefSeq aa 4e-32) 

lOkO protein (BC10) AF053470 

14-3-3 Sigma protein promoter and gene, complete cds AF0290811 

19.5 protein M32486 

1 -aminocyclopropane-1 -carboxylate synthase A3551 6 

23 kO highly basic protein X56932 

2-hydroxyacid dehydrogenase AF1 1 3251 .1 

2- hydroxyphytanoyl-CoA lyase (RefSeq aa 7e-62) NP_036392.1 

3- 7 gene product D641 59 
3pv2 and 5p1 52 genes sp|P391 94 
40 kOa product (=M19503 0RF1 ; putative) AAB59367.1 
54TMp (54tm) (=S83365 RAB5-interaction protein) AF004876 
55 kOa protein AF 155658.1 
7h3 protein AF209931 
88.8 kOa protein AF225417.1 
959 kb contig between AML1 and CBR1 on chromosome AJ229043.1 
21q22, segment 3/3 

ABL (M8604 Met) gene U07561.1 

acetyl LOL receptor; SREC=scavenger receptor NM_003693.1 
expressed by endothelial cells (SREC),(= KIAA0149 
gene) 

acetylserotonin N-methyltransferase-like (ASMTL) gi4757793 
(=Y15521) 
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2882 fCR0255 

2883 FCR3595 

2884 HFCR3089 

2885 hfcr1795 

2886 mioa1112m 



2887 seob5771 

2888 ncrc2814 

2889 MIOA5902a 

2890 hfcr5991 

2891 ncrc6841 

2892 ncrb5507 

2893 hfcr6774 

2894 FCR0186 

2895 fcrb2292 



2896 ncrb0571 

2897 MIOA4014a 

2898 ncr4408 

2899 FCR4099 

2900 BFCN0031 

2901 MIOB2131 

2902 miob1115 

2903 ncr7473 

2904 ncrSm 

2905 seob7577 

2906 SEOBOSSOa 

2907 FCR2167 

2908 FCR7070 

2909 ncrc0304 

2910 FCR5199 

2911 FCR5507 

2912 ncr7050 

2913 ncr7557 

2914 ncr5697 

2915 SEOA0870 

2916 MlOA0089a 

2917 ncrb1899 

2918 nerd 022 

2919 HFCR6141 

2920 SEOA4628a 

2921 SEOA5809 



acid phosphatase type 5 X1 46 1 8 
Acyl carrier protein, Mitochondrial (ACP) (non-exact 64%) AC002400 

AD-012 protein (LOC55833) (=AB040924 KIAA1491) gi8923858 

AD-014 protein AF150733.1 

ADMU(=putative adhesion molecule [human mRNA, S60088 
4121 nt, segment 2 of 2]= Kallmann syndrome (KAL)= 
M97252 

adrenal gland protein AD-002 AF1 1 0775. 1 

adrenal gland protein AD-004 (RefSeq aa 2e-91) NP_057367.1 

ANC_2H01 (ORF) AF003924_1 

ancient ubiquitous protein 1(AUP1), mRNA NM_012103.1 

androgen-regulated short-chain AF1 67438.1 
dehydrogenase/reductase 1 (ARSDR1) 

antigen NY-CO-25(NY-CO-25) (=KIAA0201 ) AF039695. 1 

antigen NY-CO-41 (NY-C0-41)(= clone AF039701.1 
DKFZp586O0821) 

antigen NY-CO-9 (NY-CO-9) (=AB01 1 1 72 hypothetical AF039691 
protein (KIAA0600)) 

antigenic determinant of recA protein (mouse) homolog, BC017309.1 

clone MGC;29595 IMAGE:5089578, mRNA, complete 

cds 

anti-oncogene M98056.1 

APMCF1 (APMCF1) AF141882.1 

arsenate resistance protein ARS2 arsenite-resistance NP_056992.1 
protein 2 (RefSeq aa 2e-37) 

arsenite translocating ATPase (ASNA1 ) (=U60276) AF047469 

atypical PKC specific binding protein AB005549 

autonomously replicating sequence (ARS) L08437.1 

autosomal dominant polycystic kidney disease type 1 1 AF054992. 1 
(clone 23778) 

AV7231 90 HTB cDNA clone HTBAXA03 5' AV7231 90. 1 

B.subtilis YQJC protein (TR:G1 303954) CAA981 1 8.1 

B12 protein M80783.1 

B17 AF232674.1 

B6D2F1 (clone 2C11B) U01139 

Bak protein U23765 

BANP homolog (FLJ20538) NM_01 7869.1 

BCL7B protein X89985 

BCNT AB009270 

beta-ureidopropionase NM_01 6327.1 

blood-stage membrane protein Ag-1 [Plasmodium yoelii] AF1 03869 

BNIP3H (BN1P3H) nuclear gene for mitochondrial AF255051.1 
product 

Br140 M91585 

brain 4. 1 (L) protein (=AB002336 Human KIAA0338) AB01 9257. 1 

breast adenocarcinoma marker (32kD) (BC-2) NM_014453.1 

BRI3 AF272043.1 

brother of CDO (BOC) AY027658. 1 

C13F10.4 gene product [Caenorhabditis elegans] U97006 

C1D protein (nuclear DNA-binding protein) X95592 
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2922 fcr0195 

2923 M10A3639a 

2924 MIOA2475a 

2925 ncrb3647 

2926 ncrb8474 



2927 miob3591 

2928 miob6245 

2929 mioagg54 

2930 hfcr1874 

2931 MIOA0916a 

2932 MIOA0294 

2933 BFCW0371 

2934 SEOA4518 

2935 ncr5781 

2936 ncr8259 

2937 miob1826 

2938 ncrb4215 

2939 hfcr0827 

2940 MIOA6035 

2941 ncrb2660 

2942 mioa7878 

2943 ncr7666 

2944 BFCS0371 

2945 MIOA4602a 

2946 ncr0395 

2947 ncr3811 

2948 hfcr1433 

2949 ncr4774 

2950 fcrb2124 

2951 seoa6830 



2952 
2953 
2954 
2955 
2956 
2957 
2958 
2959 



FCR0226 

FCR1657 

FCR4892 

FCR4824 

ncrc5372 

hfcr5198 

hfcr0954 

ncrc8901 



C367G8.1 (melanoma antigen P15) (LOC124104) XM_058771.1 

C43H8.1 gene product AF098499 

C44E4.5 gene product AF003140 

C6f mRNA, partial 3'UTR U72516.1 
calmodulin-like, processed pseudogene (302 bp identical M73792.1 
to the 3' untranslated region) (=DKFZp434A012) 

candidate tumor suppressor protein DICE1 AF097645. 1 

CDM (=ref|NM_005745.2| accessory proteins Z31696.1 
BAP31/BAP29) 

cell-line RPMI 8226 chloride ion current inducer protein AF232225 
l(Cln) gene, 

CGI-111 protein (L0C51 01 5) NM_016048.1 

CGI-1 13 protein AF151871.1 

CGI-1 26 protein AF151884.1 

chorionic gonadotropin beta subunit K031 89 

choroideremia (ORF) X78121 

Churchill protein AAG09759.1 

citb_173_L12 AC005887.3 

citb_179_n_3 AC005210.3 

citb_43_a_1 1 , complete sequence AC005880.3 

citb_79_e_16, complete sequence AC005881.3 

clock (mouse) homologue (CLOCK) (=AB002332 gi4758009 
KIAA0334) 

cn04901.y1 Normal Human Trabecular Bone Cells cDNA AI750662.1 
clone NHTBC_cn04g01 random 

CocoaCrisp (LOC83690), mRNA /cds=(85, 1 587) Hs. 1 82364 

/gb=NM_031461 /gi=13899302 /ug=Hs.182364 

/len=2667 

C0P9 subunit 6 (MOV34 homolog, 34 kD)(RefSeq aa 3e- NP_006824.1 
61) 

COX4AL AF005888 

cp1508.seq.F Human fetal heart, Lambda ZAP Express AA248069 
CDNA5' 

CpG island DNA genomic Mse1 fragment, clone 60h1, Z61 961.1 
reverse read cpg60h1.rt1a 

CpG island DNA genomic Mse1 fragment, clone 70g1 1 , Z62622.1 
reverse read cpg70g1 1 .rt1a 

CSR2 AB007830.1 

CTD-2314M3 AC026273.7 

OTP synthase (CTPS) NM_001 905. 1 

CUB and Sushi multiple domains 1 (CSMD1), mRNA Hs.123468 
/cds=(285,1081 1) /gb=NM_033225 /gi=15100167 
/ug=Hs.123468 /len=1 1301 

CX3C chemokine precursor U84487 

cystinosin AJ222967 

cytokine SDF-1-beta (=L36033) U16752 

cytokine-like factor-1 precursor (CLF-1 ) AF059293 

D15F37 pseudogene, S4 allele AF041 081.1 

D54 isoform (hD54) AF004429.1 

DAN gene D89013 

dbpB-like protein L28809.1 
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2960 ncr4332 

2961 ncrc0749 

2962 FCR4024 

2963 seob6823 

2964 seob4726 

2965 ncrc0747 

2966 ncrc9217 

2967 ncr4545 



DC1 1 protein (RefSeq aa 3e-63) NP__064571 ,1 

DC6 protein (RefSeq aa 2e-52) NP_064574. 1 

D-dopachrome tautomerase (=1149785; Y1 1 151) AF058293 

DEAD (aspartate-glutamate-alanine-aspartate) box NM_007841.1 
polypeptide 6 (Ddx6) 

differentiation-related gene 1 (nickel-specific induction NM_006096.1 

protein) (RTP) 

dJ1158H2.1 (novel protein similar to D. melanogaster CAC05315.1 
CG11048 and CG8959) 

dJ28H20.2 (novel protein) CAC005611 

dJ671D7.1 (similar to D. melanogaster CG5986 protein) CAC04152.1 



2968 ncrc4808 

2969 miob4692 

2970 MIOA6053a 

2971 mioa9714 

if 2972 Iifcr9258 



dJ756N5.2 (A novel protein (DKFZp727l\/I231) similar to CAC14946.1 
Trp4-associated protein TAP1 (ABCB2)) 

dJ93K22.1 (novel protein (contains DKFZP564B116)) AL050333 

DIghl homologue U93309 

DMBT1 candidate tumour suppressor gene, exons 1 to AJ24321 1.1 
55(low match) 

DMR-N9 myotonic dystrophy kinase (DM kinase) gene L08835.1 



m 


2973 


BFCW0102n 


DNA containing putative Ac-lil^e transposon 


Y17156 




2974 


seob5726 


DNA for tob family, complete cds 


D78382.1 




2975 


ncr8456 


Down syndrome critical region gene 1-like 1 


NM_005822.1 




2976 


SEOB3485 


down-regulator of transCRiption 1, TBP-binding (negative 


NM_001 938.1 


L I 






cofactor2) (DR1) 






2977 


SEOA6654a 


DROME TWISTED GASTRULATION PROTEIN 


spP54356 








PRECURSOR 






2978 


ncrb4224 


DSCR5a 


AB037162.1 




2979 


ncrc1885 


dUTP pyrophosphatase (DUT) 


NM_001 948.1 


i'^i 


2980 


ncrb4145 


DVS27-related protein 


BAA75892.1 




2981 


FCR2684 


DXS8237E (=D50912 hypothetical protein (KIAA0122)) 


U35373 


I 


2982 


fCR0558 


dye 


U77595 




2983 


ncrc6861 


E46 protein 


AF1 19662.1 




2984 


ncrc1995 


early B-cell transcription factor (EBF) 


AF208502.1 




2985 


hfcr5737 


early development regulator 2 (homolog of polyhomeotic 


NM_004427.1 








2) (EDR2), mRNA 






2986 


FCR0470 


EB1 


U24166 




2987 


fcrb2207 


EFIa-like protein 


AF267861.1 




2988 


ncr0103 


endogenous retrovirus H HERV-H/env62 proviral copy, 


AJ289709.1 








clone 231 El 2 






2989 


MIOA2421a 


endogenous retrovirus HERV-K102 


AF164610.1 




2990 


FCR4040 


endogenous retrovirus type C oncovirus sequence 


M74509 




2991 


MIOA0478 


envelope protein 


AF164615 




2992 


FCR3559 


EPC-1 (=M76979 PEDF;U29953;I\/I90493) 


U57446 




2993 


MIOA2981a 


ER1 (=AB033019 KiAA1193) (67% aa) 


AF015454 




2994 


hfcr8796 


erbb2-interacting protein ERBIN 


NM_01 8695.1 




2995 


FCR5006 


ERp28 protein 


X94910 




2996 


mioa0573a 


esophageal cancer related gene 4 protein (ECRG4), 


Hs.43125 








mRNA /cds=(1 08,554) /gb=NM 032411 /gi=14165275 










/ug=Hs.43125/len=772 






2997 


hcr0927 


ETAA16 protein (RefSeq aa 1e-75) 


NP_061875.1 
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2998 SEOA8266 EXOSTOSIN-1 (PUTATIVE TUMOR SUPPRESSOR spQ16394 1 

PROTEIN EXT1) (MULTIPLE EXOSTOSES PROTEIN 
1) 

2999 mioa9865 F1D9.26-unknown protein [Arabidopsis BAA97098.1 1 

thaliana](71%0RF) 

3000 hfcr3518 faciogenltal dysplasia (Aarskog-Scott syndrome) (FGD1), NM_004463.1 1 

mRNA 

3001 fcrb2575 f-box and leucine-rich repeat protein 1 1 (FBXL1 1), XM_^040025.2 1 

mRNA 

3002 fcrb2622 f-box and leucine-rich repeat protein 3A {FBXL3A), NM_012158.1 1 

mRNA 

3003 fcrb1550 FEZ2 protein (FEZ2) AF1 13124,1 1 

3004 miob4712 fgr proto-oncogene encoded p55-c-fgr protein M1 9722.1 1 

3005 SEOA2784 FH1/FH2 domain-containing protein FHOS (FHOS) AF1 13615.1 1 

3006 ncrc8903 FLAME-1 AAB70909.1 1 

3007 SEOA0424n fosB X14897 1 

3008 hfcr2314 FT005 protein (FT005) NM_0140541 1 

3009 mioa7908 fused in glioblastoma mRNA, complete cds Hs.23120 1 

/cds={207,1571) /gb=AY033606 /gi=14289128 
/ug=Hs.23120/len=4567 

3010 fcrbl 547 FXYD domain-containing ion transport regulator 6 NM_022003.1 1 

(FXYD6) 

3011 ncr4466 G antigen 1 XP_010196.1 1 

3012 ncr4503 G901 1 gene product AAF52302.2 1 

3013 FCR0149 ganglioside-lnduced differentiation associated protein 3 Y17852 1 

3014 ncr4647 GASC-1 AB037901.1 1 

3015 ncrc7131 gcp372 BAA05025.1 1 

3016 MIOA5614a GEC-1 (gec-1) AF012920 1 

3017 FCR2660 GEF-2 AB003515 1 
3018MIOA4196 GEG-154mRNA X71642 1 

3019 miob4581 gene 33 polypeptide M23572.1 1 

3020 ncr5066 gene encoding HLA-Cw6 Z22754.1 1 

3021 ncr8733 geneJd:F1D9.26'-unknown protein AP002460 1 

3022 seoa8004 GILZ, complete cds /cds={233,637) /gb=AB025432 Hs.75450 1 

/gi=1 1527558 /ug=Hs.75450 /len=2028 

3023 ncr741 1 GK001 protein (GK001), NM_020198.1 1 

3024 ncrc3856 GK003 (GK003) AF226046.1 1 

3025 ncrc5565 GL002 protein (GL002) NM_020193.1 1 

3026 SEOA0023 golgi antigen gcp372 D25542.1 1 

3027 hfcr7558 GSTmu3 gene for a glutathione S-transferase Mu class X56838. 1 1 

protein 

3028 hfcr3729 Gx protein AF120103.1 1 

3029 SEOA5848 hamartin (TSC1) AF013168 1 

3030 miob6419 haplotype D6 beta-globin (HBB) gene, replication origin AF1 86620.1 1 

initiation region and partial cds 

3031 ncrc5245 hBKLF for basic kruppel like factor (LOC51274) NM_016531 .1 1 

3032 ncrb3702 HBV associated factor(XAP4) NM_006462.1 1 

3033 ncr4790 HC71C AF177343.1 1 

3034 seoa0102m hCDC10=CDC10 homolog S72008 1 

3035 SEOA4398a hcgVIII protein X921 1 0 1 
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Qpna7Rft1a 
oCwd / UO 1 a 


/CQS— ^ i44,z4zoj /go— ADU4 1 ooo /gi— lu/yoouo 
/ug=Hs.16053/len=2725 


ns. louoo 




OUO/ 


scOD4u / y 


nULrlviD Izr 


ArUb/oUz.1 




oUoo 


ncrcoooo 


nUUlvlOU4r 


Ar0o7oU4.1 






TCiD 1 OOU 


nUUMLf^or proiein ^nUOMUZor; 


Nlvl_uibb4y.1 




oU4U 


ncrDo4 1 


MtLo protein (ntLo) 


KIIV A A'1 O/l 4 O •1 

NM_0 io412. 1 






ncr/ /oy 


hematopoietic stem/progenitor cells protein MDS027 


Nlvl_01 8462.1 




oU4z 


nicrzouo 


rir.iz gene 


VA70AA H 

A07290.1 




oU40 


ncrDzyyz 


no 1 U-r (no I U-r) (-bZloo; 


AhzOI 944.1 




oU44 




nioi protein 


A D AA A «1 7A 

AB021 179 




OU*f 0 


r wrv/ DO/ 


nivionD 


1 170707 
Uf Of Of 




OU4D 


mioayDou 


homolog of yeast mutL (hPMS1) gene 


1 1 A AC A 

U 13695.1 








nooK 1 proiein (oy /o aa^ 


ArU44yzo 




OU4o 




HOTTL protein mRNA, complete cds 


Ar07oo42. 1 




oU4y 




UDDDII A 

nrDKII-4 


Ab foof 




ouou 


cr^DOn7Q 
rLrKZU/ y 


noLiv (-uttbyoy nypotneticai protein (I\iaauzU4J; 


A DAAOQA/I 

AdU(J2oU4 




oUO 1 


ncrco ^ 1 / 


norLfUUD 


ArU/Ubb2.1 






inrV\O^AC:, 
lCrDZD40 


norOUUy proiein (norOUUy), mKINA 


^l^y| ai >i ai a -i 
NM_U14Uiy.1 




OUOO 


ocud loy 1 




ACAQOO/IC -1 

ArUooZ4b.1 




OU04 


ncrco4yo 


norOUoU 


Aruooooy.1 


y I 


oUoo 


oizUA4/z/a 


noPuuoi mKINA, -Ool-o/ protein (OKh) 


A ^AOCO^A 

AF0o5360 


m 


once 


seoDbooo 


rlbrOUoo protein {L(JOo1123) 


MK/I A4AAAA A 

Nl\/1_0 16096.1 




oUO/ 


ncrcyjoy 


nbPG040 protein (RefSeq aa 1e-5o) 


NP_057182.1 


7 


OUOO 


IVllOA3D73a 


HSPC042 protein (contains Alu repeat) 


AF125096,1 




o0o9 


nTcrDo2o 


rloPC049 protein (riSPC04y) 


KIKM r\ A A A A ^ A 

NI\/I_014149.1 




3060 


SEOB2148 


HSPC055 protein (HSPC055) (=FLJ11007 fis) 


NM_014153.1 


^\ 


one d 
oUol 


ncrc3D24 


HSPC056 protein (HSPC056) 


KIKil r\A A A C A A 

NM_014154.1 


iij 




ntcru/oi 


HbPOOoy protein (HSPCOoy) 


NM_0 16536.1 






QPODnOQQ 
OtUKUOOy 


noroU/ 1 


Arlblobb.l 




3064 


ncrc2401 


HSPC092 


API 61 355.1 


if 


OUQO 


nr^rr'OOQO 

riuruzoyo 


nor vuyo (aa ye- 1 o,do /o) 


A A COQQAd A 

AAr^oyiD. 1 




3066 


SEOB0008 


HSPC121 (=B-ind1 protein) 


AAF29085.1 




OUO/ 


otv^AoDy4a 




A CA£iA ATA 

Ar1b14^4 




oUoo 


ncrDoon / 


norOizb protein (Ketbeq aa 4e-4b) 


M D AC /I OOC A 

NP_054oo5.1 




3069 


ncrb7667 


HSPC140 (=SUM0-1 -activating enzyme E1 N subunit 
(SUA1)) 


AF161489.1 




oU70 


TCrD14o9 


HbP0i4i protein (HoPCl4l)(= sex-regulated protein 
janus-a mRNA) 


aM_038043.1 




oU/ 1 


ncruooy 


nbrL/144 protein (Ketbeq aa le-oy) 


Kin ACilOAO A 

NP_0548y3.1 




3072 


hfcrOOlO 


HSPC145 


AF161494.1 




3073 


MIOAoolO 


HSPC151 


AAF29115.1 




3074 


miob4037 


HSPC154 protein (HSPC154) 


NM_014177.1 




3075 


SbOB0375 


HSPC155 


A r~ A A ^ r\ A A 

AF161 504.1 




3076 


ncr4oo9 


HSPC160 protein (RefSeq aa 5e-77) 


NP_054901.1 






Tcru 1 ou 1 


norO ID4 


Aivi_uuyo4y.4 




3078 


ncrc0292 


HSPC173 mRNA, 


AF1 61 521.1 




3079 


ncrb1519 


HSPC174 


AF161 522.1 




3080 


fcrb1940 


HSPC176 


AF161524.1 




3081 


86086772 


HSPC177 


BC016698.1 




3082 


ncr9108 


HSPC182 protein (HSPC182) 


NM 014188.1 
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3083 
3084 
3085 
3086 
3087 
3088 
3089 
3090 
3091 
3092 
3093 
3094 
3095 
3096 
3097 
3098 
3099 
3100 
If 3101 
y 3102 
9 3103 
m 3104 
3105 
,ri 3106 



SEOB2149 

ncr9324 

hfcr9283 

hfcr6243 

ncrb2108 

MIOA3471a 

miob0167 

SEOB1748 

ncr5613 

SEOB0394 

SEOA8750 

ncrc4383 

ncrb4620 

ncrc3927 

ncr8171 

ncrb5909 

ncrc9877 

SEOB1187 

fcrb0376 

HFCR3149 

FCR0706 

hfcr0963 

ncrc6376 

ncrc8856 



3107 ncr7595 
M 3108 SEOA7223a 



1^ 3109 ncrc9055 

O 3110 seoa1G28m 
W 3111 seoa8075 
3112 fcrb2150 

3113fcr5736 

3114 fcrb2120 

3115 fcrb1451 

3116 fcrb2133 

3117 fcrb1345 

3118 fcrb2307 

3119 fcrb2353 



3120 seoa4973a 

3121 seoa4964a 
3122fcrb2693 



HSPC184 
HSPC187 
HSPC197 
HSPC199 
HSPC209 
HSPC210 
HSPC212 
HSPC235 
HSPC240 
HSPC245 

HSPC261 (=DKFZp564B0769.1) 

HSPC273 (=KIAA1192) 

HSPC274 protein (RefSeq aa 1e-38) 

HSPC299 

HSPC301 

HSPC306 

HSPC311 

HSPC331 (=SPF31) 
HT002 protein (HT002) 
HT01 5 protein (HT015) 
HU-K4 

human homolog of a mouse imprinted gene 
HUT11 protein mRNA, partial 3' UTR 
hydroxyacyl-Coenzyme A deliydrogenase/3-l<etoacyl- 
Coenzyme A ttiioiase/enoyl-Coenzyme A hydratase 
(trifu notional protein), beta subunit (HADHB) 
liypothalamus protein HBEX2 
hypothalamus protein HT001 (=AF225981 calcium 
transport ATPase ATP2C1 ) 

hypothetical brain protein similar to X96994 BR-1 protein 

(Helix pomatia) (LOC56412) 

hypothetical garp protein 

hypothetical gene (AK026938 (LOC91933)) 

hypothetical gene (AL137319; NM_017586) 

(LOC1 15423) 

hypothetical gene (BC009875; BC014023 (LOC1 15010)) 

hypothetical gene (LOC87167) 

hypothetical gene (LOC87240) 

hypothetical gene (LOC96648) 

hypothetical gene AK023725 (LOC92923) 

hypothetical gene supported by AF055004 (LOC93477), 

mRNA 

hypothetical gene supported by AF1 32973; BC000589; 
BC009189; NM_015965 (LOC1 12763), mRNA 



AF151018.1 

AF1 51 021.1 

AF151031.1 

AF1 51 033.1 

AF1 51 043.1 

AF151044 

AF151046.1 

AF1 51 069.1 

AF1 51 074.1 

AF1 51 079.1 

AAF28939.1 

AF161391.1 

NP_054864.1 

AF161417.1 

AF161419.1 

AF161424.1 

AF1 61 429.1 

AAF29009.1 

NM_014066.1 

AF223466.1 

U60644 

AB006625 

AF263545.1 

NM 000183.1 



XP_010123.1 
AF 113539 

NM_01 9836.1 

CAB63561.1 
XM_041 609.2 
XM_01 1838.3 

XM 055021.1 



XM 

XM 

XM. 

XM_ 

XM 



016787.2 
.015947.2 
.055006.1 
.048072.1 
051593.3 



XM 048487.3 



hypothetical gene supported by AF267861 ; AK026650 XM_0161 70.4 
(LOC88021), mRNA 

hypothetical gene supported by AK027830; AL137274 XM_072050.1 
(LOC126897), mRNA 

hypothetical gene supported by AL096738; BC01 3144 XM_047202.2 
(L0C1 15576), 
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3123 fcrb2320 

3124 fcrb2350 

3125 fcrb2474 

3126 fcrb2305 

3127 fcrb2331 



3128 fcr3149 

3129 ncrc3706 

3130 mioa7859 

3131 seoa8017 

3132 ncro4218 

3133 ncrc6741 

3134 ncrc3596 

3135 ncrc4875 

3136 ncrc1168 

3137 fcrb2118 

3138 seoa8161 

3139 seoa8108 

3140 ncrc6332 

3141 fcrblSBO 

3142 fcrb1560 

3143 ncr7926 

3144 mioallSSm 

3145 ncrc9947 

3146 ncrc4996 

3147 ncrc0573 

3148 ncrc5907 

3149 ncrc1593 

3150 ncrb8383 

3151 ncrc6015 

3152 fcrbl 775 

3153 ncrb7994 

3154 mioa0347m 

3155 ncrc5310 

3156 fcrb2746 

3157 fcrb2460 

3158 seoa7983 



3159 mioa7637a 



hypothetical gene supported by AL1 37544 (LOC90025), XM_02821 8.2 
mRNA 

hypothetical gene supported by BC008765 (LOCI 30852). XM_059474.1 
mRNA 

hypothetical gene supported by BC009329 (LOC121573), XM_071761.1 
mRNA 

hypothetical gene supported by BC009875; BC014023 XM_072528.1 
(LOCI 38327), mRNA 

hypothetical gene supported by D38441 ; AF1 41 383; XM_002828.5 
BC000362; BC001826; NM_001640 (LOC95915), mRNA 

hypothetical gene supported by U60644 (LOCI 26527) XM_047409.2 
hypothetical gene supported by XM_000590 (LOC59176) XM_000590.1 



hypothetical gene supported by XM_059059 
(LOCI 2661 6), mRNA 

hypothetical gene supported by Y10313; BC001272; 

NM_001550 (LOC95049), mRNA 

hypothetical protein 

hypothetical protein 

hypothetical protein 

hypothetical protein 

hypothetical protein (aa 2e-27) 

hypothetical protein (CL25084) 

hypothetical protein (LOC51060), mRNA 

hypothetical protein (LOC51255), mRNA/cds=(0,461) 

/gb=NM_016494 /gi=7706038/ug=Hs.11156 /len=462 

hypothetical protein (LOC51315) 

hypothetical protein (MGC4175) 

hypothetical protein (MGC4415) 

Hypothetical protein (non-exact 37-54% a.a.) 

hypothetical protein (ORF){48%) 

hypothetical protein (RefSeq aa 2e-38) 

hypothetical protein (RefSeq aa 2e-60) 

hypothetical protein (RefSeq aa 3e-61) 

hypothetical protein (RefSeq aa 5e-50) 

hypothetical protein (RefSeq aa 5e-63) 

hypothetical protein (RefSeq aa 9e-33) 

hypothetical protein (RefSeq aa 9e-43) 

hypothetical protein (XP_029545) 

hypothetical protein ASH1 (RefSeq aa 2e-68) 

hypothetical protein clone 24952 mRNA 

hypothetical protein HDCMC04P 

hypothetical protein IMAGE3455200 (IMAGE3455200), 

mRNA 

hypothetical protein MGC10753 (MGC10753), mRNA 
hypothetical protein MGC10947 (MGC10947), mRNA 
/cds=(906,1223) /gb=NM_032674 /gi=1 4249241 
/ug=Hs.326740 /len=2090 

hypothetical protein MGC14433 (MGC14433), mRNA 
/cds=(1 74,326) /gb=NM_032904 /gi=14249675 
/ug=Hs.83572/len=1797 



XM_059059.1 

XIWI_01 1551.5 

B34087 

CAB43380.1 

CAB55973.1 

CAB70761.1 

NP_062551.1 

XM_056548.1 

XM_045762.1 

Hs.11156 

NM_016618.1 

XM_016063.2 

XM_050738.2 

NP_061 952.1 

AL050011 

NP_056198.1 

NP_057280.1 

NP_066999.1 

NP_057169.1 

NP_056158.1 

NP_057711.1 

NP_057701.1 

XP_029545.1 

NP_060959.1 

AF131758 

XP_004843.1 

NM_024006.1 

NM_016628.1 
Hs.326740 



Hs.83572 
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3160 fcrb2163 

3161 seoa7856a 



3162 fcrb2671 

3163 seoa7049 



3164 fcrb2102 

3165 fcrb2034 

3166 seoa4929a 



3167 fcrb1353 

3168 fcrb2449 

3169 mioa7650a 



y 3170 ncrc3165 
V 3171 seoa4957a 

I'M 

fl 3172 seoa4901a 
5» 3173 ncrb8569 
3174 mioa7844a 



hypothetical protein MGC14833 (MGC14833) XM_042640.1 

hypothetical protein MGC2217 (MGC2217), mRNA Hs.323164 
/cds=(1 92,449) /gb=NM_024300 /gi=1 3236525 
/ug=Hs.323164/len=1669 

hypothetical protein MGC2744, clone MGC:4371 BC01 9324. 1 
IMAGE:2823004, mRNA, complete cds 

hypothetical protein MGC2827 (MGC2827), mRNA Hs.8035 
/cds=(1 89,935) /gb=NM_023940 /gi=1 302761 1 
/ug=Hs.8035/len=1988 

hypothetical protein MGC3178 (MGC3178) Xl\/l_037853.1 

hypothetical protein MGC3200 (MGC3200) XM_034630. 1 

hypothetical protein MGC3251 (MGC3251 ), mRNA Hs. 1 3467 
/ccis=(93,797) /gb=NM_032016 /gi=14042926 
/ug=Hs.13467/len=1591 

hypothetical protein MGC4174 (MGC4174) XM_018439.2 

hypothetical protein MGC5306 (MGC5306), mRNA XM_048376.1 

hypothetical protein similar to mouse Dnajll (DNAJL1), Hs.13015 
mRNA /cds=(202,1224) /gb=NM_022365 /gi=11641286 
/ug=Hs.13015/len=1350 

HYPOTHETICAL PROTEIN ZAP3 P49750 

hypothetical protein, clone MGC:19514 IMAGE:4040098, BC01 1720.1 
mRNA, complete cds 

hypothetical protein, clone MGC:20386 IMAGE:4564286, BC015919.1 
mRNA, complete cds 

hypothetical protein, expressed in osteoblast (GS3686) NM_006820.1 

I factor (complement) (IF), mRNA/cds=(14,1765) Hs.36602 
/gb=NM_000204 /gi=4504578 /ug=Hs.36602 /len=1963 



3175 ncrb3298 

3176 ncrc9481 

3177 ncrc6994 

3178 ncr4680 

3179 seoa8050 

3180 MIOA9007 

3181 SEOB0625 

3182 ncr9961 

3183 SEOA5833 

3184 FCR5123 



3185 seob5812 

3186 hfcr3552 

3187 ncrb0299 

3188 ncr1802 

3189 seoa4925a 



3190 hfcr7411 



ID YG39-2B 
lFI16b(IFI16b) 

IkB kinase-b(IKK-beta) mRNA, complete cds 
IL0-CT0080-030899-107-C07 CT0080 
l-mfa domain-containing protein (HiC), mRNA 
implantation-associated protein (IAG2) (ORF) 
INE2 

infant brain mRNA, clone 13cDNA65 
INGILp 

inner mitochondrial membrane translocase 

Tim1+D23777b, nuclear gene encoding mitochondrial 

protein (=AF077039) 

insulin induced gene 1 (INSIG1) 

integrative vector pRS306 with URA3 marker, complete 

sequence 

interferon-induced, hepatitis C-associated microtubular 
aggregate protein (44kD) (l\/ITAP44) 
Intracistemal A particle-promoted polypeptide (iPP) 
IRAI mRNA, complete cds, alternatively spliced 
/cds=(160,1704) /gb=AF268193 /gi=12006103 
/ug=Hs.315111 /len=3885 
Isoform 1 from chromosome 22 



AJ227863.1 

AF208043.1 

AF080158.1 

AW062569.1 

XM_041 273.1 

AF008554 

Y1 0697.1 

U57962.1 

AB01 2853.1 

AF034790 



NM_005542.1 
U03438.1 

NM_006417.1 

NM_005897.1 
Hs.315111 



AL359401.1 
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r\iAAuu/o gene 
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o^uy riTcroyuz 


ixiAAUuoo gene, partial cds 
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D42041.1 
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ixiAAuuoy gene 
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r\iAAuuyi gene 
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KIAA0193 gene product (KIAA0193) 
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KIAA0197 gene 


D83781 


3227 hfcr7277 


KIAA0200 gene 


NM_014757.1 
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l/l A A OOOO 

KIAA0220 


D86974.1 


3229 hfcr1793 


KIAA0224 


NM_014003.1 
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3230 MIOA1049 


KIAA0240 


D87077 


OOOi< maaaOO<4 O 

3231 seoaoOlo 


IX'l A A on 1 i. A A AM 4 ^\ b I A 

KIAA0247 gene product (KIAA0247), mRNA 
/cds=(268,1 179) /gb=NM_014734 /gi=7662019 

/iin— He P^9Z9R /l<an— COOP 

/ug— ns.oz'fZD /len— oooo 


Hs.82426 


3232 ncrb8515 


KIAA0257 gene, partial cds 


D87446.1 


3233 ncr3313 


KIAA0259 


D87448.1 


3234 fcrb1635 


KiAA0263 protein 


D87452.1 


3235 ncr3016 


KiAA0268 gene 


D87742.1 


3236 ncr7712 


KIAA0271 gene 


D87461 
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3287 FCR5630 
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AB011180 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 247 of 312 



3288 MIOA5427a 

3289 FCR1555 

3290 miob5967 

3291 ncrc5061 

3292 ncrb7657 

3293 SEOA1803a 

3294 MIOA8275 

3295 FCR3445 

3296 seob6066 

3297 FCR3857 



3298 

3299 
3300 
3301 
3302 
3303 
3304 
3305 
3306 
3307 
3308 



ncr6148 

FCR0291 

hfcr0717 

ncr2700 

ncrb0664 

FCR7684 

mioa9523 

SEOA9538 

seob4584 

fcrb2257 

mioa7728a 



3309 
3310 
3311 
3312 
3313 
3314 
3315 
3316 
3317 
3318 
3319 
3320 
3321 
3322 
3323 
3324 
3325 
3326 
3327 
3328 
3329 
3330 
3331 
3332 
3333 
3334 
3335 
3336 



MIOA0937 

l\/I10A8925 

hfcr6501 

ncr0761 

FCR5029 

ncr3391 

fcrb2169 

nnioa9804 

hfcr2148 

hfcr3435 

miob3465 

SEOA8239 

ncr8153 

ncrb0773 

fcrb2738 

ncrb4536 

ncrc9530 

ncrc5405 

seob5423 

SEOA0116 

ncrb1314 

hfcr4063 

ncrc9351 

seob4545 

ncrb8091 

FCR4592 

ncrb2131 

miob0189 



KIAA0614 

KIAA0615 

KIAA0621 

KIAA0625 

KIAA0627 protein 

KIAA0628 

KIAA0643 

KIAA0644 

KIAA0647 protein 



AB014514 

AB014515 

NM_01 5071.1 

AB014525.1 

AB014527.1 

AB014528 

AB014543 

AB014544 

AB014547.1 



KIAA0649 (=L1 1910 retinoblastoma susceptibility gene) AB014549 



KIAA0650 
KIAA0652 
KIAA0657 protein 
KIAA0658 
KIAA0668 protein 
KIAA0669 

KIAA0677 gene product (KiAA0677) 

KIAA0678 

KIAA0690 protein 

KIAA0700 protein (KIAA0700) 

KIAA0707 protein, partial cds /cds=UNKNOWN 

/gb=AB014607 /gi=3327227 /ug=Hs.234786 /len=6369 

KIAA0714 
KIAA0721 
KIAA0726 
KIAA0733 
KiAA0737 
KIAA0742 
KIAA0752 
KIAA0758 
KIAA0764 
KIAA0774 
KIAA0781 
KIAA0784 
KIAA0788 
KIAA0790 
KIAA0795 
KIAA0798 
KIAA0801 
KIAA0823 
KIAA0826 
KIAA0831 
KIAA0836 
KiAA0840 
KIAA0856 
KIAA0857 
KIAA0859 
KIAA0860 
KIAA0866 
KIAA0867 



protein (KiAA0752) 
protein 



protein 

protein (KIAA0795), mRNA 
gene product (KIAA0798) 
gene product (RefSeq aa 3e-73) 
protein, partial cds 



protein 
protein 

protein (=DKFZp434H018) 



protein 



AB01 4550.1 

AB014552 

AB014557.1 

AB014558 

AB014568.1 

AB014569 

NM_014663.1 

AB014578 

AB014590.1 

XM_050561.2 

Hs.234786 



AB01 8257.1 

AB01 8264.1 

NM_014718.1 

AB01 8276.1 

AB018280 

AB01 8285.1 

XM_040324.1 

AB018301 

NM_014860.1 

AB018317.1 

AB01 8324.1 

AB01 8327.1 

AB018331.1 

AB01 8333.1 

XM_016166.3 

NM_014650.1 

NP_055644.1 

AB020630.1 

AB020633 

AB020638.1 

AB020643.1 

AB020647.1 

AB020663.1 

AB020664.1 

AB020666.2 

AB020667 

AB020673.1 

NM 014938.1 
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3337 ncrc7173 

3338 SEOA3633a 

3339 SE0B1411 

3340 SEOA4783a 

3341 ncrc0090 

3342 seob1054 

3343 hfcr2740 

3344 MIOA2172a 

3345 hfcr7808 

3346 ncr5822 

3347 hfcr0237 

3348 SEOA6172a 

3349 MIOA9103 

3350 HFCR2391 

3351 ncrc4139 

3352 SEOA5525a 

3353 hfcr8533 

3354 SEOB2242 

3355 SEOA9921 

3356 ncrb5233 

3357 hfcr6626 

3358 hfcr0270 

3359 fcrb1168 

3360 ncrc2807 

3361 mioa9788 

3362 SEOA9099 

3363 seob7668 

3364 ncrc1578 

3365 MIOA2423a 

3366 ncr1503 

3367 SEOA7186a 

3368 SEOB0466 

3369 hfcr7739 

3370 SEOA5933 

3371 ncr0806 

3372 ncrb2125 

3373 SEOB0122 

3374 MIOA2783a 

3375 hfcr3011 

3376 SEOA1365 

3377 hfcr5620 

3378 MIOA1068 

3379 hfcr8052 

3380 ncrb3574 

3381 ncr7037 

3382 MIOA2995a 

3383 ncrc6856 

3384 SEOA6315 

3385 ncrc9436 

3386 ncrb4175 

3387 MIOA3773 

3388 fcrb2145 



KIAA0874 

KIAA0878 (contains Alu repeat) 

KIAA0879 protein (KIAA0879) 

KIAA0883 

KIAA0887 protein, 

KIAA0890 protein (KIAA0890) 

KIAA0892 

KIAA0898 

KIAA0908 protein 

KIAA0912 

KIAA0922 

KIAA0923 

KIAA0926 protein (KIAA0926), 
KIAA0937 

KIAA0940 protein (RefSeq aa 3e-75) 

KIAA0941 

KIAA0946 

KIAA0949 

KIAA0951 protein (KiAA0951), 

KIAA0957 protein (RefSeq aa 1e-33) 

KIAA0961 protein 

KlAA0962(=DKFZp564D022) 

KiAA0974 

KIAA0979 protein 

KIAA0980 

KIAA0981 

KIAA0996 

KIAA1007 protein (KIAA1007) 

KIAA1018 

KIAA1023 

KIAA1028 

KIAA1031 

KIAA1041 

KIAA1042 

KIAA1044 

KIAA1046 protein (KIAA1046) 

KIAA1049 

KIAAIGSO 

K1AA1055 

KIAA1057 

KIAA1067 

KIAA1071 

KIAA1075 protein 

KIAA1078 protein, 

KIAA1085 

KIAA1093 

KIAA1095 protein, partial cds 

KIAA1097 

KIAA1098 protein 

KIAA1099 protein (KIAA1099) 

KIAA1109 

KIAA1 110 protein 



AB020681.1 

AB020685.1 

NM_014936.1 

AB020690 

AB020694.1 

NM_014966.1 

AB020699.1 

AB020705.1 

AB020715.1 

AB020719.1 

AB023139.1 

AB023140.1 

NM_014922.1 

AB023154.1 

NP_055727.1 

AB023158.1 

AB023163.1 

AB023166.1 

Nl\/I_014893.1 

NP_055757.1 

Nl\/I_014898.1 

AB023179.1 

AB023191 

BAA76823.1 

AB023197 

AB023198.1 

Nl\/I_014934,1 

NM_01 6284.1 

AB023235.1 

AB028946 

AB028951.1 

AB028954.1 

Nl\/I_014947.1 

AB028965.1 

AB028967.1 

NM_014928.1 

AB028972.1 

AB028973.1 

AB028978.1 

AB028980.1 

AB028990.1 

AB028994.1 

AB028998.1 

AB029001.1 

AB029008.1 

AB029016.1 

AB029018.1 

AB029020.1 

AB029021.1 

NM_014914.1 

AB029032.1 

AB029033.1 
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3488 fcrb2396 

3489 MIOA2183a 

3490 MIOA6722a 

3491 ncrc5052 

3492 ncrc6907 

3493 seoa7775a 



3494 SEOA4184a 

3495 ncr3968 

3496 miob1833 

3497 FCR1633 

3498 seob7346 

3499 MIOA5599a 

3500 FCR6044 

3501 ncr1318 

3502 ncr8272 

3503 miob3426 

3504 seob3904 

3505 hfcr9387 

3506 ncrb0220 

3507 SEOA4425a 

3508 fcrb2203 

3509 seob6570 

3510 seob4039 

3511 ncrb6640 

3512 SEOA4333 

3513 SEOA8906 

3514 fcrb0132 

3515 seob4451 

3516 fcrb2262 

3517 SEOA1400 

3518 MIOA4057a 

3519 MIOA4987a 

3520 ncrc9491 

3521 SEOA4012a 

3522 SEOA5717a 

3523 MIOA1885a 

3524 hfcr3511 

3525 ncrc1393 

3526 FCR0571 



Ksp37 protein (KSP37), mRNA NM_031 950.1 

Ku70-bincling protein (low match) AF078528 

Kunitz-type protease inhibitor (kop) AF027205 

L1 repeat, Tf subfamily, member 18 NP_038602.1 

L1 repeat, Tf subfamily, member 26 NP_038604.1 

latexin protein (LXN), mRNA /cds=(1 51 ,81 9) Hs. 1 09276 
/gb=NIVI_020169 /gi=9910395 /ug=Hs.109276 /len=1049 

LCNIbgene Y10826 

LDC4 (=HSPC243) AF247661.1 

Leman coiled-coil protein (LCCP) (=AB023206.1 NM_016201.1 
KIAA0989) 

LEYDIG CELL TUMOR 1 0 KD PROTEIN spQ0531 0 

ligase iV, DNA. ATP-dependent (LIG4) NM_002312.1 

LIMULUS CLOTTING FACTOR C PRECURSOR P28175 
(3g%aa) 

lin-7-A AF090133 

line-1 protein 0RF1 - =M1 9503) 0RF1 ; A28096 
putative={U93570) p40 

loss of heterozygosity, 1 1 , chromosomal region 2, gene 
(L0H11CR2A)(bcsc-1) 

lost in inflammatory breast cancer tumor suppressor 
protein (LIBC) 

LPS-induced TNF-alpha factor (PIG7) mRNA 
mSA methyltransferase (MT-A70) gene 
m6b1 

maCRophage Inflammatory protein-2alpha (MIP2alpha) 



macrophage myristoylated alanine-rich C kinase 

substrate (MACMARCKS) 

match to AA908753 (NID:g3048158) 

Mcl-1 (MGL-1) and Mcl-1 delta S^M (MCL-1) genes 

MDS024(MDS024) 

MEGF2 

MEGF5 

MEGF6 

melanogaster TEP2 protein [Drosophila melanogaster] 

Melanoma associated gene (D2S448) 
melanoma-associated antigen p97 (melanotransferrin) 
melastatin 1 (70% aa) 

membrane protein type II, (low match) clone:HP10481 



A NM_014622.1 

AF1 43679.1 

NM_004862.1 
AF014837.1 
AF01 6004.1 
X53799 

XM_034535.1 

AAC83082.1 
AF1 98614.1 
AF1 82423.1 
AB011536 
AB01 1538.1 
AB011539 
AJ269539 

XM_056455.1 
K03200 
AF071787 
AB015633 



meningioma expressed antigen 6(coiled-coil proline-rich) NP_005921.1 
(RefSeq aa 2e-33) 

meningioma-expressed antigen 11 (MEA11) U73682 

meningioma-expressed antigen 6 (MEA6) U94780 

merosin M59832 

mesenchymal stem ceil protein DSG54 (L0G51 334)= M_01 6644. 1 
AF242769.1 

metastasis associated 1 (MTA1) NM_004689.1 

miCRosatellite sequence INRA095 X71569 
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3527 MIOA3611a 

3528 FCR6018 

3529 FCR1984 

3530 SEOA9065 

3531 ncrc9268 

3532 fcrb1477 

3533 ncrc4759 

3534 fcrb1381 

3535 SEOB1420 

3536 ncr6878 

3537 SOA0236 

3538 fcrb1731 

3539 hfcr2555 

3540 seoa7G11 



miCRosatellite VNTR DNA L07935 

MLN51 X80199 

MLN62 X80200 

Mm-1 cell derived transplantability-associated 1b NM_021 105.1 
(hMmTRAlb) 

MpV17 transgene, murine homolog, glomerulosclerosis NM_002437.1 
(MPV17) 

mRNA similar to rat myomegalin ABG42557.1 

MSTP031 AAG39282.1 

MSTP033 protein (MSTP033) XM_029351 . 1 

MUF1 protein (MUF1) NM_006369.1 

mutS (E. coll) homolog 3 (RefSeq aa 1e-66) NP_G02430.1 

myelodysplasia/myeloid leukemia factor 1 (Mlf1) AF100171 

NDUFV3 gene for mitochondrial NADH-Ubiquinone AB038163.1 
oxidoreductase 

neural polypyrimidine tract binding protein (PTB) AF1 76085.1 

neuritin (LOC51299), mRNA /cds=(1 68,596) Hs.103291 
/gb=NM_016588 /gi=7706122/ug=Hs.103291 /len=1589 



y 3541 

y 3542 
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fcrb2223 

MIOA0972 

FCR2139 
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3555 ncrc5608 

3556 SEOA4264a 

3557 fcrb2647 

3558 seoa6814 



3559 
3560 
3561 
3562 
3563 
3564 
3565 
3566 
3567 
3568 
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SEOB3518 

IVIIOA2165a 

hfcr9111 

SEOA4440 

miob5954 

SEOA7902a 

BFCW0310 

m lob 1734 

ncrb0364 



NF2 gene 

NG.NG-dimethylarginine dimethylaminohydrolase 
NIBAN 

NICE-3 protein (clone 3038j13) 
nitrilase 1 (NIT1) 
NJAC protein (NJAC) 
nm23-H7 (NME7) 
Nmi 

N-myc and STAT interactor (RefSeq aa 4e-56) 

NORI-I (ORF) 

novel protein (HSN0V1) 

NPD001 

N-ras 

nuclear body associated kinase 2b (Nbak2) 

(=AB01 4530.1 K1AA0630) 

nucleobindin 2 (RefSeq aa 9e-90) 

nucleolar protein (KKE/D repeat) (NOP56) 

=Y12065,nucleolar protein hNop56 

nucleolar protein ANKT(ANKT), mRNA 

nucleolar protein family A, member 3 (H/ACA small 

nucleolar RNPs) (N0LA3), mRNA/cds=(97,291) 

/gb=NIVI_018648 /gi=1 501 1920 /ug=Hs.14317 /len=556 

nucleotide-binding protein 
NUMB 

NY-REN-49 antigen 
NY-REN-57 antigen 
NY-REN-6 antigen (ORF) 
OBPIIa gene 

okadaic acid-inducible phosphoprotein (OA48-18) 
Opa-interacting protein OIP5 
OPN-b (low match: aa 8e-06) 
0RF1, encodes a 40 kDa product 
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KAOA'iAQ -1 


n 






Hnnpc lamhrla-PI PnM *^ 7_9^ 
V/IUiiC;o iai 1 IUUa~r Lry^ 1 ,0, f 






3587 




nartial AF-4 npnp 


AJZ00Ui70. 1 


y 
fi 


OOOO 




pariidi Liiviu 1 gene lur t-iivi uomains 


AJolZDiJo.l 








partial unknown mRNA from drug-resistant melanoma 

cells, 3'UTR, clone 


AJ270695.1 








PCCX2 mRNA for protein containing CXXC domain 2, 


AB031230.1 








partial cds 




11 


OO^ 1 




PDCi-2 


AAD30564.2 








peanut-like protein 1, PNUTL1 (hCDCRel-1) {=AF006988 Y11593 








septin {CDCRel-1)) 




C Z 


35Q3 




pendrin (PDS) 


AF030880 




3594 


SEOA0799 


PEP11 PROTEIN 


spP38759 




35Q5 


FrR3'SQQ 


PEP19 (PCP4) (=X93349;U53709) 


U52969 






ncrDonyn 


PER1 gene (=Rigul (RIGUI)) 


AF1 021 37.1 




3'^Q7 
00 9 / 




pescadillo (PES1) 


U78310 






RFr<?nn99 


Pig3 (PIG3) 


AF010309 






ncrDoooo 


pituitary tumor-transforming 1 interacting protein 
(PTTG1IP) 


NM_004339.2 




ODUU 




PiUS 


U74297 




3fini 




plasma glutamate carboxypeptidase (PGCP) 


NM 006102.1 




oouz 




platelet glycoprotein lib precursor 


AAA60115.1 




3603 


fcrb0385 


PMF16 


AB006881 






minh4QAn 


PMS1 PROTEIN HOMOLOG 1 (DNA MISMATCH 
REPAIR PROTEIN PMS1) 


spP54277 




oDUO 




PM-Scl-75 autoantigen (PM-sc1) (=M58460) 


U09215 




3606 




polymorphic Hindlll site DNA (THRB region) 


X58041 




3607 


seob7465 


polypyrimidine tract binding protein (heterogeneous 
nuclear ribonucleoprotein 1) (PTB) 


NM_002819.1 




3608 


ncrc0028 


PP1201 mRNA, 


AF 193045.1 




3609 


ncrc2404 


PP2703 


AF1 93051.1 




3610 


ncrc9023 


PR-domain containing protein 10 (PRDM10) 


NM_020228.1 



Figure 6A - 



EST Names Corresponding to Unique Known Genes of Figure 6 - Page 254 of 3 



2 



3611 SEOA2528 

3612 MIOA8228 

3613 ncrc0838 

3614 ncr2035 

3615 miob0673 

3616 ncrc0715 



3617 
3618 
3619 
3620 
3621 
3622 
3623 
3624 
=. 3625 
E 3626 
S 3627 
!S 3628 
H 3629 
3630 
,2 3631 



seob5748 

SEOA9744 

ncrc5276 

ncrc2484 

ncr9919 

ncrb1167 

ncrc4583 

miob0910 

ncrc0151 

ncrc5179 

ncrc3257 

ncrb5438 

hfcr4055 

Iifcr9558 

seoa7722a 



PREGNANCY ZONE PROTEIN PRECURSOR (low 

match) 

PRKG1 gene 

PRO0066 

PRO0214 protein {PRO0214) 

PRO0245 protein (PRO0245) 

PRO0412 mRNA (=KIAA0213 gene )(= mitogen- 

activated protein kinase kinase kinase 4 (MAP3K4), 

transcript variant 2) 

PRO0461 protein (PRO0461) 

PRO0529 protein (PRO0529)= AF1 11848.1 

PRO0786 (=putative tumor suppressor ST13 (ST13)) 

PRO0989 (=061-54 protein) 

PR01155 (=RBBP6) 

PR01489 

PR01546(aa1e-14,58%) 
PR01722 

PR01843 mRNA,(= initiation factor 4B) 

PR01996 protein (PR01996) 

PRO2047 protein (PRO2047) (=PRO2003) 

PRO2061 

PR02134 

PRO2207 

PR02219 mRNA, complete cds /cds=(823,1056) 
/gb=AF1 16694 /gi=7959886 /ug=Hs.103657 /len=1083 



spP20742 

792885 
AP1 13007.1 
NM_014120.1 
NM_014122.1 
AF1 16604.1 



NM_014072.1 
NIVI_014074.1 
AP1 16650.1 
AF116614.1 
AF 116625.1 
AP1 16637.1 
NP_061 055.1 
AAF69605.1 
AF 119854.1 
NM_014108.1 
NM_014110.1 
AP1 18092.1 
AF1 18094.1 
AF1 16692.1 
Hs.1 03657 



!5 5 



3632 
3633 
3634 
3635 
3636 
3637 
3638 
3639 
3640 
3641 
3642 
3643 
3644 
3645 



ncrbSQIB 

SEOA9409 

ncr9044 

hfcr0345 

miob0700 

ncrc2831 

ncrc5312 

ncrc4555 

miob5117 

FCR4364 

FCR6936 

ncrb2611 

mioa9323 

mioa9540 



3646 fCR0237 

3647 FORI 393 

3648 seob6417 



3649 
3650 
3651 
3652 
3653 
3654 
3655 



SEOA7471a 

ncrc6708 

MIOA2998a 

MIOA6488a 

ncrc4132 

MIOA0494 

ncr881 1 



PR02222 AF 119868.1 

PR02239 AP1 16696 

PRO2309 AP1 19875.1 

PR02646(=RPS4Y) AF116711.1 

selective LIM binding factor, rat homolog (SLB) AAF69654.1 

PR02832 (PR02832) NM_018541.1 

PR02975 (PR02975) NM_018548.1 

PRO3091 AP1 19916.1 

PRO3098 AP1 19917.1 

Pro-PoI-dUTPase polyprotein Y1 271 3 

prostacyclin synthase D83402 

prostaglandin-D synthase (RefSeq aa 3e-36) NP_055300.1 

prostate carcinoma tumor antigen (pcta-1 ) (ORF) L781 32.1 
prostate specific and androgen regulated cDNA 14D7 = API 63475 
AL050198 hypothetical protein 

prostatein c3 subunit M71245 

protein L76155 

protein (peptidyl-prolyl cis/trans isomerase) NIMA- NM_006223.1 
interacting, 4 (parvulin) (PIN4) 

protein B AF1 46793.1 
protein inhibitor of activated STAT-1 (RefSeq aa 2e-82) NP_057250.1 

protein S-alpha (PR0S1) (=Y00692) M23599 

PSD-Zip45 AB017140 

PTB domain adaptor protein CED-6 AP200715.1 

PTB-like protein AJ01 0585. 1 

PTD002 protein (PTD002) (=HSPC305) NM_016144.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 255 of 312 





ODOD 


l\/ll(jAo4oya 




ODO/ 


ncrcoooo 




3658 


ncrc2079 




3659 


SEOA5584a 




3660 


ncr2496 




ODtJl 


iDioaDoU/a 




3662 


fcrb2591 




3663 


ncrc4076 




3664 


ncrc5592 




ODOO 


ncrcy/uy 




3666 


ncrcOlOO 




3667 


fcrb1457 




3668 


fcrb2344 


•;|SS.T 


odd9 


miob0036 


•If s 


3670 


fcrb2087 


IB 


3671 


ncrb7932 




3672 


ncrc5296 




3673 


ncrb6676 




3674 


nicr6143 




3675 


SEOB3497 




3676 


FCR2338 




obi 1 


nTcro4iz 


III 


3678 


ncrc0807 




3679 


ncrc0185 




3680 


fCR0841 




3681 


IvllOA5531a 




3682 


MIOA6585a 




3683 


ncrb8721 




3684 


hfcr1733 




3685 


seoa4926a 




3686 


mlob6451 



PTD012 AF092133.1 
PTD017 protein (PTD017) NM_014046.1 
PTH-responsive osteosarcoma B1 protein (B1) mRNA, AF095771.1 
complete cds 

PTPL1 -associated RhoGAP U90920 
PTS gene for 6-pyruvoyltetrahydropterin synthase AB042297. 1 
putative (H. sapiens) (LOCI 34301) Xl\/I_059705.1 
PUTATIVE CIO PROTEIN (L0C1 13246) Length = XM_053988.2 
755 

Putative prostate cancer tumorsuppressor (RefSeq aa 5e-NP_006756.1 
81) 

putative tumor suppressor ST13 (ST1 3) (=PRO0786) U17714.1 
QM [nontumorigenic Wilms' microcell hybrid cells, S64169.1 
Genomic, 2623 nt, segment 2 of 2](= housekeeping (Q1Z 
7F5) gene exons 2 through 7, complete cds) 

R3H domain (binds single-strandednucleic acids) NP_056970.1 
containing (RefSeq aa 7e-54) 

RAB14, member RAS oncogene family (RAB14) XM_005342.4 
RAB6C, member RAS oncogene family (RAB6C), mRNA XM_038274.1 



Rap2 interacting protein; similar to U73941 
(PID:g1916018) 

rat activator of G-protein signaling 3 (AGS3) (likely 

ortholog) 

rat myomegalin 

RB-binding protein (rbbp2h1a gene) 
RC1-ST0278-1 60200-01 4-f03 ST0278 cDNA 
RC3-BT031 9-240200-015-612 BT0319 
recepin (CBF1 interacting corepressor (CIR) 
Rerl protein 

RES4-22 gene with multiple splice variants near HD 
locus on 4p16.3 

reticulon 4c (=reticulon 4b)(= reticulon 4a) 

retinal short-chain dehydrogenase/reductase retSDR2 

(LOC51170), mRNA 

retina-specific 15.7 kDa protein 

retinol-binding protein (RBP) 

RETINOL-BINDING PROTEIN II, CELLULAR (CRBP-II) 



AAC82532.1 

XM_054763.2 

NP_071 754.1 

AJ243706.1 

AW81 8395.1 

BE066091.1 

U03644.1 

AJ001421 

Nl\/l_003704.1 

AF087901.1 
NM_016245.1 

M34915 
M10934 
P50121 

NP 002903.1 



REV3 (yeast homolog)-like, catalyticsubunit of DNA 
polymerase zeta (RefSeq aa 2e-39) 

RGP3 U27655.1 
RP42 homolog (RP42), mRNA /cds=(29,808) Hs.104613 
/gb=NM_020640 /gi=1 01 90677 /ug=Hs.104613 
./len=3552 

rpmJ, prIA, rpIO, rpmD, rpsE, rpIR, rplF, rpsH, rpsN, rplE, AE000408 
rplX, rpIN, rpsQ, rpmC, rpIP, rpsC, rpIV, rpsS, rplB, rplW, 
rpID, rpIC, rpsJ genes from bases 344011 1 to 3451054 
(section 298 of 400) of th... 
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3687 seob4136 



3688 ncrc5432 

3689 ncrc4001 

3690 fcrb1724 

3691 fcrb0693 

3692 hfcr0622 

3693 hfcr0525 

3694 FCR3121 

3695 ncrb8035 

3696 hfcr0750 

3697 FCR6792 

3698 ncrc5508 

3699 FCR6529 

|f 3700 ncrc6345 
!y 3701 ncrc3840 
3702 fcrb1894 



rrIC, rrfC, aspT, trpT, yifA, pssR, yifE, yifB, ilvL, ilvG_1, 

ilvG_2, ilvM, ilvE, ilvD, ilvA, iIvY genes from bases 

3941264 to 3955588 (section 343 of 400) of the complete 

genome 

SCL gene locus 

seladin-1 (=KIAA0018) 

selective LIM binding factor, rat homolog (SLB) 
serologically defined colon cancer antigen 10 (NY-CO- 
10) 

SH3GLP1 pseudogene, 5' 
Si-1-8-16 mRNA, partial cds 
SIK similar protein 

single-minded (Drosophila) homolog 2 (SIM2), transcript 
variant SIM2 

Sjogren's syndrome/scleroderma autoantigen 1 
(SSSCA1)(=AB001740 p27) 
Slit-2 protein 

Sm protein F (RefSeq aa 2e-41) 

small cytoplasmic Y RNA (Y4) (=X57566 hy4 Ro RNA 

(associated with erythrocyte Ro RNP's)) 

small EDRK-rich factor 1, short isoform (SERF1) 

small fragment nuclease (DKFZP566E144) 

SMART/HDAC1 associated repressor protein (SHARP) 



AE000453 



AJ131016.1 
AF261 758.1 
XM_033196.1 
NM_005869,1 

X99658.1 
AB044752.1 
AF053232 
NM„005069.2 

NM_006396.1 

AB017168 

NP„009011.1 

L32608 

AF073518,1 
NM_015523.1 
XM 057104.1 



■1^ -H 



3703 MIOA6731a 



3704 ncrc6243 



i« 3705 

«.ts : 

3706 
3707 



3708 
3709 
3710 
3711 
3712 
3713 
3714 
3715 



ncrc5327 

ncrb0303 
ncr6821 

ncrb1420 

miob6467 

MIOA1921a 

SEOA3852 

hfcr9240 

FCR5574 

FCR6841 

SEOA8651 



3716 FCR3286 

3717 ncrc5113 

3718 mioa9648 

3719 ncr8584 

3720 hfcr4087 

3721 miob4613 

3722 mioa9581 

3723 SEOA8401a 



SOCS box-containing WD protein SWiP-1 (SWIP1 ) AF072880. 1 
(=AF1 06683 WSB-1) 

spastic ataxia of Cliarlevoix-Saguenay (sacsin) (RefSeq NP_0551 78. 1 
aa 2e-91) 

specl<le-type POZ protein (SPOP) NM_003563.1 

spml protein Y1 5794.1 
SRY (sex determining region Y)-box 13 (S0X13)(= type 1 Nl\yi_005686.1 
diabetes autoantigen ICA12) 

SRY (sex determining regionY)-box 22 (SOX22) Nl\/i_006943. 1 

SRY-box containing gene 5 (Sox5) NM_01 1444.1 

SS-A/Ro ribonucleoprotein autoantigen 60 l<d subunit M25077 

SSR alplia subunit Z12830 

SSX4 protein gene AF1 96972. 1 

stat-lil<e protein (Fe65) L77864 

STS(STS SHGC-35393) G28601 

sudD (suppressor of bimD6, Aspergillus nidulans) gi4507298 
homolog (SUDD) (Alu repeat) 

suppressor of cytokine signalling-1 (SOCS-1) U88326 
(=AB000734 TIP3) 

Syne-1B AAG24393.1 

synuclein, alpha (non A4 component of amyloid NM_007308.1 
precursor) (SNCA), transcript variant NACP112,(ORF) 

Tandem PH Domain Containing Protein-1 (TAFP1) Nl\/l_021622.1 

Tax interaction protein 2 AF028824.1 

TB1 M74089.1 

TCP1 (t-complex-1) ring complex, polypeptide 5 NM_005998.1 
(TRIC5)(ORF)=X74801.1 

tctex-1 El 3405 
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O / Z*4 


CArvKf^A^ft 


TESS 2 protein (TESS 2 gene) (=DKFZp586B2022) 


AJ250865.1 




Of ZO 


ncrcbu / z 


testis specific ankyrin-like protein 1 (LOC51281) 


NM 016552.1 




Of ZO 


PPP'57Qft 


tex292 


X80433 




OfZf 


nTcroono 


TFII-I protein(TFII-I) mRNA, (=general transcription factor AF01 5553.1 








2-1 (GTF2I) ^ 






Of ZO 




tip associating protein (TAP) 


UoOU73 




O r 




TPA regulated locus; uncharacterized hypothalamus 


aM_054971.2 








protein HTMP (H. sapiens) (LOCI 32748), mRNA 






3730 


lvlluA7372a 


TPRD 


Do3077 




3731 


hfcr0171 


transitional epithelia response protein (TERE1) 


Nlvl__013319.1 




3732 


fcrb1397 


translocating chain-associating membrane protein 


Alvl_UUOloo.o 








( 1 KAM) 






3733 


nTcroo57 


Treacher Colli ns-Franceschetti syndrome 1 (TCOF1) 


NIvI_0u035d.1 








DMA 

mRNA 






o/o4 


ncro /To 


TO A O/^C 

TSA305 


ADUz4/bo.1 




O/ 00 




1 oC2 mKNA Tor tuDerin 


A / obz \ 




oMb 


TUKUyDy 


TYL gene 


Ayyooo 




Q7Q7 
OfOl 


seoa/uoD 


unknown mKNA /cas-(i /oo,2zy4j /go-Aroz ibi f 


nS.ooUoZ 








/gi=1 1596417 /ug=HS.33032 /len-3109 




i^. 


oJoo 


ncrcl loo 


unknown protein 3'UTR 


Y09836.1 


■=;ss!f 


3739 


TCrD2422 


unknown protein LOC51035 (H. sapiens) (LOCI 20685), 


aIvI_058485.1 


ffi 

8 






mRNA 






3740 


mioa0739m 


unnamed protein product 


AK001715 


!ti 


3741 


ncrco949 


unnamed protein product 


BAA9 1748.1 




3742 


ncrco937 


unnamed protein product 


BAA9 1974.1 


yy 


3743 


ncrcl 402 


unnamed protein product 


BAB 14098.1 




3744 


ncrc4015 


unnamed protein product 


BAB 14662.1 


.13 


3745 


ncrc25oi 


unnamed protein product 


BAB 14687.1 


si s 


3746 


ncrboo2D 


unnamed protein product 


dAd148U9.1 




0"7>l"7 

3747 


ncrc3171 


unnamed protein product 


BAB 15239,1 


IB 


3748 


ncrc3503 


unnamed protein product 


dAd153o2.1 




3749 


ncrc3080 


unnamed protein product 


dAd1o407. 1 




O/OU 


ncrcyuo2 


unnamed protein product 


dAd1o42/. 1 




o7o1 


ncrc9oDo 


unnamed protein product 


BAB 15579.1 




O/OZ 


ncrci ooy 


unnamed protein product (=HSPC314) 


dAd 14755.1 




O/OO 


ncroo/ yu 


unnamed protein product (aa 1e-15) 


BAB15433.1 




Of 04 


TCru^iyy 


UPF3 (UPF3) 


AF31 8575.1 




07CC 

3755 


ncrD5244 


up-regulated by BCG-CWS (=KIAA0062 =KIAA1265) 


NP_07 1437.1 




o7oo 


ncrcz4oi 


vault-associated RNA 1, complete sequence 


AF045143.1 




3757 


ncrc7G65 


vav 3 oncogene (VAV3) 


NM_006113.2 




3758 


ncrc9729 


v-maf musculoaponeurotic fibrosarcoma(avian) 


NP_005351.2 








oncogene homolog (RefSeq aa 4e-33) 






3759 


SEOA9421 


v-raf-1 murine leukemia viral oncogene homolog 1 


NM_002880.1 








(RAF1) = X03484.1 






o7d0 


IVill/^ A QdA A 

MIUAoo44 


WAS protein family, member 1 (WASF1) (=KIAA0269) 


NM_003931.1 




3761 


ncrb2848 


WD-repeat protein (HAN1 1) 


NM_005828.1 




3762 


fcrb1420 


Williams-Beuren syndrome chromosome region 1 


XM_051 839.2 








(WBSCR1) 






3763 


seoa6846 


Wilms' tumour 1 -associating protein (KIAA0105), mRNA 


Hs.119 



/cds=(124,579) /gb=NM_004906 /gi=4758635 
/ug=Hs.119/len=1622 
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3764 seoa6818 



3765 FCR6578 

3766 ncr4202 

3767 hfcr9956 

3768 SEOA4600a 

3769 ncrc0456 

3770 SEOA1875a 

3771 nerd 374 

3772 ncr0159 

3773 MIOA8828 

3774 seob5326 

3775 fcrb1607 

3776 hfcr0829 

3777 seob6087 



3778 ncr5109 



Wiskott-Aldrich syndrome protein interacting protein 
(WASPIP), mRNA/cds=(108,1619) /gb=NM_003387 
/gi=8400739 /ug=Hs.24143 /len=1985 
XE7 

Xp22 bins 16-17 BAG GSHB-531117 (Genome Systems 
Human BAG Library) complete sequence 
Xq pseudoautosomal region; segment 1/2 
xs31 

yeast Sec31p homolog (RefSeq aa 5e-76) 
YGR163, yeast homologue 
adrenodoxin gene, exon 4 
annexin V-binding protein (ABP-10),(ORF) 
ATPase subunit 6 

ATPase, Ca sequestering (ATP2C1) (=KIAA1347) 
ATPase, Class I, type 88 member 2 (ATP8B2) 
ATPase, H transporting, lysosomal (vacuolar proton 
pump) 21I<D (ATP6F) 

ATPase, H transporting, lysosomal (vacuolar proton 
pump) non-catalytic accessory protein 1A (110/1 16kD) 
(ATP6N1A) 

ATPase, H transporting, lysosomal (vacuolar proton 
pump), beta polypeptide,56/58kD, isoform 2 (ATP6B2)( 
vacuolar H -ATPase Mr 56,000 subunit (H057))( 
=isoform 2 of vacuolar H ATPase Mr 56,000 subunit) 



Hs.24143 



L03426 
AC004805.1 

AJ271 735.1 

Z36832 

NP_057295.1 

AB017616 

M23668.1 

D64062 

BAA07295.1 

NM_01 4382.1 

XM_036933.2 

NM_004047.1 

NM 005177.1 



NM 001693.1 



3779 ncr5336 

\ 3780 



, 3781 

: 3782 
^ 3783 
3784 
3785 
3786 



hfcr0366 

ncrc9279 

hfcr2323 

MIOA1276m 

FCR7128 

FGR0257 

FCR4166 



ATPase, H transporting, lysosomal (vacuolar proton NM_004888.1 
pump), member J (ATP6J) 

ATPase, Na IK transporting, alpha 2 ( ) polypeptide NM_000702.1 
(ATP1A2) 

ATPase, Na /K transporting, beta 1 polypeptide (RefSeq NP_001 668.1 
aa 7e-66) 

ATP-binding cassette 7 iron transporter (ABC7) API 33659. 1 

Ga2 -transporting ATPase, (ORF) AJ01 0953 

calsequestrin, cardiac D55655 

copper chaperone for superoxide dismutase (CCS) AF00221 0 

F1 -ATPase beta subunit (F-1 beta) (=X05606;M271 32) X03559 



3787 
3788 

3789 
3790 



fGR1004 
fGR1016 

MIOA1621a 
FCR3715 



FI-FO-ATPase M64751 
F1 Fo-ATP synthase complex Fo membrane domain F S70447 
subunit 

monocarboxylate transporter 1 (SLC16A1 ) L31801 
non-erythroid band 3-like protein (HKB3) (=U26531 anion X03918 
exchanger AE2;X621 37 anion exchanger protein) 



3791 MIOA0572n 

3792 hfcr8509 

3793 ncrc6623 

3794 fcrb2291 



nonerythroid beta-spectrin L02897 

NRAMP2 gene for natural resistance-associated AB01 5355.1 
macrophage protein 2 

S100 calcium-binding protein A1 1 (calgizzarin) NM_005620.1 

(S100A11) 

SI 00 calcium-binding protein A6 (calcyclin) (SI 00A6), XM_058243.1 
mRNA 
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2 



3795 ncrb1216 

3796 SEOA2620 

3797 ncr2256 

3798 ncrc5930 

3799 MIOA1353a 



3800 seob7125 

3801 ncr1428 

3802 MIOA8034a 

3803 FCR0748 

3804 SEOA7543a 

3805 FCR3915 

3806 FCR4226 

3807 SEOA1980a 

3808 hfcr4466 

3809 ncrb6462 

3810 FCR4900 

3811 SEOA6123a 

3812 ncrb0913 

3813 ncrc1495 

3814 hfcr6753 

3815 hfcr6085 



3816 hfcr5499 

3817 ncr9549 

3818 ncrc2568 

3819 ncr0251 

3820 ncrb5197 

3821 MIOA1513 

3822 SEOB1844 

3823 fcrb2043 

3824 FCR2299 

3825 FCR0894 



sodium bicarbonate cotransporter 2b (NBC2B)(= sodium AF089726.1 
bicarbonate cotransporter 3 (SLC4A7)) 

sodium bicarbonate cotransporter 3 (SLC4A7) AF047033.1 

solute carrier family 26 NM_0001 12.1 

solute carrier family 5(sodium-dependent vitamin NM_021 095.1 
transporter), member 6(SLC5A6) 

solute carrier family 7 (cationic amino acid transporter, y gi4507052 
system), member 6 (SLC7A6) (=087432. 1 K1AA0245) 

vacuolar H ( )-ATPase subunit=13.7 kda F-ATPases S82464.1 
subunit b homologue 

vacuolar H -ATPase Mr 56,000 subunit (H057) L35249.1 

vacuolar H ATPase Mr 70000 subunit X61612 

vacuolar proton ATPase membrane sector associated Y1 7975 
protein M8-9 

vacuolar sorting protein 35 AF1 91298 

white gene protein (=AF038175) X91249 

Glycosyl transferase, similar to {=AF031835 ppGaNTase) AL033514 

1 ,4-alpha-glucan branching enzyme (HGBE) L07956 

3-phosphoinositide dependent protein kinase-1 (PDPK1 ) NM_00261 3. 1 

aldehyde dehydrogenase 1 K03000. 1 

aldo-keto reductase family 7, member A2 (aflatoxin AF026947 

aldehyde reductase) (AKR7A2) (=Y16675) 

aldose reductase (EC 1.1.1.2) X15414 

alpha-1,3(6)-mannosyl glycoprotein beta-1 (RefSeq aa NP_002401.1 

1e-79) 

alpha-aminoadipic semialdehyde dehydrogenase- AF3021 10.1 
phosphopantetheinyl transferase 

AIu co-repressor 1 (ACR1)(=AOEB166) AF231705.1 

amylo-1 ,6-glucosidase,4-alpha-glucanotransferase NM_000646. 1 
(glycogen debranching enzyme,glycogen storage disease 
type III) (AGL), splice variant 6, mRNA 

beta-1 ,3-glucuronyltransferase 3 NM_012200.1 
(glucuronosyltransferase I) (B3GAT3) 

beta-1 ,3-N-acetyl glucosaminyl transferase NM_006876. 1 
(BETA3GNT1) 

beta-globin (HBB) gene haplotype C17, replication origin AF1 86616.1 
initiation region and partial cds 

carbohydrate (keratan sulfate Gal-6) sulfotransferase 1 NM_003654.1 

(CHST1), mRNA 

carbohydrate (N-acetylglucosamine 6-0) sulfotransferase NM_021615.1 
6 (CHST6) (=CLP) 

co-beta glucosidase (proactivator) J03077 

dTDP-4-keto-6-deoxy-D-glucose 4-reductase (tgr gene) AJ243721 . 1 
(=AF1 82814 methionine adenosyltransferase regulatory 
beta subunit) 

extracellular glycoprotein EMILlN-2 precursor XM_029741 .1 
(LOC90187) 

galactokinase (galK) LI26401 

galactose-1 -phosphate uridyl transferase (GALT) M96264 
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NM_00d278.1 




3858 


FCR4682 


sialyltransferase SThM (sthm) 


U 14550 




3859 


SEOB2958 


sorbitol dehydrogenase (SORD) 


U67243.1 




3860 


MIOA1424 


suCRase-isomaltase (SI) 


M84646 




3861 


ncr0083 


UDP-galactose transporter related 


AB041 549.1 




3862 


SEOA0420 


UDP-galactose transporter related isozyme 1 


D87989.1 
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3863 ncr4975 UDP-glucoseiglycoprotein glucosyltransferase2 NM_020121.1 1 

(FLJ10873) 

3864 ncrc6147 aldolase A, fructose-bisphosphate (ALDOA) NM_000034.1 1 

3865 miob6364 acid phosphatase 1 , soluble (ACPI ), transcript variant a NM_004300.1 1 

3866 MIOA8971 acyl-Coenzyme A oxidase 3, pristanoyi (AC0X3) NM_003501 .1 1 

3867 FCR7059 bleomycin hydrolase X92106 1 

3868 hfcr8427 casein kinase 1. epsilon {CSNK1E) NM_001894.1 1 

3869 fcrb1494 casein kinase 2, alpha 1 polypeptide (CSNK2A1) XM_049424.2 1 

3870 fcrb1496 casein kinase 2, beta polypeptide (CSNK2B) NM_001320.1 1 

3871 FCR1462 casein kinase I gamma 2 {=AF001 1 77) U89896 1 

3872 ncr8997 cysteine knot superfamily 1 , BMP antagonist 1 NM_01 3372.1 1 

(CKTSF1B1) 

3873 bfcw0579 dual adaptor of phosphotyrosine and 3-phosphoinositides XM_052416.1 1 

(DAPP1) 

3874 SEOA1923 GAP SH3 binding protein (Ras-GTPase-activating protein U32519 1 

SH3-domain-binding protein {G3BP)) 

3875 MIOA0890a GAP-associated protein (p190) M94721 1 

3876 seob5668 GAP-like protein (LOC51306) NM_016603.1 1 

3877 FGR7327 kappa-casein U51899 1 

3878 ncr0107 kinase substrate HASPP28 U26541.1 1 

3879 FCR4927 lysosomal acid phosphatase (=X1 2548) XI 5535 1 

3880 FCR2908 PALM (=D87460 (KIAA0270)) Y16277 1 

3881 FCR3043 palmitoylated erythrocyte membrane protein (MPP1) M64925 1 

3882 ncr3979 PHKB gene (exon 25) X84930. 1 1 

3883 seob7189 protein phosphatase (KAP1) L27711.1 1 

3884 MIOA0790 protein phosphatase 1 (PPP1R5) Y18207 1 

3885 hfcr3739 protein phosphatase 1 regulatory subunit 7 {PPP1R7) NM_002712.1 1 

3886 fcrb0894 protein phosphatase 1, catalytic subunit, alpha isoform NM_002708,1 1 

(PPP1CA) 

3887 mioa7740a protein phosphatase 1, catalytic subunit, gamma isoform Hs.79081 1 

(PPP1CC), mRNA/cds=(154.1125) /gb=NM_002710 
/gi=4506006 /ug=Hs.79081 /len=2263 

3888 ncrc1975 protein phosphatase 1, regulatory (inhibitor) subunit 5 NM_005398.1 1 

(PPP1R5) 

3889 SEOA5528a protein phosphatase 1 , regulatory subunit 1 0 (PPP1 R1 0) gi4506008 1 

(=Y13247fb19) 

3890 ncr9620 protein phosphatase 1, regulatory(inhibitor) subunit 5 NP_005389.1 1 

(RefSeq aa 5e-40) 

3891 ncrc7085 protein phosphatase 1, regulatorysubunit 7 (RefSeq aa NP_002703.1 1 

5e-77) 

3892 fcrb1901 protein phosphatase 1G (formerly 20), magnesium- XM_033185.1 1 

dependent, gamma isoform (PPM1G) 

3893 fcrb1963 protein phosphatase 2 (formerly 2A), regulatory subunit A XM_041 325.1 1 

(PR 65), beta isoform (PPP2R1B) 

3894 nerd 624 protein phosphatase 2, regulatory subunit B (B56), alpha NM_006243.1 1 

isoform (PPP2R5A) 

3895 SEOA0383 protein phosphatase 2A B'alphal regulatory subunit LI37352 1 

(=D26445 KIAA0044) 
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3896 FCR0429 

3897 SEOA9046 

3898 SEOA0038 

3899 FCR6181 

3900 fcrb1466 

3901 SEOM670a 

3902 fcrb1201 

3903 ncrc4869 

3904 ncr8232 

3905 hfcr8983 



3906 
3907 

3908 

3909 

3910 

3911 
3912 
3913 
3914 
3915 
3916 



miob4561 
SEOA5787 

miob4104 

ncrllOl 

hfcr9681 

ncrb4000 

ncr0867 

ncr4648 

hfcr3453 

ncrb6085 

SEOB1133 



3917 miob3161 

3918 hfcr1646 

3919 ncrc2730 

3920 MIOA1300n 

3921 ncr3034 

3922 ncr0495 

3923 fcrb2196 

3924 seob4076 

3925 hfcr9835 

3926 hfcr3070 

3927 ncrb2339 

3928 hfcr5872 



protein phosphatase 2A regulatory subunit alpha-isotype J02902 
(alpha-PR65) (=M31786 tumor antigen-associated 61 kd 
protein) 

protein phosphatase 2C beta AJ005458.1 

protein phosphatase 5 (=U25174) X89416 

protein phosphatase-1 catalytic subunit I\/I63960 

protein tyrosine phosphatase receptor type K (PTPRK) NM_002844.1 

protein tyrosine phosphatase(TEP1 ) (ORF) LI96180 

protein tyrosine phosphatase, receptor type, alpha NM_002836.1 
polypeptide (PTPRA) 

protein tyrosine phosphatase, receptor type, epsilon NP_006495.1 
polypeptide (RefSeq aa 2e-43) 

protein tyrosine phosphatase, receptor type, f polypeptide NP_003616.1 

(PTPRF), interacting protein (liprin), alpha 2 (RefSeq aa 

5e-75) 

protein tyrosine phosphatase, receptor type, M (PTPRM) NM__002845.1 

protein-tyrosine kinase, trkB X75958.1 

3-hydroxy-3-methylglutaryl-coenzyme A (HMG-CoA) M62633 
reductase 

3'-phosphoadenosine 5'-phosphosulfate synthetase AF1 05227. 1 
(PAPSS) 

3'-phosphoadenosine 5-prime-phosphosulfate synthase 1 NP_005434.1 

5X3>deoxyribonucleotidase; RB-associated KRAB NM__014595.1 
repressor (DNT), mRNA 

5'-3' exoribonuclease 1 NP__036046.1 

5'-3'exonuclease X91617.1 

5'-nucleotidase (purine) NM_012229.1 

6-0-methylguanine-DNA methyitransferase (MGMT) M29971.1 

adenosine deaminase tRNA-specif Ic 1 (ADAT1 ) NM_01 2091 .2 

adenosine monophosphate deaminase (isoform E) NM_000480.1 
(AMPD3) 

adenosine triphosphatase M95541 .1 

deoxyhypusine synthase L39068. 1 

deoxyribonuclease l-like 3 (DNASE1 L3) NM_004944.1 

dinucleotide miCRosatellite HUJII77 I\/I96348 

exoribonuclease 1 (Xrnl) NM_01 1916.1 

G/T MISIVIATCH-SPECIFIC THYMINE DNA Q13569 
GLYCOSYLASE 

guanylate kinase 1 (GUK1) XM_056887.1 

inorganic pyrophosphatase AF1 1 9665. 1 

nucleoside diphosphate kinase homolog (DR-nm23) U80813.1 
gene, complete sequence 

nudix (nucleoside diphosphate linked moiety X)-type NM_006703.1 
motif 3(NUDT3), mRNA 

nudix (nucleoside diphosphate linked moiety X)-type NM_007083.1 
motif 6 (NUDT6)= AF019633 antisense basic fibroblast 
growth factor B alternatively spliced mRNA, 

phosphodiesterase 1 0A (PDE1 OA) NM_006661 . 1 
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3929 seob4363 



phosphodiesterase 1A, calmodulin-dependent (PDE1A) NM_005019.1 



3930 hfcr3467 

3931 ncrb0897 



3932 hfcr9924 

3933 MIOA1304 

3934 BFCW0467 

3935 hfcr2894 

3936 nerd 592 

3937 FCR5712 

3938 FCR5412 



phosphodiesterase 2A cGI\/IP-stimulated (PDE2A) 
phosphodiesterase 4B, cAMP-specific(dunce 
(Drosophlla)-homolog phosphodiesterase E4) (RefSeq 
aa 3e-43) 

phosphodiesterase i/nucleotide pyrophosphatase 2 
(autotaxin) (PDNP2) (=autotaxin-t (atx-t) gene) 
RhoGAP, rat homologue (chromosome 13) 
ribonuclease A (RNase A) 
ribonuclease HI, large subunit (RNASEHI) 
ribonuclease P (30kD) (RefSeq aa 2e-78) 
RIBONUCLEASE PH-LIKE PROTEIN B0564.1 
rod cGMP-phosphodiesterase gamma-subunit (PDEG) 



NM_002599.1 
NP 002591.1 



NM_006209.1 

914902677 

D26129 

NM_006397.1 

NP_006404.1 

spQ17533 

U00482 



3939 ncr0612 

3940 FCR5822 

3941 FCR45G3 

3942 ncrc6776 

3943 FCR5339 

3944 BFCS0286 

3945 FCR5895 

3946 FCR0535 

3947 SEOB0007 

3948 BFCW0160 

3949 fCR0872 

3950 SEOB3564 



3951 SOA0105 

3952 MIOA1785 



RY-1 putative nucleic acid binding protein 
single strand DNA-binding protein 
thymidine kinase 1, soluble (TK1) 
thymine-DNA glycosylase (TDG) 
L apoferritin 

long-chain-fatty-acid-CoA ligase, homologue 
(SW:P29212) 

3-hydroxyisobutyryl-coenzyme A hydrolase 
43 kDa inositol polyphosphate 5-phosphatase 
7-dehydrocholesterol reductase (DHCR7) 
abcl 

acetyl-CoA carboxylase 

acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3- 
oxoacyl-Coenzyme A thiolase) (ACAA2), nuclear gene 
, encoding mitochondrial protein 
acylphosphatase 2, muscle type (ACYP2) 
alcohol dehydrogenase beta-1 -subunit (ADH1-2 allele) 



X76302.1 

AF077048.1 

K02581 

NM_003211.1 

X03742 

Z81071 

U66669 

Z31695 

AF067127.1 

X75926 

X68968 

NM 006111.1 



X84195 
X03350 



3953 FCR4763 

3954 FCR6329 

3955 FCR1997 

3956 ncr2966 

3957 MIOA3335a 

3958 ncrb5192 

3959 FGR6635 

3960 ncrb1515 



3961 SEOB2797 

3962 hfcr3067 

3963 hfcr1639 

3964 ncrc7180 

3965 ncrb8703 



alpha-methylacyl-CoA racemase AF047020 

aquaporin adipose AB006190 

carnitine carrier Y1 031 9 

carnitine octanoyltransferase AF073 770.1 

camitine palmitoyltransferase II, precursor (CPT1) U09646 

CDP-dlacylglycerol synthase(phosphatidate NP_001 254.1 
cytidylyltransferase) 1 (RefSeq aa 4e-40) 

choline kinase isolog 384D8_3 U62317 

choline phosphotransferase 1 beta AF1 95624.1 
(=cholinephosphotransferase 1 alpha)(= AAPTI-like 
protein) 

CTL1 protein (70% aa) AJ245620 

CTL2gene AJ245621.1 

delta-6 fatty acid desaturase (FADSD6) NM_004265. 1 

dihydrolipoamide acetyltransferase (PDC-E2) (EC Y00978.1 
2.3.1.12) 

dihydrolipoamide branched chain transacylase (E2 XP_001 705. 1 
component of branched chain keto acid dehydrogenase 
complex; maple syrup urine disease) 
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3966 ncr5065 



Drosophila fat facets related, X-linked (RefSeq aa 5e-56) NP_004643.1 



3967 SEOA8556 

3968 nerd 367 

3969 hfcr5971 

3970 SEOA0792 

3971 ncrb5608 

3972 SEOB0370 

3973 ncrc0174 

3974 ncr1631 

3975 FCR1756 

3976 SEOA7920a 

3977 ncrc2670 

3978 ncrb4474 

3979 BFCW0268 

3980 hfcr6515 

3981 ncrb2256 

3982 ncr4604 

3983 fCR0918 

3984 M10B1573 

3985 seob4213 

3986 ncrb7200 

3987 ncr4793 

3988 MIOA4278 

3989 seob5363 

3990 ncr7341 

3991 seoa6788 



3992 MIOA2273a 

3993 MIOA2691a 

3994 MIOA3944a 

3995 MIOA3891a 



3996 hfcr5454 

3997 FCR0999 

3998 MIOA2862a 

3999 SEOA5162a 



M ^cets protein AJ0 1 2078 

fatty acid binding protein 3, muscle and heart (mammary- NM_004102.2 
derived growth inhibitor) (FABP3) 

fatty acid binding protein 7, brain (FABP7) mRNA NIVI_001446.1 
fat^ acid desaturase MLD, putative (contains Alu repeat) AF002668 

fatty-acid-Coenzyme A llgase.long-chain 3 (RefSeq aa 4e-NP_004448.1 

31) 

fumarylacetoacetate hydrolase iy/155150.1 
geranylgeranyl diphosphate synthase 1 (RefSeq aa 1e- NP_004828.1 
34) 

hydroxysteroid (1 7-beta) dehydrogenase 7 (RefSeq aa NP_057455. 1 
4e-86) 

L-3-hydroxyacyl-CoA dehydrogenase (=AF001 902) X96752 
lanosterol 14-alpha demethylase cytochrome P450 U51692.1 
(CYP51) 

lipoyltransferase, com plete cds AB0 1 7567. 1 

methylmalonate-semialdehyde dehydrogenase (MMSDH) N!\/l_005589.1 

mitochondrial short-chain enoyl-CoA hydratase D1 3900 

muscle fatty-acid-binding protein (FABP) X56549.1 

neuronal PAS domain protein 3 (Npas3) NM_01 3780.1 

oxysterol binding protein (RefSeq aa 1e-87) NP_002547.1 

p55PIK phosphatldylinositol 3-i(inase regulatory subunit S79169 

perilipin AB005293.1 
phosphatidylcholine 2-acylhydrolase (cPLA2) M68874.1 
phosphatldylinositol 3-kinase, class 3 (RefSeq aa 2e-88) NP_002638.1 



Phosphatldylinositol transfer protein (PI-TPaipha) 
phospholipase C, epsilon (PLCE)=D42108 
Phospholipase C-delta1 (Plcdl) 
phospholipase D1, phophatldylcholine-specific (PLD1) 

pleckstrin homology domain-containing, family A 
(phosphoinositide tsinding specific) member 1 
(PLEKHA1), mRNA 

prostaglandin endoperoxide H synthase-1 
prostaglandin endoperoxide synthase-2, PTGS2 
RASF-A PLA2 (synovial phospholipase) 
RED CELL ACID PHOSPHATASE 1, ISOZYME F 
(ACPI) (LOW MOLECULAR WEIGHT 
PHOSPHOTYROSINE PROTEIN PHOSPHATASE) 
(ADIPOCYTE ACID PHOSPHATASE. ISOZYME 
ALPHA) (62% aa) 

Sac domain-containing inositol phosphatase 2 (SAC2) 

saposin proteins A-D 
squalene synthase 
steroid 5-alpha-reductase 



D30036.1 
NM_006226.1 
NM_01 7035.1 
NM_002662.1 

XM 011878.3 



AF 129755.1 
D28235 
M22431 
spP24666 



NM_014937.1 

M32221 
X69141 
M32313 
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4000 fCR0837 

4001 MlOA0595a 

4002 ncrc5653 

4003 hfcr3534 

4004 SEOA9060 

4005 FCR1741 

4006 MIOA0707 

4007 hfcr6692 

4008 hfcr5961 

4009 ncr5416 

4010 ncrb6327 



K 4011 MIOA3646a 
% 4012 FCR0955 

4013hfcr2238 
fi 4014ncrb1175 
4015ncr8594 

^ 4016 ncr0524 

4017 MIOA4082a 

4018 MIOA0482n 
^ 4019 MIOA5893a 



steroid membrane binding protein X99714 

steroid sulfatase (STS) Ml 6505 

tissue factor pathway inhibitor (lipoprotein-associated NP_006278, 1 
coagulation inhibitor) (RefSeq aa 1e-41) 

urf4 (ORF)= NADH-UBIQUINONE OXIDOREDUCTASE L00016 
CHAIN= P03905 

ATP SYNTHASE B CHAIN, MITOCHONDRIAL spP24539 
PRECURSOR 

ATP synthase inhibitor protein M22559 

ATP synthase subunit c, PI D13118 

ATP synthase, H transporting, mitochondrial FO NM_005176.3 

complex, subunit c (subunit 9), isoform 2 (ATP5G2) 

ATP synthase, H transporting, mitochondrial F1 NM_001686.1 

complex, beta polypeptide(ATP5B), nuclear gene 

encoding mitochondrial protein, =( F1 beta subunit ) 

ATP synthase, H transporting, mitochondrial F1 NM_006886.1 

complex, epsilon subunit(ATP5E) 

ATP synthase, H transporting, mitochondrial F1 complex, NP_001688.1 
O subunit (oligomycinsensitivity conferring protein) 
(RefSeq aa 5e-88) 

ATP synthetase beta-subunit X05606 

ATP synthetase epsilon-subunit, nuclear-endcoded X16978 
mitochondrial 

ATP(GTP)-binding protein AJ01 0842.1 

breast cancer metastasis-suppressor 1 (BRMS1) AF159141 .1 

C0X1 5 (yeast) homolog, cytochrome c oxidase NM_004376.1 
assembly protein (C0X15) 

CYTOCHROME B P00156 

cytochrome b large subunit of complex II D49737 

cytochrome bc-1 complex core P S74321 

cytochrome c oxidase chain I [MesoCRicetus auratus] U97674 



4020 ncr5293 



cytochrome c oxidase subunit II [Artlbeus jamalcensls] AF061340 



4021 ncrc9401 

4022 SEOA5843 

4023 ncrc9438 

4024 MIOA3452a 

4025 fcrb1867 

4026 SEOA8550 

4027 ncr7629 

4028 seob6704 

4029 ncrb8468 

4030 ncrb8102 

4031 hfcr9285 

4032 hfcr5522 

4033 hfcr0225 



cytochrome c oxidase subunit IV (C0X4), nuclear gene NM_001 861 . 1 

encoding mitochondrial 

cytochrome c oxidase subunit VIb (EC 1 .9.3.1) XI 3923 

cytochrome c oxidase subunit Vila polypeptide 1 NP_001855.1 

(muscle) (RefSeq aa 3e-40) 

cytochrome c oxidase VI Ic (EC 19.3.1) X52940 

cytochrome c-1 (CYC1) NM_001916.1 

cytochrome oxidase I CAA24028. 1 

cytochrome-c oxidase (EC 1.9.3.1) chain I C59153 

ferredoxin 1 (FDX1) mRNA NM_004109.1 

glyoxylate reductase/hydroxypyruvatereductase (RefSeq NP_036335.1 
aa 1e-62) 

GTP AMP phosphotransferase mRNA, complete cds; AF1 8341 9.1 
nuclear gene for mitochondrial product 

Hsa4 mitochondrion cytochrome oxidase subunit II (COII) U12692.1 
gene 

isocitrate dehydrogenase U52144.1 

isocitrate dehydrogenase 1 (NADP ), soluble (IDH1) NM_005896.1 
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4034 hfcr1694 

4035 FCR5875 

4036 ncr7295 

4037 BFCW0108 

4038 fcrb1922 

4039 miob2926 

4040 FCR4468 

4041 FCR7403 

4042 SEOA0388 

4043 FCR6698 

4044 SEOB0536 

4045 MIOA3602a 



4046 SEOA2194a 

4047 MIOA2569a 

4048 fcrb1759 

4049 ncrb8206 

4050 MIOA4068a 

4051 hfcr9726 



4052 SEOA0512 

4053 MIOA7481a 

4054 seob5033 

4055 seob4172 

4056 MIOA1303 

4057 fcrb2168 

4058 ncrb0513 

4059 FCR1237N 



4060 ncr1939 



4061 ncr6128 

4062 ncrb1788 

4063 ncrb4072 

4064 hfcr1910 

4065 MIOA6913a 

4066 ncrc2523 



isocitrate dehydrogenase 3 (NAD ) gamma (IDH3G) NM_0041 35.1 

malate dehydrogenase precursor (MDH) (mitochondrial) AF047470 

malonyl-CoA decarboxylase precursor (MLYCD) AF097832.2 

mitochondria isolate Aus3 cytochrome b (CYTB) AF042516 

mitochondria solute carrier protein (MSCP) AY032628. 1 

mitochondrial (Asian) DNA control region, sequence 87 M76321 . 1 

mitochondrial ATP synthase c subunit (P2 fomri) X69908 

mitochondrial ATPase subunit 9 M1 6439 

mitochondrial carrier homologue 1 (=CGI protein) AF176006.1 

mitochondrial control region II, sample NG14 L39338 

mitochondrial cytochrome b AB033713.1 

MITOCHONDRIAL CYTOCHROME B-245 HEAVY spQ61093 
CHAIN (P22 PHAGOCYTE B-CYTOCHROME) 
(NEUTROPHIL CYTOCHROME B, 91 KD 
POLYPEPTIDE) (CGD91-PHOX) (GP91-PHOX 

mitochondrial cytochrome c oxidase subunits I, II and III, M27315 
and ATPase subunit 6 

mitochondrial D-loop (isolate RomB15) AJ230609.1 

mitochondrial DNA complete genome X93334.1 

mitochondrial DNA, D381 1 2. 1 

mitochondrial genes coding for three transfer RNAs V00665 
(specific for Phe, Val and Leu) 

mitochondrial glutathione reductase and cytosolic AF228703.1 
glutathione reductase(GRDI) gene, complete cds, 
alternatively spliced 

mitochondrial HSP75 L15189 

mitochondrial initiation factor 2 L34600 

mitochondrial intermediate peptidase (MIPEP), nuclear NM_005932.1 
gene encoding mitochondrial protein 

MITOCHONDRIAL PROCESSING PEPTIDASE BETA sp075439 
SUBUNIT PRECURSOR (BETA-MPP) (P-52) 

mitochondrial processing peptidase beta-subunit AF054182 

mitochondrial solute carrier (L0C51 312) XM_040570. 1 

NAD(P)H: quinone oxireductase gene M81600.1 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, gi4758781 
7 (18kD, 818) (NDUFB7) (= M33374 cell adhesion 
protein (SQM1)) 

NADH dehydrogenase (ubiquinone) Fe-Sprotein 4 (18kD) NP_002486.1 
(NADH-coenzyme Q reductase) (RefSeq aa 4e-63) 

NADH dehydrogenase subunit 3(RefSeq aa 8e-35) gi5835395 

NADH dehydrogenase subunit 5 (RefSeq aa 3e-31 ) gi5835398 

NADH dehydrogenase(ubiquinone) 1 alpha subcomplex, NM_004544.1 
10(42kD)(NDUFA10) 

NADH:ubiquinone oxidoreductase MLRQ subunit AF164796.1 
homolog 

NADH:ubiquinone oxidoreductase NDUFS3 (ORF) AF067139 

NADH-cytochrome b5 reductase isoform AF 125533.1 
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4067 SEOA8543 NADH-UBIQUINONE OXIDOREDUCTASE 18 KD sp043181 1 

SUBUNIT PRECURSOR (COMPLEX 1-18 KD) (CI-18 
KD) (COMPLEX l-AQDQ) (CI-AQDQ) 

4068 seoa8026 NADH-UBIQUINONE OXIDOREDUCTASE 30 KD P23709 1 

SUBUNIT PRECURSOR (COMPLEX I-30KD) (CI-30KD) 



4069 FCR0297 NADH-UBIQUINONE OXIDOREDUCTASE 817 spQ29259 1 

SUBUNIT (COMPLEX I-B17) (CI-B17) 

4070 seob3670 NADH-ubiquinone oxidoreductase B8 subunit mRNA, AF077029 1 

nuclear gene encoding mitochondrial protein, 

4071 hfcr3972 NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 3 P03897 1 

4072 ncr0171 NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 5 P03915 1 

4073 SEOA8276 NADH-UBIQUINONE OXIDOREDUCTASE MWFE sp015239 1 

SUBUNIT (COMPLEX l-MWFE) (CI-MWFE) 

4074 ncrc0798 NADH-ubiquinone oxidoreductase subunit B14.5B AF070652.1 1 

homolog mRNA, complete cds 

4075 FCR4 160 NADH-ubiquinone oxidoreductase subunit CI-B8 AF047185 1 

4076 FCR7031 NADPH-flavin reductase D26308 1 

4077 ncr1351 NDUFB8gene Y16004.1 1 

4078 ncrb5609 NRH:quinone oxidoreductase 2 gene (NQ02) AB050248.1 1 

4079 FCR6455 nuclear aconitase (mitochondrial) U80040 1 

4080 MIOA5326a p6=cytcchrome c oxidase subunit Vic S82616 1 

homolog/COSVIc/prostatic carcinoma upregulated gene 
(ORF) 

4081 ncrc0564 quinolinate phosphoribosyltransferase (nicotinate- NM_014298.2 1 

nucleotide pyrophosphorylase (carboxylating)) (QPRT), 
mRNA 

4082 hfcr9940 succinate dehydrogenase iron-protein subunit (sdhB) U17248.1 1 

gene 

4083 hfcr3921 Succinic semialdehyde dehydrogenase (SSADH) (ORF) NM_001 080.1 1 



4084 


mlob1125 


4085 


SEOA6887 


4086 


ncrb5227 


4087 


SEOA0045n 


4088 


BFCS0198 


4089 


fcrb1241 


4090 


hfcr9475 


4091 


SEOA9321 


4092 


ncr3319 


4093 


hfcr1806 


4094 


FCR3706 


4095 


seob6414 


4096 


ncrb2428 



succinyl-CoA synthetase GTP-specifIc beta subunit 
UBIQUINOL-CYTOCHROME C REDUCTASE 
COMPLEX UBIQUINONE-BINDING PROTEIN QP- 
C(UBiQUINOL-CYTOCHROME C REDUCTASE 
COMPLEX 9.5 KD PROTEIN) (COMPLEX III SUBUNIT 
VII) 

beacon 

biotinidase 

dihydroxypolyprenylbenzoate methyltransferase (low 
match) 

folylpolyglutamate synthase (FPGS) mRNA 

isolate sporadic PCT patient 10 uroporphyrinogen 

decarboxylase (UROD) 

non-functional folate binding protein 

nonfunctional GM3 synthase 

Porphobilinogen deaminase (PBG-D, EC 

4.3. 1 .8)(=hydroxymethy!bilane synthase) 

pterin-4a-carblnoiamine dehydratase (PCBD) (=M83742 

cofactor) 

nonhepatic arginase 

6-pyruvoyltetrahydropterin synthase(RefSeq aa 7e-39) 



AF1 71 077.1 
sp014949 



AAG34704.1 

U03274 

L20427 

NM_004957.1 
AF1 04440.1 

NP_037439.1 
AF1 19417.1 
X04217.1 

L41559 

D86724.1 
NP 000308.1 
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4097 l\/IIOA9061 amine oxidase, copper containing 3 (vascular adiiesion Nl\/I_003734.2 1 

protein 1)(A0C3), mRNA 

4098 BFCN0124 Arg/Abl-interacting protein ArgBP2a (ArgBP2a) AF049884 1 

(=AB018320 hypothetical protein (KIAA0777)) 

4099 ncr0791 ArgBPIB protein (=Arg protein tyrosine kinase-binding X95677.1 1 

protein) 

4100 FCR5407 arginine methyltransferase Y10806 1 

4101 ncr6408 aspartate aminotransferase 1 (RefSeq aa 1e-51) NP_002070.1 1 

4102 ncrc1775 basic leucine zipper nuclear factor 1 (JEM-1) (BLZF1) NM_003666.1 1 

4103 mioa7688a colon and small intestine-specific cysteine-rich protein Hs.307047 1 

precursor similar to FIZZ2/resistin-like protein (HXCP2), 
mRNA /cds=(98,433) /gb=:NM_032579 /gi=1421 1 896 
/ug=Hs.307047 /len=1250 

4104 ncr2273 cytidine deaminase AF061658.1 1 

4105 HFCR3256 DHHC1 protein AF247703.1 1 

41 06 seob7931 dipeptidyl peptidase IV (CD26) U 1 3735. 1 1 

4107 fcrb2462 duodenal cytochrome b {FLJ23462), mRNA XM_015916.2 1 

4108 ncr1420 extremely cysteine/valine rich protein [Leishmania major] AL390114 1 

4109 MIOA7241a fucosidase, alpha-L- 1, tissue (FUCA1) gi4503802 1 

41 10 hfcr6524 fumarase nuclear gene encoding mitochondrial protein U48857.1 1 

41 1 1 SEOA3063a fumarase precursor (FH) (mitochondrial) U59309 1 

4112 fcrb2160 gamma-glutamyl hydrolase (conjugase, XM_005313.4 1 

folylpolygammaglutamyl hydrolase) (GGH) 

4113 ncrc3453 glutaminase isoform C mRNA, 3'UTR AF097494.1 1 

4114 seoa6801 glutaminyl-peptide cyclotransferase (glutaminyl cyclase) Hs.79033 1 

(QPCT). mRNA /cds=(1 1 ,1096) /gb=NM^012413 
/gi=9257235 /ug=Hs.79033 /len=1573 

4115 ncr3138 glycine C-acetyltransferase (2-amjno-3-ketobutyrate-CoA NM_014291.1 1 

llgase) (GCAT) 

4116 ncrc6435 glycine cleavage system protein H (aminomethyl canrier) NP_004474.1 1 

(RefSeq aa 2e-43) 

4117 FCR6866 glycine-rlch protein 2 AJ1 30887 1 

41 1 8 FCR3883 glycosylasparaglnase (=X55330;M64073) X55762 1 

4119 fcrb1604 glycosyltransferase (LOC83468) XM_049187.2 1 
4120SEOA6235 H-protein ^ M69175 1 

4121 hfcr3579 HPV16 El protein binding protein U96131.1 1 

4122 ncrb5272 HPV-16 E2 binding protein (E2BP-1) (=TCFL5) AF070992.1 1 

4123 FCR4467 Isoleucyi-tRNA synthetase D28473 1 

4124 ncrc6953 isovaleryl-CoA dehydrogenase (IVD) gene, exon 12 and AF038318.1 1 

partial cds 

4125 ncrc4224 Kreisler (mouse) maf-related leucine zipper homolog NM_005461 .1 1 

(KRML) 

4126 miob3794 kynurenine 3-monooxygenase (kynurenine 3- NM_003679.1 1 

hydroxylase) (KMO) 

4127 ncrc3255 lacrimal proline rich protein (RefSeq aa 2e-78) NP_009175.1 1 

4128 SEOA2413 L-arginine:glycine amidinotransferase X86401 1 

4129 MIOA4109 Leu zipper protein p40(61%) gi|382917 1 

4130 FCR3528 leucine zipper protein Fip3p (=AF074382 IkB kinase AF062089 1 

gamma subunit) 
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4131 fcrb1996 

4132 seob7681 

4133 ncrOOO? 

4134 SEOA6078a 

4135 ncr0291 

4136 hfcr9995 

4137 ncrc9707 

4138 MIOA7593a 

4139 ncr0851 

4140 SEOA3144 

4141 FCR5627 

4142 ncrc4757 

4143 hfcr7498 

. . 4144 miob6728 
^ 4145ncr6316 
;£ 4146hfcr7320 
4147fcrb1611 



4148 
S 4149 
4150 

L= 4152 
4153 
4154 

y 4155 
fi^ 4156 
J 4157 



ncrc3161 

seob7304 

hfcr6288 

FCR2842N 

mioa9258 

hfcr3450 

hfcr0710 

fcrb2437 

FCR5472 

ncr8867 



4158 miob2903 

4159 FCR5728 

4160 ncrb6949 

4161 miob0784 

4162 hfcr3540 

4163 hfcr8591 

4164 ncrb1802 

4165 ncrb6480 

4166 seob4539 

4167 ncr5803 

4168 SEOA6144a 

4169 hfcr1254 



leucine-zipper protein FKSG1 3 (LOC90598) XM_032849.1 

lysosomal glycosylasparaginase (AGA) (=X55330.1 U21281.1 
aspartylglucosaminidase) 

MBIP protein (MBIP) NM_016586.1 

methionine adenosyltransferase regulatory beta subunit AF1 82814 



D84224 
NM_003926.4 
Length = D28500.1 



methionyl tRNA synthetase 
methyl-CpG binding domain protein 3 (MBD3) 
mitochondrial isoleuclne tRNA synthetase, 
3387 

ornithine decarboxylase (contains Alu repeat) M33764 

ornithine decarboxylase antizyme 2 (0AZ2) NM_002537. 1 

orotidine 5'-monophosphate decarboxylase M36661 

periodic tryptophan protein 2 (PWP2) U56085 

polyglutamine-containing C140RF4 gene AJ277365.1 
proline isomerase FK506-blndlng protein (FKBP13) gene LI 8980.1 

pyrrollne-5-carboxylate synthase long form (P5CSL) U76542.1 

selenium binding protein 1 (RefSeq aa 8e-40) NP_003935.1 

selenocysteine lyase (SCLY) NM_016510.1 

serine (or cysteine) proteinase inhibitor, clade H (heat XM_035024.2 
shock protein 47) member 2 (SERPINH2) 

serine carboxypeptidase 1 precursor protein (HSCP1) NM_021626.1 

spermine synthase gene AJ009633.1 

suppressor of S. cerevisiae gcr2 (HSGT1) NM_007265.1 

BCS1 (yeast homolog)-like (BCS1 L) AF026849 

SCAD gene, 5' UTR exon 1 and 2 (and joined CDS) Z80345.1 

selenoprotein N AF1 661 25.1 

selenoprotein X (LOC51734) NM_016332.1 

LENG5 protein (LENG5), mRNA NM_024075.1 

cap-binding protein 4EHP AF047695 
elongin B; transcription elongation factor B, polypeptide 2 NP_009039.1 
(RefSeq aa 2e-44) 

eukaryotic initiation factor 2B-epsilon U23028.1 

eukaryotic translation initiation factor (elF3) U78525 

eukaryotic translation initiation factor 1A (RefSeq aa 6e- NP_001403.1 

69) 

eukaryotic translation initiation factor 3, subunit 5 NM_003754.1 

(epsilon, 47kD) (EIF3S5) 

eukaryotic translation initiation factor 3, subunit 8 (1 lOkD) NM_003752.2 
(EIF3S8)(ORF) 

eukaryotic translation initiation factor 3, subunit 9 (eta, NM_003751 .1 
116kD) (EIF3S9) 

eukaryotic translation initiation factor 4 gamma, 3 NM_003760.2 
(EIF4G3) 

hydatidiform mole associated and imprinted (HYMAI) AF241 534.1 

initiation factor elF-2B gamma subunit (elF-2B gamma) U38253.1 ' 

MAMMA1 cDNA clone MAMMA1001942 5 AU122237.1 

met-tRNA-i gene 2 (clone Iambda-htm2) J0031 1 

peptide elongation factor 1-beta mRNA, complete cds AF1 03726 
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4170 mioa0571a 



4171 hfcr7815 

4172 SEOB3589 

4173 SEOA0545A 

4174 seob6342 

4175 mioa9541 

4176 fcrb1541 

4177 seoa7890a 



4178 seoa7707a 



4179 seoa7975 



4180 seoa7839a 



4181 BFCN0203 

4182 mioa7875 



region containing eukaryotic translation elongation factor 

1 alpha 1-like 14; eukaryotic translation elongation factor 

1 alpha 1(LOC82256) 

translation Initiation factor 4e 

translation repressor NAT1 (=eukaryotic translation 

initiation factor 4 gamma, 2 (EIF4G2) 

unr-interacting protein 

838.98 23S ribosomal RNA gene 

GAR1 protein (GAR1 gene) 

mitochondrial ribosomal protein L11 (MRPL11) 

mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 

/cds=(123,662) /gb=NM_014161 /gi=7661777 

/ug=Hs.23038/len=968 

mitochondrial ribosomal protein L22 (MRPL22), mRNA 
/cds=(6,692) /gb=NM_014180 /gi=7661815 
/ug=Hs.41007/len=724 

mitochondrial ribosomal protein L3 (MRPL3), mRNA 
/cds=(76,1122) /gb=NM_007208 /gi=6005861 
/ug=Hs.79086/len=1634 

mitochondrial ribosomal protein L33 (MRPL33), mRNA 
/cds={35,232) /gb=NM_004891 /gi=4759047 
/ug=Hs.14454/len=512 
mitochondrial ribosomal protein S12 
mitochondrial ribosomal protein S21 (MRPS21), 
transcript variant 2, nuclear gene encoding mitochondrial 
protein, mRNA /cds=(51 8,781) /gb=NM_018997 
/gi=1 6950592 /ug=Hs.81281 /len=939 



XM 016036.1 



AF038957.1 
U76111.1 

AJ01 0025.1 

AF146762.1 

AJ276003.1 

XM_006493.4 

Hs.23038 



Hs.41007 



Hs.79086 



Hs. 14454 



Y11681 
Hs.81281 



4183 seoa8126 



4184 

4185 
4186 
4187 
4188 
4189 
4190 
4191 
4192 
4193 
4194 
4195 
4196 
4197 
4198 
4199 



ncr3655 

FCR4212 

ncr5760 

mioa9722 

SEOA3737a 

FCR1312 

ncrc9867 

FCR6630 

SEOA4293a 

MIOB2859 

ncr4539 

SEOA6504a 

MIOA2214a 

SEOB1008 

BFCW0530 

fcrb2757 



4200 ncrc3648 

4201 SEOA8783 



mitochondrial ribosomal protein S30 {MRPS30), mRNA 

/cds=(38,1357) /gb=NM_016640 /gi=16950598 

/ug=Hs.28555 /len=1482 

ribosomal L21 protein gene 

ribosomal protein (RPS4Y) isoform 

ribosomal protein 60S acidic ribosomal 

ribosomal protein LI 7 isolog 

ribosomal protein L20 

ribosomal protein LLRepS 

ribosomal protein, complete cds 

ribosomal RNA 12S 

ribosomal RNA 23S gene 

ribosomal RNA 28S 

Ribosomal RNA processing 

ribosomal RNA, large subunit ATCC 46578 

ribosomal subunit protein L13 

ribosome associated membrane protein RAMP4 

ribosome receptor, p180 

RPL15 gene for ribosomal protein LI 5, complete cds and 
sequence 

RPL6 gene for ribosomal protein L6, complete cds 
STEROL-REGULATORY ELEMENT-BINDING 
PROTEINS INTRAMEMBRANE PROTEASE (SITE-2 
PROTEASE) 



Hs.28555 



L38826.1 

M58459 

NM_016183.1 

AF1 64797 

AE002038 

XI 7206 

D23660.1 

XI 3956 

AF1 46762 

M30952.1 

NM_014285.1 

U 17421 

AE000402 

AJ238236.1 

X87224 

AB061 823.1 

AB042820.1 
sp043462 
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4ZUz 


ncrD4oyu 
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4ZUo 


IVIIUA4DOO 
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4Z 1 1 


iVllUDZOoD 


cainepsin o i ooj 


iviyuoyo. i 




4Z IZ 


seoDozoo 


cainepsin z precursor \\r \ oz; gene, exons 4, o, ana o 


Ar looz/o. 1 








anu compieLe cus, anu i n i gene paniai secjuence 










^-norUloU; 






4Z1o 


rOKoOOO 


coiiagenase stirnuiaiory tactor (tiviMrKiN; (-l2U4/ i 


L1UZ4U 








extracellular matrix metal loproteinase inducer) 




ksJ- 

iSSSi. 


4214 


ncrDo14o 


cysteine sulfinic acid decarboxylase-related protein 4 


Arnb04o.1 








(L/oAU) 




IP 


4zl0 


nTcryoo4 


EN02 gene for neuron specific (gamma) enolase 


A0l90b.1 








(=enolase2, (gamma, neuronal)) 






4216 


seob4612 


inhibitor 2 of protein phosphatase 1 


AJ133812.1 


y 


4217 


U XL. -coo -I 

niCrD921 


matrix metalloproteinase ly (Mlviriy} 


lNlvI_UU242y.1 




4z1o 


rOKo141 


metal locarboxy peptidase CPX-1 


ArU/ / / oo 




4ziy 


seoDbbZo 


metalloproteinase, complete cds 


Uoob4b.1 


13 
ill 


4220 


ncrb47o2 


pancreatic carboxypeptidase B1 precursor (RefSeq aa 5e- 


• NP_001oo2.1 


IIJ 


4221 


miODlU/4 


49) 

parvulin 


ADUuybyu.i 




4ZZZ 


ncrc5744 


peTiin (rcrj 


lNlvl_U12oy2.1 




42zo 


TcrD J y2y 


pepiiaase (miiocnonariai processing; oeta (rMrOb; 


AIVl^U00/4y. 1 


Ill 


4ZZ4 


otUA4402a 


peptiaase u (rtriJ) -JU4bUo, 


INIvi_UUU2o0.1 








protiuase^imiaoGipepiiQasej 






4220 


nTcrooDi 


placental leucine aminopepiioase 


uouoiu.i 




4220 


ncrcu2o4 


procollagen C-proteinase enhancer protein type , 


Ad00o049. 1 








complete cds 






422/ 


ncrDooy4 


procollagen type i proaipna 1 


IVUIZZO. 1 




4228 


fcrb1128 


procollagen type 1 pro-alpha 2 chain (C0L1A2) mRNA, 


AF035120 








complete cds 






4229 


lvllOA7y73a 


prostasin 


U 33446 




4230 


ncr73o2 


protease inhibitor 1 (anti-elastase),alpha-1 -antitrypsin 


KID nAAOOC «l 

Nr_0002oo.1 








(Ketoeq aa oe-4o) 






4231 


ncrooDD 


protease inhibitor 9 (ovalbumin type)(RefSeq aa 6e-31) 


NP_004146.1 




4ZoZ 


ruKU/ 01 


protease subunit S5a (=U72664 S5a/antiseCRetory 


U51007 








factor protein) 26S 






4233 


hfcr8495 


protease, serine, 15 (PRSS15) (=Lon protease) 


NM_004793.1 




4234 


hfcr6840 


proteasome (prosome, macropain) 26S subunit, ATPase, NM_006503.1 








4 (PSMC4) (=MIP224) 






4235 


ncr4737 


proteasome (prosome, macropain) 26S subunit, non- 


NM_002814.1 



ATPase, 10 (PSMD10) 
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2 



4236 hfcr1324 

4237 ncrc9978 

4238 ncrc0803 

4239 ncrc2685 

4240 ncrc6367 

4241 MIOA5695 

4242 ncr8314 

4243 SEOB0678a 

4244 SEOA8854 



4245 
4246 
4247 
4248 
4249 
4250 
4251 

4252 
4253 
4254 
4255 
4256 
4257 
4258 
4259 
4260 
4261 
4262 
4263 
4264 
4265 
4266 
4267 
4268 
4269 
4270 
4271 
4272 



BFCN0096 

MIOA2094 

FCR4012 

FCR7386 

FCR7171 

hfcr6847 

fcrb1066 

MIOA7465a 

SEOB0002 

SEOA0721a 

ncr1122 

ncr3396 

FCR3575 

miob3655 

SEOA6565a 

hfcr6727 

SEOA6621a 

FCR3731 

MIOB2656 

MIOA8666 

seob5003 

seob4896 

seob4804 

ncr9460 

hfcr9894 

MIOA0626a 

seob5538 

ncr3139 



proteasome (prosome, macropain) 26S subunit, non- 
ATPase, 7 (Mov34 homolog){PSMD7) (ORF) 
proteasome (prosome, macropain)actjvator subunit 2 
(PA28 beta) (RefSeq aa 6e-83) 
proteasome (prosome, macropain)subunit, alpha type, 1 
(RefSeq aa 3e-36) 

proteasome (prosome, macropain)subunit, alpha type, 5 
(RefSeq aa 6e-35) 

proteasome (prosome, macropain)subunit, beta type, 5 
(RefSeq aa 2e-41) 

proteasome (prosome,maCRopain) 26S subunit, non- 
ATPase, 1 (PSMD1) =044466 .proteasome subunit 
p112, 

proteasome (prosome,macropain) 26S subunit, non- 

ATPase, 9 (PSMD9), mRNA 

PROTEASOME COMPONENT C3 (MACROPAIN 

SUBUNIT C3)(MULTICATALYTIC ENDOPEPTIDASE 

COMPLEX SUBUNIT C3) 

PROTEASOME COMPONENT C5 (MACROPAIN 

SUBUNIT C5) (PROTEASOME GAMMA CHAIN) 

(MULTICATALYTIC ENDOPEPTIDASE COMPLEX 

SUBUNIT C5) 

proteasome inhibitor hPI31 subunit 
proteasome subunit HsC7-i 
proteasome subunit p3126S 
proteasome subunit p44.5 26S 
proteasome subunit p58 
proteasome subunit p97 26S 

protein arginine N-methyltransferase 1 (HRMT1 L2) gene, 
complete cds, alternatively spliced, low match 
protein arginine N-methyltransferase 2 (PRMT2) 
PROTEIN PLT 

protein product (=AF1 25387) D.melanogaster L82D) 
protein rapamycin associated protein (FRAP2) gene 
protein translocation complex beta (SEC61B) 
proteinase chain 5a (non-exact 71%) 268 
serine protease, umbilical endothelium (SPUVE) 
sorting nexin 10 (SNX10) 
sorting nexin 11 (SNX11) 
stromelysin-3 

thimet oligopeptidase (metalloproteinase) (=U29366) 

thrombin inhibitor 

TIMP-3 (=mig-5) (=K222) 

tissue inhibitor of metalloproteinase 2 (TIMP2) 

tissue inhibitor of metalloproteinase 4 (TIMP4) gene 

tripeptidyl peptidase II (TPP2) 

trypsin-like serine protease (TLSP) gene 

Ubc6p homolog 

33 polypeptide 

BRCA1, Rho7 and vati genes 

BRCA1 -associated RING domain protein (BARD1) 



NM. 


_002811.1 


NP_ 


002809.1 


NP_ 


002777.1 




_UUz/o1 .1 


NIP 


I OO. i 


NM. 


_002807.1 


NM. 


_002813.1 



spP25787 



spP20618 



D88378 

□26599 

D38047 

AB003102 

D67025 

D78151.1 

AF222689 

U80213 

spQ02083 

AK000987 

U88966.1 

NM_006808.1 

NM_002810.1 

NM_007173.1 

AF121860.1 

NM_0 13323.1 

X57766 

Z50115 

Z22658.1 

D45917 

NM_003255.1 

AF057532.1 

NM_003291.1 

AF1 64623.1 

U93242.1 

X07266 

L78833.1 

AF038042.1 
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4273 HFCR3165 

4274 seob4322 

4275 miob4756 

4276 ncr5442 

4277 ncrb1549 

4278 seoa7709a 



4279 SEOA5465a 

4280 SEOA6129a 

4281 miob2960 

4282 ncrb2771 

4283 nerd 029 

4284 FCR3698 

4285 hfcr2784 

4286 ncr3376 

4287 ncr1507 

4288 FCR2102 

4289 hfcr1259 

4290 ncrb3284 

4291 fcrb2167 

4292 fCR0791 

4293 SEOB3503 

4294 hfcr0263 

4295 fcrb2652 

4296 cr0026 



4297 FCR3005 

4298 BFCW0326 

4299 SEOA2972a 

4300 FCR0637 

4301 miob6087 

4302 FCR1182 



4303 hfcr8957 

4304 MIOA8051a 

4305 ncrc0508 

4306 MIOA8622 



4307 MIOA2993a 

4308 hfcr5514 

4309 SEOA2467 

4310 MIOA8704 



chaperonin subunit 5 (epsilon) (Cct5) (=D43950.1 Human gi667l701 1 
KIAA0098) 

deubiquitinating enzyme (UNPH4)= AF1 53604 ubiquitin- AF1 06069 1 
specific protease homolog (UPH) 

E1-E2ATPase AF155913.1 1 

farnesy Itransferase.CAAX box, beta (FNTB) NM_002028.1 1 

F-box only protein 3 (FBX03) NM_012175.1 1 

F-box only protein 9 (FBX09), transcript variant 2, mRNA Hs.1 1050 1 
/cds=(367,1680) /gb=NM_033480 /gi=15812200 
/ug=Hs.11050/len=3454 

F-box protein Fbl3a (ORF) AF129532_1 1 

F-box protein FBX11 AF1 76706 1 

F-box protein Fbx25 AAF04526.1 1 

F-box protein FBX29 (FBX29) AF176707.1 1 

F-box protein Lilina (LILINA) AF179221.1 1 

hkf-1 D76444 1 

huntingtin interacting protein HYPB AF049610.1 1 

liuntingtin-interacting AF049528 1 

LUCA-1 5 protein splice variant AF1 07493 1 

miCRosomal signal peptidase complex (SPC 18) J05466 1 

MRS1 protein (MRS1) NM_015368.1 1 

myristoyl-CoA: protein N-myristoyitransferase Y1 7208.1 1 

Nedd-4-likeubiquitin-protein ligase(LOC116013) XM_057201.1 1 

neuronal calcium sensor (NCS-1) L27421 1 

N-myristoyltransferase 2 (NMT2) NM_004808.1 1 

paired basic amino acid cleaving enzyme (furin, NM_002569.1 1 
membrane associated receptor protein) (PACE) 

peptidylprolyl isomerase (cyclophilin)-like 3 (PPIL3)(= NM_032472.1 1 
similar to 4-1 BB-mediated signaling molecule,) 

peptidylprolyl isomerase D (cyclopliilin D) (PPID), mRNA Hs.143482 1 

/cds=(99,1211) ygb=NM_005038 /gi=4826931 

/ug=Hs.143482/len=1812 

peroxisomal acyl-coenzyme A oxidase S69189 1 

PEROXISOMALANTIOXIDANT ENZYME (LIVER spP30044 1 
TISSUE 2D-PAGE SPOT 71 B) 

peroxisomal Ca-dependent solute canrier AF004161 1 

prolyl oligopeptidase X74496 1 

protein disulfide isomerase-related (PDIR) NM_006810.1 1 

protein gene product (PGP) 9.5 (=P09936 UBIQUITIN X04741 1 
CARBOXYL-TERMINAL HYDROLASE ISOZYME LI 
(UCH-L1)) 

rapamycin- and FK506-binding protein M75099.1 1 

ribophorin I Y00281 1 

signal recognition particle 19kD (SRP19), mRNA NM_003135.1 1 

site-1 protease(subtilisin-like, sterol-regulated, cleaves NM_003791.1 1 
sterol regulatory element binding proteins) (SI P) 
(=KIAA0091) 

SRcyp protein (=U40763 Clk-associated RS cyclophilin X99717 1 
CARS-Cyp) 

synthetic ubiquitin (UBCEP80) gene M24507.1 1 

TL132 AJ012755 1 

translocon-associated protein alpha subunit (=DCN) AF1 56965.1 1 
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4311 FCR4214 

4312 ncrc0095 

4313 SEOA0488 

4314 hfcr9727 

4315 FCR2859 

4316 hfcr4112 

4317 SEOB3313 

4318 ncrc6984 

4319 fCR1002 

4320 ncr9105 

4321 seoa8109 



4322 ncr8337 

4323 seob4835 

4324 ncrb4990 

4325 ncr9587 

4326 hfcr1744 

4327 MIOA8274 



4328 MIOA1971a 



ubiquinone oxidoreductase complex CI-PDSW 

ubiquitin associated protein (UBAP), 

UBIQUITIN CARBOXYL-TERMINAL HYDROiJ^SE 64E 

(UBIQUITIN THIOLESTERASE 64E) 

ubiquitin carrier protein E2-C {UBCH10)(= cyclin- 

selective ubiquitin carrier protein) 

ubiquitin conjugating enzyme (UbcH8) 

ubiquitin conjugating enzyme type UBC9 

Ubiquitin conjugating enzyme UEV1 Bs (UBE2V) 

ubiquitin fusion degradation 1-like(RefSeq aa 6e-57) 

ubiquitin ligase (Nedd4) protein 

ubiquitin specific protease 13 (isopeptidase T-3) (RefSeq 

aa 2e-63) 

ubiquitin specific protease 3 (USPS), mRNA 
/cds=(93,1658) /gb=NIVl_006537 /gi=5730109 
/ug=Hs.251636 /len=2309 

ubiquitin specific protease 7 (herpes virus-associated) 
(USP7), mRNA 

ubiquitin specific protease 8 (USP8)(=KIAA0055) 
ubiquitin specific protease 9 (USP9Y) 
ubiquitin-activating enzyme E1 (A1S9T and BN75 
temperature sensitivity complementing)(UBE1) 
ubiquitinating enzyme E2-230 l<Da 
UBIQUITIN-CONJUGATING ENZYIVIE E2-17 KD 
(UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 
PROTEIN) (HR6B) 

ubiquitin-conjugating enzyme E2A (RAD6 homolog) 
(UBE2A) (=M74524 HHR6A (yeast RAD 6 homologue)) 



X63224 
NM_01 6525.2 
spQ24574 

NM_007019.1 

AF031141 

X96427.1 

U97280.1 

NP_005650.1 

U50842 

NP_003931.1 

Hs.251636 



NM_003470.1 

NM_005154.1 

Xl\/l_000563.1 
NM_003334.1 

U20780.1 
spP23567 



gi4507768 



?y 4329 fcrb2596 



W 4330 SEOA4606a 

S5 I 



4331 
4332 
4333 
4334 
4335 
4336 
4337 
4338 



ncrb4547 

FCR4405 

SEOA0065 

fCR0285 

ncrc6096 

fcrb1921 

ncr7151 

seob5080 



ubiquitin-conjugating enzyme E2I (homologous to yeast Xl\/l_007786.5 1 
UBC9) 

ubiquitin-conjugating enzyme E2L 1 (UBE2L1)= NM_003346.1 1 
(UBE2L3) =UbcH7(0RF) 

ubiquitin-conjugating enzyme HBUCE1 (LOC5161 9) NM_015983.1 1 

ubiquitin-conjugating enzyme UbcM2 AF003346 1 

ubiquitin-conjugating enzyme UbcMS X92665 1 

ubiquitin-lil<e protein D23662 1 

ubiquitin-protein ligase E3-alpha (UBR1) gene, exon 9 AF067385.1 1 

ubiquitin-protein ligase NEDD4-like (NEDD4L) NM_015277.1 1 

vacuolar protein sorting 35 NM_01 8206.1 1 

vacuolar protein sorting 45B (yeast homolog) (VPS45B) NM_007259.1 1 



4339 BFCW0426 

4340 ncrb8538 

4341 FCROOISn 

4342 seob4805 

4343 mioa9510 

4344 seob8090 

4345 MIOA7555a 

4346 MIOA8261 



vacuolar protein sorting homologue h-vps45 U35246 1 

vacuolar protein sorting protein 16 AAG34678.1 1 

VACUOLAR PROTEIN SORTING-ASSOCIATED spQ02767 1 
PROTEIN VPS28 

vacuolar proton pump delta polypeptide (VATD) NM_015994.1 1 

zinc metai!oproteinase,STE24 (yeast, homolog) NM_005857.1 1 

(ZMPSTE24) 

zinc transporter 1 (ZNT1) AFG48701.1 1 

AZ2 AB007141 1 

bromodomain protein CELTIX1 AAF1 9626.1 1 
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4347 ncr2370 



corticotropin releasing hormone-binding protein (CRHBP) Nl\/l_001 882.2 



4348 SEOA3007a 

4349 fcrb1989 

4350 ncr8843 



4351 MIOA5511a 

4352 FCR0259 

4353 ncrb6960 

4354 hfcr1339 

4355 ncrb1892 

4356 mioa9891 

4357 hfcr7864 

4358 ncrb0367 

4359 ncrb6833 

4360 SEOA4404a 

4361 ncrb6357 



4362 SEOB0304 

4363 SEOA6377 

4364 MIOA0307 

4365 miob3035 

4366 ncr3380 

4367 ncr5651 



% 4368 miob5031 



iTi 



4369 SEOA1069a 

4370 FCR2686 

4371 seoa8083 



4372 SEOA7094a 

4373 FCR5723 

4374 hfcr2301 

4375 FCR2999 

4376 FCR3101 

4377 MIOA6840a 

4378 IVllOA5368a 

4379 ncr3412 

4380 ncrb8319 

4381 SEOB2169 



ID4 protein Y07958 

inhibitor of DNA binding 2, dominant negative helix-loop- XM_045365.1 
helix protein (ID2) 

inhibitor of kappa light polypeptide gene enhancer in B- NP_003631 . 1 
cells, kinase complex-associated protein; IKAP (RefSeq 
aa 3e-69) 

methyl-CpG-binding protein 2 AJ132917.1 

modifier 3 (M33) (=Y1 3274 M33 polycomb-like protein) Y1 3274 

neural retinal-specific U95012.1 

neural specific protein CRMP-2 gene U83278.1 

TANK-binding kinase 1 (TBK1) NM_013254.1 

TBP-associated factor 170 (TAFII170){low match) AJ001017.2 

4-aminobutyrate aminotransferase (ABAT), nuclear gene NM_000663.1 
encoding mitochondrial protein, (= GABAT) 

activating transcription factor 6 (RefSeq aa 2e-70) NP_03 1 374. 1 

adenovirus 5 E1A binding protein (BS69) NM_006624.1 

AF-6 AB011399 

AT-binding transcription factor 1 (ATBF1 )(= zinc finger NM_006885. 1 
homeodomain protein (ATBF1-A)(= for alpha-fetoprotein 
enhancer binding protein) 

BACH1 AB002803.1 

basic transCRiptlon factor 62kD subunit (BTF2) M95809 

baslc-leuclne zipper nuclear factor (JEM-1) U79751 

BCE-1 protein (BCE-1) NM_007005.1 

B-cell CLL/lymphoma 3 (BCL3) NM_005178.1 

Bcl-2-associated transcription factor short form mRNA AF249273. 1 

beta-hydroxysterold dehydrogenase type VI1 1 7 AF098786.2 
(HSD17B7) 

B-IND1 protein (B-ind1) Z97207.2 

B-myb XI 3293 

BTF3 protein homologue gene, complete cds Hs.181967 
/cds=(0,644) /gb=M90356 /gi=179575 /ug=Hs.181967 
/len=645 

C3HC4-like zinc finger protein AF214680 

CAGH1a(CAGH1) U80738 

cAMP responsive element modulator (CREM) AF21 3898. 1 

CCAAT transCRiption binding factor subunit gamma Z74792 
(=U78774 NFY-C) 

CCT (chaperonin containing TCP-1) epsilon subunit Z31555 
(=D43950 human hypothetical protein (KIAA0098)) 

cell growth regulatory with ring finger domain NM_006568.1 
(CGR19=U66469 (ORF) 

Che-1 (ORF) AF083208 

c-helix-loop-helix-PAS orphan M0P3 AF044288.1 
chick ovalbumin upstream promoter transcription factor II M62760.1 
(COUP-TFII) 

cis-acting sequence M82882.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 276 of 3 



2 



4382 SEOB2658 


CREB binding protein (Rubinstein-Taybi syndrome) 


gi4758055 




(CREBBP) 




4ooo MIUA/o^o 


CREB327=cyclic AMP-responsive enhancer binding 


S72459 




protein 




4oo4 nicro/yo 


CRE-BP1 transcription factor = cyclic AlVIP response 


U 16028.1 


ooo ncrcD i 


DNA (cytosine-5-)-methyltransferase 1(RefSeq aa 3e-58) NP_001 370.1 




DNA for 3' untranslated region of the Id4 dominant 


AJ001971 




negative helix-loop-helix gene 






DNA-binding factor (ORF) 


M29204 


4388 ntcro4o4 


DNA-binding protein (mbp-l) 


M32019.1 


4389 SEOA8870 


DNA-BINDING PROTEIN RFXANK 


sp014593 


4390 tOKU483 


Dri -associated corepressor (DRAP1) 


U41843 


4391 BFCSO0O3 


erm 


X96375 


4oy^ seoD/4Ty 


erythroid differentiation-related factor 1 


AF040247.1 


4oyo rOKoDoO 


ETO=MTG8 


878158 




(=X79990;D14289;D43638;D13979;D14821) 




4394 rCR47o2 


ETS (qh43e05.x1 Scares NFL T GBC SI clone 


AI239823 




IMAGE: 1847456 3') 




4395 nfcr9140 


ets-lil<e protein (clone 3A) 


Z49982.1 


439d riTcroloO 


ETX1, ETX1=X-linked retintis pigmentosa (RP3) 


S82496.1 


4397 TCrD27lU 


frezzled (fre) mRNA, complete cds 


U68057.1 


4oyo ncrco^yz 


Friend of GATA2 (F0G2) 


NM_012082.2 


4oyy seoauyoom 


frizzled-1 


AB017363 


44UU rUKb/3o 


fri2zled-7 


AB017365 


4401 MIOA4oo4a 


g1 -related zinc finger protein 


AF171875 


44UZ nrcn \ti 


GCN5 (general control of amino-acid synthesis, yeast, 


NM_001 487.1 




homolog)-like 1 (GCN5L1) 




4403 ncrcoo4o 


general transcription factor lilC, polypeptide 2 (beta 


NP_001 512.1 




subunit, IIOkD) (RefSeq aa 1e-82) 




4404 nTCnoo4 


GT212 


L38935.1 


4405 hfcr7448 


hairy/enhancer-of-split related with YRPW motif 1 (HEY1) NM_012258.1 




(=CHF2) 




4406 miob6999 


hbrm 


X72889.1 


4407 miob4851 


helix-loop-hellx protein (ld-2) 


M97796.1 


AAHQ o/^/^kKOnO 

44Uo SeODOoO^ 


helix-loop-helix transcription factor sequence 


M97636.1 


A Ana i-kf/Ni«ocQ7 
44Uy nTCrzDO/ 


hepatocellular carcinoma associated ring finger protein 


AF247565.1 


4410 FCR3932 


HIV associated non-Hodgkin's lymphoma (clone hl1-2) 


Y16715 


4411 ncrDl4l 


HIV-1 rev binding protein 2 (RefSeq aa 5e-83) 


NP_008974.1 


4412 ncrc4444 


HIV-1 Vpr-binding protein (VprBP) 


AF061 935.1 


4413 ocOAo297a 


HIV-associated non-Hodgkin's lymphoma (clone hl2-1) 


Y17170 


4414 seob7015 


HIV-EP2/Schnurri-2 


M60119.1 


4410 IVllUAIUOCJ 


HMG box containing protein 1 


AF019214 


4416 hfcr7357 


homeo box B5 (H0XB5) 


NM_002147.1 


4417 hfcr8878 


homeo box C10 (HOXC10), (=homeoprotein C1Q) 


NM_01 7409.1 




(HOXC10)) 




4418 hfcr3032 


homeobox protein mRNA, 3' end.clone HOX2.3 


M30598.1 


4419 ncr5055 


homeodomain interacting protein kinase 2 (Hipk2) 


NM_010433.1 
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4490 nrrO^lf^ 


homeostasis endoolasmic reticulum Drotein 


NM_006387.2 














HOX2H 


X16665 




AAOO nnrh^f^iA 
^H-ZZ ilLrliJOD 1*+ 


HR^ npnp nartial rd*; r=55Rn4n-1^ 
nrvo ic, ibjciiiiiai ocio ^ \jiv|j*t\j \j 


AF020307.1 




't-^zo nuruDooo 


Hx/nnthAfip^il 7\x\c finnpr-likp nrnfpin 


AAF88107 1 




AAOA nr*r7fifi'1 


hvnoYia inrlurihlp fartnr ^aHIF'i antispn^G R+D2321NIA 


U85044 1 












AA*^^ minhn7Q7 


Kv/nr^via inrli ir'ihip nonp-14 


AB017708 1 




44zD MIVJADZDZa 




X78925 




AA07 hf/^r^^ftOft 




X78927 1 




44Zo seou/Doy 


nz.r9Ziiiu liii^ci piuiciii 


X78932 1 




4*fZy rL/rvODZU 


lrl1 /'=U'^7R4^'<^78825^ 


X77956 




44ou riTcryyu i 


inierTeron loyuidiuiy lauiui o ^ir\roy 


NM 001571 1 

1 ^ IVI \J\J \ \J 1 I.I 




44o1 MiUdUDD/ 


jun aciivauon aomain Dmainy piULciri 


I Ifi'^QS^R 1 

VJUUC7ZU. 1 




44oz icrDzuyo 


jun aimcrizaiiuii piuiciii yt^iic 


AF1 11167 2 

/\l i 1 1 1 W f 




44*31 nr»rr^444n 

4400 ncrc444u 




NM 014707 1 












44o4 ncr DOOU 1 


k'IAA1^^^'^ /rrtriancnrii^tinn factor 1 7IP-?ilnha npnp^ 


AB046825 1 




4435 ncrc5260 


KIAA1611 protein (=ZiNC FINGER PROTEIN 195) 


BAB1 3437.1 




4436 FCR0476 


KNSL4 and MA2(i<inesin-like DNA binding protein and 


AB017335 


•}ir: 




iviyc~assuciaL6Q zinc iingci piuLciiiy 






440/ TCrDUDz4 


I\r\r\D Ziriu Tlliycl pfUlclil \y\\ \r\) 


AF272148 1 


'4 
\. s 


44oo nnioDbyyo 


Kiueppei-iiKe zinc Tinyer proieiii nzrz 






44oy SeOD4ooo 


l6LiCin6 Zippci Lrdnscripuun idCior-ni\c i \i-z. i rt, i yc^ncy 


A J2Q7351 1 




AAArv OCODOOOO 

444U obUDOzoy 


Liivi-aorriain Dinaing lacior oliivi i \^oliivi i ) 


AFflfiftfi'^l 1 

UvJOwO 1. 1 




AAAA Cr^DCCOyl 

4441 rL/Kooo4 


^/IAD/QAP HMA hinWinn nrntpin /QATR'1^ 


MQ79R7 

IViC? f ZO 1 




AAAO cr^DndACi 

4442 rUKUD4b 


ivi6is i-reiaiea proiein id ^iviry \ 


I IRR'^R4 




444o rLrKz14o 


ivieio i-reiaieu proiein z ^ivir\ozy 




fIJ 


4444 MIUAz/ooa 


^/ld-l 1 /— Y74n4n\ 
ivirn-i ^— A/4U4U; 


1 uo^^o 




AAAC Cr^DACtQO 

4440 rOK4Uoz 


A/iinAi /—I i*^'^9nft 7RPi^ 
ivilUAl ^— uoozuo zr\r i; 


[^6*^7^4 

LJ\J\J I 0*T 




4446 FCRd1o4 


17110 line 1 Tetai Kianey isoTorm z ^iviiui ; 


APn4i9nQ 

MrU4 1 ZU9 


III 


4447 ncrc413D 


midline i leiai KianGy isoTOrni o (iviiu i ; 


AFn4i9in 1 

Mru4 IZ 1 U. i 




444o ncrooMi 


monocyiic leuKaernia zinc iinyer pruicin ^ivivjz; 


1147749 1 




444y miODoODz 


monoKine inuuceu oy ydrnind inierTeiuii ^iviioy 


NM 002416 1 

INIVI WW^*T 1 W. 1 




44oU obUAbzo4 


iviYULZ ^low niaicn; 






44o1 lVllUAzo/4a 


novH 


X78'^54 




440Z Tcru 1 yzu 


KIPAT npnp 


D89854 1 




44oo ncruDD4 


nuclear cap Dinuiny pruiciii i, ouixL' ^iNv-zon \) 


NM 002486 1 

I^IIVI \J\J^'T\JW' i 




4454 nTCr/oTb 


nuciear lacior i \y\r\) 


lJ1ft7fi1 1 




AACC CC/^DOQQC 

44oo otUbzyob 


m i/^lA4r f^/^f/^ir Kl^4^ 

nuci6ar lacior iNr4o 


IJ 10323 1 




4456 MIOA4130 


nuclear Tactor OT aciivaiea i -ceiis o 


MM nOR'^QQ 1 






(NrATo)(UKr)-tranSOKIpilOn Tacior NrAI 0 iSOTOrm D 








(NFAT5) =AB020634 KIAA0827 protein, 






4457 SEOA1672a 


nuclear inhibitor of protein pliosphatase-1 (PPP1 R8) 


AF064757.1 




4458 ncrcoy47 


nuciear proiein, aiaxia-ieianyieciasia locus ^rveToetj da 


iNr UUZU lU. I 












4459 SEOA6038a 


OZF 


X70394 




4460 hfcr8609 


paired-like homeodomain transcription factor 2 (PITX2) 


NM_000325.1 




4461.BFCN0204 


PEBP2a1 protein 


D14636 




4462 SOA0537 


pleomorphic adenoma gene-like 1 (PLAGLI) 


U81992 
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PPI'^ ^nlarpnt^il nrotpin 


X07315 


'f40'^ ncioooo 


Pi ir ni ir.slnhs^ 

rUI \^|JUI Cil|Jllay 


Mg6684 1 




niitativp hpnatir tran^^rrintion factor fWBSCR14^ a6n6 


AF 156673 1 




niitfltivp tran<?nRintion factor CA150 ^ORF^ 


AF017789 




nutative transcriDtion factor-Hke nuclear reaulator 


CAC04245.1 




/=KIAA1241^ 




440O obUA0Z14a 


m if^ti\/a tranclotron inifiotirkn far'tor {^\ I1 1^ ~l 9R947— 
pUlallVc iranSiallUIl iniLlaUUll laoLUf \^OLll 1^ — l_t,0/.*t/ — 


(SIM 005801 1 




ciiii1i<in1 /^HRF^ 




44Dy ncr i ooo 


ni rfatix/p Tinr finnpr nrntpin ^RpfSpfi aa 9p-30^ 


NP 057688 1 


44 / u ncr 1 o4o 




NM 016119 1 








4471 hfrr4477 


RELA Tv-rel avian reticuloendothellosis viral oncoaene 


CAB66119.2 




hnmolnn A fnurlpar factor of kaona liaht DOIVDGDtide 






r\^r\^ pnhanr*pr in R-cpIIc ^nR^^^^ 
yciic; ciiiiaiiLfd III D~udio V? ) ) ) 




44/ rOKoyo/ 


rotinAhloctnmci hinHinn nrntpin RRO-1 


X85133 


447*^ Ff^R9174NI 
44 fO rV^r\Zlf4l>l 


ring finger protein 1 (RING1) 


Z14000 


44 / 4 TClD 1 / Do 


ring finger protein 5 (RNF5) 


XM_057888.1 


44/0 nTcroool 


Ring1 and YY1 binding protein (RYBP) 


NM_012234.1 


44 /D mi0D4O00 


RING12 


X62741.1 


44/ / MIUDzUyo 


RING4 


X57522.1 


44 /o TCrDz/ 10 


runt-related transcription factor 3 (RUNX3), {=PEBP2aC1 XM_001 616.3 




acute myeloid leukaemia ) 




44/y rLrKUZoU 


SAP18, Sin3-associated-polypeptide 18 


Z97062 


4480 ncrcooou 


short form transcription factor C-MAF (c-maf) 


AF055376.1 


44oi ncryy ( f 


SIX4 gene 


AB024687.1 


440Z IvIivJAoUOUa 


SMAD5 (Smad5) 


AF010607 


H-^oo riTcro^ lu 


small zinc finger-like protein (TIM13) 


AF144700.1 


44o4 otuAuyyo 


small zinc finger-like protein (TIM9a) 


AF1 501 00.1 


4400 IITOI f DZ 1 


S0X11 


AB028641.1 


440D ncrcoyoo 


S0X6 (S0X6) gene 


AF309471.1 


440/ IVIIVJA4040a 


SRD-2 mutant sterol regulatory element binding protein-2 U22818 




(SREBP-2) 




't*fOO lVll*w//A I^^Oil 


SRE-ZBP 


Z11773 


44oy riTcruz / / 


SRF accessory protein IB (SAP-1) 


M85164.1 


44Qn MIOROIf^R 
44yu IVIIUdZIOD 


Staf50 


X82200.1 


44yi nfiioDouyo 


strain C57BL/6 zinc finger protein 106 (Zfp106) 


AF060246.1 


44Q9 C5FnRn7'^'=i 


survival of motor neuron protein interacting protein 1 


AF027150.1 




(SIP1) 




4493 SEOA3419a 


SYBL1 (contains LI repeat) 


gi41 65269 


4494 SEOA9501 


TAR (HIV) RNA-binding protein 1 (TARBP1)(0RF) = 


NM_005646.1 




U38847.1 




4495 miob0733 


TAR DNA binding protein(TARDBP) (=DKFZp56401716) NM_007375.1 



4496 ncr3778 TATA binding protein associated factor {TAFII150) AF040701 .1 

(=FLJ 10756 fis) 

4497 fcrb0664 TATA box binding protein (TBP)-associated factor, RNA NiVI_006284.1 

polymerase II, H, SOkD (TAF2H) 

4498 ncr3701 TATA box binding protein (TBP)-associated factor, RNA NM_005681.1 

polymerase 1, A, 48kD (TAFIA) 

4499 ncrc9215 TATA box binding protein(TBP)-associated factor, RNA NP_005636.1 

polymerase II, K, 18kD(RefSeq aa 7e-56) 
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4500 fcrb0956 

4501 FCR1004n 

4502 FCR0409 

4503 fcrb1733 

4504 hfcr1053 

4505 hfcr8456 

4506 FCR6183 

4507 M10A3674a 

4508 ncrb7523 

4509 SEOA5138a 

4510 ncrb3369 



4511 FCR5814 

4512 MIOA1165 

4513 ncrc7027 

4514 ncr0138 

4515 ncr2207 

4516 SEOA1646a 

4517 ncr0766 

4518 BFCW0492 

4519 miob1362 



4520 miob4574 

4521 SEOB0547 

4522 FCR2106 

4523 BFCW0423 

4524 hfcr5421 

4525 MIOA6292a 

4526 hfcr4028 

4527 ncrc0608 

4528 ncrc0744 

4529 SEOA3344a 

4530 SEOA2141 

4531 FCR3525 

4532 ncrb2027 

4533 BFCN0247 

4534 MIOA6172a 

4535 seob8200 

4536 SEOA1776a 

4537 SEOB1026 

4538 ncrb5614 



TATA box binding protein-related factor 2 mRNA, 
complete cds 

TATA-blnding protein (=Z22828 TFIID) 
Tat-SFI 

TGF(beta)-induced transcription factor 2 (L0C1 16040) 
thyroid hormone receptor coactivating protein (SMAP) 
thyroid receptor interactor (TRIPS) 
thyroid receptor interactor (TRIP9) 
tissue-type pituitary Kruppel-associated box protein 
TPMT thiopurine S-methyltransferase gene 
transCRipt associated with monocyte to maCRophage 
differentiation 

transcription elongation factor B (Sill), polypeptide 1 
(15kD, elongin C)(TCEB1)(= polymerase II elongation 
factor SHI, p15 subunit mRNA)), 
transCRiption elongation factor TFIIS.h 
transCRiption factor (TFIIB) 
transcription factor 12 (RefSeq aa 1e-54) 
transcription factor 17(TCF17) (ORF) 
transcription factor BMAL2 (RefSeq aa 8e-35) 
transCRiption factor CA150 (CA150) (=AF017789) 
transcription factor Dp-2 (E2F dimerizatlon partner 2) 
(TFDP2) 

transCRiption factor ETR103 

transcription factor IGHM enhancer 3, JM1 1 protein, JM4 

protein, M5 protein, T54 protein, JM10 protein, A4 

differentiation-dependent protein, triple LIM domain 

protein 6, and synaptophysin genes, complete cds; and L 

type calcium channel a> 

transcription factor IIIC102 

transCRiption factor L-Sox5 

transCRiption factor RTEF-1 (RTEF1) 

transCRiption factor SL1 

transcription factor SOX8 (SOX8) 

transCRiption factor TFIIA small subunit pi 2 

transcription factor(HSA1 30894) 

transcription factor-like 1(TCFL1)(= YL-1 mRNA for YL-1 

protein(nuclear protein with DNA-binding ability)) 

transcription initiation factor lA protein (TIF-IA gene) 

transCRiption initiation factor TFIID subunit TAFII31 

transCRiption regulator protein (BACH1) 

transCRiption regulator RPD3-2B (=AF039703 histone 

deacetylase 3;AF005482;U75696) 

transcription temnination factor, RNA polymerase I 

(RefSeq aa 9e-58) 

transCRiptional activator hSNF2a (=X72889 hbrm) 
transCRiptional co-activator CRSP33 (CRSP33) 
transcriptional enhancer factor (TEF1) 
transCRiptional intermediary factor 1 alpha 
transCRiptional repressor (CTCF) 
transcription-associated zinc ribbon protein (ZNRD1) 



AF1 36570 

!\/l55654 

U76992 

XM_057236.1 

NM_006696.1 

L40411.1 

L40407 

AF070666 

AB045146.1 

X85750 

NM 005648.1 



AJ223473 

M76766 

NP_003196.1 

NM_005649.1 

NP_064568.1 

gi5729753 

NM_006286.1 

l\/162829 
AF1 96779.1 



AF133123.1 

AJ01 0604.1 

U63824 

L39060 

AF164104.1 

U21242 

NM_017569.1 

NM_005997.1 

AJ272050.1 
U30504 
AF026199 
U75697 

NP_031 370.1 

D26155 
AF1 04251 
M63896.1 
AF1 19042 
U25435.1 
AF024617.1 
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frcincHf ir^in hota-9 ciihiinil" ^=Nyi1fi^'^ft ^innpl-trpn^Hi ipinn 
iralloUULrlll Uxiidrc. oUUUlllL ^— IVl lUwOO oi^iiai ii ai louu^ii 


M36429 




gUaillllc flUulcUUUc UlllUIII^ ic^UlalUiy yJ) piULCiii uc;ica 






suuunii^ 




4o4u mioa/ ( /oa 


iiKinitr^loln (\ IRMi^ nono ovAnQ ih snrl 5 


AF 108454 1 


4o4i ncrDouoD 


\A/n ronoot rlnmain AA/HRfi^ 


NM 018031 2 


404^ lvllUA14oom 


Az Dox represoor 


1122680 


AC AO #«amUCEOO 

454o seoDoozz 


Azo region near alu iocus conidiriiny uudi opcuiiiuiLy 


\J\J^ 1 1 1 




pnospnatase y (uuoryy, riDosomai proiein l loa 






^KrL lOaj, /oainriouuiin-uepenueiu pruLctii i^iriaoc i 






(uAMi\i}, creatine transporter (uk i k;, uum proiein 






(ouivi;, aarenoieuKoaysuopny proiein ^ 




ACAA Cr*DAOOA 

4o44 rL/K4^z4 


AAr-4 oUI A / yoOOj 


/\ f %70v/0 


4040 nTCrZo44 


YOl\ 1 




AC Ad 

4o4o mCr/ool 


yzyyg iz.r i ouarcs rriciaiiuuyic iiiLiMunivi ul/inm uiuiic 


WO'^'533 1 








404 A nTcno4o 


4-rA uanscnpiiun auiivoiv./r 


X59739 1 


404O SeOD^DU 1 


7I-1Y1 nrnfpin (7\AY'\\ 


AF1 95766 1 


4o4y otUAUoU^ 


Zinc linger z ^^intz yerie^ 


X60152 1 


4doU m!0D4o4D 


Zinc linger o proiein 


089859 1 


4551 ohOAUlo/ 


Zinc linger nomeoDox protein z.riA i 




4552 miOD4359 


Zinc linger norneoaoinain proiein 


1 119170 1 

U IZ 1 / U. 1 


4553 rORI oby 


Zinc linger proiein ^nz-roy ^nun-exaci, oo/o; 




4554 nfcrOloO 


Zinc Tinger protein ^lvjuo lu^zy 


MM 01^871 1 


4555 FCK5100 


Zinc linger protein (low maicnj 


y\.f 0900 


4556 ncr4050 


Zinc linger protein {Zj\\\iO) 


MM ni87^Q 1 

l>Hvl_^V/ I O 1 UO. 1 


4557 ncrDoz5U 


Zinc linger protein ^z.i\r ioy;mr\r>jA 


I inQ848 1 


455o ocQAo5oza 


Zinc linger protein (z.i\r i4n } 




4559 SEOA1002 


zinc finger protein (ZNF155) 




4D0U rOKO IDO 


Timr*' finrtor nrrtfoin /^7MF741^ 

Ailiv/ iinyei piuieiii y^c-iNr / h- i y 


U28282 


4561 miob6713 


zinc finger protein (ZNF-U69274) 


NM_014415.1 


4562 ncrc5207 


zinc finger protein 10 (KOX 1) (RefSeq aa 3e-47) 


NP 003410.1 


4563 miob6768 


zinc finger protein 124 (HZF-16) (ZNF124) 


NM 003431.1 


4564 SEOA6638a 


ZINC FINGER PROTEIN 136 (61% aa) 


spP52737 


4565 nerd 031 


zinc finger protein 136 (clone pHZ-20)(RefSeq aa 3e-30) 


NP_003428.1 



4566 
4567 
4568 
4569 
4570 
4571 
4572 
4573 
4574 
4575 
4576 



ncrc8867 

ncr4656 

ncrc5659 

SEOA5799 

MIOB2841 

miob4160 

ncrc6871 

miob6438 

ncr8794 

ncrc2874 

seoa7032 



4577 SEOA9566 

4578 mioa7876 



zinc finger protein 146 (ZNF146) 

zinc finger protein 161 (RefSeq aa 1e-74) 

zinc finger protein 162 (ZNF162) 

ZINC FINGER PROTEIN 177 (69% aa) 

zinc finger protein 195 (ZNF195) 

zinc finger protein 198 (ZNF198) 

zinc finger protein 202(ZNF202) 

zinc finger protein 223 (ZNF223) 

zinc finger protein 232 (RefSeq aa 2e-68) 

zinc finger protein 258 (ZNF258) 

zinc finger protein 268 (ZNF268) mRNA, complete cds 

/ccls=(330,3173) /gb=AF317549 /gi=1 25841 58 

/ug=Hs. 183291 /len=3826 

zinc finger protein 281 (ZNF281) (ORF) 

zinc finger protein 288 (ZNF288), mRNA/cds=(488,2494) 

/gb=NM_015642 /gi=7661651 /ug=Hs.159456 /len=2829 



N!VI_007145.1 

NP_009077.1 

NM_004630.1 

spQ13360 

gi6005973 

Nl\/i_003453.1 

NM_003455.1 

Ni\/I_013361.1 

NP_055334.1 

NM_007167.1 

Hs. 183291 



NiVl_0 12482.1 
Hs. 159456 



Figure 6A- EST Names Corresponding to Unique Known Genes of Figure 6 - Page 281 of 312 



AR7Q hfrr41R7 


7inr finaer orotein 297 fZNF297) 


NM_005453.2 




7\x\c. finoer orotein 41 fZNF41) 


M92443.1 


ARM Fr:R0278 


ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN 


spP51522 




HPF1) 






7inc finaer Drotein do 


AF1 53201.1 


*fOOO OC.V-/MD 1 UOa 


yvnc finaer orotein EZNF fEZNF^ 


AF1 16030 


^'^R^ IWIIDAfiRQn 


7inr finaer arotein FOG-2 


AF1 19334.1 


ARRR nrrhRROA 


7inr finaer nrotein homoloaous to ZfD-36 In mouse 


NM_003407.1 






Y1 4443.1 




7inp finaer arotein mRNA 

£.1110 illl^^l jh/IUL^III llll\IX/\ 


^^Sfty hfrr'SQIQ 


zinc finaer orotein NY-REN-21 antlaen 


AF1 551 00.1 




zinc finger protein SBZF2 mRNA, complete cds 


AF139460.1 


'I'OOy IVIIVJMIO/Oa 


7ino finnpr nrotein 7NIF1!^1 

^11 Ml I^v7i [Ji ULCII 1 ^INI \yJ 1 


U09410 


*fOyU Oi— V^D IO*tO 


yinr finner nrotein 7NF140 

^11 IIIIMwl IJIV,/lWlll ^1^1 1 ^M 


U09368.1 




7inr finaer DrotGin^ZF5128^ 

^11 Iw III IMwl L/l Vi^kwll I^Aasi M I j 


NM_014347.1 




zinc finaer orotein CSH-tvoe =AF061261 zinc finaer 

^11 Iw III IMwl Ulwlwlll| w 1 1 ly h/w §\\ WW 1 *-w 1 biiiw iiiigwi 


NM_005757.1 




nrotein ^'IVIRL M mRNA 

jJIwLwIII ^IVIUi—L-y lillM^/V, 




4593 seob8297 


zinc finger protein, HZF2 


X78925.1 


4594 ncr5472 


zinc finger protein219 


NM_016423.1 


40y0 rOrxOOOy 


Tinn finn<ar RWA hinrlinn nrotein C7^x\ 


AF071 059.1 


40yo rOrv 1 lDt7 




M91592 


4oy/ ocUAoOloa 


7inr^^finnar nrnt^in PFMi PR-Homflin 


AF1 44757 1 


4oyo ncrDfo44 


7n 1f> rolatoH 7inr finnpr nrotein Trif^ mRNA Pfimnlete 


U22377.1 


A^^QQ Q^nh7'SQ'> 


ZNF135-like nrotein 

^ 1 1 WW lll\w 1^1 wLwII 1 


AF265236.1 


4DUU iviiL./A^ 1 ooa 




AF055470 


4Rni fPROQ'^^ 


7NF81 f non-exact^ 

^1^1 \J 1 ^1 Iwl 1 w/vawiy 


X68011 


4fin9 frrh9'^4.1 


t^romodnmain-contalnina 7 fBRD7) mRNA 

k^l wl i IWMwi 1 Idll 1 wV^I ikwiil ill IM * V^^' ' /I ■ i >■ ^> ^' * 


NM_01 3263.1 




218 kD Mi-2 orotein f= oroiiferatina cell nucleolar protein 

^ 1^ r\^^ IVII ^ Wl WhWil 1 \ fc/l Wll 1 wl *^fcll ly WWII •IMWI^^WI*^! 


X86691 








4Rn4 MIOAftfiR'^ 
40U4 IvIlwAVODUv? 


cell-line THP-1 GTP cvciolivdrolase 1 

wwil III Iw 1 1 11 i N.i' 1 i w y wiwl 1 jf M 1 wiMww 1 


U66095.1 


40UO mioay/ ly 


Hfsavanp stimulation fartor 3' nre-RNA subunitS 77kD 


NM_001 326.1 




WO) 




4DUD rv-rKZOOU 


PPQF ^rloavanp and nolvadenvlatinn •^necificitv factor^ 


X95906 




7^^ \[V\cK ciihiinit 




4DU/ rLrrxlOUO 


PTD-hindinn J^R-like nrotein rA8 


U49055 


4DUO ncr^you 


H-terminfll hindina nrotein 2 rCTBP21 

Ld 1 1 III iCil Mil IMIl IM pi MLwII 1 ^ \^ 1 LJl 


NM_001 329.1 


4ouy nTcn£04f 


UV-fiVIr UcalllllldoC ^L-^V-r i \J) 


NM_001 921.1 


40 1 u Tcr Duyyo 


HFAn/H /^A<5n-C5lij-Ala-AsD/His') box DoivDeotide 19 


NM_007242.1 




^r^hn^ veac^t homoloa^ ^00X19^ mRNA 

IL/UUO, ycCiOL, 1 ivji 1 lUiVJ^y ^i-/L^y\ i \./y, iiiixi^r^ 




4011 mioayyo^ 


HFAn/W /'AQn-r5lii-Alp-Acsn/Hi<5^ hoY nolvneotide 6 ^RNA 

UCrMJ/n ^r\op~OIU Mid Mop/nioy uua |Juiypw{./Liuc u ^ixi^n 


NM 004397 1 

I^IVI WW rWW f a I 




licliOdbc;, 04l\iJj ^i_/L//\0^ ^V7r\ry 




4d 1^ riTcruyD/ 


nFAf^-hoY nrot<ain ahQtraktf ARS^ ^DRF^ 


NM 016222 1 


4ono nCiDDOOD 


HrMihIo ctrsinHoH RNA apfix/afpd nrotein kinase ^PKR^ 


AF 167458 1 




npnp intron 1 

VJCI 1111.1^.^11 1 




4614 ncrc6031 

*TVJ l*T 1 Iwl wwww 1 


double-stranded RNA binding nuclear protein DRBP76 


AJ271746.1 




delta (ILF3 gene) 




4615 ncrb6720 


endoplasmic reticulum lumenal protein (ERP28) 


NM 006817.1 


4616 hfcr0236 


EWS gene 


AB01 6207.1 


4617 ncr1699 


glutamyl-prolyl tRNA synthetase; proline tRNA ligase; 


NP_004437.1 




glutamate tRNA ligase (RefSeq aa 1e-87) 
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4618 fcrb1312 


heteroaeneoiis nuclear ribonucleoDrotein AO ^HNRPAO') 


NM 006805 1 1 


4619 SEOA1071a 


heteroaeneous nuclear ribonucleoDrotpin 1 ^HNIRPI ^ 


/\ 1 W 1 OyJ 1 


4620 FCR7405 


hnRNA-bindina orotein M4 (MA nrntpin^ 


OOCCO9 A 


4621 seob7082 


hnRNP-E1 




4622 SEOA1551 


LRR FLI-I interacting protein 2 (LRRFIP2) 


AF1 15509.1 1 


4623 miob0644 


nuclear matrix protein p84 


NM_005131.1 1 


4624 hfcr0675 


nuclear protein (mdm-l) 


M20823.1 1 


4625 ncr2994 


nuclear protein double minute 1 


AF267851.1 1 


4626 SEOA0898 


nuclear protein, NP220 


D83032 1 


4627 ncrb4677 


0RF2 consensus sequence encoding endonuclease and AAB41 224.1 1 




reverse transcriptase minus RNaseH 




4628 ncr1282 


partial mRNA for double stranded RNA binding nuclear 


AJ271 747.1 1 




protein ILF3 




4629 ncrb8464 


poly(A)-binding protein, cytoplasmic 4 (inducible form) 


NM_003819.2 1 




{PAdPC4) 




4630 FCR0474 


pur alpha extended 


X91648 1 


4631 FCR4414 


ribonucleoprotein SS-B/La (=J04205) 


X13697 1 


4632 ncr0179 


RNA 3'-terminal phosphate cyclase (RFC) mRNA 


NM_003729.1 1 


4633 HFCR3160 


RNA binding motif protein 4 (RBM4) 


gi4506444 1 


4634 MIOA8866 


RNA binding motif protein 9 (isoform 1) (=AL009266 


CAB63054 1 1 




hypothetical protein) 




4635 ncr3827 


RNA binding motif protein, X chromosome (RBMX) 


NM_002 139.1 1 


4636 MIOB1523 


RNA cyclase homolog 


AF067172.1 1 


4637 hfcr9239 


RNA helicase (LOC51139)(= KIAA0801) 


NM_016130.1 1 


4638 SEOB0763 


RNA helicase (RIG-I) 


AF038963.1 1 


4639 MIOA7212a 


RNA helicase HDB/DICE1 


AF141326.1 1 


4640 SEOA2936a 


RNA helicase-related protein 


AF083255 1 


4641 fcrb1789 


RNA helicase-related protein (RNAHP) 


XM_044384.1 1 


4642 fcrb0213 


RNA"binding protein (autoantigenic) (RALY) 


NM_0 16732.1 1 


4643 hfcr2524 


RRM RNA binding protein Gry-rbp (GRY-RBP) 


AF037448.1 1 


4644 ncrb7945 


SIR2 (silent mating type information regulation 2, 


NM_012237.1 1 




S.cerevisiae, homolog)-like(SIR2L) 




4645 ncr9599 


slr2-like 1 (SIRT1) 


NM_012238.2 1 


4646 hfcr2984 


small nuclear ribonucleoprotein D3 polypeptide (18kD) 


NM_004175.1 1 




(SNRPD3) 




4647 seob4625 


small nuclear ma (snrna) gene (clone pu1-6) and flanks 


K00529.1 1 


4648 SEOA5637a 


small nuclear RNA activating complex, polypeptide 1, 


4507100 1 




43kD (SNAPC1) (=Z47542) 




4649 SEOA2391a 


Smg GDS-associated protein SMAP 


U59919 1 


4650 MIOA6734a 


SnRNP assembly defective 1 homologue (SAD1) 


gi5730024 1 




(=AF132955 CGI-21) 




4651 ncr7102 


SNRPN 


U81001.1 1 


4652 SEOA0422 


S0F1 PROTEIN 


spP33750 1 


4653 l\/IIOA1944a 


SPF31 (SPF31) 


AF083190 1 


4654 seob4693 


splicing factor (45kD) (SPF45) (ORF) 


NM_006450.1 1 


4655 MIOA9067 


splicing factor 30, survival of motor neuron-related 


NM_005871.1 1 




(SPF30) (ORF) 




4656 fcrb2197 


splicing factor arginine/serine-rich 5 (SFRS5) 


XM_031 133.1 1 


4657 hfcr9323 


splicing factor Prp8 


AF092565.1 1 


4658 HFCR3183 


splicing factor SC35 


M90104.1 1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 283 of 312 



4659 MIOB2129 splicing factor SRp40-3 {SRp40) U30827.1 1 

4660 seob4001 splicing factor SRp55-1 (SRp-55) U30883.1 1 

4661 mioa7701a splicing factor, arginine/serine-rich 2, interacting protein Hs.51957 1 

(SFRS2IP). nnRNA /cds=(1 21 0,4656) /gb=NM_004719 
/gl=4759171 /ug=Hs.51957 /len=5307 

4662 FCR0770N SPLICING FACTOR, ARGININE/SERINE-RICH 8 spQ12872 1 

(SUPPRESSOR OF WHITE APRICOT PROTEIN 
HOMOLOG) 

4663 ncr5046 splicing factor, arginine/serine-rich2, interacting protein NP_004710.1 1 

(RefSeq aa 2e-82) 

4664 FCR7308 splicing factor, SF1-HL1 isoform Y08765 1 

4665 hfcr9785 SRp25 nuclear protein(LOC51329) NM_016638.1 1 

4666 .ncr3971 SRp46 splicing factor retropseudogene AF031 166.1 1 

4667 hfcr3043 SR-related protein LD2 (=RNA-binding protein S1, serine- AF247662.1 1 

rich domain (RNPS1)) 

4668 ncrb0864 staufen (Drosophila,RNA-binding protein) homolog 2 NM_014393.1 1 

(STAU2)(= 39k3 protein) 

4669 M10A8289 staufen protein (STAU) AF061940 1 

4670 seob6467 step II splicing factor SLU7 (SLU7) (ORF) NM_006425.1 1 

4671 miob6472 SYNCRIP AB035725.1 1 

4672 fcrb1320 TIA1 cytotoxic granule-associated RNA-blnding protein- NM_003252.1 1 

likel (TIAL1) 

4673 SEOB1466 tRNA-Lys gene (low match.nt 1e-10) U00939.1 1 

4674 FCR2542N U1 small nuclear ribonucleoprotein 70 kd protein M22636 1 

4675 SEOB2067 u1 B-iC/SNRPN transCRipt L80005.1 1 

4676 ncr2574 U2 small nuclear RNA gene K03022. 1 1 

4677 FCR2607 U2 snRNP auxiliary factor small subunit M96982 1 

4678 MIOA7299 U5 snRNP-specific protein, 1 16 kD (U5-1 16KD) gi4759279 1 

(=021163 KIAA0031) 

4679 seob7176 U50' snoRNA and U50 snoRNA AB017710.1 1 

4680 seob4191 U6 snRNA-associated Sm-like protein LSm6 AF182292.1 1 

4681 fcrb1069 U6 snRNA-associated Sm-like protein LSm7 NM_016199.1 1 

(LOC51690), mRNA 

4682 SE0A1 734a U6 snRNA-associated Sm-like protein LSm8 AF1 82294. 1 1 

4683 ncr4912 pre-mRNA splicing factor (PRP18) Nl\/I_003675.1 1 

4684 FCR0272 RNA polymerase I1 14.5 kDa subunit Z23102 1 

4685 MIOA4064a RNA polymerase subunit hRPB 33 J05448 1 

4686 fCR0138 rslyip U57687 1 

4687 miob0496 SC35-interacting protein 1 (SRRP129)(= splicing factor NM_004719.1 1 

Sipl) 

4688 seoa7687a TAF13 RNA polymerase II, TATA box binding protein BC01 7821.1 1 

(TBP)-associated factor, 18 kD, clone MGC:22425 
IMAGE:4289451, mRNA, complete cds 

4689 seoa7020 TAF7 RNA polymerase II, TATA box binding protein Hs.165188 1 

(TBP)-associated factor, 55 kD (TAF7), mRNA 
/cds=(740,1789) /gb=NM_005642 /gi=1 471 7406 
/ug=Hs.155188 /len=2310 

4690 hfcrl 760 BAT2-related gene AL096857.1 1 

4691 SEOA7608a BC-2 protein AF042384 1 

4692 ncrb0045 chitinase 3-like 1(cartilage glycoprotein-39) (CHI3L1) NM_001276.1 1 

4693 ncr1055 Ig superfamily protein (Z39IG) NM_007268.1 1 
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4694 fcrb2502 


lymphocyte antigen 6 complex, locus E (LY6E), mRNA 


XM_051298.1 




4695 hfcr6651 


natural killer cell enhancing factor (NKEFB) 


L19185.1 






75-kD autoantigen (PM-Sci) 


M58460 




4697 MIOA3527a 


activity and neurotransmitter-induced early gene 11 (ania- AF050663 




4RQft hfrr7n7R 


• '/ 

alpha-2-macroglobulin receptor-associated protein 


M63959.1 




4fiQQ FrR*i'^Q9 


B-cell receptor associated protein (hBAP) 


U72511 




4700 MinA'^ft19a 


B-cell receptor-associated protein BAP29 


AF126020 




4701 FrRn7«7 
*t/ U 1 r wixU I Of 


cartilage associated protein 


X97607 




4709 hfrr0'i17 


cartilage associated protein{CRTAP) 


NIVl 006371.1 




*f / uo ncr iz lo 


cbl-b 


U26710.1 




DrOoUZD 1 


chromosome 1 immunoglobulin V (K)l 


XI 7278 




A7^^^ QP^A'1^^7i 
^/UO OCVJA 10/ I 


early activation antigen CD69 


L07555 




470fi minhOQ'^Q 


early endosome antigen 1, 162kD (EEA1) 


NM 003566.1 




4707 hfrrfiO'^R 


erythroblast macrophage protein EMP 


AF084928.1 




470ft nrrh0'^9ft 


HLA CLASS 1 HISTOCOMPATIBILITY ANTIGEN, 


P30511 






ALPHA CHAIN F PRECURSOR 




s 




HLA class 1 locus C heavy chain 


X58536.1 




4710 FPR'^Q'^7 


HLA class ill region (N0TCH4 gene) 


U89336 




471 1 n/^r70ft9 


HLA-A gene, HLA-A*0205 allele 


L76290.1 


m 


4719 hfrr'^Qftft 


HLA-B associated transcript-2 (D6S51E) =( MSH55 


NM_004638.1 






gene) 




m 


471 mina07'^7m 


HLA-B35 mRNA (ORF) 


Z22651 




4714 ncrb90Q9 


hia-dr heavy chain cooh terminus 


J00200.1 


in I 


471 MIOA^Ifi^fl 


HMBA-inducible (HIS1)=AB021179 , HEXIMI protein 


NM_006460.1 




471fi hfrr1Q*^9 


immunoglobulin (CD79A) binding protein 1 (IGBPI) 


NM_001 551.1 


p 

s 


4717 conhZ^ftO 


immunoglobulin G Fc receptor (ORF) 


J03619.1 






immunoglobulin superfamily containing leucine-rich 


AB024537.1 






repeat (ISLR) 




m 


4719 hfcr5404 


immunoglobulin superfamily member protein (BL2) 


AF1 3281 1.1 




4720 miob5010 


immunoglobulin superfamily, member 6 (IGSF6) 


gi5031672 






(=AJ223183.1 DORA) 






4791 nr rhfi7fi9 


Imogen 38 (RefSeq aa 1e-60) 


NP_005821.1 




A799 h/IIOAnftftOQ 

iviiL/Muooya 


leuko(^e common antigen (T200) 


Y00638 




479^^ <;FOA9Q70o 


major histocompatibility class II antigen gamma chain 


K01144 






major histocompatibility complex, class 1, E (HLA-E) 


NM_005516.1 




479^ CiFHAAfift'^a 


major Yo paraneoplastic antigen(CDR2) 


M63256 




A70f\ nrr^ 1Q9 


male-enhanced antigen(MEA) 


NM_014623.1 




4797 nnr7Q*;9 


MHO binding protein-2 


AAA36202.1 




479ft cr^D«;Qn*; 


MHO class 1 promoter binding protein (=AF120161 


X65463 






retinoic X receptor beta (RXRB)) 






479Q QFnAAinOa 

r zy oc^^r\*f 1 uya 


miCRoglobulin (ORF){C to A point mutation at nucleotide S82300 






121} 








mutant (Daudi) beta2 - miCRoglobulin (ORF) 


X07621 




4731 FCR0951 


PA28 gamma subunit (Psme3) 


AB007139 




4732 seob5147 


SART-1 


AB006198.1 




4733 seob4020 


strain ECOR 24 rrlB operon, complete sequence 


AF053967 




4734 ncrb4439 


SWAP-70 homolog 


AF134894.1 




4735 miob2897 


T-cell antigen receptor alpha-chain (TCR-ATF2) 


M77167.1 




4736 SEOA3415a 


T-cell nuclear receptor NOT (Nurr1) 


AB01 9433.1 
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4737 SEOB1513 

4738 ncrb1186 

4739 miob0986 



4740 ncr7066 

4741 ncrb6261 

4742 SEOA1802a 

4743 FCR6228 

4744 MIOA2722a 

4745 SEOA5743a 

4746 FCR4746 

4747 ncr8326 

4748 ncr3948 

4749 MIOA2395a 

4750 nerd 590 

4751 ncr3141 

4752 miob6870 

4753 ncrb8817 

4754 FCR3269 

4755 FCR4876 

4756 SEOA6494a 

4757 hfcr0923 

4758 BFCW0024 

4759 seob7030 

4760 SEOA4829a 

4761 SEOA8776 

4762 mioa0511m 

4763 hfcr5023 

4764 seoa8052 



4765 miob1830 

4766 ncrb6037 

4767 FCR4897 

4768 FCR2952 

4769 FCR0788 

4770 mioa9735 

4771 BFCS0042 

4772 miob4058 

4773 hfcr3587 



T-cell receptor alpha chain-c6.1 A fusion protein (c6.1 A- S72931 .1 
TCRC) gene 

T-cell receptor alpha delta locus AF283991 . 1 

T-cell receptor alpha delta locus from bases 1 to 250529 AE000658.1 
(section 1 of 5) of the Complete Nucleotide Sequence 

TJ6 protein (RefSeq aa 8e-56) NP_036595.1 

1 80 kDa transmembrane PLA2 receptor U 1 7033. 1 

adult T-cell leukemia derived factor E01915 

BAG-family molecular chaperone regulator-3 AF095193 

BAG-family molecular chaperone regulator-5 AF0951 95.2 
(=AB020680 KIAA0873) 

beta-defensin-1,2 U50931 

breast epithelial antigen BA46 U58516 

BTK-binding protein mRNA, complete cds AF235049.1 

cellular repressor of ElA-stimulated genes (CREG) NM_003851 .1 

centromere autoantigen C (CENPC) M95724 

colon cancer antigen NY-CO-45 mRNA, partial cds AF039442.1 

DARC X85785.1 
defensln, alpha 3, neutrophil-specific (DEFA3) ' NM_005217.1 
(=PR02832) 

heat shock 105kD (HSP105B) NM_006644.1 

HEAT SHOCK COGNATE 71 KD PROTEIN spP1 1 142 

heat shock factor 2 (HSF2) M6521 7 

heat shock protein (=AF085359. 1 HSPC030) AF1 70920 

heat shock protein (HSP21) mRNA, chloroplast gene U66300.1 
encoding chloroplast protein, complete cds 

Heat shock protein 70 testis variant (=M59829 MHC D85730 
class III HSP70-HOM (HLA)) 

heat shock protein apg-2 AB023420.1 

heat shock protein hsp40 =1141290 DNAJ homolog U40992 
(DNAJW) (ORF) 

HEAT SHOCK PROTEIN, MITOCHONDRIAL 10 KDA spQ04984 

D12(HSP10) (10 KDA CHAPERONIN) (CPN10) 

heat shock proteln= HSPA2= L26336= U 1 0284 U56725 

hepatocellular carcinoma-associated antigen 56A AF262403. 1 

(HCA56A) 

hepatocellular carcinoma-associated antigen 64 (HCA64) Hs.314977 
mRNA, complete cds /cds=(79,666) /gb=AF257175 
/gi=7739705 /ug=Hs.314977 /len=2125 

HSP105 alpha (=AF039695.1 antigen NY-CO-25) AB003334.1 

HSP27 AB020027.1 

mixed lineage kinase (MLK-3) (=U07747 sprk) L32976 

MSJ-1 AB014888 

NA14 protein Z96932 

novel T-cell activation protein X94232.1 

p38gamma MAP Kinase (=Y1 0487 stress activated U66243 
protein kinase-3) 

platelet-endothelial tetraspan antigen 3 U 14660.1 

PML-1 M79462.1 
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4774 ncrc9355 

4775 fcrb1677 

4776 SEOB2950 

4777 hfcr6932 

4778 hfcr0737 

4779 hfcr4170 

4780 ncrc6648 

4781 fCR0832 

4782 seob5508 

4783 ncrc0864 

4784 ncrc6242 

4785 hfcr9347 

4786 FCR2897 

4787 ncr2408 

4788 BFCS0390 

4789 ncrb5060 
55 4790fcrb1399 

4791 ncrc1999 



W 4792 l\/IIOA4674 
4793 seoa0495m 

jjf 4794seob6064 

W 4795 hfcr1731 

w 

0 4796 MIOA1701a 

iU 4797 MIOA5059a 



4798 SEOA5778 

4799 ncr1007 

4800 hfcr6394 

4801 ncrb6557 

4802 seob5491 

4803 fcrb1019 

4804 ncr9123 

4805 seob8104 

4806 MIOA3084a 

4807 hfcr5959 

4808 SEOA9828 

4809 FCR0108 



polymyositis/scleroderma autoantigen 1(75kD) (RefSeq 
aa 4e-86) 

pre-B cell stimulating factor homologue (SDFIb) 
PX19 protein 

renal cell carcinoma associated antigen G250 
rheumatoid arthritis related antigen RA-A47 
stannin (=DKFZp761P2414) 
Ste-20 related kinase (RefSeq aa 2e-41) 
Ste20-like kinase 

stress 70 protein chaperone, microsome-associated, 

60kD (STCH) 

stromal antigen 3 (STAGS) 

sulfotransferase 1C2 (SULT1C2) gene, complete cds 

TP53 target gene (TP53TG1) 

WP34 (phosphorylated lymphocyte differentiation and 

activation antigen) (=867783) 

ATPase inhibitor precursor 

BAI-associated protein 3 (=AB018277 hypothetical 

protein (KIAA0734)) 

beta-site APP-cleaving enzyme (RefSeq aa 5e-88) 
interferon induced transmembrane protein 3 (1-8U) 
(IFITIVIS) 

INTERFERON-INDUCED TRANSMEIVIBRANE 
PROTEIN 3 (INTERFERON-INDUCIBLE PROTEIN 1- 
8U) 

MEMBRANE PROTEIN C210RF4 17.9 KD 
trans-Golgi p230 

Adaptor protein containing pH domain, PTB domain and 

leucine zipper motif (APPL) 

adaptor-related protein complex 1, gamma 2 subunit 

(G2AD) 

apofenitinH(=M11146) 

BIOTIN CARBOXYL CARRIER PROTEIN OF 

METHYLMALONYL-COA CARBOXYL- 

TRANSFERASE(TRANSCARBOXYIJ^SE, 1.38 

SUBUNIT) 

cationic amino acid transporter-2A (ATRC2) 
coatomer protein complex, subunit beta (COPB) 
(=DKFZp761K102) 

coatomer protein complex, subunit epsilon (COPE) 
coatomer protein complex, subunit gamma 2 (RefSeq aa 
2e-67) 

constitutively expressed serum amyloid A protein (SAA4) 
gene 

C0PZ2 for nonclathrin coat protein zeta-COP 

(LOC51226) 

corin (RefSeq aa 7e-45) 

DUTT1 (chromosome 3) 

EGF repeat transmembrane protein 

ENIGMA protein 

epithelial membrane protein 2 (EI\/IP2) 
erythrocyte adducin alpha subunit 



NP_005024.1 

L36033.1 
AF1 12203.1 
AJ01 0588.1 
AB044781.1 
AF070673.1 
NP_037365.1 
X99325 
NM_006948.1 

NM_012447.1 
AF1 86263.1 
NM_007233.1 
X55188 

NP_057395.1 
AB017111 

NP_036236.1 
NM_021 034.1 

spQ01628 



P56557 
U41740 
NM_012096.1 

Niyi_003917.1 

X03488 
P02904 



U76368 
NM_01 6451.1 

NM_007263.1 
NP_036265.1 

L05920.1 

NM_01 6429.1 

NP_006578.1 

Z95705.1 

U57368 

AF265209.1 

NM_001424.1 

X58141 
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4810 hfcr9371 



ferroportin 1; iron regulated gene 1 (FPN1)(= SLC1 1A3) NM_014585,1 



4811 ncrb6320 

4812 ncrc5767 

4813 fcrb0097 



4814 hfcr2693 
4815fcrb1815 

4816 hfcr9814 

4817 M10A6999a 



4818 miob3942 

4819 hfcr9241 

4820 fcrb2569 

4821 fcrb2200 

4822 SEOA9086 

4823 MIOA8396 

4824 seob8078 

4825 ncrb8821 

4826 MIOA8946 



4827 seoa4934a 



4828 seob6576 

4829 ncrc3464 

4830 hfcr6677 

4831 fCR0983 

4832 hfcr7393 

4833 MIOA1953a 

4834 fcrb1503 

4835 ncr8118 

4836 miob4475 

4837 hfcr1163 

4838 seob7047 

4839 fcrb0193 

4840 fcrb2059 

4841 SEOA9931 

4842 SEOB2039 

4843 ncr2182 



golgi membrane protein GP73(LOC51280) NM_016548.1 1 

Golgi membrane protein type II (RefSeq aa 4e-35) NP_055313.1 1 

Ke4 gene, mouse, human homolog of (D6S2244E), = NM_006979.1 1 
D82060 membrane protein with histidine rich charge 
clusters (ORF) 

LIM domain kinase 2 (LIMK2) NM_005669.2 1 

lysosomal apyrase-like 1 (LYSAL1) XM_040572.1 1 

membrane interacting protein of RGS16 (MIR16) NM_016641.1 1 

membrane metallo-endopeptidase (neutral NM_000902.1 1 
endopeptidase, enkephalinase, CALLA, CD10) (MME) 
=J03779|=lymphoblastic leukemia antigen (CALLA) 

mouse SKD1 homolog (SKD1) NM_004869.1 1 

multispanning nuclear envelope membrane protein nurim AF143676.1 1 
(NRM29) 

myoglobin (MB), mRNA NM_005368.1 1 

myo-inositol monophosphatase A3 (IMPA3) AY032885. 1 1 

N-ethylmaleimide-sensitive factor (NSF) AF1 351 68.1 1 

neuronal membrane glycoprotein M6b U45955 1 

PEX13 AB022192.1 1 

phosphate carrier precursor isoform 1a; phosphate NP_005879.1 1 
carrier, mitochondrial precursor (RefSeq aa 3e-36) 

placental protein 1 7b1 (PP1 7)(=cargo selection protein AF055574. 1 1 
(mannose 6 phosphate receptor binding protein) (TIP47) 

progestin induced protein (DD5), mRNA /cds=(33,8432) Hs.278428 1 

/gb=NM_015902 /gi=1 5147336 /ug=Hs.278428 

/len=8838 

putative membrane protein, complete cds AB020980.1 1 

putative heme-binding protein (SOUL) NM_01 4320.1 1 

putative integral membrane transporter (LC27) NM_01 8407.1 1 

putative transmembrane receptor (frizzled 4) U4331 7 1 

secretory granule neuroendocrine protein 1 (7B2 protein) NM_003020.1 1 
(SGNE1) 

seven transmembrane segment receptor M99293 1 

supervillin (SVIL) XM_030476.2 1 

tetraspan 3; Tspan-3 (RefSeq aa 8e-51) NP_005715.1 1 

tetraspan NET-1 AF065388.1 1 

tetraspan NET-6 proteln(NET-6), mRNA NM_01 4399.1 1 

tetraspan in TM4-D API 33426.1 1 

translocase of inner mitochondrial membrane 10 (yeast) NM_012456.1 1 
homolog (TIMM10) 

translocase of inner mitochondrial membrane 8 (yeast) XM_041 384.1 1 

homolog B (TIMM8B) 

transmembrane 4 superfamily protein (SAS) (ORF) U01 160 1 

transmembrane 7 superfamily member 1 (upregulated in gi4507544 1 
kidney) (TM7SF1) 

transmembrane GTPase U95822.1 1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 288 of 312 



4844 mioa7654a 



4845 FCR7114 

4846 SEOA3949a 

4847 ncrc1567 

4848 mioa7738a 



4849 hfcr7095 

4850 hfcr7402 

4851 FCR5081 

4852 ncr3164 

4853 hfcr8478 



4854 
4855 
4856 
4857 
4858 
4859 
4860 
4861 
4862 
4863 
4864 
4865 
4866 
4867 



SEOA0737n 

SEOA6203a 

ncrb8248 

FCR5288 

BFCN0116 

hfcr3674 

SEOA0931 

ncrc6459 

hfcr3374 

ncrc4296 

ncrc1811 

M10B2569 

MIOA2851a 

hfcr9290 



4868 hfct6783 

4869 hfcr6663 

4870 SEOA6734 

4871 MIOA3160a 

4872 ncrb6282 

4873 ncrb7675 

4874 miob3249 

4875 fCR0657 

4876 hfcr1900 

4877 MIOA5355a 

4878 MIOA2224a 

4879 SEOB1787 



transmembrane protein 4 (TMEI\/14), mRNA Hs.8752 1 

/ccls=(1 44,692) /gb=NM_014255 /gi=7657175 

/ug=Hs.8752/len=814 

transmembrane protein CD99 type II U82164 1 

transmembrane protein with EGF-lil<e and two follistatin- U19878 1 
like domains 1 (TMEFF1) 

transmembrane proteolipid (HSPC224) NM_016951.2 1 

transmembrane trafficl<ing protein (TMP21), mRNA Hs.74137 1 
/cds={1 1 ,670) /gb=NM_006827 /gi=5803200 
/ug=Hs.74137/len=1302 

VAMP (vesicle-associated membrane protein)- NM_004738.1 1 
associated protein B and C (VAPB) 

mutL (E. coll) homolog 3 {MLH3) Nl\/I_014381.1 1 

mutY homolog (hMYH) U63329 1 

alanyl-tRNA synthetase (AARS) NM_001605.1 1 

damage-specific DNA binding protein 2 (48kD) (DDB2) NM_0001 07. 1 1 

DNA recombination and repair protein (MRE1 1 B) AF022778 1 

DNA repair protein XRCC4 U40622 1 

DNA topoisomerase gene type I, exon 8 M60694.1 1 

DNA topoisomerase II binding protein AB019397 1 

excision repair gene ERCC-1 X07415 1 

Helicase (KIAA0054) NM_014877.1 1 

HHR23A protein D21235 1 

KIAA0054 gene product; Helicase (RefSeq aa 1e-50) NP_055692.1 1 

nucleolar RNA-helicase (noH61 gene) AJ131712.1 1 

putative RNA helicase, 3' end AJ223948.1 1 

RAD50 (S. cerevlslae) homolog (RefSeq aa 2e-36) NP_005723.1 1 

RAD50-2 protein (RAD50) AF057299.1 1 

Rad51 -interacting protein (60% aa) AF006259 1 

RAD9 (S. pombe)(RAD9)(=cell cycle checkpoint control NM_004584.1 1 
protein) 

SWI/SNF related, matrix associated, actin dependent NM_003078.1 1 

regulator of chromatin, subfamily d, member 3 

(SMARCD3) 

SWI/SNF related, matrix associated, actin dependent NM_003079.1 1 
regulator of chromatin, subfamily e, member 1 
(SMARCE1) (=BAF57) 

T-COMPLEX PROTEIN 1, EPSILON SUBUNIT (TCP-1- spP48643 1 
EPSILON) (CCT-EPSILON) (KIAA0098) 

T-COMPLEX PROTEIN 1 , THETA SUBUNIT (TCP-1- spP50990 1 
THETA) (CCT-THETA) (KIAA0002) 

transketolase-IIke 1 (TKTL1) NM_01 2253.1 1 

xeroderma pigmentosum complementation group A NM_000380.1 1 
(XPA) 

adenylate kinase 2 (AK2),transcript variant AK2A, NM_001 625. 1 1 
nuclear gene encoding mitochondrial protein, mRNA 

carbonic anhydrase III M29452 1 

carbonic anhydrase XII (CA12) NM_001218.1 1 

ceruloplasmin, exon 10 (ORF) D45037 1 

coagulation factor VIII AF062515 1 

complementClq A chain precursor AF135157.1 1 
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4880 ncrc0644 

4881 ncrb5699 

4882 ncr1299 

4883 MIOA2185a 

4884 hfcr9678 



4885 FCR2750 

4886 ncr9572 

4887 ncrb5514 

4888 ncr4552 

4889 mioa7639a 

4890 ncrb4976 

4891 miob6113 

4892 FCR7019 

4893 FCR7415 

4894 SOA0065 

4895 FCR0633 

4896 FCR3878 

4897 MIOA8851 

4898 ncrb8475 

4899 miob0795 

4900 SEOB1399 

4901 SEOA3472a 

4902 miob5938 

4903 fcrb0607 

4904 FCR7146 

4905 MIOA4704 

4906 hfcr2599 

4907 fcrb0354 

4908 ncrc2839 

4909 ncrc3228 

4910 miobSBIO 

4911 ncrc0907 



4912 ncrc6232 

4913 MIOA0072a 

4914 FCR3580 



complement component 2 (RefSeq aa 7e-80) NP_000054. 1 

complement component 3 precursor (RefSeq aa 9e-33) NP_000055.1 

complement component 3a receptor 1 (RefSeq aa 2e-56) NP_004045.1 

complement decay-accelerating factor (DAF) (=M31516) M15799 



cytochrome P450 21 -hydroxylase (CYP21) gene, partial 
cds; TNX pseudogene .complete sequence; and RP2 
pseudogene, partial sequence (=XA (XA) gene )(= 21- 
hydroxylase (P-450(C21)) B gene) 
cytochrome P450 3A9 

cytochrome P450 monooxygenase (LOC57404) 

cytochrome P450, subfamily IVA, polypeptide 11; 

CYP4A11 (RefSeq aa 3e^8) 

epoxide hydrolase 2, cytoplasmic (EPHX2) 

glutathione S-transferase A4 (GSTA4) 

glutathione S-transferase theta 2 (GSTT2) (GSTT1) 

genes 

glutathione S-transferase= (MICROSOMAL GST- 
1)=P10620 

glutathione synthetase 

glutathione transferase M2 (GSTM2) 

gpx1 gluthatione peroxidase (=Y00433) 

iron-responsive element-binding protein/iron regulatory 

protein 1 (IRE-BP1/IRP1) 

lactofenin BTLF3 

light chain of factor I 

metallothionein 2A; MT-II (RefSeq aa 8e-30) 
MHC class II DR subtype Dw12 
MHC class II HLA-DR7-associated glycoprotein beta- 
chain 

MHC class II HLA-DR-beta-1 (HLA-DRB1) 

MHC HLA-Dw12 DQ-beta chain 

MHC leukocyte antigen (HLA-A) gene, HLA-A*2402 allele 

MTA1 likel 

MTG8-like proteln(MTGRI) gene 
MTH1b (p22), MTHIc (p21), MTHId (p18) 
pentaxin-related gene rapidly induced by IL-1 beta 
(PTX3) 

peroxiredoxin 3; thioredoxin-dependentperoxide 
reductase precursor (RefSeq aa 1e-92) 
PHEXgene 

prothrombin (F2) gene (Alu and Kpnl repeats) 

small inducible cytokine subfamily A(Cys-Cys), member 8 

(monocyte chemotactic protein 2)(RefSeq aa 3e-59) 

small inducible cytokine subfamily B (Cys-X-Cys), 
member 14 (BRAK) (SCYB14) 
Sop2p-like protein 

Su (P) (=270310 C.elegans glutathione S-transferase) 



AF077974.1 



U46118 

NM_020674.1 

NP_000769.1 

NM_001 979.1 
NM_001512.1 
AF240786.1 

J03746.1 

U34683 
M63509 
X13709 
M58510 

L24753 
CAA68418.1 
NP_005944.1 
Ml 6086.1 
M16941.1 

M33600 

M57650.1 

L47206.1 

AB01 6591.1 
AF076461.1 
AB025239.1 
NM_002852.1 

NP_006784.1 

Y10196.1 
M 17262.1 
NP 005614.1 



NM_004887.1 

Y08999 
AJ011320 
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4915 fcrb1856 


oupci wAivjc uioi 1 luidoc; I oUiUUIc ^afiiyULlupillO lal^rat 

sclerosis 1 ^adult\V5^0ni^ 


AlVI_U4^ ooO.l 




4916 hfcr9743 


QiinomviHo HicmiitacA ^ ovfro/^olli ilor /QOr^Q\ 
aupciuAiue uismuiase o, cxiraceiiuiar ^ovJUoy 


IMM_UUo 102.1 




4917 ncr9165 


OU jh/^l V^A.lUC UiOIIIUlClOC? Ivli 1 ^I^W 1. i W. 1. 1 ■ L./ww^ f ) 


vnnA7o 1 

1KJ\JH/Z. I 




4918 FCR2075 


ullUi-'opcOlllLr diUiUAlUeini 


AOZOZl 




4919 ncr6ni2 


thionarlrtYin roHiir^faca 1 ^TYKIDni\ 
uiIUIcUUaIII ICUUUldoc 1 \ 1 AlNrxU 1 ) 


NM_UUoooU.1 




4920 seoa0981m 


PhpHiak-HinaQhi Q\/nHrnmo i ^PI-IQ^^ 
wiicuiarv'iii^aol II oyi lUi Ul 1 ic 1 ^v/nO N 


INIVI_UUUUo1. 1 




4921 MIOA6597a 


Ankh7n mRNA 


ADuno/u 




4922 ncrb4490 


arfaptin 1 (HSU52521) 


NM_014447.1 






interseciin snore lorm 


AF064243 




4924 ncr4984 


alpha endosulfine 


AF1 57509.1 




4925 SEOA8521 


r^vpnlin 0 (C'AX/O'S 


lMlvl_U01 ZOO. 1 




4926 hfcr7893 


ravpniin 3 /^nA\/3^ 
wcivwuiii 1 w \\^r\y\ji 


lNlvl_UU lZo4.z 




4927 miob3938 


ravpniin-l /-9 Inm IQ rinntini n7Q^90 nonpc OA\/0 
HAVi 






4928 FCR696Q 


ulauifin aoSciTlljIy pruicin OU ^/\"OU/ ^— 

liy|JULI ICUOcll piUlClil ^rXlMMU 1 )) 


Uobloo 




4929 SEOA4886a 


UlaUliili LfUcIL eloocliiUiy piUlclll 


t1o4UD 




4930 hfrr^fil*! 


/^lathrin linht nol\/npr\firlp (\ r*K\ /Ol XD^ 

uidiriiiii, iiyru poiypepiiae ^LCDj \ o) 


Nivi_001o34.1 




'tv/O 1 i ItLrl i QOO 


ciainrin-associaieQ proiein 


A97074.1 




4932 hfrr7fi4Q 


nernian5i\y--ruuiaK synarom© ^nroj 


Nlvl_Ou0 195.1 




4933 M!OA3939a 


IVaMctUapUi 1 


Ar0ooo2o 




4934 frrbnOQQ 


iTiyoivi [uiciyosieiium aiscoiaeurnj^ooTovJKr) 


Ad017910 




4935 ncr8363 


poi uai oiNMr-iCo yeiic loi oyndpiosome associaicQ 


AJz/ oy /4.1 






piuiciri'-ico, cAurio D-o 






4936 SEOA3357a 


fAdUr piuidii 


AoyooU 




4937 FCR1829 


SKDI homolnniip 

1 1 iVJII IwlU^UC 


ArUooyoU 




4938 FCR4106 


SMCY (H-Y) 


U52191 




4939 fcrb1556 

~ww\,/ IV>I 1 www 


oyiiipicMii, nuruinyun inierduuny proiein I ^onl\J 


aM_U1 / Izy.z 




4940 MIOAQi^fi 


synapiosorrie associaieo protein KU isoTorm A 


AJ011915.1 




^Q^l mincsriAftnm 
HOH 1 1 1 llUoU^OUf 1 1 


vesicie iraTTicKing protein (obUzzO) (UKr) 


AF039568 






vrozo protein ^LULromDUj(UKrj 


NM_01 6208.1 




4943 ncr942Q 

~wTw I Iwl W^^W 


^11 iw iiuri reyuidieu iransporier-iiKe (^lIiaI L) (— putauve 
iiicLdi udiiopuiLUi ^ir\ 1 1 nurnoioyueyj 


NM_Ul44o7.1 




4944 fcrb1R84 

^ w" 1 ■ 1 Iwl U 1 UO*T 


dyridpLUdorricii-dosoojaLea protein zoku ^oinak^o) 


aM_Ooo 115.1 




4945 hfrr4451 

"W^Vi^ lllwl*T^W 1 




ABOIoOIO.I 




4946 SEOAQ100 


oo-t\Ud ooiyi protein ^oiviooj 


Ar 20423 1.1 




4947 miob3757 

^W^ f IlliWIn/Wf Wf 


oo 1 1^900 yciie product 


A A CCQTCA A 

AArt>o7o4.1 




4Q4ft nrrO'^OQ 

"tw^tO 1 ILri UOUw 


looDo gene proauci [urosopniia rneianogasterj 


AE003066 




494Q 5?FnR121Q 

*TW*TW O^WD 1 ^ 1 W 


loy ly yene prouuct 


AE003472 




4950 ncr9652 


CG14037 gene product 


AAF52201.1 




*tww 1 i IL/i \JU 1 U 


i^yuo gene proauct 


A A 1 — IT /r O O C A 

AAF55335.1 




49*^2 nrr0^18 

"TWW^ 1 ILrl WW 1 O 


Lro 1 /oyo gene proauct lurosopniia nneianogasterj 


AE003579 




4Q'^3 minh'^791 


Lro^ooy gene proauct 


AAF5 1469,1 




49*^4 ^FnR34Rft 

twwH OL-wDwHwO 


oooooo gene proauct 


A A ^£r*T A A A 

AAF57413.1 




4955 MIOA9099 


Orn3Q1R npnp nrnrliirt rrirncnnhila 

meianogaster](56%ORF) 


AAr*tO lOD. 1 




4956 ncr7619 


CG6949 gene product 


AE003739 




4957 fcrb0044 


CG8605 gene product [Drosophila melanogaster] 


AE003559 




4958 miob3690 


CG9469 gene product 


AAF57414.1 




4959 MIOA0528 


CGI-03 protein (=AF1 06798 fas-associated factor 1 


AF1 32938.1 



(FAF1)) 
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4960 
4961 
4962 
4963 
4964 
4965 
4966 
4967 
4968 
4969 
4970 
4971 
4972 
4973 
4974 
4975 
4976 
4977 
4978 



ncr2381 

ncr2848 

ncrb3241 

ncrb8649 

SEOA4524 

ncrb3352 

SeA0222 

hfcr6971 

seob5764 

SEOA0577 

ncrb6087 

seob6703 

hfcr2708 

SEOA7583a 

ncrc3076 

MIOA0936 

ncr8910 

hfcr9410 

seob4223 



4979 fcrb2453 

4980 miob3668 

4981 hfcr6937 

4982 miob3257 

4983 ncr0335 

4984 SEOA1232A 

4985 ncr9803 

4986 fcrb2401 

4987 hfcr1140 

4988 fcrb1855 

4989 miob2466 

4990 ncr3965 

4991 ncrc3073 

4992 hfcr7855 

4993 SEOA8997 

4994 ncr7801 

4995 miob0589 

4996 FCR4306 

4997 ncrc6552 

4998 MIOA0959 

4999 ncrb2266 

5000 hfcr6366 

5001 FCR2182 

5002 SEOA0526 

5003 miob6988 

5004 ncrc3276 

5005 ncrc4473 

5006 ncrc2377 

5007 fcrb2338 



CGI-06 protein (LOC51604), NM_015937.1 

CGl-10 protein {LOC51004), NM_01 5940.1 

CGI-12 protein (RefSeq aa 1e-68) NP_057026.1 

CGI-125 protein (RefSeq aa 1e-30) NP_057144.1 

CGI-128 protein (ORF) AF151886 

GGI-145 protein (RefSeq aa 2e-48) NP_057159.1 

CGI-17 protein AF1 329511 

CGI-18 protein (LOC51008) NM_01 5947.1 

CGI-26 protein (LOC51071) NM_01 5954.1 

CGI-27 protein AF1 32961.1 

CGI-35 protein (LOC51077) NM_01 5962,1 

CGI-47 protein (LOC51095)(ORF) NM_016000.1 

CGI-48 protein (LOG51096) NM_016001.1 

CGI-54 protein (60% aa) AF151812 

CGi-79 protein (RefSeq aa 2e-76) NP_0571 08. 1 

CGI-80 protein AF1 51 838.1 

CGI-85 protein (L0C51111) NM_016028.1 

CGI-87 protein (L0C51 112) Nl\/I_016030.1 

cytoplasmic dynein intermediate chain 2C mRNA U39046. 1 
Length = 2460 

cytoskeleton-associated protein 4 (CKAP4), mRNA Xl\/I_006940.4 

diaphanous 1 (HDIA1) AF051 782.1 

dynactin light chain (DCTN-22) NM_007234. 1 

dynactin p62 subunit(L0C51 164)(= putative tumor NIVI_016221.1 
suppressor) 

dynein light chain-A (LOC51143)(ORF) NM_016141.1 

dynein light intermediate chain 2 (LIC2) AF035812 
dynein, cytoplasmic, intermediate polypeptide 1 (RefSeq NP_004402.1 
aa 3e-57) 

dynein, cytoplasmic, light intermediate polypeptide 2/ BC01 0928.1 
clone ll\/IAGE:4294925, mRNA 

flightless I (Drosophila) homolog (FLU), mRNA NM_002018.1 

gamma-tubulln complex protein 2 (GCP2) XM_057524. 1 

golgi SNAP receptor complex member 1 (G0SR1) NM_004871.1 

golgi SNAP receptor complex member 2 (G0SR2) NM_004287.1 

Golgi transport complex protein (90 kDa) (GTC90) NM_006348.1 

golgin-67 (G0LGA5) D1886 AF164622.1 

kinectin 1 (156 kDa Protein) (=CG1) CAA80271.1 

kinesin heavy chain member 2 (KIF2) NM_004520. 1 

kinesin-like protein GAKIN AF279865.1 

kinesin-IIke spindle protein HKSP (=X851 37) U37426 

kinesln-related protein, partial cds D14678.1 

MAPI B protein AF1 15776.1 

microtubule-associated proteins 1 A/1 B light chain 3 AF303888. 1 

novel centrosomal protein RanBPM (RANBPM) NM_005493.1 

spindle pole body protein spc97 homologue GCP2 AF042379 

Sprague-Dawley acidic calponin U06755 

TACC2 protein (TACC2) (=AF1 76646. 1 anti zuai-1 ) AF095791 . 1 

CG2974 gene product (aa 2e-41 ,52%) AAF46554. 1 

CG6353 gene product (aa 3e-20,68%) AAF55906. 1 

CG8198 gene product AAF48498.1 

CGI-01 protein (CGI-01), mRNA NM_01 5935.2 
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5008 ncrc5768 

5009 fcrb1890 

5010 ncrc4903 

5011 SEOA8520 

5012 ncr2258 

5013 ncr5484 

5014 ncr1476 

5015 ncr0385 

5016 hfcr9935 

5017 hfcr0832 

5018 ncrb2804 

5019 ncr7227 

5020 ncr6773 

5021 MIOA5409a 

5022 hfcr3539 

5023 BFCW0023 

5024 FCR0511 

5025 hfcr1915 

5026 fcrb2060 

5027 hfcr1667 

5028 FCR6221 

5029 hfcr5864 

5030 FCR5812 

5031 fcrb1876 

5032 MIOA2858a 

5033 FCR6854 

5034 MIOA6697a 

5035 hfcr3616 

5036 SEOB0242 

5037 hfcr1762 
6038 seob4216 

5039 ncr9060 

5040 FCR1464 

5041 MIOB1506 

5042 hfcr8814 

5043 FCR0056n 

5044 FCR1783 

5045 fCR0125 

5046 ncrb3928 

5047 SOA0031 

5048 fcrb2637 



5049 miob4595 

5050 ncrb1511 



CGI-1 1 protein (RefSeq aa 2e-35) NP_057025. 1 

CGI-144 protein API 51 902. 1 

CGI-55 protein AF151813,1 

dJ797M17.1 (Dermatopontin) CAB46693.1 

adiican AF245505.1 
chondrocyte expressed protein 68 kDa (CEP-68 gene)(= AJ279016.1 
ASPIC(acidic secreted protein in cartilage)) 

chondroitin 4-0-sulfotransferase 2 AF239822 

chondroitin 6-sulfotransferase AB017915 

collagen type 111 N-endopeptidase (PC0LN3), NM_002768.1 
(=metallopeptidase PRSIVI1 ) (=KiAA0047 gene,) 

collagen type VI alpha 2 (COL6A2) M81 836.1 

collagenous repeat-containing sequence of 26kDa AAG33704. 1 
protein 

dentin nnatrix acidic NM_004407. 1 

dystroglycan 1 NM_004393.1 

EGF-containing fibulin-like extracellular matrix protein 1 NM_004105.1 

(EFEMP1) =U03877= extracellular protein(S1-5) 

elastin gene, partial cds and partial yUTR U77846.1 

EPSILON-COAT PROTEIN (EPSILON-COP; LDLF) (low spAC005197 

match) 

extracellular protein (81-5) U03877 

fibrillarin (FBL) Ni\/I_001 436. 1 

fibulin 1 (FBLNI) XM_0472311 

fibulin 2 (FBLN2) NM_001 998.1 

fibulin-4 AJ 13281 9 

germ line gene homologous to bladder carcinoma V00574.1 
oncogene T24 (Gene code c-Ha-ras-1)with four exons 

glypican-5 (GPC5) (=AF001462) U66033 

glypican-e (GPC6) AF105267.1 

Hakata antigen D88587 

heparan-sulfate 6-sulfotransferase AB0061 79 

hepatic leukemia factor (HLF) M95585 

interphotoreceptor matrix proteoglycan 200 NM_01 6247. 1 
(SPACRCAN)(ORF) 

lamin-like protein (low match) M24732 

linker for activation of T cells (LAT) AF036906. 1 

LST1 mRNA, cLSTI/E splice variant, complete cds AF000426.1 

matrilin 4 (RefSeq aa 5e-44) NP_003824.1 

mlCRofibril-associated glycoprotein 4 (MFAP4) L38486 

miCRofibril-associated glycoprotein-2 MAGP-2 U37283.1 

microfibrillar-associated protein 2 (MFAP2) NM_002403. 1 

mucin MUC1 (=M61 1 70) X691 1 8 

nidogen (=M27445;M30269) (low match) X84837 

period (per) region proteoglycan gene Ml 3655 

PG-M core protein D45889.1 

phosphatidylinositol glycan, class H (PIGH) L19783 

phosphatidylinositol glycan, class K (PIGK)(= XM_039644.2 
AF022913.1 GPI transamidase) (=Y07596.1 GPI8 protein 
) 

pRGR1 AF041429.1 

psihHbC pseudogene for hair keratin Y1 921 5.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 293 of 



2 



5051 miob6103 

5052 ncrc2928 

5053 FCR7548 

5054 ncr2391 

5055 ncrb2422 

5056 ncrb4485 

5057 hfcr3859 

5058 hfcr6406 

5059 ncrb2155 

5060 ncrb4763 

5061 ncr2999 

5062 MIOA4277 

5063 FCR6531 

5064 hfcr4068 

5065 hfcr3902 

5066 ncr5242 

5067 ncr4696 

5068 MIOA8531 

5069 MIOA5404a 

5070 hfcr5970 

5071 seob7900 

5072 FCR2972 

5073 FCR4357 

5074 FCR4754 

5075 hfcr1379 

5076 seob6217 

5077 BFCW0200 

5078 FCR2209 

5079 FCR4743 

5080 miob7030 

5081 ncr4486 

5082 hfcr5237 

5083 FCR2587 

5084 MIOA1948a 

5085 seob5640 

5086 seoa7955 



5087 FCR2585 

5088 fcrb1101 

5089 FCR3664 

5090 ncr7207 

5091 hfcr4278 



sarcolemmal associated protein (SLAP1 ) mRNA, U21 1 55. 1 

complete cds 

sarcolipin (SLN) NM_003063. 1 

sarcosin AF056929 

sarcospan (Kras) NM_005086.2 

sarcospan (Sspn), mRNA NM_01 0656.1 

serglycin gene M90058.1 

SHORT-CHAIN COLLAGEN C4 PI 8503 

tenascin XA (TNXA) NM_0071 1 6. 1 
Z-crystallin/quinone reductase (CRYZ) gene sequence L31 526. 1 

Hem-2 X80029.1 

LAZ3/BCL6 gene Z79581 .1 

MLL (MLL) gene, exons 1-3,similar to MARINER AF036405 
TRANSPOSASE 

22kDa smooth muscle protein (SM22) M95787 
actin binding protein (Schizosaccharomyces pombe sop2-NM_006409.1 
like) (S0P2L) 

actin related protein 2/3 complex, subunit 1B (41 kD) NM_005720.1 
(ARPC1B), mRNA 

actin-binding protein 22 kDa (SM22) gene AF01371 1.1 

actin-binding protein homolog ABP-278 AF043045.1 

actinln-associated LIM protein AF039018 

actin-like 6 (ACTL6)=AF041474 =BAF53a NM_004301 .1 
(BAF53a)(ORF) 

ACTN2 gene for alpha-Actinin 2, exon 21 AJ249776.1 
A-kinase anchoring protein 220 (=AB014529 KIAA0629) AF1 76555. 1 

alpha 1-syntrophin (SNT A1) U40571 

alpha II spectrin (=J05243;X86901) U83867 

alpha-adducin L29294 

alpha-tropomyosin AJ001 055.1 

alpha-tubulin K00557.1 

ankyrin 1 (ANKI) (=M28880) AF005213 

ankyrin alt. variant 2.2 (53%,aa) XI 6609 
ankyrin binding glycoprotein-1 related mRNA sequence L11002 

ankyrin-repeat containing protein (Kriti ) gene U90269. 1 

A-raf-1 oncogene X04790.1 

archvillin (SVIL) AF109135.1 

beta tubulin (clone nuk_278) X79535 

beta-filamin AF0421 66 

beta-tubulin AF1 41 349. 1 

capping protein alpha mRNA, partial cds Hs.75546 
/cds=UNKNOWN /gb=U03851 /gi=433307 /ug=Hs.75546 
/len=2287 

capping protein beta-subunit isoform 1 U 10406 

CDC42-bindlng protein kinase beta (DMPK-like) NM_006035.1 
(CDC42BPB) mRNA 

cofilin, non-muscle type (=U21 909) X954d4 

cytohesin 1 , isoform 2 (RefSeq aa 3e-30) NP_059430.1 

cytokeratinS U76549.1 
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5092 FCR1111 

5093 fCR0958 

5094 secb7941 

5095 FCR3299 

5096 FCR7518 

5097 hfcr4011 

5098 SEOA6620a 

5099 ncr3649 



5100 MIOB2163 

5101 FCR4057 

5102 seoa8101 

5103 hfcr6691 

5104 miob0974 

5105 mioa7812a 

5106 hfcr3436 

5107 hfcr9054 

5108 ncrb6644 

5109 fCR0373 

5110 FCR4784 

5111 ncr0836 

5112 hfcr3527 

5113 ncr5668 

5114 ncr6399 

5115 ncrb2687 

5116 FCR5483 

5117 SEOA9499 

5118 SEOA0990n 

5119 fcrb1 539 

5120 fcrb1618 

5121 hfcr3913 

5122 hfcr4114 

5123 fcrb1183 

5124 FCR0903 

5125 hfcr6970 

5126 hfcr9862 

5127 ncrc5929 

5128 fcrbieOO 

5129 seob6525 

5130 fcrb2745 



desmosome associated protein pinin U77716 

destrin-2 (=actin depolymerizing factor) U72518 

drebrin E D17530.1 

dynamin L07807 

dystrobrevin B DTN-B1 Y15722 

GLUT1 C-terminal binding protein (GLUT1CBP) NM_005716.1 

hCRNN4 AB030656.1 

l<elcli (Drosoplii!a)-lil<e 3(=l<elch-lii<e protein NM_017415.1 
KLHL3b )(= KLHL3C ){= KLHL3a)(= KIAA1129 protein.) 

keratin type II (58 kD) M21389.1 

NulVIA protein (=Z11584;Z14229;Z14227) Z11583 

partial TTN gene for titin AJ277892.2 
phosvitin/casein kinase type II beta subunit (EC 2.7.1 .37) X16937.1 

regulatory factor X-associated ankyrin-containing protein NM_003721 .1 
(RFXANK) 

scinderin (SCIN), mRNA /cds=(276,1682) Hs.210473 

/gb=NI\/l_033128 /gi=14916472 /ug=Hs.210473 

/len=2571 

singed (Drosophila)-like(sea urchin fascin homolog like) NM_003088.1 
(SNL) 

skeletal muscle alpha-actin gene (ACTA1) AF182035.1 

skeletal muscle HSB84A051 STRATAGENE cDNA Z28721 . 1 
library, cat. #936215. cDNA clone 84A05 

skeletal muscle selenoprotein W (SelW) U25264 

smoothelin AC005005 

spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) NM_003127.1 
(SPTAN1)(= alpha II spectrin) 

spectrin, beta, non-erythrocytic 1 (SPTBN1)(ORF) = NM_003128.1 
M96803.1 

Stretch regulated skeletal CAC03620.1 

striated muscle contraction regulatory protein (ld2B) M96843.1 

TANKYRASE (RefSeq aa 9e-90) NP_003738. 1 

telethonin AJ000491 

testican-1 AF231124 

TRICHOHYALIN spP37709 

tubulin alpha 6 (TUBA6) XM_028724.2 

tubulin, alpha, ubiquitous (K-ALPHA-1) NM_006082.1 

tubulin, beta, 2 (TUBB2) (ORF) NM_006088.1 

tubulin, beta, 4 (TUBB4) NM_006086.1 

tubulin-specific chaperone d (TBCD)= AJ006417 beta- NM_005993.2 
tubulin cofactor D 

uroporphyrinogen decarboxylase (UROD) AF047383 

vasodilator-stimulated phosphoprotein (VASP) NM_003370.1 

zyxin (ZYX) (=ESP-2 ) ' NM_003461.1 

actin binding protein; macrophin(microfilament and actin NP_036222.1 
filament cross-linker protein)(RefSeq aa 1e-40) 

alpha actinin 4 (Actn4) NM_021 895. 1 

alpha tropomyosin (tpma) AF180892.1 

aortic-type smooth muscle alpha-actin (SM-alpha-A) M33216.1 
gene, exon 9 
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5211 ncr8751 

5212 seob7877 

5213 seob7760 

5214 seob6104 

5215 MIOA7317 

5216 SEOB1879 

5217 FCR1776 

5218 SEOA2040 

5219 MIOA1794 

5220 MIOA0925a 

5221 SEOA5151a 

5222 ncr4454 

5223 MIOA4944a 

5224 mioa7709a 



5225 FCR4385 

5226 ncr3434 

5227 hfcr0568 

5228 miob1814 

5229 ncrc5039 



5230 
5231 
5232 
5233 
5234 
5235 



FCR7369 

ncrb4652 

hfcr9022 

fCR1023 

hfcr1202 

hfcr7508 



gephyrin (GPH) 

G-protein coupled receptor (SH120) 
G-protein-coupled receptor 48 (GPR48) 
growth factor receptor bound protein 2 (Grb2) 
growth hormone receptor (contains Alu repeat) 
H1 histamine receptor 

Hin-2 (=U40396 steroid receptor coactivatorSRC-1) 

histamine H1 -receptor 

IL-1 receptor antagonist IL-1 Ra (IL-1RN) 

IL-13 receptor 

interferon alpha/beta receptor (IFNAR) gene, exon 1 1 
and partial cds. 

interferon, gamma-inducible protein 16 (IFI16) 
interferon.gamma-inducible protein 30 (IFI30)(ORF) 
=J03909 

interleukin-1 receptor-associated kinase 1 (IRAKI), 
mRNA /cds=(79,2217) /gb=NM_001569 /gi=4755143 
/ug=Hs.182018/len=3583 
interleukin-1 1 receptor 

interleukin-1 8 binding protein c precursor (IL18BP) 
laminin receptor precursor/p40 ribosome associated 
protein gene 37 kD ( colin carcinoma laminin) 
leukemia inhibitory factor receptor (LIFR) 
lymphatic vessel endothelial hyaluronan receptor 1 
(LYVE-1) 

M2-type pyruvate kinase 

m3 muscarinic acetylcholine receptor (CHRM3) gene 
metabotropic glutamate receptor 6 (mGluRS) gene 
mineralocorticoid receptor (=hMR) (low match) 
natriuretic peptide precursor B (NPPB) 
neurotrophic tyrosine kinase, receptor, type 2 (NTRK2) 



Nl\/I_020806.1 

gi7706703 

AF257182.1 

NM_008163.1 

X06562 

Z34897.1 

U19179 

D14436.1 

U65590 

Y08768 

U06244 

NIVI_005531.1 
NM_006332.1 

Hs. 18201 8 



Z38102 

AF110801.1 

U43901.1 

NM_002310.2 
NM_006691.1 

iVI23725 

U29589.1 

U82083.1 

M80582 

NM_002521.1 

NM 006180.1 



5236 ncr8906 

5237 seob5052 

5238 seob5319 

5239 ncr0045 

5240 hfcr8885 

5241 MIOB2686 

5242 ncr9881 

5243 hfcr5937 



5244 ncrb8700 

5245 fcrb1162 

5246 MIOA8639 

5247 miob3120 

5248 SEOA9619 

5249 fcrb1714 

5250 SEOA3910 



NK receptor Ly-49L gene 
NKG2D gene 

novel retinal pigment epithelial cell protein (NORPEG) 
(=KIAA1334) 

NRBF-2 nuclear receptor binding factor-2 

nuclear receptor binding protein (NRBP) 

nuclear receptor interacting protein 1 (NRIP1) 

nuclear receptor Rev-ErbA-beta 

nuclear receptor subfamily 1 , group I, member 3 

(NR1I3)=( orphan nuclear hormone receptor)=(simliar to 

XIST, coding sequence) 

olfactory receptor (OR2D2) gene, partial cds 

olfactory receptor (OR7-86) pseudogene U86281 

olfactory receptor 17-93 (OR17-93) and olfactory 

receptor 17-201 (0R1 7-201) genes 

oncostatin M receptor (OSMR) 

osteoprotegrin ligand 

outer membrane receptor Tom20 (TOM20) gene 

(=KIAA0016) 

oxytocin receptor 



AF1 26036.1 
AJ001689.1 
AF1 551 35.1 

AB024930.1 
NM_01 3392.1 
gi4505454 
U20796.1 
NM 005122.1 



AF065876.1 

U86282 
U76377 

Nl\/I_003999.1 
AF053712 
AF 126962.1 

X64878 
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5251 FCR0143 

5252 MIOA7209a 

5253 FCR1557 

5254 hfcr1141 

5255 hfcr1101 

5256 miob6g29 

5257 SEOB2131 

5258 ncrb0624 

5259 ncrc3415 

5260 MIOA1137 

5261 hfcr2796 

5262 seoa4988a 



5263 mioa9273 

5264 miob0663 

5265 ncrb7177 



oxytocinase splice variant 1 
P2X7 

p50B/p97 (Lyt-10) transCRiption fector 

PAR protein (PAR) 

peroxisome proliferative activated receptor delta 
(PPARD) gene, exon 9 and complete cds 
peroxisome proliferative activated receptor, gamma, 
coactivator 1 (PPARGC1) 
peroxisome receptor 1 (PXR1) 
PEST-containing nuclear protein (pcnp) 
photolyase, complete cds 
pllin-like transCRiption factor 
PNR gene 

pro-oncosis receptor inducing membrane injury gene 

(PORIMIN), mRNA/cds=(216,785) /gb=NM_052932 

/gi=1 641 8408 /ug=Hs. 172089 /len=3338 

prostaglandin E2 receptor EP4 

putative G-protein coupled receptor RA1c 

receptor (calcitonin) activity modifying protein 3 (RA!VIP3) 



U62768 
Y12853 
D16367 
NM_01 2389.1 
AF246296S8 

NM_01 3261.1 

NM_000319.1 
NM_020357.1 
D83702.1 
AF1 22004.1 
AJ276674.1 
Hs. 172089 



AF 177934 
AAD12761.1 
NM 005856.1 



% 5266 FCR1346 
5267 seoa7876a 

^ 5268 seob6395 

3 5269 fcrb1582 

= 5270 MIOA6502a 
I 5271 MIOA3679a 

V 5272 SEOB0641a 

5273 hfcr6579 

5274 seob4613 

5275 SEOA4464a 



5276 
5277 
5278 
5279 
5280 
5281 
5282 
5283 



SEOA4017a 

miob2448 

ncrc6604 

hfcr1826 

HFCR3220 

lifcrOOie 

fcrb1299 

ncrb3569 



5284 ncrc5019 

5285 MIOA0059a 

5286 hfcr9953 

5287 ncr3123 



receptor of retinoic acid (=I\/I73779 PML-RAR protein X06614 
(PML-RAR)) 

receptor tyrosine kinase-like orphan receptor 2 (R0R2), Hs. 1 55585 
mRNA /cds=(1 99,3030) /gb=NM_004560 /gi=4758841 
/ug=Hs. 1 55585 /len=4092 

receptor tyrosine phosphatase gamma (PTPRG) gene, U46116.1 
exon 30 and complete cds 

receptor-associated protein of the synapse, 43kD XM_0371 81.1 
(RAPSN) 

regulator of G protein signaling (RGS5) AF030108 

Rel domain-containing transCRiption factor NFAT5 AF1 62853. 1 
(Nfat5) 

RETINOIC ACID- AND INTERFERON-INDUCIBLE 58 spQ13325 
KD PROTEIN (RI58) 

retinoic acid receptor gamma (RARG) NM_000966.1 

retinoic acid receptor responder (tazarotene induced) 1 NM_002888.1 
(RARRES1)= U27185.1 RAR-responsive (TIG1) 

retinoic acid receptor, beta (RARB) =Y00291 hap mRNA NM_000965.1 
encoding a DNA-binding hormone receptor 

retinoic acid-induced protein (RAI2) AF1 36587. 1 

retinoid x receptor interacting protein (L0C51 720) NM_01 6290. 1 

retinoid X receptor, alpha (RXRA) NM_002957.2 

retinoid X receptor, gamma (RXRG) NM_006917.1 

RS21 -C6 (Tdrg-TL1 ) AF1 1 0764. 1 

scg D67015.1 

Sck, partial AB001451 

secreted modular calcium-binding protein 2 (smoc2 AJ249902.1 
gene) 

Sigma receptor (SR31747 binding protein 1) (SR-BP1) NM_005866.1 

steroid receptor (TR2-1 1 ) M29960 

steroid receptor RNA activator AF092038. 1 

T41p(C8orf1) AF061326.1 
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5288 ncr3684 TAFI120 transcription factor TFIID(=TFI1D subunits X84002.1 1 

TAF20 and TAF15)(= subunit p22) 

5289 hfcr9936 transmebrane receptor protein Z1 7227.1 1 

5290 hfcr5719 transportin-SR (TRN-SR) AF145029.1 1 

5291 MIOA1947a TRHR gene promoter (low match) AJ01 1701 1 
5292fCR0819 V beta T-cell receptor (TCRBV) (low match) U03115 1 

5293 hfcr7856 vanilloid receptor-like protein (VRL) NM_016113.1 1 

5294 hfcr3375 vasoactive intestinal peptide receptor 1 (VIPR1) NM_004624.1 1 

5295 SEOA0396 very low density lipoprotein receptor D 16532 1 

5296 miob3937 v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog NM_004985.1 1 

(KRAS2) 

5297 ncrb6366 v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene NM_000222.1 1 

homolog (KIT)(= c-kit gene)(= KIT proto-oncogene for 
mast/stem cell growth factor receptor, exon 21 ) 



5298 fcrb1562 

5299 FCR3957 

5300 FCR0608 

5301 hfcr0786 

5302 FCR2293 

5303 FCR3001 

5304 SEOA3287 

5305 MIOA8767 



5306 hfcr0370 

5307 FCR1989 

5308 hfcr3444 

5309 MIOA0753n 

5310 ncrb2166 

5311 FCR0385 

5312 mioa9294 

5313 hfcr4168 

5314 miob5888 

5315 ncrb2570 

5316 ncr6170 



benzodiazaplne receptor (peripheral) (BZRP) 
14-3-3 epsilon 

14-3-3 protein beta subtype=putative protein kinase C 
regulatory protein 
14-3-3 protein eta chain 

14-3-3 protein gamma subtype=putative protein kinase C 
regulatory protein 
14-3-3n protein (=078577) 
40 kDa protein kinase related to rat ERK2 
BIFUNCTIONAL 3'-PH0SPH0ADEN0SINE 5'- 
PHOSPHOSULFATE SYNTHETHASE 1 (PAPS 
SYNTHETHASE 1) (PAPSS 1) (SULFURYLASE KINASE 
1) (SKI) (SKI) 
calcineurin B 

cAMP-dependent protein kinase regulatory subunit Rl- 
beta 

CDC-like kinase 3 (CLK3) transcript variant phclkS 
DCHT (=AF030403 Ste20-like protein kinase) 
ILK-1 gene for integrin-linked kinase 1, exons 1-13 
JAB1 -containing signalosome subunit 3 (SGN3) 
JNK2 beta2 protein kinase (JNK2B2) (ORF) 
MAP kinase-interacting serine/threonine kinase 1 
(MKNK1) 

mitogen-activated protein kinase 5 (MAP4K5) 
mitogen-activated protein kinase 8 (MAPK8)(= kinase 
(JNK1)) 

mitogen-activated protein kinase phosphatase x (MKPX) 



XM_040167.1 

U54778 
S55223 

D78577.1 
S55305 

L20422 
Z11695 
sp043252 



M30773.1 
M65066 

NM_0G3992.1 

AF017635 

AJ404847.1 

AF031647 

U35003.1 

NM_003684.1 

NM_006575.1 
NM_002750.1 

NM 020185.1 



5317 ncr2717 

5318 hfcr1418 

5319 SEOA3387a 

5320 FCR1207 

5321 SEOB3076 

5322 FCR2704 

5323 ncrb0444 

5324 FCR7178 



mitogen-activated proteinklnase-activated protein kinase NP_003659.1 
5 (ReKeq aa 3e-39) 

mitotic spindle coiled-coil related protein (DEEPEST) NM_006461 .1 

pim-1 oncogene Ml 6750 

PKU-alpha AB004884 

PKY protein kinase AF004849.1 

plk-1 (=U01038) X73458 

protein kinase C delta-type D10495.1 

protein kinase C zeta Z1 51 08 
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5325 nerd 837 protein kinase C, alpha (RefSeq aa 3e-31 ) NP_002728. 1 



5332 MIOA5097a protein kinase iniiibitor(testicular isoform) (ORF). L02241 1 

5333 FCR4469 PROTEIN MOV-10 spP23249 1 

5334 MIOB2067 PROTEIN N-TERMINALASPARAGINE spQ64311 1 

AMIDOHYDROLASE (PROTEIN NH2-TERMINAL 
ASPARAGINE DEAMIDASE) (NTN-AMIDASE) (PNAD) 
(PROTEIN NH2-TERMINAL ASPARAGINE 
AMIDOHYDROLASE) (PNAA) 

5335 FCR0059n PROTEIN OS-9 PRECURSOR (non-exact 48%) spQ13438 1 

5336 FCR3856 protein tyrosine kinase t-Rorl (Ror1) (=AF059524 U38894 1 

reticulon gene family protein (RTN3)) 

5337 hfcr1419 rac protein kinase beta M77198.1 1 

5338 ncr6376 Ser/Thr protein phosphatase type 2C beta 2 isoform AF294792.1 1 

5339 ncr1 967 serine racemase AF169974.1 1 

5340 hfcr6276 serine/threonine protein kinase (HSA250839) NM_01 8401.1 1 

5341 CR0052 serum inducible kinase (SNK) M96163 1 

5342 SE0A61 18a serum/glucocorticoid regulated kinase-like gi7019527 1 

5343 seob4270 SFRS protein kinase 1 (SRPK1) Nl\/I_003 137.1 1 

5344 ncrb1 880 SFRS protein kinase 2 (SRPK2) NM_003138.1 1 

5345 SEOA7587a T2K protein kinase homologue AF145705.1 1 

5346 hfcr2237 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase NM_006761.1 1 

activation protein, epsilon polypeptide (YWHAE) 

5347 hfcr7957 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase NIVI_003406.1 1 

activation protein, zeta polypeptide (YWHAZ) 

5348 FCR7711 tyrosyl-tRNA synthetase U89436 1 

5349 SEOA6695a VRK2 AB000450 1 

5350 SEOA3811a cGMP phosphodiesterase delta subunit AF022912 1 

5351 MIOB2104 cGMP-binding cGMP-specific phosphodiesterase (PDE5) AB001633.1 1 

5352 mioa9492 cyclic AiVIP-regulated phosphoprotein (90% match) AF1 12220.1 1 

5353 FCR5176 CYCLIC-AMP-DEPENDENT TRANSCRIPTION spP18848 1 

FACTOR ATF-4 (DNA-BINDING PROTEIN TAXREB67) 
(CREB2) 

5354 ncrc0457 Golgi membrane sialoglycoprotein MG160 (GLG1)(= U64791.1 1 

cysteine-rich fibroblast growth factor receptor (CFR-1) 
mRNA) 

5355 FCR2045 breakpoint cluster region protein 2 (BCRG2) AF044774 1 

5356 ncr7088 cAMP-regulated guanine nucleotide exchange factor II NM_007023.1 1 

(CAMP-GEFII) 

5357 hfcr8540 dishevelled 2 (homologous to Drosophila dsh) (DVL2) NM_004422. 1 1 

5358 ncrc1681 formin (Fmn) NM_01 0230.1 1 

5359 fcrb1359 formin-binding protein 17 (FBP1 7) AF265550.1 1 

5360 seob5418 GDP dissociation inhibitor 1 (GD1 1) NM_001493.1 1 

5361 ncrc4588 GRB2-associated binding protein 1 (GAB1) NM_002039.1 1 
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5362 SEOB0096 

5363 SEOA1909 

5364 ncr0144 

5365 SEOA1747a 

5366 FCR6502 

5367 FCR0860 

5368 seGb4424 

5369 hfcr8772 

5370 CR0236 

5371 FCR2340 

5372 ncr0165 

5373 FCR6497 



GTPase Rab14 (LOC51730) (=DKFZp762K0911) NM_016322.1 

GTPase-activating protein GAPIII U20238 

GTP-binding protein similar to RAY/RAB1 C (RAYL), NM_006860.1 

(ORF) 

guanine nucleotide exchange factor delta subunit M98036 
(JGR1A) 

guanine nucleotide excfiange factor GRP1 {=A223957 AJ005197 
ARN03 protein) 

guanine nucleotide regulatory protein (ABR) U01 147 

guanine nucleotide regulatory protein (oncogene) NM_005863.1 
(NET1A) mRNA 

Intracellular hyaluronan-binding protein AF241831.1 

mad protein homolog (hMAD-2) U6801 8 

MAD2 protein (=U31 278) AJ000186 

Na /H exchanger 2 (A57644) (ORF) D87743 

Na /H exchanger regulatory factor 2 (NHERF-2) AF035771 
(=AF004900 NHE3 kinase A regulatory protein E3KARP) 



5374 miob0180 



'2 5375fcrb0130 



N-acetylneuraminate lyase (EC 4.1 .3.3)(Non-exact 35% CAA27051 .1 

identity) 

non-receptor tyrosine kinase (TNK1) gene, complete cds AF097738 



5376 ncrb6355 

5377 SEOA6137a 

5378 hfcr1798 

5379 mioa9499 

5380 ncr0223 

5381 MIOA0820 

5382 hfcr1918 

5383 HFCR9418 

5384 seob5886 

5385 BFCN0133 

5386 fcrblOIB 

5387 FCR7009 

5388 hfcr8663 

5389 FCR0779 

5390 ncrb4428 

5391 seob6669 

5392 MIOA0247a 

5393 ncrc6844 

5394 ncrb2586 

5395 seob7699 

5396 SEOA6711 

5397 FCR7379 



partial RAB1 8 gene for RAS-related small GTPase AJ277148.1 
RAB18, exons 4-6 

phosphoprotein p53 M22898 

Rab acceptor 1 (prenylated) (RABAC1 ) NM_006423. 1 

RAB10 XM_002267 

RAB2, member RAS oncogene family (RAB2) (ORF) NM_002865.1 

Rab27a (=AF154840.1 Ras-like GTP-binding protein U38654.3 
(RAB27A)) 

RAB31, member RAS oncogene family (RAB31) NM_006868.1 

RAB39 (RAB39) AF322067 

RAB-8b protein (LOG51762),mRNA NM_016530.1 

rah=ras-related homologue S72304 

RalBPI associated Eps domain containing protein NM_009048.1 
(Repsi), mRNA 

RalGDS-like 2 (RGL2) U68142 

RAN binding protein 3 (RANBP3), transcript variant NM_007321 .1 
RANBP3-C 

RAN-SPECIFIC GTPASE-ACTIVATING PROTEIN (RAN spP43487 
BINDING PROTEIN 1) (RANBP1) 

Ras association (RalGDS/AF-6) domain family 2 NM_014737.1 
(RASSF2)(= KIAA0168) 

ras GTPase activating protein-like (NGAP) mRNA NM_004841 .1 

ras GTPase-activating-like protein (IQGAP1) (=029640 L33075 
KIAA0051) 

Ras homolog enriched in brain 2 (RHEB2) NM_005614.1 

ras homolog gene family member A (ARHA)(= GTP- NM_001664.1 
binding protein(rhoA)) 

RasGAP-related protein (1QGAP2) U51 903.1 

ras-like protein M31467 

ras-like protein (low match, 57% aa) M31468 
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5398 MIOA6621a 

5399 hfcr9603 

5400 MIOA8102 



5401 IVIIOA3361a 

5402 ncrc2018 

5403 seob6856 

5404 ncr9061 

5405 hfcr3592 

5406 hfcrSOOe 

5407 ncrb7483 

t 5408 FCR4699 

3 5409 SEOA1460a 
D 5410 hfcr8450 



ras-related protein (rabi 8) L04966 

RAS-RELATED PROTEIN RAH1 (AS-RELATED spQ64008 
HOMOLOG) 

RAS-RELATED PROTEIN RAP-1A (C21 KG)(KREV-1 spPIO1 13 

PROTEIN) (GTP-BINDING PROTEIN SMG-P21A) (G- 

22K) 

rho GDP-dissociation Inhibitor 1 X69550 
Rho GTPase activating protein 6 isoform5 (RefSeq aa 3e-NP_038266.1 
67) 

Rlio-associated, coiled-coil containing protein kinase 2 NM_004850.2 
(R0CK2) 

SH3 and PX domain-containing protein SH3PX1 NM_016224.1 

(SH3PX1) 

SH3 domain-containing protein 651 1 (L0C51 165)(ORF) NM_01 6223.1 

SH3-conteining adaptor molecule-1 AF037261 . 1 

SH3-containing protein EEN (EEN) and chromatin AF190465.1 
assembly factor-1 p150 subunit (CAF) genes 

signal transducer and activator of transCRiption 3 (acute- L29277 
phase response factor) (STATS) 

signal transducing adaptor molecule 2A (STAM2) AF042273 

signal-induced proliferation-associated gene 1 (SIPA1) NM_006747.1 



^ 5411 
M 5412 
5413 

5 

3 5414 
U 5415 
y 5416 
U 5417 
□ 5418 
W 5419 
5420 
5421 



seob6601 

MIOA3653a 

SEOA7417a 

ncrb1195 

miob6640 

MIOA0474 

fcrb1441 

hfcr2955 

seob5223 

BFGW0393 

FCR3277 



5422 hfcr2642 

5423 ncrb4025 

5424 mioa9666 



5425 SEOA0407 

5426 hfcr1302 

5427 ncrc3435 

5428 ncr2581 

5429 FCR1724 

5430 MIOA3799 

5431 SEOA0449 



small GTP-binding protein RABI A 
Testin 2 (testin 3) 

T-lymphoma invasion and metastasis inducing TIAIWI 
protein (TIAM1) 

transducer of ERBB2, 1 (RefSeq aa 2e-64) 
transducer of ERBB2, 2(TOB2) 
transducin (beta) like 1 protein 
A kinase (PRKA) anchor protein 1 (AKAP1) 
ANG2 (ANG2) 

angiopoietin-like 2 (ANGPTL2) 
Aspergillus nidulans sudD homologue 
BB1=malignantcell expression-enhanced gene/tumor 
progression-enhanced gene 
bone-derived growth factor (BPGF-1) 
EXT-like protein 2 (EXTL2) 

factor C=endotoxin-sensitive intracellular serine protease 

zymogen {clone CrFC26}[Carcinoscorpius 

rotundlcauda=Singapore horseshoe crabs, blood, 

amoeboc^es, Peptide, 1083 aa, 34%ORF] 

gliosarcoma-related antigen MIDA1 (MIDA1) 

glycine amidinotransferase (L-arginine:glycine 

amidinotransferase) (GATM) 

insulin-like growth factor binding protein 6 (IGFBP6) 

mRNA, complete mature peptide 

interferon-related developmental regulator 1 

MAGE-Xp (non-exact 60%) (=M80840 Mouse necdin non 

exact) 

non-erythrocyte beta spectrin 
NOV protein 



AF226873.1 

AF260225 

U16296 

NP_005740.1 

NM_016272.1 

Y12781 

XM_008154.3 

AF024631.2 

NM_012098.1 

AF013591 

gi16g9264 

L42379.1 

AF000416.1 

877064 



AF1 18853.1 
NM_001482.1 

M69054.1 

NP_001 541.1 
X82539 

AF017112 
X96585 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 303 of 312 



5432 FCR7095 

5433 ncrc4496 

5434 FCR0893 

5435 ncrb4349 

5436 ncrb2458 

5437 hfcr9612 

5438 FCR1298 



5439 SEOB0308 

5440 miob5771 

5441 MIOA8705 

5442 FCR0459 

5443 ncr0238 

5444 ncr5509 



S 5445 

y 5446 

E 5447 

5448 

5449 

fi 5450 
m 5451 

lU 5452 
'3 5453 
^ 5454 



MIOA8902 

ncr1687 

SEOA0491 

hfcr6336 

fcrb0979 

SEOA6364 

niiob1789 

SEOB0938 

SEOB2156 

SEOA3147 



5455 ncrc2172 

5456 SEOA6393 

5457 FCR2761 

5458 hfcrl 697 



5459 SEOA2184a 

5460 BFCN0094 

5461 hfcrl 037 

5462 miob5434 

5463 SEOA7268a 

5464 SEOB0250 

5465 seob7868 

5466 MIOB2855 

5467 fcrb1721 

5468 ncr5072 

5469 ncrc4780 

5470 miob0487 



SKBIHs AF015913 

angiopoietin-like factor (CTD6) NM_021 1 46. 1 

activin beta-C chain X82540 

angiogenin ribonuclease RNase A family, 5 (ANG) NM_001 145.1 

bone morphogenetic protein 4 precursor{RefSeq aa 8e- NP_001 1 93. 1 
38) 

bone morphogenetic protein 7 (osteogenic protein 1) Nl\/I_001719.1 
(BMP7) {=0P-1 ) 

bone morphogenetic proteini (BlViPl) (clone KT2) and 
alternatively spliced mammalian tolloid protein (mTId) 

CC-chemokine MCP-4 
chemokine (C-X3-C) receptor 1 (CX3CR1) 
chemokine receptor X(CKRX) 
chimaeric transCRipt of collagen type 1 alpha 1 and 
platelet derived growth factor beta 
decidual protein induced by progesterone (DEPP) 
developmental arteries and neural crest EGF-like protein 
mRNA (=fibulin-5) 
developmental protein DG1071 
endocrine regulator (RefSeq aa 2e-88) 
enkephalin 

fibroblast growth factor 13 (FGF13) 
fibroblasts of periodontal ligament 
glia maturation ^ctor beta 
glia maturation factor homologous protein 
gonadotropin-releasing hormone (=X01059) 
GR03 oncogene (GR03) 
growth factor-responsive protein, vascular smooth 
muscle (=U06713) 

growth hormone secretagogue precursor (GHRELIN) 
gene, complete cds 
growth inhibitor p33iNG1 (INGI) 
heparin cofactor II (HCF2) 

heparin-binding growth factor binding protein (non-exact 
25% a.a)(DNA sequence (chromosome 4, Accn. No. 
AC005598.6) 

insulin-like growth factor binding protein 5 
insulin-like growth factor binding protein (IGFBP-2) 
(=1^135410) 

interferon-induced leucine zipper protein (IFP35) mRNA, 
partial cds 
keratinocyte, normal 
mast cell growth factor (MgO 
monocyte seCRetory protein, JE (=369738) 
NB thymosin beta 

neuroendoCRine seCRetory protein 55 
placental growth factor vascular endothelial growth factor- 
related protein (PGF) 

prepro insulin-like growth factor-l (IGF-I) gene, exon 1 
preproadrenomedullin, complete cds (exon 1-4) 
schwannomin interacting protein 1 (SGHIP-1) 



L35279 



AJ001634.1 
NM_001 337.1 
AF014958 
Y15913 

NM_007021.1 
AF1 12152.1 

AAC67538.1 

NP_055160.1 

K00489 

NM_004114.1 

AB0194G9 

M86492 

AB001 993.1 

X15215.1 

NM_00209G.1 

A53770 

AF296558.1 

AF001954 
M58600 
NP 005121.1 



U02026 
X16302 

U72882.1 

U33270.1 

U44725 

M28226.1 

D82345.1 

AF1 05253.1 

XIWI_040405.1 

M59812.1 
D43639.1 
m 014575.1 
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seob2555 


uncharacterized bone marrow protein BM029 (BM029) 


NM_0 18450.1 




5482 


SEOB0261 


uncharacterized bone marrow protein BMG31 
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5497 


MIOA2560a 


ADP-ribosylation factor 


L38490 




5498 


fCR0077 


ADP-ribosylation factor (hARF5) 


M57567 




5499 


ncr4572 


ADP-ribosylation factor 3 (ARF3) 


NM_001 659.1 




5500 


hfcr9998 


ADP-ribosylation factor binding protein (GGA1) 


AF1 90862.1 




5501 


mioa7773a 


ADP-ribosylation factor GTPase activating protein 1 , 


BC005122.1 



5502 ncr8041 

5503 fcrb2534 

5504 SEOA3989a 

5505 seoa8146 

5506 miob1007 

5507 ncr2862 



clone MGC: 10272 IMAGE:3938853, mRNA, complete 
cds 

ADP-ribosylation factor-like 5 (ARL5), mRNA NM_012097.1 

ADP-ribosylation factor-lil<e 6 interacting protein XM_027365.2 
(ARL61P), mRNA 

alpha-catenin-like protein (CTNNAL1) AF030233 

ARP1 (actin-related protein 1 , yeast) homolog A XM_031 949.1 
(centractin alpha) (ACTR1A), mRNA 

beta-arrestin 2(=ARRB2) AF1 06941 .1 

Ca/calmodulin-dependent protein kinase II, delta subunit NM_012519.1 
(Camk2d) 
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connexin 26 (GJB2) 


M86849.2 


5545 


hfcr6043 


Creatine transporter (SLC6A8) and (CDM) paralogous 


gi1401058 






genes, (=accessory protein BAP31/BAP29 ) 




5546 


SEOB1158 


dopamine responsive protein DRG-1 


AF271994.1 


5547 


ncr5975 


familial intrahepatic cholestasis 1 , (progressive, Byler 


NP_005594.1 



disease and benign recurrent) (RefSeq aa 3e-91) 
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5548 FCR0300 

5549 miob3968 

5550 hfcr3391 

5551 seoa8040 



5552 fcrb1892 

5553 fcrb2704 

5554 ncrc6005 



5555 FCR0553 

5556 ncr3527 

5557 ncr2083 

5558 MioAsgsg 

5559 MIOA2167a 

5560 seob7123 

5561 seob7758 

5562 ncr5485 

5563 seob7444 

5564 fCR0087 

5565 nnioa9604 

5566 FCR5879 

5567 miob2533 

5568 miob5012 

5569 fcrb0332 

5570 MIOA8973 

5571 FCR7419 

5572 FCR5378 

5573 FCR2180N 

5574 miob6442 

5575 FCR0440 

5576 MIOA7403a 

5577 MIOA6484a 

5578 SEOA2442a 

5579 ncr7839 

5580 hfcr2732 

5581 ncr7570 

5582 SEOB0650a 

5583 MIOA6717a 

5584 FCR0224 

5585 hfcr1284 

5586 hfcr2820 



gamma-aminobutyraldehyde dehydrogenase (=U50203 U34252 
aldehyde dehydrogenase E3') 

gamma-aminobutyric acid (GABA) A receptor, alpha 4 NM_000809. 1 
(GABRA4) 

gamma-aminobutyric acid (GABA) B receptor, 1 NM_001471 .1 
(GABBR1) 

glycoprotein (transmembrane) nmb (GPNMB), mRNA Hs.82226 
/cds=(91 ,1773) ygb=NM_002510 /gi=4505404 
/ug=Hs.82226 /len=2669 

hemoglobin, alpha 1 (HBA1) NM_000558.3 

hemoglobin, alpha 2 (HBA2), NM_000517.3 

large conductance calciu m- and voltage-dependent U 11 058.2 
potassium channel alpha subunit (MaxiK) mRNA, 
complete cds 

L-type calcium channel beta-1 subunit (CACNLB1) U39412 
(=Mg2303 voltage-dependent calcium channel beta-1) 

Machado-Joseph disease (MJD) NM_004993.1 

membrane-bound aminopeptidase P (XNPEP2) gene AF1 95953.1 

minK-related peptide 3 AF076533.1 

0CTN2 AB016625.1 

PALS1 AF1 99008 

potassium channel subunit (=AB037843 KIAA1422) AF089730 
potassium large conductancecalcium-activated channel, NP_002238.1 
subfamily M, alpha member 1 2e-54 

potassium voltage-gated channel, shaker-related NM_003471.1 
subfamily, beta member 1,(KCNAB1) 

proton pump polypeptide M58758 

SODIUM/HYDROGEN EXCHANGER 6 (NA( )/H( ) Q92581 NAH6 
EXCHANGER 6) (NHE-6) (KIAA0267) 

TRPC1 protein X89066 

VDAC1 gene porin isoform 1 AJ250039.1 

voltage-gated potassium channel KCNQ5 (KCNQ5) AF263835.1 

cell surface glycoprotein PI H12 precursor AF089868.1 

killer cell lectin-like receptor subfamily B, member 1 NM_002258. 1 
(KLRB1) (=hNKR-P1a protein (NKR-P1A)) 

METAXIN spQ13505 

beta 2 X02344 

beta4-integrin (ITGB4) (low match) U66534 

cadherin 5, VE-cadherin (vascular epithelium) (CDH5) NM_001795.1 

cadherin-15 D83542 
cerebral cell adhesion molecule (=AB01 11 56 KIAA0584) AF1 77203.1 
(75% aa) 

c-type lectin DCL1 (ORF) AF121352 

cysLTI LTD4 receptor (CYSLT1 ) AF1 1 971 1 . 1 

desmoplakin (DPI, DPIl) (RefSeq aa 1e-88) NP_004406.1 

flotillin 1 (FL0T1) NM_005803.2 

focal adhesion kinase (FAK) LI 3616.1 

fucosyltransferase 8 (alpha (1 ,6)fucosyltransferase) NP_004471 .1 

GPI transamidase AF022913 

hGAAl AB006969 

ICHIT protein (52/53) AJ01 0903. 1 

insulin-like growth factor binding protein 4 (IGFBP4) M62403.1 
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5587 MIOA3469a 

5588 miob0681 

5589 ncr0912 



5590 SEOB1144 

5591 hfcr4488 

5592 fcrb1697 

5593 ncrc6620 

5594 hfcr2275 

5595 hfcr0412 

5596 FCR1421N 

5597 hfcr8252 

5598 ncrc1368 

5599 MIOA3588a 

5600 seob6797 

5601 MIOB2687 

5602 hfcr4046 



integrin alpha 6 

integrin associated protein 

integrin beta 3 binding protein (betaS-endonexin) 

(ITGB3BP), (=nuclear receptor co-activator NRIF3 

(NRIF3)) 

INTEGRIN BETA-8 PRECURSOR 

integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 

(ITGA5) 

junctional adhesion molecule 3 (JAM3) 
N-cadherin mRNA, complete cds 
nel {chicken)-like 2 (NELL2) 
neural cell adhesion molecule 
neural F box protein NFB42 
ninjurin 2 (NINJ2) 

novel protein AHNAK mRNA, partial sequence 
p55-related MAGUK protein DLG3 (dlg3) 
PCDH-psi3 pseudogene 
PNGase 

polycystic kidney disease 1 (autosomal dominant) (PKD1) 



X53586 
Z25524.1 
NM 014288.1 



spP26012 
NM_002205.1 

XM_053514.1 

M34064.1 

NM_006159.1 

X07200.1 

AF098301 

NM_016533.1 

M80899.1 

AF1 24435.1 

AF 152529.1 

AF250924.1 

NM 000296.1 



:2 5603 


hfcr7101 


Semaphorin A (V)(SEMA5) 


NM_004636.1 


S 5604 


BFCW0401 


semaphorin V 


U28369 


5605 


FCR6016 


syntaxin 5 


U26648 


.2 5606 


SEOA4296a 


syntaxin4-interacting protein synip (ORF) 


AF1 52924 


fi 5607 


BFCW0288 


SYT 


X79201 


5608 


MIOA0218a 


thrombomodulin, endothelial cell 


M 16552 


L 5609 


hfcr9352 


TRAF interacting protein (TRIP) 


NM_005879.1 


y 5610 


seob8021 


TRAF5 


AB000509.1 


?r! 5611 


ncr2472 


TRAF-interacting protein l-TRAF 


U59863.1 


vi 5612 

IS 


ncr0240 


triple functional domain(PTPRF interacting) (TRIO)(ORF) NM_007118.1 


? 5613 


FCR0503 


Tspan-3 


AF054840 


m 5614 


ncr7239 


NoplOp 


NM_01 8648.1 


5615 


fcrb1917 


chromodcmain helicase DNA binding protein 3 (CHD3) 


NM_001272.1 



5616 FCR3274 


chromosomal protein HMG1 related gene 


D14718 


5617 hfcr9975 


chromosome-specific mRNA 


L23207.1 


5618 miob6717 


cisplatin resistance associated (CRA) 


NM_006697.1 


6619 hfcr9188 


HI histone{H1F0) 


NM_005318.1 


5620 ncr7312 


H2A histone family, member Y (H2AFY)(= histone 


NM_004893.1 




macroH2A1.2) 




5621 hfcr6965 


H2B histone family, member Q (I-I2BFQ) 


NM_003528.1 


5622 ncrb1923 


heterochromatin protein homologue (HP1) 


L07515.1 


5623 SEOA1419a 


heterochromatin protein p25 


U35451 


5624 MlOA7408a 


high mobility group 1 protein 


LI 3804 


5625 seob5574 


high mobility group 1-like protein L6 (HMG1L6) 


AF076678.1 




retropseudogene sequence 




5626 FCR3032 


high mobility group box (SSRP1) 


M86737 


5627 FCR7542 


high mobility group HMGIC/NFIB fusion protein 


AF022215 




(HMGIC/NFIB) 




5628 miob5699 


high mobility group-box containing protein 1 (HBP1) 


NM 012257.1 


5629 MIOA6807a 


highly charged protein (D13S106E) (=X59131) 


gi5031648 
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5630 fcrb2013 

5631 FCR6924 

5632 hfcr0858 

5633 miob5646 

5634 FCR0833 

5635 SEOA9729 



high-mobility group (nonhistone chromosomal) protein 1 XM_028234.1 
(HMG1) 

high-mobility group phosphoprotein (HMGI-C) L41044 

high-mobility group phosphoprotein isoform l-C (HMGIC) U28754.1 
gene 

histone acetylase complex subunit (SPT3) AF073930. 1 

histone H2A.X. X14850 

hp1-gamma+D2192 Heterochromatin protein 1 gamma AB030905 



5636 ncrc7189 

5637 FCR0508 

5638 hfcr4446 

5639 FCR4471 

5640 FCR6412 

5641 fcrb1095 

5642 seoa7966 



importin beta subunit L38951.1 

Nap1 protein (=AB01 1 159 hypothetical protein D84346 
(KIAA0587)) 

non-histone chromosomal protein (NHC) U90549.1 

nonhistone protein HMGI M21683 

nucleosome assembly protein 2 U77456 

PDNA sequence AC clone 219d7, AF225899 

pericentrioiar material 1 (PCM1), mRNA /cds=(409,6483) Hs.75737 
/gb=NM_006197 /gi=5453855 /ug=Hs.75737 /len=6577 



2 5643 FCR5019 

y 5644 seob4224 

Si 5645 ncr7211 

f\ 5646 hfcr6199 



fZ 5647 SEOB1744 

5648 fcrb1990 
1. 5649 hfcr9787 



!H 5650 
K 5651 

l| 5652 
P 5653 
5654 
5655 
5656 
5657 
5658 
5659 
5660 
5661 
5662 



FCR3418 

MIOB2564 

ncrc1687 

SEOB0084 

miob3371 

SEOA2633 

FCR3201 

seob4467 

MIOA1097 

ncr8413 

ncrc4227 

ncrc0139 

SEOB3556 



RecQ4 DNA helicase 

RPA interacting protein alpha (44% ORF) 

RTS gene 

RuvB (E coli homolog)-like 2(RUVBL2) (=erythrocyte 
cytosolic protein ) 

telomeric repeat binding factor 2 (TERF2) 

TERF1 (TRFI)-interacting nuclear factor 2 (TINF2) 

TRF2-interacting telomeric RAP1 protein (RAP1) mRNA, 

complete cds 

34 kDa Mov34 homolog 

BTG family, member 3 (BTG3) 

cdk inhibitor p27KIP1 

MD-2 protein (MD-2) 

M-phase phosphoprotein 4 (MMP4) 

OM-1 

200 kD protein 

5-azacytidine induced gene 2 (Azi2) 

BM-006 

BM-008 

BM-017(=ALEX3) 
BM022 mRNA 

CDC23 (cell division cycle 23, yeast, homolog) (CDC23) 



AB006532 
GAB45690.1 
AF305057.1 
NM_006666.1 

NM_005652.1 
XM_033252.1 
AF262988.1 

U70735 

5802989 
AY004255.1 
NM_015364.1 
NM_012218.1 
X67534 
X80169 
NM_01 3727.1 
AF208848 
AF208850 
AF208859.1 
AF212225.1 
NM 004661.1 



5663 
5664 
5665 
5666 
5667 
5668 
5669 
5670 
5671 
5672 



BFCS0266 

SEOA8684 

FCR4582 

seob5395 

SEOA3895 

hfcr5147 

FCR6881 

miob2473 

MIOA4721 

seob5942 



CDC37 homologue 
Cdc7 (CDC7) 

cdk-inhibitor p57/KiP2 (CDKN1C) (=U22398) 

cell cycle gene RCC1 

clkl 

cycA gene for cyclin A 
cyclin B 

cyclin C (CONC) 

cyclin G1 interacting protein 

cyclin H (CCNH) mRNA 



U43077 

AF01 5592.1 

U48869 

XI 2654.1 

L29219 

X68303.1 

M25753 

NM_005190.2 

U61837 

NM 001239.1 



Figure 6A - EST Names Corresponding to Unique Known Genes of Figure 6 - Page 309 of 312 



oD/o ncroo4o 


cyciin i\ ^KeToecj aa oe-ozj 






auaI'ia Ti /RofQoA aa 7e_7'^\ 

uyciin 1 1 ^r\eiOct| ad /c-/oj 


MP nni9'^i 1 


oo / o fiTcru / 


nx/Alin TO /r*PWT9^ 


MM 001941 1 


oo/o mcrooyo 


oyciin--uepenueriL Kinase \\^lj\j^'-\iisxs) iu y^wL^rxiu^^iiuii- 


MM 00*^^74 1 




cxaci maicn, poboiuiy iiuvciy 




OD/ / otUAZUU4 


r*V/^l IM nPDPKinPMT k'IMAQPQ PP/^I II ATHPV 


sproooo 1 




Qi iRi iMiT 1 fnw<^ 1^ 

OUDUINII I ^LrfVo- I j 






u-iype cyciin-inieracting proiein i \uir \ ) 


ArUOZOOy 


00 /v^ nrcro/oo 


AnKon/^Ai* Af ^Aol'A /^^^AeAAhild^ hAnriAlAA 0 /P7I— 10^ 

ennancer OTzesie ^L/rosupniiaj nuiiiuioy z ^cz-nzj 


MM OCiAA^f\ 1 


ODOU nTClZ^lOU 


ranconi anemia, compicmeniaLion yroup vj ^r/MNi-roj 


MM nnAR9Q 1 


ooo 1 ncr Douzu 


/^AMP nrAtain /— l^lAAn'^70 nrAfoin \ 


A iniOOftQ 1 


OOOZ OCUDI004 


geminin 


AFOfiTft'^'^ 1 
/ArUOi OOO. 1 


OOOO OCL/MOOUO 


r^TD hinrliAA ArAtain eimilor fA Q AAra\/icioa 

\j 1 uinuiny pruiein oniiiidi lu o. csrsvioidc riDo i 


MM OORR'PO 1 




^mDO 1 ) crxrOj ^— r\lr\A lUOO/ 




0D04 \vll\Jr\ \0 1 Ha 


r^TD ^^in^^^AA ArAtoin 

V3 i r-Dinuiny proiein 




oooO rur\*5f / z 


f^TD V\\nriir\rt nm^Am /PAP^\ 

V3 1 r-Dinainy proiein ^r\MD4y 


IVIZOZ I 1 


oooD rUKbo/ / 


1 r-Dinaing proiein ^rnoD; 


Aruyoo 1 0 


OOO/ rLrKUzoo 


o 1 r-DinQing protein ^rnouj AuouzD,Luyioyj 


LZOUOU 


OOOO miODo17o 


GTr-binding protein alpha q subunit (CjNAU) mKNA, 


U400OO.1 




complete cds 




ODoy otUA4z4Da 


\j I r-Dinaing proiein i\od 


API on'^'^A 
Mr IZUo04 


009U IvlIOA4792a 


o 1 r-Dinaing protein ran 


ArUOooU/ 


ooy 1 ncr i o i u 


MAPP /MARP^ nona 

nr\r\r \^rir\rv"y gene 


r\r^ I UOOO. i 


5692 rOR0o04 


HSCjAK 


lJoo4oo 


5693 hfcr8947 


lodestar protein 


AF080255.1 


5694 MIOA6811a 


Mig-6=mitogen-inducible gene mig-6 product 


gi1 037127 


5695 miob1811 


minichromosome maintenance deficient (mis5, S. 


NM_005915.2 




pombe) 6 (MCM6) 




6696 FCR43oO 


Miz-1 protein 




5697 MIOA102O 


myleoid differentiation primary response protein IVIyDSS 


U70451 


o69o ncrbo7oo 


• 

NIMA (never in mitosis gene a)-related kinase 6 (NEK6) 


NIVI_014o97.1 


ooyy otubi/o/ 


nucleolar proiein p4u 


/v\D40 / O 1 . 1 


0700 seoDooou 


nUCleOlin (NLrL) (-rLJ20zl4 TIS; 


NM^UUOOol .1 


0/U1 IVIIUAz44/a 


K\Qcn/i^rvi /— nccTdc D^fs.ArsA7- noQyico h^>I/^^vlo^ 
poOlVICm (-UOO/TD rlCuC4/, lJZo4oU nivlOlVlZ; 


A/4/yD 


5702 FCK3143 


PRAD1 cyciin 


Ao9/yo 


5703 nTcr3514 


Pseudoautosomal GTP-binding protein-like 


Klim A400A7 

NIVI_0 12227.1 




(rvjKL)(UKrj- Y14oy i.z 




0/04 rUK4444 


Knob-zD Kaa \j 1 rase nomoiog 


OOZZ4U 


5705 ncrc9774 


topoisomerase II alpha-4 {AF285159) 


A A^H OvinC 4 

AAC31o40o.1 


o70d ocUd0944 


Fas-associated factor, FAF1 (Faf1 gene) 


A /I AQ A 

AJZ/ i4Uo.1 


o/u/ r)cr4/ /I 


neuronal thread protein AD7c-NTP 


KIP nKKQni i 
l\r_^UOOoUl.1 


5708 MIOA7544a 


neutral sphingomyelinase (N-SMase) activation 


gi4oOo4D4 




associated tactor (NoMAr) (-A9booD fan protein) 




0/09 ob(JA4DUla 


Newcastle disease virus inducible protein 


Uzoz/b 


0/ lu riTcrooou 


APr^*\ /oii+AAhoA\/ ^ Q Aoro\/icioo^ liU'o /AP^^^^I ^ 
r\r\DD ^aUlOpnayy O, O.CcreVI5ldcy-lll\e \r\r\jO\-) —\ 






apoptosis specific protein) 




5711 miob0782 


apoptosis inhibitor 1 (ARM) 


NM_001 166.1 


5712 hfcr3633 


apoptosis inhibitor survivin gene, complete cds 


U75285.1 


5713 SEOB0514 


apoptosis related protein APR-3 


AF144055.2 


5714 ncrb1084 


apoptosis-associated nuclear protein (PHLDA1) gene 


AF239986.1 
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5715 ncr9826 

5716 MIOA0466 

5717 ncrb0273 

5718 hfcr9438 

5719 ncrb4538 

5720 FCR4834 

5721 MIOA4542a 

5722 miob1318 

5723 MIOA1955a 

5724 seoa7699a 

5725 FCR5618 

5726 MIOA7247a 

5727 MIOA2152 

5728 SEOB0418 

5729 miob0399 

3 5730fCR0925 
» 5731 hfcr9643 

:i 5732 SEOA9724 
» 5733 SEOB1323 

5734 MIOA5889a 

5735 hfcr3647 
3 5736 ncr3568 
V 5737 FCR3584 

5738 ncrcl 175 



5739 ncrc7105 

5740 FCR4740 

5741 FCR6714 

5742 SEOA8432 

5743 SEOB0031 

5744 ncr1522 

5745 ncr3260 

5746 ncrc9328 

5747 ncrc4663 

5748 MIOA4037a 



Baculoviral lAP repeat-containing 3 (BIRC3)(=inhibitor of NiVI_001 165.2 
apoptosis protein-1 (MIHC) 

Bcl-2-binding protein (BAG-1 ) AF022224 

bridging integrator protein-1 (BINI)gene U84000.1 

caspase 3, apoptosis-related cysteine protease (CASP3) NM_004346.1 

caspase 6, apoptosis-related cysteine protease XP_003600.1 

cell death suppressor (WA1 ) {=AF049672) AF000267 
cell recognition molecule Caspr2 (=AB02G675 KIAA0868) AF193613 
(60% aa) 

death-associated protein l<inase 1 (DAPK1) NM_004938.1 

DRAK1 AB011420 

dual specificity phosphatase 6, clone MGC:3789 BC003143.1 
IMAGE:2906126, mRNA, complete cds 

DUSP6 (=X93920 protein-tyrosine-phosphatase) AB01 3382. 1 

ES18 AF083930 

Fas-apoptosis inhibitory molecule (Faim) AF1 30367.1 

neuronal apoptosis inhibitory protein 6 (Naip6); Naip3 AF242431 .1 

neuronal cell death-related protein (LOC51616), mRNA NM_015975.1 

neurotrophin-3 (NT-3) M37763 

programmed cell death 5(PDCD5),(= TFAR1) NM_004708.1 
Length = 559 

programmed cell death 9 (PDCD9) (ORF) AF1461 92 

RIP protein kinase U50062.1 

seCReted apoptosis related protein 1 (Sarpi) AF017989 

Siva-2(0RF) AF033111 

Kin1 7 protein AJ005273.1 

MSSP D82352 

ATP-DEPENDENT DNA HELICASE II, 80 KDA spP13010 
SUBUNIT (LUPUS KU AUTOANTIGEN PROTEIN P86) 
(KU86)(KU80) (86 KDA SUBUNIT OF KU ANTIGEN) 
(THYROID-LUPUS AUTOANTIGEN) (TLAA) (CTC BOX 
BINDING FACTOR 85 KDA SUBUNIT) (CTCBF) 
(CTC85) (NUCLEAR FACTOR IV) (DNA-REPAIR PRO>) 

DNA fragmentation factor, 45 kD, alpha polypeptide NM_004401 .1 
(DFFA) 

DNA polymerase delta M81735 

DNA replication licensing factor (huMCM2) (=D21 063 D83987 
KIAA0030) 

DNA-DIRECTED RNA POLYMERASE I1 1 9 KDA spP52433 
POLYPEPTIDE (RPB7) 

DNA-DIRECTED RNA POLYMERASES I, II, AND III 7.0 spP53803 
KD POLYPEPTIDE (ABC10-ALPHA) (RPB7.0) 

gene encoding splicing factor SF1 AJ000052.1 

line-1 reverse transcriptase AAC51 337.1 

meiotic recombination (S. cerevisiae)1 1 homolog B NP_005582.1 
(RefSeq aa 9e-69) 

meiotic recombination protein REC14 AAG3 1639.1 

origin recognition complex protein 2 homologue U27459 
(hORC2L) 
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5749 FCR3743 

5750 MIOA1775 

5761 ncrc7016 

5752 seob7392 

5753 ncr3516 

5754 hfcr7505 

5755 hfcr6600 

5756 hfcr7317 
^Ibl FCR6314 

JIl 5758 hfcr9549 

% 5759 FCR4803 

7\ 5760 ncr9686 
,2 5761 FCR4494 

5762 miob3234 

Vii 

?! 

Ir; 5763 hfcr6384 



5764 
5765 
5766 
5767 
5768 
5769 
5770 
5771 
5772 
5773 
5774 
5775 
5776 
5777 
5778 
5779 



SEOB1778 

miob0682 

ncr1791 

SEOA3121a 

FCR0090n 

BFCW0134 

ncrb1247 

SEOB0975 

hfcr3531 

FCR0490 

mioa0506m 

MIOA3685a 

ncrb1861 

ncr5168 

miGb3315 

seca7752a 



origin recognition complex subunit 4 (0RC4L) AF047598 
(=AF022108) 

origin recognition complex subunit LATHEO (LATHEO) AF093535. 1 

origin recognition complex, subunit 3{yeast homolcg)-iil<e NP_036513.1 
(RefSeq aa 2e-84) 

polymerase (RNA) II (DNA directed) polypeptide A NM_000937.1 

{220kD) (P0LR2A) 

polymerase (RNA) II (DNA directed) polypeptide C NM_002694.1 
(33kD) (P0LR2C) mRNA(=variant beta for RNA 
polymerase 11 subunit 3)(= polymerase subunit hRPB 33) 

polymerase (RNA) II (DNA directed) polypeptide E NM_002695.1 
(25kD) (P0LR2E) 

polymerase (RNA) II (DNA directed) polypeptide I NM_006233.2 
(14.5kD) (P0LR2I) 

polymerase (RNA) III (DNA directed) (39kD) (RPC39) NM_006466.1 

polymerase II subunit hsRPB4 U89387 

primase, polypeptide 1 (49kD) (PRIM1)(= (subunit p48)) NM_000946.1 

replication factor C, 40-kDa subunit (A1 ) (=AF045555) M87338 



5780 fcrb1590 

5781 SEOB0376 

5782 miob5412 

5783 fcrb2381 

5784 ncrb8747 



reverse transcriptase (non-exact) 
BAF60b 

binding proteln(SRM300){= HSPC075)(= splicing 
coactivator subunit SRmSOO) 
Length = 7789 

budding uninhibited by benzimidazoles 1 (yeast 
homolog), beta(BUBIB) 
anaphase-promoting complex subunit 7 (APC7) 
BCL2-associated athanogene 2 (BAG2) 
CDEI binding protein 

cell division protein (=AJ005892 JM23 protein) 
cytosolic adenylate kinase (AK1) 
D9 splice variant A 

disabled (Drosophila) homolog 1 (DAB1) 
discs, large (Drosophila) homolog 1 (DLG1) 
D-prohibitin 
hERV1 

hevin like protein =high endothelial venule (ORF) 

Murr2 (=AB018272 KIAA0729) 

Notch2 

progestin induced protein (RefSeq aa 6e-32) 
prohibitin (PHB) 

proliferating cell nuclear antigen (PCNA), mRNA 
/cds=(1 18,903) /gb=NM_002592 /gi=4505640 
/ug=Hs.78996 /len=1231 
proliferation potential-related protein 
proto-oncogene (Wnt-5a) 
RFG 

SEPTIN 6 type li (SEPTIN6) mRNA, complete cds 
tumor endothelial marker 7 precursor (aa 3e-13) 



AAB02291.1 
AF068245 
NM 016333.1 



NM_001211.2 

AF 191 340.1 

NM_004282.2 

Z22572.1 

AF063015 

J04809 

U95006 

NM_021 080.1 

gi4758161 

AF1 78980 

U31176 

X82157 

D85434 

D32210.1 

NP_056986.1 

NM_002634.2 

Hs.78996 



AF352051.1 
L20861.1 
X77548.1 
AF403059.1 
NP 065138.1 
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5785 MIOA3725a 

5786 hfcr8925 

5787 hfcr8824 

5788 seob4030 

5789 nerd 203 

5790 seob1061 

5791 hfcr2941 

5792 seob5465 

5793 hfcr2808 

5794 ncrb5384 

5795 SEOA6395 

5796 FCR4921 

5797 SEOB0999 

5798 SEOA7500a 

5799 SEOA2846 

5800 SEOA6443 

5801 hfcr0099 

5802 fcrb2126 

5803 hfcr5948 

5804 ncr7813 

5805 seoa8040 

5806 hfcr3425 

5807 SEOA8838 



tumor neCRosis factor receptor 2 (TNFR2) U521 65 

tumor necrosis factor type 1 receptor associated protein NM_016292.1 
(LOC51721), mRNA 

tumor necrosis factor type 2 receptor associated protein U12597.1 
(TRAP3) mRNA, complete cds 

tumor necrosis factor(ligand) superfamily, member 12 NM_003809.1 
(TNFSF12) (=AF055872.1 AP03L) 

tumor necrosis factor, alpha-induced protein 1 NM_021 137.1 
(endothelial) (TNFAIP1) 

tumor necrosis factor, alpha-induced protein 3 (TNFAIP3) NM_006290.1 
(=DKFZp434B029) 

tumor protein D52-like 2 (TPD52L2) NM_003288.1 

tumor protein p53-binding protein, 2 (TP53BP2) mRNA NM_005426.1 

tumor suppressing subtransferable candidate 1 (TSSC1) NM_003310.1 

tumor susceptibility gene 101 (RefSeq aa 2e-61) NP_006283.1 

raf oncogene X03484 

mitochondrial precursor receptor (=D1 3641 Human D6341 1 
KIAA0016) 

mannan-binding lectin-associated serine protease-2 X98400.1 

T cell-activating protein (HRF20) M27909 

rage protein X90530 

mitochondrial F1 Fo-ATPase synthase f subunit AF047436 

actinin, alpha 4 (H. sapiens) (LOC126227) XM_059002.1 

SH3 domain binding glutamic acid-rich protein XM_049754.1 
(SH3BGR) 

fetal liver cDNA library Homo sapiens cDNA All 74701 .1 

FSHD region gene 1 (RefSeq aa 7e-36) NP_004468. 1 

glycoprotein (transmembrane) nmb (GPNMB), mRNA Hs#S1731822 
/cds=(91,1773) /gb=NM_002510 /gi=4505404 
/ug=Hs.82226 /len=2669 

apurinic/apyrimidinic endonuclease(APEX nuclease)-like NM_014481.1 
2 protein (APEXL2) 

giutamlne-fructose-6-phosphate transaminase 1 NM_002056.1 
(GFPT1) 
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1 


BFCN0001 


61 


BFCN0118 


121 


2 


BFCN0002 


62 


BFCN0119 


122 


3 


BFCN0003 


63 


BFCN0120 


123 


4 


BFCN0005 


64 


BFCN0124 


124 


5 


BFCN0006 


65 


bfcn0127n 


125 


6 


BFCN0007 


66 


bfcn0128 


126 


7 


BFCN0008 


67 


bfcn0130 


127 


8 


BFCN0009 


68 


BFCN0133 


128 


9 


BFCN0010 


69 


bfcn0134n 


129 


10 


BFCN0012 


70 


BFCN0135 


130 


11 


BFCN0013 


71 


BFCN0136 


131 


12 


BFCN0018 


72 


BFCN0138 


132 


13 


BFCN0019 


73 


BFCN0139 


133 


14 


BFCN0021 


74 


bfcn0140n 


134 


15 


BFCN0024 


75 


BFCN0142 


135 


16 


BFCN0027 


76 


BFCN0156 


136 


17 


BFCN0029 


77 


BFCN0164 


137 


18 


BFCN0031 


78 


BFCN0168n 


138 


19 


BFCN0034 


79 


BFCN0171 


139 


20 


BFCN0038 


80 


BFCN0172 


140 


21 


BFCN0039 


81 


BFCN0173 


141 


22 


BFCN0040 


82 


BFCN0177 


142 


23 


BFCN0042 


83 


BFCN0178 


143 


24 


BFCN0045 


84 


BFCN0179 


144 


25 


BFCN0047 


85 


BFCN0180 


145 


26 


BFCN0048 


86 


BFCN0181 


146 


27 


bfcn0049 


87 


bfcn0182n 


147 


28 


BFCN0050 


88 


BFCN0185n 


148 


29 


BFCN0051 


89 


BFCN0186 


149 


30 


BFCN0053 


90 


bfcn0190n 


150 


31 


BFCN0055 


91 


BFCN0192 


151 


32 


bfcn0056nn 


92 


BFCN0194 


152 


33 


BFCN0059 


93 


BFCN0195 


153 


34 


BFCN0060 


94 


BFCN0196 


154 


35 


BFCN0062 


95 


BFCN0197 


155 


36 


BFCN0065 


96 


bfcn0198nn 


156 


37 


BFCN0067 


97 


BFCN0199 


157 


38 


BFCN0072 


98 


BFCN0202n 


158 


39 


bfcn0073n 


99 


BFCN0203 


159 


40 


BFCN0075 


100 


BFCN0204 


160 


41 


BFCN0079 


101 


BFCN0205 


161 


42 


BFCN0081 


102 


BFCN0206n 


162 


43 


BFCN0082 


103 


BFCN0207 


163 


44 


bfcn0083n 


104 


BFCN0208 


164 


45 


BFCN0085 


105 


BFCN0209 


165 


46 


BFCN0090 


106 


BFCN0210 


166 


47 


bfcn0092 


107 


BFCN0211 


167 


48 


BFCN0093 


108 


BFCN0213 


168 


49 


BFCN0094 


109 


BFCN0214 


169 


50 


BFCN0096 


110 


bfcn0215nn 


170 


51 


BFCN0097 


111 


BFCN0216 


171 


52 


bfcn0098 


112 


bfcn0217n 


172 


53 


BFCN0105 


113 


BFCN0219 


173 


54 


BFCN0109 


114 


BFCN0220 


174 


55 


BFCN0112 


115 


BFCN0222 


175 


56 


BFCN0113 


116 


bfcn0224n 


176 


57 


BFCN0114 


117 


BFCN0225 


177 


58 


BFCN0115 


118 


BFCN0226 


178 


59 


BFCN0116 


119 


BFCN0227 


179 


60 


bfcn0117n 


120 


BFCN0228 


180 



BFCN0229 


181 


BFCS0074 


241 


BFCS0302 


BFCN0232 


182 


BFCS0077 


242 


BFCS0303 


BFCN0233 


183 


BFCS0079 


243 


BFCS0309n 


BFCN0235 


184 


BFCS0081 


244 


bfcs0311 


BFCN0236 


185 


BFCS0082 


245 


BFCS0312n 


bfcn0238n , 


186 


BFCS0083 


246 


BFCS0313 


BFCN0239 


187 


BFCS0088n 


247 


BFCS0314 


BFCN0245 


188 


BFCS0089 


248 


BFCS0315n 


BFCN0246 


189 


BFCS0092 


249 


BFCS0316 


BFCN0247 


190 


BFCS0093 


250 


BFCS0317 


bfcn0248n 


191 


BFCS0094 


251 


BFCS0319 


BFCN0249 


192 


BFCS0195n 


252 


BFCS0320 


BFCN0250 


193 


BFCS0196 


253 


BFCS0321 


BFCN0251 


194 


BFCS0198 


254 


BFCS0322 


BFCN0252 


195 


BFCS0199 


255 


BFCS0324 


BFCN0253 


196 


BFCS0202 


256 


BFCS0326 


BFCN0254 


197 


BFCS0203 


257 


BFCS0330 


BFCN0255 


198 


BFCS0205 


258 


BFCS0331 


BFCN0256 


199 


BFCS0206n 


259 


BFCS0332 


BFCN0259 


200 


BFCS0207n 


260 


BFCS0335 


BFCN0261 


201 


BFCS0208n 


261 


BFCS0336 


BFCN0265 


202 


BFCS0212 


262 


BFCS0337 


BFCN0266 


203 


BFCS0214 


263 


BFCS0338 


BFCN0267 


204 


BFCS0216 


264 


BFCS0342 


BFCN0268 


205 


BFCS0219 


265 


BFCS0343 


BFCN0270 


206 


BFCS0220 


266 


BFCS0345 


bfcn0271 


207 


BFCS0223 


267 


BFCS0346n 


BFCN0272 


208 


BFCS0228 


268 


BFCS0347n 


BFCN0273 


209 


BFCS0229 


269 


BFCS0368 


bfcn0274 


210 


BFCS0231 


270 


BFCS0369 


bfcn0485 


211 


BFCS0232 


271 


BFCS0371 


BFCS0001 


212 


BFCS0233 


272 


BFCS0377 


BFCS0003 


213 


BFCS0238 


273 


BFCS0379 


BFCS0005 


214 


BFCS0239n 


274 


BFCS0384 


BFCS0006 


215 


BFCS0241 


275 


BFCS0389 


BFCS0007 


216 


BFCS0244 


276 


BFCS0390 


BFCS0008 


217 


BFCS0246 


277 


BFCS0391 


BFCS0009 


218 


BFCS0257 


278 


bfcs0392 


BFCS0014 


219 


BFCS0259 


279 


BFCS0393 


BFCS0021 


220 


BFCS0260 


280 


BFCS0396 


BFCS0022 


221 


BFCS0261 


281 


BFCS0398 


BFCS0024 


222 


BFCS0264 


282 


BFCS0399 


BFCS0027 


223 


BFCS0265 


283 


BFCS0404 


BFCS0034 


224 


BFCS0266 


284 


BFCS0407 


BFCS0035 


225 


BFCS0269n 


285 


BFCS0408 


BFCS0037n 


226 


BFCS0270 


286 


BFCS0417 


BFCS0038 


227 


BFCS0276 


287 


BFCS0420 


bfcs0039nn 


228 


BFCS0277 


288 


BFCS0421n 


BFCS0041 


229 


BFCS0280 


289 


BFCS0457 


BFCS0042 


230 


BFCS0281 


290 


BFCS0462 


BFCS0043 


231 


BFCS0283 


291 


BFCS0463 


BFCS0045 


232 


BFCS0284 


292 


BFCS0468n 


BFCS0047n 


233 


BFCS0285 


293 


BFCS0469n 


BFCS0048n 


234 


BFCS0286 


294 


BFCS0478 


bfcs0049 


235 


BFCS0289 


295 


BFCS0479 


BFCS0050 


236 


BFCS0292 


296 


BFCS0481 


BFCS0054 


237 


BFCS0296 


297 


BFCS0483 


BFCS0055 


238 


BFCS0297 


298 


BFCS0484 


bfcs0057n 


239 


BFCS0299 


299 


BFCS0485 


BFCS0058 


240 


BFCS0300 


300 


BFCS0487 
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301 


BFCS0489 


361 


BFCW0064n 


421 


BFCW0192 


481 


BFCW0304 


541 


BFCW0408 


302 


BFCS0491 


362 


BFCW0065 


422 


BFCW0194 


482 


BFCW0307 


542 


BFCW0409 


303 


BFCS0492 


363 


BFCW0067 


423 


BFCW0197 


483 


BFCW0310 


543 


BFCW0412 


304 


BFCS0493 


364 


BFCW0069n 


424 


BFCW0198 


484 


BFCW0311 


544 


BFCW0413n 


305 


BFCS0494 


365 


BFCW0071 


425 


BFCW0200 


485 


bfcw0312n 


545 


BFCW0414 


306 


BFCS0495 


366 


BFCW0072 


426 


BFCW0202n 


486 


BFCW0313 


546 


BFCW0415 


307 


BFCS0496 


367 


BFCW0073 


427 


BFCW0206n 


487 


bfcw0314n 


547 


BFCW0416 


308 


BFCS0498 


368 


BFCW0074 


428 


BFCW0207n 


488 


BFCW0316 


548 


bfcw0420 


309 


BFCS0500 


369 


BFCW0076 


429 


BFCW0209n 


489 


BFCW0317 


549 


BFCW0421 


310 


BFCS0501 


370 


BFCW0078 


430 


BFCW0210 


490 


BFCW0318 


550 


BFCW0422 


311 


BFCS0502 


371 


BFCW0079 


431 


BFCW0212 


491 


BFCW0319 


551 


BFCW0423 


312 


BFCS0503 


372 


BFCW0081 


432 


BFCW0215 


492 


BFCW0320 


552 


BFCW0424 


313 


BFCS0504 


373 


BFCW0083 


433 


BFCW0216 


493 


BFCW0323 


553 


BFCW0425 


314 


BFCS0508 


374 


BFCW0085 


434 


BFCW0217n 


494 


BFCW0325 


554 


BFCW0426 


315 


BFCS0509 


375 


BFCW0088 


435 


BFCW0218 


495 


BFCW0326 


555 


BFCW0429 


316 


BFCS0513 


376 


BFCW0090 


436 


BFCW0219n 


496 


BFCW0327 


556 


BFCW0430n 


317 


BFCS0516 


377 


BFCW0092 


437 


BFCW0220 


497 


BFCW0329 


557 


BFCW0431 


318 


BFCS0518n 


378 


BFCW0093 


438 


BFCW0223 


498 


BFCW0330n 


558 


BFCW0432 


319 


BFCS0519 


379 


BFCW0094 


439 


BFCW0224 


499 


BFCW0331 


559 


BFCW0433 


320 


BFCS0520n 


380 


BFCWGIOOn 


440 


bfcw0225n 


500 


BFCW0332 


560 


bfcw0435n 


321 


BFCS0522 


381 


BFCW0102n 


441 


BFCW0226 


501 


BFCW0333 


561 


BFCW0436 


322 


BFCS0523 


382 


BFCW0103 


442 


BFCW0228n 


502 


BFCW0334n 


562 


BFCW0438 


323 


BFCS0524 


383 


BFCW0108 


443 


BFCW0230 


503 


BFCW0335n 


563 


BFCW0440 


324 


BFCS0526 


384 


bfcw0109nn 


444 


BFCW0231 


504 


bfcw0336n 


564 


BFCW0445 


325 


BFCS0527 


385 


BFCW0111 


445 


BFCW0235 


505 


BFCW0337 


565 


BFCW0457 


326 


BFCS0531 


386 


BFCW0112 


446 


BFCW0236 


506 


BFCW0339 


566 


BFCW0458n 


327 


BFCS0532 


387 


BFCW0114 


447 


BFCW0238 


507 


bfcw0340n 


567 


BFCW0459 


328 


BFCS0533 


388 


BFCW0115 


448 


BFCW0239 


508 


BFCW0341 


568 


BFCW0460 


329 


BFCS0535 


389 


BFCW0118 


449 


BFCW0240 


509 


BFCW0345n 


569 


BFCW0461 


330 


BFCS0538 


390 


BFCW0132 


450 


BFCW0241 


510 


bfcw0348n 


570 


BFCW0462 


331 


BFCS0539 


391 


BFCW0133 


451 


BFCW0244 


511 


BFCW0352 


571 


BFCW0464n 


332 


BFCS0541 


392 


BFCW0134 


452 


BFCW0245 


512 


BFCW0369 


572 


BFCW0467 


333 


BFCS0544 


393 


BFCW0137 


453 


BFCW0246 


513 


BFCW0370 


573 


BFCW0469n 


334 


BFCS0545n 


394 


BFCW0139n 


454 


BFCW0248n 


514 


BFCW0371 


574 


BFCW0472 


335 


BFCS0547 


395 


BFCW0140 


455 


BFCW0250 


515 


BFCW0372 


575 


BFCW0476 


336 


BFCS0548 


396 


BFCW0144 


456 


BFCW0251 


516 


BFCW0373 


576 


BFCW0478n 


337 


BFCS0549 


397 


BFCW0145 


457 


BFCW0252 


517 


BFCW0375 


577 


bfcw0479nn 


338 


BFCS0552 


398 


BFCW0146 


458 


BFCW0253n 


518 


BFCW0378 


578 


BFCW0480 


339 


BFCS0553n 


399 


BFCW0147 


459 


BFCW0254n 


519 


BFCW0379n 


579 


BFCW0481 


340 


BFCS0557 


400 


BFCW0148 


460 


BFCW0255 


520 


BFCW0380 


580 


bfcw0482nn 


341 


BFCS0559 


401 


BFCW0150 


461 


BFCW0256 


521 


BFCW0382 


581 


BFCW0483 


342 


BFCS0560 


402 


BFCW0151 


462 


BFCW0258 


522 


BFCW0384 


582 


bfcw0487n 


343 


BFCS0563 


403 


BFCW0154 


463 


BFCW0261 


523 


BFCW0386 


583 


bfcw0488n 


344 


BFCW0008 


404 


BFCW0159 


464 


BFCW0266 


524 


BFCW0388n 


584 


BFCW0489 


345 


BFCW0009 


405 


BFCW0160 


465 


BFCW0268 


525 


BFCW0389 


585 


BFCW0490 


346 


BFCW0010 


406 


BFCW0162 


466 


BFCW0275 


526 


BFCW0390 


586 


BFCW0492 


347 


BFCW0014 


407 


BFCW0166 


467 


BFCW0276 


527 


BFCW0391 


587 


BFCW0493 


348 


BFCW0019n 


408 


BFCW0169 


468 


BFCW0277 


528 


BFCW0393 


588 


BFCW0500 


349 


BFCW0020 


409 


BFCW0170 


469 


BFCW0280 


529 


BFCW0394 


589 


BFCW0506 


350 


BFCW0023 


410 


BFCW0172 


470 


bfcw0281n 


530 


BFCW0395 


590 


BFCW0510 


351 


BFCW0024 


411 


BFCW0176 


471 


bfcw0282n 


531 


BFCW0396 


591 


BFCW0511 


352 


BFCW0026n 


412 


BFCW0177 


472 


bfcw0286n 


532 


BFCW0397 


592 


BFCW0513 


353 


BFCW0035 


413 


BFCW0179 


473 


BFCW0287 


533 


BFCW0398 


593 


BFCW0515 


354 


BFCW0036n 


414 


BFCW0180 


474 


BFCW0288 


534 


BFCW0400 


594 


bfcw0516 


355 


BFCW0038 


415 


BFCW0183n 


475 


BFCW0289 


535 


BFCW0401 


595 


BFCW0517 


356 


BFCW0054 


416 


BFCW0184 


476 


BFCW0291 


536 


bfcw0402n 


596 


BFCW0518 


357 


BFCW0055 


417 


BFCW0186 


477 


BFCW0292n 


537 


BFCW0403 


597 


bfcw0519n 


358 


BFCW0056n 


418 


BFCW0188 


478 


BFCW0293 


538 


BFCW0404 


598 


BFCW0520 


359 


BFCW0060n 


419 


BFCW0189 


479 


BFCW0294 


539 


BFCW0406 


599 


BFCW0521 


360 


BFCW0062 


420 


BFCW0191n 


480 


BFCW0296 


540 


bfcw0407nn 


600 


BFCW0523 
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601 


BFCW0524 


661 


CR0022 


721 


CR0128 


781 


CR0283 


841 


CR0483 


602 


BFCW0525 


662 


CR0023 


722 


cr0131n 


782 


CR0285 


842 


CR0484 


603 


BFCW0526 


663 


CR0024 


723 


CR0133 


783 


CR0286 


843 


CR0485 


604 


BFCW0527 


664 


CR0025 


724 


CR0135 


784 


CR0289 


844 


CR0486 


605 


BFCW0529 


665 


cr0026 


725 


CR0136 


785 


CR0290 


845 


CR0487 


606 


BFCW0530 


666 


cr0027 


726 


CR0138 


786 


CR0291 


846 


CR0488 


607 


BFCW0531 


667 


CR0028 


727 


CR0140 


787 


CR0292 


847 


CR0489 


608 


BFCW0532 


668 


CR0029 


728 


CR0143 


788 


CR0296 


848 


CR0490 


609 


BFCW0534 


669 


CR0030 


729 


CR0144 


789 


CR0297 


849 


CR0491 


610 


BFCW0535 


670 


CR0033 


730 


CR0145 


790 


CR0300 


850 


CR0494 


611 


BFCW0537 


671 


CR0038 


731 


CR0146 


791 


CR0302 


851 


CR0495 


612 


bficw0539 


672 


CR0039 


732 


CR0163 


792 


CR0303 


852 


CR0496 


613 


bfcw0540n 


673 


CR0040 


733 


CR0167 


793 


cr0304 


853 


cr0499 


614 


BFCW0541 


674 


CR0042 


734 


CR0178 


794 


CR0305 


854 


CR0500 


615 


BFCW0542n 


675 


CR0043 


735 


CR0179 


795 


CR0307 


855 


CR0501 


616 


BFCW0543 


676 


CR0044 


736 


CR0180 


796 


CR0310 


856 


cr0503N 


617 


BFCW0546 


677 


cr0045 


737 


CR0183 


797 


CR0311 


857 


CR0504 


618 


BFCW0551n 


678 


CR0046 


738 


CR0184 


798 


CR0312 


858 


CR0505 


619 


BFCW0553 


679 


CR0050 


739 


CR0193 


799 


CR0323 


859 


cr0506 


620 


BFCW0554 


680 


CR0052 


740 


CR0196 


800 


CR0334 


860 


CR0508 


621 


BFCW0555 


681 


CR0054 


741 


CR0203 


801 


cr0337N 


861 


CR0515 


622 


BFCW0558 


682 


CR0055 


742 


cr0204 


802 


cr0346N 


862 


CR0516 


623 


BFCW0567n 


683 


cr0056N 


743 


CR0205 


803 


CR0348 


863 


cr0517 


624 


BFCW0568n 


684 


CR0057 


744 


CR0206 


804 


CR0351 


864 


CR0518 


625 


BFCW0569n 


685 


CR0060 


745 


CR0208 


805 


CR0354 


865 


CR0524 


626 


BFCW0570 


686 


CR0063 


746 


CR0209 


806 


CR0357 


866 


CR0525 


627 


BFCW0572n 


687 


CR0064 


747 


CR0215 


807 


CR0358 


867 


CR0526 


628 


BFCW0573 


688 


CR0065 


748 


CR0217 


808 


CR0359 


868 


CR0530 


629 


BFCW0574 


689 


CR0066 


749 


CR0219 


809 


cr0360N 


869 


CR0532 


630 


bfcw0576n 


690 


CR0067 


750 


cr0222N 


810 


CR0365 


870 


CR0533 


631 


bfcw0579 


691 


CR0068 


751 


CR0223 


811 


cr0366 


871 


CR0534 


632 


BFCW0583 


692 


CR0069 


752 


CR0228 


812 


CR0370 


872 


CR0535 


633 


BFCW0586 


693 


CR0070 


753 


CR0230 


813 


CR0373 


873 


CR0538 


634 


BFCW0587 


694 


cr0071n 


754 


CR0231 


814 


CR0389 


874 


cr0540N 


635 


BFCW0588 


695 


CR0072 


755 


CR0232 


815 


CR0394 


875 


CR0541 


636 


BFCW0589 


696 


CR0074 


756 


CR0233 


816 


CR0396 


876 


cr0542 


637 


BFCW0594 


697 


CR0076 


757 


CR0234 


817 


CR0397 


877 


CR0544 


638 


BFCW0596n 


698 


CR0077 


758 


CR0235 


818 


CR0408 


878 


CR0545 


639 


BFCW0598 


699 


cr0078 


759 


CR0236 


819 


CR0412 


879 


CR0547 


640 


BFCW0599 


700 


CR0079 


760 


CR0237 


820 


CR0414 


880 


CR0548 


641 


bfcw0601n 


701 


CR0082 


761 


CR0239 


821 


CR0423 


881 


CR0550 


642 


BFCW06G4 


702 


CR0087 


762 


CR0240 


822 


CR0427 


882 


CR0553 


643 


BFCW0605 


703 


CR0088 


763 


cr0247n 


823 


CR0429 


883 


CR0554 


644 


BFCW0607 


704 


CR0089 


764 


CR0250 


824 


CR0430 


884 


CR0555 


645 


BFCW0608 


705 


CR0090 


765 


CR0251 


825 


CR0442 


885 


CR0556 


646 


BFCW0609 


706 


CR0093 


766 


CR0253 


826 


CR0444 


886 


CR0557 


647 


BFCW0610 


707 


CR0107 


767 


CR0255 


827 


CR0445 


887 


CR0558 


648 


CR0001 


708 


CR0108 


768 


CR0256 


828 


CR0452 


888 


CR0562 


649 


CR0002 


709 


CR0109 


769 


CR0270 


829 


CR0453 


889 


cr0563n 


650 


CR0006 


710 


CR0111 


770 


CR0271 


830 


CR0454 


890 


CR0565 


651 


CR0007 


711 


CR0112 


771 


CR0272 


831 


CR0465 


891 


CR0567 


652 


CR0008 


712 


CR0113 


772 


CR0273 


832 


CR0468 


892 


CR0573 


653 


CR0009 


713 


CR0115 


773 


CR0274 


833 


CR0469 


893 


CR0577 


654 


CR0010 


714 


CR0117 


774 


CR0275 


834 


CR0471 


894 


CR0583 


655 


CR0011 


715 


CR0118 


775 


CR0276 


835 


CR0474 


895 


CR0584 


656 


CR0015 


716 


CR0119 


776 


CR0277 


836 


CR0476 


896 


CR0585 


657 


CR0016 


717 


CR0120 


777 


CR0278 


837 


CR0477 


897 


CR0587 


658 


cr0018n 


718 


CR0121 


778 


CR0279 


838 


CR0480 


898 


CR0590 


659 


cr0019 


719 


CR0124 


779 


CR0280 


839 


CR0481 


899 


CR0591 


660 


CR0020 


720 


CR0125 


780 


CR0281 


840 


CR0482 


900 


CR0596 
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CR0599 




CR0609 




CR0613 




CR0614 








CR0618 








CR0623 








CR0627 


911 


CR0632 


912 


CR0634 


913 


cr0635N 


914 


CR0637 


915 


CR0641 


916 


CR0644 


917 


CR0650 


918 


CR0657 


919 


CR0659 


920 


CR0679 




CR0682 








CR0699 










y^D 






CR0707 


Q9ft 






r:Rn7i4 




CR0715 


Q'^1 

«7w 1 


CR0716 




CR0718 




CR0724 




CR0725 


935 


CR0726 


936 


CR0729 


937 


CR0740 


938 


CR0744 


939 


CR0750 


940 


CR0759 



941 CR0768 

942 CR0770 

943 CR0771 

944 CR0775 

945 CR0778 

946 CR0780 

947 CR0781 

948 cr0784 

949 CR0785 

950 CR0787 

951 CR0788 

952 CR0789 

953 CR0790 

954 CR0791 

955 cr0792 

956 CR0793 

957 CR0794 

958 cr0796N 

959 CR0797 

960 CR0798 



961 


cr0807n 


962 


CR0808 


963 


CR0809 


964 


CR0811 


965 


CR0814 


966 


CR0816 


967 


CR0817 


968 


CR0818 


969 


CR0819 


970 


cr08221 


971 


CR0823 


972 


cr0824 


973 


CR0830 


974 


CR0831 


975 


CR0832 


976 


CR0834 


977 


CR0835 


978 


CR0837 


979 


CR0838 


980 


CR0839 


981 


CR0840 


982 


CR0841 


983 


CR0843 


984 


CR0847 


985 


cr0849N 


986 


CR0857 


987 


cr0858N 


988 


CR0859 


989 


CR0861 


990 


CR0866 


991 


CR0870 


992 


CR0872 


993 


CR0873 


994 


CR0874 


995 


CR0875 


996 


CR0877 


997 


CR0878 


998 


cr0880N 


999 


CR0881 


1000 


CR0882 


1001 


CR0883 


1002 


CR0885 


1003 


CR0897 


1004 


CR0899 


1005 


CR0900 


1006 


CR0903 



1007 CR0904 

1008 CR0905 

1009 CR0906 

1010 CR0907 

1011 CR0909 

1012 cr0910 

1013 CR0911 

1014 CR0912 

1015 CR0914 

1016 CR0916 

1017 cr0917 

1018 CR0918 

1019 CR0920 

1020 CR0921 



1021 CR0922 

1022 CR0923 

1023 CR0925 

1024 CR0928 

1025 CR0929 

1026 CR0930 

1027 CR0935 

1028 CR0936 

1029 cr0937 

1030 CR0938 

1031 CR0939 

1032 CR0940 

1033 CR0941 

1034 cr0942n 

1035 CR0944 

1036 CR0946 

1037 CR0953 

1038 CR0954 

1039 CR0955 

1040 CR0956 

1041 CR0958 

1042 CR0959 

1043 CR0969 

1044 CR0971 

1045 CR0972 



1046 


CR0973 


1047 


CR0974 


1048 


CR0976 


1049 


CR0978 


1050 


CR0979 


1051 


CR0981 


1052 


CR0983 


1053 


CR0985 


1054 


CR0989 


1055 


CR0991 


1056 


CR0992 


1057 


CR0994 


1058 


CR0995 


1059 


CR0996 


1060 


cr0999 


1061 


CR1002 


1062 


CR1003 


1063 


CR1004 


1064 


CR1005 


1065 


CR1006 


1066 


CR1009 


1067 


CR1010 


1068 


CR1016 


1069 


CR1023 


1070 


CR1028 


1071 


cr1029N 


1072 


CR1062 


1073 


fcr0004 


1074 


FCR0009 


1075 


FCR0010 


1076 


fcr0014n 


1077 


FCR0017 


1078 


FCR0018n 


1079 


FCROOISn 


1080 


FCR0020 



1081 


FCR0023 


1082 


FCR0027 


1083 


FCR0030 


1084 


FCR0032 


1085 


FCR0033 


1086 


FCR0034 


1087 


FCR0035 


1088 


FCR0036n 


1089 


fcr0038n 


1090 


fcr0039n 


1091 


FCR0040 


1092 


FCR0043n 


1093 


FCR0045 


1094 


FCROOSOn 


1095 


FCR0052 


1096 


FCR0055 


1097 


FCR0056n 


1098 


FCR0059n 


1099 


FCR0060 


1100 


FCROOein 


1101 


fcr0062nn 


1102 


fcr0063n 


1103 


FCR0064 


1104 


FCR0065 


1105 


FCR0066 


1106 


FCR0067n 


1107 


FCR0068 


1108 


FCR0069n 


1109 


FCR0072 


1110 


FCR0073 


1111 


FCR0075 


1112 


FCR0077 


1113 


FCR0079 


1114 


FCR0081 


1115 


FCR0083 


1116 


FCR0087 


1117 


FCR0088 


1118 


FCR0089 


1119 


FCR0090n 


1120 


FCR0091 


1121 


FCR0092 


1122 


FCR0093 


1123 


FCR0098 


1124 


FCR0099 


1125 


FCR0100 


1126 


FCR0102 


1127 


FCR0104 


1128 


FCR0105 


1129 


FCR0107 


1130 


FCR0108 


1131 


FCR0111 


1132 


FCR0113 


1133 


fcr0115nn 


1134 


FCR0116 


1135 


FCR0130 


1136 


FCR0131 


1137 


fcr0132n 


1138 


FCR0133 


1139 


FCR0134 



1140 FCR0135 



1141 


FCR0136 


1142 


FCR0138 


1143 


FCR0139 


1144 


FCR0140 


1145 


FCR0141 


1146 


FCR0142 


1147 


FCR0143 


1148 


fcr0144nn 


1149 


fcr0145nn 


1150 


FCR0146 


1151 


FCR0148 


1152 


FCR0149 


1153 


FCR0150 


1154 


FCR0151 


1155 


fcr0152nn 


1156 


FCR0153 


1157 


FCR0154 


1158 


FCR0155 


1159 


FCR0158 


1160 


FCR0159 


1161 


FCR0160 


1162 


FCR0161 


1163 


FCR0162 


1164 


FCR0163 


1165 


FCR0164 


1166 


FCR0166 


1167 


FCR0167 


1168 


FCR0168 


1169 


FCR0169 


1170 


FCR0170 


1171 


FCR0171 


1172 


fcr0172nn 


1173 


FCR0173 


1174 


FCR0174 


1175 


FCR0175 


1176 


FCR0176 


1177 


FCR0177 


1178 


FCR0179 


1179 


FCR0180 


1180 


FCR0182 


1181 


FCR0185 


1182 


FCR0186 


1183 


FCR0187 



1184 FCR0188 

1185 FCR0193 

1186 FCR0194 

1187 fcr0195 

1188 FCR0196 

1189 FCR0198 

1190 FCR0199 

1191 FCR0200 

1192 FCR0201 

1193 FCR0202 

1194 FCR0205 

1195 FCR0206 

1196 FCR0207 

1197 FCR0208 

1198 FCR0209 

1199 FCR0211 

1200 FCR0216 
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1201 


FCR0217 


1261 


FCR0307 


1321 


FCR0392 


1381 


FCR0483 


1441 


FCR0560 




1202 


FCR0222 


1262 


FCR0309 


1322 


FCR0393 


1382 


FCR0485 


1442 


FCR0561 




1203 


FCR0223 


1263 


FCR0310 


1323 


FCR0395 


1383 


FCR0486 


1443 


FCR0563 




1204 


FCR0224 


1264 


FCR0311 


1324 


FCR0398 


1384 


FCR0488 


1444 


fcr0564nn 




1205 


FCR0225 


1265 


FCR0312 


1325 


FCR0399 


1385 


FCR0489 


1445 


FCR0565 




1206 


FCR0226 


1266 


fcr0313N 


1326 


FCR0400 


1386 


FCR0490 


1445 


FCR0566 




1207 


FCR0227 


1267 


FCR0314 


1327 


FCR0401 


1387 


FCR0492 


1447 


FCR0567 




1208 


FCR0230 


1268 


FCR0316 


1328 


FCR0402 


1388 


fcr0493n 


1448 


FCR0568n 




1209 


FCR0231 


1269 


FCR0317 


1329 


FCR0404 


1389 


FCR0494 


1449 


FCR0569 




1210 


FCR0233 


1270 


FCR0320 


1330 


FCR0405 


1390 


FCR0496 


1450 


FCR0570 




1211 


FCR0235 


1271 


FCR0322 


1331 


FCR0407 


1391 


FCR0497 


1451 


FCR0571 




1212 


FCR0236 


1272 


FCR0324 


1332 


FCR0409 


1392 


FCR0498 


1452 


FCR0572F 




1213 


FCR0237 


1273 


FCR0326 


1333 


FCR0410 


1393 


FCR0499 


1453 


FCR0572N 




1214 


FCR0238 


1274 


FCR0327 


1334 


fcr0411 


1394 


FCR0500 


1454 


FCR0573 




1215 


FCR0239 


1275 


FCR0328 


1335 


FCR0412 


1395 


FCR0501 


1455 


FCR0574 




1216 


FCR0240 


1276 


fcr0329 


1336 


FCR0413 


1396 


FCR0502 


1456 


FCR0575N 




1217 


FCR0242 


1277 


FCR0332 


1337 


FCR0414 


1397 


FCR0503 


1457 


FCR0576 




1218 


FCR0244 


1278 


FCR0333 


1338 


FCR0416 


1398 


fcr0506nn 


1458 


FCR0578 




1219 


fcr0245nn 


1279 


FCR0334 


1339 


FCR0417 


1399 


FCR0507 


1459 


FCR0580 




1220 


fcr0246n 


1280 


FCR0335 


1340 


FCR0418 


1400 


FCR0508 


1460 


FCR0583 




1221 


FCR0247 


1281 


fcr0336n 


1341 


FCR0419 


1401 


FCR0510 


1461 


FCR0584 




1222 


FCR0248 


1282 


FCR0338 


1342 


FCR0420 


1402 


FCR0511 


1462 


FCR0585 




1223 


FCR0249 


1283 


FCR0339 


1343 


FCR0421 


1403 


FCR0513n 


1463 


FCR0586 


iff 


1224 


FCR0253 


1284 


FCR0340 


1344 


fcr0422 


1404 


FCR0515 


1464 


FCR0587 


,r- - 

'"'hi 


1225 


FCR0254 


1285 


FCR0342 


1345 


FCR0425 


1405 


fcr0516nn 


1465 


FCR0588 


life 


1226 


FCR0257 


1286 


FCR0343 


1346 


FCR0429 


1406 


FCR0517 


1466 


FCR0589 


1227 


fcr0258n 


1287 


FCR0344 


1347 


FCR0430 


1407 


FCR0518 


1467 


FCR0593 




1228 


FCR0259 


1288 


fcr0346 


1348 


FCR0431 


1408 


FCR0519 


1468 


FCR0594 




1229 


FCR0260 


1289 


FCR0348 


1349 


FCR0432 


1409 


FCR0520 


1469 


FCR0595 




1230 


FCR0262 


1290 


FCR0349 


1350 


fcr0434 


1410 


FCR0522 


1470 


FCR0596 




1231 


FCR0263 


1291 


fcr0350 


1351 


FCR0435 


1411 


FCR0523 


1471 


fcr0597n 


111 


1232 


FCR0264 


1292 


fcr0351N 


1352 


FCR0437 


1412 


FCR0524 


1472 


FCR0598 


m 


1233 


FCR0265 


1293 


FCR0352 


1353 


FCR0438 


1413 


FCR0525 


1473 


FCR0599 




1234 


FCR0266 


1294 


FCR0353 


1354 


FCR0439 


1414 


FCR0529 


1474 


FCR0601N 


\ 


1235 


FCR0269 


1295 


fcr0354 


1355 


FCR0440 


1415 


FCR0530 


1475 


FCR0603 




1236 


fcr0270nn 


1296 


FCR0355 


1356 


FCR0441 


1416 


FCR0531 


1476 


FCR0604 




1237 


FCR0272 


1297 


fcr0356n 


1357 


fcr0444 


1417 


FCR0532 


1477 


FCR0605 




1238 


FCR0273 


1298 


FCR0358 


1358 


FCR0447 


1418 


FCR0534 


1478 


FCR0606 




1239 


FCR0274 


1299 


FCR0360 


1359 


FCR0448 


1419 


FCR0535 


1479 


FCR0607 




1240 


FCR0276 


1300 


FCR0361 


1360 


FCR0450 


1420 


FCR0536 


1480 


FCR0608 




1241 


FCR0278 


1301 


fcr0362n 


1361 


FCR0454 


1421 


FCR0537 


1481 


FCR0609 




1242 


FCR0279 


1302 


FCR0365 


1362 


FCR0455 


1422 


FCR0539 


1482 


fcr0610 




1243 


FCR0280 


1303 


FCR0366 


1363 


FCR0456 


1423 


fcr0540n 


1483 


FCR0611 




1244 


FCR0282 


1304 


FCR0367 


1364 


FCR0458 


1424 


FCR0541 


1484 


FCR0612 




1245 


FCR0283 


1305 


FCR0369 


1365 


FCR0459 


1425 


FCR0542 


1485 


fcr0613nn 




1246 


FCR0284 


1306 


fcr0370N 


1366 


fcr0464 


1426 


FCR0543 


1486 


FCR0614 




1247 


FCR0285 


1307 


FCR0371 


1367 


FCR0466 


1427 


FCR0545 


1487 


FCR0615 




1248 


FCR0287 


1308 


fcr0372N 


1368 


fcr0468n 


1428 


FCR0546 


1488 


FCR0618 




1249 


FCR0288 


1309 


fcr0373n 


1369 


FCR0469 


1429 


FCR0547 


1489 


FCR0620 




1250 


FCR0290 


1310 


FCR0375 


1370 


FCR0470 


1430 


FCR0548 


1490 


fcr0621n 




1251 


FCR0291 


1311 


FCR0376 


1371 


FCR0471 


1431 


fcr0549 


1491 


FCR0622 




1252 


FCR0292 


1312 


fcr0378 


1372 


FCR0472 


1432 


FCR0551 


1492 


FCR0623 




1253 


fcr0293 


1313 


fcr0379 


1373 


FCR0473 


1433 


FCR0552 


1493 


FCR0624 




1254 


FCR0294 


1314 


FCR0380 


1374 


FCR0474 


1434 


FCR0553 


1494 


FCR0625 




1255 


FCR0297 


1315 


FCR0383 


1375 


FCR0476 


1435 


FCR0554 


1495 


FCR0628N 




1256 


FCR0298 


1316 


FCR0385 


1376 


FCR0477 


1436 


FCR0555 


1496 


FCR0629 




1257 


FCR0300 


1317 


FCR0388 


1377 


FCR0478 


1437 


FCR0556 


1497 


FCR0630 




1258 


FCR0302 


1318 


fcr0389n 


1378 


FCR0479 


1438 


FCR0557 


1498 


FCR0632 




1259 


FCR0304 


1319 


FCR0390 


1379 


FCR0481 


1439 


FCR0558 


1499 


FCR0633 




1260 


FCR0306 


1320 


FCR0391 


1380 


FCR0482n 


1440 


FCR0559n 


1 1500 


FCR0634 
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1501 


fcr0636n 


1561 


FCR0727 


1621 


FCR0817 


1681 


FCR0895 


1741 


FCR1004n 


1502 


FCR0637 


1562 


FCR0729 


1622 


FCR0818 


1682 


fcr0898n 


1742 


FCR1006 


1503 


FCR0638 


1563 


FCR0730 


1623 


FCR0821 


1683 


FCR0899 


1743 


FCR1007 


1504 


FCR0639 


1564 


FCR0731 


1624 


FCR0822 


1684 


FCR0900 


1744 


FCR1008 


1505 


FCR0640 


1565 


FCR0734 


1625 


FCR0824 


1685 


FCR0901 


1745 


FCR1009n 


1506 


FCR0642 


1566 


FCR0735 


1626 


FCR0825 


1686 


FCR0902 


1746 


FCR1010 


1507 


FCR0646 


1567 


FCR0736 


1627 


fcr0826n 


1687 


FCR0903 


1747 


FCR1011 


1508 


FCR0647 


1568 


FCR0739 


1628 


FCR0827 


1688 


FCR0904 


1748 


FCR1012 


1509 


FCR0648 


1569 


FCR0740 


1629 


FCR0828 


1689 


FCR0905 


1749 


FCR1013 


1510 


FCR0649 


1570 


FCR0743 


1630 


FCR0830 


1690 


FCR0906 


1750 


FCR1015 


1511 


FCR0650 


1571 


FCR0748 


1631 


FCR0833 


1691 


FCR0908N 


1751 


FCR1016 


1512 


FCR0651N 


1572 


FCR0749 


1632 


FCR0834 


1692 


FCR0909 


1752 


FCR1017 


1513 


FCR0652N 


1573 


FCR0750 


1633 


FCR0835 


1693 


FCR0910 


1753 


FCR1018 


1514 


FCR0653 


1574 


FCR0751 


1634 


FCR0836 


1694 


FCR0914 


1754 


fcr1019nn 


1515 


FCR0654 


1575 


FCR0752 


1635 


FCR0837N 


1695 


FCR0915 


1755 


FCR1020 


1516 


FCR0658 


1576 


FCR0753 


1636 


FCR0839 


1696 


FCR0918 


1756 


fcr1021nn 


1517 


FCR0663 


1577 


FCR0755 


1637 


FCR0841 


1697 


FCR0919N 


1757 


FCR1023 


1518 


FCR0665 


1578 


FCR0756 


1638 


FCR0842 


1698 


FCR0920 


1758 


FCR1029 


1519 


FCR0666N 


1579 


FCR0757 


1639 


FCR0843 


1699 


FCR0921 


1759 


FCR1031 


1520 


FCR0667 


1580 


FCR0758 


1640 


FCR0844 


1700 


fcr0923 


1760 


FCR1032 


1521 


FCR0668 


1581 


FCR0759 


1641 


FCR0845 


1701 


FCR0926 


1761 


FCR1033 


1522 


FCR0669 


1582 


FCR0761 


1642 


FCR0846 


1702 


FCR0927 


1762 


FCR1036 


1523 


FCR0670 


1583 


FCR0763 


1643 


FCR0847 


1703 


FCR0928 


1763 


FCR1037 


1524 


FCR0671 


1584 


FCR0765 


1644 


FCR0848 


1704 


FCR0932 


1764 


FCR1040n 


1525 


FCR0674 


1585 


FCR0766 


1645 


FCR0849 


1705 


FCR0935N 


1765 


FCR1041 


1526 


FCR0675 


1586 


FCR0767 


1646 


FCR0850 


1706 


FCR0937 


1766 


FCR1042 


1527 


FCR0676 


1587 


FCR0768 


1647 


FCR0851 


1707 


FCR0945 


1767 


FCR1043 


1528 


FCR0677 


1588 


FCR0769 


1648 


FCR0852 


1708 


FCR0946N 


1768 


fcr1044nn 


1529 


FCR0680 


1589 


FCR0770N 


1649 


FCR0853 


1709 


FCR0947N 


1769 


FCR1045 


1530 


FCR0681 


1590 


FCR0771 


1650 


FCR0854 


1710 


FCR0951 


1770 


FCR1046 


1531 


FCR0682 


1591 


FCR0773 


1651 


FCR0855 


1711 


FCR0952 


1771 


FCR1048n 


1532 


FCR0683 


1592 


FCR0774 


1652 


FCR0856 


1712 


FCR0954 


1772 


FCR1052 


1533 


FCR0684 


1593 


FCR0775 


1653 


FCR0857 


1713 


FCR0955 


1773 


FCR1053 


1534 


FCR0685 


1594 


FCR0776 


1654 


FCR0858 


1714 


FCR0956 


1774 


FCR1055 


1535 


FCR0686N 


1595 


FCR0777 


1655 


FCR0859 


1715 


FCR0963 


1775 


FCR1056 


1536 


FCR0687N 


1596 


FCR0778 


1656 


FCR0860 


1716 


FCR0964 


1776 


FCR1057 


1537 


fcr0688n 


1597 


FCR0779 


1657 


FCR0861 


1717 


fcr0965n 


1777 


FCR1059 


1538 


FCR0689 


1598 


FCR0781 


1658 


FCR0862 


1718 


FCR0966 


1778 


FCR1060 


1539 


FCR0690 


1599 


FCR0785 


1659 


FCR0863 


1719 


FCR0967 


1779 


FCR1061n 


1540 


FCR0691N 


1600 


FCR0786N 


1660 


FCR0864 


1720 


FCR0971 


1780 


FCR1062 


1541 


FCR0693 


1601 


FCR0787 


1661 


FCR0865 


1721 


FCR0974 


1781 


FCR1063 


1542 


FCR0694N 


1602 


FCR0788 


1662 


FCR0866 


1722 


FCR0976 


1782 


FCR1066 


1543 


FCR0695 


1603 


FCR0790 


1663 


FCR0867 


1723 


FCR0977 


1783 


FCR1068 


1544 


FCR0696 


1604 


FCR0792 


1664 


FCR0868 


1724 


FCR0978 


1784 


FCR1072 


1545 


FCR0698 


1605 


FCR0793N 


1665 


FCR0870 


1725 


FCR0984 


1785 


FCR1073 


1546 


FCR0700 


1606 


FCR0794N 


1666 


FCR0872 


1726 


fcr0985n 


1786 


FCR1074n 


1547 


FCR0701 


1607 


fcr0795n 


1667 


FCR0874 


1727 


FCR0986 


1787 


FCR1078 


1548 


FCR0703 


1608 


FCR0796 


1668 


FCR0875 


1728 


FCR0988n 


1788 


FCR1079 


1549 


FCR0704 


1609 


FCR0797 


1669 


fcr0876n 


1729 


FCR0989n 


1789 


FCR1081 


1550 


FCR0705 


1610 


FCR0798 


1670 


FCR0878 


1730 


FCR0990 


1790 


FCR1082 


1551 


FCR0706 


1611 


FCR0801 


1671 


FCR0879 


1731 


FCR0991 


1791 


FCR1083 


1552 


FCR0707 


1612 


FCR0802 


1672 


FCR0881 


1732 


FCR0992 


1792 


FCR1087n 


1553 


FCR0708 


1613 


FCR0803 


1673 


FCR0882 


1733 


FCR0993 


1793 


FCR1088 


1554 


FCR0710 


1614 


FCR0807 


1674 


FCR0884 


1734 


FCR0995 


1794 


FCR1090 


1555 


FCR0711 


1615 


FCR0808 


1675 


FCR0886 


1735 


FCR0996 


1795 


FCR1091 


1556 


FCR0712 


1616 


FCR0809 


1676 


FCR0888 


1736 


FCR0997 


1796 


FCR1092 


1557 


FCR0714N 


1617 


FCR0810 


1677 


FCR0889 


1737 


FCR0999 


1797 


fcr1095 


1558 


FCR0715 


1618 


fcr0814n 


1678 


FCR0890 


1738 


fcrlOOOn 


1798 


FCR1097 


1559 


FCR0725 


1619 


FCR0815 


1679 


FCR0893 


1739 


FCR1001 


1799 


FCR1098 


1560 


FCR0726 


1620 


FCR0816 


1680 


FCR0894 


1740 


FCR1003 


1800 


FCR1099 



Fiqure 6B - List of EST Sequence Names From Fetal Cartilage cDNA Library - Page 7 of 45 



1801 


fcr1100nn 


1802 


FCR1101 


1803 


FCR1103 


1804 


FCR1104 


1805 


FCR1105N 


1806 


FCR1106 


1807 


FCR1107N 


1808 


FCR1111 


1809 


FCR1113 


1810 


FCR1114 


1811 


FCR1115 


1812 


FCR1116 


1813 


FCR1117N 


1814 


FCR1119 


1815 


FCR1123 


1816 


fcr1124nn 


1817 


FCR1125 


1818 


FCR1126 


1819 


FCR1127 


1820 


FCR1133 


1821 


FCR1134 


1822 


FCR1137 


1823 


FCR1138 


1824 


FCR1139 


1825 


FCR1140 


1826 


FCR1141N 


1827 


FCR1143 


1828 


FCR1146 


1829 


FCR1147 


1830 


FCR1148 


1831 


FCR1149 


1832 


FCR1150 


1833 


FCR1152 


1834 


FCR1153N 


1835 


FCR1156 


1836 


fcr1160nn 


1837 


FCR1163 


1838 


FCR1168 


1839 


FCR1169 


1840 


FCR1170 


1841 


FCR1171N 


1842 


FCR1172 


1843 


FCR1173 


1844 


FCR1174 


1845 


fcr1175n 


1846 


FCR1182 


1847 


FCR1183 


1848 


FCR1184 


1849 


FCR1185N 


1850 


fcr1200nn 


1851 


FCR1202 


1852 


FCR1203 


1853 


FCR1204 


1854 


FCR1205 


1855 


FCR1206 


1856 


FCR1207 


1857 


FCR1209 


1858 


FCR1210 


1859 


FCR1212 


1860 


FCR1218 



1861 


fcr1219nn 


1921 


FCR1327 


1862 


fcr1220nn 


1922 


FCR1328 


1863 


fcr1221n 


1923 


FCR1329 


1864 


FCR1225N 


1924 


FCR1330N 


1865 


FCR1226 


1925 


FCR1331 


1866 


FCR1235N 


1926 


FCR1332 


1867 


FCR1237N 


1927 


FCR1333 


1868 


FCR1238N 


1928 


fori 334 


1869 


FCR1239N 


1929 


FCR1335 


1870 


FCR1241N 


1930 


FCR1336 


1871 


FCR1242N 


1931 


FCR1337 


1872 


FCR1244 


1932 


FCR1339 


1873 


FORI 246 


1933 


FCR1340N 


1874 


FCR1247 


1934 


FCR1341 


1875 


FCR1248 


1935 


FCR1343 


1876 


FCR1251N 


1936 


FCR1344 


1877 


FCR1252 


1937 


FCR1345 


1878 


FCR1253 


1938 


FCR1346 


1879 


FCR1257 


1939 


FCR1347 


1880 


FCR1260 


1940 


FCR1348 


1881 


FCR1261 


1941 


FCR1349 


1882 


FCR1263N 


1942 


FCR1351 


1883 


FCR1271 


1943 


FCR1352 


1884 


FCR1273 


1944 


FCR1353 


1885 


FCR1275 


1945 


FCR1354 


1886 


FCR1276 


1946 


FCR1356 


1887 


FCR1277 


1947 


FCR1359 


1888 


fcr1279nn 


1948 


fcr1360nn 


1889 


FCR1280 


1949 


FCR1361 


1890 


FCR1281 


1950 


FCR1362 


1891 


FCR1283 


1951 


FCR1363N 


1892 


FCR1285 


1952 


FCR1365 


1893 


FCR1286 


1953 


FCR1367 


1894 


FCR1287 


1954 


FCR1368 


1895 


FCR1289 


1955 


FCR1369 


1896 


FCR1290N 


1956 


FCR1370 


1897 


FCR1291 


1957 


FCR1371 


1898 


fcr1294nn 


1958 


FCR1372 


1899 


FCR1296 


1959 


FCR1373 


1900 


FCR1298 


1960 


FCR1375 


1901 


FCR1299 


1961 


FCR1376 


1902 


FCR1302 


1962 


FCR1377 


1903 


FCR1304 


1963 


FCR1378 


1904 


FCR1305 


1964 


FCR1379 


1905 


FCR1306 


1965 


FCR1380N 


1906 


FCR1308N 


1966 


FORI 381 


1907 


FCR1309 


1967 


FCR1382 


1908 


FCR1310 


1968 


FCR1384 


1909 


FCR1311 


1969 


FCR1385N 


1910 


FCR1312 


1970 


FCR1386 


1911 


FCR1313 


1971 


fcr1387n 


1912 


FCR1316 


1972 


FCR1388N 


1913 


fcr1317nn 


1973 


FCR1389 


1914 


FCR1318 


1974 


FCR1390 


1915 


FCR1321N 


1975 


FCR1391N 


1916 


fcr1322n 


1976 


FORI 392 


1917 


FCR1323 


1977 


FCR1393 


1918 


FCR1324 


1978 


FCR1394 


1919 


FCR1325 


1979 


FCR1395 


1920 


FCR1326 


1980 


FCR1396 



1981 


FCR1399 


2041 


FCR1483 


1982 


FORI 400 


2042 


FCR1484 


1983 


FCR1402 


2043 


FCR1485 


1984 


FCR1404 


2044 


FCR1486 


1985 


FCR1405N 


2045 


FCR1487 


1986 


FCR1407N 


2046 


FCR1489 


1987 


FCR1408 


2047 


FCR1490 


1988 


FCR1411 


2048 


FCR1492 


1989 


FCR1414 


2049 


FCR1493 


1990 


FCR1415 


2050 


FCR1494 


1991 


fcr1416nn 


2051 


FCR1495N 


1992 


fcr1418 


2052 


FCR1496 


1993 


FCR1419 


2053 


fcr1497n 


1994 


FCR1420 


2054 


FCR1498 


1995 


FCR1421N 


2055 


FCR1499 


1996 


FCR1422 


2056 


FCR1502 


1997 


FCR1423 


2057 


FCR1503 


1998 


FCR1425 


2058 


FCR1504 


1999 


FCR1426 


2059 


FCR1507 


2000 


FCR1427 


2060 


FCR1509 


2001 


FCR1428 


2061 


FCR1510 


2002 


FCR1429 


2062 


FCR1511 


2003 


FCR1430 


2063 


FCR1512 


2004 


FCR1431 


2064 


FCR1514 


2005 


FCR1434 


2065 


FCR1515N 


2006 


FCR1435 


2066 


FCR1516 


2007 


FCR1436 


2067 


FORI 521 


2008 


FCR1438 


2068 


FCR1522 


2009 


FCR1439 


2069 


fcr1524nn 


2010 


fcr1440 


2070 


FCR1525 


2011 


FCR1442 


2071 


FCR1526 


2012 


FCR1443N 


2072 


FCR1528 


2013 


FCR1445 


2073 


FCR1529 


2014 


FCR1446 


2074 


FCR1531 


2015 


fcr1447n 


2075 


FCR1532 


2016 


FCR1448 


2076 


FCR1533 


2017 


fcr1449n 


2077 


FCR1534 


2018 


FCR1450 


2078 


FCR1535 


2019 


FCR1453 


2079 


FCR1536 


2020 


FCR1454 


2080 


FCR1540 


2021 


FCR1456 


2081 


FCR1541 


2022 


FCR1457 


2082 


FCR1542 


2023 


FCR1458 


2083 


FCR1554 


2024 


FCR1460 


2084 


FCR1555 


2025 


FCR1461 


2085 


FCR1556 


2026 


FCR1462 


2086 


FCR1557 


2027 


FCR1463 


2087 


FCR1558 


2028 


FCR1464 


2088 


fcr1559n 


2029 


FCR1465 


2089 


FCR1561 


2030 


FCR1466 


2090 


FCR1562 


2031 


FCR1468 


2091 


FCR1563 


2032 


fcr1469nn 


2092 


FCR1565 


2033 


FCR1470 


2093 


FCR1566 


2034 


FCR1472 


2094 


fcr1579nn 


2035 


FCR1473 


2095 


FCR1580 


2036 


FCR1475 


2096 


FCR1582 


2037 


FCR1477 


2097 


FCR1585 


2038 


FCR1478 


2098 


FCR1587 


2039 


FCR1479 


2099 


FCR1589 


2040 


FCR1481 


2100 


fcr1590nn 
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2101 


FCR1596N 


2161 


FCR1745 


2221 


2102 


fori 597 


2162 


FCR1746 


2222 


2103 


FCR1598N 


2163 


FCR1747 


2223 


2104 


FCR1599N 


2164 


FCR1748 


2224 


2105 


FCR1604 


2165 


FCR1749 


2225 


2106 


FCR1605 


2166 


FCR1750 


2226 


2107 


FCR1608 


2167 


fcr1752nn 


2227 


2108 


FCR1609 


2168 


FCR1753N 


2228 


2109 


FCR1611 


2169 


FCR1754 


2229 


2110 


FCR1612 


2170 


FCR1755 


2230 


2111 


FCR1614 


2171 


FCR1756 


2231 


2112 


fcr1616nn 


2172 


FCR1757 


2232 


2113 


FCR1619 


2173 


FCR1758 


2233 


2114 


FCR1621 


2174 


FCR1759N 


2234 


2115 


FCR1823 


2175 


FCR1760 


2235 


2116 


FCR1625 


2176 


fcr1761nn 


2236 


2117 


FCR1626 


2177 


FCR1762 


2237 


2118 


FCR1627 


2178 


FCR1763 


2238 


2119 


FCR1629 


2179 


FCR1764 


2239 


2120 


FCR1633 


2180 


FCR1768 


2240 


2121 


FCR1638 


2181 


FCR1769 


2241 


2122 


FCR1642 


2182 


FCR1770 


2242 


2123 


FCR1643 


2183 


FCR1771 


2243 


2124 


FCR1644 


2184 


FCR1772 


2244 


2125 


FCR1645 


2185 


FCR1774 


2245 


2126 


FCR1646 


2186 


FCR1775 


2246 


2127 


FCR1647 


2187 


FCR1776 


2247 


2128 


FCR1651 


2188 


FCR1777 


2248 


2129 


FCR1652 


2189 


FCR1779 


2249 


2130 


FCR1653 


2190 


fcr1780 


2250 


2131 


FCR1654 


2191 


FCR1781 


2251 


2132 


FCR1655 


2192 


FCR1782 


2252 


2133 


FCR1656N 


2193 


FCR1783 


2253 


2134 


FCR1657 


2194 


FCR1784N 


2254 


2135 


FCR1658 


2195 


FCR1786 


2255 


2136 


FCR1701 


2196 


FCR1787 


2256 


2137 


FCR1702N 


2197 


FCR1790 


2257 


2138 


FCR1704 


2198 


FCR1791 


2258 


2139 


FCR1705 


2199 


FCR1792 


2259 


2140 


FCR1713 


2200 


FCR1795 


2260 


2141 


FCR1714 


2201 


FCR1797 


2261 


2142 


FCR1716 


2202 


FCR1817 


2262 


2143 


FCR1717 


2203 


FCR1818 


2263 


2144 


FCR1719 


2204 


FCR1819 


2264 


2145 


FCR1720 


2205 


FCR1820 


2265 


2146 


FCR1724 


2206 


fcr1821nn 


2266 


2147 


FCR1726 


2207 


FCR1823 


2267 


2148 


fcr1727n 


2208 


FCR1826 


2268 


2149 


fcr1728nn 


2209 


FCR1828 


2269 


2150 


FCR1729 


2210 


FCR1829 


2270 


2151 


FCR1731 


2211 


FCR1830 


2271 


2152 


FCR1732 


2212 


FCR1831 


2272 


2153 


FCR1735 


2213 


FCR1832 


2273 


2154 


fcr1736n 


2214 


FCR1833 


2274 


2155 


FCR1737 


2215 


FCR1836 


2275 


2156 


FCR1738N 


2216 


FCR1837N 


2276 


2157 


FCR1740 


2217 


FCR1838 


2277 


2158 


FCR1741 


2218 


FCR1839N 


2278 


2159 


FCR1742 


2219 


fcr1840nn 


2279 


2160 


fcr1743nn 


2220 


FCR1844 


2280 



FCR1845 


2281 


FCR1967 


2341 


FCR2045 


FCR1848 


2282 


fcr1969nn 


2342 


FCR2046 


FCR1852 


2283 


FORI 970 


2343 


FCR2047 


FCR1853 


2284 


FCR1971 


2344 


FCR2049 


FCR1855 


2285 


FCR1972 


2345 


FCR2051 


FCR1857 


2286 


FCR1973 


2346 


FCR2052 


FCR1858 


2287 


FCR1974 


2347 


fcr2053n 


FCR1859 


2288 


FCR1975 


2348 


FCR2054 


FCR1860 


2289 


FCR1976 


2349 


FCR2055 


FCR1861 


2290 


fcr1977nn 


2350 


FCR2056 


FCR1879N 


2291 


fcr1978nn 


2351 


FCR2058 


FCR1880 


2292 


FCR1979 


2352 


FCR2062 


FCR1881N 


2293 


FCR1980 


2353 


FCR2067 


FCR1883N 


2294 


FCR1981 


2354 


FCR2068 


FCR1885 


2295 


FCR1983 


2355 


FCR2069 


FCR1887 


2296 


FCR1984 


2356 


FCR2073 


FCR1891 


2297 


FCR1985 


2357 


FCR2074 


FCR1900N 


2298 


FCR1986 


2358 


FCR2075 


FCR1905 


2299 


FCR1987 


2359 


FCR2076 


FCR1907 


2300 


FCR1989 


2360 


fcr2078n 


FCR1908N 


2301 


FCR1990 


2361 


FCR2079 


FCR1909 


2302 


FCR1991 


2362 


FCR2080 


FCR1910 


2303 


FCR1992 


2363 


FCR2081 


FCR1912 


2304 


FCR1993 


2364 


fcr2082n 


FCR1913 


2305 


FCR1994 


2365 


FCR2083 


FCR1914 


2306 


FCR1995 


2366 


FCR2088 


FCR1918 


2307 


FCR1997 


2367 


FCR2089 


FCR1919 


2308 


FCR1998 


2368 


FCR2090N 


FCR1921 


2309 


FCR1999 


2369 


FCR2092 


FCR1922 


2310 


FCR2000 


2370 


FCR2093N 


FCR1925 


2311 


FCR2002 


2371 


FCR2095 


FCR1926 


2312 


FCR2003 


2372 


FCR2096 


FCR1927 


2313 


FCR2005N 


2373 


FCR2097N 


fcr1928n 


2314 


FCR2006 


2374 


FCR2099 


FCR1929 


2315 


FCR2007 


2375 


FCR2102 


FCR1930 


2316 


FCR2008 


2376 


FCR2103 


FCR1931 


2317 


FCR2009 


2377 


FCR2105 


FCR1932 


2318 


FCR2012N 


2378 


FCR2106 


fcr1936nn 


2319 


fcr2013 


2379 


FCR2107 


fa1937nn 


2320 


FCR2014 


2380 


FCR2108 


FCR1938 


2321 


FCR2015 


2381 


FCR2109 


FCR1940 


2322 


FCR2016 


2382 


FCR2110 


FCR1941 


2323 


fcr2017nn 


2383 


FCR2113 


FCR1942 


2324 


FCR2018 


2384 


FCR2114 


FCR1943 


2325 


FCR2019N 


2385 


FCR2115 


FCR1945 


2326 


FCR2020 


2386 


FCR2116 


FCR1946N 


2327 


FCR2026 


2387 


FCR2117 


FCR1947 


2328 


fcr2027nn 


2388 


FCR2118 


FCR1948 


2329 


FCR2030 


2389 


FCR2119 


FCR1949 


2330 


FCR2032 


2390 


FCR2120 


FCR1951 


2331 


FCR2034N 


2391 


fCT2121n 


FCR1953 


2332 


FCR2035 


2392 


FCR2122 


FCR1955 


2333 


FCR2037 


2393 


FCR2123 


FCR1957N 


2334 


FCR2038 


2394 


FCR2124 


FCR1959 


2335 


FCR2039 


2395 


FCR2125 


fcr1960nn 


2336 


FCR2040 


2396 


FCR2126 


FCR1961 


2337 


FCR2041 


2397 


FCR2127 


FCR1963 


2338 


FCR2042 


2398 


FCR2128 


FCR1964 


2339 


FCR2043 


2399 


FCR2129 


fcr1965 


2340 


FCR2044 


2400 


FCR2130 
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2401 


FCR2131 


2402 


FCR2132 


2403 


FCR2134 


2404 


FCR2135 


2405 


FCR2136 


2406 


fcr2137n 


2407 


FCR2138N 


2408 


FCR2139 


2409 


FCR2140 


2410 


FCR2141 


2411 


FCR2142 


2412 


FCR2143 


2413 


FCR2144 


2414 


FCR2146 


2415 


FCR2147 


2416 


FCR2148 


2417 


FCR2149 


2418 


FCR2152 


2419 


FCR2153 


2420 


fcr2157nn 


2421 


fcr2158n 

Iwl 1 Vwl 1 


2422 


fcr2159n 


2423 


FCR2160 


2424 


FCR2161 


2425 


FCR2164 


2426 


FCR2165 


2427 


FCR2166 


2428 


FCR2167 


2429 


fcr2168n 


2430 


FCR2172 


^*tO 1 


FCR2174N 


2432 


FCR2175 


2433 


FCR2178 


2434 


FCR2180N 


2435 


FCR2182 


2436 


FCR2185 


2437 


FCR2186 


2438 


FCR2187 


2439 


FCR2188 


2440 


FCR2189 


2441 


FCR2190 


2442 


FCR2192 


2443 


FCR2193N 


2444 


FCR2195 


2445 


FCR2196 


2446 


FCR2198 


2447 


FCR2199 


2448 


FCR2200 


2449 


FCR2201 


2450 


fcr2202n 




FCR2203 


2452 


FCR2207 


2453 


FCR2208 


2454 


FCR2209 


2455 


FCR2210 


2456 


FCR2215 


2457 


FCR2216 


2458 


FCR2218 


2459 


FCR2220 


2460 


FCR2224 



2461 


FCR2227 


2521 


FCR2308 


2462 


FCR2228 


2522 


FCR2310 


2463 


FCR2229 


2523 


FCR2311 


2464 


FCR2230 


2524 


FCR2312 


2465 


FCR2231 


2525 


FCR2313N 


2466 


FCR2233 


2526 


FCR2314 


2467 


FCR2234 


2527 


FCR2316 


2468 


FCR2235N 


2528 


FCR2317 


2469 


FCR2237N 


2529 


FCR2319 


2470 


FCR2239 


2530 


FCR2320 


2471 


FCR2240 


2531 


FCR2321 


2472 


FCR2241 


2532 


FCR2322 


2473 


FCR2242 


2533 


FCR2323 


2474 


FCR2243 


2534 


FCR2326 


2475 


FCR2246 


2535 


FCR2327 


2476 


FCR2248N 


2536 


FCR2328N 


2477 


fcr2249nn 


2537 


FCR2329 


2478 


FCR2250 


2538 


FCR2330 


2479 


FCR2251 


2539 


FCR2331 


2480 


FCR2253 


2540 


FCR2332 


2481 


FCR2255 


2541 


FCR2333 


2482 


FCR2256 


2542 


fcr2334nn 


2483 


fcr2264nn 


2543 


FCR2335 


2484 


FCR2265 


2544 


FCR2336 


2485 


FCR2266 


2545 


FCR2337 


2486 


FCR2267 


2546 


FCR2338 


2487 


FCR2268 


2547 


FCR2339 


2488 


FCR2269 


2548 


FCR2340 


2489 


FCR2273 


2549 


FCR2341 


2490 


FCR2274 


2550 


FCR2342 


2491 


FCR2275 


2551 


FCR2343 


2492 


FCR2276 


2552 


FCR2345 


2493 


FCR2277 


2553 


FCR2349 


2494 


FCR2278 


2554 


FCR2351 


2495 


fcr2279n 


2555 


fcr2352n 


2496 


FCR2280 


2556 


FCR2354 


2497 


FCR2281 


2557 


FCR2355 


2498 


FCR2282 


2558 


FCR2356N 


2499 


FCR2283 


2559 


FCR2357 


2500 


FCR2284 


2560 


FCR2358 


2501 


FCR2285 


2561 


FCR2361 


2502 


FCR2286 


2562 


FCR2362 


2503 


FCR2287 


2563 


FCR2410 


2504 


fcr2288nn 


2564 


FCR2411 


2505 


FCR2289 


2565 


FCR2412 


2506 


FCR2290 


2566 


FCR2414 


2507 


FCR2292 


2567 


fcr2415n 


2508 


FCR2293 


2568 


FCR2416 


2509 


FCR2294 


2569 


FCR2417 


2510 


FCR2295 


2570 


FCR2418 


2511 


FCR2296 


2571 


FCR2419 


2512 


FCR2297 


2572 


FCR2420 


2513 


fcr2298n 


2573 


FCR2421 


2514 


FCR2299 


2574 


FCR2424 


2515 


FCR2301 


2575 


FCR2425 


2516 


fcr2302n 


2576 


FCR2427 


2517 


FCR2303 


2577 


FCR2430 


2518 


FCR2304N 


2578 


FCR2432N 


2519 


FCR2306 


2579 


FCR2433 


2520 


FCR2307 


2580 


FCR2435 



2581 


FCR2437 


2641 


FCR2580 


2582 


FCR2442 


2642 


FCR2581 


2583 


FCR2443 


2643 


FCR2582 


2584 


FCR2444 


2644 


FCR2585 


2585 


FCR2445 


2645 


FCR2587 


2586 


FCR2447 


2646 


fcr2588n 


2587 


FCR2449 


2647 


fcr2589n 


2588 


FCR2450 


2648 


fcr2591n 


2589 


FCR2472 


2649 


FCR2593 


2590 


FCR2473 


2650 


FCR2596 


2591 


FCR2474 


2651 


FCR2598 


2592 


FCR2475 


2652 


FCR2600 


2593 


fcr2476n 


2653 


FCR2601 


2594 


FCR2477 


2654 


FCR2602 


2595 


FCR2480 


2655 


fcr2605n 


2596 


FCR2481 


2656 


FCR2607 


2597 


FCR2482 


2657 


FCR2608 


2598 


FCR2484 


2658 


FCR2609 


2599 


FCR2485 


2659 


FCR2610 


2600 


fcr2486nn 


2660 


FCR2611 


2601 


FCR2490 


2661 


FCR2612 


2602 


FCR2491 


2662 


fcr2618 


2603 


FCR2492N 


2663 


FCR2619 


2604 


FCR2493 


2664 


FCR2620 


2605 


FCR2494 


2665 


FCR2621 


2606 


fcr2495nn 


2666 


fcr2622n 


2607 


FCR2498 


2667 


fcr2624n 


2608 


FCR2499 


2668 


fcr2625n 


2609 


FCR2500 


2669 


FCR2626 


2610 


FCR2501 


2670 


FCR2627 


2611 


FCR2503 


2671 


FCR2628 


2612 


FCR2504 


2672 


FCR2629 


2613 


fcr2505nn 


2673 


FCR2631 


2614 


FCR2507 


2674 


FCR2633 


2615 


FCR2508 


2675 


FCR2636 


2616 


FCR2509 


2676 


FCR2637N 


2617 


FCR2510 


2677 


FCR2638 


2618 


FCR2511 


2678 


FCR2640 


2619 


FCR2512 


2679 


FCR2641 


2620 


FCR2528N 


2680 


FCR2642 


2621 


FCR2530 


2681 


FCR2644 


2622 


FCR2531 


2682 


FCR2646 


2623 


FCR2535 


2683 


FCR2647 


2624 


FCR2536 


2684 


FCR2648 


2625 


FCR2537 


2685 


FCR2660 


2626 


fcr2538nn 


2686 


FCR2661 


2627 


fcr2539nn 


2687 


FCR2662 


2628 


FCR2540 


2688 


fcr2664n 


2629 


FCR2541 


2689 


FCR2665 


2630 


FCR2542N 


2690 


FCR2667 


2631 


FCR2543 


2691 


FCR2669 


2632 


FCR2546N 


2692 


FCR2671 


2633 


FCR2547N 


2693 


FCR2672 


2634 


fcr2554nn 


2694 


FCR2673 


2635 


fcr2556n 


2695 


FCR2679 


2636 


FCR2562 


2696 


FCR2681 


2637 


FCR2569 


2697 


FCR2682N 


2638 


fcr2571n 


2698 


FCR2683 


2639 


FCR2572 


2699 


FCR2684 


2640 


FCR2573 


2700 


FCR2685 
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2701 FCR2686 

2702 FCR2687 

2703 FCR2688 

2704 FCR2689 

2705 FCR2692 

2706 FCR2694 

2707 FCR2698 

2708 FCR2700 

2709 FCR2702 

2710 FCR2704 

2711 fcr2707nn 

2712 FCR2711 

2713 FCR2712 

2714 FCR2714 

2715 FCR2716 

2716 FCR2718 

2717 FCR2719 

2718 FCR2720 

2719 FCR2721 
tf- 2720 FCR2722 
G 2721 FCR2724 
Q 2722 FCR2726 
IB 2723 FCR2727 
m 2724 FCR2729 
V.i 2725 fcr2732nn 
m 2726 FCR2735 
rs 2727 FCR2737 
''^ 2728 FCR2738 
!L 2729 FCR2740 
if! 2730 FCR2741 
^ 2731 FCR2742N 
iU 2732 FCR2743 
iB 2733 FCR2746 
O 2734 FCR2749 
PJ 2735 FCR2750 

2736 FCR2752N 

2737 FCR2753 

2738 FCR2755 

2739 FCR2756 

2740 FCR2757 

2741 FCR2759 

2742 fcr2760nn 

2743 FCR2761 

2744 FCR2762 

2745 FCR2763 

2746 fcr2764nn 

2747 FCR2765 

2748 FCR2766 

2749 FCR2769 

2750 FCR2770 

2751 FCR2771 

2752 FCR2772 

2753 FCR2775N 

2754 FCR2776 

2755 FCR2778 

2756 FCR2779 

2757 FCR2781 

2758 FCR2782 

2759 FCR2784N 

2760 FCR2798 



2761 


FCR2801 


2821 


FCR2923 


2762 


FCR2802 


2822 


FCR2927 


2763 


FCR2806 


2823 


FCR2929 


2764 


FCR2807 


2824 


FCR2935 


2765 


FCR2809 


2825 


FCR2937 


2766 


FCR2810 


2826 


fcr2938n 


2767 


FCR2812 


2827 


FCR2939N 


2768 


FCR2813 


2828 


FCR2940 


2769 


FCR2814N 


2829 


FCR2941 


2770 


fcr2815nn 


2830 


FCR2946 


2771 


FCR2817 


2831 


FCR2947 


2772 


FCR2818 


2832 


FCR2949 


2773 


FCR2821 


2833 


FCR2950 


2774 


FCR2822 


2834 


FCR2951 


2775 


FCR2823 


2835 


FCR2952 


2776 


FCR2824 


2836 


FCR2953 


2777 


FCR2836 


2837 


FCR2955 


2778 


FCR2838 


2838 


FCR2957 


2779 


FCR2840 


2839 


FCR2958 


2780 


FCR2841 


2840 


FCR2959 


2781 


FCR2842N 


2841 


FCR2960 


2782 


FCR2848N 


2842 


FCR2961 


2783 


FCR2853N 


2843 


FCR2962 


2784 


FCR2859 


2844 


FCR2963 


2785 


FCR2860 


2845 


FCR2966 


2786 


FCR2861 


2846 


FCR2967 


2787 


FCR2864 


2847 


FCR2968 


2788 


FCR2867 


2848 


FCR2969 


2789 


FCR2868 


2849 


FCR2970 


2790 


FCR2869 


2850 


FCR2972 


2791 


FCR2872 


2851 


FCR2973 


2792 


FCR2873 


2852 


FCR2974 


2793 


FCR2877 


2853 


FCR2975 


2794 


FCR2878 


2854 


FCR2977 


2795 


FCR2882 


2855 


FCR2978 


2796 


FCR2883 


2856 


fcr2979n 


2797 


FCR2884 


2857 


FCR2980 


2798 


FCR2885 


2858 


FCR2982 


2799 


FCR2886 


2859 


FCR2984 


2800 


FCR2889 


2860 


fcr2985n 


2801 


FCR2890 


2861 


FCR2986 


2802 


FCR2891 


2862 


FCR2987 


2803 


FCR2892 


2863 


FCR2988 


2804 


FCR2893 


2864 


FCR2989 


2805 


FCR2896 


2865 


FCR2990 


2806 


FCR2897 


2866 


FCR2991 


2807 


fcr2898nn 


2867 


FCR2999 


2808 


FCR2906 


2868 


FCR3001 


2809 


FCR2907 


2869 


FCR3004N 


2810 


FCR2908 


2870 


FCR3005 


2811 


FCR2909 


2871 


FCR3006 


2812 


fcr2911n 


2872 


FCR3007 


2813 


FCR2912N 


2873 


FCR3008 


2814 


FCR2913N 


2874 


FCR3009 


2815 


FCR2914N 


2875 


FCR3010 


2816 


FCR2915 


2876 


FCR3013 


2817 


FCR2917 


2877 


FCR3014 


2818 


FCR2918 


2878 


FCR3016 


2819 


FCR2920 


2879 


FCR3018 


2820 


FCR2921 


2880 


FCR3019 



2881 


FCR3020 


2941 


FCR3104 


2882 


FCR3021 


2942 


FCR3106 


2883 


FCR3022 


2943 


fcr3108 


2884 


FCR3023 


2944 


fcr3109 


2885 


FCR3024N 


2945 


fcrSIIO 


2886 


FCR3025 


2946 


fcr3111 


2887 


FCR3029 


2947 


FCR3112 


2888 


FCR3030 


2948 


FCR3113 


2889 


FCR3032 


2949 


fcr3114 


2890 


FCR3033 


2950 


FCR3115N 


2891 


FCR3034 


2951 


fcr3117 


2892 


FCR3035 


2952 


FCR3118 


2893 


FCR3037N 


2953 


FCR3119 


2894 


fcr3038 


2954 


FCR3121 


2895 


FCR3039 


2955 


FCR3122 


2896 


FCR3042 


2956 


fcr3124n 


2897 


FCR3043 


2957 


FCR3125 


2898 


FCR3045 


2958 


FCR3126 


2899 


FCR3046N 


2959 


FCR3132 


2900 


FCR3047 


2960 


fcr3133 


2901 


FCR3049 


2961 


FCR3134N 


2902 


FCR3050 


2962 


fcr3138 


2903 


FCR3051 


2963 


FCR3139 


2904 


FCR3052N 


2964 


fcr3140 


2905 


FCR3053 


2965 


fcr3141 


2906 


FCR3054 


2966 


fcr3142 


2907 


FCR3056 


2967 


FCR3143 


2908 


FCR3057 


2968 


fcr3144 


2909 


FCR3058 


2969 


FCR3145 


2910 


FCR3060 


2970 


fcr3146 


2911 


FCR3061 


2971 


FCR3147N 


2912 


FCR3062 


2972 


fcr3148 


2913 


FCR3063 


2973 


fcr3149 


2914 


FCR3064 


2974 


FCR3151 


2915 


FCR3065 


2975 


FCR3152 


2916 


FCR3066 


2976 


FCR3153 


2917 


FCR3067 


2977 


FCR3155 


2918 


FCR3068 


2978 


FCR3156 


2919 


FCR3069 


2979 


FCR3158 


2920 


FCR3070 


2980 


FCR3159 


2921 


FCR3071 


2981 


FCR3163 


2922 


FCR3072N 


2982 


FCR3165 


2923 


FCR3073 


2983 


FCR3167 


2924 


FCR3074 


2984 


FCR3168 


2925 


FCR3075N 


2985 


FCR3169 


2926 


FCR3076 


2986 


FCR3170 


2927 


FCR3077 


2987 


FCR3171 


2928 


FCR3078 


2988 


FCR3173N 


2929 


FCR3079 


2989 


FCR3174 


2930 


FCR3080 


2990 


FCR3175 


2931 


FCR3081 


2991 


FCR3178 


2932 


FCR3083 


2992 


FCR3179 


2933 


FCR3085N 


2993 


FCR3180 


2934 


FCR3092 


2994 


FCR3181 


2935 


FCR3094 


2995 


FCR3185 


2936 


FCR3097 


2996 


FCR3187 


2937 


FCR3098 


2997 


fcr3188 


2938 


FCR3100 


2998 


FCR3189 


2939 


FCR3101 


2999 


FCR3193 


2940 


FCR3102 


3000 


FCR3199 
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3001 


FCR3200 


3061 


FCR3384 


3121 


FCR3508 


3181 


FCR3603 


3241 


fcr3711N 


3002 


FCR3201 


3062 


FCR3386 


3122 


fcr3509n 


3182 


FCR3608 


3242 


FCR3712 


3003 


FCR3203 


3063 


FCR3387 


3123 


FCR3512 


3183 


fcr3612n 


3243 


fcr3713n 


3004 


fcr3206n 


3064 


FCR3389 


3124 


FCR3513 


3184 


FCR3614 


3244 


FCR3714 


3005 


FCR3254 


3065 


fcr3392n 


3125 


FCR3514 


3185 


FCR3615 


3245 


FCR3715 


3006 


fcr3256 


3066 


FCR3396 


3126 


FCR3518 


3186 


FCR3617 


3246 


FCR3716 


3007 


FCR3259 


3067 


FCR3397 


3127 


fcr3522n 


3187 


FCR3618 


3247 


FCR3717 


3008 


FCR3260 


3068 


FCR3398 


3128 


fcr3524n 


3188 


FCR3620 


3248 


FCR3719 


3009 


FCR3266 


3069 


FCR3399 


3129 


FCR3525 


3189 


FCR3621 


3249 


fcr3720n 


3010 


FCR3267 


3070 


FCR3400 


3130 


FCR3528 


3190 


FCR3622 


3250 


fcr3721n 


3011 


FCR3269 


3071 


FCR3401 


3131 


FCR3530 


3191 


FCR3623 


3251 


FCR3723 


3012 


FCR3270 


3072 


FCR3402 


3132 


fcr3534n 


3192 


FCR3624 


3252 


FCR3724 


3013 


FCR3271 


3073 


fcr3410 


3133 


FCR3535 


3193 


FCR3626 


3253 


FCR3725 


3014 


FCR3272 


3074 


FCR3416 


3134 


FCR3536 


3194 


FCR3629 


3254 


fcr3726n 


3015 


FCR3274 


3075 


FCR3418 


3135 


FCR3538 


3195 


FCR3632 


3255 


FCR3727 


3016 


FCR3275 


3076 


fcr3422 


3136 


FCR3539 


3196 


fcr3633 


3256 


FCR3728 


3017 


FCR3276 


3077 


FCR3424 


3137 


FCR3540 


3197 


fcr3635n 


3257 


FCR3729 


3018 


FCR3277 


3078 


FCR3430 


3138 


FCR3541 


3198 


FCR3637 


3258 


fcr3730 


3019 


FCR3278 


3079 


FCR3431 


3139 


FCR3542 


3199 


FCR3639 


3259 


FCR3731 


3020 


FCR3282 


3080 


FCR3435 


3140 


FCR3543 


3200 


FCR3654 


3260 


FCR3732 


3021 


FCR3283 


3081 


FCR3436 


3141 


FCR3545 


3201 


fcr3655n 


3251 


FCR3733 


3022 


FCR3286 


3082 


FCR3440 


3142 


FCR3548 


3202 


FCR3656 


3262 


FCR3734 


3023 


FCR3287 


3083 


FCR3441 


3143 


FCR3549 


3203 


FCR3657 


3263 


FCR3735 


3024 


FCR3290 


3084 


FCR3443 


3144 


FCR3550 


3204 


FCR3658 


3264 


FCR3736 


3025 


fcr3295 


3085 


FCR3445 


3145 


fcr3551n 


3205 


FCR3660 


3265 


fcr3739n 


3026 


FCR3297 


3086 


FCR3447 


3146 


fcr3553n 


3206 


FCR3661 


3266 


FCR3740 


3027 


FCR3298 


3087 


FCR3449 


3147 


FCR3554 


3207 


FCR3662 


3267 


FCR3743 


3028 


FCR3299 


3088 


FCR3451 


3148 


FCR3555 


3208 


FCR3663 


3268 


FCR3744 


3029 


FCR3301 


3089 


FCR3453 


3149 


FCR3557 


3209 


FCR3664 


3269 


FCR3746 


3030 


FCR330e 


3090 


FCR3455 


3150 


FCR3559 


3210 


FCR3665 


3270 


FCR3747 


3031 


FCR3312 


3091 


fcr3457n 


3151 


FCR3560 


3211 


fcr3666 


3271 


FCR3749 


3032 


fcr3318n 


3092 


FCR3458 


3152 


FCR3561 


3212 


fcr3667n 


3272 


FCR3750 


3033 


FCR3320 


3093 


FCR3460 


3153 


fcr3562n 


3213 


fcr3670n 


3273 


FCR3752 


3034 


fcr3321n 


3094 


FCR3461 


3154 


FCR3564 


3214 


fcr3673 


3274 


FCR3754 


3035 


FCR3322 


3095 


fcr3462 


3155 


FCR3565 


3215 


fcr3675n 


3275 


fcr3756 


3036 


FCR3323 


3096 


FCR3463 


3156 


FCR3566 


3216 


fcr3676n 


3276 


fcr3757 


3037 


FCR3327 


3097 


FCR3464 


3157 


FCR3568 


3217 


fcr3677n 


3277 


fcr3758 


3038 


FCR3328 


3098 


FCR3466 


3158 


FCR3569 


3218 


fcr3678n 


3278 


FCR3759 


3039 


licr3331n 


3099 


FCR3467 


3159 


FCR3570 


3219 


fcr3679n 


3279 


FCR3760 


3040 


FCR3332 


3100 


FCR3469 


3160 


FCR3571 


3220 


FCR3680 


3280 


FCR3761 


3041 


FCR3338 


3101 


FCR3471 


3161 


FCR3574 


3221 


fcr3682n 


3281 


FCR3763 


3042 


FCR3355 


3102 


FCR3472 


3162 


FCR3575 


3222 


FCR3685 


3282 


FCR3764 


3043 


FCR3357 


3103 


FCR3478 


3163 


FCR3576 


3223 


FCR3686 


3283 


FCR3766 


3044 


FCR3359 


3104 


FCR3479 


3164 


FCR3577 


3224 


FCR3687 


3284 


FCR3768 


3045 


FCR3361 


3105 


FCR3482 


3165 


FCR3579 


3225 


fcr3689 


3285 


FCR3769 


3046 


FCR3364 


3106 


FCR3483 


3166 


FCR3580 


3226 


FCR3690 


3286 


FCR3770 


3047 


FCR3367 


3107 


FCR3485 


3167 


FCR3581 


3227 


FCR3691 


3287 


FCR3772 


3048 


fcr3368n 


3108 


FCR3487 


3168 


FCR3582 


3228 


FCR3695 


3288 


fcr3773 


3049 


FCR3369 


3109 


FCR3488 


3169 


FCR3584 


3229 


FCR3698 


3289 


FCR3777 


3050 


FCR3370 


3110 


FCR3490 


3170 


FCR3585 


3230 


FCR3699 


3290 


FCR3779 


3051 


FCR3371 


3111 


FCR3491 


3171 


FCR3586 


3231 


FCR3700 


3291 


FCR3780 


3052 


FCR3372 


3112 


FCR3492 


3172 


FCR3587 


3232 


FCR3701 


3292 


fcr3785n 


3053 


fcr3375n 


3113 


fcr3494n 


3173 


FCR3590 


3233 


FCR3702 


3293 


fcr3789n 


3054 


FCR3376 


3114 


fcr3495n 


3174 


FCR3592 


3234 


FCR3703 


3294 


FCR3790 


3055 


FCR3377 


3115 


FCR3497 


3175 


FCR3593 


3235 


FCR3704 


3295 


rCR3791 


3056 


FCR3378 


3116 


FCR3498 


3176 


FCR3594 


3236 


FCR3705 


3296 


fcr3792 


3057 


FCR3379 


3117 


FCR3500 


3177 


FCR3595 


3237 


FCR3706 


3297 


FCR3793 


3058 


FCR3380 


3118 


FCR3503 


3178 


FCR3599 


3238 


FCR3707 


3298 


FCR3794 


3059 


FCR3381 


3119 


FCR3504 


3179 


FCR3601 


3239 


FCR3708 


3299 


FCR3795 


3060 


FCR3382 


3120 


FCR3505 


3180 


FCR3602 


3240 


FCR3710 


3300 


fcr3796 
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3301 


FCR3798 


3361 


FCR3898 


3421 


FCR4012 


3481 


FCR4108 


3541 


FCR4225 


3302 


FCR3799 


3362 


fcr3902 


3422 


FCR4013 


3482 


FCR4109 


3542 


FCR4226 


3303 


FCR3800 


3363 


FCR3903 


3423 


FCR4014 


3483 


FCR4110 


3543 


FCR4227 


3304 


fcr3802N 


3364 


fcr3904n 


3424 


FCR4015 


3484 


FCR4111 


3544 


FCR4228 


3305 


FCR3803 


3365 


FCR3907 


3425 


FCR4016N 


3485 


FCR4112 


3545 


FCR4232 


3306 


fcr3805n 


3366 


fcr3908 


3426 


FCR4017 


3486 


FCR4113 


3546 


fcr4233 


3307 


fcr3806n 


3367 


FCR3909 


3427 


FCR4018 


3487 


fcr4114n 


3547 


FCR4238 


3308 


fcr3809n 


3368 


FCR3910 


3428 


FCR4019 


3488 


FCR4116 


3548 


FCR4240 


3309 


fcr3810N 


3369 


FCR3911 


3429 


FCR4020 


3489 


FCR4117 


3549 


fcr4242n 


3310 


FCR3812 


3370 


FCR3912 


3430 


fcr4021nn 


3490 


fcr4118nn 


3550 


FCR4243 


3311 


FCR3813 


3371 


fcr3913n 


3431 


FCR4022 


3491 


FCR4125 


3551 


FCR4246 


3312 


fcr3815N 


3372 


fcr3914n 


3432 


FCR4024 


3492 


FCR4127N 


3552 


fcr4259 


3313 


FCR3816 


3373 


FCR3915 


3433 


FCR4026 


3493 


FCR4128 


3553 


FCR4260 


3314 


fcr3817n 


3374 


FCR3916N 


3434 


FCR4027 


3494 


FCR4129 


3554 


FCR4264 


3315 


FCR3818 


3375 


FCR3918 


3435 


FCR4029 


3495 


FCR4131 


3555 


FCR4266 


3316 


FCR3819 


3376 


FCR3919N 


3436 


FCR4030 


3496 


FCR4134 


3556 


FCR4271 


3317 


FCR3821 


3377 


FCR3920 


3437 


FCR4031N 


3497 


FCR4135 


3557 


FCR4272 


3318 


FCR3822 


3378 


FCR3922 


3438 


FCR4033 


3498 


FCR4137 


3558 


FCR4274 


3319 


FCR3823 


3379 


fcr3924 


3439 


FCR4034 


3499 


FCR4138 


3559 


fcr4275 


3320 


FCR3825 


3380 


FCR3928 


3440 


FCR4035 


3500 


fcr4141nn 


3560 


FCR4278 


3321 


FCR3826 


3381 


FCR3932 


3441 


FCR4037 


3501 


FCR4143 


3561 


FCR4280 


3322 


fcr3827 


3382 


FCR3934 


3442 


FCR4039 


3502 


FCR4146 


3562 


FCR4281 


3323 


FCR3829 


3383 


FCR3936 


3443 


FCR4040 


3503 


FCR4147 


3563 


FCR4283 


3324 


FCR3831 


3384 


FCR3939 


3444 


FCR4043 


3504 


FCR4148 


3564 


FCR4285 


3325 


FCR3832 


3385 


FCR3940 


3445 


FCR4044 


3505 


FCR4149 


3565 


fcr4286n 


3326 


FCR3833 


3386 


FCR3941 


3446 


FCR4045 


3506 


FCR4150 


3566 


FCR4287 


3327 


FCR3835 


3387 


FCR3943 


3447 


FCR4046 


3507 


FCR4152 


3567 


FCR4289 


3328 


fcr3837N 


3388 


FCR3944 


3448 


FCR4048 


3508 


FCR4154 


3568 


FCR4292 


3329 


FCR3839 


3389 


fcr3945n 


3449 


FCR4049 


3509 


FCR4155 


3569 


FCR4294 


3330 


FCR3840 


3390 


FCR3946 


3450 


FCR4051 


3510 


fcr4157n 


3570 


FCR4295 


3331 


FCR3841 


3391 


FCR3947N 


3451 


FCR4052 


3511 


FCR4159 


3571 


FCR4298 


3332 


FCR3843 


3392 


FCR3948 


3452 


FCR4056 


3512 


FCR4160 


3572 


FCR4299 


3333 


FCR3845 


3393 


FCR3949 


3453 


FCR4057 


3513 


FCR4163 


3573 


fCT4300 


3334 


fcr3847 


3394 


FCR3950 


3454 


FCR4058 


3514 


FCR4164 


3574 


FCR4301 


3335 


fcr3849n 


3395 


FCR3951 


3455 


FCR4059 


3515 


FCR4166 


3575 


FCR4302 


3336 


fcr3851n 


3396 


FCR3952N 


3456 


FCR4060 


3516 


FCR4167 


3576 


FCR4304 


3337 


fcr3852n 


3397 


FCR3953 


3457 


FCR4062 


3517 


FCR4172 


3577 


FCR4305 


3338 


fcr3853 


3398 


FCR3955 


3458 


fcr4063n 


3518 


FCR4174 


3578 


FCR4306 


3339 


FCR3856 


3399 


FCR3957 


3459 


FCR4065 


3519 


FCR4175 


3579 


FCR4308 


3340 


FCR3857 


3400 


FCR3960N 


3460 


FCR4071 


3520 


FCR4181 


3580 


FCR4311 


3341 


FCR3858 


3401 


FCR3962 


3461 


FCR4072 


3521 


FCR4198 


3581 


FCR4313 


3342 


FCR3861 


3402 


FCR3972 


3462 


FCR4073N 


3522 


FCR4201 


3582 


FCR4315 


3343 


fcr3863N 


3403 


FCR3973 


3463 


fcr4075n 


3523 


FCR4203 


3583 


FCR4316 


3344 


FCR3865 


3404 


FCR3974 


3464 


FCR4076 


3524 


FCR4205 


3584 


FCR4318 


3345 


FCR3867 


3405 


FCR3977 


3465 


FCR4078 


3525 


FCR4206 


3585 


FCR4319 


3346 


FCR3868 


3406 


FCR3981 


3466 


FCR4079 


3526 


FCR4207 


3586 


FCR4324 


3347 


fcr3869 


3407 


fcr3982nn 


3467 


FCR4082 


3527 


FCR4208 


3587 


FCR4326 


3348 


fcr3869n 


3408 


FCR3983 


3468 


FCR4084 


3528 


FCR4209 


3588 


FCR4328 


3349 


FCR3877 


3409 


fcr3984nn 


3469 


FCR4085 


3529 


fcr4210n 


3589 


FCR4330 


3350 


FCR3878 


3410 


FCR3985 


3470 


FCR4086 


3530 


FCR4211 


3590 


FCR4331 


3351 


FCR3879 


3411 


FCR3986 


3471 


FCR4089 


3531 


FCR4212 


3591 


FCR4332 


3352 


FCR3880 


3412 


FCR3987 


3472 


fcr4090nn 


3532 


FCR4213 


3592 


FCR4333 


3353 


FCR3883 


3413 


fcr3988n 


3473 


FCR4092 


3533 


FCR4214 


3593 


FCR4334 


3354 


FCR3884 


3414 


FCR3990 


3474 


FCR4095 


3534 


FCR4215 


3594 


FCR4336N 


3355 


FCR3885 


3415 


FCR3993 


3475 


FCR4096 


3535 


FCR4216 


3595 


fcr4337n 


3356 


FCR3889 


3416 


FCR4006 


3476 


FCR4097 


3536 


FCR4218 


3596 


FCR4340 


3357 


FCR3890 


3417 


FCR4007 


3477 


FCR4099 


3537 


fcr4219n 


3597 


FCR4341 


3358 


FCR3892 


3418 


FCR4009 


3478 


FCR4101 


3538 


FCR4220 


3598 


FCR4342 


3359 


FCR3894 


3419 


FCR4010 


3479 


FCR4106 


3539 


FCR4221 


3599 


FCR4344 


3360 


FCR3897 


3420 


FCR4011 


3480 


FCR4107 


3540 


FCR4224 


3600 


FCR4347N 
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3601 


FCR4348 


3661 


FCR4442 


3721 


FCR4597 


3781 


FCR4684 


3841 


FCR4775 


3602 


FCR4349 


3662 


FCR4443 


3722 


FCR4600 


3782 


FCR4685 


3842 


FCR4778 


3603 


FCR4350 


3663 


FCR4444 


3723 


FCR4604 


3783 


FCR4686 


3843 


FCR4779 


3604 


fcr4351n 


3664 


FCR4446 


3724 


FCR4605 


3784 


FCR4688 


3844 


FCR4781 


3605 


FCR4353N 


3665 


FCR4447 


3725 


FCR4606 


3785 


FCR4690 


3845 


FCR4782 


3606 


FCR4354 


3666 


FCR4449 


3726 


FCR4607 


3786 


FCR4691 


3846 


FCR4783 


3607 


FCR4355 


3667 


FCR4450 


3727 


FCR4608 


3787 


FCR4693 


3847 


FCR4784 


3608 


FCR4357 


3668 


fcr4457n 


3728 


FCR4609 


3788 


FCR4695 


3848 


FCR4785 


3609 


FCR4359 


3669 


FCR4459 


3729 


FCR4610 


3789 


FCR4697 


3849 


FCR4786 


3610 


FCR4361 


3670 


FCR4460 


3730 


FCR4612 


3790 


FCR4699 


3850 


FCR4787 


3611 


FCR4363 


3671 


fcr4463n 


3731 


fcr4613 


3791 


FCR4700 


3851 


FCR4790 


3612 


FCR4364 


3672 


FCR4465 


3732 


FCR4614 


3792 


FCR4702 


3852 


fcr4791 


3613 


FCR4365 


3673 


fcr4466n 


3733 


FCR4615 


3793 


FCR4703 


3853 


FCR4792 


3614 


FCR4366 


3674 


FCR4467 


3734 


FCR4616 


3794 


FCR4704 


3854 


FCR4794 


3615 


FCR4367 


3675 


FCR4468 


3735 


FCR4617 


3795 


FCR4705 


3855 


FCR4795 


3616 


FCR4368 


3676 


FCR4469 


3736 


FCR4618 


3796 


FCR4717 


3856 


FCR4799 


3617 


FCR4370 


3677 


FCR4471 


3737 


FCR4620 


3797 


FCR4719 


3857 


FCR4800 


3618 


FCR4371 


3678 


FCR4473 


3738 


FCR4621 


3798 


FCR4720 


3858 


FCR4801 


3619 


fcr4372n 


3679 


FCR4474 


3739 


FCR4622 


3799 


FCR4721 


3859 


FCR4802 


3620 


FCR4373 


3680 


FCR4475 


3740 


FCR4623 


3800 


FCR4722 


3860 


FCR4803 


3621 


FCR4376 


3681 


FCR4477 


3741 


FCR4624 


3801 


FCR4723 


3861 


FCR4804 


3622 


FCR4378 


3682 


FCR4480 


3742 


FCR4626 


3802 


FCR4724 


3862 


FCR4805 


3623 


FCR4379 


3683 


FCR4483 


3743 


FCR4628 


3803 


FCR4725 


3863 


FCR4806 


3624 


FCR4380 


3684 


FCR4485 


3744 


FCR4629 


3804 


FCR4726 


3864 


FCR4808 


3625 


FCR4382 


3685 


FCR4486 


3745 


FCR4631 


3805 


FCR4727 


3865 


fcr4809 


3626 


FCR4385 


3686 


FCR4487 


3746 


FCR4632 


3806 


FCR4729 


3866 


FCR4810 


3627 


FCR4386 


3687 


FCR4489 


3747 


FCR4633 


3807 


FCR4730 


3867 


FCR4811 


3628 


FCR4388N 


3688 


FCR4490 


3748 


FCR4634 


3808 


FCR4732 


3868 


FCR4813 


3629 


FCR4390 


3689 


FCR4494 


3749 


FCR4637 


3809 


FCR4733 


3869 


FCR4814 


3630 


FCR4393 


3690 


FCR4495 


3750 


FCR4638 


3810 


FCR4735 


3870 


FCR4816 


3631 


fcr4394nn 


3691 


FCR4496 


3751 


FCR4639 


3811 


FCR4737 


3871 


FCR4817 


3632 


FCR4395N 


3692 


FCR4497 


3752 


FCR4640 


3812 


FCR4738 


3872 


FCR4818 


3633 


FCR4397 


3693 


FCR4498 


3753 


FCR4641 


3813 


FCR4740 


3873 


FCR4819 


3634 


FCR4398 


3694 


FCR4500 


3754 


fcr4642 


3814 


FCR4741 


3874 


FCR4820 


3635 


FCR4399 


3695 


FCR4502 


3755 


fcr4644 


3815 


FCR4742 


3875 


FCR4821 


3636 


FCR4400 


3696 


FCR4503 


3756 


fcr4648 


3816 


FCR4743 


3876 


FCR4822 


3637 


FCR4401 


3597 


FCR4505 


3757 


FCR4649 


3817 


FCR4745 


3877 


FCR4823 


3638 


FCR4402 


3698 


FCR4506 


3758 


FCR4650 


3818 


FCR4746 


3878 


FCR4824 


3639 


fcr4403 


3699 


fcr4559 


3759 


FCR4651 


3819 


FCR4747 


3879 


FCR4825 


3640 


FCR4404 


3700 


FCR4560 


3760 


FCR4652 


3820 


FCR4749 


3880 


FCR4829 


3641 


FCR4405 


3701 


fcr4562 


3761 


FCR4654 


3821 


FCR4752 


3881 


FCR4831 


3642 


FCR4406 


3702 


FCR4566 


3762 


FCR4655 


3822 


FCR4753 


3882 


FCR4832 


3643 


FCR4409 


3703 


FCR4568 


3763 


fcr4656 


3823 


FCR4754 


3883 


FCR4833 


3644 


FCR4410 


3704 


FCR4569 


3764 


FCR4660 


3824 


FCR4755 


3884 


FCR4834 


3645 


FCR4411 


3705 


FCR4570 


3765 


FCR4661 


3825 


FCR4758 


3885 


FCR4836 


3646 


FCR4412 


3706 


FCR4573 


3766 


fcr4665 


3826 


FCR4759 


3886 


FCR4838 


3647 


FCR4413 


3707 


FCR4574 


3767 


FCR4667 


3827 


FCR4760 


3887 


FCR4839 


3648 


FCR4414 


3708 


FCR4575 


3768 


FCR4669 


3828 


fcr4761 


3888 


FCR4840 


3649 


FCR4415 


3709 


FCR4576 


3769 


fcr4670 


3829 


FCR4762 


3889 


FCR4842 


3650 


FCR4416 


3710 


FCR4577 


3770 


fa4671 


3830 


FCR4763 


3890 


FCR4843 


3651 


FCR4417 


3711 


FCR4578 


3771 


fcr4673 


3831 


FCR4764 


3891 


fcr4844n 


3652 


FCR4419 


3712 


FCR4579 


3772 


FCR4674 


3832 


FCR4765 


3892 


FCR4845 


3653 


FCR4432 


3713 


FCR4582 


3773 


FCR4675 


3833 


FCR4766 


3893 


FCR4846 


3654 


FCR4433 


3714 


FCR4583 


3774 


FCR4676 


3834 


FCR4767 


3894 


FCR4848 


3655 


FCR4434 


3715 


FCR4584 


3775 


FCR4677 


3835 


FCR4768 


3895 


FCR4849 


3656 


FCR4435 


3716 


FCR4589 


3776 


fcr4678n 


3836 


FCR4769 


3896 


FCR4850 


3657 


FCR4436 


3717 


FCR4592 


3777 


FCR4679 


3837 


FCR4770 


3897 


FCR4851 


3658 


FCR4437 


3718 


FCR4594 


3778 


FCR4680 


3838 


FCR4771 


3898 


FCR4852 


3659 


FCR4438 


3719 


FCR4595 


3779 


FCR4681 


3839 


FCR4772 


3899 


FCR4853 


3660 


FCR4440 


3720 


FCR4596 


3780 


FCR4682 


3840 


FCR4773 


3900 


FCR4854 
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3901 


FCR4856 


3961 


FCR4930 


4021 


FCR5015 


4081 


FCR5112 


4141 


FCR5199 


3902 


FCR4857 


3962 


FCR4931 


4022 


FCR5016 


4082 


FCR5113 


4142 


FCR5200 


3903 


FCR4858 


3963 


FCR4932 


4023 


fcr5017 


4083 


FCR5115 


4143 


FCR5201 


3904 


FCR4860 


3964 


FCR4934 


4024 


FCR5019 


4084 


FCR5116 


4144 


FCR5203 


3905 


FCR4861 


3965 


fcr4935 


4025 


FCR5020 


4085 


FCR5117 


4145 


FCR5204 


3906 


FCR4862 


3966 


fcr4936n 


4026 


FCR5021 


4086 


FCR5119 


4146 


FCR5207 


3907 


FCR4863 


3967 


FCR4937 


4027 


FCR5023 


4087 


fcr5120n 


4147 


FCR5208 


3908 


FCR4864 


3968 


FCR4938 


4028 


FCR5024 


4088 


FCR5121 


4148 


FCR5209 


3909 


FCR4865 


3969 


FCR4941 


4029 


FCR5025 


4089 


FCR5123 


4149 


FCR5211 


3910 


FCR4866 


3970 


fcr4942 


4030 


FCR5026 


4090 


FCR5124 


4150 


FCR5212 


3911 


FCR4867 


3971 


fcr4942r 


4031 


FCR5027 


4091 


FCR5125 


4151 


FCR5213 


3912 


FCR4868 


3972 


fcr4943 


4032 


FCR5029 


4092 


FCR5126 


4152 


FCR5214 


3913 


FCR4869 


3973 


fcr4944 


4033 


fcr5031 


4093 


FCR5127 


4153 


FCR5216 


3914 


FCR4870 


3974 


FCR4945 


4034 


FCR5032 


4094 


fcr5129 


4154 


FCR5217 


3915 


FCR4871 


3975 


FCR4946 


4035 


FCR5033 


4095 


FCR5131 


4155 


FCR5218 


3916 


FCR4872 


3976 


fcr4947 


4036 


FCR5035 


4096 


fcr5132 


4156 


FCR5220 


3917 


FCR4873 


3977 


FCR4948 


4037 


FCR5040 


4097 


FCR5133 


4157 


FCR5221 


3918 


fCT4874n 


3978 


FCR4949 


4038 


FCR5045 


4098 


FCR5136 


4158 


FCR5222 


3919 


FCR4875 


3979 


FCR4950 


4039 


FCR5047 


4099 


FCR5137 


4159 


FCR5223 


3920 


FCR4876 


3980 


FCR4951 


4040 


FCR5048 


4100 


FCR5138 


4160 


fcr5224n 


3921 


FCR4877 


3981 


FCR4952 


4041 


FCR5050 


4101 


fcr5139n 


4161 


FCR5226 


3922 


FCR4878 


3982 


FCR4953 


4042 


fcr5055 


4102 


fcr5140 


4162 


FCR5228 


3923 


FCR4879 


3983 


FCR4954 


4043 


FCR5056 


4103 


FCR5141 


4163 


FCR5229 


3924 


FCR4880 


3984 


FCR4955 


4044 


FCR5057 


4104 


FCR5144 


4164 


fcr5231n 


3925 


FCR4881 


3985 


FCR4956 


4045 


FCR5058 


4105 


FCR5145 


4165 


FCR5245 


3926 


FCR4884 


3986 


FCR4957 


4046 


FCR5059 


4106 


FCR5149 


4166 


FCR5246 


3927 


FCR4885 


3987 


FCR4958 


4047 


FCR5063 


4107 


fcr5150n 


4167 


FCR5247 


3928 


FCR4886 


3988 


FCR4959 


4048 


FCR5064 


4108 


FCR5151 


4168 


FCR5250 


3929 


FCR4888 


3989 


FCR4961 


4049 


FCR5065 


4109 


FCR5152 


4169 


FCR5251 


3930 


FCR4889 


3990 


FCR4965 


4050 


FCR5066 


4110 


fcr5153n 


4170 


FCR5257 


3931 


FCR4890 


3991 


FCR4966 


4051 


FCR5067 


4111 


FCR5154 


4171 


FCR5259 


3932 


FCR4891 


3992 


FCR4967 


4052 


FCR5068 


4112 


FCR5155 


4172 


FCR5261 


3933 


FCR4892 


3993 


fcr4968 


4053 


fa5071 


4113 


FCR5156 


4173 


FCR5262 


3934 


fcr4893 


3994 


FCR4970 


4054 


FCR5072 


4114 


FCR5157 


4174 


FCR5263 


3935 


FCR4895 


3995 


FCR4971 


4055 


FCR5073 


4115 


FCR5158 


4175 


fcr5266n 


3936 


FCR4896 


3996 


FCR4974 


4056 


FCR5074 


4116 


FCR5160 


4176 


FCR5267 


3937 


FCR4897 


3997 


fcr4976n 


4057 


FCR5075 


4117 


FCR5161 


4177 


FCR5268 


3938 


FCR4898 


3998 


FCR4978 


4058 


FCR5076 


4118 


FCR5163 


4178 


fcr5270n 


3939 


FCR4899 


3999 


FCR4979 


4059 


FCR5077 


4119 


FCR5165 


4179 


FCR5271 


3940 


FCR4900 


4000 


FCR4980 


4060 


FCR5080 


4120 


FCR5167 


4180 


FCR5272 


3941 


FCR4901 


4001 


FCR4981 


4061 


FCR5081 


4121 


FCR5168 


4181 


FCR5273 


3942 


FCR4902 


4002 


FCR4982 


4062 


FCR5082 


4122 


FCR5169 


4182 


FCR5281 


3943 


FCR4903 


4003 


FCR4983 


4063 


FCR5083 


4123 


FCR5170 


4183 


FCR5282 


3944 


FCR4904 


4004 


FCR4984 


4064 


FCR5084 


4124 


fcr5171 


4184 


FCR5283 


3945 


FCR4906 


4005 


FCR4985 


4065 


FCR5085 


4125 


FCR5175 


4185 


FCR5284 


3946 


FCR4907 


4006 


FCR4988 


4066 


FCR5087 


4126 


FCR5176 


4186 


fcr5285n 


3947 


FCR4909 


4007 


fcr4991 


4067 


FCR5088 


4127 


FCR5179 


4187 


FCR5286 


3948 


FCR4911 


4008 


fcr4992n 


4068 


FCR5090 


4128 


FCR5180 


4188 


FCR5288 


3949 


FCR4913 


4009 


FCR4996 


4069 


FCR5091 


4129 


FCR5181 


4189 


FCR5289 


3950 


FCR4914 


4010 


FCR4997 


4070 


FCR5092 


4130 


FCR5182 


4190 


FCR5291 


3951 


FCR4915 


4011 


FCR4999 


4071 


FCR5093 


4131 


FCR5183 


4191 


fcr5292 


3952 


FCR4916 


4012 


FCR5000 


4072 


FCR5096 


4132 


FCR5188 


4192 


fcr5293n 


3953 


FCR4920 


4013 


FCR5002 


4073 


FCR5098 


4133 


FCR5189 


4193 


FCR5297 


3954 


FCR4921 


4014 


FCR5004 


4074 


FCR5099 


4134 


FCR5190 


4194 


FCR5301 


once 


rCR4922 


4015 


FCR5006 


4075 


FCR5100 


4135 


FCR5191 


4195 


fcr5315 


3956 


FCR4924 


4016 


FCR5007 


4076 


fcr5101 


4136 


FCR5192 


4196 


FCR5316 


3957 


FCR4925 


4017 


FCR5008 


4077 


fcr5105 


4137 


FCR5193 


4197 


FCR5317 


3958 


FCR4926 


4018 


FCR5009 


4078 


fcr5107 


4138 


FCR5194 


4198 


FCR5318 


3959 


FCR4927 


4019 


fcr5011 


4079 


FCR5108 


4139 


FCR5196 


4199 


FCR5320 


3960 


FCR4928 


4020 


FCR5014 


4080 


FCR5111 


4140 


FCR5198 


4200 


FCR5322 
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4201 


fcr5323n 


4261 


FCR5418 


4321 


FCR5517 


4381 


FCR5650 


4441 


FCR5749 


4202 


FCR5324 


4262 


FCR5420 


4322 


FCR5518 


4382 


FCR5652 


4442 


FCR5750 


4203 


FCR5326 


4263 


FCR5421 


4323 


FCR5519 


4383 


fcr5653 


4443 


FCR5751 


4204 


FCR5327 


4264 


FCR5422 


4324 


FCR5522 


4384 


fcr5653nr 


4444 


fcr5752 


4205 


fcr5328n 


4265 


fcr5425 


4325 


FCR5523 


4385 


FCR5654 


4445 


FCR5753 


4206 


FCR5329 


4266 


FCR5426 


4326 


FCR5524 


4386 


fcr5659n 


4446 


FCR5755 


4207 


FCR5330 


4267 


FCR5427 


4327 


FCR5525 


4387 


FCR5660 


4447 


FCR5756 


4208 


FCR5331 


4268 


fcr5428 


4328 


FCR5529 


4388 


FCR5661 


4448 


FCR5758 


4209 


FCR5332 


4269 


fcr5431 


4329 


FCR5530 


4389 


FCR5663 


4449 


FCR5759 


4210 


FCR5333 


4270 


FCR5436 


4330 


FCR5532 


4390 


FCR5664 


4450 


FCR5760 


4211 


FCR5334 


4271 


FCR5437 


4331 


FCR5533 


4391 


FCR5665 


4451 


FCR5761 


4212 


FCR5336 


4272 


FCR5438 


4332 


FCR5534 


4392 


FCR5668 


4452 


FCR5762 


4213 


FCR5337 


4273 


FCR5440 


4333 


FCR5536 


4393 


FCR5669 


4453 


FCR5763 


4214 


FCR5338 


4274 


FCR5442 


4334 


FCR5537 


4394 


FCR5670 


4454 


FCR5764 


4215 


FCR5339 


4275 


FCR5443 


4335 


FCR5539 


4395 


fcr5672 


4455 


FCR5766 


4216 


FCR5340 


4276 


fcr5445 


4336 


FCR5541 


4396 


FCR5675 


4456 


FCR5767 


4217 


FCR5342 


4277 


fcr5446n 


4337 


FCR5543 


4397 


FCR5677 


4457 


fcr5769 


4218 


FCR5343 


4278 


FCR5447 


4338 


FCR5559 


4398 


FCR5679 


4458 


FCR5770 


4219 


fcr5344 


4279 


fcr5448n 


4339 


FCR5560 


4399 


fcr5680 


4459 


FCR5771 


4220 


FCR5345 


4280 


fcr5449 


4340 


fcr5561 


4400 


FCR5681 


4460 


fcr5774n 


4221 


FCR5347 


4281 


FCR5453 


4341 


fcr5563 


4401 


FCR5683 


4461 


FCR5775 


4222 


FCR5348 


4282 


FCR5455 


4342 


FCR5571 


4402 


FCR5685 


4462 


FCR5777 


4223 


FCR5349 


4283 


FCR5456 


4343 


FCR5572 


4403 


fcr5686n 


4463 


FCR5778 


4224 


FCR5350 


4284 


FCR5460 


4344 


FCR5574 


4404 


FCR5687 


4464 


FCR5779 


4225 


FCR5351 


4285 


fcr5461 


4345 


FCR5575 


4405 


FCR5689 


4465 


fcr5780 


4226 


fcr5353 


4286 


FCR5462 


4346 


FCR5579 


4406 


fcr5690n 


4466 


FCR5786 


4227 


FCR5354 


4287 


fcr5463 


4347 


FCR5580 


4407 


FCR5699 


4467 


FCR5788 


4228 


FCR5355 


4288 


fcr5464 


4348 


FCR5581 


4408 


FCR5701 


4468 


fcr5789 


4229 


fcr5358 


4289 


fcr5467 


4349 


FCR5582 


4409 


FCR5702 


4469 


FCR5790 


4230 


FCR5359 


4290 


FCR5468 


4350 


FCR5584 


4410 


FCR5703 


4470 


FCR5791 


4231 


FCR5360 


4291 


FCR5469 


4351 


FCR5585 


4411 


FCR5704 


4471 


FCR5792 


4232 


FCR5362 


4292 


FCR5470 


4352 


FCR5586 


4412 


FCR5707 


4472 


FCR5793 


4233 


FCR5363 


4293 


FCR5471 


4353 


FCR5587 


4413 


FCR5708 


4473 


FCR5794 


4234 


FCR5365 


4294 


FCR5472 


4354 


FCR5589 


4414 


fcr5710 


4474 


FCR5795 


4235 


FCR5366 


4295 


FCR5474 


4355 


fcr5591 


4415 


FCR5711 


4475 


FCR5796 


4236 


FCR5369 


4296 


fcr5475 


4356 


FCR5594 


4416 


FCR5712 


4476 


FCR5797 


4237 


FCR5371 


4297 


fcr5476 


4357 


FCR5595 


4417 


FCR5713 


4477 


FCR5798 


4238 


FCR5373 


4298 


FCR5477 


4358 


FCR5596 


4418 


FCR5714 


4478 


FCR5799 


4239 


FCR5374 


4299 


FCR5478 


4359 


fcr5612 


4419 


FCR5715 


4479 


FCR5800 


4240 


FCR5376 


4300 


FCR5479 


4360 


fcr5615 


4420 


FCR5716 


4480 


FCR5801 


4241 


FCR5378 


4301 


fcr5481 


4361 


fcr5615r 


4421 


FCR5717 


4481 


FCR5802 


4242 


FCR5380 


4302 


FCR5482 


4362 


FCR5617 


4422 


FCR5719 


4482 


FCR5803 


4243 


fcr5381n 


4303 


FCR5483 


4363 


FCR5618 


4423 


FCR5720 


4483 


FCR5804 


4244 


FCR5382 


4304 


fcr5484 


4364 


FCR5619 


4424 


FCR5721 


4484 


FCR5805 


4245 


FCR5384 


4305 


FCR5486 


4365 


FCR5620 


4425 


FCR5722 


4485 


FCR5807 


4246 


fcr5387n 


4306 


fcr5488 


4366 


fcr5621 


4426 


FCR5723 


4486 


FCR5808 


4247 


FCR5391 


4307 


fcr5489 


4367 


FCR5622 


4427 


FCR5724 


4487 


FCR5809 


4248 


FCR5392 


4308 


FCR5490 


4368 


FCR5623 


4428 


FCR5725 


4488 


FCR5810 


4249 


FCR5393 


4309 


FCR5498 


4369 


FCR5624 


4429 


FCR5727 


4489 


FCR5811 


4250 


FCR5394 


4310 


fcr5499 


4370 


fcr5625 


4430 


FCR5728 


4490 


FCR5812 


4251 


fcr5406n 


4311 


FCR5503 


4371 


FCR5627 


4431 


FCR5730 


4491 


FCR5813 


4252 


FCR5407 


4312 


FCR5505 


4372 


FCR5628 


4432 


fcr5731 


4492 


FCR5814 


4253 


FCR5408 


4313 


FCR5507 


4373 


FCR5629 


4433 


fcr5733 


4493 


FCR5817 


4254 


FCR5409 


4314 


FCR5508 


4374 


FCR5630 


4434 


fcr5734 


4494 


FCR5818 


4255 


FCR5410 


4315 


FCR5509 


4375 


FCR5634 


4435 


fcr5736 


4495 


fcr5819 


4256 


FCR5412 


4316 


fcr5510 


4376 


FCR5639 


4436 


FCR5743 


4496 


FCR5822 


4257 


fcr5414 


4317 


FCR5511 


4377 


fcr5640 


4437 


FCR5744 


4497 


FCR5823 


4258 


FCR5415 


4318 


FCR5513 


4378 


FCR5642 


4438 


FCR5746 


4498 


fcr5824 


4259 


FCR5416 


4319 


FCR5515 


4379 


FCR5645 


4439 


FCR5747 


4499 


fcr5825 


4260 


FCR5417 


4320 


FCR5516 


4380 


FCR5648 


4440 


FCR5748 


4500 


FCR5827 
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4501 


FCR5831 


4561 


fcr5918 


4621 


FCR6005 


4681 


FCR6107 


4741 


FCR6197 


4502 


FCR5833 


4562 


FCR5919 


4622 


FCR6007 


4682 


FCR6108 


4742 


fcr6198 


4503 


FCR5834 


4563 


FCR5920 


4623 


FCR6008 


4683 


FCR6109 


4743 


FCR6201 


4504 


FCR5835 


4564 


FCR5921 


4624 


fcr6010 


4684 


FCR6116 


4744 


FCR6202 


4505 


fcr5836 


4565 


FCR5922 


4625 


fcr6011n 


4685 


FCR6117 


4745 


FCR6205 


4506 


FCR5837 


4566 


FCR5925 


4626 


fcr6013 


4686 


FCR6118 


4746 


FCR6206 


4507 


FCR5838 


4567 


FCR5926 


4627 


fcr6014 


4687 


FCR6119 


4747 


FCR6207 


4508 


fcr5842 


4568 


fcr5927n 


4628 


fcr6015 


4688 


FCR6122 


4748 


FCR6208 


4509 


FCR5843 


4569 


FCR5928 


4629 


FCR6016 


4689 


fcr6124n 


4749 


FCR6209 


4510 


FCR5844 


4570 


fcr5929n 


4630 


FCR6017 


4690 


fcr6125 


4750 


FCR6210 


4611 


FCR5846 


4571 


FCR5930 


4631 


FCR6018 


4691 


fcr6128 


4751 


FCR6211 


4512 


FCR5847 


4572 


fcr5931 


4632 


FCR6019 


4692 


FCR6129 


4752 


fcr6212 


4513 


FCR5848 


4573 


fcr5932n 


4633 


FCR6022 


4693 


FCR6131 


4763 


FCR6213 


4514 


FCR5850 


4574 


FCR5935 


4634 


FCR6023 


4694 


fcr6132 


4754 


fcr6217 


4515 


FCR5851 


4575 


fcr5936n 


4635 


FCR6025 


4695 


fcr6135 


4755 


fcr6218n 


4516 


FCR5852 


4576 


FCR5937 


4636 


FCR6026 


4696 


FCR6136 


4756 


FCR6219 


4517 


FCR5854 


4577 


FCR5938 


4637 


FCR6027 


4697 


FCR6137 


4757 


FCR6220 


4518 


FCR5856 


4578 


FCR5940 


4638 


FCR6028 


4698 


fcr6138 


4758 


FCR6221 


4519 


FCR5857 


4579 


FCR5941 


4639 


FCR6031 


4699 


FCR6139 


4759 


FCR6224 


4520 


FCR5858 


4580 


FCR5942 


4640 


FCR6032 


4700 


FCR6140 


4760 


FCR6225 


4521 


fcr5859n 


4581 


FCR5943 


4641 


FCR6034 


4701 


FCR6141 


4751 


FCR6227 


4522 


FCR5860 


4582 


FCR5944 


4642 


FCR6035 


4702 


FCR6142 


4762 


FCR6228 


4523 


FCR5861 


4583 


FCR5945 


4643 


fcr6036n 


4703 


FCR6143 


4763 


FCR6229 


4524 


FCR5862 


4584 


FCR5946 


4644 


FCR6038 


4704 


FCR6144 


4764 


FCR6230 


4525 


FCR5863 


4585 


FCR5949 


4645 


FCR6039 


4705 


FCR6145 


4765 


FCR6231 


4526 


FCR5865 


4586 


FCR5950 


4646 


fcr6041n 


4706 


FCR6146 


4766 


FCR6232 


4527 


FCR5866 


4587 


FCR5951 


4647 


fcr6042 


4707 


FCR6147 


4767 


FCR6234 


4528 


fcr5867 


4588 


FCR5952 


4648 


fcr6043n 


4708 


FCR6150 


4768 


FCR6235 


4529 


FCR5870 


4589 


fcr5955 


4649 


FCR6044 


4709 


FCR6151 


4769 


FCR6237 


4530 


FCR5871 


4590 


fcr5956 


4650 


fcr6045 


4710 


FCR6152 


4770 


FCR6240 


4531 


fcr5872 


4591 


FCR5958 


4651 


FCR6047 


4711 


FCR6157 


4771 


FCR6241 


4532 


FCR5875 


4592 


FCR5959 


4652 


FCR6050 


4712 


FCR6158 


4772 


fcr6242 


4533 


fcr5877 


4593 


FCR5961 


4653 


FCR6054 


4713 


FCR6160 


4773 


FCR6243 


4534 


FCR5879 


4594 


FCR5964 


4654 


FCR6055 


4714 


FCR6161 


4774 


FCR6245 


4535 


FCR5880 


4595 


FCR5966 


4655 


FCR6057 


4715 


fcr6162 


4775 


FCR6246 


4536 


FCR5881 


4596 


FCR5967 


4656 


FCR6058 


4716 


FCR6163 


4776 


FCR6252 


4537 


FCR5883 


4597 


FCR5969 


4657 


FCR6060 


4717 


FCR6168 


4777 


fcr6254 


4538 


fcr5884 


4598 


FCR5971 


4658 


FCR6062 


4718 


FCR6169 


4778 


FCR6255 


4539 


FCR5885 


4599 


FCR5972 


4659 


FCR6064 


4719 


FCR6170 


4779 


FCR6256 


4540 


fcr5886 


4600 


FCR5973 


4660 


FCR6065 


4720 


FCR6171 


4780 


FCR6257 


4541 


FCR5887 


4601 


FCR5975 


4661 


FCR6066 


4721 


FCR6172 


4781 


FCR6258 


4542 


FCR5889 


4602 


fcr5976 


4662 


FCR6067 


4722 


FCR6174 


4782 


FCR6259 


4543 


FCR5890 


4603 


FCR5978 


4663 


FCR6068 


4723 


FCR6175 


4783 


FCR6262 


4544 


FCR5894 


4604 


FCR5980 


4664 


FCR6069 


4724 


FCR6176 


4784 


FCR6263 


4545 


FCR5895 


4605 


fcr5981 


4665 


FCR6074 


4725 


FCR6178 


4785 


FCR6264 


4546 


FCR5897 


4606 


FCR5982 


4666 


FCR6076 


4726 


FCR6179 


4786 


FCR6266 


4547 


FCR5898 


4607 


fcr5983n 


4667 


FCR6077 


4727 


FCR6180 


4787 


FCR6268 


4548 


FCR5900 


4608 


FCR5986 


4668 


FCR6079 


4728 


FCR6181 


4788 


FCR6269 


4549 


FCR5901 


4609 


FCR5987 


4669 


FCR6080 


4729 


fcr6182 


4789 


FCR6272 


4550 


fcr5902 


4610 


FCR5989 


4670 


FCR6085 


4730 


FCR6183 


4790 


FCR6273 


4551 


FCR5903 


4611 


fcr5990n 


4671 


FCR6086 


4731 


FCR6184 


4791 


FCR6274 


4552 


fcr5904n 


4612 


fcr5991 


4672 


FCR6088 


4732 


FCR6185 


4792 


FCR6275 


4553 


FCR5905 


4613 


FCR5992 


4673 


FCR6090 


4733 


FCR6186 


4793 


FCR6276 


4554 


fcr5909 


4614 


FCR5995 


4674 


FCR6091 


4734 


FCR6187 


4794 


FCR6277 


4555 


FCR5910 


4615 


FCR5996 


4675 


FCR6092 


4735 


FCR6188 


4795 


FCR6279 


4556 


FCR5911 


4616 


FCR5998 


4676 


FCR6096 


4736 


FCR6189 


4796 


fcr6281 


4557 


tcr5912 


4617 


FCR5999 


4677 


FCR6102 


4737 


FCR6192 


4797 


FCR6282 


4558 


FCR5915 


4618 


fcr6002 


4678 


FCR6103 


4738 


FCR6193 


4798 


FCR6284 


4559 


FCR5916 


4619 


fcr6003 


4679 


FCR6104 


4739 


FCR6194 


4799 


FCR6285 


4560 


fcr5917 


4620 


FCR6004 


4680 


FCR6106 


4740 


FCR6195 


4800 


FCR6286 
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4801 


FCR6288 


4861 


FCR6399 


4921 


FCR6483 


4981 


FCR6562 


5041 


FCR6667 


4802 


fcr6291n 


4862 


FCR6400 


4922 


FCR6484 


4982 


FCR6564 


5042 


FCR6669 


4803 


FCR6292 


4863 


FCR6401 


4923 


FCR6485 


4983 


FCR6565 


5043 


FCR6670 


4804 


FCR6295 


4864 


FCR6402 


4924 


FCR6486 


4984 


FCR6566 


5044 


FCR6683 


4805 


fcr6296 


4865 


FCR6403 


4925 


fcr6487 


4985 


FCR6568 


5045 


fcr6687 


4806 


FCR6299 


4866 


FCR6404 


4926 


fcr6488 


4986 


FCR6571 


5046 


FCR6688 


4807 


FCR6301 


4867 


FCR6407 


4927 


FCR6489 


4987 


FCR6573 


5047 


FCR6689 


4808 


FCR6303 


4868 


FCR6408 


4928 


FCR6491 


4988 


fcr6574 


5048 


FCR6690 


4809 


FCR6307 


4869 


FCR6409 


4929 


fcr6492 


4989 


FCR6576 


5049 


FCR6691 


4810 


fcr6308 


4870 


FCR6410 


4930 


FCR6493 


4990 


FCR6577 


5050 


FCR6692 


4811 


FCR6309 


4871 


FCR6411 


4931 


FCR6494 


4991 


FCR6578 


5051 


FCR6693 


4812 


fcr6310 


4872 


FCR6412 


4932 


FCR6495 


4992 


FCR6579 


5052 


FCR6696 


4813 


FCR6312 


4873 


FCR6413 


4933 


FCR6497 


4993 


FCR6580 


5053 


FCR6697 


4814 


FCR6314 


4874 


FCR6414 


4934 


FCR6498 


4994 


FCR6581 


5054 


FCR6698 


4815 


FCR6317 


4875 


FCR6415 


4935 


FCR6499 


4995 


FCR6582 


5055 


FCR6700 


4816 


FCR6319 


4876 


FCR6416 


4936 


FCR6502 


4996 


fcr6583 


5056 


FCR6701 


4817 


FCR6321 


4877 


FCR6418 


4937 


FCR6503 


4997 


FCR6584 


5057 


FCR6702 


4818 


FCR6322 


4878 


FCR6419 


4938 


FCR6505 


4998 


FCR6585 


5058 


FCR6703 


4819 


FCR6323 


4879 


FCR6420 


4939 


fcr6506 


4999 


FCR6586 


5059 


FCR6704 


4820 


FCR6324 


4880 


FCR6421 


4940 


fcr6507 


5000 


FCR6587 


5060 


fcr6707n 


4821 


FCR6325 


4881 


FCR6422 


4941 


FCR6508 


5001 


FCR6589 


5061 


fcr6708 


4822 


FCR6326 


4882 


FCR6423 


4942 


fcr6509 


5002 


FCR6592 


5062 


FCR6709 


4823 


FCR6327 


4883 


fcr6424 


4943 


FCR6511 


5003 


FCR6593 


5063 


FCR6710 


4824 


FCR6328 


4884 


FCR6425 


4944 


fcr6512 


5004 


FCR6596 


5064 


FCR6712 


4825 


FCR6329 


4885 


FCR6426 


4945 


FCR6513 


5005 


FCR6597 


5065 


fcr6713n 


4826 


FCR6330 


4886 


FCR6427 


4946 


FCR6514 


5006 


fcr6606 


5066 


FCR6714 


4827 


FCR6331 


4887 


FCR6428 


4947 


FCR6517 


5007 


FCR6607 


5067 


FCR6723 


4828 


FCR6332 


4888 


FCR6429 


4948 


FCR6521 


5008 


fcr6608 


5068 


FCR6725 


4829 


FCR6333 


4889 


FCR6431 


4949 


FCR6522 


5009 


FCR6610 


5069 


FCR6730 


4830 


FCR6334 


4890 


FCR6432 


4950 


FCR6523 


5010 


FCR6611 


5070 


FCR6733 


4831 


FCR6335 


4891 


FCR6433 


4951 


FCR6524 


5011 


FCR6616 


5071 


FCR6735 


4832 


FCR6336 


4892 


FCR6434 


4952 


FCR6525 


5012 


FCR6617 


5072 


FCR6737 


4833 


FCR6340 


4893 


FCR6435 


4953 


FCR6526 


5013 


FCR6618 


5073 


FCR6738 


4834 


fcr6344n 


4894 


FCR6437 


4954 


FCR6528 


5014 


FCR6619 


5074 


FCR6739 


4835 


FCR6345 


4895 


FCR6439 


4955 


FCR6529 


5015 


FCR6620 


5075 


FCR6740 


4836 


FCR6350 


4896 


FCR6442 


4956 


FCR6530 


5016 


FCR6621 


5076 


FCR6744 


4837 


fcr6351n 


4897 


FCR6443 


4957 


FCR6531 


5017 


FCR6622 


5077 


FCR6746 


4838 


FCR6352 


4898 


FCR6449 


4958 


FCR6532 


5018 


FCR6623 


5078 


FCR6747 


4839 


FCR6358 


4899 


FCR6450 


4959 


FCR6533 


5019 


FCR6626 


5079 


fcr6748n 


4840 


FCR6360 


4900 


fcr6452 


4960 


FCR6534 


5020 


FCR6627 


5080 


FCR6751 


4841 


FCR6361 


4901 


FCR6455 


4961 


FCR6536 


5021 


FCR6628 


5081 


fcr6752n 


4842 


FCR6362 


4902 


FCR6457 


4962 


fcr6537n 


5022 


FCR6629 


5082 


FCR6753 


4843 


FCR6363 


4903 


FCR6459 


4963 


FCR6538 


5023 


FCR6630 


5083 


FCR6754 


4844 


FCR6367 


4904 


FCR6460 


4964 


FCR6539 


5024 


FCR6631 


5084 


FCR6756 


4845 


FCR6369 


4905 


FCR6461 


4965 


FCR6541 


5025 


FCR6633 


5085 


FCR6757 


4846 


FCR6375 


4906 


FCR6462 


4966 


FCR6543 


5026 


FCR6634 


5086 


FCR6759 


4847 


fcr6376 


4907 


FCR6463 


4967 


FCR6546 


5027 


FCR6635 


5087 


FCR6760 


4848 


fcr6378n 


4908 


FCR6464 


4968 


FCR6547 


5028 


FCR6636 


5088 


FCR6766 


4849 


fcr6379 


4909 


FCR6465 


4969 


FCR6548 


5029 


FCR6637 


5089 


FCR6770 


4850 


FCR6382 


4910 


FCR6466 


4970 


FCR6549 


5030 


fcr6639 


5090 


FCR6773 


4851 


FCR6383 


4911 


FCR6467 


4971 


FCR6550 


5031 


fcr6640 


5091 


FCR6774 


4852 


fcr6385 


4912 


FCR6468 


4972 


FCR6551 


5032 


fcr6641 


5092 


FCR6775 


4853 


FCR6386 


4913 


FCR6469 


4973 


fcr6552n 


5033 


FCR6651 


5093 


FCR6776 


4854 


FCR6389 


4914 


FCR6471 


4974 


FCR6553 


5034 


FCR6657 


5094 


FCR6778 


4855 


FCR6390 


4915 


FCR6472 


4975 


FCR6554 


5035 


FCR6658 


5095 


FCR6784 


4856 


FCR6393 


4916 


FCR6476 


4976 


FCR6555 


5036 


FCR6660 


5096 


FCR6785 


4857 


FCR6394 


4917 


FCR6478 


4977 


FCR6556 


5037 


FCR6662 


5097 


FCR6788 


4858 


FCR6395 


4918 


FCR6479 


4978 


FCR6557 


5038 


FCR6663 


5098 


FCR6789 


4859 


FCR6396 


4919 


FCR6481 


4979 


FCR6560 


5039 


fcr6664n 


5099 


FCR6792 


4860 


FCR6398 


4920 


FCR6482 


4980 


FCR6561 


5040 


FCR6665 


5100 


FCR6793 
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5101 


FCR6794 


5161 


FCR6889 


5221 


FCR6976 


5281 


FCR7071 


5341 


FCR7166 


5102 


FCR6795 


5162 


fcr6891n 


5222 


FCR6977 


5282 


FCR7072 


5342 


FCR7167 


5103 


fcr6796 


5163 


FCR6892 


5223 


FCR6980 


5283 


FCR7073 


5343 


FCR7168 


5104 


FCR6797 


5164 


FCR6893 


5224 


FCR6983 


5284 


FCR7074 


5344 


FCR7169 


5105 


FCR6798 


5165 


FCR6894 


5225 


FCR6985 


5285 


FCR7087 


5345 


FCR7171 


5106 


FCR6800 


5166 


FCR6895 


5226 


FCR6987 


5286 


FCR7089 


5346 


FCR7175 


5107 


FCR6801 


5167 


FCR6896 


5227 


FCR6994 


5287 


FCR7090 


5347 


FCR7177 


5108 


FCR6802 


5168 


FCR6897 


5228 


FCR6996 


5288 


FCR7091 


5348 


FCR7178 


5109 


FCR6803 


5169 


FCR6900 


5229 


FCR6998 


5289 


FCR7092 


5349 


FCR7179 


5110 


FCR6804 


5170 


FCR6901 


5230 


FCR6999 


5290 


FCR7095 


5350 


FCR7180 


5111 


FCR6805 


5171 


FCR6902 


5231 


FCR7000 


5291 


FCR7098 


5351 


FCR7181 


5112 


FCR6807 


5172 


fcr6903 


5232 


FCR7001 


5292 


FCR7099 


5352 


FCR7183 


5113 


FCR6808 


5173 


FCR6905 


5233 


FCR7002 


5293 


FCR7100 


5353 


FCR7185 


5114 


FCR6809 


5174 


FCR6907 


5234 


FCR7004 


5294 


FCR7101 


5354 


FCR7188 


5115 


FCR6810 


5175 


FCR6908 


5235 


FCR7006 


5295 


FCR7102 


5355 


FCR7189 


5116 


FCR6811 


5176 


FCR6909 


5236 


FCR7007 


5296 


FCR7103 


5356 


FCR7190 


5117 


FCR6816 


5177 


FCR6910 


5237 


FCR7008 


5297 


FCR7104 


5357 


FCR7191 


5118 


FCR6817 


5178 


fcr6911 


5238 


FCR7009 


5298 


FCR7106 


5358 


FCR7193 


5119 


FCR6820 


5179 


FCR6912 


5239 


FCR7010 


5299 


FCR7107 


5359 


FCR7195 


5120 


FCR6821 


5180 


FCR6913 


5240 


FCR7011 


5300 


FCR7108 


5360 


FCR7196 


5121 


fcr6825 


5181 


FCR6914 


5241 


fcr7012n 


5301 


FCR7110 


5361 


FCR7197 


5122 


FCR6826 


5182 


FCR6915 


5242 


FCR7015 


5302 


FCR7111 


5362 


FCR7198 


5123 


FCR6827 


5183 


FCR6916 


5243 


fCT7016 


5303 


FCR7112 


5363 


FCR7199 


5124 


fcr6829 


5184 


FCR6920 


5244 


FCR7018 


5304 


FCR7114 


5364 


FCR7200 


5125 


FCR6830 


5185 


FCR6924 


5245 


FCR7019 


5305 


FCR7115 


5365 


FCR7201 


5126 


FCR6831 


5186 


FCR6925 


5246 


FCR7020 


5306 


FCR7116 


5366 


FCR7202 


5127 


FCR6834 


5187 


FCR6927 


5247 


fcr7021 


5307 


FCR7117 


5367 


FCR7204 


5128 


FCR6836 


5188 


FCR6928 


5248 


FCR7025 


5308 


FCR7118 


5368 


FCR7205 


5129 


FCR6838 


5189 


FCR6929 


5249 


FCR7026 


5309 


FCR7119 


5369 


FCR7206 


5130 


fcr6840 


5190 


FCR6930 


5250 


FCR7027 


5310 


FCR7120 


5370 


FCR7207 


5131 


FCR6841 


5191 


FCR6931 


5251 


FCR7029 


5311 


FCR7123 


5371 


FCR7208 


5132 


FCR6847 


5192 


FCR6932 


5252 


FCR7031 


5312 


FCR7124 


5372 


FCR7209 


5133 


FCR6850 


5193 


fcr6933 


5253 


FCR7032 


5313 


FCR7125 


5373 


FCR7210 


5134 


FCR6851 


5194 


FCR6936 


5254 


FCR7033 


5314 


FCR7127 


5374 


FCR7216 


5135 


fcr6852n 


5195 


FCR6937 


5255 


FCR7034 


5315 


FCR7128 


5375 


FCR7217 


5136 


FCR6854 


5196 


FCR6938 


5256 


FCR7039 


5316 


FCR7129 


5376 


FCR7220 


5137 


FCR6857 


5197 


FCR6941 


5257 


FCR7040 


5317 


FCR7130 


5377 


FCR7221 


5138 


fcr6858 


5198 


FCR6942 


5258 


FCR7041 


5318 


FCR7133 


5378 


FCR7222 


5139 


FCR6859 


5199 


FCR6943 


5259 


FCR7042 


5319 


fcr7134n 


5379 


FCR7223 


5140 


FCR6862 


5200 


FCR6944 


5260 


FCR7043 


5320 


FCR7136 


5380 


FCR7225 


5141 


FCR6863 


5201 


FCR6945 


5261 


FCR7044 


5321 


FCR7137 


5381 


FCR7227 


5142 


FCR6866 


5202 


FCR6947 


5262 


FCR7045 


5322 


FCR7138 


5382 


FCR7228 


5143 


FCR6867 


5203 


fcr6948 


5263 


FCR7046 


5323 


FCR7139 


5383 


FCR7230 


5144 


FCR6869 


5204 


fcr6950 


5264 


fcr7047 


5324 


FCR7140 


5384 


fcr7232 


5145 


FCR6870 


5205 


fcr6951 


5265 


FCR7049 


5325 


FCR7141 


5385 


FCR7233 


5146 


FCR6871 


5206 


FCR6952 


5266 


FCR7050 


5326 


FCR7143 


5386 


FCR7236 


5147 


FCR6872 


5207 


FCR6955 


5267 


FCR7051 


5327 


FCR7146 


5387 


FCR7237 


5148 


FCR6873 


5208 


FCR6957 


5268 


FCR7054 


5328 


FCR7147 


5388 


fcr7238 


5149 


FCR6874 


5209 


FCR6958 


5269 


FCR7055 


5329 


FCR7150 


5389 


FCR7239 


5150 


FCR6876 


5210 


FCR6960 


5270 


FCR7056 


5330 


FCR7151 


5390 


FCR7240 


5151 


FCR6877 


5211 


FCR6961 


5271 


FCR7057 


5331 


fcr7152 


5391 


FCR7241 


5152 


FCR6878 


5212 


FCR6962 


5272 


FCR7058 


5332 


FCR7153 


5392 


FCR7243 


5153 


FCR6879 


5213 


FCR6963 


5273 


FCR7059 


5333 


FCR7154 


5393 


FCR7244 


5154 


FCR6881 


5214 


FCR6964 


5274 


FCR7060 


5334 


FCR7155 


5394 


FCR7245 


5155 


FCR6882 


5215 


FCR6967 


5275 


fcr7062 


5335 


FCR7157 


5395 


FCR7246 


5156 


FCR6883 


5216 


FCR6968 


5276 


FCR7063 


5336 


FCR7158 


5396 


FCR7247 


5157 


FCR6884 


5217 


FCR6969 


5277 


FCR7065 


5337 


FCR7159 


5397 


FCR7248 


5158 


FCR6886 


5218 


FCR6970 


5278 


FCR7067 


5338 


FCR7161 


5398 


FCR7249 


5159 


FCR6887 


5219 


fcr6973 


5279 


FCR7069 


5339 


FCR7163 


5399 


FCR7251 


5160 


FCR6888 


5220 


FCR6975 


5280 


FCR7070 


5340 


FCR7164 


5400 


FCR7252 
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5401 


FCR7253 


5461 


FCR7344 


5521 


FCR7430 


5581 


FCR7580 


5641 


FCR7713 


5402 


FCR7254 


5462 


FCR7345 


5522 


FCR7431 


5582 


FCR7585 


5642 


FCR7714 


5403 


FCR7255 


5463 


fcr7346n 


5523 


FCR7446 


5583 


FCR7586 


5643 


FCR7715 


5404 


FCR7256 


5464 


FCR7349 


5524 


FCR7448 


5584 


FCR7587 


5644 


FCR7719 


5405 


FCR7259 


5465 


FCR7351 


5525 


FCR7449 


5585 


fcr7588 


5645 


FCR7721 


5406 


FCR7261 


5466 


FCR7353 


5526 


FCR7453 


5586 


FCR7591 


5646 


FCR7725 


5407 


FCR7262 


5467 


FCR7354 


5527 


FCR7458 


5587 


FCR7592 


5647 


FCR7726 


5408 


FCR7264 


5468 


FCR7357 


5528 


fcr7460 


5588 


FCR7597 


5648 


FCR7727 


5409 


fcr7266 


5469 


FCR7360 


5529 


FCR7465 


5589 


FCR7602 


5649 


FCR7728 


5410 


FCR7267 


5470 


FCR7361 


5530 


FCR7468 


5590 


FCR7604 


5650 


FCR7729 


5411 


FCR7268 


5471 


FCR7362 


5531 


FCR7469 


5591 


FCR7605 


5651 


FCR7730 


5412 


FCR7269 


5472 


FCR7363 


5532 


FCR7470 


5592 


FCR7609 


5652 


fcr7731 


5413 


FCR7272 


5473 


FCR7364 


5533 


FCR7471 


5593 


FCR7610 


5653 


fcr7733 


5414 


FCR7274 


5474 


FCR7365 


5534 


fcr7472 


5594 


fcr7613n 


5654 


fcr7734 


5415 


FCR7277 


5475 


FCR7367 


5535 


FCR7473 


5595 


FCR7614 


5655 


fcr7735n 


5416 


FCR7280 


5476 


FCR7368 


5536 


fcr7474 


5596 


FCR7621 


5656 


FCR7737 


5417 


FCR7282 


5477 


FCR7369 


5537 


FCR7476 


5597 


fcr7622 


5657 


fcr7738 


5418 


fcr7283 


5478 


FCR7370 


5538 


FCR7477 


5598 


FCR7623 


5658 


FCR7739 


5419 


FCR7284 


5479 


FCR7371 


5539 


fcr7481n 


5599 


FCR7624 


5659 


FCR7740 


5420 


FCR7286 


5480 


fcr7372 


5540 


FCR7498 


5600 


FCR7625 


5660 


FCR7741 


5421 


FCR7288 


5481 


FCR7373 


5541 


FCR7500 


5601 


FCR7626 


5661 


FCR7742 


5422 


FCR7289 


5482 


FCR7374 


5542 


FCR7502 


5602 


FCR7630 


5662 


FCR7743 


5423 


FCR7290 


5483 


FCR7375 


5543 


FCR7505 


5603 


FCR7636 


5663 


FCR7744 


5424 


FCR7291 


5484 


FCR7377 


5544 


FCR7508 


5604 


FCR7637 


5664 


FCR7745 


5425 


FCR7292 


5485 


FCR7378 


5545 


fcr7509 


5605 


FCR7638 


5665 


fcrbOOOl 


5426 


FCR7293 


5486 


FCR7379 


5546 


FCR7511 


5606 


FCR7640 


5666 


fcrb0002 


5427 


FCR7294 


5487 


FCR7380 


5547 


FCR7512 


5607 


FCR7642 


5667 


fcrb0003 


5428 


fcr7295 


5488 


FCR7381 


5548 


FCR7513 


5608 


FCR7643 


5668 


fcrb0004 


5429 


FCR7296 


5489 


FCR7382 


5549 


FCR7516 


5609 


FCR7644 


5669 


fcrb0005 


5430 


FCR7297 


5490 


FCR7383 


5550 


FCR7518 


5610 


FCR7646 


5670 


fcrbOOOe 


5431 


FCR7299 


5491 


FCR7385 


5551 


FCR7519 


5611 


FCR7648 


5671 


fcrb0007 


5432 


FCR7301 


5492 


FCR7386 


5552 


FCR7521 


5612 


FCR7649 


5672 


fcrb0008 


5433 


FCR7303 


5493 


fcr7387 


5553 


FCR7522 


5613 


FCR7656 


5673 


fcrb0009 


5434 


FCR7304 


5494 


FCR7388 


5554 


FCR7523 


5614 


FCR7657 


5674 


fcrbOOlO 


5435 


FCR7305 


5495 


FCR7390 


5555 


FCR7527 


5615 


FCR7658 


5675 


fcrb0012 


5436 


FCR7307 


5496 


FCR7391 


5556 


FCR7541 


5616 


FCR7659 


5676 


fcrb0013 


5437 


FCR7308 


5497 


FCR7400 


5557 


FCR7542 


5617 


fcr7663n 


5677 


fcrb0014 


5438 


FCR7309 


5498 


FCR7401 


5558 


FCR7543 


5618 


FCR7665 


5678 


fcrb0015 


5439 


FCR7310 


5499 


FCR7403 


5559 


FCR7544 


5619 


FCR7667 


5679 


fcrbOOie 


5440 


FCR7311 


5500 


fcr7404n 


5560 


fcr7545n 


5620 


FCR7669 


5680 


fcrb0017 


5441 


FCR7315 


5501 


FCR7405 


5561 


FCR7546 


5621 


fcr7671n 


5681 


fcrb0018 


5442 


fcr7316 


5502 


FCR7406 


5562 


FCR7547 


5622 


FCR7675 


5682 


fcrb0019 


5443 


FCR7318 


5503 


FCR7407 


5563 


FCR7548 


5623 


FCR7680 


5683 


fcrb0020 


5444 


fcr7319 


5504 


fcr7408n 


5564 


FCR7549 


5624 


FCR7681 


5684 


fcrb0021 


5445 


FCR7322 


5505 


FCR7409 


5565 


FCR7550 


5625 


FCR7682 


5685 


fcrb0023 


5446 


fcr7323 


5506 


FCR7411 


5566 


FCR7551 


5626 


FCR7683 


5686 


fcrb0025 


5447 


FCR7324 


5507 


FCR7412 


5567 


fcr7552 


5627 


FCR7684 


5687 


fcrt)0026 


5448 


fcr7325 


5508 


FCR7414 


5568 


FCR7553 


5628 


FCR7685 


5688 


fcrb0027 


5449 


FCR7327 


5509 


FCR7415 


5569 


FCR7557 


5629 


FCR7689 


5689 


fcrb0028 


5450 


FCR7328 


5510 


FCR7416 


5570 


FCR7559 


5630 


FCR7692 


5690 


fcrb0029 


5451 


FCR7329 


5511 


FCR7418 


5571 


FCR7561 


5631 


FCR7693 


5691 


fcrb0030 


5452 


FCR7330 


5512 


FCR7419 


5572 


FCR7562 


5632 


FCR7694 


5692 


fcrb0032 


5453 


FCR7331 


5513 


FCR7421 


5573 


FCR7566 


5633 


FCR7695 


5693 


fcrb0033 


5454 


FCR7332 


5514 


FCR7423 


5574 


FCR7568 


5634 


FCR7696 


5694 


fcrb0034 


5455 


FCR7333 


5515 


FCR7424 


5575 


fcr7569 


5635 


FCR7697 


5695 


fcrb0035 


5456 


FCR7337 


5516 


FCR7425 


5576 


FCR7570 


5636 


FCR7700 


5696 


fcrb0036 


5457 


FCR7338 


5517 


FCR7426 


5577 


FCR7571 


5637 


FCR7702 


5697 


fcrb0037 


5458 


FCR7341 


5518 


FCR7427 


5578 


fcr7572 


5638 


FCR7705 


5698 


fcrbOOas 


5459 


fcr7342 


5519 


FCR7428 


5579 


FCR7573 


5639 


FCR7710 


5699 


fcrb0039 


5460 


FCR7343 


5520 


FCR7429 


5580 


FCR7578 


5640 


FCR7711 


5700 


fcrb0040 
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5701 


fcrb0042 




5702 


fcrb0044 




5703 


fcrb0045 




5704 


fcrb0046 




5705 


fcrb0048 




5706 


fcrb0049 




5707 


fcrb0050 




5708 


fcrb0051 




5709 


fcrb0052 




5710 


fcrb0053 




5711 


fcrb0054 




5712 


fcrb0055 




5713 


fcrb0056 




5714 


fcrb0057 




5715 


fcrb0059 




5716 


fcrb0061 




5717 


fcrb0062 




5718 


fcrb0063 




5719 


fcrb0064 




5720 


fcrb0066 




5721 


fcrb0067 


fit 


5722 


fcrb0068 


m 


5723 


fcrb0069 


Iff 


5724 


fcrb0071 




5725 


fcrb0072 




5726 


fcrb0073 




5727 


fcrb0074 




5728 


fcrb0079 


si 


5729 


fcrbOOSO 




5730 


fcrb0081 




5731 


fcrb0082 


i.y 


5732 


fcrb0083 




5733 


fcrb0086 




5734 


fcrb0088 




5735 


fcrb0089 




5736 


fcrb0091 




5737 


fcrb0092 




5738 


fcrb0093 




5739 


fctl)0095 




5740 


fcrb0096 




5741 


fcrb0097 




5742 


fcrb0098 




5743 


fcrb0099 




5744 


fcrbOlOO 




5745 


fcrbO101 




5746 


fcrb0102 




5747 


fcrb0103 




5748 


fcrb0104 




5749 


fcrb0106 




5750 


fcrb0107 




5751 


fcrbOIOS 




5752 


fcrb0109 




5753 


fcrbOHO 




5754 


fcrbOm 




5755 


fcrb0114 




5756 


fcrb0115 




5757 


fcrb0117 




5758 


fcrb0118 




5759 


fcrb0119 




5760 


fcrb0120 



5761 


fcrb0121 


5821 


fcrb0216 


5762 


fcrb0122 


5822 


fcrb0218 


5763 


fcrb0124 


5823 


fcrb0220 


5764 


fcrb0125 


5824 


fcrb0221 


5765 


fcrb0126 


5825 


fcrb0233 


5766 


fcrb0127 


5826 


fcrb0241 


5767 


fcrb0129 


5827 


fcrb0245 


5768 


fcrb0130 


5828 


fcrb0247 


5769 


fcrb0131 


5829 


fcrb0249 


5770 


fcrb0132 


5830 


fcrb0250 


5771 


fcrb0134 


5831 


fcrb0251 


5772 


fcrb0135 


5832 


fcrb0253 


5773 


fcrb0136 


5833 


fcrb0255 


5774 


fcrb0137 


5834 


fcrb0256 


5775 


fcrb0138 


5835 


fcrb0257 


5776 


fcrb0139 


5836 


fcrb0258 


5777 


fcrb0140 


5837 


fcrb0259 


5778 


fcrb0141 


5838 


fcrb0260 


5779 


fcrb0142 


5839 


fcrb0261 


5780 


fcrb0144 


5840 


fcrb0263 


5781 


fcrb0145 


5841 


fcrb0265 


5782 


fcrb0146 


5842 


fcrb0266 


5783 


fcrb0148 


5843 


fcrb0268 


5784 


fcrb0149 


5844 


fcrb0269 


5785 


fcrb0150 


5845 


fcrb0270 


5786 


fcrb0151 


5846 


fcrb0272 


5787 


fcrb0153 


5847 


fcrb0273 


5788 


fcrb0154 


5848 


fcrb0275 


5789 


fcrb0155 


5849 


fcrb0276 


5790 


fcrb0156 


5850 


fcrb0277 


5791 


fcrb0157 


5851 


fcrb0280 


5792 


fcrb0160 


5852 


fcrb0283 


5793 


fcrb0163 


5853 


fcrb0284 


5794 


fcrb0168 


5854 


fcrb0285 


5795 


fcrb0169 


5855 


fcrb0288 


5796 


fcrb0171 


5856 


fcrb0289 


5797 


fcrb0172 


5857 


fcrb0290 


5798 


fcrb0173 


5858 


fcrb0292 


5799 


fcrb0174 


5859 


fcrb0293 


5800 


fcrb0177 


5860 


fcrb0295 


5801 


fcrb0178 


5861 


fcrb0296 


5802 


fcrb0179 


5862 


fcrb0298 


5803 


fcrb0184 


5863 


fcrb0299 


5804 


fcrb0185 


5864 


fcrb0300 


5805 


fcrb0187 


5865 


fcrb0301 


5806 


fcrb0190 


5866 


fcrb0302 


5807 


fcrb0192 


5867 


fcrb0304 


5808 


fcrb0193 


5868 


fcrb0305 


5809 


fcrb0194 


5869 


fcrb0306 


5810 


fcrb0196 


5870 


fcrb0308 


5811 


fcrb0198 


5871 


fcrb0309 


5812 


fcrb0200 


5872 


fcrb0311 


5813 


fcrb0201 


5873 


fcrb0312 


5814 


fcrb0202 


5874 


fcrb0313 


5815 


fcrb0204 


5875 


fcrb0315 


5816 


fcrb0205 


5876 


fcrb0316 


5817 


fcrb0207 


5877 


fcrb0317 


5818 


fcrb0211 


5878 


fcrb0318 


5819 


fcrb0212 


5879 


fcrb0319 


5820 


fcrb0213 


5880 


fcrb0322 



5881 


fcrb0325 


5941 


fcrb0418 


5882 


fcrb0326 


5942 


fcrb0419 


5883 


fcrb0327 


5943 


fcrb0420 


5884 


fcrb0331 


5944 


fcrb0422 


5885 


fcrb0332 


5945 


fcrb0424 


5886 


fcrb0334 


5946 


fcrb0425 


5887 


fcrb0335 


5947 


fCFb0426 


5888 


fcrb0336 


5948 


fcrb0427 


5889 


fcrb0338 


5949 


fcrb0428 


5890 


fcrb0339 


5950 


fcrb0429 


5891 


fab0342 


5951 


fcrb0431 


5892 


fcrb0343 


5952 


fcrb0433 


5893 


fcrb0344 


5953 


fcrb0434 


5894 


fcrb0345 


5954 


fcrb0436 


5895 


fcrb0346 


5955 


fcrb0439 


5896 


fcrb0348 


5956 


fcrb0440 


5897 


fcrb0349 


5957 


fcrb0441 


5898 


fcrb0350 


5958 


fcrb0442 


5899 


fcrb0352 


5959 


fcrb0443 


5900 


fcrb0353 


5960 


fcrb0444 


5901 


fcrb0354 


5961 


fcrt)0445 


5902 


fcrb0355 


5962 


fcrb0446 


5903 


fcrb0356 


5963 


fcrb0448 


5904 


fcrb0358 


5964 


fcrb0450 


5905 


fcrb0359 


5965 


fCTb0564 


5906 


fcrb0360 


5966 


fcrb0567 


5907 


fcrb0361 


5967 


fcrb0568 


5908 


fcrb0362 


5968 


fcrb0569 


5909 


fcrb0363 


5969 


fcrb0574 


5910 


fcrb0365 


5970 


fcrb0575 


5911 


fcrb0366 


5971 


fcrb0576 


5912 


fcrb0367 


5972 


fab0577 


5913 


fcrb0369 


5973 


fCTb0582 


5914 


fcrb0370 


5974 


fcrb0583 


5915 


fcrb0371 


5975 


fcrb0584 


5916 


fcrb0372 


5976 


fcrb0585 


5917 


fCTb0374 


5977 


fcrb0587 


5918 


fcrb0376 


5978 


fcrb0590 


5919 


fcrb0377 


5979 


fcrb0591 


5920 


fcrb0378 


5980 


fcrb0592 


5921 


fcrb0381 


5981 


fcrb0593 


5922 


fcrb0382 


5982 


fcrb0598 


5923 


fcrb0384 


5983 


fcrb0599 


5924 


fcrb0385 


5984 


fcrbOeOO 


5925 


fcrb0386 


5985 


fcrb0601 


5926 


fcrb0388 


5986 


fcrb0602 


5927 


fcrb0389 


5987 


fcrboeoe 


5928 


fcrb0397 


5988 


fcrb0607 


5929 


fcrb0398 


5989 


fcrb0608 


5930 


fcrb0399 


5990 


fcrb0613 


5931 


fcrb0401 


5991 


fcrb0614 


5932 


fcrb0402 


5992 


fcrb0615 


5933 


fcrb0403 


5993 


fcrb0617 


5934 


fcrb0404 


5994 


fcrb0619 


5935 


fcrb0406 


5995 


fcrb0620 


5936 


fcrb0407 


5996 


fcrb0621 


5937 


fcrb0408 


5997 


fcrb0622 


5938 


fcrb0409 


5998 


fcrb0623 


5939 


fcrb0414 


5999 


fcrb0624 


5940 


fcrb0416 


6000 


fcrb0625 
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6001 


fcrb0626 


6061 


fcrb0752 


6121 


fcrb0995 


6181 


fcrb1093 


6241 


fcrb1198 




6002 


fcrb0630 


6062 


fCTb0755 


6122 


fcrb0997 


6182 


fcrb1095 


6242 


fcrb1199 




6003 


fcrb0631 


6063 


fcrb0758 


6123 


fcrb0999 


6183 


fcrb1096 


6243 


fcrb1200 




6004 


fcrb0632 


6064 


fcrb0773 


6124 


fcrblOOO 


6184 


fcrbHOI 


6244 


fcrb1201 




6005 


fcrb0633 


6065 


fcrb0784 


6125 


fcrblOOl 


6185 


fcrb1102 


6245 


fcrb1202 




6006 


fcrb0634 


6066 


fcrb0787 


6126 


fcrb1002 


6186 


fcrb1103 


6246 


fcrb1203 




6007 


fcrb0638 


6067 


fcrb0791 


6127 


fcrb1007 


6187 


fcrb1107 


6247 


fCTb1204 




6008 


fcrb0639 


6068 


fcrb0793 


6128 


fcrb1009 


6188 


fcrb1115 


6248 


fcrb1206 




6009 


fcrb0640 


6069 


fcrb0796 


6129 


fcrblOII 


6189 


fcrb1116 


6249 


fcrb1207 




6010 


fcrb0641 


6070 


fcrb0805 


6130 


fcrb1012 


6190 


fcrb1117 


6250 


fcrb1208 




6011 


fcrb0643 


6071 


fcrb0810 


6131 


fcrb1013 


6191 


fcrb1120 


6251 


fcrb1209 




6012 


fcrb0646 


6072 


fcrb0815 


6132 


fcrb1017 


6192 


fcrb1121 


6252 


fcrb1210 




6013 


fcrb0654 


6073 


fcrb0819 


6133 


fcrb1018 


6193 


fcrb1122 


6253 


fcrb1214 




6014 


fcrb0655 


6074 


fcrt)0828 


6134 


fcrb1019 


6194 


fcrt)1128 


6254 


fcrb1218 




6015 


fcrb0657 


6075 


fcrb0831 


6135 


fcrb1020 


6195 


fcrb1130 


6255 


fcrb1219 




6016 


fcrb0662 


6076 


fcrb0843 


6136 


fcrb1021 


6196 


fcrb1133 


6256 


fcrb1223 




6017 


fcrb0664 


6077 


fcrb0845 


6137 


fcrb1022 


6197 


fcrb1134 


6257 


fcrb1224 




6018 


fcrb0665 


6078 


fcrb0855 


6138 


fcrb1023 


6198 


fcrb1135 


6258 


fcrb1225 




6019 


fcrb0667 


6079 


fcrb0870 


6139 


fcrb1024 


6199 


fcrb1136 


6259 


fcrb1226 


6020 


fcrb0670 


6080 


fcrb0881 


6140 


fcrb1026 


6200 


fcrb1138 


6260 


fcrb1227 


isssr 


6021 


fcrb0671 


6081 


fcrb0887 


6141 


fcrb1027 


6201 


fcrb1142 


6261 


fcrb1229 


in 


6022 


fcrb0673 


6082 


fcrb0894 


6142 


fcrb1030 


6202 


fCTb1144 


6262 


fcrb1230 




6023 


fcrb0677 


6083 


fcrb0896 


6143 


fcrb1032 


6203 


fcrb1145 


6263 


fcrb1231 


w 


6024 


fcrb0678 


6084 


fcrb0904 


6144 


fcrb1033 


6204 


fcrb1146 


6264 


fcrb1232 


•I ra- 
ff ; 


6025 


fcrb0681 


6085 


fcrb0907 


6145 


fcrb1034 


6205 


fcrb1150 


6265 


fcrb1234 


6026 


fcrb0682 


6086 


fcrb0909 


6146 


fcrb1035 


6206 


fcrb1151 


6266 


fcrb1236 


6027 


fcrb0684 


6087 


fcrb0910 


6147 


fcrb1037 


6207 


fcrb1152 


6267 


fcrb1241 




6028 


fcrb0686 


6088 


fcrb0916 


6148 


fcrb1038 


6208 


fcrb1153 


6268 


fcrb1242 


SI 


6029 


fcrb0687 


6089 


fcrb0920 


6149 


fcrb1039 


6209 


fcrb1155 


6269 


fcrb1243 




6030 


fcrb0688 


6090 


fcrb0924 


6150 


fcrb1040 


6210 


fcrb1157 


6270 


fcrb1246 


ill 


6031 


fcrb0689 


6091 


fcrb0926 


6151 


fcrb1041 


6211 


fcrb1158 


6271 


fcrb1247 




6032 


fcrb0693 


6092 


fcrb0938 


6152 


fCTb1042 


6212 


fcrb1159 


6272 


fcrb1248 


111 


6033 


fcrb0696 


6093 


fcrb0946 


6153 


fcrb1044 


6213 


fcrb1160 


6273 


fcrb1249 




6034 


fcrb0697 


6094 


fcrb0952 


6154 


fcrb1045 


6214 


fcrt)1161 


6274 


fcrb1255 


III 


6035 


fcrb0702 


6095 


fcrb0954 


6155 


fcrb1048 


6215 


fcrb1162 


6275 


fcrb1257 




6036 


fcrb0703 


6096 


fcrb0956 


6156 


fcrb1052 


6216 


fcrb1163 


6276 


fcrb1258 




6037 


fcrb0704 


6097 


fcrb0957 


6157 


fcrb1053 


6217 


fcrb1164 


6277 


fcrb1259 




6038 


fcrb0709 


6098 


fcrb0958 


6158 


fcrb1054 


6218 


fcrb1165 


6278 


fcrb1260 




6039 


fcrb0710 


6099 


fcrb0959 


6159 


fcrb1056 


6219 


fcrb1166 


6279 


fcrb1261 




6040 


fcrb0712 


6100 


fcrb0960 


6160 


fcrb1058 


6220 


fcrb1168 


6280 


fcrb1262 




6041 


fcrb0715 


6101 


fcrb0961 


6161 


fcrb1059 


6221 


fcrb1169 


6281 


fcrb1264 




6042 


fcrb0716 


6102 


fcrb0963 


6162 


fcrb1063 


6222 


fcrb1172 


6282 


fcrb1265 




6043 


fcrb0717 


6103 


fcrb0966 


6163 


fcrb1065 


6223 


fcrb1173 


6283 


fcrb1267 




6044 


fcrb0718 


6104 


fcrb0970 


6164 


fcrb1066 


6224 


fcrb1174 


6284 


fcrb1271 




6045 


fcrb0720 


6105 


fcrb0971 


6165 


fcrb1068 


6225 


fcrb1175 


6285 


fcrb1272 




6046 


fcrb0721 


6106 


fcrb0972 


6166 


fcrb1069 


6226 


fcrb1176 


6286 


fcrb1282 




6047 


fcrb0726 


6107 


fcrb0973 


6167 


fcrb1070 


6227 


fcrb1178 


6287 


fcrb1283 




6048 


fcrb0727 


6108 


fcrb0974 


6168 


fcrb1072 


6228 


fcrb1181 


6288 


fcrb1286 




6049 


fcrb0728 


6109 


fcrb0975 


6169 


fcrb1073 


6229 


fcrb1182 


6289 


fcrb1288 




6050 


fcrb0729 


6110 


fcrb0976 


6170 


fcrb1075 


6230 


fcrb1183 


6290 


fcrb1289 




6051 


fcrb0732 


6111 


fcrb0978 


6171 


fCTb1076 


6231 


fcrb1184 


6291 


fcrb1290 




6052 


fcrb0734 


6112 


fcrb0979 


6172 


fcrb1079 


6232 


fcrb1185 


6292 


fcrb1291 




6053 


fcrb0735 


6113 


fcrb0984 


6173 


fcrblOSO 


6233 


fcrb1186 


6293 


fcrb1294 




6054 


fcrb0736 


6114 


fcrb0985 


6174 


fcrblOSI 


6234 


fcrb1187 


6294 


fcrb1295 




6055 


fcrb0737 


6115 


fcrb0986 


6175 


fcrb1082 


6235 


fcrb1190 


6295 


fcrb1296 




6056 


fcrb0742 


6116 


fcrb0988 


6176 


fcrb1083 


6236 


fcrb1191 


6296 


fcrb1297 




6057 


fcrb0743 


6117 


fcrt)0991 


6177 


fcrb1085 


6237 


fcrb1192 


6297 


fcrb1299 




6058 


fcrb0745 


6118 


fcrb0992 


6178 


fcrb1088 


6238 


fcrb1193 


6298 


fcrb1302 




6059 


fcrb0750 


6119 


fcrb0993 


6179 


fcrb1090 


6239 


fcrb1194 


6299 


fcrb1303 




6060 


fcrb0751 


6120 


fcrb0994 


6180 


fcrb1091 


6240 


fcrb1195 


6300 


fcrb1304 
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6301 fcrb1305 

6302 fcrb1306 

6303 fcrb1307 

6304 fCTb1310 

6305 fcrb1311 

6306 fcrb1312 

6307 fcrb1313 

6308 fcrb1314 

6309 fcrb1315 

6310 fcrb1318 

6311 fcrb1320 

6312 fcrb1321 

6313 fcrb1322 

6314 fcrb1323 

6315 fcrb1326 

6316 fcrb1327 

6317 fcrb1328 

6318 fcrb1329 

6319 fcrb1332 
y= 6320 fcrb1333 
13 6321 fcrb1334 
P-: 6322 fcrb1335 
m 6323 fcrb1336 

6324 fcrb1337 

1^1 6325 fcrb1339 

I; 6326 fcrb1340 

j.^ 6327 fcrb1341 

6328 fcrb1343 

6329 fcrb1344 
IP 6330 fcrb1345 
fU 6331 fcrb1346 
ill 6332 fcrb1348 
ip 6333 fcrb1349 
ft 6334 fcrb1350 
i|i 6335 fcrb1352 

6336 fcrb1353 

6337 fcrb1354 

6338 fcrb1355 

6339 fcrb1356 

6340 fcrb1357 

6341 fcrb1359 

6342 fcrb1360 

6343 fcrb1361 

6344 fcrb1362 

6345 fcrb1364 

6346 fcrb1366 

6347 fcrb1368 

6348 fcrb1369 

6349 fcrb1370 

6350 fcrb1371 

6351 fcrb1372 

6352 fcrb1373 

6353 fcrb1376 

6354 fcrb1377 

6355 fcrb1378 

6356 fcrb1379 

6357 fcrb1380 

6358 fcrb1381 

6359 fcrb1382 

6360 fcrb1386 



6361 


fcrb1387 


6421 


fcrb1472 


6362 


fcrb1388 


6422 


fcrb1473 


6363 


fcrb1390 


6423 


fcrb1474 


6364 


fcrb1391 


6424 


fcrb1476 


6365 


fcrb1392 


6425 


fcrb1477 


6366 


fcrb1394 


6426 


fcrb1478 


6367 


fcrb1395 


6427 


fcrb1479 


6368 


fcrb1396 


6428 


fcrb1480 


6369 


fcrb1397 


6429 


fcrb1481 


6370 


fcrb1399 


6430 


fcrb1482 


6371 


fcrt)1400 


6431 


fcrb1483 


6372 


fcrb1401 


6432 


fcrb1484 


6373 


fcrb1402 


6433 


fcrb1485 


6374 


fcrb1405 


6434 


fcrb1486 


6375 


fcrb1406 


6435 


fcrb1487 


6376 


fcrb1407 


6436 


fcrb1488 


6377 


fcrb1409 


6437 


fcrb1489 


6378 


fcrb1411 


6438 


fcrb1490 


6379 


fcrb1412 


6439 


fcrb1491 


6380 


fcrb1414 


6440 


fcrb1492 


6381 


fcrb1416 


6441 


fcrb1493 


6382 


fcrb1417 


6442 


fcrb1494 


6383 


fcrb1418 


6443 


fcrb1496 


6384 


fcrb1419 


6444 


fcrb1497 


6385 


fcrb1420 


6445 


fcrb1498 


6386 


fcrb1421 


6446 


fcrb1500 


6387 


fcrb1423 


6447 


fcrb1501 


6388 


fcrb1425 


6448 


fcrb1502 


6389 


fcrb1427 


6449 


fcrb1503 


6390 


fcrb1428 


6450 


fcrb1504 


6391 


fcrb1429 


6451 


fcrb1505 


6392 


fcrb1430 


6452 


fcrb1506 


6393 


fcrb1431 


6453 


fcrb1507 


6394 


fcrb1432 


6454 


fcrb1508 


6395 


fcrb1433 


6455 


fcrb1509 


6396 


fcrb1434 


6456 


fcrb1510 


6397 


fcrb1435 


6457 


fcrb1511 


6398 


fcrb1436 


6458 


fcrb1513 


6399 


fcrb1437 


6459 


fcrb1514 


6400 


fcrb1439 


6460 


fcrb1515 


6401 


fcrb1441 


6461 


fcrb1516 


6402 


fcrb1442 


6462 


fcrb1518 


6403 


fcrb1443 


6463 


fcrb1519 


6404 


fcrb1446 


6464 


fcrb1520 


6405 


fcrb1448 


6465 


fcrb1521 


6406 


fcrb1449 


6466 


fcrb1522 


6407 


fcrb1450 


6467 


fcrb1523 


6408 


fcrb1451 


6468 


fcrb1524 


6409 


fcrb1452 


6469 


fcrb1525 


6410 


fcrb1453 


6470 


fcrb1527 


6411 


fcrb1454 


6471 


fcrb1528 


6412 


fcrb1455 


6472 


fcrb1529 


6413 


fcrb1457 


6473 


fcrb1530 


6414 


fcrb1458 


6474 


fcrbl531 


6415 


fcrb1460 


6475 


fcrb1532 


6416 


fcrb1462 


6476 


fcrb1533 


6417 


fcrb1464 


6477 


fcrb1535 


6418 


fcrb1465 


6478 


fcrb1536 


6419 


fcrb1466 


6479 


fcrb1538 


6420 


fcrb1469 


6480 


fcrb1539 



6481 


fcrb1540 


6541 


fcrb1616 


6482 


fcrb1541 


6542 


fcrb1617 


6483 


fcrb1544 


6543 


fcrb1618 


6484 


fcrb1545 


6544 


fcrb1619 


6485 


fcrb1546 


6545 


fcrb1620 


6486 


fcrb1547 


6545 


fcrb1621 


6487 


fcrb1548 


6547 


fcrb1622 


6488 


fcrb1549 


6548 


fcrb1623 


6489 


fcrb1550 


6549 


fcrb1624 


6490 


fcrb1552 


6560 


fcrb1625 


6491 


fcrb1553 


6551 


fcrb1627 


6492 


fcrb1554 


6552 


fcrb1628 


6493 


fcrb1556 


6553 


fcrb1629 


6494 


fcrb1557 


6554 


fcrb1631 


6495 


fcrb1558 


6555 


fcrb1633 


6496 


fcrb1560 


6556 


fcrb1635 


6497 


fcrb1561 


6557 


fcrb1637 


6498 


fcrb1562 


6558 


fcrb1638 


6499 


fcrb1563 


6559 


fcrb1639 


6500 


fcrb1564 


6560 


fcrb1640 


6501 


fcrb1567 


6561 


fcrb1641 


6502 


fcrb1568 


6562 


fcrb1644 


6503 


fcrb1569 


6563 


fcrb1645 


6504 


fcrb1570 


6564 


fcrb1647 


6505 


fcrb1573 


6565 


fCTb1648 


6506 


fcrb1574 


6566 


fcrb1650 


6507 


fcrb1575 


6567 


fcrb1652 


6508 


fcrb1577 


6568 


fcrb1653 


6509 


fcrb1578 


6569 


fcrb1654 


6510 


fcrb1579 


6570 


fcrb1656 


6511 


fcrb1580 


6571 


fcrb1657 


6512 


fcrb1581 


6572 


fcrb1659 


6513 


fcrb1582 


6573 


fcrb1660 


6514 


fcrb1583 


6574 


fcrb1661 


6515 


fcrb1584 


6575 


fCTb1663 


6516 


fcrb1586 


6576 


fcrb1664 


6517 


fcrb1587 


6577 


fcrb1665 


6518 


fcrb1588 


6578 


fcrb1666 


6519 


fcrb1589 


6579 


fcrb1669 


6520 


fcrb1590 


6580 


fcrb1670 


6521 


fcrb1592 


6581 


fcrb1672 


6522 


fcrb1593 


6582 


fcrb1673 


6523 


fcrb1594 


6583 


fcrb1674 


6524 


fcrb1595 


6584 


fcrb1676 


6525 


fcrb1596 


6585 


fcrb1677 


6526 


fcrb1597 


6586 


fcrb1678 


6527 


fcrb1598 


6587 


fcrb1679 


6528 


fcrb1599 


6588 


fcrb1680 


6529 


fcrb1600 


6589 


fcrb1681 


6530 


fcrbieoi 


6590 


fcrb1682 


6531 


fcrb1602 


6591 


fcrb1683 


6532 


fcrb1603 


6592 


fcrb1684 


6533 


fcrb1604 


6593 


fcrb1685 


6534 


fcrb1605 


6594 


fcrb1686 


6535 


fcrb1607 


6595 


fcrb1687 


6536 


fcrb1608 


6596 


fcrb1688 


6537 


fcrb1611 


6597 


fcrb1689 


6538 


fcrb1612 


6598 


fcrb1690 


6539 


fcrb1614 


6599 


fcrb1691 


6540 


fcrb1615 


6600 


fcrb1693 
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6601 


fcrb1694 


6661 


fcrb1773 


6721 


fcrb1854 


6781 


fcrb1937 


6841 


fcrb2016 




6602 


fcrb1695 


6662 


fcrb1775 


6722 


fcrb1855 


6782 


fcrb1940 


6842 


fcrb2017 




6603 


fcrb1696 


6663 


fcrb1776 


6723 


fCTb1856 


6783 


fcrb1941 


6843 


fcrb2018 




6604 


fcrb1697 


6664 


fcrb1777 


6724 


fcrb1857 


6784 


fcrb1942 


6844 


fcrb2020 




6605 


fcrb1698 


6665 


fcrb1778 


6725 


fcrb1860 


6785 


fcrb1944 


6845 


fcrb2021 




6606 


fcrb1699 


6666 


fcrb1779 


6726 


fcrb1862 


6786 


fcrb1945 


6846 


fcrb2023 




6607 


fcrb1700 


6667 


fcrb1780 


6727 


fcrb1864 


6787 


fcrb1947 


6847 


fcrb2024 




6608 


fcit1701 


6668 


fcrb1782 


6728 


fcrb1865 


6788 


fcrb1948 


6848 


fcrb2025 




6609 


fcrb1702 


6669 


fcrb1784 


6729 


fcrb1866 


6789 


fcrb1949 


6849 


fcrb2028 




6610 


fcrb1703 


6670 


fcrb1785 


6730 


fcrb1867 


6790 


fcrb1950 


6850 


fcrb2029 




6611 


fcrb1705 


6671 


fcrb1787 


6731 


fcrb1868 


6791 


fab1951 


6851 


fcrb2030 




6612 


fcrb1706 


6672 


fcrb1788 


6732 


fcrb1869 


6792 


fcrb1952 


6852 


fcrb2031 




6613 


fcrb1707 


6673 


fcrb1789 


6733 


fcrb1870 


6793 


fcrb1953 


6853 


fcrb2032 




6614 


fcrb1708 


6674 


fcrb1790 


6734 


fcrb1871 


6794 


fcrb1954 


6854 


fcrb2033 




6615 


fcrb1710 


6675 


fcrb1791 


6735 


fcrb1872 


6795 


fcrb1956 


6855 


fcrb2034 




6616 


fcrb1711 


6676 


fcrb1792 


6736 


fcrb1874 


6796 


fcrb1959 


6856 


fcrb2036 




6617 


fcrb1712 


6677 


fcrb1793 


6737 


fcrb1875 


6797 


fcrb1960 


6857 


fcrb2037 




6618 


fcrb1714 


6678 


fcrb1795 


6738 


fcrb1876 


6798 


fcrb1961 


6858 


fcrb2038 




6619 


fcrb1715 


6679 


fcrb1797 


6739 


fcrb1877 


6799 


fcrb1962 


6859 


fcrb2039 




6620 


fcrb1716 


6680 


fcrb1798 


6740 


fcrb1880 


6800 


fcrb1963 


6860 


fcrb2040 




6621 


fcrb1717 


6681 


fcrb1800 


6741 


fcrb1881 


6801 


fcrb1964 


6861 


fcrb2041 




6622 


fcrb1718 


6682 


fcrb1801 


6742 


fcrb1884 


6802 


fcrb1965 


6862 


fcrb2042 




6623 


fcrb1719 


6683 


fcrb1803 


6743 


fcrb1885 


6803 


fcrb1967 


6863 


fcrb2043 




6624 


fcrb1720 


6684 


fcrb1804 


6744 


fcrb1886 


6804 


fcrb1968 


6864 


fcrb2044 




6625 


fcrb1721 


6685 


fcrb1805 


6745 


fcrb1888 


6805 


fcrb1969 


6865 


fcrb2045 


SSrSs 


6626 


fcrb1722 


6686 


fcrb1806 


6746 


fcrb1889 


6806 


fcrb1970 


6866 


fcrb2046 


w 


6627 


fcrb1724 


6687 


fcrb1807 


6747 


fcrb1890 


6807 


fcrt)1972 


6867 


fcrb2049 


6628 


fcrb1725 


6688 


fcrb1809 


6748 


fcrb1892 


6808 


fcrb1973 


6868 


fcrb2051 


Si 


6629 


fcrb1727 


6689 


fcrb1811 


6749 


fcrb1893 


6809 


fcrb1974 


6869 


fcrb2054 


13 


6630 


fcrt)1728 


6690 


fcrb1813 


6750 


fcrb1894 


6810 


fcrb1976 


6870 


fcrb2055 




6631 


fcrb1729 


6691 


fcrb1815 


6751 


fcrb1898 


6811 


fcrb1977 


6871 


fcrb2057 




6632 


fcrb1730 


6692 


fcrb1817 


6752 


fcrb1899 


6812 


fcrb1978 


6872 


fcrb2058 


m 


6633 


fcrb1731 


6693 


fcrb1819 


6753 


fcrb1900 


6813 


fcrb1979 


6873 


fcit2059 




6634 


fcrb1733 


6694 


fcrb1820 


6754 


fcrb1901 


6814 


fcrb1980 


6874 


fcrb2060 


if: 


6635 


fcrb1734 


6695 


fcrb1821 


6755 


fcrb1902 


6815 


fcrb1981 


6875 


fcrb2061 




6636 


fcrb1737 


6696 


fcrb1823 


6756 


fcrb1903 


6816 


fab1982 


6876 


fcrb2063 




6637 


fcrb1739 


6697 


fcrb1824 


6757 


fcrb1904 


6817 


fcrb1984 


6877 


fcrb2064 




6638 


fcrb1740 


6698 


fcrb1825 


6758 


fcrb1906 


6818 


fcrb1985 


6878 


fcrfa2066 




6639 


fcrb1741 


6699 


fcrb1826 


6759 


fcrb1909 


6819 


fcrb1986 


6879 


fcrb2067 




6640 


fcrb1742 


6700 


fcrb1827 


6760 


fcrb1912 


6820 


fcrb1988 


6880 


fcrb2068 




6641 


fcrb1744 


6701 


fcrb1828 


6761 


fcrb1913 


6821 


fcrb1989 


6881 


fcrb2069 




6642 


fcrb1745 


6702 


fcrb1830 


6762 


fcrb1914 


6822 


fcrb1990 


6882 


fcrb2070 




6643 


fcrb1749 


6703 


fcrb1833 


6763 


fcrb1915 


6823 


fcrb1992 


6883 


fcrb2071 




6644 


fcrb1750 


6704 


fcrb1834 


6764 


fcrb1916 


6824 


fcrb1993 


6884 


fcrb2072 




6645 


fcrb1752 


6705 


fcrb1835 


6765 


fcrb1917 


6825 


fcrb1995 


6885 


fcrb2075 




6646 


fcrb1753 


6706 


fcrb1836 


6766 


fcrb1918 


6826 


fcrb1996 


6886 


fcrb2076 




6647 


fcrb1755 


6707 


fcrb1837 


6767 


fcrb1919 


6827 


fcrb1998 


6887 


fcrb2077 




6648 


fcrb1756 


6708 


fcrb1838 


6768 


fcrb1920 


6828 


fcrb1999 


6888 


fcrb2078 




6649 


fcrb1759 


6709 


fcrb1839 


6769 


fcrb1921 


6829 


fcrb2000 


6889 


fcrb2079 




6650 


fcrb1760 


6710 


fcrb1840 


6770 


fcrb1922 


6830 


fcrb2001 


6890 


fcrb2080 




6651 


fcrb1761 


6711 


fcrb1841 


6771 


fcrb1923 


6831 


fcrb2002 


6891 


fcrb2081 




6652 


fcrb1762 


6712 


fcrb1844 


6772 


fcrb1924 


6832 


fcrb2003 


6892 


fcrb2083 




6553 


fcrb1763 


6713 


fcrb1845 


6773 


fcrb1925 


6833 


fcrb2004 


6893 


fcrb2084 




6654 


fcrb1764 


6714 


fcrb1846 


6774 


fcrb1926 


6834 


fcrb2005 


6894 


fcrb2085 




6655 


fcrb1766 


6715 


fcrb1848 


6775 


fcrb1929 


6835 


fcrb2007 


6895 


fcrb2086 




6656 


fcrb1767 


6716 


fcrb1849 


6776 


fcrb1930 


6836 


fcrb2008 


6896 


fcrb2087 




6657 


fcrb1768 


6717 


fcrb1850 


6777 


fcrb1932 


6837 


fcrb2011 


6897 


fcrb2089 




6658 


fcrb1769 


6718 


fcrb1851 


6778 


fcrb1933 


6838 


fcrb2012 


6898 


fcrb2090 




6659 


fcrb1771 


6719 


fcrb1852 


6779 


fcrb1934 


6839 


fcrb2013 


6899 


fcrb2091 




6660 


fcrb1772 


6720 


fcrb1853 


6780 


fcrb1936 


6840 


fcrb2015 


6900 


fcrb2092 
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6901 


fcrb2093 


6961 


fcrb2167 


7021 


fcrb2245 


7081 


fcrb2320 


7141 


fcrb2408 


6902 


fcrb2094 


6962 


fcrb2168 


7022 


fcrb2246 


7082 


fcrt)2321 


7142 


fcrb2409 


6903 


fcrb2095 


5963 


fcrb2169 


7023 


fcrb2247 


7083 


fcrb2325 


7143 


fcrb2412 


6904 


fcrb2097 


6964 


fcrb2173 


7024 


fcrb2248 


7084 


fcrb2326 


7144 


fcrb2413 


6905 


fcrb2098 


6965 


fcrb2174 


7025 


fcrb2249 


7085 


fcrb2328 


7145 


fcrb2414 


6906 


fcrb2100 


6966 


fcrb2175 


7026 


fcrb2251 


7086 


fcrb2329 


7146 


fcrb2416 


6907 


fcrb2101 


6967 


fcrb2176 


7027 


fcrb2252 


7087 


fcrb2330 


7147 


fcrb2420 


6908 


fcrb2102 


6968 


fcrb2177 


7028 


fcrb2253 


7088 


fcrb2331 


7148 


fcrb2421 


6909 


fcrb2103 


6969 


fcrb2178 


7029 


fcrb2254 


7089 


fcrb2332 


7149 


fcrb2422 


6910 


fcrb2104 


6970 


fcrb2179 


7030 


fcrb2255 


7090 


fcrb2334 


7150 


fab2424 


6911 


fcrb2105 


6971 


fcrb2181 


7031 


fcrb2256 


7091 


fcrb2336 


7151 


fcrb2426 


6912 


fcrb2106 


6972 


fcrb2182 


7032 


fcrb2257 


7092 


fcrb2337 


7152 


fcrb2427 


6913 


fcrb2107 


6973 


fcrb2184 


7033 


fcrb2258 


7093 


fcrb2338 


7153 


fcrb2429 


6914 


fcrb2109 


6974 


fcrb2185 


7034 


fcrb2260 


7094 


fcrb2340 


7154 


fcrb2430 


6915 


fcrb2110 


6975 


fcrb2186 


7035 


fcrb2261 


7095 


fcrb2342 


7155 


fcrb2432 


6916 


fcrt)2111 


6976 


fcrb2187 


7036 


fcrb2262 


7096 


fcrb2343 


7156 


fcrb2433 


6917 


fcrb2112 


6977 


fcrb2188 


7037 


fcrb2264 


7097 


fcrb2344 


7157 


fcrb2434 


6918 


fcrb2113 


6978 


fcrb2189 


7038 


fcrb2269 


7098 


fcrb2346 


7158 


fcrb2436 


6919 


fcrt)2115 


6979 


fcrb2190 


7039 


fcrb2270 


7099 


fcrb2348 


7159 


fcrb2437 


6920 


fcrb2116 


6980 


fcrb2191 


7040 


fcrb2271 


7100 


fcrb2349 


7160 


fcrb2438 


6921 


fcrb2117 


6981 


fcrb2192 


7041 


fcrb2272 


7101 


fcrb2350 


7161 


fcrb2440 


6922 


fcrb2118 


6982 


fcrb2193 


7042 


fcrb2273 


7102 


fcrb2351 


7162 


fcrb2441 


6923 


fcrb2119 


6983 


fcrb2195 


7043 


fcrb2275 


7103 


fcrb2352 


7163 


fcrb2442 


6924 


fcrb2120 


6984 


fcrb2196 


7044 


fcrb2276 


7104 


fcrb2353 


7164 


fcrb2444 


6925 


fcrb2122 


6985 


fcrb2197 


7045 


fcrb2277 


7105 


fcrb2354 


7165 


fcrb2445 


6926 


fcrb2124 


6986 


fcrb2198 


7046 


fCTb2279 


7106 


fcrb2355 


7166 


fcrb2447 


6927 


fcrb2126 


6987 


fcrb2199 


7047 


fcrb2280 


7107 


fcrb2356 


7167 


fcrb2449 


6928 


fcrb2127 


6988 


fcrb2200 


7048 


fcrb2282 


7108 


fcrb2358 


7168 


fcrb2450 


6929 


fcrb2128 


6989 


fcrb2201 


7049 


fcrb2283 


7109 


fcrb2360 


7169 


fcrb2451 


6930 


fcrb2130 


6990 


fcrb2203 


7050 


fcrb2284 


7110 


fcrb2361 


7170 


fcrb2452 


6931 


fcrb2133 


6991 


fcrb2205 


7051 


fcrb2285 


7111 


fcrb2363 


7171 


fcrb2453 


6932 


fcrb2134 


6992 


fcrb2206 


7052 


fcrb2286 


7112 


fcrb2364 


7172 


fcrt)2454 


6933 


fcrb2135 


6993 


fcrb2207 


7053 


fcrb2288 


7113 


fcrb2365 


7173 


fcrb2457 


6934 


fcrb2136 


6994 


fcrb2208 


7054 


fcrb2289 


7114 


fcrb2368 


7174 


fcrb2458 


6935 


fcrb2137 


6995 


fcrb2209 


7055 


fcrb2291 


7115 


fcrb2370 


7175 


fab2459 


6936 


fcrb2138 


6996 


fcrb2210 


7056 


fcrb2292 


7116 


fcrb2371 


7176 


fcrb2460 


6937 


fcrb2139 


6997 


fcrb2211 


7057 


fcrb2293 


7117 


fcrb2373 


7177 


fcrb2461 


6938 


fcrb2140 


6998 


fcrb2212 


7058 


fcrb2294 


7118 


fcrb2376 


7178 


fcrb2462 


6939 


fcrb2141 


6999 


fcrb2213 


7059 


fcrb2295 


7119 


fcrb2377 


7179 


fcrb2463 


6940 


fcrb2143 


7000 


fcrb2214 


7060 


fcrb2297 


7120 


fcrb2379 


7180 


fcrb2466 


6941 


fcrb2144 


7001 


fcrb2217 


7061 


fcrb2298 


7121 


fcrb2380 


7181 


fcrb2467 


6942 


fcrb2145 


7002 


fcrb2218 


7062 


fcrb2299 


7122 


fcrb2381 


7182 


fcrb2468 


6943 


fCTb2146 


7003 


fcrb2219 


7063 


fcrb2300 


7123 


fcrb2382 


7183 


fcrt)2472 


6944 


fcrb2149 


7004 


fcrb2220 


7064 


fcrb2301 


7124 


fcrb2383 


7184 


fcrb2473 


6945 


fcrb2150 


7005 


fcrb2221 


7065 


fcrb2302 


7125 


fcrb2387 


7185 


fcrb2474 


6946 


fcrb2151 


7006 


fcrb2223 


7066 


fcrb2303 


7126 


fcrb2388 


7186 


fcrb2476 


6947 


fcrb2152 


7007 


fcrb2224 


7067 


fcrb2304 


7127 


fcrb2389 


7187 


fcrb2477 


6948 


fcrb2153 


7008 


fcrb2225 


7068 


fcrb2305 


7128 


fcrb2390 


7188 


fcrb2478 


6949 


fcrb2155 


7009 


fcrb2228 


7069 


fcrb2306 


7129 


fcrb2392 


7189 


fcrb2479 


6950 


fcrb2156 


7010 


fcrb2229 


7070 


fcrb2307 


7130 


fcrb2393 


7190 


fcrb2480 


6951 


fcrb2157 


7011 


fcrb2230 


7071 


fcrb2308 


7131 


fcrb2394 


7191 


fcrb2482 


6952 


fcrb2158 


7012 


fcrb2232 


7072 


fcrb2309 


7132 


fcrb2395 


7192 


fcrb2483 


6953 


fcrb2159 


7013 


fcrb2234 


7073 


fcrb2310 


7133 


fcrb2396 


7193 


fcrb2484 


6954 


fcrb2160 


7014 


fcrb2235 


7074 


fcrb2313 


7134 


fcrb2397 


7194 


fcrb2485 


6955 


fcit2161 


7015 


fcrb2236 


7075 


fcrb2314 


7135 


fcrb2398 


7195 


fcrb2486 


6956 


fcrb2162 


7016 


fcrb2237 


7076 


fcrb2315 


7136 


fcrb2400 


7196 


fcrb2487 


6957 


fcrb2163 


7017 


fcrb2238 


7077 


fcrb2316 


7137 


fcrb2401 


7197 


fcrb2491 


6958 


fcrb2164 


7018 


fcrb2239 


7078 


fcrb2317 


7138 


fcrb2403 


7198 


fcrb2492 


6959 


fcrb2165 


7019 


fcrb2241 


7079 


fcrb2318 


7139 


fcrb2404 


7199 


fcrb2493 


6960 


fcrb2166 


7020 


fcrb2244 


7080 


fcrb2319 


7140 


fcrb2406 


7200 


fcrb2494 
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7201 


fcrb2495 


7261 


fcrb2574 


7321 


fcrb2656 


7381 


fcrb2755 


7441 


hfcr0056 


7202 


fcrb2497 


7262 


fcrb2575 


7322 


fcrb2657 


7382 


fcrb2756 


7442 


hfcr0057 


7203 


fcrb2499 


7263 


fcrb2576 


7323 


fcrb2658 


7383 


fcrb2757 


7443 


hfcr0058 


7204 


fcrb2500 


7264 


fcrb2577 


7324 


fcrb2660 


7384 


fcrb2758 


7444 


hfcr0059 


7205 


fcrb2501 


7265 


fcrb2579 


7325 


fcrb2661 


7385 


fcrb2759 


7445 


hfcrOOeO 


7206 


fcrb2502 


7266 


fcrb2580 


7326 


fcrb2662 


7386 


fcrb2760 


7446 


hfcrOOei 


7207 


fcrb2504 


7267 


fcrb2581 


7327 


fcrb2664 


7387 


fcrb2761 


7447 


hfcr0062 


7208 


fcrb2505 


7268 


fcrb2582 


7328 


fcrb2667 


7388 


fcrb2762 


7448 


hfcr0063 


7209 


fcrb2506 


7269 


fcrb2583 


7329 


fcrb2668 


7389 


fcrb2763 


7449 


hfcr0064 


7210 


fcrb2507 


7270 


fcrb2585 


7330 


fcrb2671 


7390 


fcrb2764 


7450 


hfcr0065 


7211 


fcrb2508 


7271 


fcrb2586 


7331 


fcrb2672 


7391 


fcrb2765 


7451 


hfcrOOee 


7212 


fcrb2509 


7272 


fcrb2588 


7332 


fcrb2675 


7392 


fcrb2767 


7452 


hfcr0067 


7213 


fcrb2510 


7273 


fcrb2590 


7333 


fcrb2676 


7393 


fcrb2768 


7453 


hfcr0068 


7214 


fcrb2511 


7274 


fcrb2591 


7334 


fcrb2677 


7394 


fcrb2769 


7454 


hfcr0070 


7215 


fcrb2512 


7275 


fcrb2592 


7335 


fcrb2678 


7395 


hfcrOOOl 


7455 


hfcr0071 


7216 


fcrb2513 


7276 


fcrb2593 


7336 


fcrb2680 


7396 


hfcr0003 


7456 


hfcr0073 


7217 


fcrb2516 


7277 


fcrb2594 


7337 


fcrb2682 


7397 


hfcr0004 


7457 


hfcr0074 


7218 


fcrb2517 


7278 


fcrb2595 


7338 


fcrb2685 


7398 


hfcrOOOS 


7458 


hfCT0075 


7219 


fcrb2518 


7279 


fcrb2596 


7339 


fcrb2687 


7399 


hfcr0006 


7459 


hfcr0076 


7220 


fcrb2520 


7280 


fcrb2597 


7340 


fcrb2689 


7400 


hfcr0008 


7460 


hfcr0077 


7221 


fcrb2521 


7281 


fcrb2598 


7341 


fcrb2690 


7401 


hfcrOOlO 


7461 


hfcr0078 


7222 


fcrb2523 


7282 


fcrb2601 


7342 


fcrb2692 


7402 


hfcrOOH 


7462 


hfcr0079 


7223 


fcrb2524 


7283 


fcrb2602 


7343 


fcrb2693 


7403 


hfcr0012 


7463 


hfcrOOSO 


7224 


fcrb2525 


7284 


fCTb2603 


7344 


fcrb2696 


7404 


hfcr0013 


7464 


hfcrOOSI 


7225 


fcrb2526 


7285 


fcrb2605 


7345 


fcrb2697 


7405 


hfcr0014 


7465 


hfcr0082 


7226 


fcrb2528 


7286 


fcrb2608 


7346 


fcrb2700 


7406 


hfcr0015 


7466 


hfcr0084 


7227 


fcrb2532 


7287 


fcrb2612 


7347 


fcrb2703 


7407 


hfcrOOie 


7467 


hfcr0085 


7228 


fcrb2534 


7288 


fcrb2613 


7348 


fcrb2704 


7408 


hfcr0017 


7468 


hfcr0086 


7229 


fcrb2535 


7289 


fcrb2614 


7349 


fcrb2705 


7409 


hfcr0018 


7469 


hfcrO087 


7230 


fcrb2536 


7290 


fcrb2616 


7350 


fcrb2709 


7410 


hfcr0020 


7470 


hfcr0088 


7231 


fcrb2538 


7291 


fcrb2618 


7351 


fcrb2710 


7411 


hfcr0021 


7471 


hfcr0089 


7232 


fcrb2540 


7292 


fcrb2619 


7352 


fcrb2713 


7412 


hfcr0022 


7472 


hfcr0091 


7233 


fcrb2541 


7293 


fcrb2620 


7353 


fcrb2715 


7413 


hfcr0023 


7473 


hfcr0092 


7234 


fcrb2542 


7294 


fcrb2621 


7354 


fcrb2717 


7414 


hfcr0024 


7474 


hfcr0093 


7235 


fcrb2543 


7295 


fcrb2622 


7355 


fcrb2719 


7415 


hfcr0025 


7475 


hfcr0095 


7236 


fcrb2544 


7296 


fcrb2624 


7356 


fcrb2722 


7416 


hfcr0026 


7476 


hfcr0096 


7237 


fcrb2545 


7297 


fcrb2625 


7357 


fcrb2724 


7417 


hfcr0027 


7477 


hfcr0099 


7238 


fcrb2546 


7298 


fcrb2626 


7358 


fcrb2725 


7418 


hfcr0028 


7478 


hfcrOlOO 


7239 


fcrb2547 


7299 


fcrb2628 


7359 


fcrb2726 


7419 


hfcr0029 


7479 


hfcr0102 


7240 


fcrb2548 


7300 


fcrb2629 


7360 


fcrb2727 


7420 


hfcr0030 


7480 


hfcrOIOS 


7241 


fcrb2549 


7301 


fcrb2630 


7361 


fcrb2731 


7421 


hfcr0032 


7481 


hfcr0112 


7242 


fcrb2550 


7302 


fcrb2631 


7362 


fcrb2732 


7422 


hfcr0033 


7482 


hfcr0113 


7243 


fcrb2552 


7303 


fcrb2632 


7363 


fcrb2733 


7423 


hfcr0034 


7483 


hfcr0114 


7244 


1crb2553 


7304 


fcrb2633 


7364 


fcrb2735 


7424 


hfcr0035 


7484 


hfcr0116 


7245 


fcrb2554 


7305 


fcrb2634 


7365 


fcrb2736 


7425 


hfcr0037 


7485 


hfcr0117 


7246 


fcrb2556 


7306 


fcrb2635 


7366 


fcrb2737 


7426 


hfcr0039 


7486 


hfcrOIIS 


7247 


fcrb2557 


7307 


fcrb2636 


7367 


fcrb2738 


7427 


hfcr0040 


7487 


hfcr0119 


7248 


fcrb2558 


7308 


fcrb2637 


7368 


fcrb2739 


7428 


hfcr0041 


7488 


hfcr0120 


7249 


fcrb2559 


7309 


fcrb2638 


7369 


fcrb2740 


7429 


hfcr0042 


7489 


hfcr0121 


7250 


fcrb2560 


7310 


fcrb2639 


7370 


fcrb2742 


7430 


hfcr0043 


7490 


hfcr0122 


7251 


fcrb2562 


7311 


fcrb2640 


7371 


fcrb2743 


7431 


hfcr0044 


7491 


hfcr0123 


7252 


fcrb2563 


7312 


fcrb2643 


7372 


fcrb2744 


7432 


hfcr0045 


7492 


hfcr0124 


7253 


fcrb2564 


7313 


fcrb2644 


7373 


fcrb2745 


7433 


hfcr0046 


7493 


hfcr0125 


7254 


fcrb2565 


7314 


fcrb2645 


7374 


fcrb2746 


7434 


hfcr0047 


7494 


hfcr0128 


l£.00 


TcrD^obb 


70*1 C 

7315 


ft;rb2646 


7375 


fcrb2748 


7435 


hfcr0048 


7495 


hfcr0129 


7256 


fcrb2568 


7316 


fcrb2647 


7376 


fcrb2749 


7436 


hfcr0049 


7496 


hfcr0130 


7257 


fcrb2569 


7317 


fcrb2648 


7377 


fcrb2750 


7437 


hfcr0051 


7497 


hfa0131 


7258 


fcrb2571 


7318 


fcrb2649 


7378 


fcrb2751 


7438 


hfcr0053 


7498 


hfcr0133 


7259 


fcrb2572 


7319 


fcrb2651 


7379 


fcrb2753 


7439 


hfcr0054 


7499 


hfcr0136 


7260 


fcrb2573 


7320 


fcrb2652 


7380 


fcrb2754 


7440 


hfcr0055 


7500 


hfcr0138 
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7501 


hfcr0139 


7561 


hfcr0228 


7621 


hfcr0307 


7681 


hfcr0377 


7741 


hfcr0445 


7502 


hfcrOUO 


7562 


hfcr0229 


7622 


hfcr0308 


7682 


hfcr0378 


7742 


hfcr0446 


7503 


hfcr0141 


7563 


hfcr0234 


7623 


hfcr0309 


7683 


hfcr0379 


7743 


hfcri)448 


7504 


hfcr0142 


7564 


hfcr0235 


7624 


hfcr0310 


7684 


hfcr0380 


7744 


hfcr0449 


7505 


hfcr0143 


7565 


hfcr0236 


7625 


hfcr0311 


7685 


hfcr0381 


7745 


hfcr0450 


7506 


hfcr0145 


7566 


hfcr0237 


7626 


hfcr0312 


7686 


hfcr0382 


7746 


hfcr0452 


7507 


hfcr0147 


7567 


hfcr0238 


7627 


hfcr0315 


7687 


Iifcr0383 


7747 


hfcr0453 


7508 


hfcrt)149 


7568 


hfcr0239 


7628 


hfcr0316 


7688 


hfcr0384 


7748 


hfcr0454 


7509 


hfcr0150 


7569 


hfcr0240 


7629 


hfcr0317 


7689 


hfcr0385 


7749 


hfcr0456 


7510 


hfcr0153 


7570 


hfcr0241 


7630 


hfcr0318 


7690 


hfcr0386 


7750 


hfcr0457 


7511 


hfcr0154 


7571 


hfcf0242 


7631 


hfcrt)319 


7691 


hfcr0387 


7751 


hfcr0458 


7512 


hfcr0155 


7572 


hfcr0243 


7632 


hfcr0320 


7692 


hfcr0390 


7752 


hfcr0459 


7513 


hfcr0156 


7573 


hfcr0246 


7633 


hfcr0321 


7693 


hfcr0391 


7753 


hfcr0460 


7514 


hfcr0157 


7574 


hfcr0247 


7634 


hfcr0322 


7694 


hfcr0392 


7754 


hfcr0463 


7515 


hfcr0158 


7575 


hfcr0248 


7635 


hfcr0324 


7695 


hfcr0393 


7755 


hfcr0464 


7516 


hfcr0159 


7576 


hfcr0250 


7636 


hfcr0325 


7696 


hfcr0394 


7756 


hfcr0465 


7517 


hfcr0161 


7577 


hfcr0252 


7637 


hfcr0326 


7697 


hfcr0395 


7757 


hfcr0466 


7518 


hfcr0162 


7578 


hfcr0254 


7638 


hfcr0327 


7698 


hfcr0396 


7758 


hfcr0467 


7519 


hfcr0163 


7579 


hfcr0255 


7639 


hfcr0328 


7699 


hfcr0398 


7759 


hfcr0468 


7520 


hfcr0164 


7580 


hfcr0256 


7640 


hfcr0330 


7700 


hfcr0399 


7760 


hfcr0469 


7521 


hfcr0166 


7581 


hfcr0257 


7641 


hfcr0331 


7701 


hfcr0400 


7761 


hfcr0470 


7522 


hfcr0167 


7582 


hfcr0258 


7642 


hfcr0332 


7702 


hfcr0401 


7762 


hfcr0471 


7523 


hfcr0170 


7583 


hfcr0259 


7643 


hfcr0333 


7703 


hfa0402 


7763 


hfcr0472 


7524 


hfcr0171 


7584 


hfcr0260 


7644 


hfcr0334 


7704 


hfcr0403 


7764 


hfcr0473 


7525 


hfcr0173 


7585 


hficr0262 


7645 


hfcr0335 


7705 


hfcr0404 


7765 


hfcr0474 


7526 


hfcr0174 


7586 


hfcr0263 


7646 


hfcr0336 


7706 


hfcr0405 


7766 


hfcr0475 


7527 


hfcr0175 


7587 


hfcr0265 


7647 


hfcr0337 


7707 


hfcr0406 


7767 


hfcr0476 


7528 


hfcr0177 


7588 


hfcr0266 


7648 


hfcr0338 


7708 


hfcr0407 


7768 


hfcr0477 


7529 


hfcr0178 


7589 


hfcr0267 


7649 


hfcr0339 


7709 


hfcr0408 


7769 


hfcr0478 


7530 


hfcrOISO 


7590 


hfcr0269 


7650 


hfcrf)341 


7710 


hfcr0409 


7770 


hfcr0479 


7531 


hfcr0181 


7591 


hfcr0270 


7651 


hfcr0342 


7711 


hfcr0410 


7771 


hfcr0480 


7532 


hfcr0182 


7592 


hfcr0271 


7652 


hfcr0343 


7712 


hfcr0411 


7772 


hfcr0481 


7533 


hfcr0183 


7593 


hfcr0273 


7653 


hfcr0344 


7713 


hfcr0412 


7773 


hfcr0482 


7534 


hfcr0184 


7594 


hfcr0274 


7654 


hfcr0345 


7714 


hfcr0413 


7774 


hfcr0483 


7535 


hfcr0187 


7595 


hfcr0275 


7655 


hfcr0346 


7715 


hfcr0414 


7775 


hfcr0484 


7536 


hfcr0188 


7596 


hfcr0276 


7656 


hfcr0347 


7716 


hfcr0415 


7776 


hfcr0485 


7537 


hfcr0189 


7597 


hfcr0277 


7657 


hfcr0348 


7717 


hfcr0416 


7777 


hfcr0486 


7538 


hfcr0191 


7598 


hfcr0278 


7658 


hfcr0349 


7718 


hfcr0417 


7778 


hfcr0487 


7539 


hfcr0192 


7599 


hfcr0279 


7659 


hfcr0350 


7719 


hfcr0418 


7779 


hfcr0488 


7540 


hfcr0196 


7600 


hfcr0280 


7660 


hfcr0351 


7720 


hfcr0419 


7780 


hfcr0489 


7541 


hfcr0197 


7601 


hfcr0281 


7661 


hfcr0352 


7721 


hfcr0420 


7781 


hfcr0491 


7542 


hfcr0198 


7602 


hfcr0282 


7662 


hfcr0354 


7722 


hfcr0421 


7782 


hfcr0493 


7543 


hfcr0199 


7603 


hfcr0284 


7663 


hfcr0356 


7723 


hfcr0422 


7783 


hfcr0494 


7544 


hfcr0200 


7604 


hfcr0285 


7664 


hfcr0357 


7724 


hfcr0423 


7784 


hfcr0495 


7545 


hfcr0203 


7605 


hfcr0287 


7665 


hfcr0358 


7725 


hfcr0424 


7785 


hfcr0496 


7546 


hfcr0204 


7606 


hfcr0288 


7666 


hfcr0359 


7726 


hfcr0425 


7786 


hfcr0497 


7547 


hfcr0205 


7607 


hfcrO290 


7667 


hfcr0360 


7727 


hfcr0426 


7787 


hfCT0498 


7548 


hfcr0206 


7608 


hfcr0291 


7668 


hfcr0361 


7728 


hfcr0427 


7788 


hfcr0499 


7549 


hfcr0207 


7609 


hfcr0292 


7669 


hfcr0362 


7729 


hfcr0428 


7789 


hfcr0501 


7550 


hfcr0210 


7610 


hfcr0293 


7670 


hfcr0363 


7730 


hfcr0430 


7790 


hfcr0502 


7551 


hfcr0212 


7611 


hfcr0294 


7671 


hfcr0365 


7731 


hfcr0431 


7791 


hfcr0503 


7552 


hfcr0214 


7612 


hfcr0295 


7672 


hfcr0366 


7732 


hfcr0432 


7792 


hfcr0504 


7553 


hfcr0215 


7613 


hfcr0297 


7673 


hfcr0368 


7733 


hfcr0433 


7793 


hfcr0505 


7554 


hfcr0217 


7614 


hfcr0298 


7674 


Iifcr0369 


7734 


hfcr0434 


7794 


hfcr0506 


7555 


hfcr0220 


7615 


hfcr0299 


7675 


hfcr0370 


7735 


hfcr0436 


7795 


hfcr0508 


7556 


hfcr0221 


7616 


hfcr0300 


7676 


hfcr0371 


7736 


hfcr0438 


7796 


hfcr0509 


7557 


hfcr0222 


7617 


hfcr0302 


7677 


hfcr0372 


7737 


hfcr0439 


7797 


hfcr0510 


7558 


hfcr0225 


7618 


hfcr0303 


7678 


hfcr0374 


7738 


hfcr0441 


7798 


hfcr0511 


7559 


hfcr0228 


7619 


hfcr0304 


7679 


hfcr0375 


7739 


hfcr0442 


7799 


hfcr0512 


7560 


hfcr0227 


7620 


hfcr0305 


7680 


hfcr0376 


7740 


hfcr0444 


7800 


hfcr0513 
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7801 


hfcr0514 


7861 


hfcr0581 


7921 


hfcr0675 


7981 


hfcr0748 


8041 


hfcr0839 


7802 


hfcr0515 


7862 


hfcr0582 


7922 


hfcr0676 


7982 


hfcr0749 


8042 


hfcr0840 


7803 


hfcr0516 


7863 


hfcr0584 


7923 


hfcr0677 


7983 


hfcr0750 


8043 


hfcr0841 


7804 


hfcr0517 


7864 


hfcr0586 


7924 


hfcr0678 


7984 


hfcr0751 


8044 


hfcr0842 


7805 


hfcr0518 


7865 


hfcr0587 


7925 


hfcr0679 


7985 


hfcr0753 


8045 


hfcr0843 


7806 


hfcr0519 


7866 


hfcr0588 


7926 


hfcr0681 


7986 


hfcr0754 


8046 


hfcr0844 


7807 


hfcr0520 


7867 


hfcr0593 


7927 


hfcr0682 


7987 


hfcr0756 


8047 


hfcr0846 


7808 


hfcr0521 


7868 


hfcr0594 


7928 


hfcr0683 


7988 


hfcr0757 


8048 


hfcr0847 


7809 


hfcr0522 


7869 


hfcr0595 


7929 


hfcr0684 


7989 


hfcr0758 


8049 


hfcr0849 


7810 


hfcr0523 


7870 


hfcr0596 


7930 


hfcr0686 


7990 


hfcr0760 


8050 


hfcr0851 


7811 


hfcr0524 


7871 


hfcr0599 


7931 


hfcr0687 


7991 


hfcr0761 


8051 


hfcr0852 


7812 


hfcr0525 


7872 


hfcrOeOI 


7932 


hfcr0688 


7992 


hfcr0762 


8052 


hfcr0853 


7813 


hfcr0527 


7873 


hfcr0602 


7933 


hfcr0689 


7993 


hfcr0763 


8053 


hfcr0854 


7814 


hfcr0528 


7874 


hfcr0604 


7934 


hfcr0691 


7994 


hfcr0765 


8054 


hfcr0855 


7815 


hfcr0529 


7875 


hfcr0605 


7935 


hfcr0692 


7995 


hfcr0766 


8055 


hfcr0856 


7816 


hfcr0530 


7876 


hfcr0607 


7936 


hfcr0693 


7996 


hfcr0768 


8056 


hfcr0857 


7817 


hfcr0531 


7877 


hfcr0608 


7937 


hfcr0694 


7997 


hfcr0770 


8057 


hfcr0858 


7818 


hfcr0532 


7878 


hfcrt)609 


7938 


hfcr0695 


7998 


hfcr0772 


8058 


hfcr0859 


7819 


hfcr0533 


7879 


hfcrOeiO 


7939 


hfcr0696 


7999 


hfcr0774 


8059 


hfcr0861 


7820 


hfcr0534 


7880 


hfcrOeH 


7940 


hfcr0697 


8000 


hfcr0776 


8060 


hfcr0862 


7821 


hfcr0535 


7881 


hfcr0612 


7941 


hfcr0698 


8001 


hfcr0778 


8061 


hfa0863 


7822 


hfa0536 


7882 


hfcrOeiS 


7942 


hfcr0699 


8002 


hfcr0780 


8062 


hfcr0868 


7823 


hfcr0538 


7883 


hfcr0614 


7943 


hfcr0700 


8003 


hfcr0782 


8063 


hfcr0872 


7824 


hfcr0539 


7884 


hfcr0615 


7944 


hfcr0702 


8004 


hfcr0783 


8064 


hfcr0873 


7825 


hfcr0540 


7885 


hfcr0616 


7945 


hfcr0705 


8005 


hfcr0784 


8065 


hfcr0879 


7826 


hfcr0541 


7886 


hfcr0617 


7946 


hfcr0706 


8006 


hfcr0786 


8066 


hfcr0882 


7827 


hfcr0542 


7887 


hfcr0618 


7947 


hfcr0707 


8007 


hfcr0787 


8067 


hfcr0884 


7828 


hfcr0543 


7888 


hfcr0619 


7948 


hfcr0708 


8008 


hfcr0788 


8068 


hfcr0886 


7829 


hfcr0544 


7889 


hfcr0621 


7949 


hfcr0709 


8009 


hfcr0789 


8069 


hfcr0887 


7830 


hfcr0545 


7890 


hfcr0622 


7950 


hfcr0710 


8010 


hfcr0790 


8070 


hfbr0889 


7831 


hfcr0546 


7891 


hfcr0624 


7951 


hfcr0711 


8011 


hfcr0791 


8071 


hfcr0890 


7832 


hfcr0547 


7892 


hfcr0625 


7952 


hfcr0712 


8012 


hfcr0792 


8072 


hfcr0892 


7833 


h1icr0548 


7893 


hfcr0626 


7953 


hfcr0713 


8013 


hfcr0797 


8073 


hfcr0893 


7834 


hfcr0549 


7894 


hfcr0629 


7954 


hfcr0715 


8014 


hfcr0798 


8074 


hfcr0894 


7835 


hfcrO550 


7895 


hfcr0630 


7955 


hfcr0716 


8015 


hfcr0801 


8075 


hfcr0895 


7836 


hfcr0551 


7896 


hfcr0631 


7956 


hfcr0717 


8016 


hfcrO802 


8076 


hfcr0896 


7837 


hfcr0554 


7897 


hfcr0632 


7957 


hfcr0718 


8017 


hfcr0805 


8077 


hfcr0898 


7838 


hfcr0555 


7898 


hfcr0633 


7958 


hfcr0720 


8018 


hfcr0806 


8078 


hfcr0899 


7839 


hfcr0556 


7899 


hfcr0634 


7959 


hfcr0721 


8019 


hfcr08O7 


8079 


hfcr0900 


7840 


hfcr0557 


7900 


hfcr0635 


7960 


hfcr0722 


8020 


hfcr0808 


8080 


hfcr0901 


7841 


hfcr0558 


7901 


hfcr0636 


7961 


hfcr0723 


8021 


hfcr0813 


8081 


hfcr0902 


7842 


hfcr0559 


7902 


hfcr0638 


7962 


hfcr0724 


8022 


hfcr0815 


8082 


hfcr0906 


7843 


hfcr0560 


7903 


hfcr0639 


7963 


hfcr0725 


8023 


hfcr0817 


8083 


hfcr0908 


7844 


hfcr0561 


7904 


hfcr0645 


7964 


hfcr0728 


8024 


hfbrOSie 


8084 


hfcr0910 


7845 


hfcr0562 


7905 


hfcr0650 


7965 


hfcr0730 


8025 


hfcr0819 


8085 


hfcr0912 


7846 


hfcr0563 


7906 


hfcr0651 


7966 


hfcr0731 


8026 


hfcr0820 


8086 


hfcr0913 


7847 


hfcr0565 


7907 


hfcr0652 


7967 


hfcr0732 


8027 


hfcr0821 


8087 


hfcr0916 


7848 


hfcr0566 


7908 


hfcr0656 


7968 


hfcr0733 


8028 


hfcr0822 


8088 


hfcr0918 


7849 


hfcr0567 


7909 


hfcr0657 


7969 


hfcr0734 


8029 


hfcr0825 


8089 


hfcr0921 


7850 


hfcr0568 


7910 


hfcr0662 


7970 


hfcr0735 


8030 


hfcr0826 


8090 


hfcr0922 


7851 


hfcr0569 


7911 


hfcr0663 


7971 


hfcr0736 


8031 


hfcr0827 


8091 


hfcr0923 


7852 


hfcr0570 


7912 


hfcr0664 


7972 


hfcr0737 


8032 


hfcr0828 


8092 


hfcr0928 


7853 


hfcr0571 


7913 


hfcr0665 


7973 


hfcr0738 


8033 


hfcr0829 


8093 


hfcr0929 


7854 


hfcr0572 


7914 


hfCT0666 


7974 


hfcr0739 


8034 


hfcr0830 


8094 


hfcr0931 


7855 


hfcr0573 


7915 


hfcr0667 


7975 


hfcr0740 


8035 


hfcr0831 


8095 


hfcr0933 


7856 


hfcr0574 


7916 


hfcr0668 


7976 


hfcr0742 


8036 


hfcr0832 


8096 


hfcr0934 


7857 


hfcr0575 


7917 


hfcr0669 


7977 


hfcr0743 


8037 


hfcr0835 


8097 


hfcr0937 


7858 


hfcr0576 


7918 


hfcr0670 


7978 


hfcr0745 


8038 


hfcr0836 


8098 


hfcr0938 


7859 


hfcr0579 


7919 


hfcr0673 


7979 


hfcr0746 


8039 


hfcr0837 


8099 


hfcr0940 


7860 


hfcr0580 


7920 


hfcr0674 


7980 


hfcr0747 


8040 


hfcr0838 


8100 


hfcr0941 
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8101 


hfcr0942 


8161 


hfcr1038 


8221 


hfcr1123 


8281 


hfcr1203 


8341 


hfcr1287 


8102 


hfcr0944 


8162 


hfcr1039 


8222 


hfcr1124 


8282 


hfcr1204 


8342 


hfcr1288 


8103 


hfcr0945 


8163 


hfcr1040 


8223 


hfcr1125 


8283 


hfcr1205 


8343 


hfcr1289 


8104 


hfcr0946 


8164 


hfcr1041 


8224 


hfcr1126 


8284 


hfcr1207 


8344 


hfcr1290 


8105 


hfcr0947 


8165 


hfcr1042 


8225 


hfcr1127 


8285 


hfcr1208 


8345 


hfCTl291 


8106 


hfcr0950 


8166 


hfcr1043 


8226 


hfcr1128 


8286 


hfcr1209 


8346 


hfcr1292 


8107 


hfcr0952 


8167 


hfa1045 


8227 


hfcr1129 


8287 


hfcr1210 


8347 


hfcr1293 


8108 


hfcr0953 


8168 


hfcr1046 


8228 


hfcr1130 


8288 


hfcr1211 


8348 


hfcr1295 


8109 


hfcr0954 


8169 


hfcr1047 


8229 


hfcr1131 


8289 


hfcr1212 


8349 


hfcr1296 


8110 


hfcr0957 


8170 


hfcr1048 


8230 


hfcr1132 


8290 


hfcr1213 


8350 


hfcr1297 


8111 


hfcr0959 


8171 


hfcr1051 


8231 


hfcr1133 


8291 


hfcr1214 


8351 


hfCTl298 


8112 


hfcr0960 


8172 


hfcr1053 


8232 


hfcr1135 


8292 


hfcr1215 


8352 


hfcr1302 


8113 


hfcr0961 


8173 


hfcr1054 


8233 


hfcr1136 


8293 


hfcr1217 


8353 


hfcr1303 


8114 


hfcr0962 


8174 


hfcr1055 


8234 


hfcr1137 


8294 


hfcr1219 


8354 


hfcr1304 


8115 


hfcr0963 


8175 


hfcr1057 


8235 


hfcr1138 


8295 


hfcr1220 


8355 


hfcr1306 


8116 


hfcr0964 


8176 


hfcr1059 


8236 


hfcr1139 


8296 


hfcr1221 


8356 


hfcr1307 


8117 


hfcr0966 


8177 


hfcrioeo 


8237 


hfcr1140 


8297 


hfcr1225 


8357 


hfcr1308 


8118 


hfcr0967 


8178 


hfcr1063 


8238 


hfCTl141 


8298 


hfcr1228 


8358 


hfcr1309 


8119 


hfcr0968 


8179 


hfcr1064 


8239 


hfcr1142 


8299 


hfcr1229 


8359 


hfcrlSIO 


8120 


hfcr0969 


8180 


hfcr1065 


8240 


hfcr1144 


8300 


hfcr1230 


8360 


hfcr1311 


8121 


hfcr0971 


8181 


hfcr1066 


8241 


hfcr1145 


8301 


hfcr1231 


8361 


hfcr1312 


8122 


hfcr0973 


8182 


hfcr1067 


8242 


hfcr1148 


8302 


hfcr1232 


8362 


hfcr1313 


8123 


hfcr0974 


8183 


hfcr1069 


8243 


hfcr1149 


8303 


hfcr1233 


8363 


hfcr1314 


8124 


hfcr0975 


8184 


hfcr1071 


8244 


hfcr1151 


8304 


hfcr1234 


8364 


hfcr1315 


8125 


hfcr0976 


8185 


hfcr1072 


8245 


hfcr1152 


8305 


hfcr1235 


8365 


hfcr1316 


8126 


hfcr0977 


8186 


hfcr1073 


8246 


hfcr1156 


8306 


hfcr1236 


8366 


hfcr1317 


8127 


hfcr0978 


8187 


hfcr1074 


8247 


hfcr1157 


8307 


hfcr1238 


8357 


hfcr1318 


8128 


hfcr0979 


8188 


hfcr1075 


8248 


hfcr1159 


8308 


hfcr1240 


8368 


hfcr1320 


8129 


hfcr0980 


8189 


hfcr1076 


8249 


hfcr1161 


8309 


hfcr1250 


8369 


hfcr1321 


8130 


hfcr0981 


8190 


hfcr1077 


8250 


hfcr1163 


8310 


hfcr1251 


8370 


hfcr1322 


8131 


hfcr0982 


8191 


hfcr1078 


8251 


hfcr1164 


8311 


hfcr1252 


8371 


hfcr1323 


8132 


hfcr0985 


8192 


hfcr1079 


8252 


hfcr1165 


8312 


hfcr1253 


8372 


hfcr1324 


8133 


hfcr0990 


8193 


hfcr1080 


8253 


hfcr1166 


8313 


hfcr1254 


8373 


hfcr1325 


8134 


hfcr0991 


8194 


hfcrlOSI 


8254 


hfcr1167 


8314 


hfcr1255 


8374 


hfcr1326 


8135 


hfcr0993 


8195 


hfcr1082 


8255 


hfcr1170 


8315 


hfcr1256 


8375 


hfcr1327 


8136 


hfcr0996 


8196 


hfcr1083 


8256 


hfcr1171 


8316 


hfcr1257 


8376 


hfcr1328 


8137 


hfcr0997 


8197 


hfcr1084 


8257 


hfcr1174 


8317 


hfcr1259 


8377 


hfcr1330 


8138 


hfcr0998 


8198 


hfcr1085 


8258 


hfcr1175 


8318 


hfcr1260 


8378 


hfcr1331 


8139 


hfcrlOOO 


8199 


hfcr1090 


8259 


hfcr1177 


8319 


hfcr1262 


8379 


hfcr1332 


8140 


hfcr1001 


8200 


hfcr1093 


8260 


hfa1178 


8320 


hfcr1263 


8380 


hfcr1333 


8141 


hfcr1002 


8201 


hfcr1095 


8261 


hfcr1179 


8321 


hfcr1264 


8381 


hfcr1334 


8142 


hfcrlQIO 


8202 


hfcr1096 


8262 


hfcr1180 


8322 


hfcr1265 


8382 


hfcr1335 


8143 


hfcrlOII 


8203 


hfcr1098 


8263 


hfa1183 


8323 


hfcr1267 


8383 


hfcr1336 


8144 


hfcrlOIS 


8204 


hfcrllOl 


8264 


hfcr1184 


8324 


hfcr1269 


8384 


hfcr1338 


8145 


hfcr1014 


8205 


hfcrllOS 


8265 


hfcr1185 


8325 


hfcr1270 


8385 


hfcr1339 


8146 


hfcr1016 


8206 


hfcr1104 


8266 


hfcr1188 


8326 


hfcr1271 


8386 


hfcr1340 


8147 


hfcrlOIS 


8207 


hfcrlioa 


8267 


hfcr1189 


8327 


hfcr1272 


8387 


hfcr1341 


8148 


hfcr1019 


8208 


hfcr1106 


8268 


hfcr1190 


8328 


hfcr1274 


8388 


hfcr1342 


8149 


hfcr1020 


8209 


hfcr1107 


8269 


hfcr1191 


8329 


hfcr1275 


8389 


hfcr1343 


8150 


hfcr1023 


8210 


hfcr1109 


8270 


hfcr1192 


8330 


hfcr1276 


8390 


hfcr1344 


8151 


hfcr1024 


8211 


hfcrHIO 


8271 


hfcr1193 


8331 


hfcr1277 


8391 


hfa1345 


8152 


hfcr1025 


8212 


hfcrim 


8272 


hfcr1194 


8332 


hfcr1278 


8392 


hfcr1346 


8153 


hfcr1027 


8213 


hfcr1112 


8273 


hfcr1195 


8333 


hfcr1279 


8393 


hfcr1347 


8154 


hfcr1028 


8214 


hfcrlllS 


8274 


hfcr1196 


8334 


hfcr1280 


8394 


hfcr1348 


8155 


hfcrlOSI 


8215 


hfcr1115 


8275 


hfcr1197 


8335 


nfcr1281 


8395 


nTcrl349 


8156 


hfcr1032 


8216 


hfcr1116 


8276 


hfcr1198 


8336 


hfcr1282 


8396 


hfcr1350 


8157 


hfcr1034 


8217 


hfcr1117 


8277 


hfcr1199 


8337 


hfcr1283 


8397 


hfcr135l 


8158 


hfcr1035 


8218 


hfcring 


8278 


hfcr1200 


8338 


hfCTl284 


8398 


hfcr1352 


8159 


hfcr1036 


8219 


hfcr1120 


8279 


hfcr1201 


8339 


hfcr1285 


8399 


hfcr1353 


8160 


hfcr1037 


8220 


hfcr1121 


8280 


hfcr1202 


8340 


hfcr1286 


8400 


hfCTl354 
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8401 


hfcr1355 


8461 


hfcr1428 


8521 


hfcr1543 


8581 


hfcr1646 


8641 


hfcr1730 


8402 


hfcr1356 


8462 


hfcr1429 


8522 


hfcr1544 


8582 


hfcr1647 


8642 


hfcr1731 


8403 


hfcr1358 


8463 


hfcr1431 


8523 


hfcr1546 


8583 


hfcr1648 


8643 


hfcr1732 


8404 


hfcr1359 


8464 


hfcr1432 


8524 


hfcr1549 


8584 


hfcr1651 


8644 


hfcr1733 


8405 


hfcr1360 


8465 


hfcr1433 


8525 


hfcr1552 


8585 


hfcr1653 


8645 


hfcr1734 


8406 


hfcr1362 


8466 


hfcr1434 


8526 


hfcr1553 


8586 


hfcr1654 


8646 


hfcr1738 


8407 


hfcr1363 


8467 


hfcr1435 


8527 


hfcr1554 


8587 


hfcr1655 


8647 


hfcr1739 


8408 


hfcr1364 


8468 


hfcr1436 


8528 


hfcii555 


8588 


hfcr1656 


8648 


hfcr1740 


8409 


hfcr1365 


8469 


hfcr1433 


8529 


hfcr1558 


8589 


hfcr1657 


8649 


hfcr1741 


8410 


hfcr1367 


8470 


hfa1444 


8530 


hfcr1560 


8590 


hfcr1659 


8650 


hfcr1742 


8411 


hfcr1368 


8471 


hfcr1446 


8531 


hfcr1564 


8591 


hfcr1661 


8651 


hfCTl743 


8412 


hfcr1369 


8472 


hfcr1450 


8532 


hfcr1565 


8592 


hfcr1667 


8652 


hfcr1744 


8413 


hfcr1370 


8473 


hfcr1453 


8533 


hfcr1571 


8593 


hfcr1668 


8653 


hfcr1745 


8414 


hfcr1371 


8474 


hfcr1455 


8534 


hfcr1573 


8594 


hfcr1669 


8654 


hfcr1747 


8415 


hfcr1372 


8475 


hfcr1456 


8535 


hfcr1575 


8595 


hfcr1671 


8655 


hfcr1748 


8416 


hfcr1373 


8476 


hfcr1458 


8536 


hfcr1577 


8596 


hfcr1672 


8656 


hfcr1749 


8417 


hfcr1375 


8477 


hfcr1461 


8537 


hfcr1578 


8597 


hfcr1674 


8657 


hfcr1750 


8418 


hfcr1376 


8478 


hfcr1462 


8538 


hfcr1580 


8598 


hfcr1675 


8658 


hfcr1752 


8419 


hfcr1377 


8479 


hfcr1465 


8539 


hfcr1581 


8599 


hfcr1677 


8659 


hfcr1754 


8420 


hfcr1378 


8480 


hfcr1466 


8540 


hfcr1583 


8600 


hfcr1678 


8660 


hfcr1755 


8421 


hfcr1379 


8481 


hfcr1468 


8541 


hfcr1590 


8601 


hfcr1679 


8661 


hfcr1756 


8422 


hfcr1380 


8482 


hfcr1469 


8542 


hfcr1591 


8602 


hfcr1682 


8662 


hfcr1757 


8423 


hfcr1381 


8483 


hfcr1470 


8543 


hfcr1592 


8603 


hfcr1683 


8663 


hfcr1758 


8424 


hfcr1382 


8484 


hfcr1472 


8544 


hfcr1596 


8604 


hfcr1684 


8664 


hfcr1759 


8425 


hfcr1383 


8485 


hfcr1477 


8545 


hfcr1598 


8605 


hfcr1685 


8665 


hfcr1760 


8426 


hfcr1384 


8486 


hfcr1478 


8546 


hfcr1599 


8606 


hfcr1686 


8666 


hfcr1762 


8427 


hfcr1385 


8487 


hfcr1480 


8547 


hfcrlOOO 


8607 


hfcr1688 


8667 


hfcr1763 


8428 


hfcr1386 


8488 


hfcr1482 


8548 


hfcr1603 


8608 


hfcr1689 


8668 


hfcr1764 


8429 


hfcr1387 


8489 


hfcr1483 


8549 


hfcr1604 


8609 


hfcr1690 


8669 


hfcr1765 


8430 


hfcr1388 


8490 


hfcr1484 


8550 


hfcr1605 


8610 


hfcr1691 


8670 


hfcr1766 


8431 


hfcr1391 


8491 


hfcr1487 


8551 


hfcr1607 


8611 


hfcr1692 


8671 


hfcr1767 


8432 


hfcr1392 


8492 


hfcr1488 


8552 


hfcr1608 


8612 


Iifcr1693 


8672 


hfcr1768 


8433 


hfcr1393 


8493 


hfcr1490 


8553 


hfcr1610 


8613 


hfcr1694 


8673 


hfcr1769 


8434 


hfcr1394 


8494 


hfcr1491 


8554 


hfcr1611 


8614 


hfcr1695 


8674 


hfcr1770 


8435 


hfcr1395 


8495 


hfcr1493 


8555 


hfcr1612 


8615 


hfcr1696 


8675 


hfcr1771 


8436 


hfcr1396 


8496 


hfcr1494 


8556 


hfcr1613 


8616 


hfcr1697 


8676 


hfcr1772 


8437 


hfcr1397 


8497 


hfcr1499 


8557 


hfcr1615 


8617 


hfcr1698 


8677 


hfcr1773 


8438 


hfcr1398 


8498 


hfcr1500 


8558 


hfcr1616 


8618 


hfcr1699 


8678 


hfcr1774 


8439 


hfcr1401 


8499 


hfcr1503 


8559 


hfcr1620 


8619 


hfcr1700 


8679 


hfcr1775 


8440 


hfcr1402 


8500 


hfcr1504 


8560 


hfcr1621 


8620 


hfcr1703 


8680 


hfcr1776 


8441 


hfcr1403 


8501 


hfcr1505 


8561 


hfcr1622 


8621 


hfcr1707 


8681 


hfcr1777 


8442 


hfcr1404 


8502 


hfcr1507 


8562 


hfcr1623 


8622 


hfcr1709 


8682 


hfcr1778 


8443 


hfcr1405 


8503 


hfcr1508 


8563 


hfcr1625 


8623 


hfcr1710 


8683 


hfcr1779 


8444 


hfcr1406 


8504 


hfcr1510 


8564 


hfcr1626 


8624 


hfcr1711 


8684 


hfcr1781 


8445 


hfcr1408 


8505 


hfcr1512 


8565 


hfcr1627 


8625 


hfcr1712 


8685 


hfcr1782 


8446 


hfcr1409 


8506 


hfcr1517 


8566 


hfcr1628 


8626 


hfcr1713 


8686 


hfcr1783 


8447 


hfcr1410 


8507 


hfCTl521 


8567 


hfcr1630 


8627 


hfcr1714 


8687 


hfcr1784 


8448 


hfcr1411 


8508 


hfcr1522 


8568 


hfcr1631 


8628 


hfcr1715 


8688 


hfcr1785 


8449 


hfcr1413 


8509 


hfcr1523 


8569 


hfcr1632 


8629 


hfcr1716 


8689 


hfcr1787 


8450 


hfcr1414 


8510 


hfcr1525 


8570 


hfcr1633 


8630 


hfcr1717 


8690 


hfcr1788 


8451 


hfcr1415 


8511 


hfcr1527 


8571 


hfcr1634 


8631 


hfcr1719 


8691 


hfcr1789 


8452 


hfcr1416 


8512 


hfcr1531 


8572 


hfcr1635 


8632 


hfcr1720 


8692 


hfcr1791 


8453 


hfcr1418 


8513 


hfcr1532 


8573 


hfcr1637 


8633 


hfcr1721 


8693 


hfcr1792 


8454 


hfcr1419 


8514 


hfcr1533 


8574 


hfcr1638 


8634 


hfCTl722 


8694 


hfcr1793 


8455 


hfcr1420 


8515 


hfcr1534 


8575 


hfcr1639 


8635 


hfcr1723 


8695 


hfcr1795 


8456 


hfcr1422 


8516 


hfcr1535 


8576 


hfcr1640 


8636 


hfcr1724 


8696 


hfcr1796 


8457 


hfcr1424 


8517 


hfcr1536 


8577 


hfcr1641 


8637 


hfcr1725 


8697 


hfcr1798 


8458 


hfcr1425 


8518 


hfcr1538 


8578 


hfcr1642 


8638 


hfcr1726 


8698 


hfa1799 


8459 


hfcr1426 


8519 


hfcr1540 


8579 


hfcr1644 


8639 


hfcr1727 


8699 


hfcr1800 


8460 


hfcr1427 


8520 


hfcr1541 


8580 


hfcr1645 


8640 


hfcr1728 


8700 


hfcr1802 
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8701 


hfcr1803 


8761 


hfcr1873 


8821 


hfcr1948 


8881 


hfcr2070 


8941 


hfcr2275 


8702 


hfcr1804 


8762 


hfcr1874 


8822 


hfcr1949 


8882 


hfcr2071 


8942 


hfcr2282 


8703 


hfcr1805 


8763 


hfcr1875 


8823 


hfcr1950 


8883 


hfcr2073 


8943 


hfcr2284 


8704 


hfcr1806 


8764 


hfcr1876 


8824 


hfcr1951 


8884 


hfcr2074 


8944 


hfcr2287 


8705 


hfcr1807 


8765 


hfcr1877 


8825 


hfcr1952 


8885 


hfcr2075 


8945 


hfcr2288 


8706 


hfcr1808 


8766 


hfcr1878 


8826 


hfcr1955 


8886 


hfcr2076 


8946 


hfcr2294 


8707 


hfcr1809 


8767 


hfcr1879 


8827 


hfcr1956 


8887 


hfcr2077 


8947 


hfcr2295 


8708 


hfcr1810 


8768 


hfcr1880 


8828 


hfcr1959 


8888 


hfcr2078 


8948 


hfcr2296 


8709 


hfcr1811 


8769 


hfcr1881 


8829 


hfcr1960 


8889 


hfcr2079 


8949 


hfcr2297 


8710 


hfcr1813 


8770 


hfcr1882 


8830 


hfcr1963 


8890 


hfcr2080 


8950 


hfcr2299 


8711 


hfcr1814 


8771 


hfcr1883 


8831 


hfcr1964 


8891 


hfcr2081 


8951 


hfCT2301 


8712 


hfcr1815 


8772 


hfcr1885 


8832 


hfcr1965 


8892 


hfcr2082 


8952 


hfcr2306 


8713 


hfcr1816 


8773 


hfcr1886 


8833 


hfcr1968 


8893 


hfcr2084 


8953 


hfcr2310 


8714 


hfcr1820 


8774 


hfcr1887 


8834 


hfcr1973 


8894 


hfcr2114 


8954 


hfcr2312 


8715 


hfcr1821 


8775 


hfcr1888 


8835 


hfcr1974 


8895 


hfcr2128 


8955 


hfcr2313 


8716 


hfcr1822 


8776 


hfcr1890 


8836 


hfcr1977 


8896 


hfcr2129 


8956 


hfcr2314 


8717 


hfcr1823 


8777 


hfcr1891 


8837 


hfcr1978 


8897 


hfcr2131 


8957 


hfcr2318 


8718 


hfcr1824 


8778 


hfcr1894 


8838 


hfcr2017 


8898 


hfcr2138 


8958 


hfcr2319 


8719 


hfcr1825 


8779 


hfcr1896 


8839 


hfcr2018 


8899 


hfcr2140 


8959 


hfcr2323 


8720 


hfcr1826 


8780 


hfcr1897 


8840 


hfcr2020 


8900 


hfcr2141 


8960 


hfcr2324 


8721 


hfcr1827 


8781 


hfcr1898 


8841 


hfcr2021 


8901 


hfcr2148 


8961 


hfcr2328 


8722 


hfcr1828 


8782 


hfcr1899 


8842 


hfcr2022 


8902 


hfcr2150 


8962 


hfcr2329 


8723 


hfcr1829 


8783 


hfcr1900 


8843 


hfcr2023 


8903 


hfcr2166 


8963 


hfcr2330 


8724 


hfcr1830 


8784 


hfcr1901 


8844 


hfcr2024 


8904 


hfcr2195 


8964 


hfcr2332 


8725 


hfcr1831 


8785 


hfcr1902 


8845 


hfcr2026 


8905 


hfcr2201 


8965 


hfcr2334 


8726 


hfcr1832 


8786 


hfcr1903 


8846 


hfcr2027 


8906 


hfcr2209 


8966 


hfcr2337 


8727 


hfcr1834 


8787 


hfcr1904 


8847 


hfcr2028 


8907 


hfcr2212 


8967 


hfcr2340 


8728 


hfcr1835 


8788 


hfcr1905 


8848 


hfcr2029 


8908 


hfcr2213 


8968 


hfcr2341 


8729 


hfcr1836 


8789 


hfcr1906 


8849 


hfcr2030 


8909 


hfcr2214 


8969 


hfcr2342 


8730 


hfcr1838 


8790 


hfcr1907 


8850 


hfcr2031 


8910 


hfcr2216 


8970 


hfa2343 


8731 


hfcr1839 


8791 


hfcr1908 


8851 


hfcr2032 


8911 


hfcr2217 


8971 


hfcr2344 


8732 


hfcr1840 


8792 


hfcr1909 


8852 


hfcr2033 


8912 


hfcr2218 


8972 


HFCR2365 


8733 


hfcr1841 


8793 


hfcr1910 


8853 


hfcr2035 


8913 


hfcr2220 


8973 


HFCR2366 


8734 


hfcr1842 


8794 


hfcr1911 


8854 


hfcr2037 


8914 


hfcr2221 


8974 


HFCR2367 


8735 


hfcr1843 


8795 


hfcr1913 


8855 


hfcr2040 


8915 


hfcr2224 


8975 


HFCR2375 


8736 


hfcr1844 


8796 


hfcr1914 


8856 


hfcr2041 


8916 


hfcr2225 


8976 


HFCR2376 


8737 


hfcr1846 


8797 


hfcr1915 


8857 


hfcr2042 


8917 


hfcr2227 


8977 


HFCR2378 


8738 


hfcr1847 


8798 


hfcr1916 


8858 


hfcr2043 


8918 


hfcr2229 


8978 


HFCR2379 


8739 


hfcr1848 


8799 


hfcr1917 


8859 


hfcr2044 


8919 


hfcr2230 


8979 


HFCR2380 


8740 


hfcr1850 


8800 


hfcr1918 


8860 


hfa2045 


8920 


hfcr2231 


8980 


HFCR2381 


8741 


hfcr1851 


8801 


hfcr1919 


8861 


hfcr2046 


8921 


hfcr2233 


8981 


HFCR2384 


8742 


hfcr1853 


8802 


hfcr1920 


8862 


hfcr2047 


8922 


hfcr2234 


8982 


HFCR2386 


8743 


hfcr1854 


8803 


hfcr1921 


8863 


hfa2048 


8923 


hfcr2235 


8983 


HFCR2388 


8744 


hfcr1855 


8804 


hfcr1922 


8864 


hfcr2049 


8924 


hfcr2237 


8984 


HFCR2389 


8745 


hfa1856 


8805 


hfcr1924 


8865 


hfcr2050 


8925 


hfcr2238 


8985 


HFCR2390 


8746 


hfcr1857 


8806 


hfcr1925 


8866 


hfcr2051 


8926 


hfcr2239 


8986 


HFCR2391 


8747 


hfcr1858 


8807 


hfcr1926 


8867 


hfcr2052 


8927 


hfcr2243 


8987 


HFCR2399 


8748 


hfcr1859 


8808 


hfcr1927 


8868 


hfcr2053 


8928 


hfcr2245 


8988 


hfcr2497 


8749 


hfcr1860 


8809 


hfcr1928 


8869 


hfcr2054 


8929 


hfcr2250 


8989 


hfcr2498 


8750 


hfcr1861 


8810 


hfcr1930 


8870 


hfcr2055 


8930 


hfcr2251 


8990 


hfcr2499 


8751 


hfcr1862 


8811 


hfcr1931 


8871 


hfcr2058 


8931 


hfcr2252 


8991 


hfcr2501 


8752 


hfcr1863 


8812 


hfcr1932 


8872 


hfcr2060 


8932 


hfcr2253 


8992 


hfcr2502 


8753 


hfcr1864 


8813 


hfcr1933 


8873 


hfcr2061 


8933 


hfcr2254 


8993 


hfcr2503 


8754 


hfcr1865 


8814 


hfcr1934 


8874 


hfcr2062 


8934 


hfcr2256 


8994 


hfcr2504 


8755 


hfcr1866 


8815 


hfcr1937 


8875 


hfcr2063 


8935 


hfcr2262 


8995 


hfcr2505 


8756 


hfcr1867 


8816 


hfcr1939 


8876 


hfcr2064 


8936 


hfcr2263 


8996 


hfcr2506 


8757 


hfcr1868 


8817 


hfcr1941 


8877 


hfcr2065 


8937 


hfcr2264 


8997 


hfcr2508 


8758 


hfcr1869 


8818 


hfcr1944 


8878 


hfcr2066 


8938 


hfcr2267 


8998 


hfcr2509 


8759 


hfcr1870 


8819 


hfcr1945 


8879 


hfcr2068 


8939 


hfcr2269 


8999 


hfcr2510 


8760 


hfcr1872 


8820 


hfcr1947 


8880 


hfcr2069 


8940 


hfcr2271 


9000 


hfcr2511 
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9001 


hfcr2512 


9061 


hfcr2586 


9121 


hfcr2668 


9181 


hfcr2752 


9241 


hfcr2832 


9002 


hfcr2513 


9062 


hfcr2587 


9122 


hfcr2669 


9182 


hfcr2753 


9242 


hfcr2833 


9003 


hfcr2514 


9063 


hfcr2588 


9123 


hfcr2670 


9183 


hfcr2754 


9243 


hfcr2834 


9004 


hfcr2515 


9064 


hfcr2589 


9124 


hfcr2672 


9184 


hfcr2755 


9244 


hfcr2836 


9005 


hfcr2516 


9065 


hfcr2590 


9125 


hfcr2673 


9185 


hfcr2756 


9245 


hfcr2837 


9006 


hfcr2517 


9066 


hfcr2591 


9126 


hfcr2674 


9186 


hfcr2757 


9246 


hfcr2838 


9007 


hfcr2519 


9067 


hfa2592 


9127 


hfcr2677 


9187 


hfcr2758 


9247 


hfcr2839 


9008 


hfcr2520 


9068 


hfcr2595 


9128 


hfcr2678 


9188 


hfcr2759 


9248 


hfcr2842 


9009 


hfcr2521 


9069 


hfcr2596 


9129 


hfcr2680 


9189 


hfcr2760 


9249 


hfcr2844 


9010 


hfcr2522 


9070 


hfcr2598 


9130 


hfcr2682 


9190 


hfcr2761 


9250 


hfcr2846 


9011 


hfcr2523 


9071 


hfcr2599 


9131 


hfcr2684 


9191 


hfcr2763 


9251 


hfcr2850 


9012 


hfcr2524 


9072 


hfcr2600 


9132 


hfcr2685 


9192 


hfcr2766 


9252 


hfcr2851 


9013 


hfcr2525 


9073 


hfcr2601 


9133 


hfcr2686 


9193 


hfcr2767 


9253 


hfcr2852 


9014 


hfcr2526 


9074 


hfcr2602 


9134 


hfcr2687 


9194 


hfcr2768 


9254 


hfcr2854 


9015 


hfcr2527 


9075 


hfcr2603 


9135 


hfcr2688 


9195 


hfcr2770 


9255 


hfcr2856 


9016 


hfcr2528 


9076 


hfcr2604 


9136 


hfcr2689 


9196 


hfcr2772 


9256 


hfcr2857 


9017 


hfcr2529 


9077 


hfcr2607 


9137 


hfcr2690 


9197 


hfcr2774 


9257 


hfcr2859 


9018 


hfcr2530 


9078 


hfcr2608 


9138 


hfcr2693 


9198 


hfcr2777 


9258 


hfcr2860 


9019 


hfcr2531 


9079 


hfcr2609 


9139 


hfcr2695 


9199 


hfcr2778 


9259 


hfcr2861 


9020 


hfcr2532 


9080 


hfcr2610 


9140 


hfcr2696 


9200 


hfcr2780 


9260 


hfcr2862 


9021 


hfcr2534 


9081 


hfcr2613 


9141 


hfcr2699 


9201 


hfcr2781 


9261 


hfcr2863 


9022 


hfcr2535 


9082 


hfcr2615 


9142 


hfcr2700 


9202 


hfcr2782 


9262 


hfcr2864 


9023 


hfcr2536 


9083 


hfcr2616 


9143 


hfcr2702 


9203 


hfcr2783 


9263 


hfcr2865 


9024 


hfcr2537 


9084 


hfcr2617 


9144 


hfcr2703 


9204 


hfcr2784 


9264 


hfcr2866 


9025 


hfcr2538 


9085 


hfcr2618 


9145 


hfcr2704 


9205 


hfcr2786 


9265 


hfcr2867 


9026 


hfcr2539 


9086 


hfcr2619 


9146 


hfcr2705 


9206 


hfcr2787 


9266 


hfcr2868 


9027 


hfcr2543 


9087 


hfcr2621 


9147 


hfcr2706 


9207 


hfcr2789 


9267 


hfcr2869 


9028 


hfcr2544 


9088 


hfcr2622 


9148 


hfcr2708 


9208 


hfcr2790 


9268 


hfcr2870 


9029 


hfcr2545 


9089 


hfcr2623 


9149 


hfcr2709 


9209 


hfcr2791 


9269 


hfcr2871 


9030 


hfcr2546 


9090 


hfcr2624 


9150 


hfcr2710 


9210 


hfcr2792 


9270 


hfcr2872 


9031 


hfcr2547 


9091 


hfcr2626 


9151 


hfcr2712 


9211 


hfcr2793 


9271 


hfcr2873 


9032 


hfcr2548 


9092 


hfcr2627 


9152 


hfcr2713 


9212 


hfcr2794 


9272 


hfcr2874 


9033 


hfcr2549 


9093 


hfcr2628 


9153 


hfcr2714 


9213 


hfcr2795 


9273 


hfcr2875 


9034 


hfcr2550 


9094 


hfcr2629 


9154 


hfcr2715 


9214 


hfcr2796 


9274 


hfcr2876 


9035 


hfcr2552 


9095 


hfcr2631 


9155 


hfcr2718 


9215 


hfcr2797 


9275 


hfcr2877 


9036 


hfcr2553 


9096 


hfcr2632 


9156 


hfcr2719 


9216 


hfcr2800 


9276 


hfcr2878 


9037 


hfcr2554 


9097 


hfcr2633 


9157 


hfcr2720 


9217 


hfcr2801 


9277 


hfcr2879 


9038 


hfcr2555 


9098 


hfcr2635 


9158 


hfcr2721 


9218 


hfcr2802 


9278 


hfcr2880 


9039 


hfcr2556 


9099 


hfcr2637 


9159 


hfcr2722 


9219 


hfcr2803 


9279 


hfcr2882 


9040 


hfcr2557 


9100 


hfcr2638 


9160 


hfcr2723 


9220 


hfcr2804 


9280 


hfcr2883 


9041 


hfcr2558 


9101 


Iifcr2639 


9161 


hfcir2724 


9221 


hfcr2806 


9281 


hfcr2885 


9042 


hfcr2559 


9102 


hfcr2640 


9162 


hfcr2725 


9222 


hfcr2807 


9282 


hfcr2886 


9043 


hfcr2560 


9103 


hfcr2641 


9163 


hfcr2727 


9223 


hfcr2808 


9283 


hfcr2887 


9044 


hfcr2563 


9104 


hfcr2642 


9164 


hfcr2728 


9224 


hfcr2809 


9284 


hfcr2888 


9045 


hfcr2565 


9105 


hfcr2643 


9165 


hfcr2729 


9225 


hfcr28ia 


9285 


hfcr2890 


9046 


hfcr2567 


9106 


hfcr2645 


9166 


hfcr2730 


9226 


hfcr2811 


9286 


hfcr2892 


9047 


hfcr2568 


9107 


hfcr2646 


9167 


hfcr2731 


9227 


hfcr2812 


9287 


hfcr2894 


9048 


hfcr2569 


9108 


hfcr2648 


9168 


hfcr2732 


9228 


hfcr2813 


9288 


hfcr2895 


9049 


hfcr2570 


9109 


hfcr2651 


9169 


hfcr2733 


9229 


hfcr2814 


9289 


hfcr2896 


9050 


hfcr2572 


9110 


hfcr2653 


9170 


hfcr2735 


9230 


hfcr2815 


9290 


hfcr2897 


9051 


hfcr2573 


9111 


hfcr2654 


9171 


hfcr2736 


9231 


hfcr2817 


9291 


hfcr2899 


9052 


hfcr2574 


9112 


hfcr2655 


9172 


hfcr2737 


9232 


hfcr2820 


9292 


hfcr2900 


9053 


hfcr2575 


9113 


hfcr2656 


9173 


hfcr2740 


9233 


hfcr2821 


9293 


hfcr2905 


9054 


hfcr2576 


9114 


hfcr2657 


9174 


hfcr2742 


9234 


hfcr2822 


9294 


hfcr2906 


9055 


hfcr2578 


9115 


hfcr2658 


9175 


hfcr2743 


9235 


hfcr2823 


9295 


tifcr2907 


9056 


hfcr2580 


9116 


hfcr2661 


9176 


hfcr2744 


9236 


hfcr2824 


9296 


hfcr2908 


9057 


hfcr2581 


9117 


hfcr2664 


9177 


hfcr2747 


9237 


hfcr2825 


9297 


hfcr2909 


9058 


hfcr2582 


9118 


hfcr2665 


9178 


hfcr2748 


9238 


hfcr2827 


9298 


hfcr2910 


9059 


hfcr2583 


9119 


hfcr2666 


9179 


hfcr2749 


9239 


hfcr2828 


9299 


hfcr2911 


9060 


hfcr2584 


9120 


hfcr2667 


9180 


hfcr2750 


9240 


hfcr2831 


9300 


hfcr2912 
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9301 


hfcr2913 


9361 


hfcr2992 


9421 


hfcr3065 


9481 


HFCR3154 


9541 


HFCR3239 


9302 


hfcr2915 


9362 


hfcr2993 


9422 


hfcr3067 


9482 


HFCR3155 


9542 


HFCR3240 


9303 


hfcr2916 


9363 


hfcr2994 


9423 


hfcr3068 


9483 


HFCR3156 


9543 


HFCR3241 


9304 


hfcr2917 


9364 


hfcr2995 


9424 


hfcr3069 


9484 


HFCR3157 


9544 


HFCR3243 


9305 


hfcr2918 


9365 


hfcr2996 


9425 


hfcr3070 


9485 


HFCR3160 


9545 


HFCR3246 


9306 


hfcr2919 


9366 


hfcr2999 


9426 


hfcr3072 


9486 


hfcr3161 


9546 


HFCR3247 


9307 


hfcr2921 


9367 


hfcrSOOl 


9427 


HFCR3073 


9487 


HFCR3162 


9547 


HFCR3249 


9308 


hfcr2923 


9368 


hfcr3002 


9428 


HFCR3077 


9488 


HFCR3163 


9548 


HFCR3250 


9309 


hfcr2926 


9369 


hfcr3003 


9429 


hfcr3080 


9489 


HFCR3164 


9549 


HFCR3251 


9310 


hfcr2927 


9370 


hfcr3004 


9430 


HFCR3081 


9490 


HFCR3165 


9550 


HFCR3252 


9311 


hfcr2928 


9371 


hfcr3005 


9431 


HFCR3082 


9491 


HFCR3166 


9551 


HFCR3254 


9312 


hfcr2930 


9372 


hfcr3006 


9432 


HFCR3084 


9492 


HFCR3167 


9552 


HFCR3255 


9313 


hfcr2931 


9373 


hfcr3007 


9433 


HFCR3087 


9493 


HFCR3168 


9553 


HFCR3256 


9314 


hfcr2932 


9374 


hfcr3008 


9434 


HFCR3088 


9494 


HFCR3171 


9554 


HFCR3260 


9315 


hfcr2933 


9375 


hfcr3009 


9435 


HFCR3089 


9495 


HFCR3175 


9555 


HFCR3261 


9316 


hfcr2934 


9376 


hfcr3010 


9436 


HFCR3091 


9496 


HFCR3177 


9556 


HFCR3262 


9317 


hfcr2935 


9377 


hfcr3011 


9437 


HFCR3092 


9497 


HFCR3180 


9557 


HFCR3263 


9318 


hfcr2936 


9378 


hfcr3012 


9438 


HFCR3093 


9498 


HFCR3181 


9558 


HFCR3264 


9319 


hfa2937 


9379 


hfcr3014 


9439 


HFCR3094 


9499 


HFCR3182 


9559 


HFCR3276 


9320 


hfcr2938 


9380 


hfcr3015 


9440 


HFCR3096 


9500 


HFCR3183 


9560 


HFCR3282 


9321 


hfcr2939 


9381 


hfcr3016 


9441 


HFCR3097 


9501 


HFCR3184 


9561 


HFCR3283 


9322 


hfcr2940 


9382 


hfcr3017 


9442 


HFCR3099 


9502 


HFCR3185 


9562 


HFCR3284 


9323 


hfcr2941 


9383 


hfcr3018 


9443 


HFCR3100 


9503 


HFCR3186 


9563 


HFCR3285 


9324 


hfcr2942 


9384 


hfcr3019 


9444 


HFCR3101 


9504 


HFCR3187 


9564 


hfcr3362 


9325 


hfcr2943 


9385 


hfcr3020 


9445 


HFCR3103 


9505 


HFCR3189 


9565 


hfcr3363 


9326 


hfcr2945 


9386 


hfcr3021 


9446 


HFCR3107 


9506 


HFCR3190 


9566 


hfcr3364 


9327 


hfcr2946 


9387 


hfcr3022 


9447 


HFCR3108 


9507 


HFCR3191 


9567 


hfcr3365 


9328 


hfcr2947 


9388 


hfcr3023 


9448 


HFCR3109 


9508 


HFCR3194 


9568 


hfcr3366 


9329 


hfcr2948 


9389 


hfcr3024 


9449 


HFCR3110 


9509 


HFCR3195 


9569 


hfcr3367 


9330 


hfcr2950 


9390 


hfcr3025 


9450 


HFCR3113 


9510 


HFCR3196 


9570 


hfcr3369 


9331 


hfcr2951 


9391 


hfcr3026 


9451 


HFCR3115 


9511 


HFCR3197 


9571 


hfcr3370 


9332 


hfcr2952 


9392 


hfcr3027 


9452 


HFCR3116 


9512 


HFCR3198 


9572 


hfcr3371 


9333 


hfcr2953 


9393 


hfcr3028 


9453 


HFCR3117 


9513 


HFCR3199 


9573 


hfcr3373 


9334 


hfcr2955 


9394 


hfcr3029 


9454 


HFCR3118 


9514 


HFCR3200 


9574 


hfcr3374 


9335 


hfcr2956 


9395 


hfcr3030 


9455 


HFCR3119 


9515 


HFCR3201 


9575 


hfcr3375 


9336 


hfcr2957 


9396 


hfcr3032 


9456 


HFCR3120 


9516 


HFCR3202 


9576 


hfCT3376 


9337 


hfcr2958 


9397 


hfcr3033 


9457 


HFCR3125 


9517 


HFCR3203 


9577 


hfcr3377 


9338 


hfcr2959 


9398 


hfcr3034 


9458 


HFCR3128 


9518 


HFCR3206 


9578 


hfcr3379 


9339 


hfcr2960 


9399 


hfcr3035 


9459 


HFCR3130 


9519 


HFCR3207 


9579 


hfcr3380 


9340 


hfcr2961 


9400 


hfcr3037 


9460 


HFCR3131 


9520 


HFCR3209 


9580 


hfcr3381 


9341 


hfcr2962 


9401 


hfcr3038 


9461 


HFCR3132 


9521 


HFCR3210 


9581 


hfcr3382 


9342 


hfcr2963 


9402 


hfcr3039 


9462 


HFCR3133 


9522 


HFCR3211 


9582 


hfcr3383 


9343 


hfcr2965 


9403 


hfcr3040 


9463 


HFCR3134 


9523 


HFCR3212 


9583 


hfcr3384 


9344 


hfcr2966 


9404 


hfcr3042 


9464 


HFCR3135 


9524 


HFCR3214 


9584 


hfcr3385 


9345 


hfcr2971 


9405 


hfcr3043 


9465 


HFCR3136 


9525 


HFCR3215 


9585 


hfcr3386 


9346 


hfcr2975 


9406 


hfcr3044 


9466 


HFCR3137 


9526 


HFCR3218 


9586 


hfCT3389 


9347 


hfcr2976 


9407 


hfa3045 


9467 


HFCR3138 


9527 


HFCR3220 


9587 


hfcr3390 


9348 


hfcr2977 


9408 


hfcr3046 


9468 


HFCR3139 


9528 


HFCR3222 


9588 


hfcr3391 


9349 


hfcr2978 


9409 


hfcr3047 


9469 


HFCR3140 


9529 


HFCR3223 


9589 


hfcr3392 


9350 


hfcr2979 


9410 


hfcr3048 


9470 


HFCR3141 


9530 


HFCR3224 


9590 


hfcr3393 


9351 


hfcr2980 


9411 


hfcr3050 


9471 


HFCR3142 


9531 


HFCR3225 


9591 


hfcr3394 


9352 


hfcr2981 


9412 


hfcr3051 


9472 


HFCR3143 


9532 


HFCR3226 


9592 


hfcr3395 


9353 


hfcr2982 


9413 


hfcr3052 


9473 


HFCR3144 


9533 


HFCR3228 


9593 


hfcr3396 


9354 


hfcr2983 


9414 


hfcr3054 


9474 


HFCR3145 


9534 


HFCR3231 


9594 


hfcr3397 


9355 


hfcr2984 


9415 


hfcr3056 


9475 


HFCR3146 


9535 


HFCR3233 


9595 


hfcr3398 


9356 


hfcr2985 


9416 


hfcr3058 


9476 


HFCR3147 


9536 


HFCR3234 


9596 


hfcr3399 


9357 


hfcr2986 


9417 


hfcr3059 


9477 


HFCR3148 


9537 


HFCR3235 


9597 


hfcr3400 


9358 


hfcr2989 


9418 


hfcr3060 


9478 


HFCR3149 


9538 


HFCR3236 


9598 


hfcr3402 


9359 


hfcr2990 


9419 


hfcr3063 


9479 


HFCR3150 


9539 


HFCR3237 


9599 


hfcr3403 


9360 


hfcr2991 


9420 


hfcr3064 


9480 


HFCR3152 


9540 


HFCR3238 


9600 


hfcr3404 
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9601 


hfcr3405 


9661 


hfcr3475 


9721 


hfcr3549 


9781 


hfcr3639 


9841 


hfcr3730 


9602 


hfcr3406 


9662 


hfcr3476 


9722 


hfcr3550 


9782 


hfCT3642 


9842 


hfcr3731 


9603 


hfcr3407 


9663 


hfcr3477 


9723 


hfcr3551 


9783 


hfcr3644 


9843 


hfcr3733 


9604 


hfcr3408 


9664 


hfcr3479 


9724 


hfcr3552 


9784 


hfcr3645 


9844 


hfcr3734 


9605 


hfcr3409 


9665 


hfcr3481 


9725 


hfcr3555 


9785 


hfcr3647 


9845 


hfa3735 


9606 


hfcr3410 


9666 


hfcr3482 


9726 


hfcr3556 


9786 


hfcr3649 


9846 


hfcr3736 


9607 


hfcr3411 


9667 


hfcr3483 


9727 


hfcr3557 


9787 


hfcr3650 


9847 


hfcr3737 


9608 


hfcr3412 


9668 


hfcr3484 


9728 


hfcr3558 


9788 


hfcr3651 


9848 


hfcr3738 


9609 


hfcr3413 


9669 


hfcr3485 


9729 


hfcr3559 


9789 


hfcr3652 


9849 


hfcr3739 


9610 


hfcr3414 


9670 


hfcr3486 


9730 


hfcr3562 


9790 


hfcr3653 


9850 


hfcr3740 


9611 


hfcr3415 


9671 


hfcr3487 


9731 


hfcr3563 


9791 


hfcr3654 


9851 


hfcr3741 


9612 


hfcr3416 


9672 


hfcr3488 


9732 


hfcr3565 


9792 


hfcr3658 


9852 


hfcr3742 


9613 


hfcr3417 


9673 


hfcr3489 


9733 


hfcr3568 


9793 


hfcr3659 


9853 


hfcr3743 


9614 


hfcr3418 


9674 


hfcr3490 


9734 


hfcr3570 


9794 


hfcr3660 


9854 


hfcr3744 


9615 


hfcr3420 


9675 


hfcr3491 


9735 


hfcr3571 


9795 


hfcr3665 


9855 


hfcr3745 


9616 


hfcr3421 


9676 


hfcr3492 


9736 


hfcr3572 


9796 


hfcr3667 


9856 


hfcr3746 


9617 


hfcr3422 


9677 


hfcr3493 


9737 


hfcr3575 


9797 


hfcr3670 


9857 


hfcr3747 


9618 


hfcr3424 


9678 


hfcr3494 


9738 


hfcr3576 


9798 


hfCT3671 


9858 


hfcr3748 


9619 


hfcr3425 


9679 


hfcr3496 


9739 


hfcr3579 


9799 


hfcr3672 


9859 


hfcr3749 


9620 


hfcr3427 


9680 


hfcr3497 


9740 


hfcr3580 


9800 


hfcr3673 


9860 


hfcr3750 


9621 


hfcr3428 


9681 


hfcr3498 


9741 


hfcr3582 


9801 


hfcr3674 


9861 


hfcr3751 


9622 


hfcr3432 


9682 


hfcr3499 


9742 


hfcr3583 


9802 


hfcr3675 


9862 


hfcr3752 


9623 


hfcr3434 


9683 


hfcr3500 


9743 


hfcr3584 


9803 


hfcr3676 


9863 


hfcr3753 


9624 


hfcr3435 


9684 


hfcr3501 


9744 


hfcr3587 


9804 


hfcr3677 


9864 


hfcr3754 


9625 


hfcr3436 


9685 


hfcr3502 


9745 


hfcr3588 


9805 


hfcr3678 


9865 


hfcr3756 


9626 


hfcr3437 


9686 


hfcr3503 


9746 


hfcr3589 


9806 


hfcr3679 


9866 


hfcr3757 


9627 


hfcr3438 


9687 


hfcr3504 


9747 


hfcr3591 


9807 


hfcr3680 


9867 


hfcr3758 


9628 


hfcr3439 


9688 


hfcr3506 


9748 


hfcr3592 


9808 


hfcr3682 


9868 


hfcr3759 


9629 


hfcr3440 


9689 


hfcr3507 


9749 


hfcr3593 


9809 


hfcr3684 


9869 


hfcr3760 


9630 


hfcr3441 


9690 


hfcr3509 


9750 


hfcr3594 


9810 


hfcr3686 


9870 


hfcr3761 


9631 


hfcr3442 


9691 


hfcr3511 


9751 


hfcr3596 


9811 


hfcr3687 


9871 


hfcr3762 


9632 


hfcr3443 


9692 


hfcr3513 


9752 


hfcr3597 


9812 


hfcr3690 


9872 


hfcr3763 


9633 


hfcr3444 


9693 


hfcr3514 


9753 


hfcr3598 


9813 


hfcr3691 


9873 


hfcr3764 


9634 


hfcr3445 


9694 


hfcr3515 


9754 


hfcr3600 


9814 


hfcr3692 


9874 


hfcr3766 


9635 


hfcr3446 


9695 


hfcr3516 


9755 


hfcr3601 


9815 


hfcr3693 


9875 


hfcr3767 


9636 


hfcr3447 


9696 


hfcr3517 


9756 


hfcr3602 


9816 


hfcr3694 


9876 


hfcr3769 


9637 


hfcr3448 


9697 


hfcr3518 


9757 


hfcr3603 


9817 


hfcr3695 


9877 


hfcr3770 


9638 


hfcr3450 


9698 


hfcr3521 


9758 


hfcr3604 


9818 


hfcr3698 


9878 


hfcr3771 


9639 


hfcr3451 


9699 


hfcr3523 


9759 


hfcr3605 


9819 


hfcr3699 


9879 


hfcr3772 


9640 


hfcr3453 


9700 


hfcr3524 


9760 


hfcr3608 


9820 


hfcr3700 


9880 


hfa3773 


9641 


hfcr3454 


9701 


hfcr3525 


9761 


hfcr3609 


9821 


hfcr3706 


9881 


hfcr3774 


9642 


hfcr3455 


9702 


hfcr3526 


9762 


hfcr3610 


9822 


hfcr3707 


9882 


hfcr3775 


9643 


hfcr3457 


9703 


hfcr3527 


9763 


hfcr3611 


9823 


hfcr3708 


9883 


hfcr3776 


9644 


hfcr3458 


9704 


hfcr3528 


9764 


hfcr3612 


9824 


hfcr3711 


9884 


hfcr3777 


9645 


hfcr3459 


9705 


hfcr3529 


9765 


hfcr3613 


9825 


hfcr3712 


9885 


hfcr3778 


9646 


hfCT3460 


9706 


hfcr3531 


9766 


hfcr3614 


9826 


hfCT3713 


9886 


hfcr3779 


9647 


hfcr3461 


9707 


hfcr3532 


9767 


hfcr3615 


9827 


hfcr3715 


9887 


hfcr3781 


9648 


hfcr3462 


9708 


hfcr3533 


9768 


hfcr3616 


9828 


hfcr3716 


9888 


hfcr3783 


9649 


hfcr3463 


9709 


hfcr3534 


9769 


hfcr3620 


9829 


hfcr3717 


9889 


hfcr3784 


9650 


hfcr3464 


9710 


hfcr3535 


9770 


hfcr3622 


9830 


hfcr3718 


9890 


hfcr3787 


9651 


hfcr3465 


9711 


hfcr3536 


9771 


hfcr3625 


9831 


hfcr3719 


9891 


Iifcr3790 


9652 


hfcr3466 


9712 


hfcr3539 


9772 


hfcr3627 


9832 


hfcr3720 


9892 


hfcr3793 


9653 


hfcr3467 


9713 


hfcr3540 


9773 


hfcr3628 


9833 


hfcr3721 


9893 


hfcr3794 


9654 


hfcr3468 


9714 


hfcr3541 


9774 


hfa3629 


9834 


hfcr3722 


9894 


hfcr3795 


9655 


hfcr3469 


9715 


hfcr3542 


9775 


hfcr3630 


9835 


hfcr3723 


9895 


hfcr3796 


9656 


hfcr3470 


9716 


hfcr3543 


9776 


hfcr3631 


9836 


hfcr3724 


9896 


hfcr3797 


9657 


hfcr3471 


9717 


hfcr3545 


9777 


hfcr3632 


9837 


hfcr3725 


9897 


hfcr3798 


9658 


hfcr3472 


9718 


hfcr3546 


9778 


hfcr3633 


9838 


hfcr3726 


9898 


hfcr3799 


9659 


hfcr3473 


9719 


hfcr3547 


9779 


hfcr3634 


9839 


hfcr3727 


9899 


hfcr3800 


9660 


hfcr3474 


9720 


hfcr3548 


9780 


hfcr3635 


9840 


hfcr3729 


9900 


hfcr3801 
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9901 


hfcr3802 




9902 


hfcr3803 




9903 


hfcr3805 




9904 


hfcrSBOe 




9905 


hfcr3808 




9906 


hfcr3809 




9907 


hfcr3810 




9908 


hfcr3816 




9909 


hfcr3818 




9910 


hfcr3819 




9911 


hfcr3820 




9912 


hfcr3821 




9913 


hfcr3823 




9914 


hfcr3827 




9915 


hfcr3828 




9916 


tifcr3830 




9917 


hfcr3833 




9918 


hfcr3834 




9919 


hfcr3835 


Ml 


9920 


hfcr3837 




9921 


hfcr3839 


iR 


9922 


hfcr3840 


lift? 

m 


9923 


hfcr3841 


9924 


hfcr3842 




9925 


hfcr3844 




9926 


hfcr3845 




9927 


hfcr3846 


\M 


9928 


hfcr3847 


SI 


9929 


hfcr3848 


Q 


9930 


hfa3853 


ii 1 


9931 


hfcr3854 


nl 


9932 


hfcr3855 




9933 


hfcr3858 




9934 


hfcr3859 




9935 


hfcr3861 


5 Is? 


9936 


hfcr3862 




9937 


hfcr3863 




9938 


hfcr3864 




9939 


hfcr3865 




9940 


hfa3866 




9941 


hfcr3867 




9942 


hfcr3868 




9943 


hfcr3869 




9944 


hfcr3871 




9945 


hfcr3872 




9946 


hfcr3873 




9947 


hfcr3874 




9948 


hfcr3875 




9949 


hfcr3876 




9950 


hfcr3877 




9951 


hfcr3878 




9952 


hfcr3879 




9953 


hfcr3880 




9954 


hfcr3881 




9955 


hfa3882 




9956 


hfcr3883 




9957 


hfcr3884 




9958 


hfcr3885 




9959 


hfcr3886 




9960 


hfcr3887 



9961 hfcr3888 

9962 hfcr3889 

9963 hfcr3890 

9964 hfcr3892 

9965 hfCT3893 

9966 hfcr3894 

9967 hfcr3895 

9968 Iifcr3896 

9969 hfcr3897 

9970 hfcr3898 

9971 hfcr3899 

9972 hfcr3900 

9973 hfcr3901 

9974 hfcr3902 

9975 hfcr3903 

9976 hfcr3904 

9977 hfcr3905 

9978 hfcr3906 

9979 hfa3908 

9980 hfcr3909 

9981 hfcr3911 

9982 hfcr3912 

9983 hfcr3913 

9984 hfcr3914 

9985 hfcr3915 

9986 hfcr3916 

9987 hfcr3917 

9988 hfcr3918 

9989 hfcr3919 

9990 hfcr3920 

9991 hfcr3921 

9992 hfcr3922 

9993 hfcr3923 

9994 hfcr3925 

9995 hfcr3926 

9996 hfcr3928 

9997 hfcr3929 

9998 hfcr3930 

9999 hfcr3931 

10000 hfcr3932 

10001 hfcr3933 

10002 hfcr3935 

10003 hfcr3936 

10004 hfcr3938 

10005 hfcr3940 

10006 hfcr3941 

10007 hfcr3942 

10008 hfcr3943 

10009 hfcr3944 

10010 hfcr3946 

10011 hfcr3947 

10012 hfcr3948 

10013 hfcr3951 

10014 hfcr3952 

10015 hfcr3954 

10016 hfcr3956 

10017 hfcr3958 

10018 hfcr3960 

10019 hfcr3961 

10020 hfcr3962 



10021 hfcr3963 

10022 hfcr3964 

10023 hfcr3967 

10024 hfcr3968 

10025 hfcr3970 

10026 hfcr3971 

10027 hfcr3972 

10028 hfcr3974 

10029 hfcr3978 

10030 hfcr3979 

10031 hfcr3980 

10032 hfcr3981 

10033 hfcr3982 

10034 hfcr3983 

10035 hfcr3984 

10036 hfcr3986 

10037 hfcr3988 

10038 hfcr3990 

10039 hfcr3991 

10040 hfcr3994 

10041 hfcr3995 

10042 hfcr3996 

10043 hfcr3997 

10044 hfcr3998 

10045 hfcr3999 

10046 hfcr4000 

10047 hfcr4002 

10048 hfcr4004 

10049 hfcr4006 

10050 hfcr4007 

10051 hfcr4008 

10052 hfcr4010 

10053 hfcr4011 

10054 hfcr4012 

10055 hfCT4014 

10056 hfcr4015 

10057 hfcr4016 

10058 hfcr4018 

10059 hfcr4023 

10060 hfcr4024 

10061 hfcr4026 

10062 hfcr4027 

10063 hfcr4028 

10064 hfcr4031 

10065 hfcr4032 

10066 hfcr4034 

10067 hfcr4035 

10068 hfcr4037 

10069 hfcr4038 

10070 hfcr4044 

10071 hfcr4045 

10072 hfcr4046 

10073 hfcr4048 

10074 hfa4049 

10075 hfcr4051 

10076 hfcr4053 

10077 hfcr4054 

10078 hfcr4055 

10079 hfcr4057 

10080 hfcr4058 



10081 hfcr4059 

10082 hfcr4060 

10083 hfcr4061 

10084 hfcr4062 

10085 hfcr4063 

10086 hfcr4064 

10087 hfcr4066 

10088 hfcr4067 

10089 hfcr4068 

10090 )ifcr4069 

10091 hfcr4072 

10092 hfcr4073 

10093 hfcr4074 

10094 hfcr4075 

10095 hfcr4076 

10096 hfcr4077 

10097 hfcr4078 

10098 hfcr4079 

10099 hfcr4080 

10100 hfcr4081 

10101 hfcr4082 

10102 hfcr4083 

10103 hfcr4084 

10104 hfcr4085 

10105 hfcr4086 

10106 hfcr4087 

10107 hfcr4089 

10108 hfcr4094 

10109 hfcr4099 

10110 hfcr4100 

10111 hfcr4101 

10112 hfcr4103 

10113 hfcr4106 

10114 hfcr4111 

10115 hfcr4112 

10116 hfcr4114 

10117 hfcr4115 

10118 hfcr4116 

10119 hfcr4117 

10120 hfcr4118 

10121 hfcr4119 

10122 hfcr4120 

10123 hfcr4121 

10124 hfcr4122 

10125 hfcr4123 

10126 hfcr4124 

10127 hfcr4125 

10128 hfcr4126 

10129 hfcr4129 

10130 hfcr4130 

10131 hfcr4131 

10132 hfcr4132 

10133 hfcr4133 

10134 hfcr4134 

10135 hfcr4135 

10136 hfcr4136 

10137 hfcr4138 

10138 hfcr4139 

10139 hfcr4140 

10140 hfcr4141 



10141 hfcr4142 

10142 hfcr4143 

10143 hfcr4145 

10144 hfcr4146 

10145 hfcr4148 

10146 hfcr4150 

10147 hfcr4151 

10148 hfcr4152 

10149 hfcr4154 

10150 hfcr4156 

10151 hfcr4157 

10152 hfcr4158 

10153 hfcr4159 

10154 hfcr4160 

10155 hfcr4161 

10156 hfcr4162 

10157 hfcr4163 

10158 hfcr4164 

10159 hfcr4165 

10160 hfcr4166 

10161 hfcr4167 

10162 hfcr4168 

10163 hfa4169 

10164 hfcr4170 

10165 hfcr4171 

10166 hfcr4172 

10167 hfcr4173 

10168 hfcr4174 

10169 hfcr4175 

10170 hfcr4176 

10171 hfcr4177 

10172 hfcr4179 

10173 hfcr4180 

10174 hfcr4181 

10175 hfcr4186 

10176 hfcr4187 

10177 hfcr4188 

10178 hfcr4190 

10179 hfcr4191 

10180 hfcr4193 

10181 hfcr4194 

10182 hfcr4195 

10183 hfcr4196 

10184 hfcr4197 

10185 hfcr4202 

10186 hfcr4203 

10187 hfcr4204 

10188 hfcr4205 

10189 hfcr4206 

10190 hfcr4207 

10191 hfcr4208 

10192 hfcr4211 

10193 hfcr4212 

10194 hfcr4214 

10195 hfcr4215 

10196 hfcr4219 

10197 hfcr4220 

10198 hfcr4222 

10199 hfcr4223 

10200 hfcr4226 
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10201 


hfcr4230 




10202 


hfcr4235 




10203 


hfcr4241 




10204 


hfcr4244 




10205 


hfcr4247 




10206 


hfcr4252 




10207 


hfcr4256 




10208 


hfcr4260 




10209 


hfcr4266 




10210 


hfcr4267 




10211 


hfcr4270 




10212 


hfcr4273 




10213 


hfcr4274 




10214 


hfcr4275 




10215 


hfcr4278 




10216 


hfcr4279 




10217 


hfcr4281 




10218 


hfcr4283 




10219 


hfcr4284 




10220 


hfcr4289 




10221 


hfcr4297 




10222 


hfcr4309 




10223 


hfcr4315 




10224 


hfcr4316 




10225 


hfcr4325 




10226 


hfcr4326 


m 


10227 


hfcr4327 


W 


10228 


hfcr4333 


SI 


10229 


hfcr4334 




10230 


hfcr4335 


§11 


10231 


hfcr4337 


111 


10232 


hfcr4341 


IB 


10233 


hfcr4342 




10234 


hfcr4345 




10235 


hfcr4347 




10236 


hfcr4348 




10237 


hfcr4349 




10238 


hfcr4350 




10239 


hfcr4351 




10240 


hfcr4417 




10241 


hfcr4421 




10242 


hfcr4422 




10243 


hfcr4423 




10244 


hfcr4424 




10245 


hfcr4426 




10246 


hfcr4429 




10247 


hfcr4430 




10248 


hfa4437 




10249 


hfcr4438 




10250 


hfcr4439 




10251 


hfcr4440 




10252 


hfcr4441 




10253 


hfcr4443 




10254 


hfcr4444 




10255 


hfcr4445 




10256 


hfcr4446 




10257 


hfcr4447 




10258 


hfcr4449 




10259 


hfcr4451 




10260 


hfcr4452 



10261 hfcr4454 

10262 hfcr4457 

10263 hfcr4458 

10264 hfcr4460 

10265 hfcr4461 

10266 hfcr4462 

10267 hfa4463 

10268 hfcr4464 

10269 hfcr4466 

10270 hfcr4467 

10271 hfcr4468 

10272 hfcr4469 

10273 hfcr4470 

10274 hfcr4472 

10275 hfcr4475 

10276 hfcr4476 

10277 hfcr4477 

10278 hfa4479 

10279 hfcr4480 

10280 hfcr4482 

10281 hfcr4483 

10282 hfcr4485 

10283 hfcr4487 

10284 hfcr4488 

10285 hfcr4489 

10286 hfcr4491 

10287 hfcr4492 

10288 hfcr4493 

10289 hfcr4494 

10290 hfcr4495 

10291 hfcr4497 

10292 hfcr4498 

10293 hfcr4499 

10294 hfcr4500 

10295 hfcr4502 

10296 hfcr4504 

10297 hfcr4506 

10298 hfcr4508 

10299 hfcr4509 

10300 hfcr4510 

10301 hfcr4515 

10302 hfcr4527 

10303 hfcr4529 

10304 hfcr4530 

10305 hfcr4541 

10306 hfcr4542 

10307 hfcr4545 

10308 hfcr4557 

10309 hfcr4565 

10310 hfcr4574 

10311 hfcr4596 

10312 hfcr4598 

10313 hfcr4600 

10314 hfcr4604 

10315 hfcr4609 

10316 hfcr4612 

10317 hfcr4613 

10318 hfcr4614 

10319 hfcr4615 

10320 hfcr4621 



10321 hfcr4639 

10322 hfcr4640 

10323 hfcr4645 

10324 hfcr4651 

10325 hfcr4652 

10326 hfcr4653 

10327 hfcr4654 

10328 hfcr4659 

10329 hfcr4660 

10330 hfcr4661 

10331 hfcr4662 

10332 hfcr4663 

10333 hfcr4667 

10334 hfcr4670 

10335 hfcr4677 

10336 hfcr4680 

10337 hfcr4684 

10338 hfcr4685 

10339 hfcr4696 

10340 hfcr4707 

10341 hfcr4713 

10342 hfcr4716 

10343 hfcr4717 

10344 hfcr4730 

10345 hfcr4732 

10346 hfcr4741 

10347 hfcr4743 

10348 hfcr4748 

10349 hfcr4760 

10350 hfcr4761 

10351 hfcr4765 

10352 hfCT4766 

10353 hfcr4769 

10354 hfCT4775 

10355 hfcr4776 

10356 hfcr4782 

10357 hfcr4806 

10358 hfcr4807 

10359 hfcr4813 

10360 hfcr4816 

10361 hfcr4817 

10362 hfcr4823 

10363 hfcr4832 

10364 hfcr4834 

10365 hfcr4846 

10366 hfcr4848 

10367 hfa4897 

10368 hfcr4901 

10369 hfcr4995 

10370 hfcr5002 

10371 hfcr5003 

10372 hfcr5009 

10373 hfcr5010 

10374 hfcr5011 

10375 hfcr5014 

10376 hfcr5017 

10377 hfcr5019 

10378 hfcr5023 

10379 hfcr5029 

10380 hfcr5030 



10381 hfcr5031 

10382 hfcr5034 

10383 hfcr5037 

10384 hfcr5038 

10385 hfcr5041 

10386 hfcr5045 

10387 hfa5046 

10388 hfcr5053 

10389 hfcr5057 

10390 hfcr5065 

10391 hfcr5067 

10392 hfcr5070 

10393 hfcr5071 

10394 hfcr5075 

10395 hfcr5078 

10396 hfcr5079 

10397 hfcr5082 

10398 hfcr5083 

10399 hfcr5085 

10400 hfcr5086 

10401 hfcr5087 

10402 hfcr5091 

10403 hfcr5094 

10404 hfcr5095 

10405 hfcr5099 

10406 hfcr5106 

10407 hfcr5107 

10408 hfcr5108 

10409 hfcr5109 

10410 hfcr5111 

10411 hfcr5113 

10412 hfcr5114 

10413 hfcr5117 

10414 hfcr5119 

10415 hfcr5120 

10416 hfcr5121 

10417 hfcr5122 

10418 hfcr5123 

10419 hfcr5125 

10420 hfcr5126 

10421 hfcr5127 

10422 hfcr5128 

10423 hfcr5129 

10424 hfcr5131 

10425 hfcr5133 

10426 hfcr5134 

10427 hfcr5135 

10428 hfa5138 

10429 hfcr5139 

10430 hfcr5140 

10431 hfcr5141 

10432 hfcr5147 

10433 hfcr5148 

10434 hfcr5149 

10435 hfcr5150 

10436 hfcr5153 

10437 hfcr5154 

10438 hfcr5155 

10439 hfcr5157 

10440 hfcr5158 



10441 hfcr5162 

10442 hfcr5163 

10443 hfcr5164 

10444 hfcr5166 

10445 hfa5167 

10446 hfcr5168 

10447 hfcr5169 

10448 hfcr5170 

10449 hfcr5171 

10450 hfcr5172 

10451 hfcr5173 

10452 hfcr5174 

10453 hfcr5175 

10454 hfcr5177 

10455 hfcr5181 

10456 hfcr5182 

10457 hfcr5183 

10458 hfcr5184 

10459 hfcr5187 

10460 hfcr5188 

10461 hfcr5189 

10462 hfcr5190 

10463 hfcr5192 

10464 hfcr5193 

10465 hfcr5194 

10466 hfcr5197 

10467 hfcr5198 

10468 hfcr5199 

10469 hfcr5200 

10470 hfcr5201 

10471 hfcr5202 

10472 hfcr5203 

10473 hfcr5205 

10474 hfcr5206 

10475 hfcr5207 

10476 hfcr5209 

10477 hfcr5211 

10478 hfcr5215 

10479 hfcr5220 

10480 hfcr5222 

10481 hfcr5225 

10482 hfcr5228 

10483 hfcr5229 

10484 hfcr5232 

10485 hfcr5233 

10486 hfcr5234 

10487 hfcr5236 

10488 hfcr5237 

10489 hfcr5239 

10490 hfcr5240 

10491 hfcr5242 

10492 hfcr5243 

10493 hfcr5244 

10494 hfcr5246 

10495 hfcr5248 

10496 hfcr5249 

10497 hfcr5250 

10498 hfcr6251 

10499 hfcr5252 

10500 hfcr5253 
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10501 


hfcr5254 




10502 


hfcr5256 




10503 


hfcr5257 




10504 


hfcr5258 




10505 


hfcr5260 




10506 


hfcr5262 




10507 


hfcr5263 




10508 


hfcr5264 




10509 


hfcr5265 




10510 


hfcr5266 




10511 


hfcr5267 




10512 


hfcr5268 




10513 


hfcr5272 




10514 


hfcr5273 




10515 


hfcr5274 




10516 


hfcr5275 




10517 


hfcr5278 




10518 


hfcr5279 




10519 


hfcr5280 




10520 


hfcr5281 




10521 


hfcr5380 




10522 


hfcr5381 




10523 


hfcr5382 




10524 


hfcr5383 




10525 


hfcr5386 




10526 


hfcr5388 


IB 

w 


10527 


hfcr5390 


10528 


hfcr5391 


?! 


10529 


hfcr5395 


M 


10530 


hfcr5396 




10531 


hfcr5397 




10532 


hfcr5398 


Sfi 


10533 


hfcr5399 




10534 


hfcr5400 


HP 5 


10535 


hfcr5403 




10536 


hfcr5404 




10537 


hfcr5408 




10538 


hfcr5410 




10539 


hfcr5412 




10540 


hfcr5413 




10541 


hfcr5418 




10542 


hfcr5420 




10543 


hfcr5421 




10544 


hfcr5422 




10545 


hfcr5423 




10546 


hfcr5424 




10547 


hfcr5425 




10548 


hfCT5426 




10549 


hfcr5427 




10550 


hfcr5428 




10551 


hfcr5429 




10552 


hfcr5432 




10553 


hfcr5433 




10554 


hfcr5435 




10555 


hfcr5438 




10556 


hfcr5439 




10557 


hfcr5440 




10558 


hfcr5442 




10559 


hfcr5445 




10560 


hfcr5447 



10561 hfcr5449 

10562 hfcr5450 

10563 hfcr5452 

10564 hfa5454 

10565 hfcr5458 

10566 hfcr5463 

10567 hfcr5467 

10568 hfCT5468 

10569 hfcr5469 

10570 hfcr5471 

10571 hfcr5472 

10572 hfcr5473 

10573 hfcr5474 

10574 hfcr5476 

10575 hfcr5481 

10576 hfcr5482 

10577 hfcr5483 

10578 hfa5484 

10579 hfcr5489 

10580 hfcr5497 

10581 hfcr5498 

10582 hfcr5499 

10583 hfcr5504 

10584 hfcr5505 

10585 hfcr5506 

10586 hfcr5507 

10587 hfcr5511 

10588 hfcr5512 

10589 hfcr5513 

10590 hfcr5514 

10591 hfcr5515 

10592 hfcr5517 

10593 hfcr5521 

10594 hfcr5522 

10595 hfcr5528 

10596 hfcr5531 

10597 hfcr5534 

10598 hfcr5537 

10599 hfcr5538 

10600 hfcr5555 

10601 hfcr5556 

10602 hfcr5559 

10603 hfcr5562 

10604 hfcr5563 

10605 hfcr5564 

10606 hfcr5565 

10607 hfcr5569 

10608 hfcr5570 

10609 hfcr5571 

10610 hfcr5577 

10611 hfcr5579 

10612 hfcr5580 

10613 hfcr5582 

10614 hfcr5583 

10615 hfcr5590 

10616 hfcr5591 

10617 hfcr5592 

10618 hfcr5593 

10619 hfcr5596 

10620 hfcr5601 



10621 hfcr5602 

10622 hfcr5603 

10623 hfcr5604 

10624 hfcr5606 

10625 hfcr5607 

10626 hfcr5608 

10627 hfcr5611 

10628 hfcr5612 

10629 hfcr5616 

10630 hfcr5618 

10631 hfcr5619 

10632 hfcr5620 

10633 hfcr5626 

10634 hfcr5628 

10635 hfcr5629 

10636 hfcr5634 

10637 hfcr5636 

10638 hfcr5640 

10639 hfcr5642 

10640 hfcr5643 

10641 hfcr5649 

10642 hfcr5654 

10643 hfcr5655 

10644 hfcr5657 

10645 hfcr5658 

10646 hfcr5659 

10647 hfcr5660 

10648 hfcr5661 

10649 hfcr5662 

10650 hfcr5663 

10651 hfcr5668 

10652 hfcr5669 

10653 hfcr5670 

10654 hfcr5671 

10655 hfcr5676 

10656 hfcr5678 

10657 hfcr5679 

10658 hfcr5683 

10659 hfcr5684 

10660 hfcr5686 

10661 hfcr5689 

10662 hfcr5690 

10663 hfcr5691 

10664 hfcr5695 

10665 hfcr5702 

10666 hfcr5704 

10667 hfcr5706 

10668 hfcr5708 

10669 hfcr5709 

10670 hfcr5715 

10671 hfcr5716 

10672 hfcr5717 

10673 hfcr5718 

10674 hfcr5719 

10675 hfcr5720 

10676 hfcr5722 

10677 hfcr5723 

10678 hfcr5724 

10679 hfcr5725 

10680 hfcr5726 



10681 hfcr5729 

10682 hfcr5732 

10683 hfcr5733 

10684 hfcr5735 

10685 hfcr5737 

10686 hfcr5740 

10687 hfcr5741 

10688 hfcr5742 

10689 hfcr5743 

10690 hfcr5744 

10691 hfCT5745 

10692 hfcr5746 

10693 hfcr5747 

10694 hfcr5748 

10695 hfcr5756 

10696 hfcr5757 

10697 hfcr5759 

10698 hfcr5764 

10699 hfcr5765 

10700 hfcr5767 

10701 hfcr5768 

10702 hfcr5769 

10703 hfcr5771 

10704 hfcr5772 

10705 hfcr5774 

10706 hfcr5775 

10707 hfcr5776 

10708 hfcr5779 

10709 hfcr5780 

10710 hfcr5781 

10711 hfcr5782 

10712 hfcr5785 

10713 hfcr5786 

10714 hfcr5787 

10715 hfcr5789 

10716 hfcr5790 

10717 hfcr5791 

10718 hfcr5792 

10719 hfcr5794 

10720 hfcr5795 

10721 hfa5796 

10722 hfcr5797 

10723 hfa5798 

10724 hfcr5799 

10725 hfcr5800 

10726 hfcr5801 

10727 hfcr5802 

10728 hfcr5803 

10729 hfcr5804 

10730 hfcr5805 

10731 hfcr5807 

10732 hfcr5809 

10733 hfcr5810 

10734 hfcr5811 

10735 hfcr5813 

10736 hfcr5814 

10737 hfcr5815 

10738 hfcr5817 

10739 hfcr5818 

10740 hfcr5820 



10741 hfcr5821 

10742 hfcr5823 

10743 hfcr5825 

10744 hfcr5827 

10745 hfcr5829 

10746 hfCT5831 

10747 hfcr5832 

10748 hfcr5834 

10749 hfcr5835 

10750 hfcr5836 

10751 hfcr5837 

10752 hfcr5839 

10753 hfcr5840 

10754 hfcr5842 

10755 hfcr5843 

10756 hfcr5845 

10757 hfcr5847 

10758 hfcr5848 

10759 hfcr5849 

10760 hfcr5850 

10761 hfa5851 

10762 hfcr5852 

10763 hfcr5853 

10764 hfcr5854 

10765 hfcr5856 

10766 hfcr5858 

10767 hfcr5860 

10768 hfcr5861 

10769 hfcr5862 

10770 hfcr5863 

10771 hfcr5864 

10772 hfcr5865 

10773 hfcr5868 

10774 hfcr5870 

10775 hfcr5871 

10776 hfcr5872 

10777 hfcr5873 

10778 hfcr5874 

10779 hfcr5875 

10780 hfcr5876 

10781 hfcr5878 

10782 hfcr5881 

10783 hfcr5882 

10784 hfcr5883 

10785 hfcr5884 

10786 hfcr5889 

10787 hfcr5890 

10788 hfcr5891 

10789 hfcr5893 

10790 hfcr5894 

10791 hfcr5895 

10792 hfcr5896 

10793 hfcr5897 

10794 hfcr5898 

10795 hfcr5899 

10796 hfcr5900 

10797 hfcr5901 

10798 hfcr5902 

10799 hfcr5903 

10800 hfcr5905 
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10801 


hfcr5911 


10861 


hfcr6006 


10921 


hfcr6092 


10981 


hfcr6200 


11041 


hfcr6302 


10802 


hfcr5912 


10862 


hfcr6007 


10922 


hfcr6093 


10982 


hfcr6201 


11042 


hfcr6304 


10803 


hfcr5913 


10863 


hfcr6010 


10923 


hfcr6094 


10983 


hfcr6202 


11043 


hfcr6305 


10804 


hfcr5919 


10864 


hfcr6011 


10924 


hfcr6095 


10984 


hfcr6203 


11044 


hfcr6306 


10805 


hfcr5920 


10865 


hfcr6012 


10925 


hfcr6096 


10985 


hfcr6204 


11045 


hfcr6307 


10806 


hfcr5935 


10866 


hfcr6013 


10926 


hfcr6098 


10986 


hfcr6205 


11046 


hfcr6308 


10807 


hfCT5937 


10867 


hfcr6016 


10927 


hfcr6099 


10987 


hfcr6206 


11047 


hfcr6310 


10808 


hfcr5938 


10868 


hfcr6017 


10928 


hfcrSlOO 


10988 


hfcr6209 


11048 


hfcr6311 


10809 


hfcr5939 


10869 


hfcr6018 


10929 


hfcr6101 


10989 


hfcr6210 


11049 


hfcr6312 


10810 


hfcr5940 


10870 


hfcr6019 


10930 


hfcr6102 


10990 


hfcr6211 


11050 


hfa6313 


10811 


hfcr5941 


10871 


hfcr6020 


10931 


hfcr6103 


10991 


hfcr6212 


11051 


hfcr6315 


10812 


hfcr5942 


10872 


hfcr6021 


10932 


hfcr6104 


10992 


hfcr6213 


11052 


hfCT6316 


10813 


hfcr5943 


10873 


hfcr6022 


10933 


hfcr6105 


10993 


hfcr6214 


11053 


hfcr6317 


10814 


hfcr5948 


10874 


hfcr6024 


10934 


hfcr6106 


10994 


hfcr6222 


11054 


hfcr6318 


10815 


hfcr5949 


10875 


hfcr6026 


10935 


hfcr6108 


10995 


hfcr6223 


11055 


hfcr6319 


10816 


hfcr5950 


10876 


hfcr6027 


10936 


hfcr6110 


10996 


hfcr6227 


11056 


hfcr6320 


10817 


hfcr5951 


10877 


hfcr6028 


10937 


hfcr6111 


10997 


hfcr6233 


11057 


hfcr6322 


10818 


hfcr5954 


10878 


hfcr6029 


10938 


hfcr6112 


10998 


hfcr6235 


11058 


hfcr6323 


10819 


hfcr5956 


10879 


hfcr6031 


10939 


hfcr6113 


10999 


hfcr6242 


11059 


hfcr6324 


10820 


hfcr5958 


10880 


hfcr6033 


10940 


hfcr6114 


11000 


hfcr6243 


11060 


hfcr6325 


10821 


hfcr5959 


10881 


hfcr6035 


10941 


hfcr6116 


11001 


hfcr6244 


11061 


hfcr6326 


10822 


hfcr5961 


10882 


hfcr6037 


10942 


hfcreil? 


11002 


hfcr6245 


11062 


hfcr6327 


10823 


hfcr5962 


10883 


hfcr6038 


10943 


hfcr6118 


11003 


hfcr6247 


11063 


hfcr6328 


10824 


hfcr5963 


10884 


hfcr6039 


10944 


hfcr6119 


11004 


hfcr6248 


11064 


hfcr6330 


10825 


hfcr5964 


10885 


hfcr6040 


10945 


hfcr6120 


11005 


hfcr6249 


11065 


hfcr6331 


10826 


hfcr5965 


10886 


hfcr6041 


10946 


hfcr6121 


11006 


hfcr6251 


11066 


hfcr6333 


10827 


hfcr5966 


10887 


hfcr6042 


10947 


hfcr6122 


11007 


hfcr6252 


11067 


hfcr6335 


10828 


hfcr5967 


10888 


hfcr6043 


10948 


hfcr6123 


11008 


hfcr6253 


11068 


hfcr6336 


10829 


hfcr5969 


10889 


hfcr6044 


10949 


hfcr6125 


11009 


hfcr6255 


11069 


hfcr6338 


10830 


hfcr5970 


10890 


hfcr6045 


10950 


hfcr6127 


11010 


hfcr6256 


11070 


hfcr6340 


10831 


hfcr5971 


10891 


hfcr6047 


10951 


hfcr6129 


11011 


hfcr6265 


11071 


hfcr6341 


10832 


hfcr5972 


10892 


hfcr6050 


10952 


hfcr6130 


11012 


hfcr6266 


11072 


hfcr6342 


10833 


hfcr5973 


10893 


hfcr6052 


10953 


hfcr6131 


11013 


hfcr6267 


11073 


hfcr6343 


10834 


hfcr5974 


10894 


hfcr6054 


10954 


hfcr6132 


11014 


hfcr6268 


11074 


hfcr6347 


10835 


hfcr5975 


10895 


hfcr6056 


10955 


hfcr6135 


11015 


hfcr6270 


11075 


hfcr6348 


10836 


hfcr5976 


10896 


hfcr6057 


10956 


hfcr6136 


11016 


hfcr6271 


11076 


hfcr6350 


10837 


hfcr5977 


10897 


hfcr6058 


10957 


hfcr6137 


11017 


hfcr6272 


11077 


hfcr6351 


10838 


hfcr5979 


10898 


hfcr6059 


10958 


hfcr6138 


11018 


hfcr6273 


11078 


hfcr6352 


10839 


hfcr5980 


10899 


hfcreoao 


10959 


hfcr6139 


11019 


hfcr6274 


11079 


hfcr6354 


10840 


hfcr5981 


10900 


hfcr6061 


10960 


hfcr6141 


11020 


hfcr6275 


11080 


hfcr6355 


10841 


hfcr5983 


10901 


hfcr6063 


10961 


hfcr6142 


11021 


hfcr6276 


11081 


hfcr6356 


10842 


hfcr5984 


10902 


hfcr6064 


10962 


hfcr6143 


11022 


hfcr6279 


11082 


hfcr6357 


10843 


hfcr5985 


10903 


hfcr6065 


10963 


hfcr6144 


11023 


hfcr6280 


11083 


hfcr6358 


10844 


hfcr5986 


10904 


hfcr6066 


10964 


hfcr6152 


11024 


hfcr6281 


11084 


hfcr6361 


10845 


hfcr5987 


10905 


hfcr6067 


10965 


hfcr6154 


11025 


hfcr6282 


11085 


hfcr6362 


10846 


hfcr5988 


10906 


hfcr6068 


10966 


hfcr6164 


11026 


hfcr6283 


11086 


hfcr6363 


10847 


hfcr5989 


10907 


hfcr8069 


10967 


hfcr6165 


11027 


hfcr6285 


11087 


hfcr6364 


10848 


hfcr5991 


10908 


hfcr6070 


10968 


hfcr6167 


11028 


hfcr6286 


11088 


hfcr6366 


10849 


hfCT5992 


10909 


hfcr6072 


10969 


hfcr6168 


11029 


hfcr6287 


11089 


hfcr6367 


10850 


hfcr5993 


10910 


hfcr6073 


10970 


hfcr6176 


11030 


hfcr6288 


11090 


hfcr6368 


10851 


hfcr5994 


10911 


hfcr6080 


10971 


hfcr6178 


11031 


hfcr6289 


11091 


hfcr6369 


10852 


hfcr5995 


10912 


hfcr6082 


10972 


hfcr6183 


11032 


hfcr6290 


11092 


hfcr6370 


10853 


hfcr5996 


10913 


hfcr6083 


10973 


hfcr6185 


11033 


hfcr6291 


11093 


hfcr6371 


10854 


hfcr5997 


10914 


hfcr6084 


10974 


hfcr6189 


11034 


hfcr6292 


11094 


hfcr6372 


10855 


hfcr5998 


10915 


hfcr6085 


10975 


hfcr6192 


11035 


hfcr6293 


11095 


hfcr6373 


10856 


hfcr5999 


10916 


hfcr6086 


10976 


hfcr6193 


11036 


hfcr6296 


11096 


hfcr6374 


10857 


hfcrSOOl 


10917 


hfcr6087 


10977 


hfcr6195 


11037 


hfcr6297 


11097 


hfcr6375 


10858 


hfcr6003 


10918 


hfcr6089 


10978 


hfcr6196 


11038 


hfcr6298 


11098 


hfcr6376 


10859 


hfcr6004 


10919 


hfcr6090 


10979 


hfcr6198 


11039 


hfcr6300 


11099 


hfcr6380 


10860 


hfcr6005 


10920 


hfcr6091 


10980 


hfcr6199 


11040 


hfcr6301 


11100 


hfcr6381 
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11101 


hfcr6382 


11161 


hfcr6475 


11221 


hfcr6561 


11281 


hfcr6639 


11341 


hfcr6704 


11102 


hfcr6383 


11162 


hfcr6476 


11222 


hfcr6562 


11282 


hfcr6640 


11342 


hfcr6705 


11103 


hfcr6384 


11163 


hfcr6479 


11223 


hfcr6563 


11283 


hfcr6641 


11343 


hfcr6706 


11104 


hfcr6388 


11164 


hfcr6480 


11224 


hfcr6566 


11284 


hfcr6642 


11344 


hfcr6707 


11105 


hfcr6389 


11165 


hfcr6482 


11225 


hfcr6567 


11285 


hfcr6643 


11345 


hfcr6708 


11106 


hfcr6391 


11166 


hfcr6484 


11226 


hfcr6568 


11286 


hfcr6645 


11346 


hfcr6710 


11107 


hfcr6392 


11167 


hfcr6485 


11227 


hfct6569 


11287 


hfcr6646 


11347 


hfcr6712 


11108 


hfcr6393 


11168 


hfcr6486 


11228 


hfcr6570 


11288 


hfcr6647 


11348 


hfcr6713 


11109 


hfcr6394 


11169 


hfcr6487 


11229 


hfcr6571 


11289 


hfcr6648 


11349 


hfcr6715 


11110 


hfcr6395 


11170 


hfcr6488 


11230 


hfcr6572 


11290 


hfcr6649 


11350 


hfcr6716 


11111 


hfcr6396 


11171 


hfcr6489 


11231 


hfcr6573 


11291 


hfcr6650 


11351 


hfcr6719 


11112 


hfcr6397 


11172 


hfcr6490 


11232 


hfcr6574 


11292 


hfcr6651 


11352 


hfcr6720 


11113 


hfcr6400 


11173 


hfcr6491 


11233 


hfcr6576 


11293 


hfcr6652 


11353 


hfcr6721 


11114 


hfcr6401 


11174 


hfcr6494 


11234 


hfcr6577 


11294 


hfcr6653 


11354 


hfcr6722 


11115 


hfcr6403 


11175 


hfcr6495 


11235 


hfcr6578 


11295 


hfcr6655 


11355 


hfcr6723 


11116 


hfcr6404 


11176 


hfcr6496 


11236 


hfcr6579 


11296 


hfcr6656 


11356 


hfcr6724 


11117 


hfcr6405 


11177 


hfcr6498 


11237 


hfcr6580 


11297 


hfcr6657 


11357 


hfcr6725 


11118 


hfcr6406 


11178 


hfcr6500 


11238 


hfcr6581 


11298 


hfcr6658 


11358 


hfcr6726 


11119 


hfcr6407 


11179 


hfcr6501 


11239 


hfcafi582 


11299 


hfcr6659 


11359 


hfcr6727 


11120 


hfcr6408 


11180 


hfcr6502 


11240 


hfcr6585 


11300 


hfcr6660 


11360 


hfcr6728 


11121 


hfcr6410 


11181 


hfcr6503 


11241 


hfcr6586 


11301 


hfcr6662 


11361 


hfcr6729 


11122 


hfcr6411 


11182 


hfcr6504 


11242 


hfcr6587 


11302 


hfcr6663 


11362 


hfcr6730 


11123 


hfcr6412 


11183 


hfcr6507 


11243 


hfcr6588 


11303 


hfcr6664 


11363 


hfcr6732 


11124 


hfcr6413 


11184 


hfcr6508 


11244 


hfcr6590 


11304 


hfcr6665 


11364 


hfcr6733 


11125 


hfcr6414 


11185 


hfcr6509 


11245 


hfcr6591 


11305 


hfcr6666 


11365 


hfcr6734 


11126 


hfcr6423 


11186 


hfcr6510 


11246 


hfcr6592 


11306 


hfcr6667 


11366 


hfcr6736 


11127 


hfcr6433 


11187 


hfcr6511 


11247 


hfcr6593 


11307 


hfcr6668 


11367 


hfcr6737 


11128 


hfcr6434 


11188 


hfcr6514 


11248 


hfcr6594 


11308 


hfcr6670 


11368 


hfcr6740 


11129 


hfcr6436 


11189 


hfcr6515 


11249 


hfcr6595 


11309 


hfcr6671 


11369 


hfcr6741 


11130 


hfcr6437 


11190 


hfcr6516 


11250 


hfcr6597 


11310 


hfcr6673 


11370 


hfcr6745 


11131 


hfcr6438 


11191 


hfcr6517 


11251 


hfcr6598 


11311 


hfcr6674 


11371 


hfcr6746 


11132 


hfcr6439 


11192 


hfcr6518 


11252 


hfcr6600 


11312 


hfcr6675 


11372 


hfcr6747 


11133 


hfcr6440 


11193 


hfcr6519 


11253 


hfcr6602 


11313 


hfcr6676 


11373 


hfcr6748 


11134 


hfcr6442 


11194 


hfcr6520 


11254 


hfcr6603 


11314 


hfcr6677 


11374 


hfcr6749 


11135 


hfcr6443 


11195 


hfcr6522 


11255 


hfcr6604 


11315 


hfcr6678 


11375 


hfcr6752 


11136 


hfcr6444 


11196 


hfcr6524 


11256 


hfcr6606 


11316 


hfcr6679 


11376 


hfcr6753 


11137 


hfcr6445 


11197 


hfcr6526 


11257 


hfcr6608 


11317 


hfcr6680 


11377 


hfcr6756 


11138 


hfcr6446 


11198 


hfcr6530 


11258 


hfcr6609 


11318 


hfcr6681 


11378 


hfcr6757 


11139 


hfcr6447 


11199 


hfcr6531 


11259 


hfcr6610 


11319 


hfcr6682 


11379 


hfcr6759 


11140 


hfa6448 


11200 


hfcr6532 


11260 


hfcr6611 


11320 


hfcr6683 


11380 


hfcr6760 


11141 


hfcr6451 


11201 


hfCT6533 


11261 


hfcr6613 


11321 


hfcr6684 


11381 


hfcr6761 


11142 


hfcr6452 


11202 


hfcr6534 


11262 


hfcr6614 


11322 


hfcr6685 


11382 


hfcr6762 


11143 


hfcr6454 


11203 


hfcr6536 


11263 


hfcr6616 


11323 


hfcr6686 


11383 


hfcr6763 


11144 


hfcr6456 


11204 


hfcr6537 


11264 


hfcr6619 


11324 


hfcr6687 


11384 


hfcr6765 


11145 


hfcr6457 


11205 


hfcr6539 


11265 


hfcr6620 


11325 


hfcr6688 


11385 


hfcr6766 


11146 


hfcr6458 


11206 


hfcr6540 


11266 


hfcr6621 


11326 


hfa6689 


11386 


hfcr6767 


11147 


hfcr6459 


11207 


hfcr6541 


11267 


hfcr6622 


11327 


hfcr6690 


11387 


hfcr6768 


11148 


hfcr6460 


11208 


hfcr6542 


11268 


hfcr6623 


11328 


hfcr6691 


11388 


hfcr6769 


11149 


hfcr6461 


11209 


hfcr6543 


11269 


hfcr6624 


11329 


hfcr6692 


11389 


hfcr6770 


11150 


hfcr6463 


11210 


hfcr6546 


11270 


hfcr6626 


11330 


hfcr6693 


11390 


hfcr6771 


11151 


hfcr6464 


11211 


hfcr6548 


11271 


hfcr6627 


11331 


hfcr6694 


11391 


hfcr6772 


11152 


hfcr6465 


11212 


hfcr6550 


11272 


hfcr6628 


11332 


hfcr6695 


11392 


hfcr6773 


11153 


hfcr6466 


11213 


hfcr6552 


11273 


hfcr6630 


11333 


hfcr6696 


11393 


hfcr6774 


11154 


hfcr6467 


11214 


hfcr6553 


11274 


hfcr6631 


11334 


hfcr6697 


11394 


hfcr6775 


11155 


hfcr6468 


11215 


hfcr6554 


11275 


hfcr6632 


11335 


hfcr6698 


11395 


hfcr6778 


11156 


hfcr6470 


11216 


hfcr6555 


11276 


hfcr6634 


11336 


hfcr6699 


11396 


hfcr6779 


11157 


hfcr6471 


11217 


hfcr6557 


11277 


tifcr6635 


11337 


hfcr6700 


11397 


hfcr6780 


11158 


hfcr6472 


11218 


hfcr6558 


11278 


hfcr6636 


11338 


hfcr6701 


11398 


hfcr6781 


11159 


hfcr6473 


11219 


hfcr6559 


11279 


hfcr6637 


11339 


hfcr6702 


11399 


hfcr6782 


11160 


hfcr6474 


11220 


hfcr6560 


11280 


hfcr6638 


11340 


hfcr6703 


11400 


hfcr6783 



Fiqure 6B - List of EST Sequence Names From Fetal Cartilage cDNA Library - Page 39 of 45 



11401 


hfcr6784 


11461 


hfcr6863 


11521 


hfcr6932 


11581 


hfcr7026 


11641 


hfcr7105 


11402 


hfcr6785 


11462 


hfcr6864 


11522 


hfcr6934 


11582 


hfcr7027 


11642 


hfcr7111 


11403 


hfcr6786 


11463 


hfcr6865 


11523 


hfcr6935 


11583 


hfcr7031 


11643 


hfcr7113 


11404 


hfcr6787 


11464 


hfcr6866 


11524 


hfcr6936 


11584 


hfcr7032 


11644 


hfcr7115 


11405 


hfcr6788 


11465 


hfcr6867 


11525 


hfcr6937 


11585 


hfcr7033 


11645 


hfcr7120 


11406 


hfcr6789 


11466 


hfcr6869 


11526 


hfcr6938 


11586 


hfcr7034 


11646 


hfcr7123 


11407 


hfcr6790 


11467 


hfcr6870 


11527 


hfcr6941 


11587 


hfcr7035 


11647 


hfcr7132 


11408 


hfcr6791 


11468 


hfCT6871 


11528 


hfcr6942 


11588 


hfcr7036 


11648 


hfcr7133 


11409 


hfcr6792 


11469 


hfcr6872 


11529 


hfcr6943 


11589 


hfcr7038 


11649 


hfcr7136 


11410 


hfcr6793 


11470 


hfcr6873 


11530 


hfcr6945 


11590 


hfcr7039 


11650 


hfcr7137 


11411 


hfcr6795 


11471 


hfcr6874 


11531 


hfcr6947 


11591 


hfcr7040 


11651 


hfcr7139 


11412 


hfcr6796 


11472 


hfcr6876 


11532 


hfcr6950 


11592 


hfcr7041 


11652 


hfcr7140 


11413 


hfcr6797 


11473 


hfcr6877 


11533 


hfcr6951 


11593 


hfcr7042 


11653 


hfcr7142 


11414 


hfcr6798 


11474 


hfcr6878 


11534 


hfcr6952 


11594 


hfcr7043 


11654 


hfcr7144 


11415 


hfcr6802 


11475 


hfcr6879 


11535 


hfcr6954 


11595 


hfcr7045 


11655 


hfcr7146 


11416 


hfcr6803 


11476 


hfcr6880 


11536 


hfcr6955 


11596 


hfcr7046 


11656 


hfcr7151 


11417 


hfcr6804 


11477 


hfcr6881 


11537 


hfcr6956 


11597 


hfcr7047 


11657 


hfcr7152 


11418 


hfcr6805 


11478 


hfa6882 


11538 


hfcr6958 


11598 


hfcr7048 


11658 


hfcr7156 


11419 


hfcr6808 


11479 


hfcr6883 


11539 


hfcr6960 


11599 


hfcr7050 


11659 


hfcr7158 


11420 


hfcr6807 


11480 


hfcr6884 


11540 


hfcr6961 


11600 


hfcr7051 


11660 


hfcr7160 


11421 


hfcr6808 


11481 


hfcr6886 


11541 


hfcr6965 


11601 


hfcr7052 


11661 


hfcr7162 


11422 


hfcr6810 


11482 


hfcr6887 


11542 


hfcr6966 


11602 


hfcr7054 


11662 


hfcr7168 


11423 


hfcr6812 


11483 


hfcr6888 


11543 


hfcr6968 


11603 


hfcr7056 


11663 


hfcr7173 


11424 


hfcr6813 


11484 


hfcr6889 


11544 


hfcr6969 


11604 


hfCT7057 


11664 


hfcr7176 


11425 


hfcr6814 


11485 


hfcr6891 


11545 


hfcr6970 


11605 


hfcr7058 


11665 


hfcr7177 


11426 


hfcr6815 


11486 


hfcr6892 


11546 


hfcr6971 


11606 


hfcr7059 


11666 


hfcr7183 


11427 


hfcr6817 


11487 


hfcr6893 


11547 


hfcr6972 


11607 


hfcr7060 


11667 


hfcr7189 


11428 


hfcr6818 


11488 


hfcr6894 


11548 


hfcr6975 


11608 


hfcr7061 


11668 


hfcr7190 


11429 


hfcr6819 


11489 


hfcr6895 


11549 


hfcr6976 


11609 


hfcr7062 


11669 


hfcr7194 


11430 


hfcr6820 


11490 


hfcr6896 


11550 


hfcr6981 


11610 


hfcr7063 


11670 


hfcr7199 


11431 


hfcr6821 


11491 


hfcr6897 


11551 


hfcr6982 


11611 


hfcr7065 


11671 


hfcr7208 


11432 


hfcr6823 


11492 


hfcr6898 


11552 


hfcr6985 


11612 


hfcr7066 


11672 


hfcr7215 


11433 


hfcr6824 


11493 


hfcr6900 


11553 


hfcr6986 


11613 


hfcr7068 


11673 


hfCT7218 


11434 


hfcr6825 


11494 


hfcr6901 


11554 


hfcr6988 


11614 


hfcr7069 


11674 


hfcr7221 


11435 


hfcr6828 


11495 


hfcr6902 


11555 


hfcr6992 


11615 


hfcr7070 


11675 


hfcr7223 


11436 


hfcr6829 


11496 


hfcr6903 


11556 


hfcr6993 


11616 


hfcr7073 


11676 


hfcr7224 


11437 


hfcr6830 


11497 


hfcr6904 


11557 


hfcr6994 


11617 


hfcr7074 


11677 


hfcr7226 


11438 


hfcr6831 


11498 


hfcr6905 


11558 


hfcr6996 


11618 


hfcr7075 


11678 


hfcr7227 


11439 


hfcr6833 


11499 


hfcr6906 


11559 


hfcr6997 


11619 


hfcr7076 


11679 


hfcr7231 


11440 


hfcr6835 


11500 


hfcr6907 


11560 


hfcr6998 


11620 


hfcr7077 


11680 


hfcr7232 


11441 


hfcr6837 


11501 


hfcr6911 


11561 


hfcr6999 


11621 


hfcr7078 


11681 


hfcr7233 


11442 


hfcr6840 


11502 


hfcr6912 


11562 


hfcr7001 


11622 


hfcr7079 


11682 


hfcr7234 


11443 


hfcr6841 


11503 


hfcr6913 


11563 


hfcr7003 


11623 


hfcr7081 


11683 


hfcr7239 


11444 


hfcr6842 


11504 


hfcr6914 


11564 


hfcr7004 


11624 


hfcr7082 


11684 


hfcr7244 


11445 


hfcr6843 


11505 


hfcr6915 


11565 


hfcr7007 


11625 


hfcr7084 


11685 


hfcr7245 


11446 


hfcr6844 


11506 


hfcr6916 


11566 


hfcr7008 


11626 


hfcr7087 


11686 


hfcr7250 


11447 


hfcr6846 


11507 


hfcr6917 


11567 


hfcr7009 


11627 


hfcr7088 


11687 


hfcr7264 


11448 


hfcr6847 


11508 


hfcr6918 


11568 


hfcr7010 


11628 


hfcr7090 


11688 


hfcr7266 


11449 


hfcr6848 


11509 


hfcr6919 


11569 


hfcr7011 


11629 


hfcr7091 


11689 


hfcr7270 


11450 


hfcr6849 


11510 


hfcr6920 


11570 


hfcr7012 


11630 


hfcr7092 


11690 


hfcr7271 


11451 


hfcr6850 


11511 


hfcr6921 


11571 


hfcr7013 


11631 


hfcr7093 


11691 


hfcr7272 


11452 


hfcr6851 


11512 


hfcr6922 


11572 


hfcr7014 


11632 


hfcr7095 


11692 


hfcr7274 


11453 


hfcr6853 


11513 


hfcr6923 


11573 


hfcr7015 


11633 


hfcr7096 


11693 


hfcr7277 


11454 


hfcr6855 


11514 


hfcr6924 


11574 


hfcr7016 


11634 


hfcr7097 


11694 


hfcr7278 


11455 


hfcr6856 


11515 


hfcr6925 


11575 


hfcr7017 


11635 


hfcr7098 


11695 


hfcr7279 


11456 


hfcr6857 


11516 


hfcr6926 


11576 


hfcr7018 


11636 


hfcr7099 


11696 


hfcr7280 


11457 


hfcr6858 


11517 


hfcr6927 


11577 


hfcr7019 


11637 


hfcr7100 


11697 


hfcr7281 


11458 


hfcrSSeO 


11518 


hfcr6929 


11578 


hfcr7020 


11638 


hfcr7101 


11698 


hfcr7283 


11459 


hfcr6861 


11519 


hfcr6930 


11579 


hfcr7022 


11639 


hfcr7102 


11699 


hfcr7287 


11460 


hfcr6862 


11520 


hfcr6931 


11580 


hfcr7025 


11640 


hfcr7103 


11700 


hfcr7288 
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11701 


hfcr7290 


11761 


hfcr7399 


11821 


hfcr7487 


11881 


hfcr7561 


11941 


hfcr7639 


11702 


hfcr7294 


11762 


hfcr7400 


11822 


hfcr7489 


11882 


hfcr7562 


11942 


hfcr7641 


11703 


hfcr7295 


11763 


hfcr7401 


11823 


hfcr7490 


11883 


hfcr7563 


11943 


hfcr7642 


11704 


hfcr7300 


11764 


hfcr7402 


11824 


hfcr7491 


11884 


hfcr7564 


11944 


hfcr7643 


11705 


hfcr7304 


11765 


hfa7404 


11825 


hfcr7492 


11885 


hfCT7565 


11945 


hfcr7644 


11706 


hfcr7306 


11766 


hfcr7406 


11826 


hfcr7493 


11886 


hfcr7569 


11946 


hfcr7645 


11707 


hfcr7307 


11767 


hfa7407 


11827 


hfcr7494 


11887 


hfa7570 


11947 


hfcr7647 


11708 


hfcr7308 


11768 


hfcr7408 


11828 


hfcr7495 


11888 


hfcr7571 


11948 


hfcr7648 


11709 


hfcr7312 


11769 


hfcr7409 


11829 


hfcr7496 


11889 


hfcr7574 


11949 


hfcr7649 


11710 


hfcr7317 


11770 


hfcr7410 


11830 


hfcr7498 


11890 


hfcr7575 


11950 


hfcr7650 


11711 


hfcr7318 


11771 


hfcr7411 


11831 


hfcr7499 


11891 


hfcr7576 


11951 


hfcr7651 


11712 


hfcr7319 


11772 


hfcr7412 


11832 


hfcr7500 


11892 


hfcr7577 


11952 


hfcr7652 


11713 


hfcr7320 


11773 


hfcr7414 


11833 


hfcr7501 


11893 


hfcr7578 


11953 


hfcr7654 


11714 


hfcr7321 


11774 


hfcr7415 


11834 


hfcr7503 


11894 


hfcr7580 


11954 


hfcr7655 


11715 


hfcr7323 


11775 


hfcr7416 


11835 


hfcr7504 


11895 


hfcr7581 


11955 


hfcr7656 


11716 


hfcr7324 


11776 


hfcr7417 


11836 


hfcr7505 


11896 


hfcr7582 


11956 


hfcr7657 


11717 


hfcr7325 


11777 


hfcr7418 


11837 


hfcr7506 


11897 


hfcr7583 


11957 


hfcr7658 


11718 


hfcr7336 


11778 


hfcr7419 


11838 


hfcr7507 


11898 


hfcr7584 


11958 


hfcr7659 


11719 


hfcr7340 


11779 


hfcr7421 


11839 


hfcr7508 


11899 


hfcr7585 


11959 


hfcr7660 


11720 


hfcr7341 


11780 


hfcr7422 


11840 


hfcr7509 


11900 


hfcr7586 


11960 


hfcr7663 


11721 


hfcr7342 


11781 


hfcr7423 


11841 


hfcr7510 


11901 


hfcr7587 


11961 


hfcr7665 


11722 


hfcr7345 


11782 


hfcr7424 


11842 


hfcr7511 


11902 


hfcr7588 


11962 


hfcr7666 


11723 


hfcr7346 


11783 


hfcr7425 


11843 


hfcr7512 


11903 


hfcr7590 


11963 


hfcr7667 


11724 


hfcr7348 


11784 


hfcr7426 


11844 


hfcr7513 


11904 


hfcr7591 


11964 


hfcr7668 


11725 


hfcr7350 


11785 


hfCT7427 


11845 


hfcr7514 


11905 


hfcr7592 


11965 


hfcr7669 


11726 


hfcr7351 


11786 


hfcr7428 


11846 


hfcr7515 


11906 


hfcr7594 


11966 


hfcr7670 


11727 


hfcr7352 


11787 


hfcr7430 


11847 


hfcr7518 


11907 


hfcr7595 


11967 


hfcr7671 


11728 


hfcr7353 


11788 


hfcr7432 


11848 


hfcr7519 


11908 


hfcr7596 


11968 


hfcr7672 


11729 


hfcr7355 


11789 


hfcr7434 


11849 


hfcr7520 


11909 


hfcr7597 


11969 


hfcr7673 


11730 


hfcr7356 


11790 


hfcr7436 


11850 


hfcr7521 


11910 


hfcr7601 


11970 


hfcr7674 


11731 


hfcr7357 


11791 


hfcr7437 


11851 


hfcr7522 


11911 


hfcr7602 


11971 


hfcr7675 


11732 


hfcr7359 


11792 


hfcr7438 


11852 


hfcr7525 


11912 


hfcr7603 


11972 


hfcr7676 


11733 


hfcr7360 


11793 


hfCT7439 


11853 


hfcr7527 


11913 


hfcr7605 


11973 


hfcr7677 


11734 


hfcr7361 


11794 


hfcr7440 


11854 


hfcr7529 


11914 


hfcr7606 


11974 


hfcr7679 


11735 


hfcr7362 


11795 


hfcr7444 


11855 


hfcr7530 


11915 


hfcr7607 


11975 


hfcr7680 


11736 


hfcr7363 


11796 


hfcr7445 


11856 


hfcr7531 


11916 


hfcr7608 


11976 


hfcr7683 


11737 


hfcr7364 


11797 


hfcr7446 


11857 


hfcr7532 


11917 


hfcr7609 


11977 


hfcr7686 


11738 


hfcr7365 


11798 


hfcr7448 


11858 


hfcr7533 


11918 


hfcr7610 


11978 


hfcr7687 


11739 


hfcr7366 


11799 


hfcr7449 


11859 


hfcr7534 


11919 


hfcr7611 


11979 


hfcr7688 


11740 


hfcr7369 


11800 


hfcr7450 


11860 


hfcr7537 


11920 


hfcr7612 


11980 


hfcr7690 


11741 


hfcr7370 


11801 


hfcr7452 


11861 


hfcr7538 


11921 


hfcr7614 


11981 


hfcr7691 


11742 


hfcr7372 


11802 


hfcr7453 


11862 


hfcr7539 


11922 


hfcr7616 


11982 


hfcr7692 


11743 


hfcr7373 


11803 


hfcr7454 


11863 


hfcr7541 


11923 


hfcr7617 


11983 


hfcr7693 


11744 


hfcr7374 


11804 


hfcr7455 


11864 


hfcr7542 


11924 


hfcr7618 


11984 


hfcr7695 


11745 


hfcr7375 


11805 


hfcr7459 


11865 


hfcr7543 


11925 


hfcr7619 


11985 


hfcr7698 


11746 


hfcr7376 


11806 


hfcr7461 


11866 


hfcr7544 


11926 


hfcr7620 


11986 


hfcr7699 


11747 


hfcr7378 


11807 


hfcr7462 


11867 


hfcr7545 


11927 


hfcr7621 


11987 


hfcr7701 


11748 


hfcr7380 


11808 


hfcr7464 


11868 


hfcr7546 


11928 


hfcr7622 


11988 


hfcr7702 


11749 


hfcr7381 


11809 


hfcr7465 


11869 


hfcr7547 


11929 


hfcr7623 


11989 


hfcr7704 


11750 


hfcr7382 


11810 


hfcr7467 


11870 


hfcr7648 


11930 


hfcr7624 


11990 


hfcr7706 


11751 


hfcr7387 


11811 


hfcr7469 


11871 


hfcr7549 


11931 


hfcr7625 


11991 


hfcr7707 


11752 


hfcr7388 


11812 


hfcr7472 


11872 


hfcr7550 


11932 


hfcr7626 


11992 


hfcr7708 


11753 


hfcr7390 


11813 


hfcr7473 


11873 


hfcr7551 


11933 


hfcr7627 


11993 


hfcr7709 


11754 


hfcr7392 


11814 


hfcr7474 


11874 


hfa7553 


11934 


hfcr7628 


11994 


hfcr7710 


11755 


hfcr7393 


11815 


hfcr7477 


11875 


hfcr7554 


11935 


hfcr7629 


11995 


hfcr7711 


11756 


hfcr7394 


11816 


hfcr7480 


11876 


hfcr7555 


11936 


hfcr7631 


11996 


hfcr7712 


11757 


hfcr7395 


11817 


hfcr7481 


11877 


hfcr7557 


11937 


hfcr7632 


11997 


hfcr7713 


11758 


hfcr7396 


11818 


hfcr7482 


11878 


hfcr7558 


11938 


hfcr7635 


11998 


hfcr7715 


11759 


hfcr7397 


11819 


hfcr7484 


11879 


hfcr7559 


11939 


hfcr7636 


11999 


hfcr7716 


11760 


hfcr7398 


1 11820 


hfcr7485 


11880 


hfcr7560 


11940 


hfcr7637 


12000 


hfcr7717 
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12001 


hfcr7721 


12061 


hfcr7821 


12121 


hfcr7946 


12181 


hfcr8033 


12241 


hfcr8358 


12002 


hfcr7722 


12062 


hfcr7823 


12122 


hfcr7948 


12182 


hfcr8035 


12242 


hfcr8359 


12003 


hfcr7725 


12063 


hfcr7824 


12123 


hfcr7949 


12183 


hfcr8036 


12243 


hfcr8360 


12004 


hfcr7726 


12064 


hfcr7825 


12124 


hfCT7950 


12184 


hfcrSOas 


12244 


hfcr8361 


12005 


hfcr7731 


12065 


hfcr7827 


12125 


hfcr7953 


12185 


hfcr8039 


12245 


hfcr8362 


12006 


hfcr7733 


12066 


hfcr7828 


12126 


hfcr7954 


12186 


hfcr8040 


12246 


hfcr8364 


12007 


hfcr7735 


12067 


hfcr7829 


12127 


hfCT7955 


12187 


hfcr8044 


12247 


hfcr8365 


12008 


hfcr7737 


12068 


hfcr7830 


12128 


hfcr7956 


12188 


hfcr8045 


12248 


hfcr8368 


12009 


hfcr7738 


12069 


hfcr7831 


12129 


hfcr7957 


12189 


hfcr8046 


12249 


hfcr8369 


12010 


hfcr7739 


12070 


hfa7833 


12130 


hfCT7958 


12190 


hfcr8048 


12250 


hfcr8370 


12011 


hfcr7746 


12071 


hfcr7834 


12131 


hfcr7959 


12191 


hfcr8051 


12251 


hfcr8371 


12012 


hfcr7747 


12072 


hfcr7835 


12132 


hfcr7961 


12192 


hfcr8052 


12252 


hfcr8372 


12013 


hfcr7749 


12073 


hfcr7836 


12133 


hfcr7962 


12193 


hfcr8053 


12253 


hfcr8373 


12014 


hfcr7753 


12074 


hfcr7838 


12134 


hfcr7963 


12194 


hfcr8054 


12254 


hfcr8374 


12015 


hfcr7755 


12075 


hfcr7839 


12135 


hfcr7964 


12195 


hfcr8057 


12255 


hfcr8377 


12016 


hfcr7756 


12076 


hfcr7840 


12136 


hfcr7965 


12196 


hfCT8058 


12256 


hfcr8378 


12017 


hfcr7761 


12077 


hfcr7841 


12137 


hfcr7966 


12197 


hfCT8064 


12257 


hfcr8379 


12018 


hfcr7762 


12078 


hfcr7842 


12138 


hfCT7967 


12198 


hfcr8161 


12258 


hfcr8381 


12019 


hfcr7763 


12079 


hfcr7843 


12139 


hfcr7968 


12199 


hfcr8163 


12259 


hfcr8382 


12020 


hfcr7766 


12080 


hfcr7844 


12140 


hfcr7969 


12200 


hfcr8166 


12260 


hfcr8383 


12021 


hfcr7769 


12081 


hfcr7845 


12141 


hfcr7971 


12201 


hfcr8174 


12261 


hfcr8384 


12022 


hfcr7770 


12082 


hfa7846 


12142 


hfcr7974 


12202 


hfcr8180 


12262 


hfcr8385 


12023 


hfcr7771 


12083 


hfcr7847 


12143 


hfcr7977 


12203 


hfcr8184 


12263 


hfcr8386 


12024 


hfcr7772 


12084 


hfcr7848 


12144 


hfcr7979 


12204 


hfcr8189 


12264 


hfcr8387 


12025 


hfcr7773 


12085 


hfcr7849 


12145 


hfcr7980 


12205 


hfcr8190 


12265 


hfcr8389 


12026 


hfcr7775 


12086 


hfcr7850 


12146 


hfcr7981 


12206 


hfcr8199 


12266 


hfcr8390 


12027 


hfcr7778 


12087 


hfcr7851 


12147 


hfcr7982 


12207 


hfcr8202 


12267 


hfcr8391 


12028 


hfcr7779 


12088 


hfcr7852 


12148 


hfcr7983 


12208 


hfcr8206 


12268 


hfcr8393 


12029 


hfcr7780 


12089 


hfcr7853 


12149 


hfcr7984 


12209 


hfcr8210 


12269 


hfcr8394 


12030 


hfcr7782 


12090 


hfcr7854 


12150 


hfcr7985 


12210 


hfcr8212 


12270 


hfcr8395 


12031 


hfcr7783 


12091 


hfcr7855 


12151 


hfcr7986 


12211 


hfCT8219 


12271 


hfcr8397 


12032 


hfcr7784 


12092 


hfcr7856 


12152 


hfcr7987 


12212 


hfcr8222 


12272 


hfcr8398 


12033 


hfcr7785 


12093 


hfcr7857 


12153 


hfcr7988 


12213 


hfcr8226 


12273 


hfcr8399 


12034 


hfcr7786 


12094 


hfcr7858 


12154 


hfcr7989 


12214 


hfcr8227 


12274 


hfcr8401 


12035 


hfcr7787 


12095 


hfcr7860 


12155 


hfcr7990 


12215 


hfcr8228 


12275 


hfcr8402 


12036 


hfcr7788 


12096 


hfcr7863 


12156 


hfcr7993 


12216 


hfcr8231 


12276 


hfcr8403 


12037 


hfcr7789 


12097 


hfcr7864 


12157 


hfcr7997 


12217 


hfcr8234 


12277 


hfcr8404 


12038 


hfcr7790 


12098 


hfcr7865 


12158 


hfcr7998 


12218 


hfcr8235 


12278 


hfcr8405 


12039 


hfcr7791 


12099 


hfcr7866 


12159 


hfcr7999 


12219 


hfcr8237 


12279 


hfcr8406 


12040 


hfcr7792 


12100 


hfcr7867 


12160 


hfcr8001 


12220 


hfcr8238 


12280 


hfcr8407 


12041 


hfcr7793 


12101 


hfcr7868 


12161 


hfcr8002 


12221 


hfcr8249 


12281 


hfcr8409 


12042 


hfcr7794 


12102 


hfcr7869 


12162 


hfcrSOOS 


12222 


hfcr8252 


12282 


hfcr8410 


12043 


hfcr7795 


12103 


hfcr7870 


12163 


hfcr8004 


12223 


hfcr8254 


12283 


hfcr8411 


12044 


hfcr7796 


12104 


hfcr7871 


12164 


hfcr8005 


12224 


hfcr8259 


12284 


hfcr8412 


12045 


hfcr7797 


12105 


hfcr7872 


12165 


hfcr8006 


12225 


hfcr8261 


12285 


hfcr8413 


12046 


hfcr7799 


12106 


hfcr7874 


12166 


hfcr8007 


12226 


hfcr8268 


12286 


hfcr8414 


12047 


hfcr7800 


12107 


hfcr7882 


12167 


hfcrSOlO 


12227 


hfcr8273 


12287 


hfcr8415 


12048 


hfcr7802 


12108 


hfcr7886 


12168 


hfcr8011 


12228 


hfcr8275 


12288 


hfcr8416 


12049 


hfcr7803 


12109 


hfcr7893 


12169 


hfcr8012 


12229 


hfcr8277 


12289 


hfcr8417 


12050 


hfcr7804 


12110 


hfcr7895 


12170 


hfcr8015 


12230 


hfcr8278 


12290 


hfcr8418 


12051 


hfcr7805 


12111 


hfcr7932 


12171 


hfcr8016 


12231 


hfcr8279 


12291 


hfcr8419 


12052 


hfcr7806 


12112 


hfcr7933 


12172 


hfcr8018 


12232 


hfcr8280 


12292 


hfcr8420 


12053 


hfcr7807 


12113 


hfcr7936 


12173 


hfcr8019 


12233 


hfcr8281 


12293 


hfcr8421 


12054 


hfcr7808 


12114 


hfa7937 


12174 


hfcr8024 


12234 


hfcr8283 


12294 


hfcr8422 


12055 


hfcr7809 


12115 


hfCT7938 


12175 


hfcr8025 


12235 


hfcr8284 


12295 


hfcr8423 


12056 


hfcr7812 


12116 


hfcr7940 


12176 


hfcr8026 


12236 


hfcr8285 


12296 


hfcr8424 


12057 


hfcr7815 


12117 


hfcr7941 


12177 


hfcr8028 


12237 


hfcr8286 


12297 


hfcr8427 


12058 


hfcr7817 


12118 


hfcr7942 


12178 


hfcr8029 


12238 


hfcr8354 


12298 


hfcr8428 


12059 


hfcr7819 


12119 


hfcr7943 


12179 


hfcr8030 


12239 


hfcr8355 


12299 


hfcr8429 


12060 


hfcr7820 


12120 


hfcr7945 


12180 


hfcr8032 


12240 


hfcr8356 


12300 


hfCT8430 
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12301 


hfcr8431 


12361 


hfcr8512 


12421 


hfcr8617 


12481 


hfcr8739 


12541 


hfcr8855 


12302 


hfcr8432 


12362 


hfcr8513 


12422 


hfcr8619 


12482 


hfcr8741 


12542 


hfcr8856 


12303 


hfcr8433 


12363 


hfcr8515 


12423 


hfcr8623 


12483 


hfcr8742 


12543 


hfcr8857 


12304 


hfcr8434 


12364 


hfcr8516 


12424 


hfcr8624 


12484 


hfcr8744 


12544 


hfcr8858 


12305 


hfcr8438 


12365 


hfcr8518 


12425 


hfcr8825 


12485 


hfcr8745 


12545 


hfcr8859 


12306 


hfcr8439 


12366 


hfcr8519 


12426 


hfcr8627 


12486 


hfcr8747 


12546 


hfcr8860 


12307 


hfcr8440 


12367 


hfcr8520 


12427 


hfcr8628 


12487 


hfcr8749 


12547 


hfcr8861 


12308 


hfcr8441 


12368 


hfcr8522 


12428 


hfcr8629 


12488 


hfcr8750 


12548 


hfcr8862 


12309 


hfcr8442 


12369 


hfcr8523 


12429 


hfcr8631 


12489 


hfcr8751 


12549 


hfcr8864 


12310 


hfcr8444 


12370 


hfcr8524 


12430 


hfcr8632 


12490 


hfcr8752 


12550 


hfcr8867 


12311 


hfcr8446 


12371 


hfcr8525 


12431 


hfcr8634 


12491 


hfcr8754 


12551 


hfcr8872 


12312 


hfcr8448 


12372 


hfcr8526 


12432 


hfcr8636 


12492 


hfcr8755 


12552 


hfcr8874 


12313 


hfcr8450 


12373 


hfcr8528 


12433 


hfcr8639 


12493 


hfcr8757 


12553 


hfcr8875 


12314 


hfcr8451 


12374 


hfcr8529 


12434 


hfcr8640 


12494 


hfcr8758 


12554 


hfcr8876 


12315 


hfcr8452 


12375 


hfcr8530 


12435 


hfcr8641 


12495 


hfcr8759 


12555 


hfcr8877 


12316 


hfcr8454 


12376 


hfcr8531 


12436 


hfcr8642 


12496 


hfcr8760 


12556 


hfcr8878 


12317 


hfcr8455 


12377 


hfcr8532 


12437 


hfcr8643 


12497 


hfcr8761 


12557 


hfcr8879 


12318 


hfcr8456 


12378 


hfcr8533 


12438 


hfCT8646 


12498 


hfcr8762 


12558 


hfcr8880 


12319 


hfcr8458 


12379 


hfcr8534 


12439 


hfcr8647 


12499 


hfcr8765 


12559 


hfcr8881 


12320 


hfcr8459 


12380 


hfcr8536 


12440 


hfcr8648 


12500 


hfcr8766 


12560 


hfcr8882 


12321 


hfcr8460 


12381 


hfcr8537 


12441 


hfcr8649 


12501 


hfcr8767 


12561 


hfcr8883 


12322 


hfcr8463 


12382 


hfCT8538 


12442 


hfcr8655 


12502 


hfcr8770 


12562 


hfcr8885 


12323 


hfcr8464 


12383 


hfcr8540 


12443 


hfcr8656 


12503 


hfcr8772 


12563 


hfcr8887 


12324 


hfcr8465 


12384 


hfcr8541 


12444 


hfcr8657 


12504 


hfcr8774 


12564 


hfcr8891 


12325 


hfcr8466 


12385 


hfcr8542 


12445 


hfcr8658 


12505 


hfcr8778 


12565 


hfcr8892 


12326 


hfcr8467 


12386 


hfcr8546 


12446 


hfcr8659 


12506 


hfcr8780 


12566 


hfcr8894 


12327 


hfcr8468 


12387 


hfcr8551 


12447 


hfcr8662 


12507 


hfcr8781 


12567 


hfcr8897 


12328 


hfcr8469 


12388 


hfcr8554 


12448 


hfcr8663 


12508 


hfcr8782 


12568 


hfcr8898 


12329 


hfcr8472 


12389 


hfcr8557 


12449 


hfCT8664 


12509 


hfcr8784 


12569 


hfcr8900 


12330 


hfcr8474 


12390 


hfcr8559 


12450 


hfcr8666 


12510 


hfcr8786 


12570 


hfcr8901 


12331 


hfcr8475 


12391 


hfcr8561 


12451 


hfcr8667 


12511 


hfcr8787 


12571 


hfcr8902 


12332 


hfcr8477 


12392 


hfcr8562 


12452 


hfcr8671 


12512 


hfcr8789 


12572 


hfcr8906 


12333 


hfcr8478 


12393 


hfcr8567 


12453 


hfcr8672 


12513 


hfcr8790 


12573 


hfcr8907 


12334 


hfcr8479 


12394 


hfcr8568 


12454 


hfcr8674 


12514 


hfcr8791 


12574 


hfcr8908 


12335 


hfcr8481 


12395 


hfcr8570 


12455 


hfcr8677 


12515 


hfcr8796 


12575 


hfcr8910 


12336 


hfcr8482 


12396 


hfcr8571 


12456 


hfcr8678 


12516 


hfcr8800 


12576 


hfcr8913 


12337 


hfCT8483 


12397 


hfcr8575 


12457 


hfcr8679 


12517 


hfcr8803 


12577 


hfcr8914 


12338 


hfcr8484 


12398 


hfcr8576 


12458 


hfcr8680 


12518 


hfcr8804 


12578 


hfcr8915 


12339 


hfcr8485 


12399 


hfcr8578 


12459 


hfcr8691 


12519 


hfcr8807 


12579 


hfcr8917 


12340 


hfcr8488 


12400 


hfcr8582 


12460 


hfcr8692 


12520 


hfcr8811 


12580 


hfcr8918 


12341 


hfcr8489 


12401 


hfcr8584 


12461 


hfcr8695 


12521 


hfcr8812 


12581 


hfcr8919 


12342 


hfcr8490 


12402 


hfcr8585 


12462 


hfcr8696 


12522 


hfcr8813 


12582 


hfcr8920 


12343 


hfcr8492 


12403 


hfcr8586 


12463 


hfcr8699 


12523 


hfcr8814 


12583 


hfa8921 


12344 


hfcr8493 


12404 


hfcr8587 


12464 


hfcr8702 


12524 


hfcr8816 


12584 


hfcr8922 


12345 


hfcr8495 


12405 


hfcr8590 


12465 


hfcr8704 


12525 


hfcr8817 


12585 


hfcr8923 


12346 


hfcr8496 


12406 


hfcr8591 


12466 


hfcr8709 


12526 


hfcr8818 


12586 


hfcr8925 


12347 


hfcr8497 


12407 


hfCT8592 


12467 


hfcr8712 


12527 


hfcr8819 


12587 


hfcr8926 


12348 


hfcr8498 


12408 


hfcr8595 


12468 


hfcr8713 


12528 


hfcr8821 


12588 


hfcr8929 


12349 


hfcr8499 


12409 


hfcr8598 


12469 


hfcr8715 


12529 


hfcr8824 


12589 


hfcr8930 


12350 


hfcr8500 


12410 


hfcr8599 


12470 


hfcr8716 


12530 


hfcr8826 


12590 


hfcr8932 


12351 


hfcr8501 


12411 


hfcr8600 


12471 


hfcr8719 


12531 


hfcr8827 


12591 


hfcr8933 


12352 


hfcr8502 


12412 


hfcr8602 


12472 


hfcr8720 


12532 


hfcr8828 


12592 


hfcr8934 


12353 


hfcr8503 


12413 


hfcr8604 


12473 


hfcr8723 


12533 


hfcr8830 


12593 


hfcr8935 


12354 


hfcr8504 


12414 


hfcr8605 


12474 


hfcr8727 


12534 


hfcr8832 


12594 


hfcr8936 


12355 


hfcr8505 


12415 


hfcr8606 


12475 


hfcr8728 


12535 


hfcr8834 


12595 


hfcr8937 


12356 


hfcr8506 


12416 


hfcr8607 


12476 


hfcr8730 


12536 


hfcr8835 


12596 


hfcr8938 


12357 


hfcr8507 


12417 


hfcr8608 


12477 


hfcr8735 


12537 


hfcr8837 


12597 


hfcr8939 


12358 


hfcr8508 


12418 


hfcr8609 


12478 


hfcr8736 


12538 


hfcr8838 


12598 


hfcr8940 


12359 


hfcr8509 


12419 


hfcr8612 


12479 


hfcr8737 


12539 


hfcr8843 


12599 


hfcr8941 


12360 


hfcr8510 


12420 


hfcr8615 


12480 


hfcr8738 


12540 


hfcr8854 


12600 


hfcr8942 
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12601 


hfcr8943 


12661 


hfcr9025 


12721 


hfcr9107 


12781 


hfcr9186 


12841 


hfcr9262 


12602 


hfcr8944 


12662 


hfcr9026 


12722 


hfcr9110 


12782 


hfcr9187 


12842 


hfcr9263 


12603 


hfcr8945 


12663 


hfcr9027 


12723 


hfcr9111 


12783 


hfcr9188 


12843 


hfcr9264 


12604 


hfcr8946 


12664 


hfcr9028 


12724 


hfcr9112 


12784 


hfcr9189 


12844 


hfcr9265 


12605 


hfcr8947 


12665 


hfcr9029 


12725 


hfcr9115 


12785 


hfcr9190 


12845 


hfcr9266 


12606 


hfcr8951 


12666 


hfcr9030 


12726 


hfcr9116 


12786 


hfcr9191 


12846 


hfcr9267 


12607 


hfcr8953 


12667 


hfcr9031 


12727 


hfcr9117 


12787 


hfcr9192 


12847 


hfcr9268 


12608 


hfcr8954 


12668 


hfcr9032 


12728 


hfcr9121 


12788 


hfcr9193 


12848 


hfcr9270 


12609 


hfcr8956 


12669 


hfcr9033 


12729 


hfcr9122 


12789 


hfcr9194 


12849 


hfcr9271 


12610 


hfcr8957 


12670 


hfcr9034 


12730 


hfcr9123 


12790 


hfcr9195 


12850 


hfcr9272 


12611 


hfcr8958 


12671 


hfcr9035 


12731 


hfcr9124 


12791 


hfcr9196 


12851 


hfcr9273 


12612 


hfcr8959 


12672 


hfcr9036 


12732 


hfcr9125 


12792 


hfcr9200 


12852 


hfcr9276 


12613 


hfcr8960 


12673 


hfcr9038 


12733 


hfcr9127 


12793 


hfcr9201 


12853 


hfcr9277 


12614 


hfcr8961 


12674 


hfcr9039 


12734 


hfcr9128 


12794 


hfcr9202 


12854 


hfcr9278 


12615 


hfcr8963 


12675 


hfcr9040 


12735 


hfcr9129 


12795 


hfcr9203 


12855 


hfcr9279 


12616 


hfcr8964 


12676 


hfcr9041 


12736 


hfcr9130 


12796 


hfcr9206 


12856 


hfcr9280 


12617 


hfcr8965 


12677 


hfcr9042 


12737 


hfcr9131 


12797 


hfcr9207 


12857 


hfcr9283 


12618 


hfcr8967 


12678 


hfcr9043 


12738 


hfcr9133 


12798 


hfcr9209 


12858 


hfcr9284 


12619 


hfcr8968 


12679 


hfcr9044 


12739 


hfcr9134 


12799 


hfcr9210 


12859 


hfcr9285 


12620 


hfcr8969 


12680 


hfcr9046 


12740 


hfcr9136 


12800 


hfcr9211 


12860 


hfcr9286 


12621 


hfcr8971 


12681 


hfcr9047 


12741 


hfcr9138 


12801 


hfcr9212 


12861 


hfa9287 


12622 


hfcr8972 


12682 


hfcr9050 


12742 


hfcr9139 


12802 


hfcr9215 


12862 


hfcr9288 


12623 


hfcr8973 


12683 


hfcr9051 


12743 


hfcr9140 


12803 


hfcr9216 


12863 


hfcr9289 


12624 


hfcr8974 


12684 


hfcr9052 


12744 


hfcr9141 


12804 


hfcr9217 


12864 


hfcr9290 


12625 


hfcr8976 


12685 


hfcr9053 


12745 


hfcr9142 


12805 


hfcr9218 


12865 


hfcr9292 


12626 


hfcr8977 


12686 


hfcr9054 


12746 


hfcr9143 


12806 


hfcr9219 


12866 


hfcr9293 


12627 


hfcr8980 


12687 


hfcr9057 


12747 


hfcr9144 


12807 


hfcr9221 


12867 


hfcr9294 


12628 


hfcr8981 


12688 


hfcr9060 


12748 


hfcr9145 


12808 


hfcr9222 


12868 


hfcr9295 


12629 


hfcr8982 


12689 


hfcr9061 


12749 


hfcr9146 


12809 


hfcr9224 


12869 


hfcr9296 


12630 


hfcr8983 


12690 


hfcr9062 


12750 


hfcr9148 


12810 


hfcr9225 


12870 


hfcr9297 


12631 


hfcr8984 


12691 


hfcr9063 


12751 


hfcr9150 


12811 


hfcr9226 


12871 


hfcr9298 


12632 


hfcr8986 


12692 


hfcr9066 


12752 


hfcr9153 


12812 


hfcr9228 


12872 


hfcr9299 


12633 


hfcr8988 


12693 


hfcr9068 


12753 


hfcr9154 


12813 


hfcr9229 


12873 


hfcr9300 


12634 


hfcr8989 


12694 


hfcr9069 


12754 


hfcr9156 


12814 


hfcr9230 


12874 


hfcr9301 


12635 


hfcr8990 


12695 


hfcr9071 


12755 


hfcr9158 


12815 


hfcr9231 


12875 


hfcr9302 


12636 


hfcr8992 


12696 


hfcr9072 


12756 


hfcr9159 


12816 


hfcr9232 


12876 


hfcr9303 


12637 


hfcr8993 


12697 


hfcr9073 


12757 


hfcr9160 


12817 


hfcr9234 


12877 


hfcr9304 


12638 


hfcr8995 


12698 


hfcr9075 


12758 


hfcr9161 


12818 


hfcr9236 


12878 


hfcr9307 


12639 


hfcr8996 


12699 


hfcr9076 


12759 


hfcr9162 


12819 


hfcr9237 


12879 


hfcr9310 


12640 


hfcr8997 


12700 


hfcr9077 


12760 


hfcr9163 


12820 


hfcr9239 


12880 


hfcf9312 


12641 


hfcrS998 


12701 


hfcr9079 


12761 


hfcr9164 


12821 


hfcr9240 


12881 


hfcr9314 


12642 


hfcr8999 


12702 


hfcr9080 


12762 


hfcr9165 


12822 


hfcr9241 


12882 


hfcr9315 


12643 


hfcr9001 


12703 


hfcr9083 


12763 


hfcr9167 


12823 


Iifcr9242 


12883 


hfcr9316 


12644 


hfcr9002 


12704 


hfcr9084 


12764 


hfcr9169 


12824 


hfcr9243 


12884 


hfcr9317 


12645 


hfcr9004 


12705 


hfcr9085 


12765 


hfcr9170 


12825 


hfcr9244 


12885 


hfcr9319 


12646 


hfcr9005 


12706 


hfcr9086 


12766 


hfcr9171 


12826 


hfcr9245 


12886 


hfcr9320 


12647 


hfcr9006 


12707 


hfcr9088 


12767 


hfcr9172 


12827 


hfcr9246 


12887 


hfcr9321 


12648 


hfcr9007 


12708 


hfcr9089 


12768 


hfcr9173 


12828 


hfcr9247 


12888 


hfcr9323 


12649 


hfcr9008 


12709 


hfcr9090 


12769 


hfcr9174 


12829 


hfcr9249 


12889 


hfcr9324 


12650 


hfcr9009 


12710 


hfcr9091 


12770 


hfcr9175 


12830 


hfcr9250 


12890 


hfcr9326 


12651 


hfcr9011 


12711 


hfcr9092 


12771 


hfcr9176 


12831 


hfcr9251 


12891 


hfcr9327 


12652 


hfcr9012 


12712 


hfcr9094 


12772 


hfcr9177 


12832 


hfcr9252 


12892 


hfcr9337 


12653 


hfcr9013 


12713 


hfcr9095 


12773 


hfcr9178 


12833 


hfcr9253 


12893 


hfcr9338 


12654 


hfcr9014 


12714 


hfcr9096 


12774 


hfcr9179 


12834 


hfcr9254 


12894 


hfcr9340 


12655 


hfcr9015 


12715 


hfcr9097 


12775 


hfcr9180 


12835 


hfcr9255 


12895 


hfcr9341 


12656 


hfcr9017 


12716 


hfcr9098 


12776 


hfcr9181 


12836 


hfcr9256 


12896 


hfcr9342 


12657 


hfcr9018 


12717 


hfcr9099 


12777 


hfcr9182 


12837 


hfcr9257 


12897 


hfcr9343 


12658 


hfcr9020 


12718 


hfcr9100 


12778 


hfcr9183 


12838 


hfcr9258 


12898 


hfcr9344 


12659 


hfcr9022 


12719 


hfcr9101 


12779 


hfcr9184 


12839 


hfcr9260 


12899 


hfcr9345 


12660 


hfcr9023 


12720 


hfcr9105 


12780 


hfcr9185 


12840 


hfcr9261 


12900 


hfcr9346 
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19Q01 


hM'U7 


19Qfi1 




1 OU^ 1 


hfrrQ^19 


1?0ft1 

I OUO 1 


hfrr0^89 


1*5141 


hfprQ6'=;*5 

iiicryooo 




hfrrQ'^4R 

1 Uvl JOtU 




hfrrQ497 


1*^099 


1 1 101 yo 1 0 


1^9 


niui yooo 


1*^149 


iiiuryooo 






19Pfi'^ 


hfrrQ49ft 


lOuZO 


hfrr0^14 


lOvJOO 


nTcryoOo 


1*^1 4*5 
i01*fO 


mcryooo 


i ^OU'f 


1 IIUI C/Ov/ 1 


19C)R4 




1'^094 


hfrrQ'^l ^ 
iiiC/i y\/ 1 J 


1*50^4 


I iiuf yooo 


1*^144 
10 Inf 


riTcr yoo / 




hfrrQ'^'^9 
iiiuiyoj^ 


1 ^yoj 


hfrrQ4'^9 




1 iTcr yo 1 0 


1*50R'^ 


hfprO'^01 

nrcr yoy 1 


1'514^^ 
10 140 


nicryooo 




iiioiyOv/o 


19CiRfi 
i^yoQ 


hfrr04^'^ 


(OUZO 


hf^rO<;iO 

nTcryo 1 y 


1'50ftR 
toUOO 


hf^rQ«\Q9 

nicryoyz 


10 140 


hfnrQ660 

nTcryoou 




nioryooT- 


izyOf 


hfrrQ4'54 


1*5097 


hfrrQC^90 


1*5087 


hforO'iO*? 

nrcryoyo 


1014/ 


nicryoo 1 




iiioiyoju 


19CIRR 

i^yQO 


hWQ4'^7 

n lory^o / 


1*5098 


nrcryoz 1 


1*5088 


nrcryoyo 


1*5148 
10 14o 


DTcryDoo 




IIIL'iyoCJD 


19QftQ 

izyoy 


hfrrOzl'^ft 

niofy^oo 


1*5090 


hfrrQR99 


1*5080 


nTCiyoyo 


1*51 AO 
1 0 14y 


nTcryoo4 




iiioi yov/f 


1 ^y/ u 


hfrrOA'^Q 

iiiui yT-oy 


1*50^50 


hfrrQ'^9'5 

riTcryozo 


1*5000 

1 ouyu 


riTcryoyo 


1*51 ^^0 
10 lOU 


hfrvrQ666 

nrcryooo 


1 LO 1 1 


1 iioi yov/o 


19Q71 
1 ^y / 1 


hfrrQ441 


louo 1 




1*5001 
1 ouy 1 


luci yoy / 


i'5if;i 

1 0 10 1 


hfrrQ667 

riTcryoD / 


19^19 




19Q79 
1 ^y / c. 


hfrrQ444 


lOVOc. 






inci yoyo 


1*51^^9 
10 loZ 


hfrrQ668 

nicryoDo 


19^1^^ 


iiiCri you 1 


i^y/ 0 


hfrrQ44'^ 


lO\JOO 


hfrrQ'S97 


I'^OO'^ 
1 ouyo 


hfrrO^OQ 

fiiufyoyy 


1*51*^*^ 
10 loO 


hfrrQ66Q 

nicryooy 


19Q14 

1 L.\f It 




19Q74 




1 OsJO'r 


hfrrQ'^9A 
iiii/i yo^o 






1*51^^4 
10 lo4 


hfrrQR70 








hfrrQ447 




hfrrQ^99 






1*^1 '^i'^ 
1 0 1 00 


hfrrQR71 

MIOIOU/ 1 


12916 


hfcr9364 


12976 


hfcr9448 


I'^nsfi 

1 \J\JyJ\J 


hfrr95'^0 

1 IILrl Q\i\j\J 




hfrr9fi09 


i 0 1 00 


hfrrQfi7? 


12917 


hfcr9366 


12977 


hfrr9449 

1 llvl wtfv 








iiiui yuuo 


1 0 lOr 


1 1 1 v/i yo / 0 






1997R 

1 (LZf 1 U 






hf<-rqf;*5'5 




\\\\J\ v3UU*T 


1*^1 ^R 

1 0 1 00 


iiioi yo / u 


19Q1Q 


hfrrQ^fifi 


19Q7Q 










1 1101 v7UUO 


1 0 1 oy 


hfrr9fi77 
1 Moi yo/ / 




hfrrQ'^RQ 


19QRn 


hfrrQ4R1 


1'^040 


1 iiLri yjoj 


I'^IOO 


1 1101 youu 


1*5160 
1 0 1 uo 


iiioiyo/ 0 


19Q91 


hfrrQ'^71 
iiiv/iyoi i 


19Qft1 
1 iiyQ 1 


hfrrQ4fi9 




iiiv/iyuoo 


) 0 iVJ 1 


nicryou/ 


1^5161 
10 10 1 


hfrrQ67Q 

nicryo / y 


19Q99 


hfrrQ?79 
1 1 lui yo 1 ^ 


19Q^^9 


hfrrQ4R? 

iiTory'roo 


1^049 


hforQ'^^7 

nicryoo/ 


1*5109 


hfAr0608 

nrcryDUO 


1*5169 
to lOZ 


iiTcryoou 


1909'^ 


iiloi yO/T- 


1 zyoo 


hfrrOAR'^ 

nrcry^DO 


1*501*5 


hfprQ^*5^5 

iiTcryooo 


1*510*5 


hfr«rQ60Q 

nicryDuy 


1 "516*5 
10 IDO 


hWQ681 

nicryoo 1 




niuyo/ 0 


190^4 
i^yoH 


hf/^rQ4fi^^ 

fiTcry^oo 


1*5044 


iiTcryooy 


1*^104 
lO lUt 


hfrrOftl 0 

riTcryo 1 u 


1*5161 
10 104 


hWQ689 

nTcryoo^ 




hfrrQ'^7ft 

mcryOf 0 


19QftiR 

izyoo 


riTcryHDo 




hf/^r0f^40 

nicryo4u 


1*51 O^N 
10 lUO 


hf^rOR1 1 

nTcryo 1 1 


1*51 6*% 
10 100 


hfrr068A 

nTcryDo4 




nicryoo i 


i9Qftft 
l^iyoD 


hf/^rO/fiO 

DTcry^oy 


1*504^ 


Uf^rQt^ll 

nTcryo4 1 


1*5106 
10 lUD 


Uf«rQ619 

riTcryD i £. 


1*5166 
10 IDO 


nicryooo 


19Q97 


iiiL-} yooo 


19QQ7 


hfrrQ470 

luui yH( u 


1 '5047 


hfrrQR49 


10 lU/ 


hfrrQ61 *5 

DTcryD 1 0 


1*5167 


hf/>rQ686 

fiicryDoo 




nicrys3o4 


-lOQOO 

izyoo 


hfrrQ471 




hfr«rQ'^A'5 

nTcryo4o 


1 '5108 
10 lUo 


nicr yo 1 4 


1 "5168 
10 IDo 


nTcryoo/ 




iMoiyooQ 


19ClftQ 

izyoy 


hfrr0479 


1*^040 


hfrrQ<^4R 

nicryo40 


1*5100 

10 luy 


hfnrOAl 6 

nrcryo 1 0 


1 "51 60 

10 loy 


hf/^rQ68Q 

nTcryooy 




hfnrQ?fi7 


190(10 
i^yyu 


hfrrQ47? 


1'50'>0 


hfrr0'^4(^ 

niCiyo'TO 


10 1 \\) 


MTcryo 1 / 


1*^170 
101 f\J 


nycryoyu 




niuryooo 


izyy 1 


hWQ474 


1'50P\1 


hfrrQf^/l7 

nTcryo4 / 


1*51 1 1 
10 1 1 1 


hf^rOftlQ 

riTcryD 1 y 


1Q171 
lO 1 / 1 


nTcryoyi 




riToryooy 


i ^yy^ 


nicry'f f 0 


1*50*^9 


nTcryo*to 


1*51 19 
10 1 


hfrrOR90 


1*5179 


hfrrQ609 

nrcryoyo 






1900*^ 
1 ^yyo 


hfrr0477 
luoi yHf f 


lOUOO 


hfrrOf>4Q 
iiiuyony 


1 0 1 1 0 




1*517*5 
10 1 r 0 


hfrrQ6Q4 

nTcryoy4 






19QQ4 


hfrrP47ft 

1 MUI OH / 0 




hfrrQ'i'^0 


1*5114 


hfrrOR99 


1*5174 


iiior yoyo 


12935 


hfrr9392 






1 


hfrrQ'i^l 


10110 


hfrr9fi9'^ 


10 1 / 0 


1 HOI yuyo 




1 ilUI CJOCv 


19QQfi 
t^yyvj 


inwy*TO 1 




niuyv>oo 


10 1 10 


hfrrQR94 

IlluyuZ*r 


1*^176 
101 f\j 


hfrr0608 

nrcryoyo 






19997 


hfrr94fi9 


1 >j\j\ji 


1 HOI yuJ*T 


1^^117 
1011/ 


1 1101 Z}\JC.\J 


101// 


hfrr9700 


1 £,\J00 






hfrrP4A? 
1 iiui ytoo 


I ovoo 


I iiui yot/j 


1'511R 
1 0 1 1 0 




1*^178 
1 0 I / 0 


hfrrQ701 
iHoiy / u 1 


19Q'^Q 

1 L^yJ\3 




19QQQ 


hfrrQ4R4 


1 WQ 
louoy 


iiiu yooD 


10 1 1 y 


hWQft97 

I iicr yoz / 


1*5170 

1 0 1 / y 


hWCl70'5 

nicry / uo 


19Q4n 


jnuy*+uu 


lOUUU 


hfrrQ4fl'^ 
iHUyH-OQ 


I'^OfiO 


nicryooo 


1*5190 


nrcryozo 


1*5180 
iOloVJ 


hf^rQ70A 

nrcry/u4 


19QA1 

1^57^ 1 


hfnrQ4n9 


louu 1 


hfrr04fiA 


I'^ORI 


fiTcryooy 


1*5191 
iO !Z 1 


riTcryozy 


1*5181 
10 lOl 


hf«r070i!; 

nrcry/uo 


19Q49 


nicry^uo 




nTcry4yu 




nTcryoDU 


17199 


DTcryDOu 


1*5180 

loloz 


nTcry/Uo 


19QA'^ 




I'^OO'^ 
1 OUUo 


hfrrOAQI 


1*506*5 


nicryoD 1 


1*519*5 
10 IZO 


hWQ6*51 

nrcryoo 1 


1 '518*5 
10 loO 


nTcry/ u/ 


19QM 

1 c.yj'rt 


iMui y*fui/ 


1^^004 
lOUU*f 


hfpr04Q9 


1*5064 


hfprQf\69 

riTcryooi 


1*5194 
10 \ IA 


nrcryooo 


1*5184 
10 lo4 


hf^r0708 

nicry/uo 












iiii/i youo 


1*^1 9R 
lO IZo 


hf/^rQR'54 

nicryDO*f 


1*5181^ 
10 loo 


hf(^r070Q 

nrcry / uy 






1^006 


hfrr94Q4 




hfrrQ'^R4 


1*^1 9fi 


iiioiyuoo 


1*5186 
10 100 


hfrrQ711 


19Q47 


hfrrQ41 n 


i'^on7 
1 >j\j\ji 


hfrrQ4Q^ 


1'^0fi7 




1^5197 


hfrrQfi'57 
iiivi yoo/ 


1*5187 


hfrrQ71^ 

iiioiy/ 10 




hfrrQ41 1 


IOUVjO 


hfrrQ4Qfi 


I'^Ofift 


iiiuiyv>Qu 


10 \£.0 


hfrrQft'58 

iiTcryooo 


1*5188 

10 100 


hfrr071 *=; 

nicry/ lo 




hfrrQ419 




hfrrQ4Q7 


louoy 


hfrrQRfi7 


1*^190 

10 iCo 


Ml 01 yuoy 


1*5180 
1 0 loy 


hWQ71 6 
iHoiyf 10 


12^50 




1*^010 


hfrrQSOn 
1 Mi/i yjuu 


1?070 


liiu yjuy 


10 lOU 


hfprQR40 


1*5100 

10 lyu 


hfor0717 

nicry / 1 / 




hfrrQ4i4 


1^501 1 


nrcryou 1 


1*5071 


hf/^rQt\79 

iiTCryo/i 


1*51*51 


nTCry040 


1*5-101 

loiy 1 


nrcry no 




hfnrQil 

riTury'f 1 0 


1^019 


hf/>rQ(%09 

iiTcryoUi 


1*5079 


hf/^rOCT'J 

riTcryOfO 


1*51*50 
iOIOZ 


nTcryD44 


1^100 

loiyz 


mcryny 




iHU yt 1 0 


I'^OI? 
1 OU 1 0 


hfrrO'^O'^ 


1 '507*5 




1*51 '5 '5 
1 0 100 


hfrrQ64'^ 

nicryo^o 


1*510*5 

10 lyo 


hforQ790 

nrcry / zu 


12954 


hfcr9417 


13014 


hfcr9505 


13074 


hfcr9575 


13134 


hfcr9646 


13194 


hfcr9721 


12955 


hfcr9418 


13015 


hfcr9506 


13075 


hfcr9576 


13135 


hfcr9647 


13195 


hfcr9723 


12956 


hfCT9419 


13016 


hfcr9507 


13076 


hfcr9577 


13136 


hfcr9648 


13196 


hfcr9725 


12957 


hfcr9420 


13017 


hfcr9508 


13077 


hfcr9578 


13137 


hfcr9649 


13197 


hfcr9726 


12958 


hfcr9421 


13018 


hfcr9509 


13078 


hfcr9579 


13138 


hfcr9650 


13198 


hfcr9727 


12959 


hfcr9424 


13019 


hfcr9510 


13079 


hfcr9580 


13139 


hfcr9651 


13199 


hfcr9728 


12960 


hfcr9425 


13020 


hfcr9511 


13080 


hfcr9581 


13140 


hfcr9652 


13200 


hfcr9729 
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13201 


hfcr9730 


13261 


hfcr9815 


13321 


hfcr9907 


13381 


hfcr9980 


13202 


hfcr9731 


13262 


hfGr9816 


13322 


hfcr9908 


13382 


hfcr9981 


13203 


hfcr9733 


13253 


hfcr9817 


13323 


hfcr9909 


13383 


hfcr9982 


13204 


hfcr9736 


13264 


hfcr9819 


13324 


hfcr9910 


13384 


hfcr9985 


13205 


hfcr9737 


13265 


hfcr9820 


13325 


hfcr9911 


13385 


hfcr9986 


13206 


fifcr9738 


13266 


hfcr9821 


13326 


hfcr9912 


13386 


hfcr9987 


13207 


hfcr9739 


13267 


hfcr9822 


13327 


hfcr9913 


13387 


hfcr9988 


13208 


hfcr9740 


13268 


hfcr9823 


13328 


hfcr9914 


13388 


hfcr9989 


13209 


hfcr9741 


13269 


hfcr9824 


13329 


hfcr9915 


13389 


hfcr9990 


13210 


hfcr9742 


13270 


hfcr9827 


13330 


hfcr9916 


13390 


hfcr9991 


13211 


hfcr9743 


13271 


hfcr9830 


13331 


hfcr9917 


13391 


hfcr9992 


13212 


hfcr9744 


13272 


hfcr9835 


13332 


hfcr9918 


13392 


hfcr9993 


13213 


hfcr9745 


13273 


hfcr9836 


13333 


hfcr9919 


13393 


hfcr9994 


13214 


hfcr9746 


13274 


hfcr9837 


13334 


hfcr9920 


13394 


hfcr9995 


13215 


hfcr9748 


13275 


hfcr9840 


13335 


hfcr9921 


13395 


hfcr9996 


13216 


hfcr9751 


13276 


hfcr9841 


13336 


hfcr9922 


13396 


hfcr9997 


13217 


hfcr9754 


13277 


hfcr9842 


13337 


hfcr9923 


13397 


hfcr9998 


13218 


hfcr9755 


13278 


hfcr9843 


13338 


hfcr9924 


13398 


hfcr9999 


13219 


hfcr9756 


13279 


hfcr9844 


13339 


hfcr9926 






13220 


hfcr9757 


13280 


hfcr9845 


13340 


hfcr9927 






13221 


hfcr9759 


13281 


hfcr9846 


13341 


hfcr9928 






13222 


hfcr9761 


13282 


hfcr9847 


13342 


hfcr9929 






13223 


hfcr9763 


13283 


hfcr9848 


13343 


hfcr9932 






13224 


hfcr9764 


13284 


hfcr9853 


13344 


hfcr9933 






13225 


hfcr9767 


13285 


hfcr9861 


13345 


hfcr9934 






13226 


hfcr9768 


13286 


hfcr9862 


13346 


hfcr9935 






13227 


hfcr9769 


13287 


hfcr9863 


13347 


hfcr9936 






13228 


hfcr9771 


13288 


Iifcr9866 


13348 


hfcr9938 






13229 


hfcr9773 


13289 


hfcr9867 


13349 


hfcr9939 






13230 


hfcr9774 


13290 


hfcr9868 


13350 


hfcr9940 






13231 


hfcr9775 


13291 


hfcr9869 


13351 


hfcr9941 






13232 


hfcr9776 


13292 


hfcr9871 


13352 


hfcr9942 






13233 


hfcr9777 


13293 


hfcr9872 


13353 


hfcr9943 






13234 


hfcr9778 


13294 


hfcr9875 


13354 


hfcr9945 






13235 


hfcr9779 


13295 


hfcr9879 


13355 


hfcr9946 






13236 


hfcr9782 


13296 


hfcr9880 


13356 


hfcr9947 






13237 


hfcr9783 


13297 


hfcr9881 


13357 


hfcr9948 






13238 


hfcr9784 


13298 


hfcr9883 


13358 


hfcr9949 






13239 


hfcr9785 


13299 


hfcr9884 


13359 


hfcr9953 






13240 


hfcr9787 


13300 


hfcr9885 


13360 


hfcr9954 






13241 


hfcr9788 


13301 


hfcr9886 


13361 


hfcr9955 






13242 


hfcr9789 


13302 


hfcr9887 


13362 


hfcr9956 






13243 


hfcr9790 


13303 


hfcr9888 


13363 


hfcr9958 






13244 


hfcr9791 


13304 


hfcr9889 


13364 


hfcr9959 






13245 


hfGr9794 


13305 


hfcr9890 


13355 


hfcr9960 






13246 


hfcr9795 


13306 


hfcr9891 


13366 


hfcr9961 






13247 


hfcr9796 


13307 


hfcr9892 


13367 


hfcr9963 






13248 


hfcr9797 


13308 


hfcr9893 


13368 


hfcr9965 






13249 


hfcr9799 


13309 


hfcr9894 


13369 


hfcr9966 






13250 


hfcr9800 


13310 


hfcr9895 


13370 


hfcr9967 






13251 


hfcr9802 


13311 


hfcr9896 


13371 


hfcr9968 






13252 


hfcr9803 


13312 


hfcr9897 


13372 


hfcr9969 






13253 


hfcr9804 


13313 


hfcr9898 


13373 


hfcr9970 






13254 


hfcr9807 


13314 


hfcr9899 


13374 


hfcr9971 






13255 


hfcr9808 


13315 


hfcr9900 


13375 


hfcr9973 






13256 


h{cr9809 


13316 


hfcr9901 


13376 


hfcr9974 






13257 


hfcr9810 


13317 


hfcr9902 


13377 


hfcr9975 






13258 


hfcr9811 


13318 


hfcr9903 


13378 


hfcr9976 






13259 


hfcr9812 


13319 


hfcr9904 


13379 


hfGr9977 






13260 


hfcr9814 


13320 


hfcr9905 


13380 


hfcr9979 
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1 


ncrOOOl 




2 


ncr0004 




3 


ncr0005 




4 


iicr0007 




5 


ncrOOOS 




6 


ncrOOll 




7 


ncr0013 




8 


ncr0014 




9 


ncr0015 




10 


ncr0016 




11 


ncrOOlS 




12 


iicr0019 




13 


ncr0020 




14 


ncr0021 




15 


iicr0023 




16 


ncr0025 




17 


ncr0026 




18 


ncr0028 




19 


ncr0029 




20 


ncr0031 




21 


ncr0032 




22 


iicr0033 




23 


ncr0034 


III 


24 


ncr0035 




25 


ncr0036 




26 


ncr0037 

Xi.\/X \J\J ^ ( 


hi 


27 


ncr0041 




28 


ncr0043 




29 


ncr0044 




30 


ncr0045 


ilJ 


31 


ncr0046 


ill 


32 


ncr0047 


IS 


33 


ncr0048 




34 


ncr0049 


m 


35 


iicr0051 




36 


ncr0052 




37 


ncr0054 




38 


ncr0055 




39 


ncr0056 




40 


ncr0060 




41 


iicr0064 




42 


ncr0066 




43 


ncr0067 




44 


ncr0070 




45 


ncr0072 




46 


iicr0073 




47 


ncr0074 




48 


ncr0075 




49 


ncr0076 




50 


ncr0078 




51 


ncr0079 




52 


ncr0080 




53 


ncrOOSl 




54 


ncr0083 

XXVX \J\J Kj~mJ 




55 


ncr0084 




56 


ncr0085 




57 


ncr0088 




58 


ncr0090 




59 


ncr0091 




60 


ncr0092 



61 


ncr0094 


121 


ncr0178 


62 


ncr0095 


122 


ncr0179 


63 


ncr0096 


123 


ncrOlSO 


64 


ncr0097 


124 


ncrOlSl 


65 


ncr0099 


125 


ncr0182 


66 


ncrOlOO 


126 


ncr0183 


67 


ncrOlOl 


127 


ncr0184 


68 


ncr0103 


128 


ncr0185 


69 


ncr0104 


129 


ncr0186 


70 


ncr0105 


130 


ncr0187 


71 


ncr0107 


131 


ncr0188 


72 


ncr0108 


132 


ncr0189 


73 


ncr0109 


133 


ncr0191 


74 


ncrOllO 


134 


ncr0193 


75 


ncr0113 


135 


ncr0194 


76 


ncr0114 


136 


ncr0197 


77 


ncr0115 


137 


ncr0198 


78 


ncrOin 


138 


ncr0199 


79 


ncr0120 


139 


ncr0201 


80 


ncr0122 


140 


ncr0205 


81 


ncr0123 


141 


ncr0206 


82 


ncr0124 


142 


ncT0208 


83 


ncr0125 


143 


ncr0209 


84 


ncr0126 


144 


ncr0210 


85 


ncr0128 


145 


ncr0211 


86 


ncr0130 


146 


ncr0212 


87 


ncr0132 


147 


ncr0213 


88 


ncr0133 


148 


ncT0215 


89 


ncr0134 


149 


ncr0218 


90 


ncr0135 


150 


ncr0221 


91 


ncr0136 


151 


ncr0222 


92 


ncr0137 


152 


ncr0223 


93 


ncr0138 


153 


ncr0224 


94 


ncr0140 


154 


iicr0231 


95 


ncr0142 


155 


ncr0233 


96 


ncr0143 


156 


ncr0235 


97 


ncr0144 


157 


ncr0236 


98 


ncr0145 


158 


ncr0238 


99 


ncr0146 


159 


ncr0239 


100 


ncr0148 


160 


ncr0240 


101 


iicr0149 


161 


ncr0241 


102 


ncr0150 


162 


ncr0242 


103 


ncr0152 


163 


ncr0243 


104 


ncr0153 


164 


ncr0244 


105 


ncr0156 


165 


ncr0245 


106 


ncr0157 


166 


ncr0246 


107 


ncr0159 


167 


iicr0250 


108 


ncr0160 


168 


ncr0251 


109 


ncr0164 


169 


ncr0252 


110 


ncr0165 


170 


ncr0253 


111 


ncr0166n 


171 


ncr0255 


112 


ncr0167 


172 


iicr0256 


113 


ncr0168 


173 


ncr0257 


114 


ncr0169 


174 


ncr0258 


115 


ncrOnO 


175 


ncr0260 


116 


ncrOni 


176 


ncr0261 


117 


ncr0172 


177 


ncr0262 


118 


ncr0173 


178 


ncr0265 


119 


ncr0174 


179 


ncr0266 


120 


ncr0176 


180 


ncr0267 



181 


ncr0268 


241 


ncr0358 


182 


ncr0269 


242 


ncr0360 


183 


ncr0270 


243 


iicr0363 


184 


ncr0272 


244 


iicr0364 


185 


ncr0273 


245 


ncr0365 


186 


ncr0274 


246 


ncr0366 


187 


ncr0275 


247 


ncr0368 


188 


ncr0276 


248 


ncr0369 


189 


ncr0277 


249 


ncr0370n 


190 


ncr0279 


250 


ncr0371ii 


191 


ncr0282 


251 


ncr0372 


192 


ncr0284 


252 


ncr0373 


193 


ncr0285 


253 


ncr0374 


194 


ncr0286 


254 


ncr0376 


195 


ncr0287 


255 


ncr0377 


196 


iicr0289 


256 


ncr0378 


197 


ncr0291 


257 


ncr0379 


198 


ncr0292 


258 


ncr0380 


199 


ncr0296 


259 


ncr0381 


200 


ncr0299 


260 


ncr0382 


201 


ncr0300 


261 


ncr0383 


202 


ncr0301 


262 


ncr0384 


203 


ncr0303 


263 


ncr0385 


204 


ncr0304 


264 


iicr0387 


205 


ncr0305 


265 


ncr0388 


206 


ncr0306 


266 


ncr0389 


207 


ncr0307 


267 


ncr0392 


208 


ncr0309 


268 


ncr0393 


209 


ncr0310n 


269 


ncr0395 


210 


ncr0312 


270 


ncr0396 


211 


ticr0313 


271 


ncr0400 


212 


ncr0314 


272 


ncr0402 


213 


ncr0315 


273 


iicr0403 


214 


iicr0316 


274 


ncr0404 


215 


ncr0317 


275 


ncr0407 


216 


ncr0319 


276 


ncr0408 


217 


ncr0320 


277 


ncr0409 


218 


iicr0323 


'278 


ncr0411 


219 


ncr0325 


279 


ncr0412 


220 


ncr0326 


280 


ncr0413 


221 


ncr0328 


281 


ncr0415 


222 


ncT0329 


282 


ncr0416 


223 


ncr0330 


283 


ncr0417 


224 


ncr0331 


284 


ncr0418 


225 


ncr0332 


285 


ncr0420 


226 


iicr0333 


286 


ncr0421 


227 


ncr0335 


287 


ncr0422 


228 


ncr0336 


288 


ncr0424 


229 


iicr0338 


289 


ncr0425 


230 


ncr0339n 


290 


iicr0426 


231 


ncr0340 


291 


ncr0427 


232 


ncr0343 


292 


ncr0429 


233 


ncr0345 


293 


iicr0432 


234 


ncr0347 


294 


ncr0433 


235 


ncr0350 


295 


ncr0434 


236 


ncr0352 


296 


ncr0436 


237 


ncr0353 


297 


ncr0438 


238 


ncr0355 


298 


ncr0441 


239 


ncr0356 


299 


ncr0442 


240 


ncr0357 


300 


ncr0443 
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301 


ncr0444 


361 


ncr0531 


421 


ncr0598 


481 


ncr0678 


541 


ncr0780 


302 


ncr0445 


362 


ncr0532 


422 


ncr0600 


482 


ncr0679 


542 


ncr0781 


303 


ncr0446 


363 


ncr0533 


423 


iicr0602 


483 


ncr0680 


543 


ncr0783 


304 


ncr0448 


364 


ncr0534 


424 


ncr0604 


484 


ncr0681 


544 


ncr0785 


305 


ncr0449 


365 


ncr0535 


425 


ncr0605 


485 


ncr0685 


545 


ncr0786 


306 


ncr0451 


366 


ncr0536 


426 


ncr0608 


486 


ncr0687 


546 


ncr0787 


307 


ncr0452 


367 


ncr0538 


427 


ncr0609 


487 


ncr0688 


547 


ncr0788 


308 


iicr0453 


368 


ncr0539 


428 


ncr0610 


488 


ncr0690 


548 


ncr0791 


309 


ncr0454 


369 


ncr0540 


429 


ncr0611 


489 


ncr0692 


549 


ncr0792 


310 


ncr0455 


370 


ncr0541 


430 


ncr0612 


490 


ncr0693 


550 


ncr0795 


311 


ncr0456 


371 


ncr0542 


431 


ncr0613 


491 


ncr0694 


551 


ncr0796 


312 


ncr0457 


372 


ncr0543 


432 


ncr0614 


492 


ncr0696 


552 


ncr0797 


313 


ncr0459 


373 


ncr0544 


433 


ncr0615 


493 


ncr0697 


553 


ncr0799 


314 


ncr0460 


374 


ncr0545 


434 


ncr0617 


494 


ncr0700 


554 


ncr0800 


315 


ncr0461 


375 


ncr0546 


435 


ncr0618 


495 


ncr0701 


555 


ncrOSOl 


316 


ncr0463 


376 


ncr0547 


436 


ncr0619 


496 


ncr0704 


556 


ncr0802 


317 


ncr0466 


377 


ncr0548 


437 


ncr0620 


497 


ncr0708 


557 


ncr0803 


318 


ncr0467 


378 


ncr0549 


438 


ncr0621 


498 


ncr0711 


558 


iicr0806 


319 


ncr0469 


379 


ncr0550 


439 


ncr0622 


499 


ncr0713 


559 


ncr0807 


320 


ncr0470 


380 


ncr0551 


440 


ncr0623 


500 


ncr0714 


560 


ncr0808 


321 


ncr0471 


381 


ncr0553 


441 


ncr0624 


501 


ncr0716 


561 


ncr0810 


322 


ncr0472 


382 


ncr0554 


442 


ncr0625 


502 


ncr0720 


562 


ncr0812 


323 


ncr0474 


383 


ncr0556 


443 


ncr0626 


503 


ncr0721 


563 


ncr0813 


324 


ncr0475 


384 


ncr0557 


444 


ncr0627 


504 


ncr0723 


564 


ncr0814 


325 


ncr0477 


385 


ncr0559 


445 


ncr0628 


505 


ncr0725 


565 


ncr0816 


326 


ncr0478 


386 


ncr0560 


446 


ncr0630 


506 


ncr0728 


566 


ncr0817 


327 


ncr0479 


387 


ncr0561 


447 


ncr0631 


507 


ncr0729 


567 


ncr0819 


328 


ncr0480 


388 


ncr0562 


448 


iicr0632 


508 


iicr0731 


568 


ncr0820 


329 


ncr0484 


389 


ncr0563 


449 


ncr0633 


509 


ncr0733 


569 


ncr0822 


330 


ncr0485 


390 


ncr0564 


450 


ncr0634 


510 


ncr0734 


570 


ncr0824 


331 


ncr0486 


391 


ncr0565 


451 


ncr0635 


511 


ncr0736 


571 


ncr0825 


332 


ncr0488 


392 


ncr0566 


452 


ncr0637 


512 


ncr0738 


572 


ncr0826 


333 


ncr0489 


393 


ncr0567 


453 


ncr0638 


513 


ncr0739 


573 


ncr0827 


334 


ncr0491 


394 


ncr0568 


454 


ncr0640 


514 


ncr0740 


574 


ncr0828 


335 


ncr0494 


395 


ncr0569 


455 


ncr0641 


515 


ncr0741 


575 


iicr0829 


336 


ncr0495 


396 


ncr0570 


456 


ncr0642 


516 


ncr0742 


576 


ncr0830 


337 


ncr0496 


397 


ncr0571 


457 


ncr0643 


517 


ncr0744 


577 


ncr0832 


338 


ncr0497 


398 


ncr0572 


458 


ncr0644 


518 


ncr0746 


578 


ncr0833 


339 


ncr0498 


399 


ncr0573 


459 


ncr0645 


519 


ncr0747 


579 


ncr0835 


340 


ncr0500 


400 


ncr0574 


460 


ncr0646 


520 


ncr0749 


58a 


ncr0836 


341 


ncr0502 


401 


ncr0575 


461 


ncr0648 


521 


ncr0751 


581 


ncr0838 


342 


ncr0503 


402 


ncr0576 


462 


ncr0649 


522 


ncr0754 


582 


ncr0839 


343 


ncr0504 


403 


ncr0577 


463 


ncr0650 


523 


ncr0755 


583 


ncr0840 


344 


ncr0505 


404 


ncr0578 


464 


ncr0652 


524 


ncr0756 


584 


ncr0842 


345 


ncr0506 


405 


ncr0580 


465 


ncr0654 


525 


ncr0759 


585 


ncr0843 


346 


ncr0507 


406 


ncr0581 


466 


ncr0656 


526 


ncr0760 


586 


iicr0844 


347 


ncr0509 


407 


ncr0582 


467 


ncr0658 


527 


iicr0761 


587 


ncr0845 


348 


ncr0511 


408 


ncr0583 


468 


ncr0660 


528 


ncr0762 


588 


ncr0846 


349 


ncr0512 


409 


ncr0584 


469 


ncr0661 


529 


ncr0763 


589 
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ncr 1 0 1 o 


1 79S 
ioz J 


nrrl 01 7 

ncriy 13 


1 752S 


nrrOOn^x 


1 44S 
144 J 


■nrrO 1 (\A 

ncrz 1 U4 


1906 


nrrl 7'^7 


1966 


nrrl 5217 


1796 

I J7ZU 


nrrl 01 4 

nLriiy 14 


1 7526 

130U 


nrr9007 

ncrzvvj / 


1446 
1440 


nrr910S 

ncrziuj 


1907 




1967 

IZO / 


nrrl 521 R 


1797 

13Z / 


nrrl 01 6 
Hv-'A I y A O 


1 7527 

A3o / 


nrr9000 


1 447 
14'+ / 


nrr91 1 0 

ncrz 1 1 u 




nrrl 741 


196)? 


nrrl 521 0 


1 795? 

lOZO 


nrrl 01 7 

ncriyi / 


1 75252 
1300 


nrr901 0 

ncrzulu 


14452 
1446 


nrr0 119 

ncrzi iz 


190Q 


nnrl74^ 


1969 


nrrl R90 


n90 


nrrlOIR 
nci 1 y i 0 


175^0 
i3oy 


tirT901 1 
ncrzv 1 1 


1440 
144y 


nrr9 IIS 

ncrz X 1 J 


1910 




1 970 

IZ / u 


nrrl 5291 

AivA A OZ 1 


1770 


nrr1 01 0 
AAV^A A y A y 


1 700 

A3yv 


nrr901 9 
IiClZv IZ 


14S0 
143U 


nrr9 1 1 0 

ncrz 1 1 y 


191 1 


nrrl74S 


1971 


nrrl 5299 

AACX AOZZ 


1 771 


nrrl 090 

AAvA AyZU 


1701 
A3y 1 


nrr9017 

lAvA Z V A 3 


14S1 


nrr9197 

AAvAZ A Z3 


1919 


nrrl 747 


1 979 
iz / z 


nrrl 5294 

llCl 1 OZH 


1 779 


nrrl 096 

ncriyzo 


1 709 
i3yz 


nrr901 S 

ncrzvj X 3 


14S9 

A43Z 


nrr9194 

ncrz A Zt- 




nrrl 748 


197^ 

IZ ID 


nrr1529S 
ucriozj 


1777 


nrrl 0952 

ncriyzo 


1 707 
i3y3 


nrT901 6 

ncTZ V 1 o 


14^7 
1433 


nrr9 1 9 S 

ncrzizj 


1914 


nrrl 740 


MIA 
iz /*+ 


nrrl 5279 

lAvlA OJ>Z 


1774 


nrrl 090 


1704 
i3y4 


nrr901 0 

ncrzu 1 y 


14S4 
1434 


nrr91 97 

ncrz 1 z / 


191 S 

iz u 


T^rr^ 7S9 

iicri / jz 


1 97S 

1 z / J 


nrrl 5277 
nCIAoj J 


1 77S 

10 J J 


nrrl 070 

ncr iy3u 


1 70S 


nrr709 1 

ucrzuz 1 


14SS 
14j J 


nrr91 90 

ncrz 1 zy 


1916 
IZiD 


ncri I JO 


1 976 
IZ /O 


nrrl 527S 

ncri J 


1 77i=» 


nrrl 07 1 

ncr iy3 1 


1 70^% 

i^yo 


nrr909S 

ncrzuzj 


14Sf\ 
14J0 


nrr91 71 

ncrz 1 3 1 


1917 


nrrl 7S4 


1977 


nrrl 5270 


1 777 


nrrl 079 

ncr ly 3z 


1 707 

i3y / 


nrr9090 

ncrzuzy 


14S7 
143 / 


nrr9 1 7 S 

ncrz 133 


191S 


ucri / jj 


1 9752 
Iz /o 


nrrl 5241 

ncrio'H-i 


17752 


nrr1 074 

ncriy 34 


1 7052 

i3yo 


nrr9071 

ncrzu3 1 


1 4S52 
143o 


nrr91 76 

ncrz 1 30 


1910 


nrrl 7S6 


1 970 
IZ ly 


nrrl 524S 


1770 

1 J jy 


nrrl 07S 

ncr 1 y 3 j 


1700 

i3yy 


nrr9077 

ncrzU33 


14S0 
14jy 


nrr91 77 

ncrz 13/ 


1990 


nrrl7S7 


1 9520 


nrrl 5247 


1740 


nrrl 076 
n^i iy3v) 


1400 


t>rr907S 
ncrzv/33 


1460 
14uU 


nrr91 752 

ncrz 130 


1 991 
ILL 1 


nrrl 7SQ 


1 9J21 
IZo 1 


nr-rl 524S 
ncri Ot-O 


1 741 
1 jhI 


nrr1 077 

ncr y y 3 / 


1401 
14U1 


ncrzU30 


14fi1 
1401 


nrr91 70 

ncrzloy 


1 999 


nr»r1 760 


1 9529 
izoz 


nrrl QSO 

ncri 53 u 


1 749 

1 j4z 


nr«f 1 070 

ucriy3y 


1409 
14v)Z 


nrr7 077 

ncrzu3 / 


140Z 


nr-r7 1 4n 

ncrz 14U 


1 99^ 
ILL J 


nrrl 76^^ 


1 952^ 
IZoJ 


nrrl 52S1 

ncri 0 J 1 


1 747 


nrrl 040 


1407 
14U3 


r>r-rO 070 

ncizujy 


14/=i7 
1403 


n/-.^-7 1/11 

ncrz 141 


1 994 


ncri /o^ 


lzo4 


ncricS J J 


1 744 


rir»f 1 Q41 

ucr 1 y 4 1 


1 404 
i4U4 


ncrzU4U 


1404 


ncrz 144 


lzz3 


■nrf 1 

ncri /OD 


IzoO 


ncrioDO 


1 74S 


Tiri-l 040 

iicriy4z 


1 4n<j 
14v3 


nCrzU4z 


140 J 


ncrz 143 


1996 


nCil / DO 


1 9526 
IZoO 


nrrl 52S52 

ncriojo 


1 74A 


■rt/^vl 044 

aCX 1 y 44 


i4UD 


ncrzU44 


1 4AA 
1400 


ncrz 140 


1 997 
ILL 1 


nrrl 767 

ncri / o/ 


1 9527 
Izo/ 


nrrl 5261 

ncriool 


1 747 
134 / 


ncriy 43 


14U/ 


ncrzU43 


140 / 


1 47 

ncrz 14 / 


1 9952 


nrrl 7652 

ncri /Do 


1 952J2 
Izoo 


nrrl 5269 

ucrioOz 


17452 
I j4o 


-nrrl Q4fi 

Ilcriy4o 


1402 


ncrzU4 / 


146C 
140o 


♦irr914Q 

ncrzi4o 


1 990 


nrrl 771 

ncri / / 1 


1 9520 
IZo" 


nrrl 5^67 

ncriooj 


1 740 
1 34y 


nrrl 040 

ncr 1 y 4y 


1400 

i4uy 


nrr90452 

ncrzU4o 


1460 

i4oy 


nrr9 1 40 

ncrz 1 4y 


1 9*^0 


779 

ncri / /z 


1 900 

izyu 


nrrl 52^4 

ncrioo^ 


1 7 so 


nrrl QSl 


141 0 
14 Av/ 


nrr7 040 

nLrzv/4y 


1470 
14 / U 


nrr91 S9 

ncrzi jz 


19^1 


nrrl 774 


1 901 
xLy I 


nrrl 5267 
ncr A ou / 


1 7S1 

13 J i 


nrr1QS7 

ncriy 33 


1 41 1 
1411 


nrr90S0 

ncrzu3\j 


1471 
IH- / 1 


nrr9 1 S7 

ncrz 133 


ILOL 


nrrl 777 
nci kill 


1909 


nrrl 52652 


1 7S9 

1 J JZ 


nrr1QS4 

ncriyj4 


1419 
141Z 


nrr90S1 

ncrzUj 1 


1479 
14 /Z 


nrr91 S/^ 

ncrz 130 




nrrl 7752 

ncri / / o 


1 90*^ 

izyj 


nrrl 52^0 


1 7S7 




1417 

1413 


Tirr90S9 

ncrzUjz 


y ATI 
14 Id 


ncrz 13/ 




n/-r1 770 

ncri / /y 


1 904 


ni-»r1 52 7n 

ncr 1 o / u 


1 7S4 
13 j4 


nr-rl QSQ 

ucr ly^y 


1414 
14 14 


-nrT'?nS4 

ncrzU34 


1 474 
14 /4 


1 S52 

ncrz 1 J 0 


1 9'iS 


n/»fl 7fi0 

ncri /ou 


1 90^ 

izyo 


nr»f 1 Q71 

ncrio / 1 


1 7^S 
133J 


ncriy 04 


1 41 <C 
1413 


ncr/ U3 3 


1 47S 
14 /3 


ncrz 1 3!? 


19^6 


nrrl 752 1 

ncri /oi 


1 906 

izyo 


nrrl 877 
UCrio / 3 




ncriy DO 


1 41 
1410 


ncrzUDO 


1 47#i 
14 /O 


ncrz 1 ou 


1 9'^7 


nrrl 7529 

ncri /oz 


1 907 

IZV / 


nrrl 5274 

ncr 1 0 / 4 


1 7S7 


vyf^vi Q^7 

ncriyo/ 


1417 
141 / 


ncrzu JO 


1 /1 77 


ncrz 1 o 1 




ncri /5>3 


1 7Q52 

izyo 


■nn-f^ C7S 

ncr 1 o / J 


1 7S52 

13 jO 


nCriyOy 


141 $J 
141o 


ncrzUjy 


1 /I7C 
14/0 


«/»i-7 t /C7 

ncrz 1 03 


1 9'^0 


ncri /o'f 


1 900 

izyy 


ncr 1 o / 0 


1 7SQ 
13 jy 


r^i-«i-1 Q7A 

ucr 1 y / u 


1410 

i4iy 


ncrzuou 


1 470 

14 /y 


ncrz 104 


1 940 


nrrl 752 S 
llCl 1 / 0 J 


1 ^00 


nrrl 5277 

ncr lq 1 1 


1 7^\0 


nrrl 071 

ncr 1 y / 1 


1490 
14ZU 


nrrOHAl 

ncrzuo i 


14520 
14oU 


nrr9 1 ^'S 

ncrz 1 03 


1941 


nrrl 7526 
uci 1 / ou 


1^01 
lOU 1 


nrrl 5270 

ncr 1 o / y 


1761 
1301 


nrrl 079 

uCTiy /z 


1491 
14Z1 


nrr'>0A9 

ncrzu OZ 


14521 
14o 1 


nrr9 1 ^52 

ncrzloo 


1 949 


nrr17R7 


1^09 

A JWZ 


nrrl 52521 


1769 


nrr1Q7S 
iici 1 y / J 


1499 
14ZZ 


nrr9067 

ncrzuo3 


14529 
14oZ 


nrr91 70 

ncrz 1 / u 


IZH-j 


nrrl 75252 

ncri /oo 




norl 52 52 9 

ucriooz 


1 7f^7 


ncriy /D 


1497 
14Z3 


ncrzuoo 


1 /I C7 
1403 


«/-.*-7 171 

ncrz 1/1 


1 944 


nrr17R0 

ncri / Qy 


1 "^04 


nrrl 52 52 7 


1764 
1304 


nrrl 077 

uCTiy / / 


1494 
14z4 


ncrztroo 


14524 
14o4 


■Mr»i«0 1 79 

ncrz 1 /z 


1 94S 


nrrl 701 

ncr 1 / y 1 


1 70S 


ncriooD 


1 7^S 
l30J 


v>ir»-f 1 07Q 

ncr 1 y / o 


14zj 


ncrzu /u 


1403 


ncrz 1/3 


1 946 


nrrl 709 

llCl 1 / -?Z 


1 706 

1 JvO 


nrrl 52 5252 


1 766 
1300 


nrrl 0520 

ncri you 


1496 
14Z0 


nrr9079 

ncrzu / z 


14526 
14oD 


«ri-7 1 74 

ncrzi /4 


1947 


nrrl 70^ 


1 707 
lOu / 


nrrl 52 52 0 


1 767 
130 / 


nrrl 0521 

ncriyo i 


1497 
14/ / 


nrT'9077 

ncrzu / 3 


14527 
14o / 


i-k/^v7 1 7S 

ncrzi /3 


194R 


nrrl 704 


170R 


nrrl 5209 


1765i 

13uo 


nrrl 0529 

ncriyoz 


14952 
14zo 


nrr907Q 

ncrzu /y 


145252 
14oo 


nrr9 1 76 

ncrzi /o 


1940 


nrrl 70 


1 700 


nrrl 5207 
ucr I oyD 


1 760 
i3Dy 


nrrl 0527 

ncr ly o3 


1490 
i4zy 


nrr90521 

ncrzuo 1 


14520 
i4oy 


nrr9 1 752 

ncrzi /o 


12^0 


nrrl 707 


mo 


nrrl R04 


A3 / V 


nrrl 0524 

AACA A j/0*T 


1470 


nrr90527 

AACAZ\/03 


1400 


nrr9 1 70 
ncrzi ly 


1251 


ncri 798 


n1 1 


nrrl 520 S 
AivA 1 oy J 


1^71 

13 / I 


nrr1Q52S 

lAci lyoj 


1471 

143 1 


nrr90524 

ncrzuo4 


1401 

i4y 1 


«rr9 1 520 

ncrz 1 ou 


19S9 

XZJZ 


nrrl 5200 

ncriov/v 


1719 
1 J IZ 


nrrl 52052 


1 779 

l3 /Z 


•nr»v1 05252 

ncriyoo 


1479 
143Z 


ncrzuo / 


1 400 

14yz 


ncrziol 


1 9^^ 

IZ^ J 


nrrl 5209 

ncri ovz 


1717 


nnri onn 
ncr lyuu 


1 777 
13/3 


ncriyoy 


1 477 
1433 


ncrzu 00 


1 40^ 

i4y3 


1 Q7 

ncrzioz 


1254 


ncri 803 


1314 


ncr 1901 


1374 


nrrl 990 


1434 


nrr90R9 


1494 


nrr9 1 R6 

AAi/AZ A OU 


1255 


ncrl804 


1315 


ncrl903 


1375 


ncrl992 


1435 


ncr2091 


1495 


ncr2187 


1256 


ncr 1805 


1316 


ncri 904 


1376 


ncri 993 


1436 


ncr2092 


1496 


ncr2188 


1257 


ncri 806 


1317 


ncrl905 


1377 


ncri 994 


1437 


ncr2094 


1497 


ncr2189 


1258 


ncrl808 


1318 


ncri 906 


1378 


ncri 996 


1438 


ncr2095 


1498 


ncr2190 


1259 


ncri 809 


1319 


ncrl907 


1379 


ncri 997 


1439 


ncr2096 


1499 


ncr2191 


1260 


ncrlSll 


1320 


ncrl908 


1380 


ncrl999 


1440 


ncr2097 


1500 


ncr2193 
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1501 


ncr2194 


1561 


ncr2282 


1621 


ncr2377 


1681 


ncr2462 


1741 


ncr2544 


1502 


ncr2195 


1562 


ncr2283 


1622 


ncr2379 


1682 


ncr2463 


1742 


ncr2545 


1503 


ncr2197 


1563 


ncr2284 


1623 


ncr2380 


1683 


ncr2464 


1743 


ncr2547 


1504 


ncr2198 


1564 


ncr2285 


1624 


ncr2381 


1684 


ncr2465 


1744 


ncr2549 


1505 


ncr2199 


1565 


ncr2286 


1625 


ncr2382 


1685 


ncr2466 


1745 


ncr2550 


1506 


ncr2201 


1566 


ncr2287 


1626 


ncr2383 


1686 


ncr2467 


1746 


ncr2553 


1507 


ncr2203 


1567 


ncr2288 


1627 


ncr2384 


1687 


ncr2469 


1747 


ncr2554 


1508 


ncr2205 


1568 


ncr2289 


1628 


ncr2386 


1688 


ncr2470 


1748 


ncr2556 


1509 


ncr2206 


1569 


ncr2290 


1629 


ncr2387 


1689 


ncr2472 


1749 


ncr2559 


1510 


ncr2207 


1570 


ncr2291 


1630 


ncr2388 


1690 


ncr2473 


1750 


ncr2560 


1511 


ncr2208 


1571 


ncr2292 


1631 


ncr2389 


1691 


ncr2474 


1751 


ncr2561 


1512 


ncr2212 


1572 


ncr2293 


1632 


ncr2391 


1692 


ncr2475 


1752 


ncr2563 


1513 


ncr2213 


1573 


iicr2294 


1633 


ncr2392 


1693 


ncr2476 


1753 


ncr2564 


1514 


ncr2215 


1574 


ncr2296 


1634 


ncr2394 


1694 


ncr2477 


1754 


ncr2566 


1515 


ncr2217 


1575 


ncr2297 


1635 


ncr2395 


1695 


ncr2478 


1755 


ncr2567 


1516 


ncr2219 


1576 


ncr2298 


1636 


ncr2396 


1696 


ncr2480 


1756 


ncr2568 


1517 


ncr2220 


1577 


ncr2300 


1637 


ncr2397 


1697 


ncr2481 


1757 


ncr2569 


1518 


ncr2221 


1578 


ncr2301 


1638 


ncr2398 


1698 


ncr2482 


1758 


ncr2570 


1519 


ncr2223 


1579 


ncr2302 


1639 


ncr2400 


1699 


ncr2483 


1759 


ncr2571 


1520 


ncr2224 


1580 


ncr2304 


1640 


ncr2404 


1700 


ncr2484 


1760 


ncr2573 


1521 


ncr2225 


1581 


ncr2307 


1641 


ncr2407 


1701 


ncr2486 


1761 


ncr2574 


1522 


ncr2227 


1582 


ncr2308 


1642 


ncr2408 


1702 


ncr2487 


1762 


ncr2575 


1523 


ncr2228 


1583 


ncr2309 


1643 


ncr2409 


1703 


ncr2488 


1763 


ncr2576 


1524 


ncr223 1 


1584 


ncr2312 


1644 


ncr2411 


1704 


ncr2489 


1764 


ncr2577 


1525 


ncr2232 


1585 


ncr2315 


1645 


ncr2413 


1705 


ncr2490 


1765 


ncr2579 


1526 


ncr2233 


1586 


ncr2318 


1646 


ncr2415 


1706 


ncr2492 


1766 


ncr2580 


1527 


ncr2234 


1587 


ncr2319 


1647 


ncr2417 


1707 


ncr2493 


1767 


ncr2581 


1528 


ncr2237 


1588 


ncr2321 


1648 


ncr2419 


1708 


ncr2494 


1768 


ncr2583 


1529 


ncr2239 


1589 


ncr2324 


1649 


ncr2421 


1709 


ncr2495 


1769 


ncr2584 


1530 


ncr2240 


1590 


ncr2328 


1650 


ncr2422 


1710 


ncr2496 


1770 


ncr2585 


1531 


ncr2241 


1591 


ncr2329 


1651 


ncr2423 


1711 


ncr2499 


1771 


ncr2586 


1532 


ncr2242 


1592 


ncr2330 


1652 


ncr2425 


1712 


ncr2501 


1772 


ncr2587 


1533 


ncr2243 


1593 


ncr2335 


1653 


ncr2426 


1713 


ncr2503 


1773 


ncr2588 


1534 


ncr2245 


1594 


ncr2337 


1654 


ncr2427 


1714 


ncr2505 


1774 


ncr2589 


1535 


ncr2248 


1595 


iicr2339 


1655 


ncr2428 


1715 


ncr2507 


1775 


ncr2590 


1536 


ncr2250 


1596 


ncr2341 


1656 


ncr2429 


1716 


ncr2508 


1776 


ncr2591 


1537 


ncr2251 


1597 


ncr2343 


1657 


ncr2430 


1717 


ncr2511 


1777 


ncr2594 


1538 


ncr2252 


1598 


ncr2344 


1658 


ncr2431 


1718 


ncr2512 


1778 


ncr2595 


1539 


ncr2253 


1599 


ncr2349 


1659 


ncr2432 


1719 


I1CT2513 


1779 


ncr2596 


1540 


ncr2254 


1600 


ncr2350 


1660 


ncr2433 


1720 


ncr2516 


1780 


ncr2599 


1541 


ncr2255 


1601 


ncr2351 


1661 


ncr2434 


1721 


ncr2519 


1781 


ncr2600 


1542 


ncr2256 


1602 


ncr2352 


1662 


ncr2437 


1722 


ncr2520 


1782 


ncr2601 


1543 


ncr2257 


1603 


ncr2353 


1663 


ncr2440 


1723 


ncr2522 


1783 


ncr2603 


1544 


ncr2258 


1604 


ncr2354 


1664 


ncr2442 


1724 


ncr2523 


1784 


ncr2604 


1545 


ncr2260 


1605 


ncr2355 


1665 


ncr2443 


1725 


ncr2524 


1785 


iicr2605 


1546 


ncr2261 


1606 


ncr2358 


1666 


ncr2447 


1726 


ncr2525 


1786 


ncr2607 


1547 


ncr2262 


1607 


ncr2359 


1667 


ncr2448 


1727 


ncr2527 


1787 


ncr2608 


1548 


ncr2264 


1608 


ncr2360 


1668 


ncr2449 


1728 


ncr2528 


1788 


ncr2609 


1549 


ncr2265 


1609 


ncr2361 


1669 


ncr2450 


1729 


ncr2530 


1789 


ncr2612 


1550 


ncr2267 


1610 


ncr2363 


1670 


ncr2451 


1730 


ncr2531 


1790 


ncr2613 


1551 


ncr2268 


1611 


ncr2365 


1671 


ncr2452 


1731 


ncr2532 


1791 


ncr2616 


1552 


ncr2269 


1612 


ncr2366 


1672 


ncr2453 


1732 


ncr2533 


1792 


ncr2617 


1553 


ncr2270 


1613 


ncr2367 


1673 


ncr2454 


1733 


ncr2534 


1793 


ncr2619 


1554 


ncr2272 


1614 


ncr2368 


1674 


ncr2455 


1734 


ncr2535 


1794 


ncr2620 


IDDD 


ucrzz fj 




ncrzjoy 


1675 


,_r\ AC/' 

ncr2456 


1735 


ncr2536 


1795 


ncr2621 


1556 


ncr2275 


1616 


ncr2370 


1676 


ncr2457 


1736 


ncr2538 


1796 


ncr2623 


1557 


ncr2277 


1617 


ncr2371 


1677 


ncr2458 


1737 


ncr2539 


1797 


ncr2624 


1558 


ncr2278 


1618 


ncr2373 


1678 


ncr2459 


1738 


ncr2540 


1798 


ncr2628 


1559 


ncr2280 


1619 


ncr2375 


1679 


ncr2460 


1739 


ncr254I 


1799 


ncr2629 


1560 


ncr2281 


1620 


ncr2376 


1680 


ncr2461 


1740 


ncr2543 


1800 


ncr2631 
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1801 


ncr2632 


1861 


ncr2728 


1921 


ncr2823 


1981 


ncr2911 


2041 


ncr2997 


1802 


ncr2634 


1862 


ncr2730 


1922 


ncr2824 


1982 


ncr2913 


2042 


ncr2999 


1803 


ncr2635 


1863 


ncr2731 


1923 


ncr2826 


1983 


ncr2916 


2043 


ncr3000 


1804 


ncr2636 


1864 


iicr2732 


1924 


ncr2827 


1984 


ncr2918 


2044 


ncr3001 


1805 


ncr2638 


1865 


ncr2733 


1925 


ncr2829 


1985 


ncr2920 


2045 


ncr3002 


1806 


ncr2639 


1866 


ncr2734 


1926 


ncr2830 


1986 


iicr2922 


2046 


ncr3003 


1807 


ncr2640 


1867 


ncr2735 


1927 


ncr2832 


1987 


ncr2923 


2047 


ncr3005 


1808 


ncr2642 


1868 


ncr2736 


1928 


ncr2833 


1988 


ncr2925 


2048 


ncr3007 


1809 


ncr2643 


1869 


ncr2737 


1929 


ncr2834 


1989 


ncr2926 


2049 


ncr3008 


1810 


ncr2644 


1870 


ncr2738 


1930 


ncr2835 


1990 


ncr2927 


2050 


ncr3012 


1811 


ncr2645 


1871 


ncr2739 


1931 


ncr2836 


1991 


ncr2928 


2051 


ncr3013 


1812 


ncr2646 


1872 


ncr2740 


1932 


ncr2837 


1992 


ncr2929 


2052 


ncr3015 


1813 


iicr2647 


1873 


ncr2743 


1933 


ncr2838 


1993 


iicr2930 


2053 


ncr3016 


1814 


ncr2648 


1874 


ncr2749 


1934 


ncr2840 


1994 


ncr2931 


2054 


ncT3017 


1815 


ncr2650 


1875 


ncr2750 


1935 


ncr2842 


1995 


ncr2932 


2055 


ncr3018 


1816 


ncr2652 


1876 


ncr2751 


1936 


ncr2844 


1996 


ncr2934 


2056 


ncr3019 


1817 


ncr2653 


1877 


ncr2752 


1937 


ncr2845 


1997 


ncr2935 


2057 


ncr3020 


1818 


ncr2654 


1878 


ncr2756 


1938 


ncr2847 


1998 


ncr2936 


2058 


ncr3021 


1819 


ncr2657 


1879 


ncr2757 


1939 


ncr2848 


1999 


ncr2937 


2059 


ncr3022 


1820 


ncr2658 


1880 


ncr2760 


1940 


ncr2850 


2000 


ncr2939 


2060 


ncr3023 


1821 


ncr2659 


1881 


ncr2761 


1941 


ncr2851 


2001 


ncr2940 


2061 


ncr3024 


1822 


ncr2660 


1882 


ncr2762 


1942 


ncr2853 


2002 


ncr2942 


2062 


ncr3026 


1823 


ncr2662 


1883 


ncr2763 


1943 


ncr2854 


2003 


ncr2944 


2063 


ncr3027 


1824 


ncr2663 


1884 


ncr2764 


1944 


ncr2855 


2004 


ncr2945 


2064 


ncr3028 


1825 


ncr2664 


1885 


ncr2765 


1945 


ncr2856 


2005 


ncr2946 


2065 


ncr3029 


1826 


ncr2665 


1886 


ncr2767 


1946 


ncr2857 


2006 


ncr2947 


2066 


ncr3030 


1827 


ncr2666 


1887 


ncr2768 


1947 


ncr2859 


2007 


ncr2949 


2067 


ncr3031 


1828 


ncr2668 


1888 


ncr2770 


1948 


ncr2861 


2008 


ncr2951 


2068 


ncr3032 


1829 


ncr2670 


1889 


ncr2771 


1949 


ncr2862 


2009 


ncr2952 


2069 


ncr3033 


1830 


ncr2671 


1890 


ncr2772 


1950 


ncr2863 


2010 


ncr2953 


2070 


ncr3034 


1831 


ncr2679 


1891 


ncr2773 


1951 


ncr2864 


2011 


ncr2954 


2071 


ncr3035 


1832 


ncr2681 


1892 


iicr2774 


1952 


ncr2865 


2012 


iicr2955 


2072 


ncr3036 


1833 


ncr2682 


1893 


ncr2775 


1953 


ncr2866 


2013 


ncr2956 


2073 


ncr3037 


1834 


ncr2684 


1894 


ncr2776 


1954 


ncr2867 


2014 


ncr2957 


2074 


ncr3038 


1835 


ncr2685 


1895 


ncr2778 


1955 


ncr2868 


2015 


ncr2958 


2075 


ncr3039 


1836 


ncr2687 


1896 


ncr2779 


1956 


ncr2869 


2016 


ncr2961 


2076 


ncr3040 


1837 


ncr2691 


1897 


ncr2780 


1957 


ncr2870 


2017 


ncr2963 


2077 


ncr3041 


1838 


ncr2692 


1898 


ncr2783 


1958 


ncr2872 


2018 


ncr2964 


2078 


ncr3042 


1839 


ncr2693 


1899 


ncr2784 


1959 


ncr2873 


2019 


ncr2965 


2079 


ncr3044 


1840 


ncr2695 


1900 


ncr2785 


1960 


ncr2874 


2020 


ncr2966 


2080 


ncr3045 


1841 


ncr2696 


1901 


ncr2789 


1961 


ncr2876 


2021 


ncr2967 


2081 


ncr3046 


1842 


ncr2697 


1902 


ncr2792 


1962 


ncr2877 


2022 


ncr2968 


2082 


iicr3047 


1843 


ncr2698 


1903 


ncr2793 


1963 


ncr2878 


2023 


ncr2969 


2083 


ncr3048 


1844 


ncr2700 


1904 


ncr2795 


1964 


ncr2879 


2024 


iicr2971 


2084 


ncr3049 


1845 


ncr2701 


1905 


ncr2797 


1965 


ncr2880 


2025 


ncr2972 


2085 


ncr3050 


1846 


ncr2703 


1906 


ncr2798 


1966 


ncr2883 


2026 


ncr2973 


2086 


ncr3051 


1847 


ncr2705 


1907 


ncr2801 


1967 


ncr2885 


2027 


ncr2974 


2087 


ncr3052 


1848 


ncr2707 


1908 


ncr2803 


1968 


iicr2888 


2028 


ncr2975 


2088 


ncr3053 


1849 


ncr2708 


1909 


ncr2805 


1969 


ncr2892 


2029 


ncr2976 


2089 


ncr3055 


1850 


ncr2712 


1910 


ncr2807 


1970 


ncr2893 


2030 


ncr2977 


2090 


ncr3058 


1851 


ncr2713 


1911 


ncr2808 


1971 


ncr2895 


2031 


ncr2979 


2091 


ncr3059 


1852 


ncr2714 


1912 


ncr2809 


1972 


ncr2896 


2032 


iicr2982 


2092 


ncr3060 


1853 


ncr2715 


1913 


ncr2810 


1973 


ncr2898 


2033 


ncr2983 


2093 


ncr3061 


1854 


ncr2717 


1914 


ncr2811 


1974 


ncr2899 


2034 


ncr2984 


2094 


ncr3062 


1855 


ncr2721 


1915 


ncr2812 


1975 


ncr2901 


2035 


ncr2987 


2095 


ncr3063 


1856 


ncr2722 


1916 


ncr2813 


1976 


ncr2905 


2036 


ncr2990 


2096 


ncr3065 


1857 


ncr2723 


1917 


ncr2815 


1977 


ncr2906 


2037 


ncr2993 


2097 


ncr3066 


1858 


ncr2724 


1918 


ncr2817 


1978 


iicr2908 


2038 


ncr2994 


2098 


ncr3068 


1859 


ncr2725 


1919 


ncr2818 


1979 


ncr2909 


2039 


ncr2995 


2099 


ncr3070 


1860 


ncr2727 


1920 


ncr2820 


1980 


ncr2910 


2040 


ncr2996 


2100 


ncr3071 
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2101 


ncr3072 


2161 


ncr3i59 


2221 


ncr3240 


2281 


ncr3333 


2341 


ncr3423 




2102 


ncr3073 


2162 


ncr3160 


2222 


ncr3241 


2282 


ncr3338 


2342 


ncr3429 




2103 


ncr3075 


2163 


ncr3162 


2223 


ncr3242 


2283 


ncr3339 


2343 


ncT3431 




2104 


ncr3076 


2164 


ncr3163 


2224 


ncr3244 


2284 


ncr3340 


2344 


ncr3432 




2105 


ncr3077 


2165 


ncr3164 


2225 


ncr3245 


2285 


ncr3341 


2345 


ncr3433 




2106 


ncr3079 


2166 


ncr3165 


2226 


ncr3246 


2286 


ncr3343 


2346 


ncr3434 




2107 


ncr3080 


2167 


ncr3167 


2227 


ncr3248 


2287 


ncr3345 


2347 


ncr3435 




2108 


ncr3083 


2168 


ncr3168 


2228 


ncr3249 


2288 


ncr3346 


2348 


ncr3436 




2109 


ncr3084 


2169 


ncr3169 


2229 


ncr3250 


2289 


ncr3348 


2349 


ncr3437 




2110 


ncr3085 


2170 


ncr3171 


2230 


ncr3251 


2290 


ncr3349 


2350 


ncr3441 




2111 


ncr3087 


2171 


ncr3172 


2231 


ncr3252 


2291 


ncr3350 


2351 


ncr3442 




2112 


ncr3088 


2172 


ncr3177 


2232 


ncr3253 


2292 


ncr3352 


2352 


ncr3443 




2113 


ncr3090 


2173 


ncr3179 


2233 


ncr3254 


2293 


ncr3356 


2353 


ncr3444 




2114 


ncr3091 


2174 


ncr3181 


2234 


ncr3255 


2294 


ncr3357 


2354 


ncr3445 




2115 


ncr3092 


2175 


ncr3182 


2235 


ncr3257 


2295 


ncr3358 


2355 


ncr3452 




2116 


ncr3093 


2176 


ncr3184 


2236 


ncr3258 


2296 


ncr3359 


2356 


ncr3454 




2117 


ncr3096 


2177 


ncr3185 


2237 


ncr3259 


2297 


ncr3360 


2357 


ncr3455 




2118 


ncr3097 


2178 


ncr3186 


2238 


ncr3260 


2298 


ncr3361 


2358 


ncr3456 




2119 


ncr3100 


2179 


ncr3188 


2239 


ncr3262 


2299 


ncr3363 


2359 


ncr3457 




2120 


ncr3101 


2180 


ncr3189 


2240 


ncr3263 


2300 


ncr3365 


2360 


ncr3459 


-.sssr 


2121 


ncr3103 


2181 


ncr3191 


2241 


ncr3264 


2301 


ncr3368 


2361 


ncr3460 




2122 


ncr3104 


2182 


ncr3192 


2242 


ncr3267 


2302 


ncr3369 


2362 


ncr3464 




2123 


ncr3105 


2183 


ncr3193 


2243 


ncr3268 


2303 


ncr3370 


2363 


ncr3465 




2124 


ncr3106 


2184 


ncr3194 


2244 


ncr3271 


2304 


ncr3372 


2364 


ncr3467 


■y 


2125 


ncr3107 


2185 


ncr3195 


2245 


ncr3272 


2305 


ncr3373 


2365 


ncr3468 


m 


2126 


ncr3109 


2186 


ncr3196 


2246 


ncr3276 


2306 


ncr3375 


2366 


ncr3469 




2127 


ncr3110 


2187 


ncr3197 


2247 


ncr3281 


2307 


ncr3376 


2367 


iicr3471 




2128 


ncr3112 


2188 


ncr3199 


2248 


ncr3284 


2308 


ncr3378 


2368 


iicr3473 




2129 


ncr3113 


2189 


ncr3201 


2249 


ncr3285 


2309 


ncr3379 


2369 


ncr3474 




2130 


ncr3115 


2190 


ncr3202 


2250 


ncr3286 


2310 


ncr3380 


2370 


ncr3475 


=% 1 

! « S 
3 -K? 


2131 


ncr3116 


2191 


ncr3203 


2251 


ncr3287 


2311 


ncr3381 


2371 


ncr3476 


IIJ 


2132 


ncr3117 


2192 


ncr3204 


2252 


ncr3288 


2312 


ncr3383 


2372 


ncr3477 


IB 


2133 


ncr3118 


2193 


ncr3206 


2253 


ncr3290 


2313 


ncr3384 


2373 


ncr3479 


C'J 


2134 


ncr3119 


2194 


ncr3207 


2254 


ncr3291 


2314 


ncr3385 


2374 


ncr3482 




2135 


ncr3120 


2195 


ncr3208 


2255 


ncr3292 


2315 


ncr3386 


2375 


ncr3483 




2136 


ncr3121 


2196 


iicr3209 


2256 


ncr3295 


2316 


ncr3389 


2376 


ncr3485 




2137 


ncr3122 


2197 


ncr3210 


2257 


ncr3297 


2317 


ncr3391 


2377 


ncr3488 




2138 


ncr3123 


2198 


ncr3211 


2258 


ncr3299 


2318 


ncr3393 


2378 


ncr3489 




2139 


ncr3124 


2199 


ncr3213 


2259 


ncr3301 


2319 


ncr3394 


2379 


ncr3490 




2140 


ncr3125 


2200 


iicr3214 


2260 


ncr3302 


2320 


ncr3395 


2380 


ncr3491 




2141 


ncr3126 


2201 


ncr3215 


2261 


ncr3304 


2321 


ncr3396 


2381 


ncr3492 




2142 


ncr3128 


2202 


ncr3216 


2262 


ncr3305 


2322 


ncr3397 


2382 


ncr3493 




2143 


ncr3130 


2203 


ncr3217 


2263 


ncr3306 


2323 


ncr3398 


2383 


ncr3494 




2144 


ncr3135 


2204 


ncr3218 


2264 


ncr3308 


2324 


ncr3400 


2384 


ncr3495 




2145 


ncr3137 


2205 


ncr3219 


2265 


ncr3311 


2325 


ncr3401 


2385 


ncr3496 




2146 


ncr3138 


2206 


ncr3220 


2266 


ncr3312 


2326 


ncr3402 


2386 


ncr3498 




2147 


ncr3139 


2207 


ncr3223 


2267 


ncr3313 


2327 


ncr3404 


2387 


ncr3499 




2148 


ncr3140 


2208 


ncr3224 


2268 


ncr3314 


2328 


ncr3405 


2388 


ncr3500 




2149 


ncr3141 


2209 


ncr3225 


2269 


ncr3315 


2329 


ncr3407 


2389 


ncr3501 




2150 


ncr3143 


2210 


ncr3226 


2270 


ncr3316 


2330 


ncr3409 


2390 


ncr3502 




2151 


ncr3144 


2211 


ncr3229 


2271 


ncr3318 


2331 


ncr3411 


2391 


ncr3503 




2152 


ncr3145 


2212 


ncr3230 


2272 


ncr3319 


2332 


ncr3412 


2392 


ncr3506 




2153 


ncr3147 


2213 


ncr323 1 


2273 


ncr3322 


2333 


ncr3414 


2393 


ncr3507 




2154 


ncr3148 


2214 


ncr3233 


2274 


ncr3324 


2334 


ncr3415 


2394 


ncr3508 




?1 

Z 1 J J 


ncrj my 


ZZiJ 


ncri/i4 


2275 


ncr3325 


2335 


ncr3416 


2395 


ncr3509 




2156 


ncr3150 


2216 


ncr3235 


2276 


ncr3326 


2336 


ncr3417 


2396 


ncr3510 




2157 


ncr3152 


2217 


ncr3236 


2277 


ncr3327 


2337 


ncr3419 


2397 


ncr3511 




2158 


ncr3154 


2218 


ncr3237 


2278 


ncr3328 


2338 


ncr3420 


2398 


ncr3516 




2159 


ncr3156 


2219 


ncr3238 


2279 


ncr3330 


2339 


ncr3421 


2399 


ncr3519 




2160 


ncr3158 


2220 


ncr3239 


2280 


ncr3332 


2340 


ncr3422 


2400 


ncr3520 
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2401 


ncr3522 


2461 


ncr3609 


2521 


ncr3696 


2581 


ncr3780 


2641 


ncr3858 




2402 


ncr3523 


2462 


ncr3610 


2522 


ncr3697 


2582 


ncr3781 


2642 


ncr3859 




2403 


ncr3524 


2463 


ncr3611 


2523 


ncr3698 


2583 


ncr3782 


2643 


ncr3861 




2404 


ncr3525 


2464 


ncr3612 


2524 


ncr3699 


2584 


ncr3783 


2644 


ncr3863 




2405 


ncr3526 


2465 


ncr3613 


2525 


ncr3700 


2585 


ncr3785 


2645 


ncr3864 




2406 


ncr3527 


2466 


ncr3614 


2526 


ncr3701 


2586 


ncr3787 


2646 


ncr3865 




2407 


ncr3528 


2467 


ncr3615 


2527 


ncr3702 


2587 


ncr3788 


2647 


ncr3868 




2408 


ncr3529 


2468 


ncr3616 


2528 


ncr3704 


2588 


ncr3789 


2648 


ncr3869 




2409 


ncr3530 


2469 


ncr3617 


2529 


ncr3705 


2589 


ncr3790 


2649 


iicr3871 




2410 


ncr3532 


2470 


ncr3619 


2530 


ncr3706 


2590 


ncr3791 


2650 


ncr3872 




2411 


ncr3534 


2471 


ncr3620 


2531 


ncr3707 


2591 


ncr3793 


2651 


ncr3874 




2412 


ncr3535 


2472 


ncr3622 


2532 


ncr3709 


2592 


ncr3794 


2652 


ncr3876 




2413 


ncr3537 


2473 


ncr3623 


2533 


ncr3710 


2593 


ncr3795 


2653 


ncr3877 




2414 


ncr3538 


2474 


ncr3624 


2534 


ncr3713 


2594 


ncr3797 


2654 


ncr3878 




2415 


ncr3539 


2475 


ncr3626 


2535 


ncr3714 


2595 


ncr3798 


2655 


ncr3879 




2416 


ncr3541 


2476 


ncr3627 


2536 


ncr3715 


2596 


ncr3799 


2656 


ncr3880 




2417 


ncr3544 


2477 


ncr3628 


2537 


ncr3716 


2597 


ncr3800 


2657 


ncr3882 




2418 


ncr3545 


2478 


ncr3630 


2538 


ncr3717 


2598 


ncr3803 


2658 


ncr3883 




2419 


ncr3549 


2479 


ncr3631 


2539 


ncr3718 


2599 


ncr3804 


2659 


ncr3885 




2420 


ncr3550 


2480 


ncr3635 


2540 


ncr3720 


2600 


ncr3805 


2660 


ncr3886 




2421 


ncr3551 


2481 


ncr3636 


2541 


ncr3722 


2601 


ncr3806 


2661 


ncr3887 


:3 


2422 


ncr3553 


2482 


ncr3640 


2542 


ncr3724 


2602 


ncr3807 


2662 


ncr3891 




2423 


ncr3556 


2483 


ncr3641 


2543 


ncr3725 


2603 


ncr3808 


2663 


ncr3893 


Ill 


2424 


ncr3557 


2484 


ncr3642 


2544 


ncr3726 


2604 


ncr3809 


2664 


ncr3896 




2425 


ncr3559 


2485 


ncr3644 


2545 


ncr3727 


2605 


ncr3810 


2665 


ncT3899 




2426 


ncr3560 


2486 


ncr3646 


2546 


ncr3728 


2606 


ncr3811 


2666 


iicr3900 




2427 


ncr3564 


2487 


ncr3648 


2547 


ncr3729 


2607 


ncr3814 


2667 


ncr3901 




2428 


ncr3565 


2488 


ncr3649 


2548 


ncr3730 


2608 


ncr3815 


2668 


ncr3902 




2429 


ncr3 5 66 


2489 


ncr3651 


2549 


ncr373i 


2609 


ncr3816 


2669 


ncr3903 




2430 


ncr3568 


2490 


iicr3652 


2550 


ncr3732 


2610 


ncr3818 


2670 


ncr3906 




2431 


ncr3569 


2491 


ncr3653 


2551 


ncr3733 


2611 


ncr3819 


2671 


ncr3907 




2432 


ncr3570 


2492 


ncr3655 


2552 


ncr3734 


2612 


ncr3820 


2672 


ncr3908 




2433 


ncr3571 


2493 


ncr3656 


2553 


ncr3735 


2613 


ncr3821 


2673 


ncr3909 


3 : 


2434 


ncr3573 


2494 


ncr3657 


2554 


ncr3736 


2614 


ncr3824 


2674 


ncr3911 


ill 


2435 


ncr3575 


2495 


ncr3658 


2555 


ncr3738 


2615 


ncr3825 


2675 


ncr3912 




2436 


ncr3576 


2496 


ncr3660 


2556 


ncr3739 


2616 


ncr3826 


2676 


ncr3913 




2437 


ncr3577 


2497 


ncr3661 


2557 


ncr3740 


2617 


ncr3827 


2677 


ncr3914 




2438 


ncr3578 


2498 


ncr3664 


2558 


ncr3743 


2618 


ncr3828 


2678 


ncr3915 




2439 


ncr3579 


2499 


ncr3665 


2559 


ncr3744 


2619 


ncr3829 


2679 


ncr3916 




2440 


ncr3580 


2500 


ncr3667 


2560 


ncr3745 


2620 


ncr3830 


2680 


ncr3917 




2441 


ncr3581 


2501 


ncr3668 


2561 


ncr3748 


2621 


ncr3831 


2681 


ncr3918 




2442 


ncr3585 


2502 


iicr3669 


2562 


ncr3751 


2622 


ncr3832 


2682 


ncr3919 




2443 


ncr3587 


2503 


ncr3671 


2563 


ncr3752 


2623 


ncr3833 


2683 


ncr3920 




2444 


ncr3588 


2504 


ncr3673 


2564 


ncr3753 


2624 


ncr3834 


2684 


ncr3922 




2445 


ncr3589 


2505 


ncr3674 


2565 


iicr3755 


2625 


ncr3835 


2685 


ncr3925 




2446 


ncr3590 


2506 


ncr3675 


2566 


ncr3757 


2626 


ncr3837 


2686 


ncr3926 




2447 


ncr3591 


2507 


iicr3676 


2567 


ncr3761 


2627 


ncr3839 


2687 


ncr3927 




2448 


ncr3592 


2508 


ncr3677 


2568 


ncr3762 


2628 


ncr3840 


2688 


iicr3933 




2449 


ncr3594 


2509 


ncr3680 


2569 


ncr3763 


2629 


ncr3841 


2689 


ncr3934 




2450 


ncr3596 


2510 


ncr3682 


2570 


ncr3764 


2630 


ncr3843 


2690 


ncr3935 




2451 


ncr3597 


2511 


ncr3683 


2571 


ncr3765 


2631 


ncr3845 


2691 


iicr3936 




2452 


ncr3598 


2512 


iicr3684 


2572 


ncr3767 


2632 


ncr3847 


2692 


ncr3937 




2453 


ncr3599 


2513 


ncr3685 


2573 


ncr3768 


2633 


ncr3849 


2693 


ncr3940 




2454 


ncr3602 


2514 


ncr3686 


2574 


ncr3771 


2634 


ncr3851 


2694 


ncr3941 










ncro Do / 


Ij I J 


ncri 111 


2635 


iicr3852 


2695 


ncr3943 




2456 


ncr3604 


2516 


ncr3688 


2576 


ncr3775 


2636 


ncr3853 


2696 


ncr3944 




2457 


ncr3605 


2517 


ncr3690 


2577 


ncr3776 


2637 


ncr3854 


2697 


ncr3945 




2458 


ncr3606 


2518 


ncr3691 


2578 


ncr3777 


2638 


ncr3855 


2698 


ncr3948 




2459 


ncr3607 


2519 


ncr3693 


2579 


ncr3778 


2639 


ncr3856 


2699 


ncr3949 




2460 


ncr3608 


2520 


ncr3694 


2580 


ncr3779 


2640 


ncr3857 


2700 


ncr3950 
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2701 


ncr3951 


2702 


ncr3952 


2703 


ncr3953 


2704 


ncr3954 


2705 


ncr3955 


2706 


ncr3956 


2707 


ncr3957 


2708 


ncr3959 


2709 


ncr3960 


2710 


ncr3961 


2711 


ncr3962 


2712 


ncr3963 


2713 


ncr3964 


2714 


iicr3965 


2715 


ncr3968 


2716 


ncr3970 


2717 


ncr3971 


2718 


ncr3972 


2719 


ncr3973 


2720 


ncr3974 


2721 


ncr3975 


2722 


ncr3976 


2723 


ncr3977 


2724 


ncr3978 


2725 


ncr3979 


2726 


ncr3983 


2727 


ncr3984 


2728 


ncr3986 


2729 


iicr3987 


2730 


ncr3988 


2731 


ncr3989 


2732 


ncr3990 


2733 


ncr3993 


2734 


ncr3995 


2735 


ncr3997 


2736 


ncr3998 


2737 


ncr3999 


2738 


ncr4000 


2739 


ncr4001 


2740 


ncr4003 


2741 


ncr4005 


2742 


ncr4006 


2743 


ncr4008 


2744 


ncr4009 


2745 


ncr4010 


2746 


ncr4011 


2747 


ncr4012 


2748 


ncr4013 


2749 


ncr4015 


2750 


ncr4017 


2751 


ncr4018 


2752 


ncr4020 


2753 


ncr4021 


2754 


iicr4022 


2755 


ncr4025 


2756 


ncr4026 


2757 


ncr4029 


2758 


ncr4030 


2759 


ncr4032 


2760 


iicr4033 



2761 


iicr4035 


2762 


ncr4036 


2763 


ncr4037 


2764 


ncr4039 


2765 


ncr4040 


2766 


ncr4041 


2767 


ncr4045 


2768 


ncr4046 


2769 


ncr4048 


2770 


ncr4050 


2771 


ncr4051 


2772 


ncr4052 


2773 


ncr4053 


2774 


ncr4055 


2775 


ncr4056 


2776 


ncr4057 


2777 


ncr4059 


2778 


iicr4060 


2779 


ncr4061 


2780 


ncr4064 


2781 


ncr4066 


2782 


ncr4067 


2783 


ncr4068 


2784 


ncr4069 


2785 


ncr4070 


2786 


ncr4072 


2787 


ncr4073 


2788 


ncr4075 


2789 


ncr4076 


2790 


ncr4077 


2791 


ncr4078 


2792 


ncr4079 


2793 


ncr4080 


2794 


ncr4081 


2795 


ncr4082 


2796 


iicr4083 


2797 


ncr4085 


2798 


ncr4089 


2799 


ncr4090 


2800 


ncr4091 


2801 


ncr4092 


2802 


ncr4094 


2803 


ncr4095 


2804 


ncr4100 


2805 


ncr4101 


2806 


ncr4104 


2807 


ncr4107 


2808 


ncr4108 


2809 


ncr4109 


2810 


ncr4110 


2811 


ncr4111 


2812 


ncr4113 


2813 


ncr4114 


2814 


ncr4115 


2815 


ncr4116 


2816 


ncr4117 


2817 


ncr4118 


2818 


ncr4119 


2819 


ncr4120 


2820 


ncr4121 



2821 


ncr4122 


2822 


ncr4123 


2823 


ncr4124 


2824 


ncr4125 


2825 


ncr4126 


2826 


ncr4127 


2827 


ncr4128 


2828 


ncr4133 


2829 


ncr4135 


2830 


ncr4137 


2831 


ncr4139 


2832 


ncr4140 


2833 


ncr4141 


2834 


ncr4142 


2835 


ncr4146 


2836 


ncr4147 


2837 


ncr4148 


2838 


ncr4149 


2839 


ncr4153 


2840 


ncr4154 


2841 


ncr4157 


2842 


ncr4160 


2843 


ncr4162 


2844 


ncr4163 


2845 


ncr4168 


2846 


ncr4169 


2847 


ncr4171 


2848 


ncr4172 


2849 


ncr4175 


2850 


ncr4178 


2851 


ncr4180 


2852 


ncr4181 


2853 


ncr4182 


2854 


ncr4183 


2855 


ncr4184 


2856 


ncr4185 


2857 


ncr4187 


2858 


ncr4188 


2859 


ncr4189 


2860 


ncr4190 


2861 


ncr4191 


2862 


ncr4192 


2863 


ncr4193 


2864 


ncr4194 


2865 


ncr4195 


2866 


ncr4198 


2867 


ncr4199 


2868 


ncr4200 


2869 


ncr4201 


2870 


ncr4202 


2871 


ncr4203 


2872 


ncr4205 


2873 


ncr4206 


2874 


ncr4208 


2875 


ncr4210 


2876 


ncr4212 


2877 


ncr4214 


2878 


ncr4215 


2879 


ncr4217 


2880 


ncr4218 



2881 


ncr4219 


2882 


ncr4220 


2883 


ncr4221 


2884 


ncr4222 


2885 


ncr4224 


2886 


ncr4323 


2887 


ncr4324 


2888 


ncr4325 


2889 


ncr4331 


2890 


ncr4332 


2891 


ncr4333 


2892 


ncr4335 


2893 


ncr4336 


2894 


ncr4337 


2895 


ncr4338 


2896 


ncr4339 


2897 


ncr4341 


2898 


ncr4347 


2899 


ncr4348 


2900 


ncr4349 


2901 


ncr4352 


2902 


ncr4354 


2903 


ncr4355 


2904 


ncr4357 


2905 


ncr4361 


2906 


ncr4363 


2907 


ncr4364 


2908 


ncr4365 


2909 


ncr4367 


2910 


iicr4368 


2911 


ncr4369 


2912 


ncr4370 


2913 


ncr4371 


2914 


ncr4372 


2915 


ncr4373 


2916 


ncr4374 


2917 


ncr4375 


2918 


ncr4376 


2919 


ncr4377 


2920 


ncr4378 


2921 


ncr4380 


2922 


ncr4381 


2923 


ncr4382 


2924 


ncr4383 


2925 


ncr4384 


2926 


ncr4385 


2927 


ncr4388 


2928 


ncr4393 


2929 


ncr4396 


2930 


ncr4397 


2931 


ncr4398 


2932 


ncr4399 


2933 


ncr4400 


2934 


ncr4401 


2935 


ncr4402 


2936 


ncr4404 


2937 


ncr4405 


2938 


ncr4406 


2939 


ncr4407 


2940 


ncr4408 



2941 


ncr4409 


2942 


ncr4410 


2943 


ncr4412 


2944 


ncr4413 


2945 


ncr4414 


2946 


ncr4415 


2947 


ncr4416 


2948 


ncr4421 


2949 


ncr4423 


2950 


ncr4424 


2951 


ncr4432 


2952 


ncr4433 


2953 


ncr4434 


2954 


ncr4435 


2955 


ncr4436 


2956 


ncr4437 


2957 


ncr4443 


2958 


ncr4444 


2959 


ncr4445 


2960 


ncr4448 


2961 


ncr4449 


2962 


ncr4451 


2963 


ncr4452 


2964 


ncr4454 


2965 


ncT4455 


2966 


ncr4456 


2967 


ncr4460 


2968 


ncr4461 


2969 


ncr4466 


2970 


ncr4474 


2971 


ncr4475 


2972 


ncr4477 


2973 


ncr4481 


2974 


ncr4484 


2975 


ncr4485 


2976 


ncr4486 


2977 


ncr4491 


2978 


ncr4503 


2979 


ncr4505 


2980 


iicr4512 


2981 


ncr4513 


2982 


ncr4515 


2983 


ncr4518 


2984 


ncr4519 


2985 


ncr4522 


2986 


ncr4523 


2987 


ncr4524 


2988 


ncr4525 


2989 


ncr4527 


2990 


ncr4528 


2991 


ncr4529 


2992 


ncr4530 


2993 


ncr4531 


2994 


ncr4533 


2995 


ncr4535 


2996 


ncr4536 


2997 


ncr4537 


2998 


ncr4538 


2999 


ncr4539 


3000 


ncr4540 



Figure 6C - List of EST Sequence Names From Normal Cartilage cDNA Library - Page 11 of 61 



3001 


ncr4541 


3061 


ncr4641 


3121 


ncr4728 


3181 


ncr4812 


3241 


ncr4914 


3002 


ncr4543 


3062 


ncr4642 


3122 


ncr4730 


3182 


ncr4813 


3242 


ncr4915 


3003 


ncr4544 


3063 


ncr4643 


3123 


ncr4732 


3183 


ncr4814 


3243 


ncr4916 


3004 


ncr4545 


3064 


ncr4646 


3124 


ncr4733 


3184 


iicr4815 


3244 


ncT4917 


3005 


ncr4547 


3065 


ncr4647 


3125 


ncr4735 


3185 


ncr4816 


3245 


ncr4918 


3006 


ncr4548 


3066 


ncr4648 


3126 


ncr4737 


3186 


ncr4818 


3246 


ncr4920 


3007 


ncr4550 


3067 


ncr4652 


3127 


ncr4738 


3187 


ncr4821 


3247 


ncr4921 


3008 


ncr4551 


3068 


ncr4653 


3128 


ncr4739 


3188 


ncr4823 


3248 


ncr4925 


3009 


iicr4552 


3069 


ncr4654 


3129 


ncr4740 


3189 


ncr4824 


3249 


ncr4928 


3010 


ncr4553 


3070 


ncr4655 


3130 


ncr4742 


3190 


ncr4827 


3250 


ncr4929 


3011 


ncr4555 


3071 


ncr4656 


3131 


ncr4743 


3191 


ncr4829 


3251 


ncr4930 


3012 


ncr4566 


3072 


ncr4657 


3132 


ncr4745 


3192 


ncr4831 


3252 


iicr4932 


3013 


ncr4567 


3073 


ncr4658 


3133 


ncr4746 


3193 


ncr4832 


3253 


ncr4933 


3014 


ncr4568 


3074 


ncr4661 


3134 


iicr4747 


3194 


ncr4833 


3254 


ncr4935 


3015 


ncr4569 


3075 


ncr4662 


3135 


ncr4748 


3195 


ncr4835 


3255 


ncr4936 


3016 


ncr4572 


3076 


ncr4664 


3136 


ncr4749 


3196 


ncr4836 


3256 


ncr4938 


3017 


ncr4575 


3077 


ncr4666 


3137 


ncr4750 


3197 


ncr4839 


3257 


ncr4939 


3018 


ncr4577 


3078 


ncr4667 


3138 


ncr4751 


3198 


ncr4840 


3258 


ncr4944 


3019 


ncr4580 


3079 


ncr4668 


3139 


ncr4754 


3199 


ncr4845 


3259 


ncr4946 


3020 


ncr4581 


3080 


ncr4671 


3140 


ncr4755 


3200 


ncr4846 


3260 


ncr4949 


3021 


ncr4582 


3081 


ncr4672 


3141 


iicr4757 


3201 


iicr4847 


3261 


ncr4951 


3022 


ncr4583 


3082 


iicr4673 


3142 


ncr4758 


3202 


ncr4851 


3262 


ncr4953 


3023 


ncr4584 


3083 


ncr4674 


3143 


ncr4759 


3203 


ncr4853 


3263 


ncr4954 


3024 


ncr4585 


3084 


ncr4675 


3144 


ncr4760 


3204 


ncr4854 


3264 


ncr4957 


3025 


ncr4586 


3085 


ncr4676 


3145 


ncr4762 


3205 


ncr4855 


3265 


ncr4958 


3026 


ncr4587 


3086 


ncr4677 


3146 


ncr4763 


3206 


ncr4856 


3266 


ncr4959 


3027 


ncr4589 


3087 


ncr4680 


3147 


ncr4764 


3207 


ncr4857 


3267 


ncr4960 


3028 


ncr4590 


3088 


ncr4681 


3148 


ncr4765 


3208 


ncr4858 


3268 


ncr4961 


3029 


ncr4591 


3089 


ncr4682 


3149 


ncr4766 


3209 


ncr4859 


3269 


ncr4964 


3030 


ncr4595 


3090 


ncr4683 


3150 


ncr4767 


3210 


ncr4860 


3270 


ncr4965 


3031 


ncr4596 


3091 


ncr4684 


3151 


ncr4768 


3211 


ncr4863 


3271 


ncr4966 


3032 


ncr4597 


3092 


ncr4685 


3152 


ncr4769 


3212 


ncr4864 


3272 


ncr4967 


3033 


ncr4598 


3093 


ncr4686 


3153 


ncr4770 


3213 


ncr4865 


3273 


ncr4968 


3034 


ncr4600 


3094 


ncr4687 


3154 


ncr4771 


3214 


ncr4866 


3274 


ncr4969 


3035 


ncr4601 


3095 


ncr4688 


3155 


iicr4772 


3215 


ncr4867 


3275 


ncr4970 


3036 


ncr4603 


3096 


ncr4689 


3156 


ncT4773 


3216 


ncr4870 


3276 


ncr4971 


3037 


ncr4604 


3097 


ncr4691 


3157 


ncr4774 


3217 


ncr4871 


3277 


ncr4972 


3038 


ncr4605 


3098 


iicr4692 


3158 


ncr4775 


3218 


ncr4873 


3278 


ncr4973 


3039 


ncr4606 


3099 


ncr4693 


3159 


ncr4776 


3219 


ncr4875 


3279 


ncr4974 


3040 


ncr4607 


3100 


ncr4694 


3160 


ncr4778 


3220 


ncr4876 


3280 


ncr4975 


3041 


ncr4608 


3101 


ncr4695 


3161 


ncr4779 


3221 


ncr4877 


3281 


ncr4976 


3042 


ncr4609 


3102 


ncr4696 


3162 


ncr4780 


3222 


ncr4878 


3282 


ncr4978 


3043 


ncr4612 


3103 


ncr4697 


3163 


ncr4781 


3223 


ncr4880 


3283 


ncr4979 


3044 


ncr4613 


3104 


ncr4698 


3164 


ncr4783 


3224 


ncr4881 


3284 


ncr4981 


3045 


ncr4615 


3105 


ncr4699 


3165 


ncr4784 


3225 


ncr4883 


3285 


ncr4982 


3046 


ncr4617 


3106 


ncr4700 


3166 


ncr4785 


3226 


ncr4884 


3286 


ncr4983 


3047 


ncr4619 


3107 


ncr4702 


3167 


ncr4786 


3227 


ncr4887 


3287 


ncr4984 


3048 


ncr4620 


3108 


ncr4704 


3168 


ncr4787 


3228 


ncr4888 


3288 


ncr4985 


3049 


ncr4621 


3109 


ncr4705 


3169 


ncr4788 


3229 


ncr4890 


3289 


ncr4986 


3050 


ncr4623 


3110 


ncr4708 


3170 


ncr4789 


3230 


ncr4892 


3290 


ncr4989 


3051 


ncr4625 


3111 


ncr4709 


3171 


ncr4790 


3231 


ncr4894 


3291 


ncr4992 


3052 


ncr4628 


3112 


ncr4712 


3172 


ncr4792 


3232 


ncr4895 


3292 


ncr4993 


3053 


ncr4629 


3113 


ncr4713 


3173 


iicr4793 


3233 


ncr4897 


3293 


ncr4995 


3054 


ncr4631 


3114 


ncr4716 


3174 


ncr4794 


3234 


ncr4900 


3294 


ncr4996 


3055 


ncr4632 


3115 


ncr4719 


3175 


ncr4795 


3235 


ncr4903 


3295 


ncr4997 


3056 


ncr4634 


3116 


ncr4720 


3176 


ncr4798 


3236 


ncr4907 


3296 


ncr4999 


3057 


ncr4635 


3117 


iicr4721 


3177 


ncr4799 


3237 


ncr4910 


3297 


ncr5001 


3058 


ncr4637 


3118 


ncr4722 


3178 


ncr4805 


3238 


ncr4911 


3298 


ncr5003 


3059 


ncr4639 


3119 


ncr4725 


3179 


ncr4808 


3239 


ncr4912 


3299 


ncr5005 


3060 


ncr4640 


3120 


ncr4727 


3180 


ncr4809 


3240 


ncr4913 


3300 


ncr5007 
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3301 ncr5008 

3302 ncrSOlO 

3303 ncrSOll 

3304 ncr5012 

3305 ncr5013 

3306 ncr5015 

3307 ncr5016 

3308 ncr5017 

3309 ncr5019 

3310 ncr5023 

3311 ncr5024 

3312 ncr5025 

3313 ncr5027 

3314 ncr5031 

3315 ncr5034 

3316 ncr5036 

3317 ncr5037 

3318 ncr5039 

3319 ncr5042 
52 3320 ncr5043 
5 3321 ncr5044 
IP 3322 ncr5046 
m 3323 ncr5047 
in 3324 ncr5048 
M 3325 ncr5049 
IS 3326 ncr5050 
|si 3327 ncr5051 
r 3328 ncr5052 

3329 ncr5053 

nil 3330 ncr5055 

3331 ncr5056 

!if 3332 ncr5057 

^ 3333 ncr5060 

CJ 3334 ncr5061 

|y 3335 ncr5063 

3336 ncr5064 

3337 ncr5065 

3338 ncr5066 

3339 ncr5069 

3340 iicr5070 

3341 ncr5072 

3342 ncr5073 

3343 ncr5074 

3344 ncr5077 

3345 ncr5078 

3346 ncr5079 

3347 ncrSOSO 

3348 ncr5081 

3349 ncr5082 

3350 ncr5083 

3351 ncr5084 

3352 ncr5086 

3353 ncr5088 

3354 ncr5089 

3355 ncr5092 

3356 ncr5093 

3357 ncr5097 

3358 ncr5099 

3359 ncr5101 

3360 ncr5104 



3361 


ncr5105 


3421 


ncr5188 


3362 


ncr5108 


3422 


ncr5189 


3363 


ncr5109 


3423 


ncr5191 


3364 


ncr5110 


3424 


ncr5192 


3365 


ncr5111 


3425 


ncr5193 


3366 


ncr5113 


3426 


ncr5195 


3367 


ncr5115 


3427 


ncr5196 


3368 


ncr5117 


3428 


ncr5197 


3369 


ncr5120 


3429 


ncr5200 


3370 


ncr5121 


3430 


ncr5201 


3371 


ncr5122 


3431 


ncr5202 


3372 


ncr5124 


3432 


ncr5205 


3373 


ncr5125 


3433 


ncr5207 


3374 


ncr5126 


3434 


ncr5208 


3375 


ncr5127 


3435 


ncr5209 


3376 


ncr5128 


3436 


ncr5210 


3377 


ncr5130 


3437 


ncr5211 


3378 


ncr5131 


3438 


ncr5212 


3379 


ncr5132 


3439 


ncr5216 


3380 


ncr5133 


3440 


ncr5218 


3381 


ncr5136 


3441 


ncr5219 


3382 


ncT5137 


3442 


ncr5220 


3383 


ncr5138 


3443 


ncr5221 


3384 


ncr5140 


3444 


ncr5222 


3385 


ncr5142 


3445 


ncr5223 


3386 


ncr5143 


3446 


ncr5224 


3387 


ncr5145 


3447 


ncr5226 


3388 


ncr5146 


3448 


ncr5227 


3389 


ncr5147 


3449 


ncr5228 


3390 


ncr5149 


3450 


ncr5229 


3391 


ncr5150 


3451 


ncr5230 


3392 


ncr5151 


3452 


ncr5232 


3393 


ncr5152 


3453 


ncr5233 


3394 


ncr5153 


3454 


ncr5234 


3395 


ncr5154 


3455 


iicr5236 


3396 


ncr5155 


3456 


ncr5237 


3397 


ncr5156 


3457 


ncr5238 


3398 


ncr5157 


3458 


ncr5240 


3399 


ncr5158 


3459 


ncr5241 


3400 


ncr5159 


3460 


ncr5242 


3401 


ncr5160 


3461 


ncr5245 


3402 


ncr5161 


3462 


ncr5246 


3403 


ncr5163 


3463 


ncr5247 


3404 


ncr5164 


3464 


ncr5248 


3405 


ncr51 66 


3465 


ncr5249 


3406 


ncr5167 


3466 


ncr5251 


3407 


ncr5168 


3467 


ncr5252 


3408 


ncr5169 


3468 


ncr5253 


3409 


ncr5171 


3469 


ncr5254 


3410 


ncr5172 


3470 


ncr5255 


3411 


ncr5173 


3471 


ncr5256 


3412 


ncr5174 


3472 


ncr5257 


3413 


ncr5176 


3473 


ncr5258 


3414 


ncr5177 


3474 


ncr5261 


3415 


ncr5178 


3475 


ncr5262 


3416 


ncr5179 


3476 


ncr5263 


3417 


ncr5180 


3477 


iicr5264 


3418 


ncr5182 


3478 


ncr5265 


3419 


ncr5183 


3479 


ncr5266 


3420 


ncr5184 


3480 


ncr5268 



3481 


ncr5269 


3541 


ncr5373 


3482 


ncr5272 


3542 


ncr5374 


3483 


ncr5273 


3543 


ncr5375 


3484 


ncr5274 


3544 


ncr5376 


3485 


ncr5276 


3545 


ncr5377 


3486 


ncr5280 


3546 


ncr5380 


3487 


ncr5283 


3547 


ncr5381 


3488 


ncr5284 


3548 


ncr5383 


3489 


ncr5285 


3549 


ncr5384 


3490 


ncr5287 


3550 


iicr5385 


3491 


ncr5288 


3551 


ncr5387 


3492 


ncr5289 


3552 


ncr5388 


3493 


ncr529i 


3553 


ncr5389 


3494 


ncr5292 


3554 


ncr5392 


3495 


ncr5293 


3555 


ncr5393 


3496 


ncr5296 


3556 


ncr5394 


3497 


ncr5297 


3557 


ncr5397 


3498 


ncr5299 


3558 


ncr5399 


3499 


ncr5300 


3559 


ncr5400 


3500 


ncr5301 


3560 


ncr5401 


3501 


iicr5303 


3561 


ncr5402 


3502 


ncr5304 


3562 


ncr5403 


3503 


ncr5305 


3563 


ncr5404 


3504 


ncr5311 


3564 


ncr5405 


3505 


ncr5312 


3565 


ncr5407 


3506 


ncr5313 


3566 


ncr5408 


3507 


ncr5316 


3567 


ncr5409 


3508 


ncr5318 


3568 


ncr5410 


3509 


ncr5320 


3569 


ncr5412 


3510 


ncr5322 


3570 


ncr5414 


3511 


ncr5323 


3571 


ncr5415 


3512 


ncr5324 


3572 


ncr5416 


3513 


ncr5325 


3573 


ncr5417 


3514 


ncr5327 


3574 


ncr5420 


3515 


ncr5328 


3575 


ncr5421 


3516 


ncr5331 


3576 


ncr5423 


3517 


ncr5333 


3577 


ncr5424 


3518 


ncr5334 


3578 


ncr5425 


3519 


ncr5335 


3579 


ncr5426 


3520 


ncr5336 


3580 


ncr5427 


3521 


ncr5338 


3581 


ncr5428 


3522 


ncr5341 


3582 


ncr5429 


3523 


ncr5342 


3583 


ncr5430 


3524 


ncr5343 


3584 


ncr5431 


3525 


ncr5345 


3585 


ncr5432 


3526 


iicr5346 


3586 


ncr5433 


3527 


ncr5349 


3587 


ncr5435 


3528 


ncr5353 


3588 


ncr5436 


3529 


ncr5354 


3589 


ncr5437 


3530 


ncr5355 


3590 


ncr5438 


3531 


ncr5357 


3591 


ncr5440 


3532 


ncr5358 


3592 


ncr5442 


3533 


ncr5360 


3593 


ncr5444 


3534 


ncr5361 


3594 


ncr5446 


3535 


ncr5363 


3595 


ncr5450 


3536 


ncr5364 


3596 


ncr5451 


3537 


ncr5365 


3597 


ncr5453 


3538 


ncr5368 


3598 


ncr5454 


3539 


ncr5369 


3599 


ncr5455 


3540 


ncr5372 


3600 


ncr5458 



Figure 6C - List of EST Sequence Names From Normal Cartilage cDNA Library - Page 13 of 61 



3601 


ncr5459 


3661 


ncr5537 


3721 


ncr5630 


3781 


ncr5712 


3841 


ncr5808 


3602 


ncr5461 


3662 


ncr5538 


3722 


ncr5631 


3782 


ncr5713 


3842 


ncr5810 


3603 


ncr5462 


3663 


ncr5539 


3723 


ncr5632 


3783 


ncr5714 


3843 


iicr5811 


3604 


ncr5463 


3664 


ncr5540 


3724 


ncr5633 


3784 


ncr5715 


3844 


ncr5812 


3605 


ncr5464 


3665 


ncr5541 


3725 


ncr5635 


3785 


ncT5718 


3845 


ncr5814 


3606 


ncr5465 


3666 


iicr5542 


3726 


ncr5637 


3786 


ncr5719 


3846 


ncr5815 


3607 


ncr5466 


3667 


ncr5543 


3727 


ncr5639 


3787 


ncr5720 


3847 


ncr5816 


3608 


ncr5470 


3668 


ncr5544 


3728 


ncr5640 


3788 


ncr5721 


3848 


ncr5817 


3609 


ncr5471 


3669 


ncr5545 


3729 


ncr5641 


3789 


ncr5722 


3849 


ncr5818 


3610 


ncr5472 


3670 


ncr5546 


3730 


ncr5643 


3790 


ncr5723 


3850 


ncr5819 


3611 


ncr5473 


3671 


ncr5547 


3731 


ncr5644 


3791 


ncr5724 


3851 


ncr5820 


3612 


ncr5475 


3672 


ncr5549 


3732 


ncr5645 


3792 


ncr5725 


3852 


ncr582l 


3613 


ncr5476 


3673 


ncr5550 


3733 


ncr5646 


3793 


ncr5727 


3853 


ncr5822 


3614 


ncr5477 


3674 


ncr5551 


3734 


ncr5648 


3794 


ncr5729 


3854 


ncr5823 


3615 


ncr5478 


3675 


ncr5552 


3735 


ncr5649 


3795 


ncr5734 


3855 


ncr5825 


3616 


ncr5479 


3676 


ncr5553 


3736 


ncr5650 


3796 


ncr5736 


3856 


ncr5826 


3617 


ncr5481 


3677 


ncr5554 


3737 


ncr5651 


3797 


ncr5738 


3857 


ncr5828 


3618 


ncr5482 


3678 


ncr5555 


3738 


ncr5653 


3798 


ncr5740 


3858 


ncr5829 


3619 


ncr5484 


3679 


ncr5557 


3739 


ncr5654 


3799 


ncr5741 


3859 


ncr5830 


3620 


ncr5485 


3680 


ncr5558 


3740 


ncr5655 


3800 


ncr5742 


3860 


ncr5833 


3621 


ncr5488 


3681 


ncr5559 


3741 


ncr5657 


3801 


ncr5744 


3861 


ncr5835 


3622 


ncr5490 


3682 


ncr5560 


3742 


iicr5658 


3802 


ncr5745 


3862 


ncr5836 


3623 


ncr5491 


3683 


ncr5564 


3743 


ncr5659 


3803 


ncr5746 


3863 


ncr5838 


3624 


ncr5492 


3684 


ncr5566 


3744 


ncr5660 


3804 


ncr5750 


3864 


ncr5840 


3625 


ncr5493 


3685 


ncr5568 


3745 


ncr5661 


3805 


ncr5751 


3865 


ncr5842 


3626 


ncr5494 


3686 


ncr5570 


3746 


ncr5662 


3806 


ncr5752 


3866 


ncr5843 


3627 


ncr5495 


3687 


ncr5571 


3747 


ncr5663 


3807 


ncr5753 


3867 


ncr5844 


3628 


ncr5497 


3688 


ncr5572 


3748 


ncr5664 


3808 


ncr5755 


3868 


ncr5846 


3629 


ncr5499 


3689 


ncr5573 


3749 


ncr5667 


3809 


ncr5756 


3869 


ncr5848 


3630 


ncr5500 


3690 


ncr5575 


3750 


ncr5668 


3810 


ncr5757 


3870 


ncr5850 


3631 


ncr5501 


3691 


ncr5576 


3751 


ncr5671 


3811 


ncr5758 


3871 


ncr5854 


3632 


ncr5503 


3692 


ncr5583 


3752 


ncr5672 


3812 


Ecr5759 


3872 


ncr5856 


3633 


ncr5505 


3693 


ncr5585 


3753 


ncr5673 


3813 


ncr5760 


3873 


ncr5859 


3634 


ncr5506 


3694 


ncr5586 


3754 


ncr5675 


3814 


ncr5763 


3874 


ncr5860 


3635 


ncr5507 


3695 


ncr5587 


3755 


ncr5676 


3815 


ncr5764 


3875 


ncr5861 


3636 


ncr5508 


3696 


ncr5588 


3756 


ncr5677 


3816 


ncr5767 


3876 


ncr5863 


3637 


ncr5509 


3697 


ncr5591 


3757 


ncr5679 


3817 


ncr5768 


3877 


ncr5864 


3638 


ncr5510 


3698 


ncr5592 


3758 


ncr5681 


3818 


ncr5769 


3878 


ncr5865 


3639 


ncr5512 


3699 


ncr5594 


3759 


ncr5682 


3819 


ncr5771 


3879 


ncr5867 


3640 


ncr5514 


3700 


ncr5597 


3760 


ncr5683 


3820 


ncr5772 


3880 


ncr5871 


3641 


ncr5515 


3701 


ncr5599 


3761 


ncr5684 


3821 


ncr5776 


3881 


ncr5872 


3642 


ncr5516 


3702 


ncr5600 


3762 


ncr5689 


3822 


ncr5777 


3882 


ncr5873 


3643 


ncr5518 


3703 


ncr5601 


3763 


ncr5691 


3823 


ncr5779 


3883 


ncr5875 


3644 


ncr5519 


3704 


ncr5603 


3764 


ncr5692 


3824 


ncr5781 


3884 


ncr5876 


3645 


ncr5520 


3705 


ncr5604 


3765 


ncr5693 


3825 


ncr5783 


3885 


ncr5877 


3646 


ncr5521 


3706 


ncr5610 


3766 


ncr5695 


3826 


ncr5785 


3886 


ncr5879 


3647 


ncr5522 


3707 


ncr5612 


3767 


ncr5696 


3827 


iicr5787 


3887 


ncr5880 


3648 


ncr5523 


3708 


ncr5613 


3768 


ncr5697 


3828 


ncr5788 


3888 


ncr5881 


3649 


ncr5524 


3709 


ncr5614 


3769 


ncr5699 


3829 


ncr5789 


3889 


ncr5882 


3650 


ncr5525 


3710 


ncr5616 


3770 


ncr5700 


3830 


ncr5792 


3890 


ncr5884 


3651 


ncr5526 


3711 


ncr5617 


3771 


ncr5701 


3831 


ncr5793 


3891 


iicr5887 


3652 


ncr5527 


3712 


ncr5618 


3772 


ncr5702 


3832 


ncr5794 


3892 


ncr5888 


3653 


ncr5529 


3713 


ncr5620 


3773 


ncr5703 


3833 


ncr5795 


3893 


ncr5890 


3654 


ncr5530 


3714 


ncr5621 


3774 


ncr5704 


3834 


ncr5796 


3894 


ncr5892 


3655 


ncr5531 


3715 


ncr5622 


3775 


ncr5706 


3835 


ncr5797 


3895 


ncr5894 


3656 


ncr5532 


3716 


ncr5624 


3776 


ncr5707 


3836 


ncr5798 


3896 


ncr5896 


3657 


ncr5533 


3717 


ncr5625 


3777 


ncr5708 


3837 


ncr5800 


3897 


ncr5898 


3658 


ncr5534 


3718 


ncr5626 


3778 


ncr5709 


3838 


ncr5803 


3898 


ncr5899 


3659 


ncr5535 


3719 


ncr5628 


3779 


ncr5710 


3839 


ncr5804 


3899 


ncr5900 


3660 


ncr5536 


3720 


ncr5629 


3780 


ncr5711 


3840 


ncr5807 


3900 


ncr5901 
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3901 


ncr5903 


3961 


ncr5999 


4021 


ncr6092 


4081 


ncr6184 


4141 


ncr6275 


3902 


ncr5904 


3962 


ncr6003 


4022 


ncr6093 


4082 


ncr6187 


4142 


ncr6276 


3903 


ncr5906 


3963 


ncr6004 


4023 


ncr6094 


4083 


ncr6188 


4143 


ncr6277 


3904 


ncr5908 


3964 


ncr6005 


4024 


ncr6095 


4084 


ncr6190 


4144 


ncr6278 


3905 


ncr5909 


3965 


ncr6007 


4025 


ncr6099 


4085 


ncr6192 


4145 


ncr6279 


3906 


ncr5911 


3966 


ncr6009 


4026 


ncr6100 


4086 


ncr6193 


4146 


ncr6280 


3907 


ncr5912 


3967 


ncr6010 


4027 


ncr6103 


4087 


ncr6194 


4147 


ncr6283 


3908 


ncr5913 


3968 


ncr6011 


4028 


ncT6104 


4088 


ncr6195 


4148 


ncr6284 


3909 


ncr5914 


3969 


ncr6012 


4029 


ncr6105 


4089 


ncr6196 


4149 


ncr6285 


3910 


ncr5915 


3970 


ncr6013 


4030 


ncr6106 


4090 


ncr6197 


4150 


ncr6286 


3911 


ncr5916 


3971 


ncr6016 


4031 


ncr6107 


4091 


ncr6198 


4151 


ncr6287 


3912 


ncr5917 


3972 


ncr6017 


4032 


ncr6108 


4092 


ncr6200 


4152 


ncr6288 


3913 


ncr5918 


3973 


ncr6019 


4033 


ncr6109 


4093 


ncr6202 


4153 


ncr6289 


3914 


ncr5919 


3974 


ncr6022 


4034 


ncr6110 


4094 


ncr6203 


4154 


ncr6290 


3915 


iicr5921 


3975 


ncr6023 


4035 


ncr6111 


4095 


iicr6204 


4155 


ncr6291 


3916 


ncr5923 


3976 


ncr6024 


4036 


ncr6113 


4096 


ncr6205 


4156 


ncr6292 


3917 


ncr5924 


3977 


ncr6026 


4037 


ncr6114 


4097 


ncr6206 


4157 


ncr6293 


3918 


ncr5925 


3978 


ncr6028 


4038 


ncr6115 


4098 


ncr6207 


4158 


ncr6298 


3919 


ncr5927 


3979 


ncr6029 


4039 


ncr6116 


4099 


ncr6208 


4159 


ncr6301 


3920 


ncr5928 


3980 


ncr6030 


4040 


ncr6119 


4100 


ncr6209 


4160 


ncr6302 


3921 


ncr5931 


3981 


ncr6031 


4041 


ncr6120 


4101 


ncr6210 


4161 


ncr6306 


3922 


ncr5932 


3982 


ncr6033 


4042 


ncr6121 


4102 


ncr6211 


4162 


ncr6307 


3923 


iicr5934 


3983 


ncr6034 


4043 


ncr6122 


4103 


iicr6212 


4163 


ncr6308 


3924 


ncr5938 


3984 


ncr6035 


4044 


ncr6123 


4104 


ncr6213 


4164 


ncr6310 


3925 


ncr5939 


3985 


ncr6036 


4045 


ncr6125 


4105 


ncr6215 


4165 


ncr6311 


3926 


ncr5940 


3986 


ncr6037 


4046 


ncr6126 


4106 


ncr6216 


4166 


ncr6312 


3927 


ncr5941 


3987 


ncr6038 


4047 


ncr6127 


4107 


ncr6217 


4167 


ncr6315 


3928 


ncr5942 


3988 


ncr6040 


4048 


ncr6128 


4108 


ncr6220 


4168 


ncr6316 


3929 


ncr5943 


3989 


ncr6041 


4049 


ncr6130 


4109 


ncr6221 


4169 


ncr6317 


3930 


ncr5944 


3990 


ncr6043 


4050 


ncr6131 


4110 


ncr6223 


4170 


ncr6318 


3931 


ncr5945 


3991 


ncr6044 


4051 


ncr6132 


4111 


ncr6224 


4171 


ncr6320 


3932 


ncr5946 


3992 


ncr6045 


4052 


ncr6133 


4112 


ncr6225 


4172 


iicr6321 


3933 


iicr5947 


3993 


ncr6046 


4053 


ncr6135 


4113 


ncr6226 


4173 


ncr6322 


3934 


ncr5949 


3994 


ncr6047 


4054 


ncr6136 


4114 


ncr6227 


4174 


ncr6323 


3935 


ncr5950 


3995 


ncr6048 


4055 


iicr6137 


4115 


ncr6228 


4175 


ncr6324 


3936 


ncr5951 


3996 


ncr6051 


4056 


ncr6138 


4116 


ncr6232 


4176 


ncr6325 


3937 


ncr5952 


3997 


ncr6053 


4057 


ncr6140 


4117 


ncr6233 


4177 


ncr6326 


3938 


ncr5955 


3998 


ncr6056 


4058 


ncr6141 


4118 


ncr6235 


4178 


ncr6327 


3939 


ncr5957 


3999 


ncr6057 


4059 


ncr6142 


4119 


ncr6236 


4179 


ncr6328 


3940 


ncr5959 


4000 


ncr6059 


4060 


ncr6143 


4120 


ncr6237 


4180 


ncr6330 


3941 


ncr5960 


4001 


ncr6060 


4061 


ncr6144 


4121 


ncr6240 


4181 


ncr6331 


3942 


ncr5961 


4002 


ncr6061 


4062 


ncr6148 


4122 


ncr6242 


4182 


ncr6332 


3943 


iicr5963 


4003 


ncr6063 


4063 


ncr6152 


4123 


ncr6244 


4183 


ncr6334 


3944 


ncr5967 


4004 


ncr6064 


4064 


ncr6155 


4124 


ncr6245 


4184 


ncr6335 


3945 


iicr5969 


4005 


ncr6065 


4065 


ncr6157 


4125 


ncr6247 


4185 


ncr6336 


3946 


ncr5971 


4006 


ncr6067 


4066 


ncr6159 


4126 


ncr6252 


4186 


ncr6339 


3947 


ncr5972 


4007 


ncr6068 


4067 


ncr6160 


4127 


ncr6256 


4187 


ncr6343 


3948 


ncr5973 


4008 


ncr6071 


4068 


ncr6161 


4128 


ncr6257 


4188 


ncr6344 


3949 


ncr5975 


4009 


ncr6072 


4069 


ncr6163 


4129 


ncr6259 


4189 


ncr6345 


3950 


ncr5976 


4010 


ncr6073 


4070 


ncr6164 


4130 


ncr6260 


4190 


ncr6347 


3951 


ncr5977 


4011 


ncr6074 


4071 


ncr6165 


4131 


ncr6261 


4191 


ncr6353 


3952 


ncr5979 


4012 


ncr6076 


4072 


ncr6167 


4132 


ncr6262 


4192 


iicr6357 


3953 


ncr5981 


4013 


ncr6079 


4073 


ncr6168 


4133 


ncr6264 


4193 


ncr6360 


3954 


ncr5983 


4014 


ncr6080 


4074 


ncr6170 


4134 


ncr6265 


4194 


ncr6365 


3955 


ncr5984 


4015 


ncr6082 


4075 


ncr6176 


4135 


ncr6266 


4195 


ncr6368 


3956 


ncr5988 


4016 


ncr6083 


4076 


ncr6178 


4136 


ncr6268 


4196 


ncr6370 


3957 


ncr5989 


4017 


ncr6085 


4077 


ncr6179 


4137 


ncr6269 


4197 


ncr6372 


3958 


ncr5990 


4018 


ncr6086 


4078 


ncr6180 


4138 


ncr6272 


4198 


ncr6373 


3959 


ncr5992 


4019 


ncr6088 


4079 


ncr6182 


4139 


ncr6273 


4199 


ncr6375 


3960 


ncr5995 


4020 


ncr6091 


4080 


ncr6183 


4140 


ncr6274 


4200 


ncr6376 
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4201 


ncr6379 


4261 


ncr6567 


4321 


ncr6676 


4381 


ncr6769 


4441 


ncr6864 


4202 


ncr6381 


4262 


ncr6570 


4322 


ncr6677 


4382 


ncr6771 


4442 


ncr68 66 


4203 


ncr6382 


4263 


ncr6571 


4323 


ncr6678 


4383 


ncr6772 


4443 


ncr6867 


4204 


ncr6383 


4264 


iicr6573 


4324 


ncr6679 


4384 


ncr6773 


4444 


ncr6868 


4205 


ncr6384 


4265 


ncr6575 


4325 


ncr6681 


4385 


ncr6774 


4445 


ncr6869 


4206 


ncr6385 


4266 


ncr6577 


4326 


ncr6682 


4386 


ncr6775 


4446 


ncr6870 


4207 


ncr6388 


4267 


ncr6578 


4327 


ncr6683 


4387 


ncr6776 


4447 


ncr6871 


4208 


ncr6389 


4268 


ncr6579 


4328 


ncr6684 


4388 


ncr6779 


4448 


ncr6873 


4209 


ncr6390 


4269 


ncr6581 


4329 


ncr6688 


4389 


ncr6780 


4449 


ncr6874 


4210 


ncr6391 


4270 


ncr6582 


4330 


ncr6690 


4390 


ncr6782 


4450 


ncr6875 


4211 


ncr6393 


4271 


ncr6584 


4331 


ncr6691 


4391 


ncr6786 


4451 


ncr6877 


4212 


ncr6394 


4272 


ncr6585 


4332 


ncr6693 


4392 


ncr6787 


4452 


ncr6878 


4213 


ncr6395 


4273 


ncr6586 


4333 


ncr6694 


4393 


ncr6788 


4453 


ncr6879 


4214 


ncr6396 


4274 


ncr6588 


4334 


ncr6695 


4394 


ncr6791 


4454 


ncr6880 


4215 


ncr6398 


4275 


ncr6593 


4335 


ncr6696 


4395 


ncr6792 


4455 


ncr6881 


4216 


ncr6399 


4276 


ncr6594 


4336 


ncr6697 


4396 


ncr6793 


4456 


ncr6882 


4217 


ncr6400 


4277 


ncr6595 


4337 


ncr6699 


4397 


ncr6797 


4457 


ncr6883 


4218 


ncr6401 


4278 


ncr6596 


4338 


ncr6700 


4398 


ncr6800 


4458 


ncr6884 


4219 


ncr6402 


4279 


ncr6597 


4339 


ncr6702 


4399 


ncr6801 


4459 


ncr6885 


4220 


ncr6403 


4280 


ncr6598 


4340 


ncr6703 


4400 


ncr6802 


4460 


ncr6886 


4221 


ncr6404 


4281 


ncr6601 


4341 


ncr6704 


4401 


ncr6803 


4461 


ncr6887 


4222 


ncr6405 


4282 


ncr6602 


4342 


ncr6705 


4402 


ncr6805 


4462 


ncr6888 


4223 


ncr6407 


4283 


ncr6603 


4343 


ncr6706 


4403 


ncr6806 


4463 


ncr6891 


4224 


ncr6408 


4284 


ncr6604 


4344 


iicr6709 


4404 


ncr6807 


4464 


ncr6892 


4225 


ncr6409 


4285 


ncr6606 


4345 


ncr6711 


4405 


ncr6809 


4465 


ncr6893 


4226 


ncr6410 


4286 


ncr6608 


4346 


ncr6714 


4406 


ncr6810 


4466 


ncr6894 


4227 


ncr6411 


4287 


ncr6609 


4347 


ncr6715 


4407 


ncr6811 


4467 


ncr6896 


4228 


ncr6412 


4288 


ncr6610 


4348 


ncr6716 


4408 


ncr6813 


4468 


ncr6897 


4229 


ncr6415 


4289 


ncr6612 


4349 


ncr6719 


4409 


ncr6814 


4469 


ncr6898 


4230 


ncr6416 


4290 


ncr6613 


4350 


ncr6723 


4410 


ncr6815 


4470 


ncr6899 


4231 


ncr6417 


4291 


ncr6614 


4351 


ncr6725 


4411 


ncr6816 


4471 


ncr6900 


4232 


ncr6419 


4292 


ncr6619 


4352 


ncr6729 


4412 


ncr6817 


4472 


ncr6901 


4233 


iicr6420 


4293 


ncr6624 


4353 


ncr6733 


4413 


ncr6818 


4473 


ncr6902 


4234 


ncr6422 


4294 


ncr6628 


4354 


ncr6734 


4414 


ncr6819 


4474 


ncr6903 


4235 


ncr6424 


4295 


ncr6631 


4355 


ncr6735 


4415 


ncr6820 


4475 


ncr6905 


4236 


ncr6425 


4296 


ncr6632 


4356 


ncr6736 


4416 


ncr6821 


4476 


ncr6907 


4237 


ncr6426 


4297 


ncr6633 


4357 


ncr6739 


4417 


ncr6824 


4477 


ncr6908 


4238 


ncr6427 


4298 


ncr6635 


4358 


ncr6740 


4418 


ncr6825 


4478 


ncr6909 


4239 


ncr6428 


4299 


ncr6637 


4359 


ncr6741 


4419 


ncr6826 


4479 


ncr6910 


4240 


ncr6429 


4300 


ncr6639 


4360 


ncr6743 


4420 


ncr6827 


4480 


ncr6911 


4241 


ncr6430 


4301 


ncr6640 


4361 


ncr6744 


4421 


ncr6831 


4481 


ncr6912 


4242 


ncr643 1 


4302 


ncr6641 


4362 


ncr6745 


4422 


ncr6832 


4482 


ncr6916 


4243 


ncr6432 


4303 


ncr6644 


4363 


ncr6746 


4423 


ncr6836 


4483 


ncr6917 


4244 


ncr6533 


4304 


ncr6647 


4364 


ncr6747 


4424 


ncr6837 


4484 


ncr6919 


4245 


ncr6535 


4305 


ncr6649 


4365 


ncr6748 


4425 


ncr6839 


4485 


ncr6920 


4246 


ncr6537 


4306 


ncr6650 


4366 


ncr6749 


4426 


ncr6841 


4486 


ncr6921 


4247 


ncr6539 


4307 


ncr6651 


4367 


ncr6751 


4427 


ncr6842 


4487 


ncr6923 


4248 


ncr6540 


4308 


ncr6656 


4368 


ncr6752 


4428 


ncr6843 


4488 


ncr6924 


4249 


ncr654 1 


4309 


ncr6657 


4369 


ncr6753 


4429 


ncr6845 


4489 


ncr6925 


4250 


ncr6543 


4310 


ncr6658 


4370 


ncr6754 


4430 


ncr6847 


4490 


ncr6927 


4251 


ncr6547 


4311 


ncr6659 


4371 


ncr6755 


4431 


ncr6848 


4491 


ncr6928 


4252 


ncr6548 


4312 


ncr6661 


4372 


ncr6756 


4432 


ncr6850 


4492 


ncr6931 


4253 


ncr6549 


4313 


ncr6663 


4373 


ncr6757 


4433 


ncr6851 


4493 


ncr6932 


4254 


ncr6552 


4314 


ncr6664 


4374 


ncr6758 


4434 


ncr6852 


4494 


ncr6933 




ncro55i 


4315 


ncr6666 


4375 


ncr6759 


4435 


ncr6853 


4495 


ncr6937 


4256 


ncr6557 


4316 


ncr6669 


4376 


ncr6760 


4436 


ncr6854 


4496 


ncr6938 


4257 


ncr6560 


4317 


ncr6672 


4377 


ncr6764 


4437 


ncr6856 


4497 


ncr6939 


4258 


ncr6562 


4318 


ncr6673 


4378 


ncr6765 


4438 


ncr6858 


4498 


ncr6941 


4259 


iicr6563 


4319 


ncr6674 


4379 


ncr6767 


4439 


ncr6859 


4499 


ncr6943 


4260 


ncr6564 


4320 


ncr6675 


4380 


ncr6768 


4440 


ncr6860 


4500 


ncr6944 
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4501 


ncr6945 


4561 


ncr7047 


4621 


4502 


ncr6946 


4562 


ncr7048 


4622 


4503 


ncr6947 


4563 


ncr7050 


4623 


4504 


ncr6948 


4564 


ncr7051 


4624 


4505 


ncr6951 


4565 


ncr7052 


4625 


4506 


ncr6952 


4566 


ncr7053 


4626 


4507 


ncr6956 


4567 


ncr7055 


4627 


4508 


ncr6957 


4568 


ncr7056 


4628 


4509 


ncr6958 


4569 


ncr7058 


4629 


4510 


ncr6959 


4570 


ncr7062 


4630 


4511 


ncr6961 


4571 


ncr7063 


4631 


4512 


ncr6962 


4572 


ncr7064 


4632 


4513 


ncr6964 


4573 


ncr7066 


4633 


4514 


ncr6966 


4574 


ncr7067 


4634 


4515 


ncr6967 


4575 


ncr7069 


4635 


4516 


ncr6968 


4576 


ncr7070 


4636 


4517 


ncr6970 


4577 


ncr7071 


4637 


4518 


ncr6974 


4578 


ncr7072 


4638 


4519 


ncr6975 


4579 


ncr7074 


4639 


4520 


ncr6977 


4580 


ncr7075 


4640 


4521 


ncr6979 


4581 


ncr7077 


4641 


4522 


ncr6981 


4582 


ncr7078 


4642 


4523 


ncr6983 


4583 


ncr7079 


4643 


4524 


ncr6986 


4584 


ncr7080 


4644 


4525 


ncr6987 


4585 


ncr7081 


4645 


4526 


ncr6988 


4586 


ncr7082 


4646 


4527 


ncr6991 


4587 


ncr7083 


4647 


4528 


ncr6994 


4588 


ncr7085 


4648 


4529 


ncr6995 


4589 


ncr7086 


4649 


4530 


ncr6997 


4590 


ncr7088 


4650 


4531 


ncr6999 


4591 


ncr7089 


4651 


4532 


ncr7000 


4592 


ncr7090 


4652 


4533 


ncr7001 


4593 


ncr7091 


4653 


4534 


ncr7002 


4594 


ncr7093 


4654 


4535 


ncr7003 


4595 


ncr7095 


4655 


4536 


ncr7005 


4596 


ncr7096 


4656 


4537 


ncr7006 


4597 


ncr7097 


4657 


4538 


ncr7007 


4598 


ncr7098 


4658 


4539 


ncr7008 


4599 


ncr7099 


4659 


4540 


ncr7013 


4600 


ncr7100 


4660 


4541 


ncr7016 


4601 


ncr7102 


4661 


4542 


ncr7017 


4602 


ncr7103 


4662 


4543 


ncr7019 


4603 


ncr7104 


4663 


4544 


iicr7020 


4604 


ncr7108 


4664 


4545 


ncr7021 


4605 


ncr7109 


4665 


4546 


ncr7023 


4606 


ncr7111 


4666 


4547 


ncr7024 


4607 


ncr7112 


4667 


4548 


ncr7025 


4608 


ncr7115 


4668 


4549 


ncr7027 


4609 


ncr7116 


4669 


4550 


ncr7028 


4610 


ncr7117 


4670 


4551 


ncr7029 


4611 


ncr7119 


4671 


4552 


ncr7031 


4612 


ncr7124 


4672 


4553 


ncr7033 


4613 


ncr7125 


4673 


4554 


ncr7035 


4614 


ncr7127 


4674 




ncr/UJo 


4615 


ncr7128 


4675 


4556 


ncr7037 


4616 


ncr7129 


4676 


4557 


ncr7039 


4617 


ncr7131 


4677 


4558 


ncr7041 


4618 


ncr7132 


4678 


4559 


ncr7042 


4619 


ncr7133 


4679 


4560 


ncr7046 


4620 


ncr7136 


4680 



ncr7137 


4681 


ncr7220 


4741 


ncr7307 


ncr7138 


4682 


ncr7223 


4742 


ncr7308 


ncr7139 


4683 


ncr7224 


4743 


ncr7309 


ncr7140 


4684 


ncr7226 


4744 


ncr7312 


ncr7141 


4685 


ncr7227 


4745 


ncr7313 


iicr7142 


4686 


ncr7229 


4746 


ncr7317 


ncr7143 


4687 


ncr7231 


4747 


ncr7322 


ncr7144 


4688 


ncr7232 


4748 


ncr7324 


ncr7147 


4689 


ncr7234 


4749 


ncr7325 


ncr7148 


4690 


ncr7236 


4750 


ncr7326 


ncr7149 


4691 


ncr7238 


4751 


ncr7328 


ncr7150 


4692 


ncr7239 


4752 


ncr7330 


iicr7151 


4693 


ncr7240 


4753 


ncr7331 


ncr7152 


4694 


ncr7242 


4754 


ncr7332 


ncr71 55 


4695 


ncr7243 


4755 


ncr7333 


ncr71 56 


4696 


ncr7244 


4756 


ncr7334 


ncr7157 


4697 


ncr7245 


4757 


ncr7338 


ncr7158 


4698 


ncr7247 


4758 


ncr7339 


ncr7159 


4699 


ncr7248 


4759 


ncr7341 


ncr7160 


4700 


ncr7249 


4760 


ncr7342 


ncr7161 


4701 


ncr7250 


4761 


ncr7343 


ncr7162 


4702 


ncr7251 


4762 


ncr7344 


ncr7163 


4703 


ncr7253 


4763 


ncr7345 


ncr7164 


4704 


ncr7254 


4764 


ncr7347 


ncr7165 


4705 


ncr7255 


4765 


ncr7348 


ncr71 66 


4706 


ncr7256 


4766 


ncr7349 


ncr71 68 


4707 


ncr7257 


4767 


ncr7350 


ncr7170 


4708 


ncr7258 


4768 


ncr7351 


ncr7171 


4709 


ncr7259 


4769 


ncr7352 


ncr7172 


4710 


ncr7261 


4770 


ncr7353 


ncr7173 


4711 


ncr7262 


4771 


ncr7354 


ncr7175 


4712 


ncr7263 


4772 


ncr7355 


ncr7176 


4713 


ncr7265 


4773 


ncr7356 


ncr7177 


4714 


ncr7266 


4774 


ncr7357 


ncr7178 


4715 


ncr7267 


4775 


ncr7359 


ncr7180 


4716 


ncr7268 


4776 


ncr7360 


ncr7181 


4717 


ncr7270 


4777 


ncr7361 


ncr7182 


4718 


ncr7271 


4778 


ncr7364 


ncr7184 


4719 


ncr7272 


4779 


ncr7365 


ncr7185 


4720 


ncr7275 


4780 


ncr7366 


ncr7187 


4721 


ncr7276 


4781 


ncr7368 


ncr7188 


4722 


ncr7277 


4782 


ncr7369 


ncr7189 


4723 


ncr7279 


4783 


ncr7371 


ncr7190 


4724 


ncr7280 


4784 


ncr7372 


ncr7191 


4725 


ncr7282 


4785 


ncr7373 


ncr7192 


4726 


ncr7284 


4786 


ncr7374 


ncr7193 


4727 


ncr7286 


4787 


ncr7375 


ncr7194 


4728 


ncr7287 


4788 


ncr7376 


ncr7196 


4729 


ncr7288 


4789 


ncr7377 


ncr7197 


4730 


ncr7289 


4790 


ncr7378 


ncr7198 


4731 


ncr7290 


4791 


ncr7379 


ncr7199 


4732 


ncr7291 


4792 


ncr7381 


ncr7204 


4733 


ncr7292 


4793 


ncr7382 


ncr7205 


4734 


ncr7293 


4794 


ncr7383 


ncr7207 


4735 


ncr7294 


4795 


ncr7385 


ncr7211 


4736 


ncr7295 


4796 


ncr7386 


ncr7212 


4737 


ncr7296 


4797 


ncr7387 


ncr7215 


4738 


ncr7299 


4798 


ncr7388 


ncr7216 


4739 


ncr7301 


4799 


ncr7389 


ncr7219 


4740 


ncr7303 


4800 


ncr7390 
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4801 


ncr7392 


4861 


ncr7493 


4921 


ncr7574 


4981 


ncr7672 


5041 


iicr7754 


4802 


ncr7395 


4862 


ncr7495 


4922 


ncr7576 


4982 


ncr7673 


5042 


ncr7755 


4803 


ncr7396 


4863 


ncr7499 


4923 


ncr7577 


4983 


ncr7674 


5043 


ncr7756 


4804 


ncr7397 


4864 


ncr7500 


4924 


ncr7578 


4984 


ncr7675 


5044 


ncr7757 


4805 


ncr7399 


4865 


ncr7501 


4925 


ncr7579 


4985 


ncr7676 


5045 


ncr7758 


4806 


ncr7400 


4866 


ncr7503 


4926 


ncr7580 


4986 


ncr7678 


5046 


ncr7759 


4807 


ncr7407 


4867 


ncr7504 


4927 


ncr7581 


4987 


ncr7679 


5047 


ncr7760 


4808 


ncr7408 


4868 


ncr7505 


4928 


ncr7582 


4988 


ncr7680 


5048 


ncr7762 


4809 


ncr7409 


4869 


ncr7507 


4929 


ncr7588 


4989 


ncr7682 


5049 


ncr7763 


4810 


ncr741i 


4870 


ncr7508 


4930 


ncr7589 


4990 


ncr7683 


5050 


ncr7764 


4811 


ncr7412 


4871 


ncr7509 


4931 


ncr7591 


4991 


ncr7684 


5051 


ncr7765 


4812 


ncr7413 


4872 


ncr7511 


4932 


iicr7595 


4992 


ncr7688 


5052 


ncr7767 


4813 


ncr7417 


4873 


ncr7512 


4933 


ncr7596 


4993 


ncr7691 


5053 


ncr7768 


4814 


ncr7418 


4874 


ncr7513 


4934 


ncr7598 


4994 


ncr7693 


5054 


ncr7769 


4815 


ncr7419 


4875 


iicr7514 


4935 


ncr7600 


4995 


ncr7694 


5055 


ncr7770 


4816 


ncr7420 


4876 


ncr7515 


4936 


ncr7601 


4996 


ncr7695 


5056 


ncr7771 


4817 


ncr7423 


4877 


ncr7516 


4937 


ncr7603 


4997 


ncr7696 


5057 


ncr7772 


4818 


ncr7425 


4878 


ncr7517 


4938 


ncr7605 


4998 


ncr7697 


5058 


ncr7773 


4819 


ncr7426 


4879 


ncr7519 


4939 


ncr7606 


4999 


ncr7699 


5059 


ncr7774 


4820 


ncr7428 


4880 


ncr7520 


4940 


ncr7607 


5000 


ncr7703 


5060 


ncr7775 


4821 


ncr7429 


4881 


ncr7522 


4941 


ncr7609 


5001 


ncr7705 


5061 


iicr7776 


4822 


ncr7430 


4882 


ncr7523 


4942 


ncr7617 


5002 


ncr7707 


5062 


iicr7778 


4823 


ncr7431 


4883 


ncr7525 


4943 


ncr7618 


5003 


ncr7708 


5063 


ncr7780 


4824 


ncr7432 


4884 


ncr7528 


4944 


ncr7619 


5004 


ncr7709 


5064 


ncr7783 


4825 


ncr7434 


4885 


ncr7530 


4945 


ncr7621 


5005 


ncT7711 


5065 


ncr7784 


4826 


ncr7438 


4886 


ncr7531 


4946 


ncr7622 


5006 


ncr7712 


5066 


ncr7787 


4827 


ncr7448 


4887 


ncr7532 


4947 


ncr7623 


5007 


ncr7713 


5067 


ncr7788 


4828 


ncr7449 


4888 


ncr7533 


4948 


ncr7624 


5008 


ncr7714 


5068 


ncr7789 


4829 


ncr7450 


4889 


ncr7534 


4949 


ncr7626 


5009 


ncr7715 


5069 


ncr7791 


4830 


ncr7451 


4890 


ncr7535 


4950 


ncr7628 


5010 


ncr7716 


5070 


ncr7792 


4831 


ncr7452 


4891 


ncr7537 


4951 


ncr7629 


5011 


ncr7719 


5071 


ncr7793 


4832 


ncr7453 


4892 


ncr7538 


4952 


ncr7630 


5012 


ncr7720 


5072 


ncr7795 


4833 


ncr7454 


4893 


ncr7539 


4953 


ncr7631 


5013 


ncr7722 


5073 


ncr7796 


4834 


ncr7455 


4894 


ncr7540 


4954 


ncr7632 


5014 


ncr7724 


5074 


ncr7797 


4835 


ncr7456 


4895 


ncr7541 


4955 


ncr7633 


5015 


ncr7725 


5075 


ncr7799 


4836 


ncr7458 


4896 


ncr7542 


4956 


ncr7634 


5016 


ncr7726 


5076 


ncr7801 


4837 


ncr7460 


4897 


ncr7543 


4957 


ncr7636 


5017 


ncr7727 


5077 


ncr7802 


4838 


ncr7463 


4898 


iicr7544 


4958 


iicr7637 


5018 


ncr7728 


5078 


ncr7803 


4839 


ncr7464 


4899 


ncr7545 


4959 


ncr7638 


5019 


ncr7729 


5079 


ncr7805 


4840 


ncr7465 


4900 


ncr7546 


4960 


ncr7639 


5020 


ncr7730 


5080 


ncr7808 


4841 


ncr7467 


4901 


ncr7547 


4961 


ncr7642 


5021 


ncr7731 


5081 


ncr7809 


4842 


ncr7468 


4902 


ncr7548 


4962 


ncr7643 


5022 


ncr7732 


5082 


ncr7810 


4843 


ncr7470 


4903 


ncr7549 


4963 


ncr7644 


5023 


ncr7733 


5083 


ncr7812 


4844 


ncr7471 


4904 


ncr7551 


4964 


ncr7646 


5024 


ncr7734 


5084 


ncr7813 


4845 


ncr7472 


4905 


ncr7555 


4965 


ncr7647 


5025 


ncr7735 


5085 


ncr7815 


4846 


ncr7473 


4906 


ncr7556 


4966 


ncr7648 


5026 


ncr7736 


5086 


ncr7816 


4847 


ncr7475 


4907 


ncr7557 


4967 


ncr7649 


5027 


ncr7737 


5087 


ncr7818 


4848 


ncr7476 


4908 


ncr7558 


4968 


ncr7651 


5028 


ncr7739 


5088 


ncr7819 


4849 


ncr7477 


4909 


ncr7559 


4969 


ncr7652 


5029 


ncr7740 


5089 


ncr7820 


4850 


ncr7478 


4910 


ncr7560 


4970 


ncr7655 


5030 


ncr7741 


5090 


ncr7823 


4851 


ncr7479 


4911 


ncr7561 


4971 


ncr7657 


5031 


ncr7742 


5091 


ncr7824 


4852 


iicr7480 


4912 


ncr7563 


4972 


ncr7661 


5032 


ncr7744 


5092 


iicr7826 


4853 


ncr7481 


4913 


ncr7564 


4973 


ncr7663 


5033 


ncr7746 


5093 


ncr7827 


4854 


ncr7482 


4914 


ncr7565 


4974 


ncr7664 


5034 


ncr7747 


5094 


ncr7828 


4855 


ncr7483 


4915 


ncr7567 


4975 


ncr7665 


5035 


ncr7748 


5095 


ncr7829 


4856 


ncr7484 


4916 


ncr7568 


4976 


ncr7666 


5036 


ncr7749 


5096 


ncr7831 


4857 


ncr7485 


4917 


iicr7569 


4977 


ncr7668 


5037 


ncr7750 


5097 


ncr7834 


4858 


ncr7486 


4918 


iicr7570 


4978 


ncr7669 


5038 


iicr7751 


5098 


ncr7835 


4859 


ncr7487 


4919 


ncr7571 


4979 


ncr7670 


5039 


ncr7752 


5099 


ncr7836 


4860 


ncr7488 


4920 


ncr7573 


4980 


ncr7671 


5040 


ncr7753 


5100 


ncr7837 
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5101 


ncr7838 


5161 


ncr7926 


5221 


ncr8018 


5281 


ncr8107 


5341 


ncr8186 


5102 


ncr7839 


5162 


ncr7927 


5222 


ncr8019 


5282 


ncr8108 


5342 


ncr8187 


5103 


ncr7840 


5163 


ncr7929 


5223 


ncr8020 


5283 


ncr8109 


5343 


ncr8188 


5104 


ncr7841 


5164 


ncr7931 


5224 


ncr8024 


5284 


ncr8110 


5344 


ncr8189 


5105 


ncr7843 


5165 


ncr7932 


5225 


ncr8025 


5285 


ncrSlll 


5345 


ncr8191 


5106 


ncr7844 


5166 


ncr7933 


5226 


ncr8026 


5286 


ncr8112 


5346 


ncr8192 


5107 


ncr7845 


5167 


ncr7934 


5227 


ncr8027 


5287 


ncr8113 


5347 


ncr8193 


5108 


ncr7846 


5168 


ncr7936 


5228 


ncr8030 


5288 


ncT8114 


5348 


ncr8197 


5109 


ncr7848 


5169 


ncr7937 


5229 


ncr8031 


5289 


ncr8115 


5349 


ncr8198 


5110 


ncr7849 


5170 


ncr7938 


5230 


ncr8032 


5290 


ncr8116 


5350 


ncr8199 


5111 


ncr7850 


5171 


ncr7941 


5231 


iicr8033 


5291 


ncr8118 


5351 


ncr8200 


5112 


ncr7852 


5172 


ncr7943 


5232 


ncr8034 


5292 


ncr8119 


5352 


ncr8202 


5113 


ncr7853 


5173 


ncr7944 


5233 


ncr8035 


5293 


ncr8121 


5353 


ncr8203 


5114 


ncr7854 


5174 


ncr7945 


5234 


ncr8036 


5294 


ncr8122 


5354 


ncr8207 


5115 


ncr7855 


5175 


ncr7946 


5235 


ncr8038 


5295 


iicr8124 


5355 


ncr8208 


5116 


ncr7857 


5176 


iicr7947 


5236 


ncr8039 


5296 


ncr8125 


5356 


ncr8210 


5117 


ncr7859 


5177 


ncr7948 


5237 


ncr8040 


5297 


ncr8126 


5357 


ncr8211 


5118 


ncr7862 


5178 


ncr7949 


5238 


ncr8041 


5298 


ncr8127 


5358 


ncT8212 


5119 


iicr7863 


5179 


ncr7951 


5239 


ncr8042 


5299 


ncr8128 


5359 


Iicr8215 


5120 


ncr7864 


5180 


ncr7952 


5240 


ncr8044 


5300 


ncr8129 


5360 


ncr8216 


5121 


ncr7869 


5181 


ncr7953 


5241 


ncr8046 


5301 


ncr8130 


5361 


ncr8219 


5122 


ncr7871 


5182 


ncr7955 


5242 


ncr8047 


5302 


ncr8131 


5362 


ncr8220 


5123 


ncr7875 


5183 


ncr7956 


5243 


ncr8049 


5303 


ncr8132 


5363 


ncr8221 


5124 


ncr7876 


5184 


ncr7957 


5244 


ncr8052 


5304 


ncr8133 


5364 


ncr8224 


5125 


ncr7877 


5185 


ncr7958 


5245 


ncr8053 


5305 


ncr8134 


5365 


ncr8225 


5126 


ncr7879 


5186 


ncr7959 


5246 


ncr8054 


5306 


ncr8137 


5366 


ncr8226 


5127 


ncr7880 


5187 


ncr7960 


5247 


ncr8055 


5307 


ncr8138 


5367 


ncr8227 


5128 


ncr7881 


5188 


ncr7961 


5248 


ncr8056 


5308 


ncr8139 


5368 


ncr8228 


5129 


ncr7883 


5189 


ncr7962 


5249 


ncr8058 


5309 


ncr8141 


5369 


ncr8230 


5130 


ncr7884 


5190 


ncT7964 


5250 


iicr8059 


5310 


ncr8142 


5370 


ncr8231 


5131 


ncr7885 


5191 


ncr7965 


5251 


ncr8060 


5311 


ncr8144 


5371 


ncr8232 


5132 


ncr7888 


5192 


ncr7966 


5252 


ncr8061 


5312 


ncr8146 


5372 


iicr8233 


5133 


ncr7889 


5193 


ncr7967 


5253 


ncr8062 


5313 


ncr8147 


5373 


ncr8234 


5134 


ncr7891 


5194 


ncr7968 


5254 


ncr8063 


5314 


ncr8148 


5374 


ncr8235 


5135 


ncr7892 


5195 


ncr7971 


5255 


iicr8064 


5315 


ncr8149 


5375 


ncr8236 


5136 


ncr7893 


5196 


ncr7973 


5256 


ncT8067 


5316 


ncr8150 


5376 


ncr8237 


5137 


ncr7895 


5197 


ncr7975 


5257 


ncr8068 


5317 


ncr8151 


5377 


ncr8239 


5138 


ncr7896 


5198 


ncr7976 


5258 


ncr8069 


5318 


ncr8152 


5378 


ncr8241 


5139 


ncr7897 


5199 


ncr7979 


5259 


ncr8071 


5319 


ncr8153 


5379 


ncr8242 


5140 


ncr7900 


5200 


ncr7983 


5260 


ncr8073 


5320 


ncr8154 


5380 


iicr8243 


5141 


ncr7901 


5201 


ncr7984 


5261 


ncr8075 


5321 


ncr8156 


5381 


ncr8244 


5142 


ncr7903 


5202 


ncr7985 


5262 


ncr8076 


5322 


ncr8157 


5382 


ncr8245 


5143 


ncr7904 


5203 


ncr7987 


5263 


ncr8077 


5323 


ncr8158 


5383 


ncr8247 


5144 


ncr7905 


5204 


ncr7988 


5264 


ncr8079 


5324 


ncr8160 


5384 


ncr8248 


5145 


ncr7906 


5205 


ncr7989 


5265 


ncr8080 


5325 


ncr8164 


5385 


ncr8249 


5146 


ncr7907 


5206 


ncr7991 


5266 


ncr8081 


5326 


ncr8166 


5386 


ncr8250 


5147 


ncr7908 


5207 


ncr7992 


5267 


ncr8083 


5327 


ncr8167 


5387 


ncr8251 


5148 


ncr7909 


5208 


ncr7994 


5268 


ncr8085 


5328 


ncr8169 


5388 


ncr8252 


5149 


ncr7910 


5209 


ncr7995 


5269 


ncr8086 


5329 


ncr8171 


5389 


ncr8253 


5150 


ncr7912 


5210 


ncr7996 


5270 


ncr8089 


5330 


ncr8172 


5390 


ncr8254 


5151 


iicr7914 


5211 


ncr7999 


5271 


ncr8091 


5331 


ncr8173 


5391 


ncr8256 


5152 


ncr7915 


5212 


ncr8001 


5272 


ncr8092 


5332 


ncr8174 


5392 


ncr8259 


5153 


ncr7917 


5213 


ncr8003 


5273 


ncr8093 


5333 


ncr8175 


5393 


ncr8260 


5154 


ncr7918 


5214 


ncr8005 


5274 


ncr8095 


5334 


ncr8176 


5394 


ncr8261 


5155 


ncr7919 


5215 


ncr8007 


5275 


ncr8096 


5335 


ncr8177 


5395 


ncr8263 


5156 


ncr7921 


5216 


ncr8008 


5276 


ncr8097 


5336 


ncr8180 


5396 


ncr8267 


5157 


ncr7922 


5217 


ncr8012 


5277 


ncr8099 


5337 


ncr8181 


5397 


ncr8268 


5158 


ncr7923 


5218 


iicr8013 


5278 


ncrSlOO 


5338 


ncr8182 


5398 


ncr8272 


5159 


ncr7924 


5219 


ncr8015 


5279 


ncrSlOl 


5339 


ncr8183 


5399 


ncr8273 


5160 


ncr7925 


5220 


ncr8017 


5280 


ncr8103 


5340 


ncr8184 


5400 


ncr8275 
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5401 


ncr8276 


5461 


ncr8367 


5521 


ncr8464 


5581 


ncr8551 


5641 


ncr8659 


5402 


ncr8277 


5462 


ncr8368 


5522 


ncr8467 


5582 


ncr8555 


5642 


ncr8660 


5403 


ncr8280 


5463 


ncr8372 


5523 


ncr8468 


5583 


ncr8556 


5643 


ncr8663 


5404 


ncr8281 


5464 


ncr8373 


5524 


ncr8469 


5584 


ncr8560 


5644 


ncr8665 


5405 


ncr8282 


5465 


ncr8375 


5525 


ncr8471 


5585 


ncr8563 


5645 


ncr8666 


5406 


ncr8284 


5466 


ncr8376 


5526 


ncr8472 


5586 


ncr8565 


5646 


ncr8667 


5407 


ncr8287 


5467 


ncr8377 


5527 


ncr8473 


5587 


ncr8568 


5647 


ncr8668 


5408 


ncr8288 


5468 


ncr8378 


5528 


ncr8475 


5588 


ncr8569 


5648 


ncr8669 


5409 


ncr8289 


5469 


ncr8381 


5529 


ncr8476 


5589 


ncr8572 


5649 


ncr8671 


5410 


ncr8290 


5470 


ncr8386 


5530 


ncr8477 


5590 


ncr8573 


5650 


ncr8672 


5411 


ncr8291 


5471 


ncr8390 


5531 


ncr8479 


5591 


ncr8575 


5651 


ncr8677 


5412 


ncr8292 


5472 


ncr8392 


5532 


ncr8481 


5592 


ncr8578 


5652 


ncr8678 


5413 


ncr8293 


5473 


ncr8394 


5533 


ncr8482 


5593 


ncr8579 


5653 


ncr8680 


5414 


ncr8294 


5474 


ncr8395 


5534 


ncr8483 


5594 


ncr8584 


5654 


iicr8684 


5415 


ncr8295 


5475 


ncr8396 


5535 


ncr8484 


5595 


ncr8588 


5655 


ncr8685 


5416 


ncr8296 


5476 


ncr8397 


5536 


ncr8485 


5596 


ncr8589 


5656 


ncr8686 


5417 


ncr8299 


5477 


ncr8398 


5537 


ncr8486 


5597 


ncr8593 


5657 


ncr8687 


5418 


ncr8300 


5478 


ncr8399 


5538 


ncr8487 


5598 


ncr8594 


5658 


ncr8688 


5419 


ncr8301 


5479 


ncr8400 


5539 


ncr8488 


5599 


ncr8595 


5659 


ncr8689 


5420 


ncT8302 


5480 


ncr8401 


5540 


ncr8490 


5600 


ncr8596 


5660 


ncr8692 


5421 


ncr8303 


5481 


ncr8402 


5541 


ncr8491 


5601 


ncr8597 


5661 


ncr8693 


5422 


ncr8304 


5482 


ncr8404 


5542 


ncr8492 


5602 


ncr8598 


5662 


ncr8694 


5423 


ncr8305 


5483 


ncr8405 


5543 


ncr8493 


5603 


ncr8599 


5663 


ncr8695 


5424 


ncr8309 


5484 


ncr8406 


5544 


ncr8494 


5604 


ncr8601 


5664 


ncr8698 


5425 


ncr8310 


5485 


ncr8407 


5545 


ncr8495 


5605 


ncr8602 


5665 


ncr8699 


5426 


iicr8311 


5486 


ncr8409 


5546 


ncr8498 


5606 


ncr8603 


5666 


ncr8701 


5427 


ncr8313 


5487 


ncr8411 


5547 


ncr8499 


5607 


ncr8606 


5667 


ncr8702 


5428 


ncr8314 


5488 


ncr8413 


5548 


ncr8500 


5608 


ncr8607 


5668 


ncr8703 


5429 


ncr8316 


5489 


ncr8414 


5549 


ncr8503 


5609 


ncr8609 


5669 


ncr8704 


5430 


ncr8317 


5490 


ncr8415 


5550 


ncr8504 


5610 


ncr8610 


5670 


ncr8705 


5431 


ncr8318 


5491 


ncr8416 


5551 


ncr8507 


5611 


ncr8611 


5671 


ncr8706 


5432 


ncr8320 


5492 


ncr8418 


5552 


ncr8508 


5612 


ncr8612 


5672 


ncr8707 


5433 


ncr8322 


5493 


ncr8419 


5553 


ncr8509 


5613 


ncr8613 


5673 


ncr8708 


5434 


ncr8324 


5494 


ncr8420 


5554 


ncr8511 


5614 


ncr8615 


5674 


ncr8709 


5435 


iicr8326 


5495 


ncr8422 


5555 


ncr8512 


5615 


ncr8616 


5675 


ncr8710 


5436 


ncr8328 


5496 


ncr8423 


5556 


ncr8514 


5616 


iicr8619 


5676 


ncr8711 


5437 


ncr8329 


5497 


ncr8424 


5557 


ncr8516 


5617 


ncr8620 


5677 


ncr8712 


5438 


ncr8330 


5498 


ncr8426 


5558 


ncr8517 


5618 


ncr8621 


5678 


ncr8713 


5439 


ncr8331 


5499 


ncr8429 


5559 


ncr8519 


5619 


ncr8622 


5679 


ncr8714 


5440 


ncr8335 


5500 


ncr8431 


5560 


ncr8521 


5620 


ncr8623 


5680 


ncr8715 


5441 


ncr8336 


5501 


ncr8432 


5561 


ncr8522 


5621 


ncr8624 


5681 


ncr8716 


5442 


ncr8337 


5502 


ncr8433 


5562 


ncr8523 


5622 


ncr8627 


5682 


ncr8717 


5443 


ncr8340 


5503 


ncr8434 


5563 


ncr8524 


5623 


ncr8628 


5683 


ncr8719 


5444 


ncr8341 


5504 


ncr8436 


5564 


ncr8527 


5624 


ncr8629 


5684 


ncr8720 


5445 


ncr8342 


5505 


ncr8437 


5565 


ncr8528 


5625 


ncr8630 


5685 


ncr8721 


5446 


ncr8343 


5506 


ncr8438 


5566 


ncr8529 


5626 


ncr8631 


5686 


ncr8723 


5447 


ncr8346 


5507 


ncr8439 


5567 


ncr8530 


5627 


ncr8633 


5687 


ncr8724 


5448 


ncr8347 


5508 


ncr8440 


5568 


ncr8532 


5628 


ncr8634 


5688 


ncr8725 


5449 


ncr8348 


5509 


ncr8441 


5569 


ncr8535 


5629 


iicr8635 


5689 


ncr8726 


5450 


ncr8349 


5510 


ncr8442 


5570 


ncr8536 


5630 


ncr8636 


5690 


ncr8727 


5451 


ncr8350 


5511 


ncr8443 


5571 


ncr8537 


5631 


ncr8637 


5691 


ncr8728 


5452 


ncr8351 


5512 


ncr8444 


5572 


ncr8538 


5632 


ncr8639 


5692 


ncr8730 


5453 


ncr8352 


5513 


ncr8447 


5573 


ncr8539 


5633 


ncr8640 


5693 


ncr8732 


5454 


ncr8355 


5514 


ncr8448 


5574 


ncr8540 


5634 


ncr8645 


5694 


ncr8733 


5455 


ncr8356 


5515 


ncr8451 


5575 


ncr8542 


5635 


ncr8647 


5695 


ncr8734 


5456 


iicr8357 


5516 


ncr8452 


5576 


ncr8543 


5636 


ncr8648 


5696 


ncr8735 


5457 


ncr8360 


5517 


ncr8453 


5577 


ncr8544 


5637 


ncr8649 


5697 


ncr8736 


5458 


ncr8361 


5518 


ncr8456 


5578 


ncr8546 


5638 


ncr8651 


5698 


ncr8739 


5459 


ncr8363 


5519 


ncr8459 


5579 


ncr8547 


5639 


ncr8652 


5699 


ncr8741 


5460 


ncr8364 


5520 


ncr8463 


5580 


ncr8548 


5640 


ncr8655 


5700 


ncr8743 
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5701 


ncr8749 


5761 


ncr8843 


5821 


5702 


ncr8751 


5762 


ncr8844 


5822 


5703 


ncr8752 


5763 


ncr8845 


5823 


5704 


ncr8756 


5764 


ncr8846 


5824 


5705 


ncr8757 


5765 


ncr8847 


5825 


5706 


ncr8759 


5766 


ncr8848 


5826 


5707 


ncr8760 


5767 


ncr8849 


5827 


5708 


ncr8761 


5768 


ncr8851 


5828 


5709 


ncr8762 


5769 


ncr8852 


5829 


5710 


ncr8763 


5770 


ncr8853 


5830 


5711 


ncr8764 


5771 


ncr8855 


5831 


5712 


ncr8767 


5772 


ncr8856 


5832 


5713 


ncr8769 


5773 


ncr8857 


5833 


5714 


ncr8770 


5774 


ncr8858 


5834 


5715 


ncr8775 


5775 


ncr8859 


5835 


5716 


ncr8776 


5776 


ncr8860 


5836 


5717 


ncr8779 


5777 


iicr8861 


5837 


5718 


ncr8780 


5778 


ncr8863 


5838 


5719 


ncr8782 


5779 


ncr8865 


5839 


5720 


ncr8784 


5780 


ncr8866 


5840 


5721 


ncr8785 


5781 


ncr8867 


5841 


5722 


ncr8787 


5782 


ncr8868 


5842 


5723 


ncr8790 


5783 


ncr8869 


5843 


5724 


ncr8791 


5784 


ncr8870 


5844 


5725 


ncr8792 


5785 


ncr8871 


5845 


5726 


ncr8793 


5786 


ncr8872 


5846 


5727 


ncr8794 


5787 


ncr8874 


5847 


5728 


ncr8795 


5788 


ncr8876 


5848 


5729 


ncr8796 


5789 


ncr8877 


5849 


5730 


ncr8797 


5790 


ncr8878 


5850 


5731 


ncr8798 


5791 


ncr8879 


5851 


5732 


ncr8799 


5792 


ncr8882 


5852 


5733 


ncr8801 


5793 


ncr8883 


5853 


5734 


ncr8802 


5794 


ncr8884 


5854 


5735 


ncr8803 


5795 


ncr8885 


5855 


5736 


ncr8804 


5796 


ncr8886 


5856 


5737 


ncr8805 


5797 


ncr8887 


5857 


5738 


ncr8808 


5798 


ncr8889 


5858 


5739 


ncr8809 


5799 


ncr8890 


5859 


5740 


ncr8811 


5800 


ncr8891 


5860 


5741 


ncr8813 


5801 


ncr8892 


5861 


5742 


ncr8814 


5802 


ncr8893 


5862 


5743 


ncr8815 


5803 


ncr8895 


5863 


5744 


iicr8817 


5804 


ncr8896 


5864 


5745 


ncr8818 


5805 


ncr8898 


5865 


5746 


ncr8819 


5806 


ncr8899 


5S66 


5747 


ncr8820 


5807 


ncr8900 


5867 


5748 


ncr8821 


5808 


ncr8901 


5868 


5749 


ncr8823 


5809 


ncr8902 


5869 


5750 


ncr8824 


5810 


ncr8904 


5870 


5751 


ncr8826 


5811 


ncr8905 


5871 


5752 


iicr8827 


5812 


ncr8906 


5872 


5753 


ncr8828 


5813 


ncr8908 


5873 


5754 


ncr8829 


5814 


ncr8909 


5874 




ncroo J 1 


<0 1 ^ 


ncr8910 


5875 


5756 


ncr8835 


5816 


ncr8911 


5876 


5757 


ncr8836 


5817 


ncr8912 


5877 


5758 


ncr8839 


5818 


ncr8913 


5878 


5759 


ncr8840 


5819 


ncr8914 


5879 


5760 


ncr8841 


5820 


ncr8917 


5880 



ncr8918 


5881 


ncr9004 


5941 


ncr9109 


ncr8919 


5882 


ncr9005 


5942 


ncr9110 


ncr8920 


5883 


ncr9008 


5943 


ncr9111 


ncr8921 


5884 


ncr9010 


5944 


ncr9112 


ncr8922 


5885 


ncr9011 


5945 


ncr9113 


ncr8923 


5886 


ncr9012 


5946 


ncr9114 


ncr8924 


5887 


ncr9015 


5947 


ncr9115 


ncr8926 


5888 


ncr9016 


5948 


ncr9116 


ncr8928 


5889 


ncr9018 


5949 


ncr9117 


ncr8932 


5890 


ncr9019 


5950 


ncr9118 


ncr8933 


5891 


ncr9020 


5951 


ncr9119 


ncr8935 


5892 


ncr9022 


5952 


ncr9120 


ncr8936 


5893 


ncr9023 


5953 


ncr9123 


ncr8937 


5894 


ncr9024 


5954 


ncr9124 


ncr8939 


5895 


ncr9027 


5955 


ncr9125 


ncr8940 


5896 


ncr9031 


5956 


ncr9127 


ncr8941 


5897 


ncr9032 


5957 


ncr9129 


ncr8944 


5898 


ncr9033 


5958 


ncr9132 


ncr8945 


5899 


ncr9035 


5959 


ncr9133 


ncr8949 


5900 


ncr9036 


5960 


ncr9135 


ncr8951 


5901 


iicr9038 


5961 


ncr9136 


ncr8952 


5902 


ncr9039 


5962 


ncr9137 


ncr8953 


5903 


ncr9040 


5963 


ncr9140 


ncr8954 


5904 


ncr9044 


5964 


ncr9141 


ncr8959 


5905 


ncr9047 


5965 


iicr9142 


ncr8960 


5906 


ncr9049 


5966 


iicr9147 


ncr8961 


5907 


ncr9050 


5967 


ncr9148 


ncr8962 


5908 


ncr9052 


5968 


ncr9149 


ncr8963 


5909 


ncr9053 


5969 


ncr9152 


ncr8964 


5910 


ncr9055 


5970 


ncr9153 


ncr8966 


5911 


ncr9056 


5971 


ncr9154 


ncr8967 


5912 


ncr9057 


5972 


ncr9155 


ncr8971 


5913 


ncr9059 


5973 


ncr91 56 


ncr8973 


5914 


ncr9060 


5974 


ncr9157 


ncr8974 


5915 


ncr9061 


5975 


ncr9159 


ncr8975 


5916 


ncr9063 


5976 


ncr9160 


iicr8976 


5917 


ncr9064 


5977 


ncr9162 


ncr8977 


5918 


ncr9066 


5978 


ncr9163 


ncr8978 


5919 


ncr9070 


5979 


ncr9164 


ncr8981 


5920 


ncr9071 


5980 


ncr9165 


ncr8982 


5921 


ncr9075 


5981 


ncr9166 


ncr8983 


5922 


ncr9076 


5982 


ncr9167 


ncr8984 


5923 


ncr9079 


5983 


ncr9168 


ncr8985 


5924 


ncr9081 


5984 


ncr9169 


ncr8986 


5925 


ncr9082 


5985 


ncr9170 


ncr8987 


5926 


ncr9085 


5986 


ncr9171 


ncr8988 


5927 


ncr9086 


5987 


ncr9173 


ncr8989 


5928 


ncr9088 


5988 


ncr9174 


ncr8990 


5929 


ncr9090 


5989 


ncr9175 


ncr8991 


5930 


ncr9092 


5990 


ncr9177 


ncr8992 


5931 


ncr9094 


5991 


ncr9178 


ncr8993 


5932 


ncr9095 


5992 


ncr9179 


ncr8994 


5933 


ncr9096 


5993 


ncr9186 


ncr8995 


5934 


ncr9098 


5994 


ncr9191 


ncr8997 


5935 


ncr9101 


5995 


ncr9193 


ncr8998 


5936 


ncr9102 


5996 


ncr9195 


ncr9000 


5937 


ncr9103 


5997 


ncr9199 


ncr9001 


5938 


ncr9105 


5998 


ncr9200 


ncr9002 


5939 


ncr9107 


5999 


ncr9201 


ncr9003 


5940 


ncr9108 


6000 


ncr9202 
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6001 


ncr9203 


6061 


ncr9371 


6121 


ncr9463 


6181 


ncr9544 


6241 


ncr9625 




6002 


ncr9204 


6062 


ncr9372 


6122 


ncr9464 


6182 


ncr9546 


6242 


ncr9626 




6003 


ncr9206 


6063 


ncr9373 


6123 


ncr9465 


6183 


ncr9547 


6243 


ncr9627 




6004 


ncr9208 


6064 


ncr9375 


6124 


ncr9466 


6184 


ncr9548 


6244 


ncr9629 




6005 


ncr9209 


6065 


ncr9376 


6125 


ncr9469 


6185 


ncr9549 


6245 


ncr9631 




6006 


ncr9211 


6066 


ncr9377 


6126 


ncr9470 


6186 


ncr9550 


6246 


ncr9632 




6007 


ncr9214 


6067 


ncr9378 


6127 


ncr9472 


6187 


ncr9551 


6247 


ncr9634 




6008 


ncr9215 


6068 


ncr9379 


6128 


ncr9473 


6188 


ncr9552 


6248 


ncr9635 




6009 


ncr9274 


6069 


ncr9381 


6129 


ncr9475 


6189 


ncr9553 


6249 


ncr9639 




6010 


ncr9282 


6070 


ncr9382 


6130 


ncr9476 


6190 


ncr9554 


6250 


ncr9640 




6011 


ncr9289 


6071 


ncr9383 


6131 


iicr9477 


6191 


ncr9555 


6251 


ncr9643 




6012 


ncr9297 


6072 


ncr9384 


6132 


ncr9478 


6192 


ncr9556 


6252 


ncr9644 




6013 


ncr9298 


6073 


ncr9385 


6133 


ncr9479 


6193 


ncr9557 


6253 


ncr9645 




6014 


ncr9299 


6074 


ncr9386 


6134 


ncr9480 


6194 


ncr9558 


6254 


ncr9646 




6015 


ncr9304 


6075 


ncr9388 


6135 


ncr9481 


6195 


ncr9560 


6255 


ncr9647 




6016 


ncr9305 


6076 


ncr9389 


6136 


ncr9483 


6196 


ncr9561 


6256 


ncr9648 




6017 


ncr9307 


6077 


ncr9390 


6137 


iicr9485 


6197 


ncr9562 


6257 


ncr9649 




6018 


ncr9308 


6078 


ncr9391 


6138 


ncr9486 


6198 


ncr9563 


6258 


ncr9650 




6019 


ncr9310 


6079 


ncr9392 


6139 


ncr9487 


6199 


ncr9564 


6259 


ncr9651 




6020 


ncr9312 


6080 


ncr9393 


6140 


ncr9489 


6200 


ncr9565 


6260 


iicr9652 




6021 


ncr9313 


6081 


ncr9395 


6141 


ncr9491 


6201 


ncr9566 


6261 


ncr9655 


£^ 


6022 


ncr9314 


6082 


ncr9396 


6142 


ncr9492 


6202 


ncr9568 


6262 


ncr9658 




6023 


ncr9316 


6083 


ncr9398 


6143 


ncr9493 


6203 


ncr9569 


6263 


ncr9659 


in 


6024 


ncr9319 


6084 


ncr9400 


6144 


ncr9495 


6204 


ncr9572 


6264 


ncr9660 




6025 


ncr9320 


6085 


ncr9401 


6145 


ncr9496 


6205 


ncr9573 


6265 


ncr9661 




6026 


ncr9321 


6086 


ncr9403 


6146 


ncr9497 


6206 


iicr9574 


6266 


ncr9662 


11?=? 


6027 


ncr9323 


6087 


ncr9404 


6147 


ncr9498 


6207 


ncr9576 


6267 


iicr9664 


6028 


ncr9324 


6088 


ncr9405 


6148 


ncr9499 


6208 


ncr9577 


6268 


ncr9665 




6029 


ncr9325 


6089 


ncr9407 


6149 


ncr9500 


6209 


ncr9578 


6269 


ncr9666 




6030 


ncr9326 


6090 


ncr9408 


6150 


ncr9501 


6210 


ncr9579 


6270 


ncr9668 




6031 


ncr9327 


6091 


ncr9413 


6151 


ncr9502 


6211 


ncr9580 


6271 


ncr9673 


ill 


6032 


ncr9328 


6092 


ncr9415 


6152 


ncr9503 


6212 


ncr9581 


6272 


ncr9674 


w 


6033 


ncr9331 


6093 


ncr9416 


6153 


ncr9504 


6213 


ncr9582 


6273 


ncr9676 




6034 


ncr9332 


6094 


ncr9419 


6154 


ncr9505 


6214 


ncr9583 


6274 


ncr9679 


m i 


6035 


ncr9336 


6095 


ncr9420 


6155 


ncr9507 


6215 


ncr9584 


6275 


ncr9680 




6036 


ncr9337 


6096 


ncr9421 


6156 


ncr9508 


6216 


ncr9585 


6276 


ncr9681 




6037 


ncr9339 


6097 


ncr9422 


6157 


ncr9509 


6217 


ncr9587 


6277 


ncr9682 




6038 


ncr9340 


6098 


ncr9424 


6158 


ncr9511 


6218 


ncr9589 


6278 


ncr9684 




6039 


ncr9341 


6099 


ncr9425 


6159 


iicr9515 


6219 


ncr9590 


6279 


ncr9685 




6040 


ncr9343 


6100 


ncr9429 


6160 


ncr9516 


6220 


ncr9591 


6280 


ncr9686 




6041 


ncr9344 


6101 


ncr9431 


6161 


ncr9517 


6221 


ncr9592 


6281 


ncr9687 




6042 


ncr9346 


6102 


ncr9432 


6162 


ncr9519 


6222 


ncr9593 


6282 


ncr9690 




6043 


ncr9347 


6103 


ncr9433 


6163 


ncr9520 


6223 


ncr9594 


6283 


ncr9693 




6044 


ncr9348 


6104 


ncr9435 


6164 


ncr9521 


6224 


ncr9595 


6284 


ncr9695 




6045 


ncr9349 


6105 


ncr9436 


6165 


ncr9523 


6225 


ncr9596 


6285 


ncr9699 




6046 


ncr9350 


6106 


ncr9439 


6166 


ncr9524 


6226 


ncr9597 


6286 


ncr9700 




6047 


ncr9351 


6107 


ncr9440 


6167 


ncr9525 


6227 


ncr9598 


6287 


ncr9703 




6048 


ncr9352 


6108 


ncr9441 


6168 


ncr9527 


6228 


ncr9599 


6288 


ncr9704 




6049 


ncr9356 


6109 


ncr9442 


6169 


iicr9528 


6229 


ncr9600 


6289 


ncr9705 




6050 


ncr9359 


6110 


ncr9446 


6170 


ncr9529 


6230 


ncr9603 


6290 


ncr9707 




6051 


ncr9360 


6111 


ncr9448 


6171 


ncr9530 


6231 


ncr9605 


6291 


ncr9708 




6052 


ncr9361 


6112 


ncr9450 


6172 


ncr9533 


6232 


ncr9607 


6292 


ncr9711 




6053 


ncr9362 


6113 


ncr9453 


6173 


ncr9535 


6233 


ncr9608 


6293 


ncr9712 




6054 


ncr9363 


6114 


ncr9454 


6174 


ncr9537 


6234 


ncr9612 


6294 


ncr9713 




6055 


ncr9364 


6115 


ncr9456 


6175 


ncr9538 


6235 


ncr9616 


6295 


ncr9715 




6056 


ncr9365 


6116 


ncr9458 


6176 


ncr9539 


6236 


ncr9619 


6296 


ncr9716 




6057 


ncr9366 


6117 


ncr9459 


6177 


ncr9540 


6237 


ncr9620 


6297 


ncr9717 




6058 


ncr9368 


6118 


ncr9460 


6178 


ncr9541 


6238 


ncr9621 


6298 


ncr9719 




6059 


iicr9369 


6119 


ncr9461 


6179 


ncr9542 


6239 


ncr9623 


6299 


ncr9721 




6060 


ncr9370 


6120 


ncr9462 


6180 


ncr9543 


6240 


ncr9624 


6300 


ncr9722 
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OiOl 


ncr9723 


6361 


ncr9816 


6421 


5302 


ncr9724 


6362 


ncr9818 


6422 


6303 


ncr9725 


6363 


ncr9820 


6423 


6304 


ncr9728 


6364 


ncr9821 


6424 


6305 


ncr9730 


6365 


ncr9823 


6425 


oiOo 


ncr9731 


6366 


ncr9824 


6426 


6307 


ncr9732 


6367 


ncr9826 


6427 


6308 


ncr9736 


6368 


ncr9828 


6428 


6309 


ncr9741 


6369 


ncr9829 


6429 


6310 


ncr9742 


6370 


ncr9831 


6430 


6311 


ncr9743 


6371 


ncr9832 


6431 


6312 


ncr9744 


6372 


ncr9834 


6432 


6313 


ncr9745 


6373 


ncr9836 


6433 


6314 


ncr9746 


6374 


ncr9837 


6434 


6315 


ncr9747 


6375 


ncr9838 


6435 


6316 


ncr9750 


6376 


ncr9839 


6436 


/TO 1 n 

6317 


ncr975 1 


6377 


ncr9840 


6437 


/TO 1 0 

6318 


ncr9753 


6378 


ncr9842 


6438 


6319 


ncr9754 


6379 


ncr9843 


6439 


/TO A 

6320 


ncr9755 


6380 


ncr9844 


6440 


6321 


ncr9756 


6381 


ncr9846 


6441 


6322 


ncr9757 


6382 


ncr9848 


6442 


6323 


ncr9758 


6383 


ncr9849 


6443 


6324 


ncr9759 


6384 


ncr9850 


6444 


6325 


ncr9760 


6385 


ncr9851 


6445 


6326 


ncr9761 


6386 


ncr9852 


6446 


6327 


ncr9763 


6387 


ncr9853 


6447 


6328 


ncr9764 


6388 


ncr9854 


6448 


6329 


ncr9765 


6389 


ncr9855 


6449 


6330 


ncr9766 


6390 


ncr9856 


6450 


6331 


ncr9767 


6391 


ncr9857 


6451 


6332 


ncr9768 


6392 


ncr9861 


6452 


6333 


ncr9770 


6393 


ncr9862 


6453 


6334 


ncr9771 


6394 


ncr9863 


6454 


6335 


ncr9772 


6395 


ncr9864 


6455 


6336 


ncr9773 


6396 


ncr9865 


6456 


6337 


ncr9775 


6397 


ncr9869 


6457 


6338 


ncr9776 


6398 


ncr9870 


6458 


0 0 A 

6339 


ncr9778 


6399 


ncr9871 


6459 


A A 

6340 


ncr9779 


6400 


ncr9872 


6460 


6341 


ncr9781 


6401 


ncr9875 


6461 


6342 


ncr9782 


6402 


ncr9877 


6462 


6343 


ncr9783 


6403 


ncr9880 


6463 


6344 


ncr9784 


6404 


ncr9881 


6464 


6345 


ncr9785 


6405 


ncr9883 


6465 


6346 


ncr9786 


6406 


ncT9886 


6466 


6347 


ncr9787 


6407 


ncr9891 


6467 


6348 


ncr9789 


6408 


ncr9893 


6468 


iCO A A 

6349 


ncr9790 


6409 


ncr9896 


6469 


6350 


ncr9791 


6410 


ncr9897 


6470 


6351 


ncr9792 


6411 


ncr9899 


6471 


6352 


ncr9796 


6412 


ncr9901 


6472 


6353 


ncr9797 


6413 


ncr9903 


6473 


6354 


ncr9799 


6414 


ncr9904 


6474 


6355 


ncr9801 

X ^ \J\J X. 






04/ J 


6356 


ncr9803 


6416 


ncr9919 


6476 


6357 


ncr9808 


6417 


ncr9921 


6477 


6358 


ncr9809 


6418 


ncr9923 


6478 


6359 


ncr9811 


6419 


ncr9924 


6479 


6360 


ncr9813 


6420 


ncr9925 


6480 



ncr9926 


6481 


ncrb0033 


6541 


ncrb0121 


ncr9927 


6482 


ncrb0034 


6542 


ncrb0122 


ncr9930 


6483 


ncrb0035 


6543 


ncrb0123 


ncr9933 


6484 


ncrb0036 


6544 


ncrb0124 


ncr9934 


6485 


ncrb0037 


6545 


ncrb0127 


ncr9935 


6486 


ncrb0039 


6546 


ncrb0129 


ncr9936 


6487 


ncrb0040 


6547 


ncrb0130 


ncr9938 


6488 


ncrb0042 


6548 


ncrb0131 


ncr9939 


6489 


ncrb0043 


6549 


ncrb0133 


ncr9940 


6490 


ncrb0044 


6550 


ncrb0134 


ncr9941 


6491 


ncrb0045 


6551 


ncrb0135 


ncr9942 


6492 


ncrb0046 


6552 


ncrb0136 


ncr9944 


6493 


ncrb0047 


6553 


ncrb0138 


ncr9945 


6494 


ncrb0048 


6554 


ncrb0139 


ncr9947 


6495 


ncrb0049 




ncrb0140 


ncr9948 


6496 


ncrb0050 


6556 


ncrb0142 


ncr9949 


6497 


ncrb0051 


6557 


ncrb0143 


ncr9950 


6498 


ncrb0054 


6558 


ncrb0145 


ncr9951 


6499 


ncrb0055 


6559 


ncrb0146 


ncr9952 


6500 


ncrb0057 


6560 


ncrb0148 


ncr9954 


6501 


ncrb0058 


6561 


ncrb0149 


ncr9955 


6502 


ncrb0059 


6562 


ncrb0150 


ncr9956 


6503 


ncrb0060 


6563 


ncrb0151 


ncr9957 


6504 


ncrb0061 


6564 


ncrb0152 


ncr9958 


6505 


ncrb0062 


6565 


ncrb0153 


ncr9961 


6506 


ncrb0063 


6566 


ncrb0154 


ncr9962 


6507 


ncrb0064 


6567 


ncrb0156 


ncr9963 


6508 


ncrb0066 


6568 


ncrb0157 


ncr9964 


6509 


ncrb0069 


6569 


iicrb0158 


ncr9965 


6510 


ncrb0072 


6570 


ncrb0159 


ncr9969 


6511 


ncrb0074 


6571 


ncrb0160 


ncr9971 


6512 


ncrb0075 


6572 


ncrb0162 


ncr9973 


6513 


ncrb0076 


6573 


ncrb0163 


ncr9974 


6514 


ncrb0077 


6574 


ncrb0164 


ncr9975 


6515 


ncrb0078 


6575 


ncrb0165 


ncr9976 


6516 


ncrb0083 


6576 


ncrb0166 


ncr9977 


6517 


ncrb0085 


6577 


ncrb0167 


ncr9979 


6518 


ncrb0086 


6578 


ncrb0169 


ncr9980 


6519 


ncrb0087 


6579 


ncrbOnO 


ncr9981 


6520 


ncrb0088 


6580 


ncrb0171 


ncr9982 


6521 


ncrb0089 


6581 


ncrb0172 


ncr9983 


6522 


ncrb0090 


6582 


ncrb0175 


ncr9984 


6523 


ncrb0092 


6583 


ncrb0176 


ncrb0004 


6524 


ncrb0093 


6584 


ncrb0178 


ncrb0005 


6525 


ncrb0094 


6585 


ncrb0179 


ncrbOOOS 


6526 


ncrb0095 


6586 


ncrb0180 


ncrb0012 


6527 


ncrb0096 


6587 


ncrb0181 


ncrbOOB 


6528 


ncrbOlOO 


6588 


ncrb0182 


ncrb0015 


6529 


ncrbOlOl 


6589 


ncrb0183 


ncrb0016 


6530 


ncrb0102 


6590 


ncrb0185 


ncrb0017 


6531 


ncrb0103 


6591 


ncrb0186 


ncrb0019 


6532 


ncrb0104 


6592 


ncrb0187 


ncrb0020 


6533 


ncrbOlOS 


6593 


ncrb0188 


ncrb0021 


6534 


ncrb0109 


6594 


ncrb0189 


ncrb0023 


6535 


ncrbOlll 


6595 


ncrb0190 


ncrb0024 


6536 


ncrb0113 


6596 


ncrb0191 


ncrb0025 


6537 


ncrb0115 


6597 


ncrb0192 


ncrb0027 


6538 


ncrb0116 


6598 


ncrb0196 


ncrb0031 


6539 


ncrbOin 


6599 


iicrb0197 


ncrb0032 


6540 


ncrb0120 


6600 


ncrb0199 
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6601 


ncrb0200 


6661 


ncrb0295 


6721 


ncrb0383 


6781 


ncrb0471 


6841 


ncrb0573 


6602 


ncrb0201 


6662 


ncrb0299 


6722 


ncrb0384 


6782 


ncrb0472 


6842 


ncrb0579 


6603 


ncrb0203 


6663 


ncrb0303 


6723 


ncrb0387 


6783 


ncrb0473 


6843 


ncrb0580 


6604 


ncrb0204 


6664 


ncrb0305 


6724 


ncrb0388 


6784 


ncrb0474 


6844 


ncrb0581 


6605 


ncrb0205 


6665 


ncrb0307 


6725 


ncrb0389 


6785 


ncrb0476 


6845 


ncrb0585 


6606 


ncrb0207 


6666 


ncrb0308 


6726 


ncrb0395 


6786 


ncrb0478 


6846 


ncrb0586 


6607 


ncrb0211 


6667 


ncrb0309 


6727 


ncrb0396 


6787 


ncrb0479 


6847 


ncrb0587 


6608 


ncrb0212 


6668 


ncrb0311 


6728 


ncrb0397 


6788 


ncrb0481 


6848 


ncrb0588 


6609 


ncrb0213 


6669 


ncrb0313 


6729 


ncrb0400 


6789 


ncrb0484 


6849 


ncrb0589 


6610 


ncrb0215 


6670 


ncrb0316 


6730 


ncrb0403 


6790 


ncrb0485 


6850 


ncrb0592 


6611 


ncrb0216 


6671 


ncrb0317 


6731 


ncrb0404 


6791 


ncrb0487 


6851 


ncrb0599 


6612 


ncrb0217 


6672 


ncrb0319 


6732 


ncrb0405 


6792 


ncrb0488 


6852 


ncrb0600 


6613 


ncrb0218 


6673 


ncrb0321 


6733 


ncrb0407 


6793 


ncrb0491 


6853 


ncrb0601 


6614 


ncrb0220 


6674 


ncrb0323 


6734 


ncrb0408 


6794 


ncrb0492 


6854 


ncrb0602 


6615 


ncrb0223 


6675 


ncrb0324 


6735 


ncrb0409 


6795 


ncrb0493 


6855 


ncrb0605 


6616 


ncrb0226 


6676 


ncrb0326 


6736 


ncrb0412 


6796 


ncrb0496 


6856 


ncrb0607 


6617 


ncrb0227 


6677 


ncrb0327 


6737 


ncrb0413 


6797 


ncrb0497 


6857 


ncrb0608 


6618 


ncrb0229 


6678 


ncrb0328 


6738 


ncrb0415 


6798 


ncrb0499 


6858 


ncrb0609 


6619 


ncrb0230 


6679 


ncrb0330 


6739 


ncrb0416 


6799 


ncrb0500 


6859 


ncrb0611 


6620 


ncrb0231 


6680 


ncrb0331 


6740 


ncrb0417 


6800 


ncrb0503 


6860 


ncrb0618 


6621 


ncrb0232 


6681 


ncrb0332 


6741 


ncrb0418 


6801 


ncrb0505 


6861 


ncrb0619 


6622 


ncrb0234 


6682 


ncrb0333 


6742 


ncrb0422 


6802 


ncrb0506 


6862 


ncrb0620 


6623 


ncrb0235 


6683 


ncrb0334 


6743 


ncrb0423 


6803 


ncrb0507 


6863 


ncrb0622 


6624 


ncrb0240 


6684 


ncrb0335 


6744 


ncrb0424 


6804 


ncrb0509 


6864 


ncrb0624 


6625 


ncrb0242 


6685 


ncrb0336 


6745 


ncrb0428 


6805 


ncrbOSll 


6865 


ncrb0627 


6626 


ncrb0243 


6686 


ncrb0337 


6746 


ncrb0430 


6806 


ncrb0513 


6866 


ncrb0630 


6627 


ncrb0245 


6687 


ncrb0338 


6747 


ncrb0431 


6807 


ncrb0514 


6867 


ncrb0631 


6628 


ncrb0246 


6688 


ncrb0339 


6748 


ncrb0433 


6808 


ncrb0519 


6868 


ncrb0632 


6629 


ncrb0247 


6689 


ncrb0340 


6749 


ncrb0434 


6809 


ncrb0522 


6869 


ncrb0634 


6630 


ncrb0250 


6690 


ncrb0341 


6750 


ncrb0435 


6810 


ncrb0523 


6870 


ncrb0635 


6631 


ncrb0253 


6691 


ncrb0342 


6751 


ncrb0436 


6811 


ncrb0524 


6871 


ncrb0636 


6632 


ncrb0254 


6692 


ncrb0344 


6752 


ncrb0437 


6812 


ncrb0525 


6872 


ncrb0638 


6633 


ncrb0256 


6693 


ncrb0345 


6753 


ncrb0438 


6813 


ncrb0526 


6873 


ncrb0639 


6634 


ncrb0257 


6694 


ncrb0346 


6754 


ncrb0439 


6814 


ncrb0529 


6874 


ncrb0641 


6635 


ncrb0260 


6695 


ncrb0349 


6755 


ncrb0440 


6815 


ncrb0530 


6875 


ncrb0642 


6636 


ncrb0261 


6696 


ncrb0350 


6756 


ncrb0441 


6816 


ncrb0531 


6876 


ncrb0643 


6637 


ncrb0262 


6697 


ncrb0351 


6757 


ncrb0442 


6817 


ncrb0536 


6877 


ncrb0644 


6638 


ncrb0263 


6698 


ncrb0353 


6758 


ncrb0443 


6818 


ncrb0538 


6878 


ncrb0646 


6639 


ncrb0265 


6699 


ncrb0354 


6759 


ncrb0444 


6819 


ncrb0540 


6879 


ncrb0647 


6640 


ncrb0266 


6700 


ncrb0355 


6760 


ncrb0446 


6820 


ncrb0541 


6880 


ncrb0648 


6641 


ncrb0267 


6701 


ncrb0356 


6761 


ncrb0448 


6821 


ncrb0543 


6881 


ncrb0651 


6642 


ncrb0269 


6702 


ncrb0358 


6762 


ncrb0449 


6822 


ncrb0544 


6882 


ncrb0652 


6643 


ncrb0270 


6703 


ncrb0361 


6763 


ncrb0450 


6823 


ncrb0545 


6883 


ncrb0653 


6644 


ncrb0272 


6704 


ncrb0362 


6764 


ncrb0451 


6824 


ncrb0547 


6884 


ncrb0654 


6645 


ncrb0273 


6705 


iicrb0363 


6765 


ncrb0452 


6825 


ncrb0548 


6885 


iicrb0655 


6646 


ncrb0274 


6706 


ncrb0364 


6766 


ncrb0453 


6826 


ncrb0549 


6886 


ncrb0656 


6647 


ncrb0275 


6707 


ncrb0365 


6767 


ncrb0454 


6827 


ncrb0550 


6887 


ncrb0658 


6648 


ncrb0276 


6708 


ncrb0366 


6768 


ncrb0455 


6828 


ncrb0551 


6888 


ncrb0660 


6649 


ncrb0277 


6709 


iicrb0367 


6769 


ncrb0456 


6829 


ncrb0552 


6889 


ncrb0661 


6650 


ncrb0279 


6710 


ncrb0368 


6770 


ncrb0457 


6830 


ncrb0554 


6890 


ncrb0663 


6651 


ncrb0280 


6711 


ncrb0369 


6771 


ncrb0458 


6831 


iicrb0556 


6891 


ncrb0664 


6652 


ncrb0281 


6712 


ncrb0370 


6772 


ncrb0459 


6832 


ncrb0559 


6892 


ncrb0666 


6653 


ncrb0282 


6713 


ncrb0371 


6773 


ncrb0460 


6833 


ncrb0563 


6893 


ncrb0667 


6654 


ncrb0283 


6714 


ncrb0372 


6774 


ncrb0461 


6834 


ncrb0564 


6894 


ncrb0668 


6655 


ncrb0284 


6715 


ncrb0375 


6775 


ncrb0462 


6835 


ncrb0565 


6895 


ncrb0669 


6656 


ncrb0287 


6716 


ncrb0376 


6776 


ncrb0463 


6836 


ncrb0567 


6896 


ncrb0670 


6657 


ncrb0288 


6717 


ncrb0377 


6777 


ncrb0464 


6837 


ncrb0568 


6897 


ncrb0671 


6658 


ncrb0291 


6718 


ncrb0379 


6778 


ncrb0465 


6838 


ncrb0569 


6898 


ncrb0672 


6659 


ncrb0292 


6719 


ncrb0380 


6779 


ncrb0466 


6839 


ncrb0570 


6899 


ncrb0676 


6660 


ncrb0293 


6720 


ncrb0381 


6780 


ncrb0468 


6840 


ncrb0571 


6900 


ncrb0677 
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6901 ncrb0679 

6902 ncrb0680 

6903 ncrb0684 

6904 ncrb0687 

6905 ncrb0688 

6906 ncrb0689 

6907 ncrb0692 

6908 ncrb0693 

6909 ncrb0696 

6910 ncrb0697 

6911 ncrb0698 

6912 ncrb0699 

6913 ncrb0700 

6914 ncrb0701 

6915 ncrb0703 

6916 ncrb0704 

6917 ncrb0705 

6918 iicrb0706 

6919 ncrb0707 

6920 iicrb0708 

6921 ncrb0709 

6922 ncrb0710 

6923 ncrb0711 

6924 ncrb0716 

6925 ncrb0718 

6926 ncrb0719 

6927 ncrb0720 

6928 ncrb0721 

6929 ncrb0722 

6930 ncrb0723 

6931 ncrb0724 

6932 ncrb0725 

6933 ncrb0726 

6934 ncrb0728 

6935 ncrb0729 

6936 ncrb0730 

6937 ncrb0732 

6938 ncrb0735 

6939 ncrb0736 

6940 ncrb0737 

6941 ncrb0739 

6942 ncrb0740 

6943 ncrb0741 

6944 ncrb0743 

6945 ncrb0744 

6946 ncrb0745 

6947 ncrb0746 

6948 ncrb0748 

6949 ncrb0749 

6950 ncrb0750 

6951 ncrb0751 

6952 ncrb0752 

6953 ncrb0754 

6954 ncrb0755 

6955 ncrb0757 

6956 ncrb0758 

6957 ncrb0759 

6958 ncrb0760 

6959 ncrb0761 

6960 ncrb0763 



6961 


ncrb0764 


6962 


ncrb0766 


6963 


ncrb0772 


6964 


ncrb0773 


6965 


ncrb0777 


6966 


ncrb0779 


6967 


ncrb0782 


6968 


ncrb0783 


6969 


ncrb0784 


6970 


ncrb0787 


6971 


ncrb0788 


6972 


ncrb0789 


6973 


ncrb0794 


6974 


ncrb0795 


6975 


ncrb0796 


6976 


ncrb0797 


6977 


ncrb0799 


6978 


ncrb0800 


6979 


ncrb0803 


6980 


ncrb0804 


6981 


ncrb0805 


6982 


ncrb0806 


6983 


ncrb0807 


6984 


ncrb0808 


6985 


ncrbOSlO 


6986 


ncrbOSll 


6987 


ncrb0812 


6988 


ncrb0814 


6989 


ncrb0815 


6990 


ncrb0817 


6991 


ncrb0818 


6992 


ncrb0819 


6993 


ncrb0820 


6994 


ncrb0821 


6995 


ncrb0822 


6996 


ncrb0823 


6997 


ncrb0825 


6998 


ncrb0826 


6999 


ncrb0827 


7000 


ncrb0828 


7001 


ncrb0829 


7002 


ncrb0830 


7003 


ncrb0832 


7004 


ncrb0833 


7005 


ncrb0834 


7006 


ncrb0837 


7007 


ncrb0838 


7008 


ncrb0840 


7009 


ncrb0841 


7010 


ncrb0842 


7011 


ncrb0843 


7012 


ncrb0844 


7013 


ncrb0845 


7014 


ncrb0846 


7015 


ncrb0847 


7016 


ncrb0848 


7017 


ncrb0849 


7018 


ncrb0850 


7019 


ncrb0851 


7020 


ncrb0852 



7021 


ncrb0854 


7022 


ncrb0855 


7023 


ncrb0856 


7024 


ncrb0857 


7025 


ncrb0858 


7026 


ncrb0859 


7027 


ncrb0860 


7028 


ncrb0861 


7029 


ncrb0862 


7030 


ncrb0864 


7031 


ncrb0867 


7032 


ncrb0868 


7033 


ncrb0870 


7034 


ncrb0872 


7035 


ncrb0874 


7036 


ncrb0875 


7037 


ncrb0877 


7038 


ncrb0878 


7039 


ncrb0881 


7040 


ncrb0882 


7041 


ncrb0888 


7042 


ncrb0891 


7043 


ncrb0892 


7044 


ncrb0897 


7045 


ncrb0899 


7046 


ncrb0901 


7047 


ncrb0902 


7048 


ncrb0903 


7049 


ncrb0904 


7050 


ncrb0908 


7051 


ncrb0909 


7052 


ncrb0911 


7053 


ncrb0912 


7054 


ncrb0913 


7055 


ncrb0914 


7056 


ncrb0915 


7057 


ncrb0916 


7058 


ncrb0917 


7059 


ncrb0918 


7060 


ncrb0921 


7061 


ncrb0922 


7062 


ncrb0923 


7063 


ncrb0924 


7064 


ncrb0925 


7065 


ncrb0928 


7066 


ncrb0929 


7067 


ncrb0931 


7068 


ncrb0932 


7069 


ncrb0933 


7070 


ncrb0934 


7071 


ncrb0936 


7072 


ncrb0937 


7073 


ncrb0938 


7074 


ncrb0939 


7075 


ncrb0940 


7076 


ncrb0942 


7077 


ncrb0943 


7078 


ncrb0945 


7079 


ncrb0947 


7080 


ncrb0948 



7081 ncrb0949 

7082 iicrb0951 

7083 ncrb0952 

7084 ncrb0957 

7085 iicrb0960 

7086 ncrbl059 

7087 ncrbl063 

7088 ncrbl065 

7089 ncrbl067 

7090 ncrbl068 

7091 ncrbl069 

7092 ncrbl072 

7093 ncrbl073 

7094 ncrbl075 

7095 ncrbl079 

7096 ncrbl080 

7097 ncrblOSl 

7098 ncrbl082 

7099 ncrbl083 

7100 ncrbl084 

7101 ncrbl085 

7102 ncrbl087 

7103 ncrbl088 

7104 iicrbl089 

7105 ncrbl092 

7106 ncrbl093 

7107 ncrbl094 

7108 ncrbl095 

7109 ncrbl096 

7110 ncrbl098 

7111 ncrbllOO 

7112 ncrbllOl 

7113 ncrbll04 

7114 ncrbll06 

7115 ncrbll08 

7116 ncrbll09 

7117 ncrblllO 

7118 ncrbllll 

7119 ncrblll2 

7120 ncrblll3 

7121 ncrblll4 

7122 ncrblll5 

7123 ncrbllie 

7124 ncrblll7 

7125 ncrblll8 

7126 ncrbll20 

7127 ncrbll21 

7128 ncrbll23 

7129 ncrbll24 

7130 ncrbll25 

7131 ncrbll26 

7132 ncrbll27 

7133 ncrbll28 

7134 ncrbll29 

7135 ncrbll31 

7136 ncrbll35 

7137 ncrbll36 

7138 ncrbll37 

7139 ncrbll39 

7140 ncrblHl 



7141 ncrbll42 

7142 ncrbll43 

7143 ncrbll44 

7144 ncrbll46 

7145 ncrbll48 

7146 ncrbll50 

7147 ncrbll52 

7148 ncrbll53 

7149 ncrbll55 

7150 ncrbll57 

7151 ncrbll59 

7152 ncrbll61 

7153 ncrbll63 

7154 ncrbll64 

7155 ncrbll65 

7156 ncrbll67 

7157 ncrbll69 

7158 ncrbini 

7159 ncrbll73 

7160 ncrbll75 

7161 ncrbll76 

7162 ncrbins 

7163 ncrbll79 

7164 ncrbllSO 

7165 ncrbllSl 

7166 ncrbll83 

7167 ncrbll85 

7168 ncrbll86 

7169 ncrbll87 

7170 ncrbll89 

7171 ncrbll90 

7172 ncrbll91 

7173 ncrbll92 

7174 ncrbll95 

7175 ncrbll96 

7176 ncrbll97 

7177 ncrbll98 

7178 ncrbll99 

7179 ncibl200 

7180 ncrbl202 

7181 ncrbl203 

7182 ncrbl204 

7183 iicrbl205 

7184 ncrbl206 

7185 ncrbl207 

7186 ncrbl208 

7187 ncrbl209 

7188 ncrbl213 

7189 ncrbl214 

7190 ncrbl216 

7191 ncrbl217 

7192 ncrbl218 

7193 ncrbl220 

7194 ncrbl221 

7195 ncrbl223 

7196 ncrbl224 

7197 ncrbl228 

7198 ncibl230 

7199 ncrbl231 

7200 ncrbl232 
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7201 


ncrbl234 




7202 


ncrbl235 




7203 


ncrbl240 




7204 


ncrbl243 




7205 


ncrbl245 




7206 


ncrbl247 




7207 


ncrbl248 




7208 


ncrbl251 




7209 


ncrbl252 




7210 


ncrbl255 




7211 


ncrbl256 




7212 


ncrbl258 




7213 


ncrbl259 




7214 


ncrbl261 




7215 


ncrbl262 




7216 


ncrbl263 




7217 


ncrbl264 




7218 


ncrbl267 




7219 


ncrbl268 




7220 


ncrbl269 


w 


7221 


ncrbl271 


IP 


7222 


ncrbl276 




7223 


ncrbl277 




7224 


iicrbl279 




7225 


ncrbl280 




7226 


ncrbl281 


" 


7227 


ncrbl285 




7228 


ncrbl288 


5i 


7229 


ncrbl291 


M 


7230 


ncrbl292 


m 


7231 


ncrbl295 


m 


7232 


ncrbl296 




7233 


ncrbl297 




7234 


ncrbl300 


■s : 


7235 


ncrbl301 




7236 


ncrbl302 




7237 


ncrbl303 




7238 


ncrbl304 




7239 


ncrbl305 




7240 


ncrbl307 




7241 


ncrbl309 




7242 


ncrbl310 




7243 


ncrbl311 




7244 


ncrbl312 




7245 


ncrbl313 




7246 


ncrbl314 




7247 


ncrbl315 




7248 


ncrbl317 




7249 


ncrbl318 




7250 


ncrbl320 




7251 


ncrbl322 




7252 


ncrbl323 




7253 


ncrbl325 




7254 


ncrbl326 




7255 


ncrbl327 




7256 


ncrbl328 




7257 


ncrbl329 




7258 


ncrbl330 




7259 


ncrbl331 




7260 


ncrbl333 



7261 


ncrbl334 


7321 


ncrbl418 


7262 


ncrbl335 


7322 


ncrbl419 


7263 


ncrbl336 


7323 


ncrbl420 


7264 


ncrbl337 


7324 


ncrbl421 


7265 


ncrbl341 


7325 


ncrbl422 


7266 


ncrbl342 


7326 


ncrbl427 


7267 


ncrbl344 


7327 


ncrbl428 


7268 


ncrbl348 


7328 


ncrbl429 


7269 


ncrbl349 


7329 


ncrbl431 


7270 


ncrbl351 


7330 


ncrbl432 


7271 


ncrbl352 


7331 


ncrbl433 


7272 


ncrbl356 


7332 


ncrbl436 


7273 


ncrbl357 


7333 


ncrbl438 


7274 


ncrbl359 


7334 


ncrbl439 


7275 


ncrbl360 


7335 


iicrbl440 


7276 


ncrbl361 


7336 


ncrbl447 


7277 


ncrbl363 


7337 


ncrbl448 


7278 


ncrbl364 


7338 


ncrbl451 


7279 


ncrbl365 


7339 


ncrbl454 


7280 


ncrbl367 


7340 


ncrbl455 


7281 


ncrbl368 


7341 


ncrbl456 


7282 


ncrbl369 


7342 


ncrbl457 


7283 


ncrbl370 


7343 


iicrbl459 


7284 


ncrbl371 


7344 


ncrbl461 


7285 


ncrbl372 


7345 


ncrbl463 


7286 


ncrbl373 


7346 


ncrbl466 


7287 


ncrbl375 


7347 


ncrbl467 


7288 


ncrbl377 


7348 


ncrbl469 


7289 


ncrbl379 


7349 


ncrbl471 


7290 


ncrbl380 


7350 


ncrbl473 


7291 


ncrbl381 


7351 


ncrbl475 


7292 


iicrbl383 


7352 


ncrbl477 


7293 


ncrbl384 


7353 


ncrbl478 


7294 


ncrbl386 


7354 


ncrbl479 


7295 


ncrbl387 


7355 


ncrbl480 


7296 


ncrbl388 


7356 


ncrbl482 


7297 


ncrbl389 


7357 


ncrbl483 


7298 


ncrbl390 


7358 


ncrbl484 


7299 


ncrbl391 


7359 


ncrbl485 


7300 


ncrbl392 


7360 


ncrbl486 


7301 


ncrbl393 


7361 


ncrbl487 


7302 


ncrbl394 


7362 


ncrbl488 


7303 


ncrbl395 


7363 


ncrbl491 


7304 


ncrbl396 


7364 


ncrbl492 


7305 


ncrbl397 


7365 


ncrbl493 


7306 


ncrbl398 


7366 


ncrbi494 


7307 


ncrbl399 


7367 


ncrbl495 


7308 


ncrbl400 


7368 


ncrbl496 


7309 


ncrbl403 


7369 


ncrbl498 


7310 


ncrbl404 


7370 


ncrbl501 


7311 


ncrbl406 


7371 


ncrbl504 


7312 


ncrbl407 


7372 


ncrbl505 


7313 


ncrbl409 


7373 


iicrbl506 


7314 


ncrbl410 


7374 


ncrbl509 


7315 


ncrbl411 


7375 


ncrbl510 


7316 


ncrbl413 


7376 


ncrbl511 


7317 


ncrbl414 


7377 


ncrbl512 


7318 


ncrbl415 


7378 


ncrbl514 


7319 


ncrbl416 


7379 


ncrbl515 


7320 


ncrbl417 


7380 


ncrbl516 



7381 


ncrbl517 


7441 


ncrbl612 


7382 


ncrbl518 


7442 


ncrbl614 


7383 


ncrbl519 


7443 


ncrbl615 


7384 


iicrbl520 


7444 


ncrbl617 


7385 


ncrbl521 


7445 


ncrbl619 


7386 


ncTbl522 


7446 


ncrb 1620 


7387 


iicrbl523 


7447 


ncrb 1621 


7388 


ncrbl524 


7448 


ncrbl623 


7389 


ncrbl526 


7449 


ncrb 1624 


7390 


ncrbl530 


7450 


ncrb 1625 


7391 


ncrbl531 


7451 


ncrbl626 


7392 


ncrbl532 


7452 


ncrb 1627 


7393 


ncrbl533 


7453 


ncrbl628 


7394 


ncrbl534 


7454 


ncrbl630 


7395 


ncrbl539 


7455 


ncrb 163 2 


7396 


ncrbl540 


7456 


ncrb 163 6 


7397 


ncrbl543 


7457 


ncrbl639 


7398 


ncrbl544 


7458 


ncrbl640 


7399 


ncrbl546 


7459 


ncrb 1644 


7400 


ncrbl547 


7460 


ncrb 1645 


7401 


ncrbl548 


7461 


ncrb 1646 


7402 


ncrbl549 


7462 


ncrbl648 


7403 


ncrbl551 


7463 


ncrb 1653 


7404 


iicrbl555 


7464 


ncrb 1654 


7405 


ncrbl557 


7465 


ncrbl655 


7406 


ncrbl562 


7466 


ncrb 165 6 


7407 


ncrbl563 


7467 


ncrb 1658 


7408 


ncrbl564 


7468 


ncrbl659 


7409 


ncrb 15 65 


7469 


ncrb 1661 


7410 


ncrbl568 


7470 


ncrb 1663 


7411 


ncrb 1569 


7471 


ncrb 1664 


7412 


ncrbl570 


7472 


ncrb 1665 


7413 


ncrbl571 


7473 


ncrb 1667 


7414 


ncrb 1574 


7474 


ncrb 1668 


7415 


ncrbl575 


7475 


ncrb 1669 


7416 


ncrbl577 


7476 


ncrb 1670 


7417 


ncrbl578 


7477 


ncrbl671 


7418 


ncrb 15 80 


7478 


ncrb 1672 


7419 


ncrb 15 83 


7479 


ncrb 1675 


7420 


ncrbl584 


7480 


ncrb 1676 


7421 


ncrbl585 


7481 


ncrbl677 


7422 


ncrbl586 


7482 


ncrb 1679 


7423 


ncrbl587 


7483 


ncrbl680 


7424 


ncrbl590 


7484 


ncrbl681 


7425 


ncrbl591 


7485 


ncrb 1684 


7426 


ncrbl593 


7486 


ncrb 1685 


7427 


ncrb 1594 


7487 


ncrb 1686 


7428 


ncrb 1596 


7488 


ncrb 1688 


7429 


ncrb 1597 


7489 


ncrb 1689 


7430 


ncrbl598 


7490 


ncrb 1690 


7431 


ncrb 1599 


7491 


ncrbl691 


7432 


ncrb 1600 


7492 


ncrbl694 


7433 


ncrb 1601 


7493 


ncrb 1695 


7434 


ncrb 1602 


7494 


ncrbl696 


7435 


ncrbl603 


7495 


ncrb 1697 


7436 


ncrb 1604 


7496 


ncrb 1698 


7437 


ncrbl605 


7497 


ncrbl699 


7438 


ncrb 1606 


7498 


ncrb 1700 


7439 


ncrb 1607 


7499 


ncrbl701 


7440 


ncrbl610 


7500 


ncrbl702 
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7501 ncrbl703 

7502 ncrbl705 

7503 ncrbl706 

7504 ncrbl707 

7505 ncrbl708 

7506 ncrbl709 

7507 ncrbl711 

7508 ncrbl712 

7509 ncrbl713 

7510 ncrbl715 

7511 ncrbl716 

7512 ncrbl717 

7513 ncrbl718 

7514 ncrbl719 

7515 ncrbl723 ■ 

7516 ncrbl724 

7517 ncrbl726 

7518 ncrbl727 

7519 ncrbl729 

7520 ncrbl731 

7521 ncrbl732 

7522 ncrbl733 

7523 ncrbl734 

7524 ncrbl735 

7525 ncrbl737 

7526 ncrbl738 

7527 iicrbl739 

7528 ncrbl740 

7529 ncrbl741 

7530 ncrbl743 

7531 ncrbl744 

7532 ncrbl745 

7533 ncrbl747 

7534 ncrbl753 

7535 acrbl754 

7536 ncrbl755 

7537 ncrbl756 

7538 ncrbl757 

7539 ncrbl759 

7540 ncrbl760 

7541 ncrbl761 

7542 ncrbl765 

7543 ncrbl767 

7544 ncrbl770 

7545 ncrbl771 

7546 ncrbl772 
. 7547 ncrbl778 

7548 ncrbl779 

7549 ncrbl780 

7550 ncrbl781 

7551 ncrbl782 

7552 ncrbl783 

7553 ncrbl785 

7554 ncrbl787 

7555 ncrbl788 

7556 ncrbl789 

7557 ncrbl791 

7558 ncrbl792 

7559 ncrbl793 

7560 ncrbl795 



7561 


ncrbl797 


7562 


ncrbl798 


7563 


ncrbl800 


7564 


ncrblSOl 


7565 


ncrbl802 


7566 


ncrbl804 


7567 


ncrbl805 


7568 


ncrbl807 


7569 


ncrbl808 


7570 


ncrbl809 


7571 


ncrblSlO 


7572 


ncrbl813 


7573 


ncrbl815 


7574 


ncrbl816 


7575 


ncrbl817 


7576 


ncrbl818 


7577 


ncrbl819 


7578 


ncrbl820 


7579 


ncrbl821 


7580 


ncrbl822 


7581 


ncrbl823 


7582 


ncrbl824 


7583 


ncrbl825 


7584 


ncrbl827 


7585 


ncrbl828 


7586 


ncrbl829 


7587 


ncrbl831 


7588 


ncrbl832 


7589 


ncrbl833 


7590 


ncrbl836 


7591 


ncrbl839 


7592 


ncrbl840 


7593 


ncrbl843 


7594 


ncrbl844 


7595 


ncrbl845 


7596 


ncrbl847 


7597 


ncrbl848 


7598 


ncrbl849 


7599 


ncrbl850 


7600 


ncrbl851 


7601 


iicrbl852 


7602 


ncrbl853 


7603 


ncrbl856 


7604 


ncrbl857 


7605 


ncrbl859 


7606 


ncrbl860 


7607 


ncrbl861 


7608 


ncrbl862 


7609 


ncrbl864 


7610 


ncrbl865 


7611 


ncrbl866 


7612 


ncrbl867 


7613 


ncrbl868 


7614 


ncrbl869 


7615 


ncrbl871 


7616 


ncrbl872 


7617 


ncrbl873 


7618 


ncrbl874 


7619 


ncrbl875 


7620 


ncrbl876 



7621 


ncrbl877 


7622 


ncrbl878 


7623 


ncrbl879 


7624 


ncrbl880 


7625 


ncrbl881 


7626 


ncrbl882 


7627 


ncrbl883 


7628 


ncrbl884 


7629 


ncrbl885 


7630 


ncrbl886 


7631 


ncrbl887 


7632 


ncrbl888 


7633 


ncrbl889 


7634 


ncrbl890 


7635 


ncrbl891 


7636 


ncrbl892 


7637 


ncrbl893 


7638 


ncrbl894 


7639 


ncrbl895 


7640 


ncrbl896 


7641 


ncrbl897 


7642 


ncrbl898 


7643 


ncrbl899 


7644 


ncrbl901 


7645 


ncrbl902 


7646 


ncrbl904 


7647 


ncrbl905 


7648 


iicrbl907 


7649 


ncrbl908 


7650 


ncrbl910 


7651 


ncrbl911 


7652 


ncrbl912 


7653 


ncrbl913 


7654 


ncrbl914 


7655 


ncrbl915 


7656 


ncrbl916 


7657 


ncrbl917 


7658 


ncrbl919 


7659 


ncrbl920 


7660 


ncrbl923 


7661 


ncrbl924 


7662 


ncrbl925 


7663 


ncrbl927 


7664 


ncrbl928 


7665 


ncrbl931 


7666 


ncrbl936 


7667 


ncrbl937 


7668 


ncrbl939 


7669 


ncrbl940 


7670 


ncrbl941 


7671 


ncrbl942 


7672 


ncrbl943 


7673 


ncrbl945 


7674 


ncrbl948 


7675 


ncrbl949 


7676 


ncrbl953 


7677 


ncrbl955 


7678 


ncrbl956 


7679 


ncrbl957 


7680 


ncrbl959 



7681 


ncrbl962 


7682 


ncrbl963 


7683 


ncrbl964 


7684 


ncrbl965 


7685 


ncrbl968 


7686 


ncrbl969 


7687 


ncrbl972 


7688 


ncrbl973 


7689 


ncrbl975 


7690 


ncrbl977 


7691 


ncrbl979 


7692 


ncrbl980 


7693 


ncrbl982 


7694 


ncrbl983 


7695 


ncrbl984 


7696 


ncrbl986 


7697 


ncrbl987 


7698 


ncrbl988 


7699 


ncrbl989 


7700 


ncrbl993 


7701 


ncrbl994 


7702 


ncrbl995 


7703 


ncrbl996 


7704 


ncrbl997 


7705 


ncrbl998 


7706 


ncrbl999 


7707 


ncrb2001 


7708 


ncrb2003 


7709 


ncrb2006 


7710 


ncrb2007 


7711 


ncrb2008 


7712 


ncrb2010 


7713 


ncrb2011 


7714 


ncrb2013 


7715 


ncrb2014 


7716 


ncrb2015 


7717 


ncrb20I6 


7718 


ncrb2019 


7719 


ncrb2020 


7720 


ncrb2024 


7721 


ncrb2027 


7722 


ncrb2028 


7723 


ncrb2029 


7724 


ncrb2031 


7725 


ncrb2032 


7726 


ncrb2035 


7727 


ncrb2036 


7728 


ncrb2037 


7729 


ncrb2038 


7730 


ncrb2039 


7731 


ncrb2042 


7732 


ncrb2043 


7733 


ncrb2045 


7734 


ncrb2051 


7735 


ncrb2052 


7736 


ncrb2053 


7737 


ncrb2056 


7738 


ncrb2058 


7739 


ncrb2059 


7740 


ncrb2062 



7741 ncrb2063 

7742 ncrb2065 

7743 ncrb2067 

7744 ncrb2068 

7745 ncrb2071 

7746 ncrb2072 

7747 ncrb2074 

7748 ncrb2075 

7749 ncrb2076 

7750 ncrb2077 

7751 iicrb2078 

7752 ncrb2079 

7753 ncrb2080 

7754 ncrb2082 

7755 ncrb2083 

7756 ncrb2C85 

7757 iicrb2087 

7758 ncrb2088 

7759 ncrb2089 

7760 ncrb2090 

7761 ncrb2091 

7762 ticrb2092 

7763 ncrb2093 

7764 iicrb2094 

7765 ncrb2096 

7766 ncrb2097 

7767 ncrb2099 

7768 ncrb2101 

7769 ncrb2102 

7770 ncrb2104 

7771 ncrb2105 

7772 ncrb2106 

7773 ncrb2108 

7774 ncrb2109 

7775 ncrb2110 

7776 ncrb2111 

7777 ncrb2II2 

7778 ncrb2115 

7779 ncrb2116 

7780 ncrb2117 

7781 ncrb2118 

7782 ncrb2119 

7783 ncrb2122 

7784 ncrb2124 

7785 ncrb2125 

7786 ncrb2126 

7787 ncrb2127 

7788 ncrb2128 

7789 ncrb2131 

7790 ncrb2133 

7791 ncrb2135 

7792 ncrb2143 

7793 ncrb2145 

7794 ncrb2146 

7795 ncrb2148 

7796 ncrb2150 

7797 ncrb2151 

7798 ncrb2152 

7799 ncrb2155 

7800 ncrb2157 
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7801 


ncrb2159 


7861 


ncrb2248 


7921 


7802 


ncrb2160 


7862 


ncrb2250 


7922 


7803 


ncrb2161 


7863 


ncrb2251 


7923 


7804 


ncrb2162 


7864 


ncrb2255 


7924 


7805 


ncrb2164 


7865 


ncrb2256 


7925 


7806 


ncrb21 65 


7866 


ncrb2257 


7926 


7807 


ncrb21 66 


7867 


ncrb2258 


7927 


7808 


ncrb2168 


7868 


ncrb2261 


7928 


7809 


ncrb2169 


7869 


ncrb2262 


7929 


7810 


ncrb2170 


7870 


ncrb2263 


7930 


7811 


ncrb2173 


7871 


ncrb2265 


7931 


7812 


ncrb2174 


7872 


ncrb2266 


7932 


7813 


ncrb2175 


7873 


ncrb2267 


7933 


7814 


ncrb2176 


7874 


ncrb2268 


7934 


7815 


ncrb2177 


7875 


ncrb2269 


7935 


7816 


ncrb2178 


7876 


ncrb2270 


7936 


7817 


ncrb2179 


7877 


ncrb2271 


7937 


7818 


ncrb2180 


7878 


ncrb2272 


7938 


7819 


ncrb2181 


7879 


ncrb2273 


7939 


7820 


ncrb2182 


7880 


ncrb2274 


7940 


7821 


ncrb2183 


7881 


ncrb2277 


7941 


7822 


ncrb2184 


7882 


ncrb2278 


7942 


7823 


ncrb2186 


7883 


ncrb2279 


7943 


7824 


ncrb2187 


7884 


ncrb2280 


7944 


7825 


ncrb2188 


7885 


ncrb2281 


7945 


7826 


ncrb2189 


7886 


ncrb2282 


7946 


7827 


ncrb2191 


7887 


ncrb2283 


7947 


7828 


ncrb2192 


7888 


ncrb2284 


7948 


7829 


ncrb2193 


7889 


ncrb2286 


7949 


7830 


ncrb2195 


7890 


ncrb2288 


7950 


7831 


ncrb2197 


7891 


ncrb2289 


7951 


7832 


ncrb2200 


7892 


ncrb2291 


7952 


7833 


ncrb2201 


7893 


ncrb2292 


7953 


7834 


ncrb2202 


7894 


ncrb2293 


7954 


7835 


ncrb2204 


7895 


ncrb2294 


7955 


7836 


ncrb2205 


7896 


ncrb2295 


7956 


7837 


ncrb2206 


7897 


ncrb2299 


7957 


7838 


ncrb2208 


7898 


ncrb2307 


7958 


7839 


ncrb2211 


7899 


ncrb2308 


7959 


7840 


ncrb2213 


7900 


ncrb2309 


7960 


7841 


ncrb2215 


7901 


ncrb2310 


7961 


7842 


ncrb2219 


7902 


ncrb2311 


7962 


7843 


ncrb2220 


7903 


ncrb2317 


7963 


7844 


ncrb2221 


7904 


ncrb2320 


7964 


7845 


ncrb2223 


7905 


ncrb2323 


7965 


7846 


ncrb2224 


7906 


ncrb2324 


7966 


7847 


ncrb2227 


7907 


ncrb2328 


7967 


7848 


ncrb2228 


7908 


ncrb2330 


7968 


7849 


ncrb2229 


7909 


ncrb2331 


7969 


7850 


ncrb2231 


7910 


ncrb2335 


7970 


7851 


ncrb2235 


7911 


ncrb2336 


7971 


7852 


ncrb2237 


7912 


ncrb2339 


7972 


7853 


ncrb2239 


7913 


ncrb2341 


7973 


7854 


ncrb2240 


7914 


ncrb2342 


7974 




ncrb2241 


7915 


ncrb2344 


7975 


7856 


ncrb2242 


7916 


ncrb2346 


7976 


7857 


ncrb2243 


7917 


ncrb2347 


7977 


7858 


ncrb2245 


7918 


ncrb2348 


7978 


7859 


ncrb2246 


7919 


ncrb2351 


7979 


7860 


ncrb2247 


7920 


ncrb2352 


7980 



ncrb2357 


7981 


ncrb2448 


8041 


ncrb2547 


ncrb2358 


7982 


ncrb2449 


8042 


ncrb2548 


ncrb2359 


7983 


ncrb2451 


8043 


ncrb2550 


iicrb2360 


7984 


ncrb2452 


8044 


ncrb2551 


ncrb2361 


7985 


ncrb2453 


8045 


ncrb2552 


ncrb2362 


7986 


ncrb2454 


8046 


ncrb2554 


ncrb2364 


7987 


ncrb2455 


8047 


ncrb2555 


ncrb2365 


7988 


ncrb2456 


8048 


iicrb2556 


ncrb2367 


7989 


ncrb2458 


8049 


ncrb2557 


iicrb2368 


7990 


ncrb2459 


8050 


ncrb2558 


ncrb2369 


7991 


ncrb2460 


8051 


ncrb2559 


ncrb2370 


7992 


ncrb2461 


8052 


ncrb2560 


iicrb2373 


7993 


ncrb2465 


8053 


ncrb2562 


ncrb2375 


7994 


ncrb2466 


8054 


ncrb2563 


ncrb2377 


7995 


ncrb2467 


8055 


ncrb2565 


ncrb2378 


7996 


ncrb2468 


8056 


ncrb2566 


ncrb2379 


7997 


ncrb2469 


8057 


ncrb2568 


ncrb2380 


7998 


ncrb2470 


8058 


ncrb2570 


ncrb2381 


7999 


ncrb2471 


8059 


ncrb2571 


ncrb2383 


8000 


ncrb2472 


8060 


ncrb2572 


ncrb2387 


8001 


ncrb2474 


8061 


ncrb2573 


ncrb2388 


8002 


ncrb2475 


8062 


ncrb2574 


ncrb2389 


8003 


ncrb2478 


8063 


ncrb2575 


ncrb2390 


8004 


ncrb2479 


8064 


ncrb2576 


ncrb2391 


8005 


ncrb2480 


8065 


ncrb2579 


ncrb2393 


8006 


ncrb2484 


8066 


ncrb2580 


ncrb2394 


8007 


ncrb2485 


8067 


ncrb2581 


ncrb2395 


8008 


ncrb2486 


8068 


ncrb2582 


ncrb2396 


8009 


ncrb2489 


8069 


ncrb2583 


ncrb2397 


8010 


ncrb2490 


8070 


ncrb2585 


ncrb2398 


8011 


ncrb2491 


8071 


ncrb2586 


ncrb2399 


8012 


ncrb2492 


8072 


ncrb2588 


ncrb2400 


8013 


ncrb2495 


8073 


ncrb2590 


ncrb2403 


8014 


ncrb2496 


8074 


ncrb2591 


ncrb2404 


8015 


ncrb2500 


8075 


ncrb2592 


ncrb2405 


8016 


ncrb2503 


8076 


ncTb2595 


ncrb2407 


8017 


ncrb2504 


8077 


ncrb2597 


ncrb2408 


8018 


ncrb2507 


8078 


ncrb2598 


ncrb2412 


8019 


ncrb2508 


8079 


ncrb2599 


ncrb2414 


8020 


ncrb2510 


8080 


ncrb2600 


ncrb2415 


8021 


ncrb2511 


8081 


ncrb2601 


ncrb2416 


8022 


ncrb2512 


8082 


ncrb2603 


ncrb2419 


8023 


ncrb2515 


8083 


ncrb2604 


ncrb2421 


8024 


ncrb2516 


8084 


ncrb2606 


ncrb2422 


8025 


ncrb2517 


8085 


iicrb2607 


ncrb2424 


8026 


ncrb2519 


8086 


ncrb2608 


ncrb2426 


8027 


ncrb2523 


8087 


ncrb2611 


ncrb2427 


8028 


ncrb2524 


8088 


ncrb2614 


ncrb2428 


8029 


ncrb2527 


8089 


ncrb2615 


ncrb2429 


8030 


ncrb2528 


8090 


ncrb2617 


ncrb2431 


8031 


ncrb2529 


8091 


ncrb2618 


ncrb2432 


8032 


ncrb2531 


8092 


ncrb2621 


ncrb2434 


8033 


ncrb2533 


8093 


ncrb2623 


ncrb2435 


8034 


ncrb2534 


8094 


ncrb2626 


ncrb2437 


8035 


ncrb2535 


8095 


ncrb2627 


ncrb2440 


8036 


ncrb2539 


8096 


ncrb2628 


ncrb2442 


8037 


ncrb2540 


8097 


ncrb2630 


ncrb2444 


8038 


ncrb2543 


8098 


ncrb2632 


ncrb2445 


8039 


ncrb2544 


8099 


ncrb2636 


ncrb2447 


8040 


ncrb2546 


8100 


ncrb2637 
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8101 


ncrb2639 


8161 


ncrb2728 


S221 


8102 


ncrb2640 


8162 


ncrb2730 


8222 


8103 


ncrb2641 


8163 


ncrb2732 


8223 


8104 


ncrb2642 


8164 


ncrb2735 


8224 


8105 


ncrb2643 


8165 


ncrb2736 

XXVX \Ji^ t 


8225 


8106 


ncrh2644 


8166 


ncrb2738 

XXvX \J£^ f tJKJ 


8226 


8107 


ncrb2645 


8167 


ncrb2739 

XXVX 1 ^ y 


8227 


8108 


ncrb2646 


8168 


ncrb2740 

XXVX VJit 1 ~\J 


8228 


8109 


ncrb2647 


8169 


ncrb2741 

IXVX UX / T X 


8229 


8110 


ncrb2648 


8170 


ncrb2742 

XXVX 1 


8230 


8111 


ncrb2649 


8171 


ncrb2743 

XXVX KJ*^ 1 ~mJ 


8231 


8112 


ncrb2650 


8172 


ncrb2744 


8232 


8113 


ncrb2651 


8173 


ncrb2745 

XXVX J 


8233 


8114 


ncrb2655 


8174 


ncTb2746 

XXvX UX f 


8234 


8115 


ncrb2656 


8175 


ncrb2747 


8235 


8116 


ncrb2657 


8176 


ncrb2748 

XXVX iJAt 1 ~\J 


8236 


8117 


ncrb2658 


8177 


Ticrb2749 

XXVX 1 


8237 


8118 


nrrb?6SQ 


8178 


ncrb2751 

XXV XKJ £^ I ^ X 


8238 


8119 


ncrb2660 


8179 


ncrb2752 

XXVX t -J jU 


8239 


8120 


r^crh76f)^ 
xL\^x u^yjyj X 


81 80 

O i ov 


XlWX L»Z« 1 J.J 


8740 


8121 




8181 

O X O X 


ncrb2754 

XXvXU4> / 


8241 


8122 


ncrb2665 


8182 


ncrb2755 

XXVX 1 ■m^'^/ 


8242 


8123 


ncrb2666 


8183 


ncrb2756 

XXVX 1 


8243 


8124 


ncrb2667 


8184 


ncrb2757 

XXVXV^^ f «/ f 


8244 


8125 


ncrh2fifi0 


8185 


ncTb2759 

IXwX \J£t t-JJ 


8245 


8126 


ncrb2671 


8186 


ncrb2761 


8246 


^^127 


ncrb2672 


8187 


ncrb2762 

XXVX 1 \JX 


8247 


8128 


ncrb2676 


8188 


ncrb2763 

XXVX \J£t 1 \J.J 


8248 


8129 


ncrb2677 


8189 


xx^i yji^ 1 \Ju 


8249 


O i.~>\j 


ncrh?67S 


8190 


XXVXUZ> 1 \J 1 


87'SO 


O 1.J X 


llL/i U^KJOXJ 


8191 


XXVX L/X fix 


8251 






8192 

O X 


Ticrb2772 

XXVX VJJL 11^ 


8252 


S133 




819'^ 






8134 


ncrb2684 


8194 


ncrb2775 

XXVX UX f I hJ 


8254 


8135 


ncrb2686 

xxvx Ly^v/(J V/ 


8195 


ncrhllll 

XXVX III 


8255 


8136 


ncrb2687 


8196 


ncrb2778 

XXVXVJ^ / / o 


8256 


8137 


nrrb768J^ 

llVl UZ> o o 


8197 


ncrb2779 

XXVX \JJL f f Zf 


8257 


8138 


ncrb2692 


8198 


ncrb2780 

XXVX \Jj£^ f yJ\J 


8258 


8139 


ncrb2693 


8199 


ncrb2781 

XXVX yjjL / V X 


8259 


8140 


ncrb2696 

XXVX \JA*\f^ \J 


8200 


ncrb2783 

XXVX 1 SJmJ 


8260 


8141 


ncrb2697 

XXVX KJ£^ V / 


8201 


ncrb2784 

XXVX I \J~ 


8261 


8142 


ncrb2699 

XXV X\J i-t\3 J J 


8202 


ncrb2787 


8262 


8143 


ncrb2700 

XXVX / \J\/ 


8203 


ncrb2788 

XXVX Ua* / u o 


8263 


8144 


ncrb2701 

XXVX XJ^f 1 \J X 


8204 


ncrb2792 

XXVX 1 y At 


8264 


8145 


ncrb2703 


8205 


ncrb2795 


8265 


8146 


ncrb2704 


8206 


XXVX (JZr 1 y\j 


8266 


8147 


ncrb2709 

XXVX XJAt 1 \j y 


8207 


Ticrb2797 

XXVX 1 y t 


8267 


8148 


ncTb2711 


8208 


T\crb2798 

XXVX \j £1 1 y Kj 


8268 


8149 


ncrb2712 


8209 


ncrb2799 

xx\/x\jjL^ 1 y y 


8269 


8150 


ncrb2713 


8210 


ncrb2800 


8270 


8151 


ncrb27n 


8211 


iicrb2801 

XXVX \J£t\j\j X 


8271 


3152 


ncrb2716 

IXVl U£i 1 xKJ 


8212 


ncrh780'^ 

XXVX \j£^\j\J 0 


8272 


8153 


ncrb2717 




Tirrh7804 

XxVX UX 0 v/T 




O i 




R714 






8155 


ncrb2720 


8215 


ncrb2808 


8275 


8156 


ncrb2722 


8216 


ncrb2809 


8276 


8157 


ncrb2724 


8217 


ncrb2812 


8277 


8158 


ncrb2725 


8218 


ncrb2813 


8278 


8159 


ncrb2726 


8219 


ncrb2817 


8279 


8160 


ncrb2727 


8220 


ncrb2818 


8280 



nciD/oZU 


oZol 


ft rtf'Ui OOOA 


00/1 1 

o341 


„-,_'L0 A/1 ^ 

ncrb3U4j 




oZoZ 


«nr»*-V»0O00 

ncrozyoz 


o34Z 


•n/%«<UOA/f A 

ncrb3U4o 


ncrozozo 


oZo-5 


ncrozyio 


o343 


■ny«-vt*.0 A/IT 

ncrD3v>4 / 


ncrozo:? 1 


oZo4 


iicrbzy34 


00 /I /I 
o344 


ncrb3U4o 




OZOJ 


ncrbzy3j 


00 A C 

o34j 


■M^«.UO ACO 

ncrb3053 


ncrbzoii 


oZoo 


ncrbZyio 


00 

8340 


ncrD3054 


ncrbi5J4 


oZo/ 


ncrbZ93y 


00 An 

o347 


ncrb3u55 


ncrb2533 


8z8o 


^^^.■L.OA/1 1 

ncrbz94 1 


OO yi 0 

8348 


ncrb305D 


ncrbZoio 


oZoy 


ncrbZy4Z 


00 ACi 

o34y 


^^—■UO A^ 1 


ncrbioio 


o<^ AA 


ncrbzy43 


00 C A 

8350 


*,^-.1-..0 A^O 

ncrb30o3 


ncrbzojy 


ozyi 


iicrbzy4j 


00 c 1 


« Aw^Vt 0 A y1 

ncro3Uo4 


ncrD2o4U 


00 AO 

oZyz 


ncrbzy4 / 


00 CO 

o3 jZ 


■««-^lvO ATI 

ncrb3u / 1 


ncrD2o4z 


oZVi 


-n^-t-UO A/f A 

ncrbZ94y 


oo<o 
o353 


■K^^-^VvO AT^L 

ncrb30/D 


ncrDzo44 


ozy4 


ncrbzy J 1 


QIC A 

o3M 


^-^l-OATT 


ncruZo4j 


oZVj 


ncTDzyjZ 


ooc^: 
o3!»j 


-»^/%-*-V.O ATA 

ncrb3U /y 


ncrDzo40 


oZVO 


ncrbzyj4 


Q0<^ 

o3^0 


•Mrt-^l-iO AOA 


ncrDzo4 / 


oZy / 


ncrbzyoj 


00 C7 

o3j / 


—^■UOAOO 

iicrb3Uo3 


ncrbZ645 


0 AO 

8296 


ncrDZ95D 


00 x:o 


ncrb3uoo 


ncrbzojO 


01 AA 


♦,^«-UO AC7 

ncrbzy^ / 


00 <A 


ncrb305/ 


ncrbzo J I 


en AA 


■Mrt-i-UO A/C 1 

ncrbzyoi 


o3oU 


■^^■^l«0 AA 1 

ncrb3Uy 1 


ncrDZo52 


A1 


-««*.UOA^O 

ncrb2yD3 


oo<i 1 
o3ol 


ncrb30y5 


ncrDZojJ 


oiUZ 


ncrozyoo 


o3oZ 


-nn-vt^O AO£ 

ncrDiuyo 


ncrbzo54 


Q'J A'J 


„_„1-OA<0 

ncrbzyoo 


00/co 
o3o3 


■»^<-.««l-»0 AAT 

ncrb3uy / 


nCTDZOJJ 


00 A/f 


-M Mw>l«.0 A/C A 

ncrbZyoy 


o3o4 


„^_,1_0 A AO 

ncrb3uyo 


ncrDzoju 


QOA< 


ncrbzy / i 


o30j 


n.crb3iui 


ncrDZoO / 


CI A/^ 


ncTDzy /3 


o30o 


f-»y-.-»-l-lO 1 A/I 

ncroj 1 U4 


ncxbzoDo 


00 AT 


ncrbZy /o 


00 iC? 


„ „^ViO 1 AC 

ncrb31Uj 


ncrbzool 


00 AO 

o3Uo 


ncrbzy /y 


oo/;o 


■Mn-.*UO 1 AT 

ncrb3iu/ 


ncrbzooz 


00 AA 

8309 


ncrbzyoU 


00 ^A 


^^^'L.O 1 AO 

ncrb3105 


ncrDzoD4 


QO 1 A 


ncrDZyo3 


o3 /U 


■Mrt-^v*o 110 
ncrb31 IZ 


ncrbzooD 


0 0 11 

8311 


ncr 02991 


0'>'7 1 

8371 


ncrD3 11 4 


ncrbzoo? 


00 1 0 

8312 


^•.1*0 A AO 

ncrbzyyz 


00 TO 

8372 


ncrb3115 


ncrbzoDo 


00 1 0 


ncrbzyy / 


OOTO 

83 /3 


«.>««t*0 1 1 A 

ncrb31iy 


nci Dzooy 


00 1 yl 
o314 


■»-«*-.-».U0 AAA 


o3 /4 


^- -^UO 1 OA 

iicrb3 i ZU 


ncrbzo/U 


00 1 ^ 


■t»^v1^'2 AA 1 

ncrb3UUl 


o3 /J 


^^-.Vk0 101 

ncrb3lzl 


ncrbzoT 1 


00 1 <c 
o31d 


ncrb3Uu2 


o37o 


ncrb31 ZZ 


ncrbzo /3 


0 0 1 T 


^^t«0 A AO 

ncrbiOUi 


0 0 TT 

83 // 


ncrb31Z3 


ncrbzo /4 


00 1 0 


■«^*.U0 AAC 

ncrb3 uuo 


OITO 

o3 /o 


ncrb3 I Z4 


nCTDZo/j 




ncrD3uu/ 


o3 /y 


«/%-rUO 1 0/C 

ncrb3iZo 


ncrbzooU 


OOOA 


-»«y^-V>1-kO AAO 

ncrb300o 


00 OA 


-ny^-^UO 1 OT 

ncrb31Z/ 


ncrbzooj 


QOO 1 


ncrb3UiU 


000 1 


■nr^Wl 100 

ncrb3iZo 


ncrDzoo4 


0000 

oiZZ 


»-»^-r.V«.0 A1 1 

ncrbiUl 1 


OOQO 

o3oZ 


»-i/-.*-VkO 1 OQ 

ncrojizy 


ncrbzoo / 


QOOO 

oizi 


Ilcrb3U13 


0000 

o3o3 


0 1 OA 

ncrb3 i3U 


ncrDzooo 


o3z4 


ncrD3Ui4 


000/1 

o3o4 


ncrb3i3i 


nciDzoyz 




ncrD3Ui J 


o3oj 


vi/^^-U0 10/1 


ncrbZoy / 


oiZo 


ncrD3Uio 


00 0/i 


■M/-tfUO 10c 


ncrbzyuu 


oiz/ 


*-t^fU0A1 0 

ncrb3Uio 


OOQT 
o3o / 


__-.1-0 1 0/i 


ncrbzyUi 


0000 


♦»y^-*-V«.0 AO A 


OOQO 


«/^-»-1^0 1 /I A 


ncrDzyuo 


5000 


♦li^r-Kono 1 
ncrDJUZJ. 


o3oy 


ncroi 141 


ncrDzyuo 


coin 


IlCrD3UZ3 


ooon 

o3yu 


n/-.<-KO 1/10 


ncrbzyuv 


QOO 1 


— *,-^'U0 AO/1 

ncrb3UZ4 


00 A1 

o3yi 


■^^^,X-.1 1 /I 0 

ncrb3143 


ncrbzylz 


0000 
8332 


ncrb3Uz5 


00 AO 

8392 


ncr 03144 


ncrbz914 


8333 


^^1.0 AO /T 

ncrD3026 


00 AO 

8393 


to 1 /I T 

ncr 03147 


ncrb2916 


8334 


ncrb3028 


8394 


ncrb3148 


ncrb2917 


8335 


ncrb3029 


8395 


ncrb3149 


ncrb2918 


8336 


ncrb3031 


8396 


ncrb3150 


ncrb2922 


8337 


ncrb3032 


8397 


ncrb3151 


ncrb2924 


8338 


ncrb3035 


8398 


ncrb3152 


ncrb2928 


8339 


ncrb3037 


8399 


ncrb3153 


ncrb2929 


8340 


ncrb3038 


8400 


ncrb3156 
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8401 


ncrb3i57 


8461 


ncrb3252 


8521 


ncrb3349 


8581 


ncrb3441 


8641 


ncrb3539 


8402 


ncrb3158 


8462 


ncrb3254 


8522 


ncrb3350 


8582 


ncrb3442 


8642 


ncrb3540 


8403 


ncrb3160 


8463 


ncrb3255 


8523 


ncrb3352 


8583 


ncrb3443 


8643 


ncrb3541 


8404 


ncrb3162 


8464 


ncrb3256 


8524 


ncrb3354 


8584 


ncrb3444 


8644 


ncrb3542 


8405 


ncrb3163 


8465 


ncrb3258 


8525 


ncrb3355 


8585 


ncrb3445 


8645 


ncrb3544 


8406 


ncrb3164 


8466 


ncrb3261 


8526 


ncrb3356 


8586 


ncrb3446 


8646 


ncrb3547 


8407 


ncrb3165 


8467 


ncrb3263 


8527 


ncrb3359 


8587 


ncrb3449 


8647 


ncrb3548 


8408 


ncrb31 66 


8468 


ncrb3264 


8528 


ncrb3360 


8588 


ncrb3450 


8648 


ncrb3549 


8409 


ncrb3167 


8469 


ncrb3267 


8529 


ncrb3362 


8589 


ncrb3451 


8649 


ncrb3550 


8410 


ncrb3168 


8470 


ncrb3268 


8530 


ncrb3363 


8590 


ncrb3452 


8650 


ncrb3551 


8411 


ncrb3171 


8471 


ncrb3271 


8531 


ncrb3369 


8591 


ncrb3453 


8651 


ncrb3552 


8412 


ncrb3172 


8472 


ncrb3275 


8532 


ncrb3370 


8592 


ncrb3454 


8652 


ncrb3555 


8413 


ncrb3173 


8473 


ncrb3276 


8533 


ncrb3371 


8593 


ncrb3455 


8653 


ncrb3557 


8414 


ncrb3176 


8474 


ncrb3277 


8534 


ncrb3373 


8594 


ncrb3459 


8654 


ncrb3559 


8415 


ncrb3177 


8475 


ncrb3281 


8535 


ncrb3376 


8595 


ncrb3460 


8655 


ncrb3560 


8416 


ncrb3180 


8476 


ncrb3284 


8536 


ncrb3377 


8596 


ncrb3463 


8656 


ncrb3563 


8417 


ncrb3182 


8477 


ncrb3285 


8537 


ncrb3379 


8597 


ncrb3464 


8657 


ncrb3564 


8418 


ncrb3183 


8478 


ncrb3287 


8538 


ncrb3380 


8598 


ncrb3468 


8658 


ncrb3567 


8419 


ncrb3184 


8479 


ncrb3288 


8539 


ncrb3381 


8599 


ncrb3469 


8659 


ncrb3568 


8420 


ncrb3185 


8480 


ncrb3289 


8540 


ncrb3384 


8600 


ncrb3471 


8660 


ncrb3569 


8421 


ncrb3188 


8481 


ncrb3291 


8541 


ncrb3385 


8601 


ncrb3475 


8661 


iicrb3572 


8422 


ncrb3192 


8482 


ncrb3298 


8542 


ncrb3386 


8602 


ncrb3476 


8662 


ncrb3573 


8423 


ncrb3197 


8483 


ncrb3299 


8543 


ncrb3388 


8603 


ncrb3477 


8663 


ncrb3574 


8424 


ncrb3199 


8484 


ncrb3300 


8544 


ncrb3389 


8604 


ncrb3481 


8664 


ncrb3576 


8425 


ncrb3200 


8485 


ncrb3301 


8545 


ncrb3390 


8605 


ncrb3482 


8665 


ncrb3577 


8426 


ncrb3202 


8486 


ncrb3302 


8546 


ncrb3391 


8606 


ncrb3483 


8666 


ncrb3578 


8427 


ncrb3203 


8487 


ncrb3304 


8547 


ncrb3392 


8607 


ncrb3484 


8667 


ncrb3579 


8428 


ncrb3204 


8488 


ncrb3306 


8548 


ncrb3393 


8608 


ncrb3486 


8668 


ncrb3580 


8429 


ncrb3205 


8489 


ncrb3307 


8549 


ncrb3394 


8609 


iicrb3488 


8669 


ncrb3581 


8430 


ncrb3207 


8490 


ncrb3309 


8550 


ncrb3396 


8610 


ncrb3492 


8670 


ncrb3583 


8431 


ncrb3211 


8491 


ncrb3313 


8551 


ncrb3397 


8611 


ncrb3495 


8671 


ncrb3584 


8432 


ncrb3212 


8492 


ncrb3314 


8552 


ncrb3398 


8612 


ncrb3496 


8672 


ncrb3585 


8433 


ncrb3213 


8493 


ncrb3315 


8553 


ncrb3400 


8613 


ncrb3498 


8673 


ncrb3586 


8434 


ncrb3215 


8494 


ncrb3316 


8554 


ncrb3402 


8614 


ncrb3500 


8674 


ncrb3587 


8435 


ncrb3216 


8495 


ncrb3317 


8555 


ncrb3403 


8615 


ncrb3501 


8675 


ncrb3588 


8436 


ncrb3217 


8496 


ncrb3318 


8556 


ncrb3404 


8616 


ncTb3503 


8676 


ncrb3589 


8437 


ncrb3218 


8497 


ncrb3319 


8557 


ncrb3408 


8617 


ncrb3504 


8677 


ncrb3590 


8438 


ncrb3220 


8498 


ncrb3320 


8558 


ncrb3409 


8618 


ncrb3506 


8678 


iicrb3595 


8439 


ncrb3221 


8499 


ncrb3321 


8559 


ncrb3410 


8619 


ncrb3507 


8679 


ncrb3596 


8440 


ncrb3222 


8500 


ncrb3322 


8560 


ncrb3414 


8620 


ncrb3509 


8680 


ncrb3597 


8441 


ncrb3224 


8501 


ncrb3324 


8561 


ncrb3415 


8621 


ncrb3510 


8681 


ncrb3599 


8442 


ncrb3225 


8502 


ncrb3325 


8562 


ncrb3417 


8622 


ncrb3511 


8682 


ncrb3602 


8443 


ncrb3226 


8503 


ncrb3326 


8563 


ncrb3418 


8623 


ncrb3512 


8683 


ncrb3603 


8444 


ncrb3227 


8504 


ncrb3327 


8564 


ncrb3421 


8624 


ncrb3513 


8684 


ncrb3604 


8445 


ncrb3229 


8505 


ncrb3328 


8565 


ncrb3422 


8625 


ncrb3514 


8685 


ncrb3605 


«446 


ncrb3230 


8506 


ncrb3329 


8566 


ncrb3423 


8626 


ncrb3516 


8686 


ncrb3607 


8447 


ncrb3232 


8507 


ncrb3330 


8567 


ncrb3424 


8627 


ncrb3517 


8687 


ncrb3608 


8448 


ncrb3233 


8508 


ncrb3331 


8568 


ncrb3425 


8628 


ncrb3519 


8688 


ncrb3609 


8449 


ncrb3234 


8509 


ncrb3332 


8569 


ncrb3426 


8629 


ncrb3520 


8689 


ncrb3610 


8450 


ncrb3235 


8510 


ncrb3333 


8570 


ncrb3427 


8630 


ncrb3521 


8690 


ncrb3611 


8451 


ncrb3236 


8511 


ncrb3334 


8571 


ncrb3429 


8631 


ncrb3522 


8691 


ncrb3612 


8452 


ncrb3237 


8512 


iicrb3335 


8572 


ncrb3430 


8632 


ncrb3524 


8692 


ncrb3613 


8453 


ncrb3238 


8513 


ncrb3337 


8573 


ncrb3431 


8633 


ncrb3527 


8693 


ncrb3618 


8454 


ncrb3240 


8514 


ncrb3338 


8574 


ncrb3432 


8634 


ncrb3528 


8694 


ncrb3619 


8455 


ncrb3241 


8515 


ncrb3339 


8575 


ncrb3434 


8635 


ncrb3532 


8695 


ncrb3620 


8456 


ncrb3243 


8516 


ncrb3340 


8576 


ncrb3436 


8636 


ncrb3533 


8696 


ncrb3621 


8457 


ncrb3245 


8517 


ncrb3341 


8577 


ncrb3437 


8637 


ncrb3534 


8697 


ncrb3623 


8458 


ncrb3248 


8518 


ncrb3344 


8578 


ncrb3438 


8638 


ncrb3535 


8698 


ncrb3624 


8459 


ncrb3249 


8519 


ncrb3345 


8579 


ncrb3439 


8639 


ncrb3536 


8699 


ncrb3625 


8460 


ncrb3251 


8520 


ncrb3348 


8580 


ncrb3440 


8640 


ncrb3537 


8700 


ncrb3626 
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8701 


ncrb3627 


8761 


ncrb3841 


8821 


ncrb3941 


8881 


ncrb4039 


8941 


ncrb4131 


8702 


ncrb3628 


8762 


ncrb3843 


8822 


ncrb3942 


8882 


ncrb4041 


8942 


ncrb4132 


8703 


ncrb3629 


8763 


ncrb3844 


8823 


ncrb3943 


8883 


ncrb4044 


8943 


ncrb4133 


8704 


ncrb3630 


8764 


ncrb3845 


8824 


ncrb3944 


8884 


ncrb4045 


8944 


ncrb4135 


8705 


ncrb3633 


8765 


ncrb3847 


8825 


ncrb3945 


8885 


ncrb4047 


8945 


ncrb4136 


8706 


ncrb3636 


8766 


ncrb3848 


8826 


ncrb3947 


8886 


ncrb4048 


8946 


ncrb4139 


8707 


ncrb3637 


8767 


ncrb3850 


8827 


ncrb3948 


8887 


ncrb4053 


8947 


ncrb4140 


8708 


ncrb3638 


8768 


ncrb3851 


8828 


ncrb3949 


8888 


ncrb4055 


8948 


ncrb4141 


8709 


ncrb3641 


8769 


ncrb3852 


8829 


ncrb3950 


8889 


ncrb4056 


8949 


iicrb4143 


8710 


ncrb3646 


8770 


ncrb3853 


8830 


ncrb3951 


8890 


ncrb4057 


8950 


ncrb4144 


8711 


ncrb3647 


8771 


ncrb3854 


8831 


ncrb3953 


8891 


ncrb4059 


8951 


ncrb4145 


8712 


ncrb3648 


8772 


ncrb3855 


8832 


ncrb3955 


8892 


ncrb4061 


8952 


ncrb4149 


8713 


ncrb3660 


8773 


ncrb3856 


8833 


ncrb3957 


8893 


ncrb4063 


8953 


ncrb4153 


8714 


ncrb3663 


8774 


ncrb3859 


8834 


ncrb3959 


8894 


ncrb4065 


8954 


ncrb4154 


8715 


ncrb3669 


8775 


ncrb3860 


8835 


ncrb3960 


8895 


ncrb4067 


8955 


ncrb4155 


8716 


ncrb3672 


8776 


ncrb3861 


8836 


ncrb3965 


8896 


ncrb4068 


8956 


ncrb4156 


8717 


ncrb3676 


8777 


ncrb3863 


8837 


ncrb3967 


8897 


ncrb4072 


8957 


ncrb4157 


8718 


ncrb3677 


8778 


ncrb3864 


8838 


ncrb3969 


8898 


ncrb4074 


8958 


ncrb4161 


8719 


ncrb3679 


8779 


ncrb3866 


8839 


ncrb3973 


8899 


ncrb4076 


8959 


ncrb4165 


8720 


ncrb3680 


8780 


ncrb3867 


8840 


ncrb3975 


8900 


ncrb4077 


8960 


ncrb41 66 


8721 


ncrb3681 


8781 


ncrb3872 


8841 


ncrb3980 


8901 


ncrb4079 


8961 


ncrb4168 


8722 


ncrb3683 


8782 


ncrb3873 


8842 


ncrb3981 


8902 


ncrb4080 


8962 


iicrb4170 


8723 


ncrb3684 


8783 


ncrb3875 


8843 


ncrb3984 


8903 


ncrb4081 


8963 


ncrb4171 


8724 


ncrb3685 


8784 


ncrb3876 


8844 


ncrb3985 


8904 


iicrb4083 


8964 


ncrb4172 


8725 


ncrb3686 


8785 


ncrb3877 


8845 


ncrb3986 


8905 


ncrb4084 


8965 


ncrb4173 


8726 


ncrb3687 


8786 


ncrb3878 


8846 


ncrb3987 


8906 


ncrb4085 


8966 


ncrb4175 


8727 


ncrb3692 


8787 


ncrb3879 


8847 


ncrb3988 


8907 


ncrb4086 


8967 


ncrb4177 


8728 


ncrb3693 


8788 


ncrb3880 


8848 


ncrb3989 


8908 


ncrb4087 


8968 


ncrb4178 


8729 


ncrb3695 


8789 


ncrb3882 


8849 


ncrb3990 


8909 


ncrb4088 


8969 


ncrb4180 


8730 


ncrb3700 


8790 


ncrb3883 


8850 


ncrb3991 


8910 


ncrb4089 


8970 


ncrb4181 


8731 


ncrb3702 


8791 


ncrb3887 


8851 


ncrb3992 


8911 


ncrb4091 


8971 


ncrb4182 


8732 


ncrb3703 


8792 


ncrb3888 


8852 


ncrb3993 


8912 


ncrb4092 


8972 


ncrb4183 


8733 


ncrb3708 


8793 


ncrb3890 


8853 


ncrb3995 


8913 


ncrb4093 


8973 


ncrb4187 


8734 


ncrb3712 


8794 


ncrb3891 


8854 


ncrb3996 


8914 


ncrb4094 


8974 


ncrb4188 


8735 


ncrb3758 


8795 


ncrb3893 


8855 


ncrb3997 


8915 


ncrb4095 


8975 


ncrb4189 


8736 


ncrb3760 


8796 


ncrb3894 


8856 


ncrb3998 


8916 


ncrb4097 


8976 


ncrb4190 


8737 


iicrb3765 


8797 


ncrb3895 


8857 


ncrb3999 


8917 


ncrb4098 


8977 


ncrb4191 


8738 


ncrb3766 


8798 


iicrb3896 


8858 


ncrb4000 


8918 


iicrb4100 


8978 


ncrb4192 


8739 


ncrb3768 


8799 


ncrb3900 


8859 


ncrb4001 


8919 


ncrb410i 


8979 


ncrb4193 


8740 


ncrb3770 


8800 


ncrb3902 


8860 


ncrb4002 


8920 


ncrb4102 


8980 


ncrb4194 


8741 


ncrb3772 


8801 


iicrb3903 


8861 


ncrb4003 


8921 


ncrb4103 


8981 


ncrb4195 


8742 


ncrb3776 


8802 


iicrb3907 


8862 


ncrb4004 


8922 


ncrb4104 


8982 


ncrb4196 


8743 


ncrb3782 


8803 


ncrb3908 


8863 


ncrb4006 


8923 


ncrb4105 


8983 


ncrb4198 


8744 


ncrb3783 


8804 


ncrb3910 


8864 


ncrb4007 


8924 


ncrb4106 


8984 


ncrb4199 


8745 


ncrb3784 


8805 


ncrb3912 


8865 


ncrb4008 


8925 


ncrb4108 


8985 


ncrb4200 


8746 


ncrb3792 


8806 


ncrb3913 


8866 


ncrb4009 


8926 


ncrb4109 


8986 


ncrb4201 


8747 


ncrb3793 


8807 


ncrb3916 


8867 


ncrb4011 


8927 


ncrb4111 


8987 


ncrb4202 


8748 


ncrb3796 


8808 


ncrb3917 


8868 


ncrb4014 


8928 


ncrb4112 


8988 


ncrb4203 


8749 


ncrb3797 


8809 


ncrb3919 


8869 


ncrb4015 


8929 


iicrb4116 


8989 


ncrb4204 


8750 


ncrb3798 


8810 


ncrb3924 


8870 


ncrb4019 


8930 


ncrb4117 


8990 


ncrb4206 


8751 


ncrb3799 


8811 


ncrb3926 


8871 


ncrb4021 


8931 


ncrb4118 


8991 


ncrb4207 


8752 


ncrb3804 


8812 


ncrb3928 


8872 


ncrb4022 


8932 


ncrb4119 


8992 


ncrb4209 


8753 


ncrb3805 


8813 


ncTb3929 


8873 


ncrb4023 


8933 


ncrb4120 


8993 


ncrb4210 


8754 


ncrb3812 


8814 


ncrb3931 


8874 


ncrb4025 


8934 


ncrb4121 


8994 


ncrb4211 


8755 


ncrb3813 


8815 


ncrb3932 


8875 


ncrb4027 


8935 


ncrb4122 


8995 


ncrb4212 


8756 


ncrb3815 


8816 


ncrb3933 


8876 


ncrb4030 


8936 


ncrb4123 


8996 


ncrb4213 


8757 


ncrb3816 


8817 


ncrb3934 


8877 


ncrb4031 


8937 


ncrb4125 


8997 


ncrb4215 


8758 


ncrb3821 


8818 


ncrb3935 


8878 


ncrb4032 


8938 


ncrb4126 


8998 


ncrb4216 


8759 


ncrb3823 


8819 


ncrb3936 


8879 


ncrb4035 


8939 


ncrb4127 


8999 


ncrb4217 


8760 


ncrb3829 


8820 


ncrb3940 


8880 


ncrb4037 


8940 


ncrb4128 


9000 


ncrb4218 
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9001 


ncrb4220 


9061 


ncrb4315 


9121 


9002 


ncrb4221 


9062 


ncrb4316 


9122 


9003 


ncrb4224 


9063 


ncrb4317 


9123 


9004 


ncrb4226 


9064 


ncrb4319 


9124 


9005 


ncrb4227 


9065 


ncrb4320 


9125 


9006 


ncrb4228 


9066 


ncrb4327 


9126 


9007 


ncrb4232 


9067 


ncrb4328 


9127 


9008 


ncrb4234 


9068 


ncrb4331 


9128 


9009 


ncrb4235 


9069 


ncrb4335 


9129 


9010 


ncrb4237 


9070 


ncrb4336 


9130 


9011 


ncrb4240 


9071 


ncrb4337 


9131 


9012 


ncrb4243 


9072 


ncrb4339 


9132 


9013 


ncrb4244 


9073 


ncrb4340 


9133 


9014 


ncrb4245 


9074 


ncrb4341 


9134 


9015 


ncrb4248 


9075 


ncrb4343 


9135 


9016 


ncrb4249 


9076 


ncrb4344 


9136 


9017 


ncrb4250 


9077 


ncrb4347 


9137 


9018 


ncrb4251 


9078 


ncrb4349 


9138 


9019 


ncrb4252 


9079 


ncrb4351 


9139 


9020 


iicrb4253 


9080 


ncrb4352 


9140 


9021 


ncrb4254 


9081 


ncrb4353 


9141 


9022 


ncrb4255 


9082 


ncrb4355 


9142 


9023 


ncrb4256 


9083 


iicrb4356 


9143 


9024 


ncrb4259 


9084 


ncrb4358 


9144 


9025 


ncrb4260 


9085 


ncrb4359 


9145 


9026 


ncrb4261 


9086 


ncrb4360 


9146 


9027 


ncrb4262 


9087 


ncrb4362 


9147 


9028 


ncrb4264 


9088 


ncrb4365 


9148 


9029 


ncrb4266 


9089 


ncrb4367 


9149 


9030 


iicrb4267 


9090 


ncrb4368 


9150 


9031 


ncrb4269 


9091 


ncrb4370 


9151 


9032 


ncrb4271 


9092 


ncrb4371 


9152 


9033 


ncrb4272 


9093 


ncrb4373 


9153 


9034 


ncrb4273 


9094 


ncrb4375 


9154 


9035 


ncrb4275 


9095 


ncrb4376 


9155 


9036 


ncrb4278 


9096 


ncrb4377 


9156 


9037 


ncrb4279 


9097 


ncrb4378 


9157 


9038 


ncrb4280 


9098 


ncrb4380 


9158 


9039 


ncrb4282 


9099 


ncrb4383 


9159 


9040 


ncrb4283 


9100 


ncrb4384 


9160 


9041 


ncrb4284 


9101 


ncrb4385 


9161 


9042 


ncrb4285 


9102 


ncrb4386 


9162 


9043 


ncrb4287 


9103 


ncrb4390 


9163 


9044 


ncrb4288 


9104 


ncrb4391 


9164 


9045 


ncrb4290 


9105 


ncrb4392 


9165 


9046 


ncrb4291 


9106 


ncrb4393 


9166 


9047 


ncrb4292 


9107 


ncrb4395 


9167 


9048 


ncrb4293 


9108 


ncrb4396 


9168 


9049 


ncrb4296 


9109 


ncrb4398 


9169 


9050 


ncrb4297 


9110 


ncrb4399 


9170 


9051 


ncrb4302 


9111 


ncrb4402 


9171 


9052 


ncrb4303 


9112 


ncrb4405 


9172 


9053 


ncrb4304 


9113 


ncrb4406 


9173 


9054 


ncrb4305 


9114 


ncrb4407 


9174 


9055 


ncrb4306 


9115 


ncrb4408 


9175 


9056 


ncrb4308 


9116 


ncrb4410 


9176 


9057 


ncrb4309 


9117 


iicrb4414 


9177 


9058 


ncrb4310 


9118 


ncrb4419 


9178 


9059 


ncrb4313 


9119 


ncrb4421 


9179 


9060 


ncrb4314 


9120 


ncrb4423 


9180 



ncrb4424 


9181 


ncrb4503 


9241 


ncrb4590 


ncrb4427 


9182 


ncrb4504 


9242 


ncrb4591 


ncrb4428 


9183 


ncrb4505 


9243 


ncrb4592 


ncrb4429 


9184 


iicrb4506 


9244 


iicrb4593 


ncrb4431 


9185 


ncrb4507 


9245 


ncrb4595 


ncrb4432 


9186 


ncrb4509 


9246 


ncrb4596 


ncrb4433 


9187 


ncrb4511 


9247 


ncrb4597 


ncrb4435 


9188 


ncrb4512 


9248 


ncrb4598 


ncrb4437 


9189 


ncrb4515 


9249 


ncrb4600 


ncrb4439 


9190 


ncrb4517 


9250 


ncrb4601 


ncrb4440 


9191 


ncrb4520 


9251 


ncrb4603 


ncrb4441 


9192 


ncrb4523 


9252 


ncrb4605 


ncrb4442 


9193 


ncrb4525 


9253 


ncrb4606 


ncrb4443 


9194 


ncrb4527 


9254 


ncrb4607 


ncrb4444 


9195 


iicrb4528 


9255 


ncrb4612 


ncrb4445 


9196 


ncrb4529 


9256 


ncrb4613 


ncrb4447 


9197 


ncrb4531 


9257 


ncrb4615 


ncrb4448 


9198 


ncrb4532 


9258 


ncrb4617 


ncrb4449 


9199 


ncrb4535 


9259 


ncrb4619 


ncrb4451 


9200 


ncrb4536 


9260 


ncrb4620 


ncrb4452 


9201 


iicrb4537 


9261 


ncrb4621 


ncrb4453 


9202 


ncrb4538 


9262 


ncrb4622 


iicrb4456 


9203 


ncrb4539 


9263 


ncrb4623 


ncrb4458 


9204 


ncrb4540 


9264 


ncrb4627 


ncrb4459 


9205 


ncrb4541 


9265 


ncrb4628 


ncrb4460 


9206 


ncrb4543 


9266 


ncrb4629 


ncrb4461 


9207 


ncrb4544 


9267 


ncrb4631 


ncrb4464 


9208 


ncrb4547 


9268 


ncrb4632 


ncrb4465 


9209 


ncrb4548 


9269 


iicrb4633 


ncrb4466 


9210 


ncrb4549 


9270 


ncrb4634 


ncrb4467 


9211 


ncrb4551 


9271 


ncrb4635 


ncrb4468 


9212 


ncrb4552 


9272 


ncrb4636 


ncrb4469 


9213 


iicrb4554 


9273 


ncrb4637 


ncrb4470 


9214 


ncrb4555 


9274 


ncrb4639 


ncrb4471 


9215 


ncrb4556 


9275 


ncrb4641 


ncrb4472 


9216 


ncrb4557 


9276 


ncrb4643 


ncrb4473 


9217 


ncrb4559 


9277 


ncrb4644 


ncrb4474 


9218 


ncrb4560 


9278 


ncrb4645 


ncrb4475 


9219 


ncrb4561 


9279 


ncrb4648 


ncrb4476 


9220 


iicrb4562 


9280 


ncrb4650 


ncrb4477 


9221 


ncrb4563 


9281 


ncrb4651 


ncrb4478 


9222 


ncrb4564 


9282 


ncrb4652 


ncrb4479 


9223 


ncrb4565 


9283 


ncrb4653 


ncrb4480 


9224 


ncrb4566 


9284 


ncrb4656 


ncrb4481 


9225 


ncrb4567 


9285 


ncrb4659 


ncrb4482 


9226 


ncrb4569 


9286 


ncrb4660 


ncrb4483 


9227 


ncrb4570 


9287 


ncrb4661 


ncrb4484 


9228 


ncrb4572 


9288 


iicrb4662 


ncrb4485 


9229 


ncrb4573 


9289 


ncrb4663 


ncrb4486 


9230 


ncrb4575 


9290 


ncrb4667 


ncrb4487 


9231 


ncrb4576 


9291 


ncrb4668 


ncrb4488 


9232 


ncrb4578 


9292 


iicrb4669 


ncrb4489 


9233 


ncrb4579 


9293 


ncrb4671 


ncrb4490 


9234 


ncrb4580 


9294 


ncrb4672 


ncrb4491 


9235 


ncrb4581 


9295 


ncrb4673 


ncrb4493 


9236 


ncrb4583 


9296 


ncrb4675 


ncrb4495 


9237 


ncrb4584 


9297 


ncrb4677 


ncrb4496 


9238 


ncrb4587 


9298 


ncrb4678 


ncrb4497 


9239 


ncrb4588 


9299 


ncrb4679 


ncrb4502 


9240 


ncrb4589 


9300 


ncrb4680 
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9301 ncrb4681 

9302 ncrb4685 

9303 ncrb4687 

9304 ncrb4691 

9305 ncrb4693 

9306 ncrb4694 

9307 ncrb4695 

9308 ncrb4696 

9309 ncrb4697 

9310 ncrb4699 

9311 ncrb4700 

9312 ncrb4701 

9313 ncrb4703 

9314 ncrb4704 

9315 ncrb4707 

9316 ncrb4708 

9317 ncrb4709 

9318 ncrb4711 

9319 ncrb4713 

9320 ncrb4715 

9321 ncrb4717 

9322 ncrb4719 

9323 ncrb4720 

9324 ncrb4723 

9325 ncrb4724 

9326 ncrb4725 

9327 ncrb4729 

9328 ncrb4730 

9329 ncrb4731 

9330 ncrb4733 

9331 ncrb4736 

9332 ncrb4738 

9333 ncrb4741 

9334 ncrb4744 

9335 ncrb4747 

9336 ncrb4749 

9337 ncrb4751 

9338 ncrb4753 

9339 ncrb4754 

9340 ncrb4756 

9341 ncrb4757 

9342 ncrb4760 

9343 ncrb4761 

9344 ncrb4762 

9345 ncrb4763 

9346 ncrb4764 

9347 ncrb4766 

9348 ncrb4767 

9349 ncrb4768 

9350 ncrb4769 

9351 ncrb4771 

9352 ncrb4773 

9353 ncrb4776 

9354 ncrb4777 

9355 ncrb4778 

9356 ncrb4779 

9357 ncrb4780 

9358 ncrb4781 

9359 ncrb4782 

9360 ncrb4784 



9361 


ncrb4789 


9362 


ncrb4790 


9363 


ncrb4792 


9364 


ncrb4793 


9365 


ncrb4794 


9366 


ncrb4795 


9367 


ncrb4796 


9368 


ncrb4798 


9369 


ncrb4799 


9370 


ncrb4800 


9371 


ncrb4803 


9372 


ncrb4804 


9373 


ncrb4805 


9374 


ncrb4807 


9375 


ncrb4808 


9376 


ncrb4813 


9377 


ncrb4816 


9378 


ncrb4817 


9379 


ncrb4819 


9380 


ncrb4820 


9381 


ncrb4821 


9382 


ncrb4823 


9383 


ncrb4825 


9384 


ncrb4826 


9385 


ncrb4829 


9386 


ncrb4832 


9387 


ncrb4835 


9388 


ncrb4836 


9389 


ncrb4839 


9390 


ncrb4840 


9391 


ncrb4843 


9392 


ncrb4845 


9393 


ncrb4847 


9394 


ncrb4849 


9395 


ncrb4850 


9396 


ncrb4852 


9397 


ncrb4853 


9398 


ncrb4856 


9399 


ncrb4857 


9400 


ncrb4859 


9401 


ncrb4861 


9402 


ncrb4865 


9403 


ncrb4866 


9404 


ncrb4867 


9405 


ncrb4869 


9406 


ncrb4870 


9407 


ncrb4871 


9408 


ncrb4874 


9409 


ncrb4875 


9410 


ncrb4876 


9411 


ncrb4877 


9412 


ncrb4878 


9413 


ncrb4879 


9414 


ncrb4880 


9415 


ncrb4881 


9416 


ncrb4883 


9417 


ncrb4885 


9418 


ncrb4886 


9419 


ncrb4887 


9420 


ncrb4888 



9421 


ncrb4889 


9422 


ncrb4890 


9423 


ncrb4891 


9424 


ncrb4892 


9425 


ncrb4893 


9426 


ncrb4894 


9427 


ncrb4899 


9428 


ncrb4901 


9429 


ncrb4903 


9430 


ncrb4904 


9431 


ncrb4905 


9432 


ncrb4907 


9433 


ncrb4908 


9434 


ncrb4909 


9435 


ncrb4911 


9436 


ncrb4912 


9437 


ncrb4916 


9438 


ncrb4917 


9439 


ncrb4918 


9440 


ncrb4919 


9441 


ncrb4920 


9442 


ncrb4921 


9443 


ncrb4923 


9444 


ncrb4927 


9445 


ncrb4929 


9446 


ncrb4931 


9447 


ncrb4932 


9448 


ncrb4933 


9449 


ncrb4934 


9450 


ncrb4935 


9451 


ncrb4936 


9452 


ncrb4938 


9453 


ncrb4939 


9454 


ncrb4941 


9455 


ncrb4943 


9456 


ncrb4944 


9457 


ncrb4945 


9458 


ncrb4946 


9459 


ncrb4948 


9460 


ncrb4950 


9461 


ncrb4951 


9462 


ncrb4952 


9463 


ncrb4953 


9464 


ncrb4955 


9465 


ncrb4957 


9466 


ncrb4958 


9467 


ncrb4960 


9468 


ncrb4961 


9469 


ncrb4962 


9470 


ncrb4963 


9471 


ncrb4965 


9472 


ncrb4966 


9473 


ncrb4969 


9474 


ncrb4971 


9475 


ncrb4972 


9476 


ncrb4973 


9477 


ncrb4975 


9478 


ncrb4976 


9479 


ncrb4977 


9480 


ncrb4979 



9481 


ncrb4980 


9482 


ncrb4981 


9483 


ncrb4982 


9484 


ncrb4983 


9485 


ncrb4984 


9486 


ncrb4986 


9487 


ncrb4987 


9488 


ncrb4988 


9489 


ncrb4989 


9490 


ncrb4990 


9491 


iicrb4991 


9492 


ncrb4992 


9493 


ncrb4995 


9494 


ncrb4996 


9495 


ncrb4997 


9496 


ncrb4999 


9497 


ncrb5000 


9498 


ncrb5003 


9499 


ncrb5004 


9500 


ncrb5005 


9501 


ncrb5006 


9502 


ncrb5007 


9503 


ncrb5008 


9504 


ncrb5011 


9505 


ncrb5013 


9506 


ncrb5015 


9507 


ncrb5016 


9508 


ncrb5017 


9509 


ncrb5018 


9510 


ncrb5019 


9511 


ncrb5020 


9512 


ncrb5021 


9513 


ncrb5023 


9514 


ncrb5024 


9515 


ncrb5027 


9516 


ncrb5028 


9517 


ncrb5030 


9518 


ncrb5031 


9519 


ncrb5032 


9520 


ncrb5035 


9521 


ncrb5036 


9522 


ncrb5037 


9523 


ncrb5039 


9524 


ncrb5040 


9525 


ncrb5042 


9526 


ncrb5043 


9527 


ncrb5044 


9528 


ncrb5045 


9529 


ncrb5046 


9530 


ncrb5048 


9531 


ncrb5049 


9532 


ncrb5050 


9533 


ncrb5051 


9534 


ncrb5052 


9535 


ncrb5053 


9536 


ncrb5055 


9537 


ncrb5058 


9538 


ncrb5059 


9539 


ncrb5060 


9540 


ncrb5062 



9541 


ncrb5063 


9542 


ncrb5065 


9543 


ncrb5067 


9544 


ncrb5068 


9545 


ncrb5069 


9546 


ncrb5073 


9547 


ncrb5075 


9548 


ncrb5076 


9549 


ncrb5077 


9550 


ncrb5079 


9551 


ncrb5080 


9552 


ncrb5083 


9553 


ncrb5084 


9554 


ncrb5085 


9555 


ncrb5086 


9556 


ncrb5088 


9557 


ncrb5090 


9558 


ncrb5091 


9559 


ncrb5092 


9560 


ncrb5094 


9561 


ncrb5095 


9562 


ncrb5096 


9563 


ncrb5099 


9564 


ncrb5100 


9565 


ncrb5103 


9566 


ncrb5104 


9567 


ncrb5105 


9568 


ncrb5107 


9569 


ncrb5108 


9570 


ncrb5109 


9571 


ncrb5111 


9572 


ncrb5112 


9573 


ncrb5113 


9574 


ncrb5116 


9575 


ncrb5117 


9576 


ncrb5119 


9577 


ncrb5121 


9578 


ncrb5123 


9579 


ncrb5124 


9580 


ncrb5126 


9581 


ncrb5128 


9582 


ncrb5130 


9583 


ncrb5131 


9584 


ncrb5133 


9585 


ncrb5135 


9586 


ncrb5136 


9587 


ncrb5139 


9588 


ncrb5140 


9589 


ncrb5141 


9590 


ncrb5142 


9591 


ncrb5143 


9592 


ncrb5145 


9593 


ncrb5146 


9594 


ncrb5147 


9595 


ncrb5148 


9596 


ncrb5150 


9597 


ncrb5151 


9598 


ncrb5152 


9599 


ncrb5153 


9600 


ncrb5154 
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9601 


ncrb5155 


9661 


ncrb5241 


9721 


9602 


ncrb5156 


9662 


ncrb5242 


9722 


9603 


ncrb5157 


9663 


ncrb5243 


9723 


9604 


ncrb5158 


9664 


ncrb5244 


9724 


9605 


ncrb5159 


9665 


ncrb5245 


9725 


9606 


ncrb5160 


9666 


ncrb5246 


9726 


9607 


ncrb5161 


9667 


ncrb5247 


9727 


9608 


ncrb5162 


9668 


ncrb5248 


9728 


9609 


ncrb5163 


9669 


ncrb5249 


9729 


9610 


ncrb5164 


9670 


ncrb5250 


9730 


9611 


ncrb5165 


9671 


ncrb5251 


9731 


9612 


ncrb5 1 66 


9672 


ncrb5253 


9732 


9613 


ncrb5168 


9673 


ncrb5254 


9733 


9614 


ncrb5169 


9674 


ncrb5255 


9734 


9615 


ncrb5171 


9675 


ncrb5257 


9735 


9616 


ncrb5172 


9676 


ncrb5258 


9736 


9617 


ncrb5173 


9677 


ncrb5259 


9737 


9618 


ncrb5174 


9678 


ncrb5260 


9738 


9619 


ncrb5175 


9679 


ncrb5263 


9739 


9620 


ncrb5176 


9680 


ncrb5264 


9740 


9621 


ncrb5179 


9681 


ncrb5265 


9741 


9622 


ncrb5180 


9682 


ncrb5267 


9742 


9623 


ncrb5181 


9683 


ncrb5268 


9743 


9624 


ncrb5182 


9684 


ncrb5269 


9744 


9625 


ncrb5183 


9685 


ncrb5270 


9745 


9626 


ncrb51 85 


9686 


ncrb5271 


9746 


9627 


ncrb5187 


9687 


ncrb5272 


9747 


9628 


ncrb5189 


9688 


ncrb5275 


9748 


9629 


ncrb5192 


9689 


ncrb5276 


9749 


9630 


ncrb5193 


9690 


ncrb5277 


9750 


9631 


ncrb5195 


9691 


ncrb5279 


9751 


9632 


ncrb5196 


9692 


ncrb5280 


9752 


9633 


ncrb5197 


9693 


ncrb5281 


9753 


9634 


ncrb5199 


9694 


ncrb5282 


9754 


9635 


iicrb5200 


9695 


ncrb5283 


9755 


9636 


ncrb5201 


9696 


ncrb5284 


9756 


9637 


ncrb5203 


9697 


ncrb5288 


9757 


9638 


ncrb5204 


9698 


ncrb5289 


9758 


9639 


ncrb5209 


9699 


ncrb5291 


9759 


9640 


ncrb5210 


9700 


ncrb5292 


9760 


9641 


ncrb5211 


9701 


ncrb5295 


9761 


9642 


ncrb5213 


9702 


ncrb5296 


9762 


9643 


ncrb5215 


9703 


ncrb5297 


9763 


9644 


ncrb5216 


9704 


ncrb5299 


9764 


9645 


ncrb5220 


9705 


ncrb5300 


9765 


9646 


ncrb5222 


9706 


ncrb5301 


9766 


9647 


ncrb5223 


9707 


ncrb5303 


9767 


9648 


ncrb5224 


9708 


ncrb5304 


9768 


9649 


ncrb5227 


9709 


ncrb5305 


9769 


9650 


ncrb5228 


9710 


ncrb5306 


9770 


9651 


ncrb5229 


9711 


ncrb5307 


9771 


9652 


ncrb5231 


9712 


ncrb5309 


9772 


9653 


ncrb5232 


9713 


ncrb5311 


9773 


9654 


ncrb5233 


9714 


ncrb5312 


9774 




ncrb5234 


9715 


ncrb5315 


9775 


9656 


ncrb5235 


9716 


ncrb5316 


9776 


9657 


ncrb5237 


9717 


ncrb5319 


9777 


9658 


ncrb5238 


9718 


ncrb5321 


9778 


9659 


ncrb5239 


9719 


ncrb5322 


9779 


9660 


ncrb5240 


9720 


iicrb5323 


9780 



ncrb5326 


9781 


ncrb5427 


9841 


ncrb5528 


ncrb5327 


9782 


ncrb5428 


9842 


ncrb5530 


ncrb5328 


9783 


ncrb5430 


9843 


ncrb5531 


ncrb5329 


9784 


ncrb5431 


9844 


ncrb5532 


ncrb5332 


9785 


ncrb5432 


9845 


ncrb5533 


ncrb5333 


9786 


ncrb5433 


9846 


ncrb5534 


ncrb5335 


9787 


ncrb5434 


9847 


ncrb5535 


ncrb5336 


9788 


ncrb5437 


9848 


ncrb5536 


ncrb5337 


9789 


ncrb5438 


9849 


ncrb5537 


ncrb5339 


9790 


ncrb5439 


9850 


ncrb5539 


ncrb5340 


9791 


ncrb5443 


9851 


ncrb5540 


ncrb5341 


9792 


ncrb5445 


9852 


ncrb5543 


ncrb5343 


9793 


ncrb5446 


9853 


ncrb5544 


ncrb5344 


9794 


ncrb5447 


9854 


ncrb5545 


ncrb5345 


9795 


ncrb5448 


9855 


ncrb5546 


ncrb5350 


9796 


ncrb5449 


9856 


iicrb5547 


ncrb5351 


9797 


ncrb5450 


9857 


ncrb5548 


ncrb5353 


9798 


ncrb5452 


9858 


ncrb5549 


ncrb5354 


9799 


ncrb5455 


9859 


ncrb5550 


ncrb5355 


9800 


ncrb5458 


9860 


ncrb5551 


ncrb5356 


9801 


ncrb5459 


9861 


ncrb5555 


ncrb5358 


9802 


ncrb5460 


9862 


ncrb5556 


ncrb5360 


9803 


ncrb5467 


9863 


ncrb5559 


ncrb5361 


9804 


ncrb5468 


9864 


ncrb5560 


ncrb5362 


9805 


ncrb5469 


9865 


ncrb5565 


ncrb5363 


9806 


ncrb5470 


9866 


ncrb5566 


ncrb5364 


9807 


ncrb5471 


9867 


ncrb5567 


ncrb5368 


9808 


ncrb5476 


9868 


ncrb5569 


ncrb5371 


9809 


ncrb5477 


9869 


ncrb5570 


ncrb5373 


9810 


ncrb5479 


9870 


ncrb5571 


ncrb5374 


9811 


ncrb5480 


9871 


ncrb5575 


ncrb5375 


9812 


ncrb5483 


9872 


ncrb5576 


ncrb5376 


9813 


ncrb5484 


9873 


ncrb5578 


ncrb5377 


9814 


ncrb5485 


9874 


ncrb5579 


ncrb5378 


9815 


ncrb5486 


9875 


ncrb5580 


ncrb5379 


9816 


ncrb5487 


9876 


ncrb5583 


ncrb5380 


9817 


ncrb5488 


9877 


ncrb5584 


ncrb5384 


9818 


ncrb5491 


9878 


ncrb5585 


ncrb5385 


9819 


ncrb5493 


9879 


ncrb5587 


ncrb5388 


9820 


ncrb5496 


9880 


ncrb5588 


ncrb5395 


9821 


ncrb5497 


9881 


ncrb5591 


ncrb5396 


9822 


ncrb5499 


9882 


ncrb5593 


ncrb5397 


9823 


Bcrb5500 


9883 


ncrb5594 


ncrb5399 


9824 


ncrb5503 


9884 


ncrb5595 


ncrb5400 


9825 


ncrb5504 


9885 


ncrb5596 


ncrb5401 


9826 


ncrb5507 


9886 


ncrb5597 


ncrb5402 


9827 


ncrb5508 


9887 


ncrb5598 


ncrb5403 


9828 


ncrb5509 


9888 


ncrb5599 


ncrb5404 


9829 


ncrb5510 


9889 


ncrb5600 


ncrb5407 


9830 


ncrb5512 


9890 


ncrb5601 


ncrb5409 


9831 


ncrb5514 


9891 


ncrb5603 


ncrb5411 


9832 


ncrb5517 


9892 


ncrb5605 


ncrb5415 


9833 


ncrb5519 


9893 


ncrb5607 


ncrb5416 


9834 


ncrb5521 


9894 


ncrb5608 


ncrb5418 


9835 


ncrb5522 


9895 


ncrb5609 


ncrb5420 


9836 


ncrb5523 


9896 


ncrb5610 


ncrb5422 


9837 


ncrb5524 


9897 


ncrb5611 


ncrb5423 


9838 


ncrb5525 


9898 


ncrb5612 


ncrb5424 


9839 


ncrb5526 


9899 


ncrb5614 


ncrb5425 


9840 


ncrb5527 


9900 


ncrb5615 
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9901 


ncrb5616 




9902 


ncrb5617 




9903 


ncrb5619 




9904 


ncrb5620 




9905 


ncrb5622 




9906 


ncrb5623 




9907 


ncrb5624 




9908 


ncrb5626 




9909 


ncrb5628 




9910 


ncrb5630 




9911 


ncrb5631 




9912 


ncrb5632 




9913 


ncrb5633 




9914 


ncrb5634 




9915 


ncrb5635 




9916 


ncrb5636 




9917 


ncrb5637 




9918 


ncrb5638 




9919 


ncrb5639 




9920 


ncrb5640 




9921 


ncrb5641 




9922 


ncrb5642 


m 


9923 


ncrb5643 




9924 


ncrb5644 


t 


9925 


ncrb5645 


3 i' S 


9926 


ncrb5646 


■3.« : 


9927 


ncrb5649 




9928 


ncrb5650 


■~Jsr 


9929 


ncrb5651 




9930 


ncrb5653 




9931 


ncrb5656 




9932 


ncrb5657 


13 


9933 


ncrb5659 


s?=s 


9934 


ncrb5660 


ill 


9935 


ncrb5662 




9936 


ncrb5663 




9937 


ncrb5665 




9938 


ncrb5666 




9939 


ncrb5667 




9940 


ncrb5673 




9941 


ncrb5674 




9942 


ncrb5676 




9943 


ncrb5679 




9944 


ncrb5680 




9945 


ncrb5681 




9946 


ncrb5683 




9947 


ncrb5684 




9948 


ncrb5688 




9949 


ncrb5689 




9950 


ncrb5692 




9951 


ncrb5693 




9952 


ncrb5694 




9953 


ncrb5695 




9954 


ncrb5696 




9955 


ncrb5697 




9956 


iicrb5699 




9957 


ncrb5700 




9958 


ncrb5701 




9959 


ncrb5702 




9960 


ncrb5703 



9961 ncrb5704 

9962 ncrb5705 

9963 ncrb5706 

9964 ncrb5707 

9965 ncrb5708 

9966 ncrb5712 

9967 ncrb5715 

9968 ncrb5717 

9969 ncrb5718 

9970 ncrb5721 

9971 ncrb5722 

9972 ncrb5723 

9973 ncrb5724 

9974 ncrb5725 

9975 ncrb5726 

9976 ncrb5727 

9977 ncrb5730 

9978 ncrb5732 

9979 ncrb5733 

9980 ncrb5735 

9981 ncrb5736 

9982 ncrb5737 

9983 ncrb5738 

9984 ncrb5739 

9985 ncrb5741 

9986 ncrb5742 

9987 ncrb5743 

9988 ncrb5745 

9989 ncrb5746 

9990 ncrb5748 

9991 ncrb5749 

9992 ncrb5752 

9993 ncrb5753 

9994 ncrb5754 

9995 ncrb5755 

9996 ncrb5758 

9997 ncrb5759 

9998 ncrb5760 

9999 ncrb5762 

10000 ncrb5763 

10001 iicrb5764 

10002 ncrb5765 

10003 iicrb5766 

10004 ncrb5767 

10005 ncrb5774 

10006 ncrb5779 

10007 ncrb5780 

10008 ncrb5781 

10009 ncrb5783 

10010 ncrb5786 

10011 ncrb5788 

10012 ncrb5789 

10013 ncrb5790 

10014 ncrb5791 

10015 ncrb5792 

10016 ncrb5798 

10017 ncrb5799 

10018 ncrb5800 

10019 ncrb5802 

10020 ncrb5806 



10021 ncrb5807 

10022 ncrb5808 

10023 ncrb5811 

10024 ncrb5812 

10025 ncrb5813 

10026 ncrb5814 

10027 ncrb5815 

10028 ncrb5816 

10029 ncrb5818 

10030 ncrb5821 

10031 ncrb5822 

10032 ncrb5824 

10033 ncrb5826 

10034 ncrb5827 

10035 ncrb5828 

10036 ncrb5829 

10037 ncrb5830 

10038 ncrb5831 

10039 ncrb5832 

10040 ncrb5834 

10041 ncrb5835 

10042 ncrb5837 

10043 ncrb5839 

10044 iicrb5840 

10045 ncrb5842 

10046 ncrb5845 

10047 ncrb5847 

10048 ncrb5853 

10049 ncrb5856 

10050 ncrb5857 

10051 iicrb5858 

10052 ncrb5859 

10053 ncrb5863 

10054 ncrb5865 

10055 ncrb5866 

10056 ncrb5867 

10057 ncrb5868 

10058 ncrb5869 

10059 ncrb5870 

10060 ncrb5871 

10061 ncrb5872 

10062 ncrb5873 

10063 ncrb5874 

10064 ncrb5876 

10065 ncrb5877 

10066 ncrb5880 

10067 ncrb5881 

10068 ncrb5883 

10069 ncrb5884 

10070 ncrb5885 

10071 ncrb5888 

10072 ncrb5889 

10073 ncrb5891 

10074 ncrb5892 

10075 ncrb5895 

10076 ncrb5896 

10077 ncrb5899 

10078 ncrb5900 

10079 ncrb5902 

10080 ncrb5904 



10081 ncrb5905 

10082 ncrb5909 

10083 ncrb5911 

10084 ncrb5912 

10085 ncrb5913 

10086 ncrb5916 

10087 ncrb5917 

10088 iicrb5918 

10089 ncrb5919 

10090 ncrb5921 

10091 ncrb5922 

10092 ncrb5923 

10093 , ncrb5924 

10094 ncrb5925 

10095 iicrb5929 

10096 ncrb5930 

10097 ncrb5931 

10098 ncrb5934 

10099 ncrb5936 

10100 ncrb5938 

10101 ncrb5939 

10102 ncrb5940 

10103 ncrb5941 

10104 ncrb5944 

10105 ncrb5945 

10106 ncrb5946 

10107 ncrb5947 

10108 ncrb5949 

10109 ncrb5950 

10110 ncrb5951 

10111 ncrb5952 

10112 ncrb5954 

10113 ncrb5955 

10114 ncrb5956 

10115 ncrb5959 

10116 ncrb5960 

10117 ncrb5961 

10118 ncrb5964 

10119 ncrb5965 

10120 ncrb5966 

10121 ncrb5967 

10122 ncrb5971 

10123 ncrb5972 

10124 ncrb5975 

10125 ncrb5976 

10126 ncrb5977 

10127 ncrb5978 

10128 ncrb5979 

10129 ncrb5980 

10130 ncrb5981 

10131 ncrb5982 

10132 ncrb5983 

10133 ncrb5984 

10134 ncrb5985 

10135 ncrb5987 

10136 ncrb5988 

10137 ncrb5989 

10138 ncrb5992 

10139 ncrb5994 

10140 ncrb5995 



10141 ncrb5996 

10142 ncrb5999 

10143 ncrb6003 

10144 ncrb6004 

10145 ncrb6006 

10146 ncrb6007 

10147 ncrb6009 

10148 ncrb6010 

10149 ncrb6011 

10150 ncrb6012 

10151 ncrb6013 

10152 ncrb6014 

10153 ncrb6016 

10154 ncrb6019 

10155 ncrb6021 

10156 ncrb6023 

10157 ncrb6024 

10158 ncrb6026 

10159 ncrb6028 

10160 ncrb6029 

10161 ncrb6030 

10162 ncrb6031 

10163 ncrb6032 

10164 ncrb6034 

10165 ncrb6036 

10166 ncrb6037 

10167 ncrb6039 

10168 ncrb6040 

10169 ncrb6041 

10170 ncrb6042 

10171 ncrb6043 

10172 ncrb6044 

10173 ncrb6045 

10174 ncrb6046 

10175 ncrb6048 

10176 ncrb6049 

10177 ncrb6050 

10178 ncrb6052 

10179 ncrb6056 

10180 ncrb6057 

10181 ncrb6059 

10182 ncrb6062 

10183 ncrb6064 

10184 ncrb6065 

10185 ncrb6067 

10186 ncrb6068 

10187 ncrb6069 

10188 ncrb6071 

10189 ncrb6072 

10190 ncrb6073 

10191 ncrb6074 

10192 ncrb6075 

10193 ncrb6076 

10194 ncrb6077 

10195 ncrb6079 

10196 ncrb6083 

10197 iicrb6084 

10198 ncrb6085 

10199 ncrb6087 

10200 ncrb6088 
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10201 


ncrb6089 


10202 


ncrb6090 


10203 


ncrb6091 


10204 


iicrb6092 


10205 


ncrb6095 


10206 


ncrb6096 


10207 


ncrb6100 


10208 


ncrbeiOl 


10209 


ncrb6102 


10210 


ncrb6103 


10211 


ncrb6104 


10212 


ncrb6106 


10213 


ncrb6107 


10214 


ncrb6108 


10215 


ncrb6109 


10216 


ncrb6111 


10217 


ncrb6112 


10218 


ncrb6115 


10219 


ncrb6116 


10220 


ncrb6117 


10221 


ncrb6119 


10222 


ncrb6120 


10223 


ncrb6121 


10224 


ncrb6122 


10225 


ncrb6123 


10226 


ncrb6124 


10227 


ncrb6126 


10228 


ncrb6127 


10229 


ncrb6128 


10230 


ncrb6130 


10231 


ncrb6131 


10232 


ncrb6135 


10233 


ncrb6136 


10234 


ncrb6138 


10235 


ncrb6139 


10236 


ncrb6140 


10237 


ncrb6141 


10238 


ncrb6142 


10239 


ncrb6143 


10240 


ncrb6144 


10241 


ncrb6145 


10242 


ncrb6146 


10243 


ncrb6147 


10244 


ncrb6148 


10245 


ncrb6151 


10246 


ncrb6153 


10247 


ncrb6155 


10248 


ncrb6157 


10249 


ncrb6158 


10250 


ncrb6159 


10251 


ncrb6160 


10252 


ncrb6163 


10253 


ncrb6164 


10254 


ncrb6167 


10255 


ncrb6168 


10256 


ncrb6169 


10257 


ncrb6170 


10258 


ncrb6172 


10259 


ncrb6174 


10260 


ncrb6176 



10261 ncrb6177 

10262 ncrb6179 

10263 ncrb6180 

10264 ncrb6181 

10265 ncrb6183 

10266 ncrb6184 

10267 ncrb6185 

10268 ncrb6186 

10269 ncrb6187 

10270 ncrb6188 

10271 ncrb6190 

10272 ncrb6192 

10273 ncrb6193 

10274 ncrb6195 

10275 ncrb6196 

10276 ncrb6197 

10277 ncrb6202 

10278 ncrb6203 

10279 ncrb6204 

10280 ncrb6205 

10281 ncrb6206 

10282 ncrb6208 

10283 ncrb6209 

10284 ncrb6211 

10285 ncrb6212 

10286 ncrb6213 

10287 iicrb6214 

10288 ncrb6215 

10289 ncrb6216 

10290 ncrb6217 

10291 ncrb6218 

10292 ncrb6219 

10293 ncrb6220 

10294 ncrb6221 

10295 ncrb6222 

10296 ncrb6223 

10297 ncrb6224 

10298 ncrb6225 

10299 ncrb6226 

10300 ncrb6227 

10301 ncrb6228 

10302 ncrb6229 

10303 iicrb6232 

10304 ncrb6234 

10305 ncrb6236 

10306 ncrb6237 

10307 ncrb6238 

10308 ncrb6239 

10309 iicrb6241 

10310 ncrb6245 

10311 ncrb6248 

10312 ncrb6249 

10313 ncrb6251 

10314 ncrb6252 

10315 ncrb6254 

10316 ncrb6257 

10317 ncrb6259 

10318 ncrb6260 

10319 ncrb6261 

10320 ncrb6264 



10321 


ncrb6265 


10322 


ncrb6266 


10323 


ncrb6267 


10324 


ncrb6268 


10325 


ncrb6269 


10326 


ncrb6270 


10327 


ncrb6271 


10328 


ncrb6272 


10329 


ncrb6273 


10330 


ncrb6275 


10331 


ncrb6277 


10332 


ncrb6279 


10333 


ncrb6281 


10334 


ncrb6282 


10335 


ncrb6284 


10336 


ncrb6287 


10337 


ncrb6289 


10338 


ncrb6291 


10339 


ncrb6292 


10340 


ncrb6294 


10341 


ncrb6295 


10342 


ncrb6296 


10343 


ncrb6297 


10344 


ncrb6298 


10345 


ncrb6299 


10346 


ncrb6300 


10347 


ncrb6301 


10348 


ncrb6302 


10349 


ncrb6304 


10350 


ncrb6306 


10351 


ncrb6307 


10352 


ncrb6308 


10353 


ncrb6310 


10354 


ncrb6313 


10355 


ncrb6314 


10356 


ncrb6315 


10357 


ncrb6316 


10358 


ncrb6317 


10359 


ncrb6319 


10360 


ncrb6320 


10361 


ncrb6321 


10362 


ncrb6323 


10363 


ncrb6324 


10364 


ncrb6325 


10365 


ncrb6327 


10366 


ncrb6328 


10367 


ncrb6330 


10368 


ncrb6331 


10369 


ncrb6332 


10370 


ncrb6333 


10371 


ncrb6334 


10372 


ncrb6335 


10373 


ncrb6337 


10374 


ncrb6338 


10375 


ncrb6347 


10376 


ncrb6350 


10377 


ncrb6353 


10378 


ncrb6355 


10379 


ncrb6357 


10380 


ncrb6359 



10381 


ncrb6360 


10382 


ncrb6361 


10383 


ncrb6362 


10384 


ncrb6363 


10385 


ncrb6365 


10386 


ncrb63 66 


10387 


ncrb6367 


10388 


ncrb6368 


10389 


ncrb6369 


10390 


ncrb6371 


10391 


ncrb6372 


10392 


ncrb6375 


10393 


ncrb6377 


10394 


ncrb6378 


10395 


ncrb6383 


10396 


ncrb6385 


10397 


ncrb6387 


10398 


ncrb6390 


10399 


ncrb6391 


10400 


ncrb6393 


10401 


ncrb6394 


10402 


ncTb6395 


10403 


ncrb6396 


10404 


ncrb6397 


10405 


ncrb6398 


10406 


ncrb6400 


10407 


ncrb6401 


10408 


ncrb6403 


10409 


ncrb6404 


10410 


ncrb6406 


10411 


ncrb6408 


10412 


ncrb6412 


10413 


ncrb6413 


10414 


ncrb6415 


10415 


ncrb6417 


10416 


ncrb6426 


10417 


ncrb6427 


10418 


ticrb6429 


10419 


ncrb6431 


10420 


ncrb6432 


10421 


ncrb6433 


10422 


ncrb6434 


10423 


ncrb6435 


10424 


ncrb6436 


10425 


ncrb6439 


10426 


ncrb6440 


10427 


ncrb6441 


10428 


ncrb6443 


10429 


ncrb6444 


10430 


ncrb6445 


10431 


ncrb6446 


10432 


ncrb6448 


10433 


ncrb6449 


10434 


ncrb6452 


10435 


ncrb6453 


10436 


ncrb6455 


10437 


ncrb6456 


10438 


ncrb6457 


10439 


ncrb6459 


10440 


iicrb6460 



10441 ncrb6461 

10442 ncrb6462 

10443 ncrb6464 

10444 ncrb6465 

10445 iicrb6467 

10446 ncrb6468 

10447 ncrb6469 

10448 ncrb6471 

10449 ncrb6472 

10450 ncrb6473 

10451 ncrb6475 

10452 ncrb6476 

10453 acrb6480 

10454 ncrb6481 

10455 ncrb6483 

10456 ncrb6484 

10457 ncrb6485 

10458 ncrb6486 

10459 ncil»6487 

10460 ncrb6489 

10461 ncrb6491 

10462 ncrb6493 

10463 ncrb6494 

10464 ncrb6496 

10465 ncrb6497 

10466 ncrb6500 

10467 ncrb6501 

10468 ncrb6502 

10469 ncrb6503 

10470 ncrb6504 

10471 ncrb6505 

10472 ncrb6506 

10473 ncrb6507 

10474 ncrb6508 

10475 ncrb6509 

10476 ncrb6511 

10477 ncrb6513 

10478 ncrb6514 

10479 ncrb6515 

10480 ncrb6517 

10481 ncrb6520 

10482 ncrb6521 

10483 ncrb6524 

10484 ncrb6526 

10485 ncrb6528 

10486 ncrb6530 

10487 ncrb6532 

10488 ncrb6535 

10489 ncrb6540 

10490 ncrb6542 

10491 ncrb6543 

10492 ncrb6545 

10493 ncrb6547 

10494 ncrb6548 

10495 ncrb6549 

10496 ncrb6551 

10497 ncrb6552 

10498 ncrb6553 

10499 ncrb6554 

10500 ncrb6555 
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10501 ncrb6557 

10502 ncrb6559 

10503 ncrb6560 

10504 ncrb6561 

10505 ncrb6563 

10506 ncrb6564 

10507 ncrb6565 

10508 ncrb6567 

10509 iicrb6568 

10510 ncrb6569 

10511 ncrb6571 

10512 ncrb6572 

10513 ncrb6574 

10514 ncrb6575 

10515 ncrb6576 

10516 ncrb6577 

10517 ncrb6579 

10518 ncrb6581 

10519 ncrb6582 

10520 ncrb6583 

10521 ncrb6584 

10522 ncrb6585 

10523 ncrb6586 

10524 iicrb6587 

10525 ncrb6588 

10526 ncrb6589 

10527 ncrb6590 

10528 ncrb6591 

10529 ncrb6592 

10530 ncrb6593 

10531 ncrb6596 

10532 ncrb6597 

10533 ncrb6598 

10534 ncrb6599 

10535 iicrb6600 

10536 ncrb6602 

10537 ncrb6603 

10538 ncrb6604 

10539 nCTb6605 

10540 ncrb6607 

10541 ncrb6609 

10542 ncrb6611 

10543 ncrb6612 

10544 ncrb6615 

10545 ncrb6616 

10546 ncrb6617 

10547 ncrb6618 

10548 ncrb6620 

10549 ncrb6621 

10550 ncrb6622 

10551 ncrb6624 

10552 ncrb6626 

10553 ncrb6628 

10554 ncrb6632 

10555 ncrb6635 

10556 ncrb6636 

10557 ncrb6637 

10558 ncrb6639 

10559 ncrb6640 

10560 ncrb6641 



10561 ncrb6644 

10562 ncrb6647 

10563 ncrb6648 

10564 ncrb6650 

10565 ncrb6653 

10566 ncrb6654 

10567 ncrb6655 

10568 ncrb6656 

10569 ncrb6659 

10570 ncrb6661 

10571 ncrb6663 

10572 ncrb6670 

10573 ncrb6671 

10574 ncrb6672 

10575 ncrb6675 

10576 ncrb6676 

10577 iicrb6679 

10578 ncrb6680 

10579 ncrb6682 

10580 ncrb6683 

10581 ncrb6685 

10582 ncrb6686 

10583 ncrb6688 

10584 ncrb6689 

10585 ncrb6691 

10586 ncrb6693 

10587 ncrb6694 

10588 ncrb6695 

10589 ncrb6696 

10590 ncrb6697 

10591 ncrb6698 

10592 ncrb6699 

10593 ncrb6700 

10594 ncrb6701 

10595 ncrb6703 

10596 ncrb6704 

10597 ncrb6708 

10598 ncrb6714 

10599 ncrb6715 

10600 ncrb6716 

10601 ncrb6717 

10602 ncrb6718 

10603 ncrb6720 

10604 ncrb6721 

10605 iicrb6723 

10606 ncrb6724 

10607 ncrb6726 

10608 ncrb6727 

10609 ncrb6729 

10610 ncrb6730 

10611 ncrb6732 

10612 ncrb6733 

10613 ncrb6735 

10614 ncrb6736 

10615 ncrb6737 

10616 ncrb6739 

10617 ncrb6740 

10618 ncrb6741 

10619 ncrb6742 

10620 ncrb6743 



10621 ncrb6744 

10622 ncrb6745 

10623 ncrb6746 

10624 ncrb6748 

10625 ncrb6749 

10626 ncrb6750 

10627 ncrb6755 

10628 ncrb6756 

10629 ncrb6757 

10630 ncrb6759 

10631 ncrb6761 

10632 iicrb6762 

10633 ncrb6763 

10634 ncrb6765 

10635 ncrb6766 

10636 ncrb6767 

10637 ncrb6768 

10638 ncrb6772 

10639 ncrb6773 

10640 iicrb6774 

10641 ncrb6775 

10642 ncrb6776 

10643 ncrb6777 

10644 ncrb6778 

10645 ncrb6779 

10646 ncrb6780 

10647 ncrb6782 

10648 ncrb6783 

10649 ncrb6785 

10650 ncrb6787 

10651 ncrb6788 

10652 ncrb6789 

10653 ncrb6791 

10654 ncrb6792 

10655 ncrb6793 

10656 ncrb6794 

10657 ncrb6796 

10658 ncrb6799 

10659 ncrb6800 

10660 ncrb6802 

10661 ncrb6804 

10662 ncrb6807 

10663 ncrb6808 

10664 ncrb6809 

10665 ncrb6810 

10666 ncrb6811 

10667 ncrb6812 

10668 ncrb6813 

10669 ncrb6814 

10670 ncrb6815 

10671 ncrb6816 

10672 ncrb6818 

10673 ncrb6820 

10674 ncrb6824 

10675 ncrb6825 

10676 ncrb6827 

10677 ncrb6832 

10678 ncrb6833 

10679 ncrb6836 

10680 ncrb6840 



10681 ncrb6841 

10682 ncrb6842 

10683 ncrb6843 

10684 ncrb6844 

10685 ncrb6845 

10686 ncrb6846 

10687 ncrb6847 

10688 ncrb6848 

10689 ncrb6849 

10690 ncrb6851 

10691 ncrb6852 

10692 ncrb6853 

10693 Qcrb6855 

10694 iicrb6856 

10695 ncrb6857 

10696 ncrb6858 

10697 ncrb6859 

10698 ncrb6860 

10699 ncrb6862 

10700 ncrb6863 

10701 ncrb6864 

10702 ncrb6865 

10703 ncrb6867 

10704 ncrb6869 

10705 ncrb6870 

10706 ncrb6871 

10707 ncrb6872 

10708 ncrb6875 

10709 ncrb6876 

10710 ncrb6877 

10711 ncrb6878 

10712 ncrb6880 

10713 ncrb6885 

10714 ncrb6886 

10715 ncrb6888 

10716 ncrb6889 

10717 ncrb6890 

10718 ncrb6892 

10719 ncrb6894 

10720 ncrb6895 

10721 ncrb6896 

10722 ncrb6897 

10723 ncrb6898 

10724 ncrb6899 

10725 ncrb6900 

10726 ncrb6901 

10727 ncrb6903 

10728 ncrb6904 

10729 ncrb6905 

10730 ncrb6906 

10731 ncrb6907 

10732 ncrb6910 

10733 ncrb6911 

10734 ncrb6912 

10735 ncrb6919 

10736 ncrb6922 

10737 ncrb6923 

10738 ncrb6924 

10739 ncrb6927 

10740 ncrb6928 



10741 ncrb6929 

10742 ncrb6931 

10743 ncrb6932 

10744 iicrb6933 

10745 ncrb6935 

10746 ncrb6936 

10747 iicrb6937 

10748 ncrb6938 

10749 ncrb6939 

10750 ncrb6941 

10751 ncTb6942 

10752 ncrb6943 

10753 ncrb6944 

10754 ncrb6945 

10755 ncrb6948 

10756 ncrb6949 

10757 ncrb6953 

10758 ncrb6954 

10759 ncrb6955 

10760 ncrb6956 

10761 ncrb6958 

10762 ncrb6959 

10763 ncrb6960 

10764 ncrb6961 

10765 ncrb6963 

10766 ncrb6966 

10767 ncrb6967 

10768 ncrb6968 

10769 ncrb6969 

10770 ncrb6970 

10771 ncrb6971 

10772 ncrb6972 

10773 iicrb6974 

10774 ncrb6975 

10775 ncrb6976 

10776 iicrb6977 

10777 ncrb6979 

10778 ncrb6980 

10779 ncrb6981 

10780 ncrb6982 

10781 ncrb6984 

10782 ncrb6985 

10783 ncrb6986 

10784 ncrb6990 

10785 ncrb6991 

10786 ncrb6992 

10787 ncrb6994 

10788 ncrb6995 

10789 ncrb6996 

10790 ncrb6997 

10791 ncrb6999 

10792 ncrb7001 

10793 ncrb7003 

10794 ncrb7004 

10795 ncrb7005 

10796 ncrb7006 

10797 ncrb7007 

10798 ncrb7008 

10799 ncrb7012 

10800 ncrb7015 
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10801 ncrb7016 

10802 ncrb7019 

10803 ncrb7027 

10804 iicrb7028 

10805 ncrb7031 

10806 ncrb7032 

10807 ncrb7034 

10808 ncrb7035 

10809 ncrb7036 

10810 ncrb7037 

10811 ncrb7038 

10812 ncrb7039 

10813 ncrb7040 

10814 ncrb7041 

10815 ncrb7043 

10816 ncrb7044 

10817 ncrb7045 

10818 ncrb7048 

10819 ncrb7051 

10820 ncrb7052 

10821 ncrb7055 

10822 ncrb7056 

10823 ncrb7059 

10824 ncrb7061 

10825 ncrb7062 

10826 ncrb7063 

10827 ncrb7064 

10828 ncrb7065 

10829 ncrb7067 

10830 ncrb7068 

10831 ncrb7069 

10832 ncrb7070 

10833 ncrb7071 

10834 ncrb7072 

10835 ncrb7073 

10836 ncrb7075 

10837 ncrb7076 

10838 ncrb7077 

10839 ncrb7079 

10840 ncrb7080 

10841 ncrb7081 

10842 ncrb7082 

10843 ncrb7085 

10844 ncrb7086 

10845 ncrb7087 

10846 ncrb7088 

10847 ncrb7089 

10848 ncrb7092 

10849 ncrb7093 

10850 ncrb7095 

10851 ncrb7096 

10852 ncrb7097 

10853 ncrb7098 

10854 ncrb7099 

10855 ncrb7100 

10856 ncrb7102 

10857 ncrb7103 

10858 ncrb7104 

10859 ncrb7105 

10860 ncrb7106 



10861 ncrb7107 

10862 ncrb7111 

10863 ncrb7112 

10864 ncrb7115 

10865 ncrb7116 

10866 ncrb7118 

10867 ncrb7119 

10868 ncrb7120 

10869 ncrb7123 

10870 ncrb7124 

10871 ncrb7125 

10872 ncrb7127 

10873 ncrb7128 

10874 ncrb7129 

10875 ncrb7132 

10876 ncrb7137 

10877 ncTb7140 

10878 ncrb7141 

10879 ncrb7144 

10880 iicrb7145 

10881 ncrb7146 

10882 ncrb7147 

10883 ncrb7150 

10884 ncrb7151 

10885 ncrb7152 

10886 ncrb7153 

10887 ncrb7155 

10888 ncrb7156 

10889 ncrb7158 

10890 ncrb7159 

10891 ncrb7160 

10892 ncrb7161 

10893 ncrb7162 

10894 ncrb7164 

10895 ncrb7165 

10896 ncrb7166 

10897 ncrb7167 

10898 ncrb7168 

10899 ncrb7169 

10900 ncrb7171 

10901 ncrb7172 

10902 ncrb7174 

10903 ncrb7176 

10904 ncrb7177 

10905 ncrb7179 

10906 iicrb7180 

10907 ncrb7181 

10908 ncrb7182 

10909 ncrb7184 

10910 ncrb7185 

10911 ncrb7187 

10912 ncrb7188 

10913 ncrb7189 

10914 ncrb7191 

10915 ncrb7192 

10916 ncrb7193 

10917 ncrb7194 

10918 ncrb7195 

10919 ncrb7196 

10920 ncrb7197 



10921 ncrb7198 

10922 ncrb7199 

10923 ncrb7200 

10924 ncrb7201 

10925 ncrb7207 

10926 iicrb7208 

10927 ncrb7209 

10928 ncrb7210 

10929 ncrb7211 

10930 ncrb7212 

10931 ncrb7214 

10932 ncrb7215 

10933 ncrb7216 

10934 ncrb7217 

10935 ncrb7220 

10936 ncrb7221 

10937 ncrb7223 

10938 ncrb7224 

10939 ncrb7225 

10940 ncrb7226 

10941 ncrb7228 

10942 ncrb7230 

10943 ncrb7231 

10944 ncrb7232 

10945 iicrb7233 

10946 ncrb7235 

10947 ncrb7236 

10948 iicrb7237 

10949 ncrb7239 

10950 iicrb7240 

10951 iicrb7241 

10952 ncrb7242 

10953 ncrb7246 

10954 ncrb7247 

10955 ncrb7248 

10956 ncrb7249 

10957 ncrb7251 

10958 ncrb7252 

10959 ncrb7253 

10960 ncrb7254 

10961 ncrb7256 

10962 ncrb7257 

10963 ncrb7258 

10964 ncrb7259 

10965 ncrb7260 

10966 ncrb7262 

10967 ncrb7264 

10968 ncrb7266 

10969 ncrb7268 

10970 ncrb7269 

10971 ncrb7270 

10972 ncrb7273 

10973 ncrb7274 

10974 ncrb7275 

10975 ncrb7276 

10976 ncrb7277 

10977 ncrb7278 

10978 ncrb7279 

10979 ncrb7281 

10980 ncrb7282 



10981 ncrb7284 

10982 ncrb7288 

10983 ncrb7289 

10984 ncrb7290 

10985 ncrb7292 

10986 ncrb7294 

10987 ncrb7295 

10988 ncrb7297 

10989 iicrb7298 

10990 iicrb7300 

10991 ncrb7302 

10992 ncrb7303 

10993 iicrb7304 

10994 ncrb7305 

10995 ncrb7313 

10996 ncrb7315 

10997 ncrb7316 

10998 iicrb7319 

10999 ncrb7323 

11000 ncrb7324 

11001 ncrb7328 

11002 ncrb7329 

11003 ncrb7331 

11004 ncrb7336 

11005 ncrb7338 

11006 ncrb7339 

11007 ncrb7340 

11008 ncrb7342 

11009 ncrb7343 

11010 ncrb7344 

11011 ncrb7345 

11012 ncrb7347 

11013 ncrb7348 

11014 ncrb7349 

11015 ncrb7350 

11016 ncrb7351 

11017 ncrb7353 

11018 ncrb7354 

11019 ncrb7355 

11020 ncrb7356 

11021 ncrb7357 

11022 ncrb7358 

11023 ncrb7359 

11024 ncrb7362 

11025 ncrb7363 

11026 ncrb7367 

11027 ncrb7369 

11028 ncrb7370 

11029 ncrb7371 

11030 ncrb7372 

11031 ncrb7373 

11032 ncrb7374 

11033 ncrb7375 

11034 ncrb7376 

11035 ncrb7377 

11036 ncrb7378 

11037 ncrb7379 

11038 ncrb7383 

11039 ncrb7386 

11040 ncrb7387 



11041 


ncrb7388 


11042 


ncrb7389 


11043 


ncrb7391 


11044 


ncrb7393 


11045 


ncrb7394 


11046 


ncrb7396 


11047 


ncrb7400 


11048 


ncrb7401 


11049 


ncrb7403 


11050 


ncrb7406 


11051 


ncrb7407 


11052 


ncrb7408 


11053 


ncrb7411 


11054 


ncrb7413 


11055 


ncrb7420 


11056 


ncrb7421 


11057 


ncrb7422 


11058 


ncrb7423 


11059 


iicrb7427 


11060 


ncrb7428 


11061 


ncrb7429 


11062 


ncrb7433 


11063 


ncrb7434 


11064 


ncrb7435 


11065 


ncrb7436 


11066 


ncrb7438 


11067 


ncrb7444 


11068 


ncrb7445 


11069 


ncrb7446 


11070 


ncrb7447 


11071 


ncrb7449 


11072 


ncrb7450 


11073 


ncrb7451 


11074 


ncrb7452 


11075 


ncrb7453 


11076 


ncrb7454 


11077 


ncrb7456 


11078 


ncrb7459 


11079 


ncrb7460 


11080 


ncrb7463 


11081 


ncrb7465 


11082 


ncrb7466 


11083 


ncrb7467 


11084 


ncrb7469 


11085 


ncrb7471 


11086 


ncrb7473 


11087 


ncrb7475 


11088 


ncrb7476 


11089 


ncrb7479 


11090 


ncrb7480 


11091 


ncrb7481 


11092 


ncrb7482 


11093 


ncrb7483 


11094 


ncrb7490 


11095 


ncrb7491 


11096 


ncrb7494 


11097 


ncrb7495 


11098 


ncrb7497 


11099 


ncrb7502 


11100 


ncrb7504 
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11101 


ncrb7505 


11102 


ncrb7507 


11103 


ncrb7508 


11104 


ncrb7509 


11105 


ncrb7511 


11106 


ncrb7512 


11107 


ncrb7514 


11108 


ncrb7515 


11109 


ncrb7516 


11110 


ncrb7519 


11111 


ncrb7520 


11112 


ncrb7523 


11113 


ncrb7524 


11114 


ncrb7525 


11115 


ncrb7527 


11116 


ncrb7528 


nil? 


ncrb7529 


11118 


ncrb7531 


11119 


ncrb7532 


11120 


ncrb7534 


11121 


ncrb7535 


11122 


ncrb7536 


11123 


ncrb7539 


11124 


ncrb7542 


11125 


ncrb7543 


11126 


ncrb7544 


11127 


ncrb7545 


11128 


ncrb7547 


11129 


ncrb7548 


11130 


ncrb7549 


11131 


ncrb7551 


11132 


ncrb7552 


11133 


ncrb7553 


11134 


ncrb7555 


11135 


ncrb7556 


11136 


ncrb7557 


11137 


ncrb7558 


11138 


ncrb7560 


11139 


ncrb7561 


11140 


ncrb7563 


11141 


ncrb7564 


11142 


ncrb7565 


11143 


ncrb7567 


11144 


ncrb7568 


11145 


ncrb7569 


11146 


ncrb7571 


11147 


iicrb7572 


11148 


ncrb7573 


11149 


ncrb7576 


11150 


ncrb7578 


11151 


ncrb7580 


11152 


ncrb7582 


11153 


ncrb7583 


11154 


ncrb7584 


11155 


ncrb7585 


11156 


ncrb7586 


11157 


ncrb7587 


11158 


ncrb7591 


11159 


ncrb7599 


11160 


ncrb7600 



11161 


ncrb7601 


11162 


ncrb7604 


11163 


ncrb7605 


11164 


ncrb7609 


11165 


ncrb7610 


11166 


ncrb7611 


11167 


ncrb7612 


11168 


ncrb7613 


11169 


ncrb7614 


11170 


iicrb7615 


11171 


ncrb7616 


11172 


ncrb7617 


11173 


ncrb7619 


11174 


ncrb7620 


11175 


ncrb7621 


11176 


ncrb7623 


11177 


ncrb7624 


11178 


ncrb7625 


11179 


ncrb7626 


11180 


ncrb7628 


11181 


ncrb7630 


11182 


ncrb7632 


11183 


ncrb7633 


11184 


ncrb7635 


11185 


ncrb7638 


11186 


ncrb7639 


11187 


ncrb7640 


11188 


ncrb7642 


11189 


ncrb7643 


11190 


ncrb7644 


11191 


ncrb7647 


11192 


ncrb7651 


11193 


ncrb7652 


11194 


ncrb7654 


11195 


ncrb7655 


11196 


ncrb7656 


11197 


ncrb7657 


11198 


ncrb7658 


11199 


ncrb7659 


11200 


ncrb7660 


11201 


ncrb7663 


11202 


ncrb7665 


11203 


ncrb7667 


11204 


ncrb7668 


11205 


ncrb7669 


11206 


ncrb7671 


11207 


ncrb7672 


11208 


ncrb7674 


11209 


ncrb7675 


11210 


ncrb7676 


11211 


ncrb7677 


11212 


ncrb7678 


11213 


ncrb7679 


11214 


ncrb7680 


11215 


ncrb7683 


11216 


ncrb7684 


11217 


ncrb7686 


11218 


ncrb7687 


11219 


ncrb7690 


11220 


ncrb7692 



11221 


ncrb7694 


11222 


ncrb7695 


11223 


ncrb7696 


11224 


ncrb7699 


11225 


ncrb7703 


11226 


ncrb7704 


11227 


ncrb7706 


11228 


ncrb7711 


11229 


ncrb7713 


11230 


ncrb7715 


11231 


ncrb7716 


11232 


ncrb7717 


11233 


ncrb7719 


11234 


ncrb7721 


11235 


ncrb7726 


11236 


ncrb7727 


11237 


ncrb7728 


11238 


ncrb7729 


11239 


ncrb7732 


11240 


ncrb7737 


11241 


ncrb7738 


11242 


ncrb7740 


11243 


ncrb7745 


11244 


ncrb7746 


11245 


ncrb7747 


11246 


ncrb7748 


11247 


ncrb7749 


11248 


ncrb7750 


11249 


ncrb7752 


11250 


ncrb7753 


11251 


ncrb7754 


11252 


ncrb7755 


11253 


ncrb7756 


11254 


ncrb7757 


11255 


iicrb7758 


11256 


ncrb7759 


11257 


ncrb7762 


11258 


ncrb7763 


11259 


ncrb7767 


11260 


ncrb7768 


11261 


ncrb7769 


11262 


ncrb7770 


11263 


ncrb7771 


11264 


ncrb7772 


11265 


ncrb7773 


11266 


ncrb7774 


11267 


ncrb7775 


11268 


ncrb7776 


11269 


ncrb7777 


11270 


ncrb7779 


11271 


ncrb7780 


11272 


ncrb7783 


11273 


ncrb7784 


11274 


ncrb7787 


11275 


ncrb7788 


11276 


ncrb7792 


11277 


ncrb7793 


11278 


ncrb7795 


11279 


ncrb7796 


11280 


ncrb7797 



11281 


ncrb7799 


11282 


ncrb7800 


11283 


ncrb7801 


11284 


ncrb7802 


11285 


ncrb7803 


11286 


ncrb7804 


11287 


ncrb7805 


11288 


ncrb7806 


11289 


ncrb7811 


11290 


ncrb7812 


11291 


ncrb7813 


11292 


ncrb7816 


11293 


ncrb7818 


11294 


ncrb7819 


11295 


ncrb7820 


11296 


ncrb7821 


11297 


ncrb7822 


11298 


ncrb7823 


11299 


ncrb7824 


11300 


ncrb7825 


11301 


ncrb7827 


11302 


ncrb7828 


11303 


ncrb7829 


11304 


ncrb7830 


11305 


ncrb7834 


11306 


ncrb7836 


11307 


ncrb7839 


11308 


ncrb7840 


11309 


ncrb7841 


11310 


ncrb7842 


11311 


ncrb7843 


11312 


ncrb7844 


11313 


ncrb7845 


11314 


ncrb7847 


11315 


ncrb7848 


11316 


ncrb7850 


11317 


ncrb7852 


11318 


ncrb7854 


11319 


ncrb7855 


11320 


ncrb7856 


11321 


ncrb7858 


11322 


ncrb7859 


11323 


ncrb7860 


11324 


ncrb7861 


11325 


ncrb7864 


11326 


ncrb7865 


11327 


ncrb7866 


11328 


ncrb7867 


11329 


ncrb7869 


11330 


ncrb7871 


11331 


ncrb7872 


11332 


ncrb7873 


11333 


ncrb7874 


11334 


ncrb7877 


11335 


ncrb7879 


11336 


ncrb7880 


11337 


ncrb7882 


11338 


ncrb7884 


11339 


ncrb7886 


11340 


ncrb7887 



11341 


ncrb7888 


11342 


ncrb7889 


11343 


ncrb7891 


11344 


ncrb7892 


11345 


ncrb7895 


11346 


ncrb7897 


11347 


ncrb7898 


11348 


ncrb7899 


11349 


ncrb7900 


11350 


ncrb7902 


11351 


ncrb7903 


11352 


ncrb7905 


11353 


ncrb7911 


11354 


ncrb7912 


11355 


ncrb7914 


11356 


ncrb7915 


11357 


ncrb7916 


11358 


ncrb7918 


11359 


ncrb7919 


11360 


ncrb7920 


11361 


ncrb7921 


11362 


ncrb7924 


11363 


ncrb7925 


11364 


ncrb7928 


11365 


ncrb7929 


11366 


ncrb7930 


11367 


ncrb7931 


11368 


ncrb7932 


11369 


ncrb7933 


11370 


ncrb7934 


11371 


ncrb7936 


11372 


ncrb7937 


11373 


ncrb7939 


11374 


ncrb7940 


11375 


ncrb7941 


11376 


ncrb7943 


11377 


ncrb7944 


11378 


ncrb7945 


11379 


ncrb7946 


11380 


ncrb7947 


11381 


ncrb7948 


11382 


iicrb7949 


11383 


ncrb7950 


11384 


ncrb7951 


11385 


ncrb7952 


11386 


ncrb7953 


11387 


ncrb7954 


11388 


ncrb7955 


11389 


ncrb7956 


11390 


ncrb7959 


11391 


ncrb7960 


11392 


ncrb7961 


11393 


ncrb7962 


11394 


ncrb7964 


11395 


ncrb7965 


11396 


ncrb7966 


11397 


iicrb7967 


11398 


ncrb7968 


11399 


ncrb7969 


11400 


ncrb7970 
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11401 ncrb7971 

11402 ncrb7972 

11403 ncrb7975 

11404 ncrb7977 

11405 ncrb7978 

11406 ncrb7980 

11407 ncrb7982 

11408 ncrb7983 

11409 ncrb7985 

11410 ncrb7987 

11411 ncrb7989 

11412 ncrb7991 

11413 ncrb7993 

11414 ncrb7994 

11415 ncrb7995 

11416 ncrb7998 

11417 ncrbSOOO 

11418 ncrbSOOl 

11419 ncrb8003 

1 1420 ncrb8004 

11421 ncrb8005 

11422 ncrb8007 

1 1423 ncrb8008 

11424 ncrbSOlO 

11425 ncrb8012 

11426 ncrb8015 

11427 ncrb8016 

11428 ncrb8017 

11429 ncrb8019 

11430 ncrb8021 

11431 ncrb8024 

11432 ncrb8025 

11433 ncrb8026 

11434 ncrb8027 

11435 ncrb8028 

11436 ncrb8031 

11437 ncrb8032 

11438 ncrb8034 

1 1439 ncrb8035 

11440 ncrb8039 

11441 ncrb8040 

11442 ncrb8042 

11443 ncrb8043 

11444 ncrb8044 

11445 ncrb8046 

11446 ncrb8047 

11447 ncrb8048 

11448 ncrb8050 

11449 ncrb8051 

1 1450 ncrb8052 

11451 ncrb8053 

11452 ncrb8056 

11453 ncrb8059 

11454 ncrb8060 

11455 ncrb8062 

11456 ncrb8063 

11457 ncrb8064 

11458 ncrb8065 

11459 ncrb8066 

11460 ncrb8067 



11461 


ncrb8071 


11462 


ncrb8072 


11463 


ncrb8075 


11464 


ncrb8076 


11465 


ncrb8079 


11466 


ncrb8080 


11467 


ncrb8083 


11468 


ncrb8084 


11469 


ncrb8085 


11470 


ncrb8087 


11471 


ncrb8088 


11472 


ncrb8090 


11473 


ncrb8091 


11474 


ncrb8093 


11475 


ncrb8094 


11476 


ncrb8095 


11477 


ncrb8097 


11478 


ncrb8099 


11479 


ncrb8101 


11480 


ncrb8102 


11481 


ncrb8103 


11482 


ncrb8104 


11483 


ncrb8105 


11484 


ncrb8106 


11485 


ncrb8107 


11486 


ncrb8108 


11487 


ncrbSllO 


11488 


ncrbSlll 


11489 


ncrb8112 


11490 


ncrb8113 


11491 


ncrb8116 


11492 


ncrb8117 


11493 


ncrb8120 


11494 


ncrb8121 


11495 


ncrb8122 


11496 


ncrb8123 


11497 


ncrb8124 


11498 


ncrb8125 


11499 


ncrb8128 


11500 


ncrb8131 


11501 


ncrb8132 


11502 


ncrb8133 


11503 


ncrb8134 


11504 


ncrb8136 


11505 


ncrb8137 


11506 


ncrb8138 


11507 


ncrb8139 


11508 


ncrb8140 


11509 


ncrb8141 


11510 


ncrb8142 


11511 


ncrb8143 


11512 


ncrb8144 


11513 


ncrb8145 


11514 


ncrb8147 


11515 


ncrb8149 


11516 


ncrb8152 


11517 


ncrb8153 


11518 


ncrb8154 


11519 


ncrb8156 


11520 


ncrb8157 



11521 


ncrb8159 


11522 


ncrb8160 


11523 


ncrb8164 


11524 


ncrb8166 


11525 


ncrb8167 


11526 


ncrb8168 


11527 


ncrb8171 


11528 


ncrb8172 


11529 


ncrb8176 


11530 


ncrb8177 


11531 


ncrbSlSO 


11532 


ncrb8183 


11533 


ncrbSl 85 


11534 


ncrb8186 


11535 


ncrb8188 


11536 


ncrb8189 


11537 


ncrb8190 


11538 


ncrb8191 


11539 


ncrb8192 


11540 


ncrb8193 


11541 


ncrb8197 


11542 


ncrb8200 


11543 


ncrb8201 


11544 


ncrb8202 


11545 


ncrb8203 


11546 


ncrb8204 


11547 


ncrb8206 


11548 


ncrb8207 


11549 


ncrb8208 


11550 


ncTb8214 


11551 


ncrb8215 


11552 


ncrb8217 


11553 


ncrb8219 


11554 


ncrb8220 


11555 


ncrb8221 


11556 


ncrb8222 


11557 


ncrb8223 


11558 


ncrb8224 


11559 


ncrb8225 


11560 


ncrb8228 


11561 


ncrb8229 


11562 


ncrb8230 


11563 


ncrb8231 


11564 


ncrb8234 


11565 


ncrb8237 


11566 


ncrb8238 


11567 


ncrb8239 


11568 


ncrb8240 


11569 


ncrb8242 


11570 


ncrb8243 


11571 


ncrb8245 


11572 


ncrb8247 


11573 


ncrb8248 


11574 


ncrb8249 


11575 


ncrb8250 


11576 


ncrb8251 


11577 


ncrb8252 


11578 


ncrb8253 


11579 


ncrb8254 


11580 


ncrb8255 



11581 


ncrb8256 


11582 


ncrb8258 


11583 


ncrb8259 


11584 


ncrb8260 


11585 


iicrb8264 


11586 


ncrb8265 


11587 


ncrb8267 


11588 


ncrb8268 


11589 


ncrb8269 


11590 


ncrb8271 


11591 


ncrb8272 


11592 


ncrb8273 


11593 


ncrb8275 


11594 


ncrb8276 


11595 


ncrb8277 


11596 


ncrb8279 


11597 


ncrb8280 


11598 


ncrb8281 


11599 


ncrb8282 


11600 


ncrb8284 


11601 


ncrb8285 


11602 


ncrb8286 


11603 


ncrb8288 


11604 


ncrb8289 


11605 


ncrb8291 


11606 


ncrb8292 


11607 


ncrb8293 


11608 


ncrb8295 


11609 


ncrb8296 


11610 


ncrb8297 


11611 


ncrb8300 


11612 


ncrb8302 


11613 


ncrb8303 


11614 


ncrb8304 


11615 


ncrb8307 


11616 


ncrb8308 


11617 


ncrb8310 


11618 


ncrb8311 


11619 


iicrb8313 


11620 


ncrb8314 


11621 


ncrb8315 


11622 


ncrb8316 


11623 


ncrb8317 


11624 


ncrb8318 


11625 


ncrb8319 


11626 


ncrb8320 


11627 


ncrb8321 


11628 


ncrb8322 


11629 


ncrb8323 


11630 


ncrb8324 


11631 


ncrb8325 


11632 


ncrb8326 


11633 


ncrb8327 


11634 


ncrb8328 


11635 


ncrb8329 


11636 


ncrb8330 


11637 


ncrb8331 


11638 


ncrb8332 


11639 


ncrb8333 


11640 


ncrb8334 



11641 


ncrb8335 


11642 


ncrb8336 


11643 


ncrb8337 


11644 


ncrb8338 


11645 


ncrb8339 


11646 


ncrb8343 


11647 


ncrb8344 


11648 


ncrb8345 


11649 


ncrb8346 


11650 


ncrb8347 


11651 


ncrb8351 


11652 


ncrb8352 


11653 


ncrb8355 


11654 


ncTb8356 


11655 


ncrb8359 


11656 


ncrb8360 


11657 


ncrb8364 


11658 


ncrb8366 


11659 


ncrb8367 


11660 


ncrb83 68 


11661 


ncrb8369 


11662 


ncrb8371 


11663 


ncrb8372 


11664 


ncrb8375 


11665 


ncrb8376 


11666 


ncrb8377 


11667 


ncrb8378 


11668 


ncrb8379 


11669 


ncrb8380 


11670 


ncrb8382 


11671 


ncrb8383 


11672 


ncrb8384 


11673 


ncrb8385 


11674 


ncrb8388 


11675 


ncrb8389 


11676 


ncrb8391 


11677 


ncrb8392 


11678 


ncrb8393 


11679 


ncrb8395 


11680 


ncrb8396 


11681 


ncrb8398 


11682 


ncrb8400 


11683 


ncrb8401 


11684 


ncrb8403 


11685 


ncrb8404 


11686 


ncrb8405 


11687 


ncrb8407 


11688 


ncrb8408 


11689 


ncrb8409 


11690 


ncrb8410 


11691 


ncrb8411 


11692 


ncrb8412 


11693 


ncrb8414 


11694 


ncrb8415 


11695 


ncrb8416 


11696 


ncrb8417 


11697 


ncrb8419 


11698 


ncrb8420 


11699 


ncrb8421 


11700 


ncrb8422 
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11701 ncrb8423 

11702 ncrb8424 

11703 ncrb8425 

11704 ncrb8426 

11705 ncrb8427 

11706 ncrb8428 

11707 ncrb8429 

11708 ncrb8430 

11709 ncrb8431 

11710 ncrb8433 

11711 ncrb8434 

11712 ncrb8435 

11713 ncrb8436 

11714 ncrb8437 

11715 ncrb8439 

11716 ncrb8442 

11717 ncrb8443 

11718 ncrb8444 

11719 ncrb8447 

11720 ncrb8448 

11721 ncrb8451 

11722 ncrb8452 

11723 ncrb8454 

11724 iicrb8457 

11725 ncrb8458 

11726 ncrb8459 

11727 ncrb8460 

11728 ncrb8461 

11729 ncrb8462 

11730 ncrb8463 

11731 ncrb8464 

11732 ncrb8468 

11733 ncrb8469 

11734 ncrb8473 

11735 iicrb8474 

11736 ncrb8475 

11737 ncrb8476 

11738 ncrb8478 

11739 ncrb8479 

11740 ncrb8480 

11741 ncrb8481 

11742 ncrb8484 

11743 ncrb8487 

11744 ncrb8489 

11745 ncrb8490 

11746 iicrb8494 

11747 ncrb8496 

11748 ncrb8499 

11749 ncrb8500 

11750 ncrb8501 

11751 ncrb8503 

11752 ncrb8505 

11753 ncrb8506 

11754 iicrb8507 

11755 ncrb8508 

11756 ncrb8509 

11757 ncrb8510 

11758 ncrbSSll 

11759 ncrb8512 

11760 ncrb8515 



11761 


ncrb8516 


11762 


ncrb8518 


11763 


ncrb8519 


11764 


ncrb8522 


11765 


ncrb8524 


11766 


ncrb8525 


11767 


ncrb8526 


11768 


ncrb8527 


11769 


ncrb8528 


11770 


ncrb8529 


11771 


ncrb8530 


11772 


ncrb8531 


11773 


ncrb8533 


11774 


ncrb8535 


11775 


ncrb8537 


11776 


ncrb8538 


11777 


ncrb8539 


11778 


ncrb8540 


11779 


ncrb8542 


11780 


ncrb8543 


11781 


ncrb8544 


11782 


ncrb8546 


11783 


ncrb8547 


11784 


ncrb8549 


11785 


ncrb8551 


11786 


ncrb8554 


11787 


ncrb8557 


11788 


ncrb8558 


11789 


ncrb8559 


11790 


ncrb8561 


11791 


ncrb8563 


11792 


ncrb8564 


11793 


ncrb8565 


11794 


ncrb8568 


11795 


ncrb8569 


11796 


ncrb8570 


11797 


ncrb8571 


11798 


ncrb8573 


11799 


ncrb8575 


11800 


ncrb8576 


11801 


ncrb8577 


11802 


ncrb8579 


11803 


ncrb8583 


11804 


ncrb8585 


11805 


ncrb8586 


11806 


ncrb8590 


11807 


ncrb8592 


11808 


ncrb8593 


11809 


ncrb8595 


11810 


ncrb8596 


11811 


ncrb8597 


11812 


ncrb8599 


11813 


ncrb8600 


11814 


ncrb8603 


11815 


ncrb8604 


11816 


ncrb8605 


11817 


ncrb8607 


11818 


ncrb8608 


11819 


ncrb8609 


11820 


ncrb8611 



11821 


ncrb8614 


11822 


ncrb8615 


11823 


ncrb8617 


11824 


ncrb8618 


11825 


ncrb8619 


11826 


ncrb8621 


11827 


ncrb8622 


11828 


ncrb8623 


11829 


ncrb8624 


11830 


ncrb8626 


11831 


ncrb8627 


11832 


ncrb8628 


11833 


ncrb8629 


11834 


ncrb8631 


11835 


ncrb8633 


11836 


ncrb8636 


11837 


ncrb8638 


11838 


ncrb8640 


11839 


ncrb8641 


11840 


ncrb8642 


11841 


ncrb8646 


11842 


ncrb8647 


11843 


iicrb8649 


11844 


ncrb8651 


11845 


ncrb8653 


11846 


ncrb8654 


11847 


ncrb8655 


11848 


ncrb8657 


11849 


ncrb8661 


11850 


ncrb8663 


11851 


ncrb8664 


11852 


ncrb8665 


11853 


ncrb8666 


11854 


ncrb8667 


11855 


ncrb8670 


11856 


ncrb8676 


11857 


ncrb8678 


11858 


ncrb8679 


11859 


ncrb8680 


11860 


ncrb8681 


11861 


ncrb8682 


11862 


ncrb8683 


11863 


ncrb8684 


11864 


ncrb8689 


11865 


ncrb8691 


11866 


ncrb8693 


11867 


ncrb8694 


11868 


ncrb8695 


11869 


ncrb8696 


11870 


ncrb8697 


11871 


ncrb8698 


11872 


ncrb8699 


11873 


iicrb8700 


11874 


iicrb8701 


11875 


ncrb8702 


11876 


ncrb8703 


11877 


ncrb8704 


11878 


ncrb8705 


11879 


ncrb8707 


11880 


iicrb8708 



11881 


ncrb8709 


11882 


ncrb8711 


11883 


ncrb8712 


11884 


ncrb8713 


11885 


ncrb8714 


11886 


ncrb8715 


11887 


ncrb8716 


11888 


ncrb8718 


11889 


ncrb8719 


11890 


ncrb8720 


11891 


ncrb8721 


11892 


ncrb8722 


11893 


ncrb8723 


11894 


ncrb8724 


11895 


ncrb8725 


11896 


ncrb8727 


11897 


ncrb8728 


11898 


ncrb8729 


11899 


ncrb8731 


11900 


ncrb8732 


11901 


ncrb8735 


11902 


ncrb8737 


11903 


ncrb8738 


11904 


ncrb8740 


11905 


ncrb8741 


11906 


ncrb8743 


11907 


ncrb8744 


11908 


ncrb8746 


11909 


ncrb8747 


11910 


ncrb8751 


11911 


ncrb8752 


11912 


ncrb8753 


11913 


ncrb8756 


11914 


ncrb8757 


11915 


ncrb8760 


11916 


ncrb8762 


11917 


ncrb8763 


11918 


ncrb8764 


11919 


ncrb8765 


11920 


ncrb8766 


11921 


ncrb8768 


11922 


ncrb8769 


11923 


ncrb8772 


11924 


ncrb8773 


11925 


ncrb8775 


11926 


ncrb8776 


11927 


ncrb8778 


11928 


ncrb8779 


11929 


ncrb8783 


11930 


ncrb8785 


11931 


ncrb8788 


11932 


ncrb8790 


11933 


ncrb8791 


11934 


ncrb8792 


11935 


ncrb8793 


11936 


ncrb8794 


11937 


ncrb8795 


11938 


ncrb8797 


11939 


ncrb8800 


11940 


ncrb8802 



11941 


ncrb8803 


11942 


ncrb8804 


11943 


ncrb8807 


11944 


ncrb8808 


11945 


ncrb8810 


11946 


ncrb8811 


11947 


ncrb8813 


11948 


ncrb8814 


11949 


ncrb8815 


11950 


ncrb8817 


11951 


ncrb8818 


11952 


ncrb8819 


11953 


ncrb8820 


11954 


ncrb8821 


11955 


ncrb8823 


11956 


ncrb8824 


11957 


ncrb8825 


11958 


ncrb8829 


11959 


ncrb8830 


11960 


ncrb8832 


11961 


ncrcOOOl 


11962 


ncrc0003 


11963 


ncrc0004 


11964 


ncrc0007 


11965 


ncrc0008 


11966 


iicrc0009 


11967 


ncrcOOll 


11968 


ncrc0014 


11969 


ncrc0015 


11970 


ncrc0016 


11971 


ncrcOOn 


11972 


ncrc0020 


11973 


ncrc0025 


11974 


ncrc0027 


11975 


ncrc0028 


11976 


ncrc0029 


11977 


ncrc0031 


11978 


ncrc0032 


11979 


ncrc0033 


11980 


ncrc0035 


11981 


ncrc0040 


11982 


ncrc0046 


11983 


ncrc0047 


11984 


ncrc0048 


11985 


ncrc0049 


11986 


ncrc0051 


11987 


ncrc0052 


11988 


ncrc0053 


11989 


ncrc0054 


11990 


ncrc0055 


11991 


ncrc0056 


11992 


ncrc0057 


11993 


ncrc0058 


11994 


ncrc0059 


11995 


ncrc0060 


11996 


ncrc0061 


11997 


ncrc0064 


11998 


ncrc0065 


11999 


ncrc0067 


12000 


ncrc0069 
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12001 


ncrc0070 


12061 


ncrc0158 


12121 


ncrc0253 


12181 


ncrc0331 


12241 


ncrc0427 


12002 


ncrc0071 


12062 


ncrc0159 


12122 


ncrc0254 


12182 


ncrc0332 


12242 


ncrc043 1 


12003 


ncrc0072 


12063 


ncrc0160 


12123 


ncrc0255 


12183 


ncrc0334 


12243 


ncrc0432 


12004 


ncrc0073 


12064 


ncrc0161 


12124 


ncrc0256 


12184 


ncrc0335 


12244 


ncrc0433 


12005 


ncrc0074 


12065 


ncrc0164 


12125 


ncrc0257 


12185 


ncrc0336 


12245 


ncrc0435 


12006 


ncrc0075 


12066 


ncrcOl 66 


12126 


ncrc0258 


12186 


ncrc0339 


12246 


ncrc0436 


12007 


ncrc0076 


12067 


ncrc0167 


12127 


ncrc0259 


12187 


ncrc0341 


12247 


ncrc0437 


12008 


ncrc0077 


12068 


ncrcOnO 


12128 


ncrc0260 


12188 


ncrc0342 


12248 


ncrc0438 


12009 


ncrc0078 


12069 


ncrcOni 


12129 


ncrc0261 


12189 


ncrc0343 


12249 


ncrc0439 


12010 


ncrc0079 


12070 


ncrc0173 


12130 


ncrc0262 


12190 


ncrc0344 


12250 


ncrc0440 


12011 


ncrcOOSl 


12071 


ncrc0174 


12131 


ncrc0263 


12191 


ncrc0346 


12251 


ncrc0441 


12012 


ncrc0083 


12072 


ncrc0175 


12132 


ncrc0266 


12192 


ncrc0347 


12252 


ncrc0442 


12013 


ncrc0084 


12073 


ncrc0176 


12133 


ncrc0267 


12193 


ncrc0351 


12253 


ncrc0444 


12014 


ncrc0085 


12074 


ncrc0177 


12134 


ncrc0268 


12194 


ncrc0354 


12254 


ncrc0445 


12015 


ncrc0087 


12075 


ncrc0178 


12135 


ncrc0269 


12195 


ncrc0355 


12255 


ncrc0446 


12016 


ncrc0090 


12076 


ncrc0179 


12136 


ncrc0270 


12196 


ncrc0356 


12256 


ncrc0447 


12017 


ncrc0092 


12077 


ncrcOlSO 


12137 


ncrc0271 


12197 


ncrc0357 


12257 


ncrc0448 


12018 


ncrc0095 


12078 


ncrc0181 


12138 


ncrc0272 


12198 


ncrc0358 


12258 


ncrc0449 


12019 


ncrc0096 


12079 


ncrc0183 


12139 


ncrc0273 


12199 


ncrc0359 


12259 


ncrc0451 


12020 


ncrc0097 


12080 


ncrc0184 


12140 


ncrc0275 


12200 


ncrc0360 


12260 


ncrc0452 


12021 


ncrc0098 


12081 


ncrc0185 


12141 


ncrc0276 


12201 


ncrc0361 


12261 


ncrc0453 


12022 


ncrc0099 


12082 


ncrc0186 


12142 


ncrc0277 


12202 


ncrc0364 


12262 


ncrc0454 


12023 


ncrcOlOO 


12083 


ncrc0187 


12143 


ncrc0279 


12203 


ncrc0365 


12263 


ncrc0455 


12024 


ncrcOlOl 


12084 


ncrc0188 


12144 


ncrc0281 


12204 


ncrc0367 


12264 


ncrc0456 


12025 


ncrc0103 


12085 


ncrc0189 


12145 


ncrc0282 


12205 


ncrc0368 


12265 


ncrc0457 


12026 


ncrc0105 


12086 


ncrc0190 


12146 


ncrc0284 


12206 


ncrc0369 


12266 


iicrc0458 


12027 


ncrcOllO 


12087 


ncrc0191 


12147 


ncrc0285 


12207 


ncrc0373 


12267 


ncrc0461 


12028 


ncrcOlU 


12088 


ncrc0193 


12148 


ncrc0286 


12208 


ncrc0375 


12268 


ncrc0462 


12029 


ncrc0112 


12089 


ncrc0194 


12149 


ncrc0287 


12209 


ncrc0376 


12269 


ncrc0463 


12030 


ncrc0113 


12090 


ncrc0195 


12150 


ncrc0288 


12210 


ncrc0377 


12270 


ncrc0464 


12031 


ncrc0115 


12091 


ncrc0199 


12151 


ncrc0289 


12211 


ncrc0379 


12271 


ncrc0467 


12032 


iicrc0116 


12092 


iicrc0203 


12152 


ncrc0290 


12212 


ncrc0380 


12272 


ncrc0468 


12033 


ncrcOin 


12093 


ncrc0204 


12153 


ncrc0292 


12213 


ncrc0381 


12273 


ncrc0469 


12034 


ncrc0119 


12094 


ncrc0207 


12154 


ncrc0293 


12214 


ncrc0383 


12274 


ncrc0471 


12035 


ncrc0120 


12095 


ncrc0209 


12155 


ncrc0295 


12215 


ncrc0385 


12275 


ncrc0472 


12036 


ncrc0126 


12096 


ncrc0211 


12156 


ncrc0296 


12216 


ncrc0386 


12276 


ncrc0473 


12037 


ncrc0127 


12097 


ncrc0212 


12157 


ncrc0297 


12217 


ncrc0387 


12277 


ncrc0474 


12038 


ncrc0128 


12098 


ncrc0213 


12158 


ncrc0299 


12218 


ncrc0388 


12278 


ncrc0477 


12039 


ncrc0131 


12099 


ncrc0215 


12159 


ncrc0300 


12219 


ncrc0391 


12279 


ncrc0478 


12040 


ncrc0133 


12100 


ncrc0216 


12160 


ncrc0301 


12220 


ncrc0392 


12280 


ncrc0479 


12041 


ncrc0135 


12101 


ncrc0217 


12161 


ncrc0303 


12221 


ncrc0393 


12281 


ncrc0480 


12042 


ncrc0136 


12102 


ncrc0218 


12162 


ncrc0304 


12222 


ncrc0397 


12282 


ncrc0481 


12043 


ncrc0137 


12103 


ncrc0220 


12163 


ncrc0305 


12223 


ncrc0398 


12283 


ncrc0482 


12044 


ncrc0138 


12104 


ncrc0222 


12164 


ncrc0311 


12224 


ncrc0399 


12284 


ncrc0483 


12045 


ncrc0139 


12105 


ncrc0224 


12165 


ncrc0312 


12225 


ncrc0400 


12285 


ncrc0487 


12046 


ncrc0140 


12106 


ncrc0225 


12166 


ncrc0313 


12226 


ncrc0401 


12286 


ncrc0488 


12047 


ncrc0142 


12107 


ncrc0228 


12167 


ncrc0314 


12227 


ncrc0407 


12287 


ncrc0489 


12048 


ncrc0143 


12108 


ncrc0233 


12168 


ncrc0315 


12228 


ncrc0408 


12288 


ncrc0492 


12049 


ncrc0144 


12109 


ncrc0235 


12169 


ncrc0317 


12229 


ncrc0411 


12289 


ncrc0495 


12050 


ncrc0145 


12110 


ncrc0236 


12170 


ncrc0318 


12230 


ncrc0413 


12290 


ncrc0496 


12051 


ncrc0147 


12111 


ncrc0238 


12171 


ncrc0319 


12231 


ncrc0414 


12291 


ncrc0497 


12052 


ncrc0148 


12112 


ncrc0240 


12172 


ncrc0320 


12232 


ncrc0415 


12292 


ncrc0499 


12053 


ncrc0149 


12113 


ncrc0241 


12173 


ncrc0321 


12233 


ncrc0416 


12293 


ncrc0501 


12054 


ncrc0150 


12114 


iicrc0243 


12174 


ncrc0323 


12234 


ncrc0417 


12294 


ncrc0505 


12055 


ncrcO 1 5 1 


12115 


ncrc0244 


12175 


ncrc0324 


12235 


ncrc0419 


12295 


ncrc0506 


12056 


ncrc0152 


12116 


ncrc0246 


12176 


ncrc0325 


12236 


ncrc0421 


12296 


ncrc0507 


12057 


ncrc0154 


12117 


ncrc0248 


12177 


ncrc0327 


12237 


ncrc0423 


12297 


ncrc0508 


12058 


ncrc0155 


12118 


ncrc0249 


12178 


ncrc0328 


12238 


ncrc0424 


12298 


ncrc0510 


12059 


ncrc0156 


12119 


ncrc025 1 


12179 


ncrc0329 


12239 


ncrc0425 


12299 


ncrc0511 


12060 


ncrc0157 


12120 


ncrc0252 


12180 


ncrc0330 


12240 


ncrc0426 


12300 


ncrc0512 
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12301 ncrc0513 

12302 ncrcOSlS 

12303 ncrc0516 

12304 acrc0519 

12305 ncrc0521 

12306 ncrc0523 

12307 ncrc0524 

12308 ncrc0527 

12309 ncrc0528 

12310 ncrc0529 

12311 ncrc0531 

12312 ncrc0532 

12313 ncrc0533 

12314 ncrc0534 

12315 ncrc0535 

12316 ncrc0537 

12317 ncrc0538 

12318 ncrc0539 

12319 ncrc0540 

12320 ncrc0544 

12321 ncrc0545 

12322 ncrc0547 

12323 ncrc0548 

12324 ncrc0549 

12325 ncrc0550 

12326 ncrc0551 

12327 ncrc0552 

12328 ncrc0553 

12329 ncrc0554 

12330 ncrc0555 

12331 ncrc0556 

12332 ncrc0557 

12333 ncrc0558 

12334 ncrc0561 

12335 ncrc0562 

12336 ncrc0563 

12337 ncrc0564 

12338 ncrc0568 

12339 ncrc0569 

12340 ncrc0570 

12341 ncrc0571 

12342 ncrc0572 

12343 ncrc0573 

12344 ncrc0574 

12345 ncrc0576 

12346 iicrc0579 

12347 ncrc0580 

12348 ncrc0583 

12349 ncrc0584 

12350 ncrc0585 

12351 ncrc0588 

12352 ncrc0591 

12353 ncrc0592 

12354 ncrc0595 

12355 ncrc0597 

12356 ncrc0599 

12357 ncrcOeOl 

12358 ncrc0602 

12359 ncrc0604 

12360 ncrc0605 



12361 ncrc0606 

12362 ncrc0608 

12363 ncrc0610 

12364 ncrc0611 

12365 ncrc0612 

12366 ncrc0614 

12367 ncrc0617 

12368 ncrc0618 

12369 ncrc0623 

12370 ncrc0624 

12371 ncrc0625 

12372 ncrc0627 

12373 ncrc0628 

12374 ncrc0629 

12375 ncrc0630 

12376 ncrc0632 

12377 ncrc0633 

12378 ncrc0635 

12379 ncrc0636 

12380 ncrc0639 

12381 ncrc0640 

12382 ncrc0641 

12383 ncrc0643 

12384 ncrc0644 

12385 ncrc0645 

12386 iicrc0646 

12387 ncrc0647 

12388 iicrc0649 

12389 ncrc0650 

12390 iicrc0651 

12391 ncrc0653 

12392 ncrc0654 

12393 ncrc0655 

12394 ncrc0656 

12395 ncrc0658 

12396 ncrc0659 

12397 ncrc0660 

12398 ncrc0661 

12399 ncrc0663 

12400 ncrc0664 

12401 ncrc0665 

12402 ncrc0666 

12403 ncrc0667 

12404 ncrc0668 

12405 ncrc0669 

12406 ncrc0670 

12407 ncrc0671 

12408 iicrc0672 

12409 ncrc0674 

12410 ncrc0675 

12411 ncrc0676 

12412 ncrc0681 

12413 ncrc0682 

12414 ncrc0684 

12415 ncrc0688 

12416 ncrc0689 

12417 ncrc0691 

12418 ncrc0693 

12419 ncrc0695 

12420 ncrc0696 



12421 ncrc0699 

12422 ncrc0700 

12423 ncrc0701 

12424 ncrc0703 

12425 ncrc0704 

12426 ncrc0708 

12427 iicrc0709 

12428 ncrc0714 

12429 ncrc0715 

12430 ncrc0718 

12431 ncrc0720 

12432 ncrc0721 

12433 ncrc0723 

12434 iicrc0725 

12435 ncrc0726 

12436 ncrc0728 

12437 ncrc0729 

12438 ncrc0730 

12439 ncrc0731 

12440 ncrc0732 

12441 iicrc0733 

12442 ncrc0734 

12443 ncrc0735 

12444 ncrc0737 

12445 ncrc0739 

12446 ncrc0741 

12447 ncrc0742 

12448 ncrc0743 

12449 ncrc0744 

12450 ncrc0747 

12451 ncrc0748 

12452 ncrc0749 

12453 ncrc0750 

12454 ncrc0751 

12455 ncrc0752 

12456 ncrc0753 

12457 ncrc0755 

12458 ncrc0756 

12459 ncrc0759 

12460 ncrc0763 

12461 ncrc0764 

12462 ncrc0765 

12463 ncrc0766 

12464 ncrc0767 

12465 ncrc0768 

12466 ncrc0770 

12467 ncrc0771 

12468 ncrc0774 

12469 ncrc0777 

12470 ncrc0778 

12471 ncrc0780 

12472 ncrc0783 

12473 ncrc0784 

12474 ncrc0785 

12475 ncrc0788 

12476 ncrc0792 

12477 ncrc0793 

12478 ncrc0794 

12479 ncrc0796 

12480 ncrc0797 



12481 ncrc0798 

12482 ncrc0799 

12483 ncrc0800 

12484 ncrcOSOl 

12485 ncrc0802 

12486 ncrc0803 

12487 ncrc0804 

12488 ncrc0805 

12489 ncrc0807 

12490 ncrc0809 

12491 ncrcOSlO 

12492 ncrcOSll 

12493 iicrc0813 

12494 ncrc0814 

12495 ncrc0816 

12496 ncrc0817 

12497 ncrc0819 

12498 ncrc0820 

12499 ncrc0821 

12500 ncrc0822 

12501 ncrc0823 

12502 ncrc0825 

12503 ncrc0826 

12504 ncrc0827 

12505 ncrc0828 

12506 ncrc0829 

12507 ncrc0830 

12508 ncrc0832 

12509 iicrc0835 

12510 ncrc0836 

12511 ncrc0837 

12512 ncrc0838 

12513 ncrc0839 

12514 ncrc0841 

12515 ncrc0842 

12516 ncrc0843 

12517 ncrc0844 

12518 ncrc0846 

12519 ncrc0847 

12520 ncrc0848 

12521 ncrc0849 

12522 ncrc0851 

12523 ncrc0852 

12524 ncrc0853 

12525 ncrc0855 

12526 ncrc0856 

12527 ncrc0857 

12528 ncrc0858 

12529 ncrc0860 

12530 ncrc0861 

12531 ncrc0862 

12532 ncrc0863 

12533 ncrc0864 

12534 ncrc0865 

12535 ncrc0867 

12536 ncrc0868 

12537 ncrc0871 

12538 ncrc0872 

12539 ncrc0873 

12540 iicrc0875 



12541 ncrc0876 

12542 ncrc0878 

12543 ncrc0880 

12544 ncrc0883 

12545 ncrc0885 

12546 ncrc0889 

12547 ncrc0891 

12548 ncrc0894 

12549 ncrc0899 

12550 ncrc0900 

12551 ncrc0901 

12552 ncrc0904 

12553 ncrc0905 

12554 ncrc0906 

12555 ncrc0907 

12556 ncrc0908 

12557 ncrc0910 

12558 ncrc0912 

12559 ncrc0913 

12560 ncrc0915 

12561 ucrc0916 

12562 ncrc0917 

12563 ncrc0918 

12564 ncrc0919 

12565 ncrc0920 

12566 ncrc0922 

12567 ncrc0924 

12568 ncrc0925 

12569 ncrc0926 

12570 ncrc0928 

12571 ncrc0932 

12572 iicrc0933 

12573 ncrc0934 

12574 ncrc0936 

12575 ncrc0940 

12576 ncrc0942 

12577 ncrc0944 

12578 ncrc0945 

12579 ncrc0947 

12580 ncrc0948 

12581 ncrc0949 

12582 ncrc0951 

12583 ncrc0952 

12584 ncrc0953 

12585 ncrc0954 

12586 ncrc0955 

12587 ncrc0956 

12588 ncrc0958 

12589 ncrc0959 

12590 ncrc0960 

12591 ncrc0961 

12592 ncrc0963 

12593 ncrc0964 

12594 ncrc0965 

12595 ncrc0967 

12596 ncrc0968 

12597 ncrc0971 

12598 ncrc0972 

12599 ncrc0973 

12600 ncrc0974 
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12601 ncrc0976 

12602 ncrc0980 

12603 ncrc0981 

12604 ncrc0983 

12605 ncrc0984 

12606 ncrc0985 

12607 ncrc0987 

12608 ncrc0990 

12609 ncrc0991 

12610 ncrc0992 

12611 ncrc0994 

12612 ncrc0996 

12613 ncrc0997 

12614 ncrc0999 

12615 ncrclOOO 

12616 ncrclOOl 

12617 ncrcl002 

12618 ncrcl003 

12619 ncrcl004 

12620 ncrcl005 

12621 ncrcl006 

12622 ncrcl007 

12623 ncrclOOS 

12624 ncrclOll 

12625 ncrcl012 

12626 ncrcl013 

12627 ncrcl014 

12628 ncrclOlS 

12629 ncrcl016 

12630 ncrclOn 

12631 ncrclOlS 

12632 ncrcl019 

12633 ncrcl020 

12634 ncrcl021 

12635 ncrcl022 

12636 ncrcl023 

12637 ncrcl024 

12638 ncrcl025 

12639 ncrcl026 

12640 ncrcl029 

12641 ncrcl030 

12642 ncrcl031 

12643 ncrcl032 

12644 ncrcl033 

12645 ncrcl035 

12646 ncrcl036 

12647 ncrcl037 

12648 ncrcl038 

12649 ncrcl041 

12650 ncrcl042 

12651 ncrcl044 

12652 iicrcl045 

12653 ncrcl046 

12654 ncrcl047 

12655 ncrcl048 

12656 ncrcl049 

12657 ncrcl050 

12658 ncrcl053 

12659 ncrcl055 

12660 ncrcl056 



12661 


ncrcl057 


12662 


ncrcl059 


12663 


ncrcl060 


12664 


ncrcl063 


12665 


ncrcl064 


12666 


ncrcl065 


12667 


ncrcl067 


12668 


ncrcl068 


12669 


ncrcl069 


12670 


ncrcl071 


12671 


ncrcl072 


12672 


ncrcl076 


12673 


ncrcl077 


12674 


iicrcl079 


12675 


ncrclOSO 


12676 


ncrclOSl 


12677 


ncrcl083 


12678 


ncrcl084 


12679 


ncrcl085 


12680 


ncrcl087 


12681 


ncrcl088 


12682 


ncrcl089 


12683 


ncrcl092 


12684 


ncrcl093 


12685 


ncrcl095 


12686 


ncrcl096 


12687 


ncrcl097 


12688 


ncrcl099 


12689 


ncrcll02 


12690 


ncrcll03 


12691 


ncrcll05 


12692 


ncrcll07 


12693 


iicrcll09 


12694 


ncrcllll 


12695 


ncrclll2 


12696 


ncrclll4 


12697 


ncrclll5 


12698 


ncrclll8 


12699 


ncrclll9 


12700 


ncrcll21 


12701 


ncrcll23 


12702 


ncrcll25 


12703 


ncrcll26 


12704 


ncrcll27 


12705 


ncrcll28 


12706 


ncrcll29 


12707 


ncrcll30 


12708 


ncrcll31 


12709 


ncrcll32 


12710 


ncrcll33 


12711 


ncrcll34 


12712 


iicrcll36 


12713 


ncrcll37 


12714 


ncrcll38 


12715 


ncrcll39 


12716 


ncrcll40 


12717 


ncrcll41 


12718 


ncrcll43 


12719 


ncrcll45 


12720 


ncrcll46 



12721 ncrcll47 

12722 ncrcll48 

12723 ncrcll49 

12724 ncrcllSO 

12725 iicrcll52 

12726 ncrcll53 

12727 ncrcll56 

12728 ncrclieO 

12729 ncrcll63 

12730 ncrcll65 

12731 ncrcll68 

12732 ncrcll69 

12733 ncrcini 

12734 ncrcll72 

12735 ncrcll73 

12736 ncrcll75 

12737 ncrcll76 

12738 ncrcll78 

12739 ncrcllSO 

12740 ncrcll82 

12741 ncrcll83 

12742 ncrcll84 

12743 ncrcll88 

12744 ncrcll92 

12745 ncrcll93 

12746 ncrcll96 

12747 ncrcll98 

12748 ncrcl 199 

12749 ncrcl200 

12750 ncrcl201 

12751 ncrcl203 

12752 ncrcl204 

12753 ncrcl205 

12754 ncrcl206 

12755 ncrcl207 

12756 ncrcl208 

12757 iicrcl209 

12758 ncrcl210 

12759 ncrcl211 

12760 ncrcl212 

12761 ncrcl214 

12762 ncrcl216 

12763 ncrcl217 

12764 ncrcl219 

12765 ncrcl221 

12766 ncrcl222 

12767 ncrcl223 

12768 ncrcl224 

12769 ncrcl226 

12770 ncrcl227 

12771 ncrcl230 

12772 ncrcl231 

12773 ncrcl233 

12774 ncrcl234 

12775 ncrcl235 

12776 ncrcl236 

12777 ncrcl237 

12778 ncrcl240 

12779 ncrcl241 

12780 ncrcl242 



12781 ncrcl243 

12782 ncrcl245 

12783 ncrcl247 

12784 ncrcI248 

12785 iicrcl250 

12786 ncrcl 251 

12787 ncrcl255 

12788 ncrcl257 

12789 ncrcl 259 

12790 ncrcl260 

12791 ncrcl263 

12792 ncrcl264 

12793 ncrcl265 

12794 ncrcl267 

12795 ncrcl271 

12796 ncrcl272 

12797 ncrcl 274 

12798 ncrcl277 

12799 ncrcl278 

12800 ncrcl 279 

12801 ncrcl280 

12802 ncrcl281 

12803 ncrcl283 

12804 ncrcl284 

12805 ncrcl285 

12806 ncrcl287 

12807 ncrcl 288 

12808 ncrcl290 

12809 ncrcl292 

12810 ncrcl294 

12811 ncrcl295 

12812 ncrcl296 

12813 ncrcl297 

12814 ncrcl300 

12815 ncrcl301 

12816 ncrcl302 

12817 ncrcl304 

12818 ncrcl305 

12819 ncrcl306 

12820 ncrcl307 

12821 ncrcl308 

12822 ncrcl309 

12823 ncrcl310 

12824 ncrcl311 

12825 ncrcl312 

12826 ncrcl316 

12827 ncrcl317 

12828 ncrcl319 

12829 ncrcl320 

12830 ncrcl321 

12831 ncrcl322 

12832 ncrcl323 

12833 ncrcl324 

12834 ncrcl325 

12835 ncrcl326 

12836 ncrcl 328 

12837 ncrcl329 

12838 ncrcl330 

12839 ncrcl331 

12840 ncrcl332 



12841 ncrcl335 

12842 ncrcl336 

12843 ncrcl337 

12844 ncrcl338 

12845 ncrcl339 

12846 ncrcl341 

12847 ncrcl343 

12848 ncrcl344 

12849 ncrcl345 

12850 ncrcl347 

12851 ncrcl348 

12852 ncrcl349 

12853 ncrcl352 

12854 ncrcl355 

12855 ncrcl356 

12856 ncrcl357 

12857 ncrcl358 

12858 ncrcl360 

12859 ncrcl361 

12860 ncrcl363 

12861 ncrcl367 

12862 ncrcl368 

12863 ncrcl369 

12864 ncrcl371 

12865 ncrcl372 

12866 ncrcl373 

12867 ncrcl374 

12868 ncrcl376 

12869 ncrcl379 

12870 ncrcl380 

12871 ncrcl381 

12872 ncrcl384 

12873 ncrcl385 

12874 ncrcl385 

12875 ncrcl386 

12876 ncrcl387 

12877 ncrcl388 

12878 ncrcl390 

12879 ncrcl391 

12880 ncrcl392 

12881 ncrcl393 

12882 ncrcl395 

12883 ncrcl396 

12884 ncrcl397 

12885 ncrcl398 

12886 ncrcl399 

12887 ncrcl401 

12888 ncrcl402 

12889 ncrcl404 

12890 ncrcl407 

12891 ncrcl408 

12892 ncrcl409 

12893 ncrcl411 

12894 ncrcl412 

12895 ncrcl413 

12896 ncrcl415 

12897 ncrcl416 

12898 ncrcl418 

12899 ncrcl419 

12900 ncrcl420 
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12901 


ncrcl421 


12961 


ncrcl515 


13021 


ncrc 1600 


13081 


ncrc 1690 


13141 


ncrc 1784 


12902 


ncrcl423 


12962 


ncrcl516 


13022 


ncrc 1602 


13082 


ncrc 1691 


13142 


ncrc 1785 


12903 


ncrcl424 


12963 


ncrcl517 


13023 


ncrc 1603 


13083 


ncrc 1692 


13143 


ncrc 1786 


12904 


ncrcl425 


12964 


ncrcl518 


13024 


ncrc 1605 


13084 


ncrc 1693 


13144 


ncrcl787 


12905 


ncrcl426 


12965 


ncrcl519 


13025 


ncrc 1606 


13085 


ncrcl694 


13145 


ncrcl788 


12906 


ncrcl427 


12966 


ncrcl520 


13026 


ncrc 1607 


13086 


ncrc 1696 


13146 


ncrc 1791 


12907 


ncrcl428 


12967 


ncrcl521 


13027 


ncrcl608 


13087 


ncrcl699 


13147 


ncrcl792 


12908 


ncrcl429 


12968 


ncrcl523 


13028 


ncrcl609 


13088 


ncrcl700 


13148 


ncrcl795 


12909 


ncrcl431 


12969 


ncrcl524 


13029 


ncrcl610 


13089 


ncrcl701 


13149 


ncrcl798 


12910 


ncrcl434 


12970 


ncrcl525 


13030 


ncrcl611 


13090 


ncrc 1702 


13150 


ncrc 1799 


12911 


ncrcl436 


12971 


ncrcl527 


13031 


ncrcl612 


13091 


ncrc 1703 


13151 


ncrc 1800 


12912 


ncrcl437 


12972 


ncrcl529 


13032 


ncrcl613 


13092 


ncrc 1704 


13152 


ncrcl801 


12913 


ncrcl438 


12973 


ncrcl530 


13033 


ncrcl615 


13093 


ncrc 1706 


13153 


ncrc 1804 


12914 


ncrcl439 


12974 


ncrcl531 


13034 


ncrcl616 


13094 


ncrc 1707 


13154 


ncrc 1805 


12915 


ncrcl440 


12975 


ncrcl532 


13035 


ncrcl617 


13095 


ncrc 1708 


13155 


ncrc 1806 


12916 


ncrcl441 


12976 


ncrcl533 


13036 


ncrcl619 


13096 


ncrc 1709 


13156 


ncrc 1807 


12917 


ncrcl442 


12977 


ncrcl535 


13037 


ncrc 1620 


13097 


ncrcl710 


13157 


ncrcl808 


12918 


ncrcl444 


12978 


ncrcl536 


13038 


ncrcl621 


13098 


ncrcl711 


13158 


ncrc 1809 


12919 


ncrcl447 


12979 


ncrcl537 


13039 


ncrcl623 


13099 


ncrcl712 


13159 


ncrclSlO 


12920 


ncrcl449 


12980 


ncrcl538 


13040 


ncrc 1624 


13100 


ncrcl713 


13160 


ncrclSll 


12921 


ncrcl451 


12981 


ncrcl540 


13041 


ncrc 1625 


13101 


ncrcl714 


13161 


ncrcl812 


12922 


ncrcl452 


12982 


ncrcl543 


13042 


ncrcl627 


13102 


ncrcl716 


13162 


ncrcl815 


12923 


ncrcl455 


12983 


ncrcl544 


13043 


ncrc 1628 


13103 


ncrcl717 


13163 


ncrcl816 


12924 


ncrcl456 


12984 


ncrcl547 


13044 


ncrc 1629 


13104 


ncrcl719 


13164 


ncrcl817 


12925 


ncrcl457 


12985 


iicrcl549 


13045 


ncrcl630 


13105 


ncrc 1722 


13165 


ncrcl819 


12926 


ncrcl460 


12986 


iicrcl551 


13046 


ncrc 1631 


13106 


ncrc 1723 


13166 


ncrcl820 


12927 


ncrcl463 


12987 


ncrcl553 


13047 


ncrc 163 2 


13107 


ncrc 1724 


13167 


ncrc 1821 


12928 


ncrcl465 


12988 


ncrcl555 


13048 


ncrc 163 3 


13108 


ncrc 1725 


13168 


ncrc 1824 


12929 


ncrcl467 


12989 


ncrcl556 


13049 


ncrc 1634 


13109 


ncrc 1727 


13169 


ncrc 1825 


12930 


ncrcl469 


12990 


iicrcl559 


13050 


ncrc 1635 


13110 


ncrcl728 


13170 


ncrc 1827 


12931 


ncrcl471 


12991 


ncrcl561 


13051 


ncrc 1636 


13111 


ncrc 173 5 


13171 


ncrcl828 


12932 


ncrcl472 


12992 


ncrcl562 


13052 


ncrc 1639 


13112 


ncrc 173 6 


13172 


ncrc 1831 


12933 


ncrcl473 


12993 


ncrcl563 


13053 


ncrc 1641 


13113 


ncrcl737 


13173 


ncrc 1832 


12934 


ncrcl475 


12994 


ncrcl564 


13054 


ncrc 1643 


13114 


ncrc 1740 


13174 


ncrcl833 


12935 


ncrcl480 


12995 


ncrcl565 


13055 


ncrc 1644 


13115 


ncrc 1742 


13175 


ncrc 183 5 


12936 


ncrcl481 


12996 


ncrc 15 66 


13056 


ncrc 1645 


13116 


ncrc 1743 


13176 


ncrc 183 6 


12937 


ncrcl482 


12997 


ncrcl567 


13057 


ncrc 1647 


13117 


ncrc 1744 


13177 


ncrcl837 


12938 


ncrcl483 


12998 


ncrc 15 68 


13058 


ncrc 1648 


13118 


ncrc 1745 


13178 


ncrcl839 


12939 


ncrcl484 


12999 


ncrci569 


13059 


ncrc 1649 


13119 


ncrc 1747 


13179 


ncrc 1843 


12940 


ncrcl486 


13000 


ncrcl571 


13060 


ncrc 1651 


13120 


ncrc 1748 


13180 


ncrc 1844 


12941 


ncrcl487 


13001 


ncrcl572 


13061 


ncrc 1652 


13121 


ncrc 1749 


13181 


ncrc 1845 


12942 


ncrcl489 


13002 


ncrcl573 


13062 


ncrc 1653 


13122 


ncrc 1751 


13182 


ncrc 1847 


12943 


ncrcl491 


13003 


ncrc 1576 


13063 


ncrc 1657 


13123 


ncrc 1754 


13183 


ncrc 1848 


12944 


ncrcl492 


13004 


ncrcl577 


13064 


ncrcl659 


13124 


ncrcl756 


13184 


ncrcl849 


12945 


ncrcl493 


13005 


ncrcl578 


13065 


ncrc 1661 


13125 


ncrc 175 8 


13185 


ncrc 18 52 


12946 


ncrcl495 


13006 


ncrc 1580 


13066 


ncrc 1662 


13126 


ncrc 1759 


13186 


ncrc 1853 


12947 


ncrcl496 


13007 


ncrcl582 


13067 


ncrc 1663 


13127 


ncrcl760 


13187 


ncrc 1854 


12948 


ncrcl497 


13008 


ncrc 15 83 


13068 


ncrc 1665 


13128 


ncrc 1761 


13188 


ncrc 1855 


12949 


ncrcl498 


13009 


ncrcl587 


13069 


ncrc 1667 


13129 


ncrc 1763 


13189 


ncrcl856 


12950 


ncrclSOO 


13010 


ncrcl588 


13070 


ncrc 1668 


13130 


ncrcl764 


13190 


ncrc 1857 


12951 


ncrcl501 


13011 


ncrcl589 


13071 


ncrc 1669 


13131 


ncrc 1765 


13191 


ncrc 1859 


12952 


ncrcl502 


13012 


ncrc 1590 


13072 


ncrc 1671 


13132 


ncrc 1767 


13192 


ncrcl860 


12953 


ncrcl503 


13013 


ncrc 1591 


13073 


ncrc 1675 


13133 


ncrc 1768 


13193 


ncrc 1861 


12954 


ncrcl504 


13014 


ncrc 1592 


13074 


ncrc 1678 


13134 


ncrc 1772 


13194 


ncrc 1864 


12955 


ncrcl505 


13015 


ncrcl593 


13075 


ncrc 1679 


13135 


ncrc 1775 


13195 


ncrc 1867 


12956 


ncrcl508 


13016 


ncrcl595 


13076 


ncrc 1680 


13136 


ncrc 1776 


13196 


ncrcl868 


12957 


ncrcl509 


13017 


ncrc 1596 


13077 


ncrc 1681 


13137 


ncrc 1777 


13197 


ncrcl870 


12958 


ncrcl510 


13018 


ncrcl597 


13078 


ncrcl683 


13138 


ncrcl779 


13198 


ncrc 1871 


12959 


ncrcl5il 


13019 


ncrcl598 


13079 


ncrc 1684 


13139 


ncrc 1780 


13199 


ncrc 1872 


12960 


ncrcl513 


13020 


ncrc 1599 


13080 


ncrc 1687 


13140 


ncrc 1783 


13200 


ncrc 1873 
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13201 ncrcl875 

13202 ncrcl876 

13203 ncrcl877 

13204 ncrcl878 

13205 ncrcl879 

13206 ncrcl880 

13207 ncrcl881 

13208 ncrcl883 

13209 ncrcl884 

13210 ncrcl885 

13211 ncrcl886 

13212 ncrcl887 

13213 ncrcl888 

13214 ncrcl889 

13215 ncrcl891 

13216 ncrcl892 

13217 ncrcl893 

13218 ncrcl894 

13219 ncrcl896 

13220 ncrcl899 

13221 ncrcl900 

13222 ncrcl901 

13223 ncrcl902 

13224 ncrcl903 

13225 ncrcl904 

13226 ncrcl905 

13227 ncrcl906 

13228 ncrcl907 

13229 ncrcl909 

13230 ncrcl912 

13231 ncrcl913 

13232 ncrcl914 

13233 ncrcl915 

13234 ncrcl916 

13235 ncrcl917 

13236 ncrcl918 

13237 ncrcl919 

13238 ncrcl920 

13239 ncrcl921 

13240 ncrcl923 

13241 ncrcl924 

13242 ncrcl927 

13243 ncrcl929 

13244 ncrcl937 

13245 ncrcl939 

13246 ncrcl941 

13247 ncrcl944 

13248 ncrcl945 

13249 ncrcl946 

13250 ncrcl947 

13251 ncrcl949 

13252 ncrcl951 

13253 ncrcl952 

13254 ncrcl956 

13255 ncrcl959 

13256 ncrcl960 

13257 ncrcl963 

13258 ncrcl967 

13259 ncrcl968 

13260 ncrcl969 



13261 ncrcl971 

13262 ncrcl973 

13263 ncrcl975 

13264 ncrcl976 

13265 ncrcl977 

13266 ncrcl980 

13267 ncrcl981 

13268 ncrcl982 

13269 ncrcl985 

13270 ncrcl986 

13271 ncrcl988 

13272 ncrcl989 

13273 ncrcl990 

13274 ncrcl991 

13275 ncrcl992 

13276 ncrcl993 

13277 ncrcl995 

13278 ncrcl996 

13279 ncrcl997 

13280 ncrcl999 

13281 ncrc2000 

13282 ncrc2003 

13283 ncrc2004 

13284 ncrc2005 

13285 ncrc2007 

13286 ncrc2008 

13287 ncrc2010 

13288 ncrc2011 

13289 ncrc2013 

13290 ncrc2014 

13291 ncrc2015 

13292 ncrc2016 

13293 ncrc2017 

13294 ncrc2018 

13295 ncrc2019 

13296 ncrc2020 

13297 ncrc2024 

13298 ncrc2025 

13299 ncrc2027 

13300 ncrc2031 

13301 ncrc2035 

13302 ncrc2036 

13303 ncrc2037 

13304 ncrc2039 

13305 ncrc2040 

13306 ncrc2041 

13307 ncrc2042 

13308 ncrc2043 

13309 ncrc2044 

13310 ncrc2045 

13311 ncrc2047 

13312 ncrc2048 

13313 ncrc2049 

13314 ncrc2051 

13315 ncrc2052 

13316 ncrc2055 

13317 ncrc2056 

13318 ncrc2057 

13319 ncrc2058 

13320 ncrc2059 



13321 ncrc2060 

13322 ncrc2063 

13323 ncrc2064 

13324 ncrc2065 

13325 ncrc2067 

13326 ncrc2068 

13327 iicrc2069 

13328 ncrc2070 

13329 ncrc2071 

13330 ncrc2072 

13331 ncrc2073 

13332 ncrc2074 

13333 iicrc2075 

13334 ncrc2076 

13335 ncrc2078 

13336 ncrc2079 

13337 ncrc2080 

13338 ncrc2082 

13339 ncrc2085 

13340 ncrc2086 

13341 ncrc2087 

13342 ncrc2090 

13343 ncrc2091 

13344 ttcrc2092 

13345 ncrc2093 

13346 ncrc2096 

13347 ncrc2097 

13348 ncrc2098 

13349 ncrc2099 

13350 ncrc2103 

13351 ncrc2106 

13352 ncrc2108 

13353 ncrc2110 

13354 ncrc2111 

13355 ncrc2112 

13356 ncrc2113 

13357 ncrc2114 

13358 ncrc2119 

13359 ncrc2120 

13360 ncrc2121 

13361 ncrc2123 

13362 ncrc2124 

13363 ncrc2128 

13364 ncrc2129 

13365 ncrc2131 

13366 ncrc2132 

13367 ncrc2133 

13368 ncrc2135 

13369 ncrc2137 

13370 ncrc2139 

13371 ncrc2140 

13372 ncrc2141 

13373 ncrc2142 

13374 ncrc2144 

13375 ncrc2145 

13376 ncrc2147 

13377 ncrc2149 

13378 ncrc2151 

13379 ncrc2152 

13380 ncrc2153 



13381 ncrc2154 

13382 ncrc2155 

13383 ncrc2156 

13384 ncrc2158 

13385 ncrc2160 

13386 ncrc2161 

13387 ncrc2164 

13388 ncrc2165 

13389 ncrc2166 

13390 ncrc2168 

13391 ncrc2171 

13392 ncrc2172 

13393 ncrc2173 

13394 ncrc2175 

13395 ncrc2176 

13396 ncrc2177 

13397 ncrc2179 

13398 ncrc2180 

13399 ncrc2181 

13400 ncrc2182 

13401 ncrc2183 

13402 ncrc2185 

13403 ncrc2186 

13404 ncrc2187 

13405 ncrc2189 

13406 ncrc2191 

13407 ncrc2192 

13408 iicrc2193 

13409 ncrc2195 

13410 ncrc2196 

13411 ncrc2199 

13412 ncrc2201 

13413 ncrc2202 

13414 ncrc2203 

13415 ncrc2204 

13416 ncrc2205 

13417 ncrc2206 

13418 ncrc2207 

13419 ncrc2208 

13420 ncrc2209 

13421 ncrc2210 

13422 ncrc2211 

13423 ncrc2215 

13424 ncrc2219 

13425 ncrc2220 

13426 ncrc2224 

13427 ncrc2225 

13428 ncrc2227 

13429 ncrc2232 

13430 ncrc2233 

13431 ncrc2234 

13432 ncrc2235 

13433 ncrc2236 

13434 ncrc2237 

13435 ncrc2239 

13436 ncrc2240 

13437 ncrc2241 

13438 ncrc2243 

13439 ncrc2244 

13440 ncrc2247 



13441 ncrc2248 

13442 ncrc2250 

13443 ncrc2251 

13444 ncrc2252 

13445 ncrc2254 

13446 ncrc2257 

13447 ncrc2259 

13448 ncrc2260 

13449 ncrc2261 

13450 ncrc2262 

13451 ncrc2263 

13452 ncrc2265 

13453 ncrc2266 

13454 ncrc2267 

13455 ncrc2268 

13456 ncrc2270 

13457 ncrc2271 

13458 ncrc2272 

13459 ncrc2273 

13460 ncrc2273 

13461 ncrc2277 

13462 ncrc2278 

13463 ncrc2279 

13464 ncrc2280 

13465 ncrc2281 

13466 ncrc2282 

13467 ncrc2283 

13468 ncrc2284 

13469 ncrc2285 

13470 ncrc2286 

13471 ncrc2287 

13472 ncrc2288 

13473 ncTc2289 

13474 ncrc2290 

13475 ncrc2292 

13476 ncrc2293 

13477 ncrc2295 

13478 iicrc2296 

13479 ncrc2298 

13480 ncrc2299 

13481 ncrc2300 

13482 ncrc2302 

13483 ncrc2303 

13484 ncrc2304 

13485 ncrc2305 

13486 ncrc2306 

13487 ncrc2307 

13488 ncrc2308 

13489 ncrc2311 

13490 ncrc2313 

13491 ncrc2315 

13492 ncrc2316 

13493 ncrc2317 

13494 ncrc2318 

13495 ncrc2319 

13496 ncrc2320 

13497 ncrc2321 

13498 ncrc2323 

13499 iicrc2324 

13500 ncrc2325 
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13501 ncrc2327 

13502 ncrc2330 

13503 ncrc2332 

13504 ncrc2333 

13505 ncrc2341 

13506 ncrc2347 

13507 ncrc2348 

13508 ncrc2355 

13509 ncrc2356 

13510 ncrc2357 

13511 ncrc2359 

13512 ncrc2360 

13513 ncrc2363 

13514 ncrc2365 

13515 ncrc2366 

13516 ncrc2367 

13517 ncrc2368 

13518 ncrc2369 

13519 ncrc2371 

13520 ncrc2374 

13521 ncrc2375 

13522 ncrc2376 

13523 ncrc2377 

13524 ncrc2378 

13525 ncrc2379 

13526 ncrc2380 

13527 ncrc2381 

13528 ncrc2382 

13529 ncrc2383 

13530 ncrc2384 

13531 ncrc2387 

13532 ncrc2388 

13533 ncrc2391 

13534 ncrc2392 

13535 ncrc2393 

13536 ncrc2394 

13537 ncrc2395 

13538 ncrc2396 

13539 ncrc2397 

13540 ncrc2400 

13541 ncrc2401 

13542 ncrc2402 

13543 ncrc2403 

13544 ncrc2404 

13545 ncrc2407 

13546 ncrc2408 

13547 ncrc2409 

13548 ncrc2411 

13549 ncrc2412 

13550 ncrc2413 

13551 ncrc2415 

13552 ncrc2416 

13553 ncrc2417 

13554 ncrc2421 

13555 ncrc2423 

13556 ncrc2424 

13557 ncrc2425 

13558 ncrc2426 

13559 ncrc2427 

13560 ncrc2428 



13561 ncrc2429 

13562 ncrc2430 

13563 ncrc2432 

13564 ncrc2433 

13565 ncrc2437 

13566 ncrc2439 

13567 ncrc2440 

13568 ncrc2441 

13569 ncrc2442 

13570 ncrc2443 

13571 ncrc2444 

13572 ncrc2446 

13573 ncrc2447 

13574 ncrc2448 

13575 ncrc2451 

13576 ncrc2452 

13577 ncrc2453 

13578 ncrc2454 

13579 ncrc2458 

13580 ncrc2459 

13581 ncrc2460 

13582 ncrc2461 

13583 ncrc2462 

13584 ncrc2463 

13585 ncrc2464 

13586 ncrc2466 

13587 ncrc2467 

13588 ncrc2468 

13589 ncrc2469 

13590 ncrc2470 

13591 ncrc2471 

13592 ncrc2472 

13593 ncrc2474 

13594 ncrc2475 

13595 ncrc2476 

13596 ncrc2477 

13597 ncrc2478 

13598 ncrc2480 

13599 ncrc2481 

13600 ncrc2482 

13601 ncrc2483 

13602 ncrc2484 

13603 ncrc2485 

13604 ncrc2488 

13605 ncrc2490 

13606 ncrc2491 

13607 ncrc2492 

13608 ncrc2493 

13609 ncrc2494 

13610 ncrc2495 

13611 ncrc2496 

13612 ncrc2497 

13613 ncrc2499 

13614 ncrc2500 

13615 ncrc2503 

13616 ncrc2504 

13617 ncrc2505 

13618 ncrc2507 

13619 ncrc2508 

13620 ncrc2509 



13621 ncrc2511 

13622 ncrc2512 

13623 ncrc2513 

13624 ncrc2515 

13625 ncrc2516 

13626 ncrc2517 

13627 ncrc2519 

13628 ncrc2521 

13629 ncrc2522 

13630 ncrc2523 

13631 ncrc2524 

13632 ncrc2528 

13633 ncrc2529 

13634 ncrc2531 

13635 ncrc2532 

13636 ncrc2533 

13637 ncrc2535 

13638 ncrc2536 

13639 ncrc2537 

13640 ncrc2538 

13641 ncrc2539 

13642 ncrc2540 

13643 ncrc2542 

13644 ncrc2551 

13645 ncrc2553 

13646 ncrc2555 

13647 ncrc2556 

13648 ncrc2557 

13649 ncrc2558 

13650 ncrc2560 

13651 ncrc2563 

13652 ncrc2564 

13653 ncrc2567 

13654 ncrc2568 

13655 ncrc2569 

13656 ncrc2571 

13657 ncrc2572 

13658 ncrc2575 

13659 ncrc2576 

13660 ncrc2577 

13661 ncrc2578 

13662 ncrc2579 

13663 ncrc2580 

13664 ncrc2581 

13665 ncrc2583 

13666 ncrc2584 

13667 ncrc2585 

13668 ncrc2586 

13669 ncrc2587 

13670 ncrc2588 

13671 ncrc2590 

13672 ncrc2591 

13673 iicrc2592 

13674 ncrc2593 

13675 ncrc2595 

13676 ncrc2596 

13677 ncrc2600 

13678 ncrc2601 

13679 ncrc2603 

13680 ncrc2607 



13681 ncrc2609 

13682 ncrc2611 

13683 ncrc2612 

13684 ncrc2613 

13685 ncrc2617 

13686 ncrc2618 

13687 ncrc2619 

13688 ncrc2620 

13689 ncrc2621 

13690 ncrc2622 

13691 ncrc2625 

13692 ncrc2627 

13693 ncrc2628 

13694 ncrc2631 

13695 ncrc2632 

13696 ncrc2633 

13697 ncrc2635 

13698 ncrc2638 

13699 ncrc2639 

13700 ncrc2641 

13701 ncrc2643 

13702 ncrc2644 

13703 ncrc2645 

13704 ncrc2647 

13705 ncrc2648 

13706 ncrc2649 

13707 ncrc2650 

13708 ncrc2654 

13709 ncrc2655 

13710 ncrc2656 

13711 ncrc2657 

13712 ncrc2659 

13713 ncrc2661 

13714 ncrc2662 

13715 ncrc2663 

13716 ncrc2665 

13717 ncrc2666 

13718 ncrc2667 

13719 ncrc2668 

13720 ncrc2669 

13721 ncrc2670 

13722 ncrc2671 

13723 ncrc2673 

13724 ncrc2674 

13725 ncrc2675 

13726 iicrc2676 

13727 ncrc2677 

13728 ncrc2680 

13729 ncrc2681 

13730 ncrc2682 

13731 ncrc2683 

13732 ncrc2685 

13733 ncrc2686 

13734 ncrc2687 

13735 ncrc2689 

13736 ncrc2690 

13737 ncrc2691 

13738 ncrc2692 

13739 ncrc2693 

13740 ncrc2695 



13741 ncrc2696 

13742 ncrc2699 

13743 ncrc2700 

13744 ncrc2701 

13745 ncrc2702 

13746 ncrc2704 

13747 ncrc2705 

13748 ncrc2708 

13749 ncrc2709 

13750 ncrc2711 

13751 ncrc2712 

13752 ncrc2713 

13753 ncrc2715 

13754 ncrc2716 

13755 ncrc2718 

13756 iicrc2719 

13757 ncrc2720 

13758 ncrc2724 

13759 ncrc2725 

13760 ncrc2727 

13761 ncrc2729 

13762 ncrc2730 

13763 ncrc2731 

13764 ncrc2733 

13765 ncrc2734 

13766 ncrc2735 

13767 ncrc2736 

13768 ncrc2744 

13769 ncrc2745 

13770 ncrc2746 

13771 ncrc2747 

13772 iicrc2748 

13773 ncrc2749 

13774 ncrc2752 

13775 ncrc2756 

13776 ncrc2758 

13777 ncrc2759 

13778 ncrc2760 

13779 ncrc2761 

13780 ncrc2762 

13781 ncrc2763 

13782 ncrc2765 

13783 ncrc2768 

13784 ncrc2769 

13785 ncrc2771 

13786 ncrc2772 

13787 ncrc2775 

13788 ncrc2776 

13789 ncrc2779 

13790 ncrc2780 

13791 ncrc2784 

13792 ncrc2785 

13793 iicrc2786 

13794 ncrc2788 

13795 ncrc2791 

13796 ncrc2793 

13797 ncrc2795 

13798 ncrc2796 

13799 ncrc2799 

13800 ncrc2800 
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13801 


ncrc2801 


13861 


ncrc2893 


13921 


ncrc2985 


13981 


ncrc3072 


14041 


ncrc3161 


13802 


ncrc2804 


13862 


ncrc2894 


13922 


ncrc2988 


13982 


ncrc3073 


14042 


ncrc31 65 


13803 


ncrc2807 


13863 


ncrc2895 


13923 


ncrc2989 


13983 


ncrc3074 


14043 


ncrc3167 


13804 


ncrc2808 


13864 


ncrc2896 


13924 


ncrc2991 


13984 


ncrc3075 


14044 


ncrc3168 


13805 


ncrc2811 


13865 


ncrc2897 


13925 


ncrc2993 


13985 


ncrc3076 


14045 


ncrc3169 


13806 


ncrc2812 


13866 


ncrc2900 


13926 


ncrc2995 


13986 


ncrc3079 


14046 


ncrc3171 


13807 


ncrc2813 


13867 


ncrc2904 


13927 


ncrc2997 


13987 


ncrc3080 


14047 


ncrc3172 


13808 


ncrc2814 


13868 


ncrc2905 


13928 


ncrc2999 


13988 


ncrc3083 


14048 


ncrc3175 


13809 


ncrc2815 


13869 


ncrc2907 


13929 


ncrc3002 


13989 


ncrc3084 


14049 


ncrc3177 


13810 


ncrc2816 


13870 


ncrc2909 


13930 


ncrc3003 


13990 


ncrc3085 


14050 


ncrc3179 


13811 


ncrc2817 


13871 


ncrc2910 


13931 


ncrc3004 


13991 


ncrc3086 


14051 


ncrc3180 


13812 


ncrc2819 


13872 


ncrc2911 


13932 


ncrc3005 


13992 


ncrc3087 


14052 


ncrc3181 


13813 


ncrc2820 


13873 


ncrc2912 


13933 


ncrc3007 


13993 


ncrc3089 


14053 


ncrc3188 


13814 


ncrc2821 


13874 


ncrc2913 


13934 


ncrc3008 


13994 


iicrc3091 


14054 


ncrc3193 


13815 


ncrc2824 


13875 


ncrc2916 


13935 


ncrc3009 


13995 


ncrc3092 


14055 


ncrc3194 


13816 


ncrc2825 


13876 


ncrc2917 


13936 


ncrc3011 


13996 


iicrc3093 


14056 


ncrc3195 


13817 


iicrc2826 


13877 


ncrc2919 


13937 


ncrc3012 


13997 


ncrc3095 


14057 


ncrc3196 


13818 


ncrc2827 


13878 


ncrc2920 


13938 


ncrc3013 


13998 


ncrc3096 


14058 


ncrc3197 


13819 


ncrc2828 


13879 


ncrc2921 


13939 


ncrc3016 


13999 


ncrc3097 


14059 


ncrc3198 


13820 


ncrc2829 


13880 


ncrc2922 


13940 


ncrc3018 


14000 


ncrc3098 


14060 


ncrc3199 


13821 


ncrc2830 


13881 


ttcrc2923 


13941 


ncrc3020 


14001 


ncrc3100 


14061 


ncrc3200 


13822 


ncrc2831 


13882 


ncrc2924 


13942 


ncrc3022 


14002 


ncrc3102 


14062 


ncrc3201 


13823 


ncrc2832 


13883 


ncrc2926 


13943 


ncrc3023 


14003 


ncrc3103 


14063 


ncrc3203 


13824 


ncrc2833 


13884 


ncrc2927 


13944 


ncrc3025 


14004 


ncrc3104 


14064 


ncrc3204 


13825 


ncrc2835 


13885 


ncrc2928 


13945 


ncrc3027 


14005 


ncrc3107 


14065 


ncrc3207 


13826 


ncrc2836 


13886 


ncrc2929 


13946 


ncrc3028 


14006 


ncrc3108 


14066 


ncrc3208 


13827 


ncrc2839 


13887 


ncrc2933 


13947 


ncrc3029 


14007 


ncrc3 111 


14067 


ncrc3211 


13828 


ncrc2840 


13888 


ncrc2935 


13948 


ncrc3030 


14008 


ncrc3112 


14068 


ncrc3214 


13829 


ncrc2841 


13889 


ncrc2937 


13949 


ncrc3031 


14009 


ncrc3114 


14069 


ncrc3215 


13830 


ncrc2842 


13890 


ncrc2938 


13950 


ncrc3033 


14010 


ncrc3115 


14070 


ncrc3216 


13831 


ncrc2847 


13891 


ncrc2939 


13951 


ncrc3034 


14011 


ncrc3116 


14071 


ncrc3217 


13832 


ncrc2848 


13892 


ncrc2940 


13952 


ncrc3035 


14012 


ncrc3119 


14072 


ncrc3219 


13833 


ncrc2849 


13893 


ncrc2941 


13953 


ncrc3036 


14013 


ncrc3120 


14073 


ncrc3220 


13834 


ncrc2850 


13894 


ncrc2942 


13954 


ncrc3039 


14014 


ncrc3121 


14074 


ncrc3223 


13835 


ncrc2852 


13895 


ncrc2943 


13955 


ncrc3040 


14015 


ncrc3124 


14075 


ncrc3225 


13836 


ncrc2853 


13896 


ncrc2944 


13956 


ncrc3041 


14016 


ncrc3126 


14076 


ncrc3226 


13837 


ncrc2855 


13897 


ncrc2945 


13957 


iicrc3043 


14017 


ncrc3127 


14077 


ncrc3227 


13838 


ncrc2856 


13898 


ncrc2948 


13958 


ncrc3044 


14018 


ncrc3128 


14078 


ncrc3228 


13839 


ncrc2857 


13899 


ncrc2949 


13959 


iicrc3045 


14019 


ncrc3129 


14079 


ncrc3230 


13840 


ncrc2859 


13900 


ncrc2950 


13960 


ncrc3046 


14020 


ncrc3130 


14080 


ncrc3231 


13841 


ncrc2861 


13901 


ncrc2953 


13961 


iicrc3047 


14021 


ncrc3131 


14081 


ncrc3233 


13842 


ncrc2862 


13902 


ncrc2955 


13962 


ncrc3049 


14022 


ncrc3132 


14082 


ncrc3235 


13843 


ncrc2863 


13903 


ncrc2956 


13963 


ncrc3050 


14023 


ncrc3133 


14083 


ncrc3236 


13844 


ncrc2864 


13904 


ncrc2957 


13964 


ncrc3051 


14024 


ncrc3135 


14084 


ncrc3237 


13845 


ncrc2865 


13905 


ncrc2958 


13965 


iicrc3052 


14025 


ncrc3136 


14085 


ncrc3238 


13846 


ncrc2868 


13906 


ncrc2959 


13966 


ncrc3053 


14026 


ncrc3137 


14086 


ncrc3240 


13847 


ncrc2869 


13907 


iicrc2960 


13967 


ncrc3054 


14027 


ncrc3141 


14087 


ncrc3241 


13848 


ncrc2871 


13908 


ncrc2961 


13968 


ncrc3055 


14028 


ncrc3144 


14088 


ncrc3242 


13849 


ncrc2872 


13909 


ncrc2963 


13969 


ncrc3056 


14029 


ncrc3145 


14089 


ncrc3243 


13850 


ncrc2873 


13910 


ncrc2965 


13970 


iicrc3057 


14030 


ncrc3148 


14090 


iicrc3244 


13851 


ncrc2874 


13911 


ncrc2967 


13971 


ncrc3059 


14031 


ncrc3149 


14091 


ncrc3245 


13852 


ncrc2876 


13912 


ncrc2968 


13972 


ncrc3060 


14032 


ncrc3150 


14092 


ncrc3246 


13853 


ncrc2878 


13913 


ncrc2969 


13973 


ncrc3061 


14033 


ncrc3151 


14093 


ncrc3248 


13854 


ncrc2879 


13914 


ncrc2970 


13974 


iicrc3063 


14034 


iicrc3152 


14094 


ncrc3250 


13855 


iicrc2880 


13915 


ncrc2971 


13975 


ncrc3065 


14035 


ncrc3153 


14095 


ncrc3252 


13856 


ncrc2881 


13916 


ncrc2972 


13976 


ncrc3066 


14036 


ncrc3154 


14096 


ncrc3253 


13857 


ncrc2884 


13917 


ncrc2974 


13977 


ncrc3067 


14037 


ncrc3155 


14097 


ncrc3255 


13858 


ncrc2887 


13918 


ncrc2975 


13978 


ncrc3068 


14038 


ncrc3156 


14098 


ncrc3256 


13859 


ncrc2888 


13919 


ncrc2976 


13979 


ncrc3070 


14039 


ncrc3157 


14099 


ncrc3257 


13860 


ncrc2891 


13920 


iicrc2984 


13980 


ncrc3071 


14040 


ncrc3159 


14100 


ncrc3258 
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14101 ncrc3259 

14102 ncrc3260 

14103 ncrc3263 

14104 ncrc3268 

14105 ncrc3271 

14106 ncTc3272 

14107 ncrc3276 

14108 ncrc3277 

14109 ncrc3279 

14110 ncrc3281 

14111 ncrc3283 

14112 ncrc3285 

14113 ncrc3287 

14114 ncrc3288 

14115 ncrc3289 

14116 ncrc3290 

14117 ncrc3291 

14118 ncrc3292 

14119 ncrc3295 

14120 ncrc3296 

14121 ncrc3299 

14122 ncrc3300 

14123 ncrc3301 

14124 ncrc3303 

14125 ncrc3304 

14126 ncrc3305 

14127 ncrc3306 

14128 ncrc3307 

14129 ncrc3310 

14130 ncrc3312 

14131 ncrc3313 

14132 ncrc3315 

14133 ncrc3316 

14134 ncrc3317 

14135 ncrc3318 

14136 ncrc3319 

14137 ncrc3321 

14138 ncrc3324 

14139 ncrc3325 

14140 ncrc3326 

14141 ncrc3327 

14142 ncrc3328 

14143 ncrc3330 

14144 ncrc3332 

14145 ncrc3334 

14146 ncrc3335 

14147 ncrc3336 

14148 ncrc3338 

14149 ncrc3341 

14150 ncrc3342 

14151 ncrc3343 

14152 ncrc3344 

14153 ncrc3345 

14154 ncrc3347 

14155 ncrc3349 

14156 ncrc3351 

14157 ncrc3352 

14158 ncrc3354 

14159 ncrc3355 

14160 ncrc3356 



14161 ncrc3358 

14162 ncrc3359 

14163 ncrc3360 

14164 ncrc3361 

14165 ncrc3362 

14166 ncrc3364 

14167 ncrc3367 

14168 ncrc3369 

14169 ncrc3372 

14170 ncrc3375 

14171 ncrc3376 

14172 ncrc3377 

14173 ncrc3380 

14174 ncrc3381 

14175 ncrc3383 

14176 ncrc3387 

14177 ncrc3388 

14178 iicrc3389 

14179 ncrc3390 

14180 ncrc3391 

14181 ncrc3392 

14182 ncrc3393 

14183 ncrc3395 

14184 ncrc3396 

14185 ncrc3400 

14186 iicrc3401 

14187 ncrc3403 

14188 ncrc3404 

14189 ncrc3407 

14190 ncrc3408 

14191 ncrc3409 

14192 ncrc3413 

14193 ncrc3415 

14194 ncrc3416 

14195 ncrc3417 

14196 ncrc3418 

14197 ncrc3419 

14198 ncrc3421 

14199 ncrc3422 

14200 ncrc3423 

14201 ncrc3424 

14202 ncrc3425 

14203 ncrc3427 

14204 ncrc3428 

14205 ncrc3429 

14206 ncrc3431 

14207 ncrc3432 

14208 ncrc3433 

14209 ncrc3434 

14210 ncrc3435 

14211 ncrc3436 

14212 ncrc3437 

14213 ncrc3439 

14214 ncrc3440 

14215 ncrc3442 

14216 ncrc3443 

14217 ncrc3444 

14218 ncrc3445 

14219 ncrc3447 

14220 ncrc3449 



14221 ncrc3451 

14222 ncrc3452 

14223 ncrc3453 

14224 ncrc3454 

14225 ncrc3455 

14226 ncrc3456 

14227 ncrc3457 

14228 ncrc3459 

14229 ncrc3460 

14230 ncrc3461 

14231 ncrc3462 

14232 ncrc3463 

14233 ncrc3464 

14234 ncrc3465 

14235 ncrc3467 

14236 ncrc3468 

14237 ncrc3469 

14238 ncrc3471 

14239 ncrc3473 

14240 ncrc3475 

14241 ncrc3479 

14242 ncrc3480 

14243 ncrc3487 

14244 ncrc3488 

14245 ncrc3489 

14246 ncrc3491 

14247 ncrc3493 

14248 ncrc3495 

14249 ncrc3496 

14250 ncrc3497 

14251 ncrc3499 

14252 ncrc3500 

14253 ncrc3503 

14254 ncrc3504 

14255 ncrc3505 

14256 ncrc3507 

14257 ncrc3508 

14258 ncrc3509 

14259 ncrc3513 

14260 ncrc3514 

14261 ncrc3515 

14262 ncrc3516 

14263 ncrc3518 

14264 ncrc3520 

14265 ncrc3521 

14266 ncrc3523 

14267 ncrc3524 

14268 ncrc3525 

14269 ncrc3526 

14270 ncrc3529 

14271 ncrc3530 

14272 ncrc3532 

14273 ncrc3534 

14274 ncrc3535 

14275 ncrc3536 

14276 ncrc3537 

14277 ncrc3538 

14278 ncrc3540 

14279 ncrc3541 

14280 ncrc3543 



14281 ncrc3544 

14282 ncrc3546 

14283 ncrc3547 

14284 ncrc3548 

14285 ncrc3549 

14286 ncrc3550 

14287 ncrc3551 

14288 ncrc3552 

14289 ncrc3554 

14290 ncrc3556 

14291 ncrc3559 

14292 ncrc3560 

14293 ncrc3563 

14294 ncrc3564 

14295 ncrc3568 

14296 ncrc3569 

14297 ncrc3571 

14298 ncrc3573 

14299 ncrc3575 

14300 ncrc3576 

14301 ncrc3577 

14302 ncrc3579 

14303 ncrc3581 

14304 ncrc3582 

14305 ncrc3585 

14306 ncrc3587 

14307 ncrc3589 

14308 ncrc3593 

14309 ncrc3594 

14310 ncrc3595 

14311 ncrc3596 

14312 iicrc3598 

14313 ncrc3599 

14314 ncrc3601 

14315 ncrc3604 

14316 ncrc3605 

14317 ncrc3606 

14318 ncrc3607 

14319 ncrc3609 

14320 ncrc3610 

14321 ncrc3611 

14322 ncrc3613 

14323 ncrc3616 

14324 ncrc3617 

14325 ncrc3620 

14326 ncrc3621 

14327 ncrc3622 

14328 ncrc3623 

14329 ncrc3624 

14330 ncrc3625 

14331 ncrc3626 

14332 ncrc3628 

14333 ncrc3630 

14334 ncrc3631 

14335 ncrc3632 

14336 ncrc3633 

14337 ncrc3634 

14338 ncrc3635 

14339 ncrc3637 

14340 ncrc3640 



14341 ncrc3641 

14342 ncrc3642 

14343 ncrc3643 

14344 ncrc3644 

14345 ncrc3645 

14346 ncrc3646 

14347 ncrc3647 

14348 ncrc3648 

14349 ncrc3650 

14350 ncrc3651 

14351 ncrc3652 

14352 ncrc3655 

14353 iicrc3656 

14354 ncrc3657 

14355 ncrc3661 

14356 ncrc3664 

14357 ncrc3667 

14358 ncrc3671 

14359 ncrc3672 

14360 ncrc3676 

14361 ncrc3677 

14362 ncrc3678 

14363 ncrc3679 

14364 ncrc3680 

14365 ncrc3681 

14366 ncrc3683 

14367 ncrc3684 

14368 ncrc3685 

14369 ncrc3688 

14370 ncrc3689 

14371 ncrc3690 

14372 ncrc3691 

14373 ncrc3692 

14374 ncrc3695 

14375 ncrc3697 

14376 ncrc3699 

14377 ncrc3700 

14378 ncrc3701 

14379 iicrc3702 

14380 ncrc3703 

14381 iicrc3704 

14382 ncrc3705 

14383 ncrc3706 

14384 ncrc3707 

14385 ncrc3708 

14386 ncrc3709 

14387 ncrc3710 

14388 ncrc3712 

14389 ncrc3713 

14390 ncrc3715 

14391 ncrc3717 

14392 ncrc3718 

14393 ncrc3719 

14394 ncrc3720 

14395 ncrc3721 

14396 ncrc3722 

14397 ncrc3723 

14398 ncrc3724 

14399 ncrc3725 

14400 ncrc3727 
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14401 ncrc3728 

14402 iicrc3731 

14403 ncrc3733 

14404 ncrc3735 

14405 ncrc3736 

14406 ncrc3737 

14407 ncrc3738 

14408 ncrc3740 

14409 ncrc3743 

14410 ncrc3744 

14411 ncrc3748 

14412 ncrc3749 

14413 ncrc3750 

14414 ncTc3751 

14415 ncrc3752 

14416 ncrc3753 

14417 ncrc3754 

14418 ncrc3755 

14419 ncrc3756 

14420 ncrc3757 

14421 ncrc3759 

14422 ncrc3761 

14423 ncrc3762 

14424 ncrc3763 

14425 ncrc3764 

14426 ncrc3765 

14427 iicrc3766 

14428 ncrc3767 

14429 ncrc3769 

14430 ncrc3772 

14431 ncrc3773 

14432 ncrc3775 

14433 iicrc3776 

14434 ncrc3777 

14435 ncTc3778 

14436 ncrc3781 

14437 ncrc3782 

14438 ncrc3785 

14439 ncrc3786 

14440 ncrc3787 

14441 ncrc3790 

14442 ncrc3791 

14443 ncrc3794 

14444 ncrc3795 

14445 ncrc3797 

14446 ncrc3798 

14447 ncrc3799 

14448 ncrc3801 

14449 ncrc3802 

14450 ncrc3803 

14451 ncrc3805 

14452 ncrc3807 

14453 ncrc3810 

14454 ncrc3813 

14455 ncrc3814 

14456 ncrc3816 

14457 ncrc3817 

14458 ncTc3821 

14459 ncrc3825 

14460 ncrc3826 



14461 ncrc3827 

14462 ncrc3828 

14463 ncrc3829 

14464 ncrc3832 

14465 ncrc3833 

14466 ncrc3837 

14467 ncrc3838 

14468 ncrc3839 

14469 ncrc3840 

14470 ncrc3841 

14471 ncrc3842 

14472 ncrc3844 

14473 ncrc3847 

14474 ncrc3849 

14475 iicrc3851 

14476 ncrc3852 

14477 ncrc3853 

14478 ncrc3855 

14479 ncrc3856 

14480 ncrc3857 

14481 ncrc3859 

14482 ncrc3860 

14483 ncrc3861 

14484 ncrc3863 

14485 ncrc3864 

14486 ncrc3865 

14487 ncrc3866 

14488 ncrc3867 

14489 ncrc3869 

14490 ncrc3870 

14491 ncrc3872 

14492 ncrc3873 

14493 ncrc3875 

14494 ncrc3876 

14495 ncrc3877 

14496 ncrc3879 

14497 ncrc3880 

14498 ncrc3881 

14499 ncrc3882 

14500 ncrc3883 

14501 ncrc3886 

14502 ncrc3887 

14503 ncrc3888 

14504 ncrc3889 

14505 ncrc3891 

14506 ncrc3893 

14507 ncrc3895 

14508 ncrc3896 

14509 ncrc3897 

14510 ncrc3898 

14511 ncrc3899 

14512 ncrc3900 

14513 ncrc3901 

14514 ncrc3903 

14515 ncrc3904 

14516 ncrc3905 

14517 ncrc3908 

14518 ncrc3909 

14519 iicrc3911 

14520 ncrc3914 



14521 ncrc3916 

14522 ncrc3917 

14523 ncrc3918 

14524 ncrc3919 

14525 ncrc3920 

14526 ncrc3921 

14527 ncrc3922 

14528 ncrc3923 

14529 ncrc3925 

14530 ncrc3927 

14531 ncrc3928 

14532 ncrc3930 

14533 ncrc3932 

14534 ncrc3933 

14535 ncrc3934 

14536 ncrc3935 

14537 ncrc3935 

14538 ncrc3936 

14539 ncrc3937 

14540 ncrc3938 

14541 ncrc3939 

14542 ncrc3945 

14543 ncrc3952 

14544 ncrc3953 

14545 ncrc3955 

14546 ncrc3956 

14547 ncrc3957 

14548 ncrc3959 

14549 ncrc3960 

14550 ncrc3962 

14551 ncrc3964 

14552 ncrc3968 

14553 ncrc3969 

14554 ncrc3971 

14555 ncrc3972 

14556 ncrc3975 

14557 ncrc3976 

14558 ncrc3978 

14559 ncrc3979 

14560 ncrc3980 

14561 ncrc3982 

14562 ncrc3983 

14563 ncrc3984 

14564 ncrc3987 

14565 ncrc3988 

14566 ncrc3991 

14567 ncrc3992 

14568 ncrc3993 

14569 ncrc3994 

14570 ncrc3995 

14571 ncrc3998 

14572 ncrc3999 

14573 ncrc4000 

14574 ncrc4001 

14575 ncrc4004 

14576 ncrc4005 

14577 ncrc4006 

14578 ncrc4007 

14579 ncrc4009 

14580 ncrc4010 



14581 ncrc4011 

14582 ncrc4012 

14583 ncrc4014 

14584 ncrc4015 

14585 ncrc4016 

14586 ncrc4017 

14587 ncrc4020 

14588 ncrc4021 

14589 ncrc4023 

14590 ncrc4024 

14591 ncrc4025 

14592 ncrc4026 

14593 ncrc4027 

14594 ncrc4028 

14595 ncrc4029 

14596 ncrc4030 

14597 ncrc4032 

14598 ncrc4033 

14599 ncrc4034 

14600 ncrc4036 

14601 ncrc4040 

14602 ncrc4041 

14603 ncrc4043 

14604 ncrc4044 

14605 ncrc4045 

14606 ncrc4047 

14607 ncrc4048 

14608 ncrc4049 

14609 ncrc4052 

14610 ncrc4055 

14611 ncrc4057 

14612 ncrc4059 

14613 ncrc4060 

14614 iicrc4063 

14615 ncrc4065 

14616 ncrc4067 

14617 ncrc4068 

14618 ncrc4069 

14619 ncrc4071 

14620 ncrc4072 

14621 ncrc4073 

14622 ncrc4074 

14623 ncrc4075 

14624 ncrc4076 

14625 ncrc4079 

14626 ncrc4080 

14627 ncrc4081 

14628 ncrc4084 

14629 ncrc4085 

14630 ncrc4086 

14631 ncrc4087 

14632 ncrc4088 

14633 ncrc4089 

14634 ncrc4090 

14635 ncrc4092 

14636 ncrc4093 

14637 ncrc4095 

14638 ncrc4097 

14639 ncrc4098 

14640 ncrc4099 



14641 ncrc4101 

14642 iicrc4102 

14643 ncrc4103 

14644 ncrc4104 

14645 ncrc4105 

14646 ncrc4106 

14647 ncrc4107 

14648 ncrc4108 

14649 ncrc4109 

14650 ncrc4111 

14651 ncrc4112 

14652 ncrc4113 

14653 ncrc4114 

14654 ncrc4116 

14655 ncrc4117 

14656 ncrc4119 

14657 ncrc4120 

14658 ncrc4121 

14659 ncrc4122 

14660 ncrc4123 

14661 ncrc4124 

14662 ncrc4125 

14663 ncrc4128 

14664 iicrc4129 

14665 ncrc4130 

14666 ncrc4131 

14667 ncrc4132 

14668 ncrc4135 

14669 ncrc4136 

14670 ncrc4137 

14671 ncrc4139 

14672 ncrc4140 

14673 ncrc4141 

14674 ncrc4143 

14675 ncrc4144 

14676 ncrc4145 

14677 iicrc4146 

14678 ncrc4147 

14679 ncrc4148 

14680 ncrc4152 

14681 ncrc4153 

14682 ncrc4154 

14683 ncrc4159 

14684 ncrc4160 

14685 ncrc4163 

14686 iicrc4164 

14687 ncTc4165 

14688 ncrc4168 

14689 ncrc4169 

14690 ncrc4170 

14691 ncrc4171 

14692 ncrc4175 

14693 ncrc4177 

14694 ncrc4179 

14695 ncrc4180 

14696 ncrc4182 

14697 ncrc4183 

14698 ncrc4184 

14699 ncrc41 85 

14700 ncrc4186 
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14701 


iicrc4187 


14761 


ncrc4273 


14821 


ncrc4359 


14881 


ncrc4459 


14941 


ncrc4554 


14702 


ncrc4188 


14762 


ncrc4275 


14822 


ncrc4361 


14882 


ncrc4460 


14942 


ncrc4555 


14703 


ncrc4189 


14763 


ncrc4276 


14823 


ncrc4362 


14883 


ncrc4464 


14943 


ncrc4556 


14704 


ncrc4190 


14764 


ncrc4279 


14824 


ncrc4366 


14884 


ncrc4467 


14944 


ncrc4559 


14705 


ncrc4191 


14765 


ncrc4280 


14825 


ncrc4367 


14885 


ncrc4469 


14945 


ncrc4561 


14706 


ncrc4192 


14766 


ncrc4281 


14826 


ncrc4368 


14886 


ncrc4471 


14946 


ncrc4563 


14707 


ncrc4193 


14767 


ncrc4282 


14827 


ncrc4369 


14887 


ncrc4472 


14947 


ncrc4565 


14708 


ncrc4195 


14768 


ncrc4283 


14828 


ncrc4371 


14888 


ncrc4473 


14948 


ncrc4566 


14709 


ncrc4196 


14769 


ncrc4284 


14829 


ncrc4372 


14889 


ncrc4476 


14949 


ncrc4567 


14710 


ncrc4197 


14770 


ncrc4285 


14830 


ncrc4373 


14890 


ncrc4478 


14950 


ncrc4568 


14711 


ncrc4199 


14771 


ncrc4286 


14831 


ncrc4374 


14891 


ncrc4479 


14951 


ncrc4569 


14712 


ncrc4201 


14772 


ncrc4287 


14832 


ncrc4376 


14892 


ncrc4481 


14952 


ncrc4570 


14713 


ncrc4202 


14773 


ncrc4289 


14833 


ncrc4377 


14893 


iicrc4485 


14953 


iicrc4574 


14714 


ncrc4203 


14774 


ncrc4290 


14834 


ncrc4378 


14894 


ncrc4486 


14954 


ncrc4575 


14715 


ncrc4204 


14775 


ncrc4291 


14835 


ncrc4380 


14895 


ncrc4487 


14955 


ncrc4576 


14716 


ncrc4205 


14776 


ncrc4292 


14836 


ncrc4381 


14896 


ncrc4489 


14956 


ncrc4577 


14717 


ncrc4206 


14777 


ncrc4294 


14837 


ncrc4382 


14897 


ncrc4490 


14957 


ncrc4579 


14718 


ncrc4207 


14778 


ncrc4295 


14838 


ncrc4383 


14898 


ncrc4492 


14958 


ncrc4580 


14719 


ncrc4208 


14779 


ncrc4296 


14839 


ncrc4384 


14899 


ncrc4493 


14959 


ncrc4581 


14720 


ncrc4211 


14780 


ncrc4297 


14840 


ncrc4387 


14900 


ncrc4494 


14960 


ncrc4583 


14721 


ncrc4212 


14781 


ncrc4298 


14841 


ncrc4389 


14901 


ncrc4495 


14961 


ncrc4584 


14722 


ncrc4213 


14782 


ncrc4299 


14842 


ncrc4390 


14902 


ncrc4496 


14962 


ncrc4585 


14723 


ncrc4216 


14783 


ncrc4300 


14843 


ncrc4394 


14903 


ncrc4497 


14963 


ncrc4586 


14724 


ncrc4218 


14784 


ncrc4301 


14844 


ncrc4395 


14904 


ncrc4498 


14964 


ncrc4587 


14725 


ncrc4219 


14785 


ncrc4302 


14845 


ncrc4396 


14905 


ncrc4499 


14965 


ncrc4588 


14726 


ncrc4220 


14786 


ncrc4303 


14846 


ncrc4397 


14906 


ncrc4500 


14966 


ncrc4589 


14727 


ncrc4221 


14787 


ncrc4304 


14847 


ncrc4398 


14907 


ncrc4501 


14967 


ncrc4590 


14728 


ncrc4222 


14788 


ncrc4305 


14848 


ncrc4399 


14908 


ncrc4503 


14968 


ncrc4591 


14729 


ncrc4223 


14789 


ncrc4306 


14849 


ncrc4401 


14909 


ncrc4504 


14969 


ncrc4592 


14730 


ncrc4224 


14790 


ncrc4307 


14850 


ncrc4402 


14910 


ncrc4505 


14970 


ncrc4593 


14731 


ncrc4225 


14791 


ncrc4308 


14851 


ncrc4403 


14911 


ncrc4508 


14971 


ncrc4594 


14732 


ncrc4226 


14792 


ncrc4309 


14852 


ncrc4404 


14912 


ncrc4509 


14972 


ncrc4597 


14733 


ncrc4227 


14793 


ncrc4312 


14853 


ncrc4408 


14913 


ncrc4511 


14973 


ncrc4599 


14734 


ncrc4228 


14794 


ncrc4313 


14854 


ncrc4409 


14914 


ncrc4512 


14974 


ncrc4600 


14735 


ncrc4231 


14795 


ncrc4314 


14855 


ncrc4410 


14915 


ncrc4513 


14975 


ncrc4602 


14736 


ncrc4233 


14796 


ncrc4315 


14856 


ncrc4411 


14916 


ncrc4514 


14976 


ncrc4604 


14737 


ncrc4235 


14797 


ncrc4315 


14857 


ncrc4413 


14917 


ncrc4515 


14977 


ncrc4605 


14738 


ncrc4237 


14798 


ncrc4316 


14858 


ncrc4414 


14918 


ncrc4516 


14978 


ncrc4606 


14739 


ncrc4240 


14799 


ncrc4317 


14859 


ncrc4415 


14919 


ncrc4519 


14979 


ncrc4607 


14740 


ncrc4241 


14800 


ncrc4318 


14860 


ncrc4416 


14920 


ncrc4520 


14980 


ncrc4608 


14741 


ncrc4243 


14801 


ncrc4320 


14861 


ncrc4417 


14921 


ncrc4521 


14981 


ncrc4609 


14742 


ncrc4244 


14802 


ncrc4323 


14862 


ncrc4418 


14922 


ncrc4523 


14982 


iicrc4610 


14743 


ncrc4247 


14803 


ncrc4327 


14863 


]icrc4419 


14923 


ncrc4524 


14983 


ncrc4611 


14744 


ncrc4248 


14804 


ncrc4328 


14864 


iicrc4420 


14924 


ncrc4525 


14984 


ncrc4612 


14745 


ncrc4249 


14805 


ncrc4329 


14865 


ncrc4423 


14925 


ncrc4527 


14985 


ncrc4615 


14746 


ncrc4250 


14806 


iicrc4333 


14866 


ncrc4424 


14926 


ncrc4528 


14986 


ncrc4616 


14747 


ncTc4253 


14807 


ncrc4335 


14867 


ncrc4425 


14927 


ncrc4531 


14987 


ncrc4619 


14748 


ncrc4254 


14808 


ncrc4336 


14868 


ncrc4427 


14928 


ncrc4532 


14988 


ncrc4620 


14749 


ncrc4255 


14809 


ncrc4340 


14869 


ncrc4428 


14929 


ncrc4533 


14989 


ncrc4621 


14750 


ncrc4257 


14810 


ncrc4343 


14870 


ncrc4429 


14930 


ncrc4535 


14990 


ncrc4623 


14751 


ncrc4259 


14811 


ncrc4344 


14871 


ncrc4431 


14931 


ncrc4536 


14991 


ncrc4625 


14752 


ncrc4260 


14812 


ncrc4345 


14872 


ncrc4436 


14932 


ncrc4538 


14992 


ncrc4627 


14753 


ncrc4261 


14813 


ncrc4346 


14873 


ncrc4437 


14933 


ncrc4539 


14993 


ncrc4628 


14754 


ncrc4263 


14814 


ncrc4347 


14874 


ncrc4439 


14934 


ncrc4540 


14994 


ncrc4629 


14755 


ncrc4264 


14815 


ncrc4349 


14875 


ncrc4440 


14935 


ncrc4543 


14995 


ncrc4632 


14756 


ncrc4265 


14816 


ncrc4352 


14876 


ncrc4441 


14936 


ncrc4547 


14996 


ncrc4633 


14757 


ncrc4267 


14817 


ncrc4353 


14877 


ncrc4444 


14937 


ncrc4548 


14997 


ncrc4634 


14758 


ncrc4268 


14818 


ncrc4355 


14878 


ncrc4448 


14938 


ncrc4551 


14998 


ncrc4637 


14759 


ncrc4269 


14819 


ncrc4356 


14879 


ncrc4451 


14939 


ncrc4552 


14999 


ncrc4638 


14760 


ncrc4270 


14820 


iicrc4357 


14880 


ncrc4456 


14940 


ncrc4553 


15000 


ncrc4639 
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15001 


ncrc4641 




15002 


ncrc4643 




15003 


ncrc4644 




15004 


ncrc4645 




15005 


ncrc4647 




15006 


ncrc4648 




15007 


ncrc4650 




15008 


ncrc4651 




15009 


ncrc4654 




15010 


ncrc4655 




15011 


ncrc4656 




15012 


ncrc4657 




15013 


ncrc4659 




15014 


ncrc4660 




15015 


ncrc4661 




15016 


ncrc4662 




15017 


ncrc4663 




15018 


ncrc4664 




15019 


ncrc4665 




15020 


ncrc4666 




15021 


ncrc4667 




15022 


ncrc4668 




15023 


ncrc4669 


Iff 


15024 


ncrc4670 




15025 


ncrc4671 


sfi 


15026 


ncrc4672 




15027 


ncrc4673 




15028 


ncrc4675 




15029 


ncrc4676 




15030 


ncrc4677 


:s £ 

m 


15031 


ncrc4681 


ilJ 


15032 


ncrc4682 




15033 


ncrc4683 




15034 


ncrc4684 




15035 


ncrc4685 




15036 


ncrc4686 




15037 


ncrc4687 




15038 


ncrc4688 




15039 


ncrc4689 




15040 


ncrc4690 




15041 


ncrc4692 




15042 


ncrc4693 




15043 


ncrc4695 




15044 


ncrc4696 




15045 


ncrc4697 




15046 


ncrc4698 




15047 


ncrc4700 




15048 


ncrc4701 




15049 


ncrc4703 




15050 


ncrc4704 




15051 


ncrc4705 




15052 


ncrc4706 




15053 


ncrc4707 




15054 


ncrc4712 




15055 


ncrc4713 




15056 


ncrc4716 




15057 


ncrc4717 




15058 


ncrc4719 




15059 


ncrc4720 




15060 


ncrc4721 



15061 ncrc4723 

15062 ncrc4724 

15063 ncrc4725 

15064 ncrc4728 

15065 ncrc4730 

15066 ncrc4730 

15067 ncrc4732 

15068 ncrc4733 

15069 ncrc4734 

15070 ncrc4735 

15071 ncrc4736 

15072 ncrc4737 

15073 ncrc4740 

15074 ncrc4741 

15075 ncrc4743 

15076 ncrc4744 

15077 ncrc4745 

15078 ncrc4746 

15079 ncrc4747 

15080 ncrc4748 

15081 ncrc4751 

15082 ncrc4752 

15083 ncrc4753 

15084 ncrc4755 

15085 ncrc4756 

15086 ncrc4757 

15087 ncrc4758 

15088 ncrc4759 

15089 ncrc4760 

15090 ncrc4761 

15091 ncrc4765 

15092 ncrc4766 

15093 ncrc4769 

15094 ncrc477i 

15095 ncrc4772 

15096 ncrc4773 

15097 ncrc4774 

15098 ncrc4775 

15099 ncrc4776 

15100 ncrc4778 

15101 ncrc4779 

15102 ncrc4780 

15103 ncrc4782 

15104 ncrc4784 

15105 ncrc4785 

15106 ncrc4786 

15107 ncrc4787 

15108 ncrc4788 

15109 ncrc4789 

15110 ncrc4792 

15111 ncrc4793 

15112 ncrc4794 

15113 ncrc4798 

15114 ncrc4799 

15115 ncrc4800 

15116 ncrc4802 

15117 ncrc4803 

15118 ncrc4804 

15119 ncrc4807 

15120 ncrc4808 



15121 ncrc4809 

15122 ncrc4811 

15123 ncrc4812 

15124 ncrc4814 

15125 ncrc4815 

15126 ncrc4816 

15127 ncrc4819 

15128 ncrc4820 

15129 ncrc4821 

15130 ncrc4823 

15131 ncrc4824 

15132 ncrc4827 

15133 ncrc4828 

15134 ncrc4829 

15135 ncrc4830 

15136 ncrc4831 

15137 ncrc4835 

15138 ncrc4839 

15139 ncrc4840 

15140 ncrc4841 

15141 ncrc4842 

15142 ncrc4843 

15143 ncrc4844 

15144 ncrc4848 

15145 ncrc4849 

15146 ncrc4851 

15147 ncrc4852 

15148 ncrc4854 

15149 ncrc4855 

15150 ncrc4856 

15151 ncrc4857 

15152 ncrc4858 

15153 ncrc4859 

15154 ncrc4860 

15155 ncrc4861 

15156 ncrc4862 

15157 ncrc4863 

15158 ncrc4864 

15159 ncrc4867 

15160 ncrc4869 

15161 ncrc4870 

15162 ncrc4871 

15163 ncrc4872 

15164 ncrc4874 

15165 ncrc4875 

15166 ncrc4876 

15167 ncrc4877 

15168 ncrc4878 

15169 ncrc4879 

15170 ncrc4880 

15171 ncrc4882 

15172 ncrc4884 

15173 ncrc4885 

15174 ncrc4888 

15175 ncrc4890 

15176 ncrc4891 

15177 ncrc4894 

15178 ncrc4896 

15179 ncrc4897 

15180 ncrc4898 



15181 ncrc4899 

15182 ncrc4900 

15183 ncrc4903 

15184 ncrc4904 

15185 ncrc4907 

15186 ncrc4909 

15187 ncrc4911 

15188 ncrc4912 

15189 ncrc4913 

15190 ncrc4915 

15191 ncrc4916 

15192 ncrc4917 

15193 ncrc4919 

15194 ncrc4920 

15195 ncrc4923 

15196 ncrc4924 

15197 ncrc4926 

15198 ncrc4927 

15199 ncrc4931 

15200 ncrc4932 

15201 ncrc4933 

15202 ncrc4936 

15203 ncrc4937 

15204 ncrc4939 

15205 ncrc4940 

15206 ncrc4942 

15207 ncrc4945 

15208 ncrc4947 

15209 ncrc4950 

15210 ncrc4953 

15211 ncrc4954 

15212 ncrc4955 

15213 ncrc4956 

15214 ncrc4957 

15215 ncrc4958 

15216 ncrc4964 

15217 ncrc4966 

15218 ncrc4967 

15219 ncrc4968 

15220 ncrc4969 

15221 ncrc4970 

15222 ncrc4971 

15223 ncrc4972 

15224 ncrc4973 

15225 ncrc4974 

15226 ncrc4975 

15227 ncrc4976 

15228 ncrc4977 

15229 ncrc4978 

15230 ncrc4981 

15231 ncrc4983 

15232 ncrc4985 

15233 ncrc4986 

15234 ncrc4987 

15235 ncrc4988 

15236 ncrc4989 

15237 ncrc4991 

15238 ncrc4993 

15239 ncrc4994 

15240 ticrc4995 



15241 ncrc4996 

15242 ncrc5000 

15243 ncrc5001 

15244 ncrc5003 

15245 ncrc5004 

15246 ncrc5007 

15247 ncrc5008 

15248 ncrc5011 

15249 ncrc5013 

15250 ncrc5015 

15251 ncrc5016 

15252 ncrc5017 

15253 ncrc5018 

15254 ncrc5019 

15255 ncrc5020 

15256 ncrc5021 

15257 ncrc5022 

15258 ncrc5023 

15259 ncrc5025 

15260 ncrc5031 

15261 ncrc5033 

15262 ncrc5034 

15263 ncrc5035 

15264 ncrc5036 

15265 ncrc5038 

15266 ncrc5039 

15267 ncrc5040 

15268 ncrc5041 

15269 ncrc5044 

15270 ncrc5045 

15271 ncrc5047 

15272 ncrc5048 

15273 ncrc5050 

15274 ncrc5051 

15275 ncrc5052 

15276 ncrc5053 

15277 ncrc5054 

15278 ncrc5055 

15279 ncrc5056 

15280 ncrc5060 

15281 ncrc5061 

15282 ncrc5062 

15283 ncrc5064 

15284 ncrc5065 

15285 ncrc5066 

15286 ncrc5067 

15287 ncrc5069 

15288 ncrc5070 

15289 ncrc5071 

15290 ncrc5072 

15291 ncrc5074 

15292 ncrc5075 

15293 ncrc5076 

15294 ncrc5077 

15295 ncrc5079 

15296 ncrc5081 

15297 ncrc5083 

15298 ncrc5086 

15299 ncrc5087 

15300 ncrc5088 
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15301 ncrc5090 

15302 ncrc5091 

15303 ncrc5092 

15304 ncrc5095 

15305 ncrc5096 

15306 ncrc5098 

15307 ncrc5099 

15308 ncrc5100 

15309 ncrc5101 

15310 ncrc5104 

15311 ncrc5105 

15312 ncrc5107 

15313 ncrc5108 

15314 ncrc5109 

15315 ncrc5111 

15316 ncrc5113 

15317 ncrc5116 

15318 ncrc5117 

15319 ncrc5118 

15320 ncrc5121 

15321 ncrc5123 

15322 ncrc5124 

15323 ncrc5125 

15324 ncrc5127 

15325 ncrc5128 

15326 ncrc5132 

15327 ncrc5135 

15328 ncrc5136 

15329 ncrc5137 

15330 ncrc5139 

15331 ncrc5140 

15332 ncrc5141 

15333 ncrc5142 

15334 ncrc5143 

15335 ncrc5144 

15336 ncrc5145 

15337 ncrc5146 

15338 ncrc5147 

15339 ncrc5148 

15340 ncrc5149 

15341 ncrc5150 

15342 iicrc5152 

15343 ncrc51 55 

15344 ncrc5156 

15345 ncrc5157 

15346 ncrc5158 

15347 ncrc5159 

15348 ncrc5160 

15349 ncrc5161 

15350 ncrc5162 

15351 ncrc5163 

15352 ncrc5164 

15353 ncrc5166 

15354 ncrc5167 

15355 ncrc5168 

15356 ncrc5169 

15357 ncrc5170 

15358 ncrc5171 

15359 ncrc5172 

15360 ncrc5175 



15361 ncrc5176 

15362 ncrc5177 

15363 ncrc5178 

15364 ncrc5179 

15365 ncrc5180 

15366 ncrc5181 

15367 ncrc5182 

15368 ncrc5183 

15369 ncrc5184 

15370 ncrc5185 

15371 ncrc5186 

15372 ncrc5187 

15373 ncrc5191 

15374 ncrc5195 

15375 ncrc5196 

15376 ncrc5199 

15377 ncrc5200 

15378 ncrc5201 

15379 ncrc5204 

15380 ncrc5205 

15381 ncrc5207 

15382 ncrc5208 

15383 ncrc5209 

15384 ncrc5211 

15385 ncrc5212 

15386 ncrc5213 

15387 ncrc5216 

15388 ncrc5217 

15389 ncrc5219 

15390 ncrc5220 

15391 ncrc5221 

15392 ncrc5223 

15393 ncrc5224 

15394 ncrc5225 

15395 ncrc5227 

15396 ncrc5228 

15397 ncrc5230 

15398 ncrc5231 

15399 ncrc5232 

15400 ncrc5233 

15401 ncrc5235 

15402 ncrc5236 

15403 ncrc5237 

15404 ncrc5239 

15405 ncrc5240 

15406 ncrc5241 

15407 ncrc5242 

15408 ncrc5243 

15409 ncrc5244 

15410 ncrc5245 

15411 ncrc5247 

15412 ncrc5248 

15413 ncrc5251 

15414 ncrc5252 

15415 ncrc5253 

15416 ncrc5255 

15417 ncrc5257 

15418 ncrc5260 

15419 ncrc5261 

15420 ncrc5263 



15421 ncrc5264 

15422 ncrc5265 

15423 ncrc5266 

15424 ncrc5267 

15425 ncrc5271 

15426 ncrc5273 

15427 ncrc5274 

15428 ncrc5276 

15429 ncrc5277 

15430 ncrc5278 

15431 ncrc5280 

15432 ncrc5282 

15433 ncrc5288 

15434 ncrc5289 

15435 ncrc5291 

15436 ncrc5292 

15437 ncrc5293 

15438 ncrc5295 

15439 ncrc5296 

15440 ncrc5297 

15441 ncrc5299 

15442 ncrc5300 

15443 ncrc5301 

15444 ncrc5303 

15445 ncrc5305 

15446 ncrc5307 

15447 ncrc5308 

15448 ncrc5310 

15449 ncrc5311 

15450 ncrc5312 

15451 ncrc5313 

15452 ncrc5316 

15453 ncrc5317 

15454 ncrc5319 

15455 ncrc5322 

15456 ncrc5323 

15457 ncrc5324 

15458 ncrc5326 

15459 ncrc5327 

15460 ncrc5328 

15461 ncrc5329 

15462 ncrc5331 

15463 ncrc5332 

15464 ncrc5333 

15465 ncrc5334 

15466 ncrc5335 

15467 ncrc5336 

15468 ncrc5337 

15469 ncrc5338 

15470 ncrc5339 

15471 ncrc5341 

15472 ncrc5343 

15473 ncrc5345 

15474 ncrc5347 

15475 ncrc5348 

15476 ncrc5349 

15477 ncrc5350 

15478 ncrc5351 

15479 ncrc5353 

15480 ncrc5355 



15481 ncrc5356 

15482 ncrc5357 

15483 ncrc5358 

15484 ncrc5359 

15485 ncrc5360 

15486 ncrc5363 

15487 ncrc5365 

15488 ncrc5367 

15489 ncrc5368 

15490 ncrc5369 

15491 ncrc5370 

15492 ncrc5371 

15493 ncrc5372 

15494 ncrc5375 

15495 ncrc5376 

15496 ncrc5378 

15497 ncrc5379 

15498 ncrc5380 

15499 iicrc5383 

15500 ncrc5384 

15501 ncrc5385 

15502 ncrc5392 

15503 ncrc5393 

15504 ncrc5395 

15505 ncrc5401 

15506 ncrc5402 

15507 ncrc5405 

15508 iicrc5406 

15509 ncrc5413 

15510 ncrc5415 

15511 ncrc5416 

15512 ncrc5417 

15513 ncrc5419 

15514 ncrc5420 

15515 ncrc5422 

15516 ncrc5423 

15517 ncrc5424 

15518 ncrc5427 

15519 ncrc5429 

15520 ncrc5431 

15521 ncrc5432 

15522 ncrc5434 

15523 ncrc5435 

15524 ncrc5436 

15525 ncrc5437 

15526 ncrc5438 

15527 ncrc5439 

15528 ncrc5440 

15529 ncrc5441 

15530 ncrc5443 

15531 ncrc5444 

15532 ncrc5445 

15533 ncrc5447 

15534 ncrc5451 

15535 ncrc5453 

15536 ncrc5454 

15537 ncrc5455 

15538 ncrc5456 

15539 ncrc5458 

15540 ncrc5459 



15541 ncrc5460 

15542 ncrc5461 

15543 ncrc5464 

15544 ncrc5468 

15545 ncrc5469 

15546 ncrc5470 

15547 ncrc5472 

15548 ncrc5473 

15549 ncrc5474 

15550 ncrc5475 

15551 ncrc5480 

15552 ncrc5481 

15553 ncrc5484 

15554 ncrc5487 

15555 ncrc5488 

15556 ncrc5489 

15557 ncrc5491 

15558 ncrc5492 

15559 ncrc5493 

15560 ncrc5496 

15561 ncrc5497 

15562 ncrc5499 

15563 ncrc5500 

15564 ncrc5501 

15565 ncrc5502 

15566 ncrc5503 

15567 ncrc5507 

15568 ncrc5508 

15569 ncrc5512 

15570 ncrc5513 

15571 ncrc5515 

15572 ncrc5516 

15573 ncrc5518 

15574 ncrc5519 

15575 ncrc5520 

15576 ncrc5521 

15577 ncrc5523 

15578 ncrc5524 

15579 ncrc5525 

15580 ncrc5526 

15581 ncrc5528 

15582 ncrc5533 

15583 ncrc5534 

15584 ncrc5536 

15585 ncrc5537 

15586 ncrc5539 

15587 ncrc5540 

15588 ncrc5542 

15589 ncrc5544 

15590 ncrc5545 

15591 ncrc5546 

15592 ncrc5547 

15593 ncrc5548 

15594 ncrc5549 

15595 ncrc5550 

15596 ncrc5551 

15597 ncrc5552 

15598 ncrc5553 

15599 ncrc5555 

15600 ncrc5556 
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15601 ncrc5557 

15602 ncrc5559 

15603 ncrc5560 

15604 ncrc5561 

15605 ncrc5563 

15606 ncrc5564 

15607 ncrc5565 

15608 ncrc5566 

15609 ncrc5567 

15610 ncrc5568 

15611 ncrc5569 

15612 ncrc5571 

15613 ncrc5575 

15614 ncrc5576 

15615 ncrc5577 

15616 ncrc5580 

15617 ncrc5581 

15618 ncrc5583 

15619 ncrc5585 

15620 ncrc5587 

15621 ncrc5588 

15622 ncrc5589 

15623 ncrc5591 

15624 ncrc5592 

15625 ncrc5593 

15626 ncrc5595 

15627 ncrc5597 

15628 ncrc5599 

15629 ncrc5600 

15630 ncrc5601 

15631 ncrc5603 

15632 ncrc5604 

15633 ncrc5605 

15634 ncrc5607 

15635 ncrc5608 

15636 ncrc5609 

15637 ncrc5610 

15638 ncrc5611 

15639 ncrc5612 

15640 ncrc5614 

15641 ncrc5616 

15642 ncrc5617 

15643 ncrc5619 

15644 ncrc5621 

15645 ncrc5623 

15646 ncrc5625 

15647 ncrc5626 

15648 ncrc5628 

15649 ncrc5630 

15650 ncrc5631 

15651 ncrc5633 

15652 ncrc5635 

15653 ncrc5636 

15654 ncrc5638 

15655 ncrc5640 

15656 ncrc5642 

15657 ncrc5643 

15658 ncrc5644 

15659 ncrc5645 

15660 ncrc5647 



15661 ncrc5648 

15662 ncrc5650 

15663 ncrc5651 

15664 ncrc5652 

15665 ncrc5653 

15666 ncrc5655 

15667 ncrc5656 

15668 ncrc5659 

15669 ncrc5661 

15670 ncrc5662 

15671 ncrc5663 

15672 ncrc5664 

15673 ncrc5667 

15674 ncrc5668 

15675 ncrc5671 

15676 ncrc5672 

15677 ncrc5673 

15678 ncrc5675 

15679 ncrc5677 

15680 ncrc5679 

15681 ncrc5681 

15682 ncrc5681 

15683 ncrc5684 

15684 ncrc5685 

15685 ncrc5688 

15686 ncrc5689 

15687 ncrc5690 

15688 ncrc5691 

15689 ncrc5693 

15690 ncrc5695 

15691 ncrc5696 

15692 ncrc5697 

15693 ncrc5699 

15694 ncrc5700 

15695 ncrc5701 

15696 ncrc5704 

15697 ncrc5705 

15698 ncrc5706 

15699 ncrc5707 

15700 ncrc5708 

15701 ncrc5710 

15702 ncrc5713 

15703 ncrc5715 

15704 ncrc5716 

15705 ncrc5717 

15706 ncrc5718 

15707 ncrc5719 

15708 ncrc5720 

15709 ncrc5721 

15710 ncrc5722 

15711 ncrc5723 

15712 ncrc5724 

15713 ncrc5725 

15714 ncrc5727 

15715 ncrc5729 

15716 ncrc5731 

15717 ncrc5732 

15718 ncrc5734 

15719 ncrc5735 

15720 ncrc5736 



15721 


ncrc5737 


15722 


ncrc5738 


15723 


ncrc5739 


15724 


ncrc5740 


15725 


ncrc5741 


15726 


ncrc5744 


15727 


iicrc5745 


15728 


ncrc5746 


15729 


ncrc5747 


15730 


ncrc5748 


15731 


ncrc5751 


15732 


ncrc5752 


15733 


ncrc5754 


15734 


ncrc5756 


15735 


ncrc5758 


15736 


iicrc5759 


15737 


ncrc5760 


15738 


ncrc5762 


15739 


ncrc5763 


15740 


ncrc5767 


15741 


ncrc5768 


15742 


ncrc5769 


15743 


ncrc5771 


15744 


ncrc5772 


15745 


ncrc5775 


15746 


ncrc5779 


15747 


ncrc5780 


15748 


ncrc5781 


15749 


ncrc5783 


15750 


ncrc5784 


15751 


ncrc5787 


15752 


ncrc5788 


15753 


ncrc5790 


15754 


ncrc5792 


15755 


ncrc5793 


15756 


ncrc5795 


15757 


ncrc5796 


15758 


ncrc5801 


15759 


ncrc5802 


15760 


ncrc5804 


15761 


ncrc5806 


15762 


iicrc5807 


15763 


ncrc5808 


15764 


ncrc5811 


15765 


ncrc5812 


15766 


ncrc5813 


15767 


ncrc5814 


15768 


ncrc5819 


15769 


ncrc5820 


15770 


ncrc5821 


15771 


ncrc5822 


15772 


ncrc5823 


15773 


ncrc5824 


15774 


ncrc5827 


15775 


ncrc5828 


15776 


ncrc5829 


15777 


ncrc5830 


15778 


ncrc5831 


15779 


ncrc5833 


15780 


ncrc5834 



15781 ncrc5835 

15782 ncrc5836 

15783 ncrc5837 

15784 ncTc5839 

15785 ncrc5840 

15786 ncrc5842 

15787 ncrc5843 

15788 ncrc5844 

15789 ncrc5845 

15790 ncrc5848 

15791 ncrc5850 

15792 ncrc5851 

15793 ncrc5852 

15794 ncrc5854 

15795 ncrc5855 

15796 ncrc5856 

15797 ncrc5857 

15798 ncrc5858 

15799 ncrc5859 

15800 ncrc5863 

15801 ncrc5865 

15802 ncrc5867 

15803 ncrc5869 

15804 ncrc5871 

15805 ncrc5872 

15806 ncrc5873 

15807 ncrc5875 

15808 ncrc5876 

15809 ncrc5877 

15810 ncrc5881 

15811 ncrc5883 

15812 ncrc5885 

15813 ncrc5886 

15814 ncrc5887 

15815 ncrc5888 

15816 ncrc5893 

15817 ncrc5896 

15818 ncrc5897 

15819 ncrc5898 

15820 ncrc5902 

15821 ncrc5904 

15822 ncrc5905 

15823 ncrc5907 

15824 ncrc5908 

15825 ncrc5909 

15826 ncrc5910 

15827 ncrc5911 

15828 ncrc5912 

15829 ncrc5913 

15830 ncrc5914 

15831 ncrc5915 

15832 ncrc5916 

15833 ncrc5918 

15834 iicrc5918 

15835 ncrc5919 

15836 ncrc5921 

15837 ncrc5923 

15838 ncrc5924 

15839 ncrc5926 

15840 ncrc5927 



15841 ncrc5928 

15842 ncrc5929 

15843 ncrc5930 

15844 ncrc5931 

15845 ncrc5932 

15846 ncrc5933 

15847 ncrc5934 

15848 ncrc5937 

15849 ncrc5939 

15850 ncrc5940 

15851 ncrc5943 

15852 ncrc5944 

15853 ncrc5945 

15854 ncrc5946 

15855 ncrc5947 

15856 iicrc5948 

15857 ncrc5949 

15858 ncrc5950 

15859 ncrc5951 

15860 ncrc5954 

15861 ncrc5955 

15862 ncrc5956 

15863 iicrc5959 

15864 ncrc5960 

15865 ncrc5961 

15866 ncrc5963 

15867 ncrc5964 

15868 ncrc5968 

15869 ncrc5969 

15870 ncrc5972 

15871 ncrc5973 

15872 ncrc5975 

15873 ncrc5977 

15874 ncrc5979 

15875 ncrc5981 

15876 ncrc5982 

15877 ncrc5987 

15878 ncrc5991 

15879 ncrc5993 

15880 ncrc5995 

15881 ncrc5996 

15882 ncrc5998 

15883 ncrc5999 

15884 iicrc6000 

15885 ncrc6001 

15886 ncrc6003 

15887 ncrc6004 

15888 ncrc6005 

15889 ncrc6006 

15890 ncrc6008 

15891 ncrc6010 

15892 ncrc601 1 

15893 ncrc6012 

15894 ncrc6014 

15895 ncrc6015 

15896 ncrc6016 

15897 ncrc6017 

15898 ncrc6019 

15899 ncrc6020 

15900 ncrc6022 
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15901 


ncrc6024 




15902 


ncrc6025 




15903 


ncrc6026 




15904 


ncrc6029 




15905 


ncrc6030 




15906 


ncrc6031 




15907 


ncrc6032 




15908 


ncrc6033 




15909 


ncrc6036 




15910 


ncrc6037 




15911 


ncrc6040 




15912 


ncrc6041 




15913 


ncrc6042 




15914 


ncrc6043 




15915 


ncrc6047 




15916 


ncrc6049 




15917 


ncrc6050 




15918 


ncrc6052 




15919 


ncrc6054 




15920 


ncrc6055 




15921 


ncrc6056 




15922 


ncrc6057 


m 


15923 


ncrc6058 


m 


15924 


ncrc6059 




15925 


ncrc6060 




15926 


iicrc6061 




15927 


ncrc6062 




15928 


ncrc6063 




15929 


ncrc6067 




15930 


ncrc6068 


liJ 


15931 


ncrc6069 




15932 


ncrc6071 




15933 


ncrc6072 




15934 


ncrc6073 




15935 


ncrc6075 




15936 


ncrc6076 




15937 


ncrc6077 




15938 


ncrc6079 




15939 


ncrc6081 




15940 


ncrc6084 




15941 


ncrc6085 




15942 


ncrc6087 




15943 


ncrc6088 




15944 


ncrc6089 




15945 


ncrc6091 




15946 


ncrc6092 




15947 


ncTc6095 




15948 


ncrc6096 




15949 


ncrc6097 




15950 


ncrc6099 




15951 


ncrc6100 




15952 


ncrc6102 




15953 


ncrc6104 




15954 


ncrc6105 




15955 


ncrc6106 




15956 


ncrc6109 




15957 


ncrc61 10 




15958 


ncrc6112 




15959 


iicrc6113 




15960 


ncrc6117 



15961 


ncrc6118 


15962 


ncrc6119 


15963 


ncrc6120 


15964 


ncrc6123 


15965 


ncrc6124 


15966 


ncrc6126 


15967 


ncrc6127 


15968 


ncrc6128 


15969 


ncrc6129 


15970 


ncrc6130 


15971 


ncrc6131 


15972 


ncrc6133 


15973 


ncrc6135 


15974 


ncrc6136 


15975 


ncrc6137 


15976 


ncrc6138 


15977 


ncrc6139 


15978 


ncrc6141 


15979 


ncrc6142 


15980 


ncrc6143 


15981 


iicrc6144 


15982 


ncrc6146 


15983 


ncrc6147 


15984 


ncrc6148 


15985 


ncrc6151 


15986 


ncrc6152 


15987 


ncrc6153 


15988 


ncrc6155 


15989 


ncrc6156 


15990 


ncrc6159 


15991 


iicrc6160 


15992 


ncrc6161 


15993 


ncrc6163 


15994 


ncrc6164 


15995 


ncrc6165 


15996 


ncrc6168 


15997 


ncrc6171 


15998 


ncrc6172 


15999 


ncrc6173 


16000 


ncrc6174 


16001 


ncrc6175 


16002 


ncrc6177 


16003 


ncrc6179 


16004 


ncrc6180 


16005 


ncrc6181 


16006 


ncrc6185 


16007 


ncrc6187 


16008 


ncrc6188 


16009 


ncrc6190 


16010 


ncrc6191 


16011 


ncrc6192 


16012 


ncrc6193 


16013 


iicrc6195 


16014 


ncrc6197 


16015 


ncrc6198 


16016 


ncrc6199 


16017 


ncrc6200 


16018 


ncrc6201 


16019 


ncrc6202 


16020 


ncrc6203 



16021 


ncrc6204 


16022 


ncrc6205 


16023 


ncrc6211 


16024 


ncrc6212 


16025 


ncrc6213 


16026 


ncrc6214 


16027 


ncrc6215 


16028 


ncrc6216 


16029 


ncrc6217 


16030 


ncrc6218 


16031 


ncrc6219 


16032 


ncrc6220 


16033 


ncrc6221 


16034 


ncrc6222 


16035 


ncrc6224 


16036 


ncrc6225 


16037 


ncrc6226 


16038 


ncrc6228 


16039 


ncrc6229 


16040 


ncrc6231 


16041 


ncrc6232 


16042 


ncrc6233 


16043 


ncrc6234 


16044 


ncrc6236 


16045 


ncrc6237 


16046 


ncrc6238 


16047 


ncrc6239 


16048 


ncrc6240 


16049 


ncrc6241 


16050 


ncrc6242 


16051 


ncrc6243 


16052 


ncrc6245 


16053 


ncrc6247 


16054 


ncrc6248 


16055 


ncrc6252 


16056 


ncrc6253 


16057 


ncrc6253 


16058 


ncrc6256 


16059 


ncrc6257 


16060 


ncrc6259 


16061 


ncrc6261 


16062 


ncrc6263 


16063 


ncrc6264 


16064 


ncrc6265 


16065 


ncrc6268 


16066 


ncrc6269 


16067 


ncrc6270 


16068 


ncrc6272 


16069 


ncrc6273 


16070 


ncrc6276 


16071 


ncrc6277 


16072 


ncrc6279 


16073 


ncrc6280 


16074 


ncrc6281 


16075 


ncrc6283 


16076 


ncrc6284 


16077 


ncrc6286 


16078 


ncrc6287 


16079 


ncrc6289 


16080 


ncrc6291 



16081 ncrc6292 

16082 ncrc6296 

16083 ncrc6299 

16084 ncrc6300 

16085 ncrc6301 

16086 ncrc6303 

16087 ncrc6304 

16088 ncrc6305 

16089 ncrc6307 

16090 ncrc6308 

16091 ncrc6309 

16092 ncrc6310 

16093 ncrc6311 

16094 ncrc6312 

16095 ncrc6315 

16096 ncrc6316 

16097 ncrc6317 

16098 ncrc6318 

16099 ncrc6319 

16100 ncrc6320 

16101 ncrc6321 

16102 ncrc6322 

16103 ncrc6323 

16104 ncrc6324 

16105 ncrc6325 

16106 ncrc6327 

16107 ncrc6329 

16108 ncrc6330 

16109 ncrc6331 

16110 ncrc6332 

16111 ncrc6333 

16112 ncrc6335 

16113 ncrc6336 

16114 ncrc6338 

16115 ncrc6339 

16116 ncTc6340 

16117 ncrc6345 

16118 ncrc6347 

16119 ncrc6348 

16120 ncrc6349 

16121 ncrc6351 

16122 ncrc6352 

16123 ncrc6353 

16124 ncrc6355 

16125 ncrc6356 

16126 ncrc6359 

16127 ncrc6360 

16128 ncic6363 

16129 ncrc6367 

16130 ncrc6369 

16131 ncrc6371 

16132 ncrc6373 

16133 ncrc6375 

16134 ncrc6376 

16135 ncrc6377 

16136 ncrc6379 

16137 ncrc6380 

16138 ncrc6382 

16139 ncrc6383 

16140 ncrc6384 



16141 ncrc6385 

16142 ncrc6387 

16143 ncrc6388 

16144 ncrc6389 

16145 ncrc6391 

16146 ncrc6392 

16147 ncrc6393 

16148 ncrc6395 

16149 ncrc6396 

16150 ncrc6399 

16151 ncrc6400 

16152 ncrc6401 

16153 ncrc6403 

16154 iicrc6404 

16155 ncrc6405 

16156 ncrc6406 

16157 ncrc6407 

16158 ncrc6408 

16159 ncrc6409 

16160 ncrc6411 

16161 ncrc6413 

16162 ncrc6414 

16163 ncrc6415 

16164 ncrc6416 

16165 ncrc6417 

16166 ncrc6418 

16167 ncrc64i9 

16168 ncrc6420 

16169 ncrc6421 

16170 ncrc6423 

16171 ncrc6425 

16172 ncrc6428 

16173 ncrc6429 

16174 ncrc6430 

16175 ncrc6431 

16176 ncrc6433 

16177 ncrc6434 

16178 ncrc6435 

16179 ncrc6436 

16180 ncrc6439 

16181 ncrc6440 

16182 iicrc6443 

16183 ncrc6444 

16184 ncrc6447 

16185 ncrc6449 

16186 ncrc6451 

16187 ncrc6452 

16188 ncrc6453 

16189 ncrc6455 

16190 ncrc6456 

16191 ncrc6457 

16192 ncrc6459 

16193 ncrc6460 

16194 ncrc6461 

16195 ncrc6462 

16196 ncrc6464 

16197 ncrc6465 

16198 ncrc6467 

16199 ncrc6468 

16200 ncrc6469 
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16201 ncrc6471 

16202 ncrc6472 

16203 ncrc6473 

16204 ncrc6476 

16205 ncrc6478 

16206 ncrc6479 

16207 ncrc6480 

16208 ncrc6481 

16209 ncrc6483 

16210 ncrc6484 

16211 ncrc6486 

16212 ncrc6487 

16213 ncrc6488 

16214 ncrc6489 

16215 ncrc6491 

16216 ncrc6492 

16217 ncrc6495 

16218 ncrc6496 

16219 ncrc6497 

16220 ncrc6499 

16221 iicrc6500 

16222 ncrc6501 

16223 ncrc6502 

16224 ncrc6503 

16225 ncrc6504 

16226 ncrc6505 

16227 ncrc6506 

16228 iicrc6507 

16229 ncrc6508 

16230 ncrc6509 

16231 ncrc6510 

16232 ncrc6511 

16233 ncrc6512 

16234 ncrc6514 

16235 ncrc6515 

16236 ncrc6516 

16237 ncrc6517 

16238 ncrc6521 

16239 ncrc6522 

16240 ncrc6523 

16241 ncrc6524 

16242 ncrc6525 

16243 ncrc6526 

16244 ncrc6527 

16245 ncrc6528 

16246 ncrc6529 

16247 ncrc6530 

16248 ncrc6531 

16249 ncrc6535 

16250 ncrc6536 

16251 ncrc6537 

16252 ncrc6539 

16253 ncrc6541 

16254 ncrc6544 

16255 ncrc6545 

16256 ncrc6547 

16257 ncrc6548 

16258 ncrc6549 

16259 ncrc6551 

16260 ncrc6552 



16261 ncrc6553 

16262 ncrc6555 

16263 ncrc6556 

16264 ncrc6557 

16265 ncrc6559 

16266 ncrc6560 

16267 ncrc6561 

16268 ncrc6564 

16269 ncrc6565 

16270 ncrc6567 

16271 ncrc6568 

16272 ncrc6569 

16273 ncrc6572 

16274 ncrc6574 

16275 ncrc6575 

16276 iicrc6576 

16277 ncrc6578 

16278 ncrc6581 

16279 ncrc6582 

16280 ncrc6584 

16281 ncrc6585 

16282 ncrc6586 

16283 ncrc6587 

16284 ncrc6588 

16285 ncrc6589 

16286 ncrc6590 

16287 ncrc6591 

16288 ncrc6592 

16289 ncrc6593 

16290 ncrc6595 

16291 iicrc6596 

16292 ncrc6597 

16293 ncrc6598 

16294 ncrc6600 

16295 ncrc6601 

16296 ncrc6603 

16297 ncrc6604 

16298 ncrc6605 

16299 ncrc6606 

16300 ncrc6607 

16301 ncrc6610 

16302 ncrc6612 

16303 ncrc6613 

16304 ncrc6615 

16305 ncrc6617 

16306 ncrc6618 

16307 ncrc6619 

16308 ncrc6620 

16309 ncrc6621 

16310 ncrc6623 

16311 ncrc6624 

16312 ncrc6626 

16313 ncrc6628 

16314 ncrc6632 

16315 ncrc6635 

16316 ncrc6636 

16317 ncrc6637 

16318 ncrc6641 

16319 ncrc6643 

16320 ncrc6644 



16321 ncrc6645 

16322 ncrc6647 

16323 ncrc6648 

16324 ncrc6649 

16325 ncrc6651 

16326 ncrc6652 

16327 iicrc6654 

16328 ncrc6655 

16329 ncrc6656 

16330 ncrc6659 

16331 iicrc6660 

16332 ncrc6661 

16333 ncrc6664 

16334 ncrc6665 

16335 ncrc6666 

16336 ncrc6667 

16337 ncrc6668 

16338 ncrc6670 

16339 ncrc6671 

16340 ncrc6672 

16341 ncrc6675 

16342 ncrc6676 

16343 iicrc6677 

16344 ncrc6678 

16345 ncrc6679 

16346 ncrc6680 

16347 ncrc6681 

16348 ncrc6682 

16349 ncrc6683 

16350 ncrc6686 

16351 ncrc6687 

16352 ncrc6688 

16353 ncrc6692 

16354 ncrc6693 

16355 ncrc6694 

16356 iicrc6695 

16357 ncrc6697 

16358 iicrc6699 

16359 ncrc6700 

16360 ncrc6701 

16361 ncrc6703 

16362 ncrc6705 

16363 ncrc6706 

16364 ncrc6707 

16365 ncrc6708 

16366 ncrc6709 

16367 ncrc6712 

16368 ncrc6715 

16369 ncrc6716 

16370 ncrc6717 

16371 ncrc6718 

16372 ncrc6719 

16373 iicrc6720 

16374 ncrc6721 

16375 iicrc6722 

16376 ncrc6723 

16377 ncrc6724 

16378 ncrc6727 

16379 ncrc6728 

16380 ncrc6729 



16381 ncrc6731 

16382 ncrc6732 

16383 ncrc6735 

16384 ncrc6739 

16385 ncrc6740 

16386 ncrc6741 

16387 ncrc6743 

16388 ncrc6745 

16389 ncrc6747 

16390 ncrc6748 

16391 ncrc6749 

16392 ncrc6753 

16393 ncrc6755 

16394 ncrc6756 

16395 ncrc6757 

16396 ncrc6759 

16397 ncrc6760 

16398 ncrc6763 

16399 ncrc6767 

16400 ncrc6768 

16401 ncrc6769 

16402 ncrc6771 

16403 ncrc6773 

16404 ncrc6774 

16405 ncrc6776 

16406 ncrc6777 

16407 ncrc6778 

16408 ncrc6780 

16409 ncrc6782 

16410 ncrc6783 

16411 ncrc6784 

16412 ncrc6785 

16413 ncrc6787 

16414 ncrc6789 

16415 ncrc6790 

16416 ncrc6794 

16417 ncrc6795 

16418 ncrc6796 

16419 ncrc6798 

16420 ncrc6799 

16421 ncrc6800 

16422 ncrc6801 

16423 ncrc6803 

16424 ncrc6804 

16425 ncrc6805 

16426 ncrc6810 

16427 ncrc6811 

16428 ncrc6813 

16429 ncrc6814 

16430 ncrc6815 

16431 ncrc6817 

16432 ncrc6818 

16433 ncrc6819 

16434 ncrc6823 

16435 ncrc6825 

16436 ncrc6827 

16437 ncrc6828 

16438 ncrc6831 

16439 ncrc6832 

16440 ncrc6833 



16441 ncrc6839 

16442 ncrc6840 

16443 ncrc6841 

16444 ncrc6843 

16445 ncrc6844 

16446 ncrc6845 

16447 ncrc6846 

16448 ncrc6847 

16449 ncrc6848 

16450 ncrc6849 

16451 ncrc6852 

16452 ncrc6853 

16453 ncrc6855 

16454 ncrc6856 

16455 ncrc6857 

16456 ncrc6859 

16457 ncrc6860 

16458 iicrc6861 

16459 ncrc6862 

16460 ncrc6863 

16461 ncrc6864 

16462 ncrc6867 

16463 ncrc6868 

16464 ncrc6870 

16465 iicrc6871 

16466 ncrc6872 

16467 ncrc6873 

16468 ncrc6874 

16469 ncrc6875 

16470 ncrc6876 

16471 iicrc6878 

16472 ncrc6879 

16473 ncrc6881 

16474 ncrc6882 

16475 ncrc6883 

16476 ncrc6884 

16477 ncrc6885 

16478 ncrc6886 

16479 ncrc6888 

16480 ncrc6889 

16481 ncrc6890 

16482 ncrc6893 

16483 iicrc6895 

16484 ncrc6896 

16485 ncrc6897 

16486 ncrc6899 

16487 ncrc6900 

16488 ncrc6901 

16489 ncrc6904 

16490 ncrc6905 

16491 ncrc6906 

16492 ncrc6907 

16493 ncrc6908 

16494 ncrc6911 

16495 ncrc6912 

16496 ncrc6913 

16497 ncrc6914 

16498 ncrc6915 

16499 ncrc6920 

16500 ncrc6921 



Figure 6C - List of EST Sequence Names From Normal Cartilage cDNA Library - Page 56 of 61 



16501 ncrc6924 

16502 ncrc6925 

16503 ncrc6927 

16504 ncrc6928 

16505 ncrc6929 

16506 ncrc6931 

16507 ncrc6932 

16508 ncrc6935 

16509 ncrc6936 

16510 ncrc6937 

16511 ncrc6939 

16512 ncrc6941 

16513 ncrc6943 

16514 ncrc6944 

16515 ncrc6945 

16516 ncrc6947 

16517 ncrc6948 

16518 ncrc6949 

16519 ncrc6953 

16520 ncrc6954 

16521 ncrc6955 

16522 ncrc6956 

16523 ncrc6958 

16524 ncrc6959 

16525 ncrc6961 

16526 ncrc6963 

16527 ncrc6964 

16528 ncrc6965 

16529 ncrc6966 

16530 ncrc6967 

16531 ncrc6970 

16532 ncrc6971 

16533 ncrc6972 

16534 ncrc6973 

16535 ncrc6974 

16536 ncrc6976 

16537 ncrc6977 

16538 ncrc6979 

16539 ncrc6980 

16540 ncrc6981 

16541 ncrc6982 

16542 ncrc6983 

16543 ncrc6984 

16544 ncrc6985 

16545 ncrc6986 

16546 ncrc6988 

16547 ncrc6991 

16548 ncrc6992 

16549 ncrc6993 

16550 ncrc6994 

16551 ncrc6995 

16552 ncrc6996 

16553 ncrc6997 

16554 ncrc7000 

16555 ncrc7002 

16556 ncrc7003 

16557 ncrc7005 

16558 ncrc7006 

16559 ncrc7007 

16560 ncrc7008 



16561 ncrc7009 

16562 ncrc7010 

16563 ncrc7012 

16564 ncrc7016 

16565 ncrc7017 

16566 ncrc7019 

16567 ncrc7023 

16568 ncrc7024 

16569 ncrc7027 

16570 ncrc7028 

16571 ncrc7029 

16572 ncrc7032 

16573 ncrc7033 

16574 ncrc7035 

16575 ncrc7036 

16576 ncrc7038 

16577 ncrc7039 

16578 ncrc7040 

16579 ncrc7041 

16580 ncrc7043 

16581 ncrc7044 

16582 ncrc7045 

16583 ncrc7047 

16584 ncrc7049 

16585 ncrc7050 

16586 ncrc7051 

16587 ncrc7052 

16588 ncrc7054 

16589 ncrc7055 

16590 ncrc7056 

16591 ncrc7057 

16592 ncrc7060 

16593 ncrc7062 

16594 ncrc7065 

16595 ncrc7066 

16596 ncrc7067 

16597 ncrc7068 

16598 ncrc7069 

16599 ncrc7070 

16600 ncrc7071 

16601 ncrc7076 

16602 ncrc7078 

16603 ncrc7080 

16604 ncrc7081 

16605 ncrc7082 

16606 ncrc7083 

16607 ncrc7085 

16608 ncrc7086 

16609 ncrc7089 

16610 ncrc7090 

16611 ncrc7091 

16612 ncrc7092 

16613 ncrc7095 

16614 ncrc7096 

16615 ncrc7097 

16616 iicrc7098 

16617 ncrc7099 

16618 ncrc7100 

16619 ncrc7102 

16620 ncrc7103 



16621 ncrc7104 

16622 iicrc7105 

16623 ncrc7107 

16624 ncrc7108 

16625 ncrc7111 

16626 ncrc7113 

16627 ncrc7116 

16628 ncrc7119 

16629 ncrc7120 

16630 ncrc7121 

16631 ncrc7123 

16632 ncrc7125 

16633 ncrc7127 

16634 ncrc7128 

16635 ncrc7131 

16636 ncrc7132 

16637 ncrc7134 

16638 ncrc7136 

16639 ncrc7137 

16640 ncrc7139 

16641 ncrc7143 

16642 ncrc7144 

16643 ncrc7146 

16644 ncrc7148 

16645 ncrc7150 

16646 ncrc7151 

16647 ncrc7153 

16648 ncrc7155 

16649 ncrc7156 

16650 ncrc7158 

16651 ncrc7159 

16652 ncrc7160 

16653 ncrc7161 

16654 ncrc7162 

16655 ncrc7163 

16656 ncrc7164 

16657 ncrc71 65 

16658 ncrc7167 

16659 ncrc7168 

16660 ncrc7169 

16661 ncrc7171 

16662 ncrc7173 

16663 ncrc7174 

16664 ncrc7177 
\6665 ncrc7178 

16666 ncrc7179 

16667 ncrc7180 

16668 ncrc7181 

16669 ncrc7182 

16670 ncrc7184 

16671 ncrc7185 

16672 ncrc7186 

16673 ncrc7188 

16674 ncrc7189 

16675 ncrc7192 

16676 ncrc7193 

16677 ncrc7194 

16678 ncrc7195 

16679 ncrc7196 

16680 ncrc8833 



16681 ncrc8834 

16682 ncrc8835 

16683 ncrc8836 

16684 ncrc8837 

16685 ncrc8839 

16686 ncrc8841 

16687 ncrc8844 

16688 ncrc8846 

16689 ncrc8847 

16690 ncrc8848 

16691 ncrc8849 

16692 iicrc8851 

16693 ncrc8852 

16694 ncrc8853 

16695 ncrc8855 

16696 ncrc8856 

16697 ncrc8859 

16698 ncrc8860 

16699 ncrc8861 

16700 ncrc8862 

16701 ncrc8863 

16702 ncrc8865 

16703 ncrc8867 

16704 ncrc8871 

16705 ncrc8873 

16706 iicrc8876 

16707 ncrc8878 

16708 ncrc8879 

16709 ncrc8880 

16710 ncrc8881 

16711 ncrc8883 

16712 ncrc8884 

16713 ncrc8887 

16714 ncrc8888 

16715 ncrc8889 

16716 ncrc8891 

16717 ncrc8892 

16718 ncrc8893 

16719 ncrc8895 

16720 ncrc8896 

16721 ncrc8897 

16722 ncrc8901 

16723 ncrc8903 

16724 ncrc8904 

16725 ncrc8907 

16726 iicrc8908 

16727 ncrc8909 

16728 ncrc8910 

16729 ncrc8911 

16730 ncrc8912 

16731 ncrc8915 

16732 ncrc8916 

16733 ncrc8917 

16734 ncrc8919 

16735 ncrc8920 

16736 ncrc8921 

16737 ncrc8922 

16738 ncrc8923 

16739 ncrc8924 

16740 ncrc8925 



16741 ncrc8926 

16742 ncrc8927 

16743 ncrc8928 

16744 ncrc8930 

16745 ncrc8932 

16746 ncrc8933 

16747 iicrc8935 

16748 ncrc8937 

16749 ncrc8939 

16750 ncrc8940 

16751 iicrc8942 

16752 ncrc8943 

16753 ncrc8944 

16754 ncrc8945 

16755 ncrc8947 

16756 ncrc8948 

16757 ncrc8949 

16758 ncrc8951 

16759 ncrc8952 

16760 ncrc8954 

16761 ncrc8955 

16762 ncrc8956 

16763 ncrc8959 

16764 ncrc8961 

16765 ncrc8963 

16766 ncrc8964 

16767 ncrc8965 

16768 ncrc8967 

16769 ncrc8968 

16770 ncrc8969 

16771 ncrc8970 

16772 ncrc8971 

16773 ncrc8975 

16774 ncrc8976 

16775 ncrc8977 

16776 ncrc8979 

16777 ncrc8982 

16778 ncrc8983 

16779 ncrc8984 

16780 ncrc8987 

16781 ncrc8988 

16782 ncrc8990 

16783 ncrc8991 

16784 ncrc8992 

16785 ncrc8995 

16786 ncrc8997 

16787 ncrc8998 

16788 iicrc8999 

16789 ncrc9000 

16790 ncrc9002 

16791 ncrc9003 

16792 ncrc9004 

16793 ncrc9005 

16794 ncrc9006 

16795 ncrc9007 

16796 ncrc9008 

16797 ncrc9009 

16798 ncrc9010 

16799 ncrc9011 

16800 ncrc9012 
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16801 


ncrc9013 




16802 


ncrc9015 




16803 


ncrc9016 




16804 


ncrc9018 




16805 


ncrc9019 




16806 


ncrc9020 




16807 


ncrc9021 




16808 


ncrc9022 




16809 


ncrc9023 




16810 


ncrc9024 




16811 


ncrc9025 




16812 


ncrc9026 




16813 


ncrc9027 




16814 


ncrc9028 




16815 


ncrc9031 




16816 


ncrc9032 




16817 


ncrc9033 




16818 


ncrc9035 




16819 


ncrc9037 




16820 


ncrc9039 




16821 


ncrc9040 


16822 


ncrc9041 




16823 


ncrc9043 




16824 


ncrc9044 




16825 


ncrc9047 




16826 


ncrc9048 




16827 


ncrc9049 


IM 


16828 


ncrc9050 




16829 


ncrc9051 




16830 


ncrc9052 


;S s 
;S.s 


16831 


ncrc9053 


«|f 


16832 


ncrc9055 




16833 


ncrc9056 


In 


16834 


ncrc9057 


ly 


16835 


ncrc9060 


16836 


ncrc9061 




16837 


ncrc9063 




16838 


ncrc9064 




16839 


ncrc9065 




16840 


ncrc9067 




16841 


iicrc9071 




16842 


ncrc9073 




16843 


ncrc9077 




16844 


ncrc9078 




16845 


ncrc9079 




16846 


ncrc9080 




16847 


ncrc9081 




16848 


ncrc9082 




16849 


ncrc9083 




16850 


ncrc9084 




16851 


ncrc9085 




16852 


ncrc9086 




16853 


ncrc9088 




16854 


ncrc9090 




16855 


ncrc9092 




16856 


ncrc9093 




16857 


iicrc9094 




16858 


ncrc9095 




16859 


ncrc9096 




16860 


ncrc9098 



16861 ncrc9100 

16862 ncrc9101 

16863 ncrc9103 

16864 ncrc9105 

16865 ncrc9106 

16866 ncrc9107 

16867 ncrc9108 

16868 ncrc9112 

16869 ncrc9113 

16870 ncrc9114 

16871 ncrc9115 

16872 ncrc9116 

16873 ncrc9117 

16874 ncrc9118 

16875 ncrc9119 

16876 ncrc9120 

16877 ncrc9121 

16878 ncrc9124 

16879 ncrc9127 

16880 ncrc9128 

16881 ncrc9131 

16882 ncrc9132 

16883 ncrc9135 

16884 ncrc9136 

16885 ncrc9139 

16886 ncrc9140 

16887 ncrc9141 

16888 ncrc9145 

16889 2icrc9147 

16890 ncrc9148 

16891 ncrc9149 

16892 ncrc9152 

16893 ncrc9153 

16894 ncrc9155 

16895 ncrc9157 

16896 ncrc9159 

16897 ncrc9160 

16898 ncrc9161 

16899 ncrc9163 

16900 ncrc9164 

16901 ncrc9166 

16902 ncrc9167 

16903 ncrc9168 

16904 ncrc9169 

16905 ncrc9172 

16906 iicrc9173 

16907 ncrc9174 

16908 ncrc9175 

16909 ncrc9177 

16910 ncrc9178 

16911 ncrc9179 

16912 ncrc9180 

16913 ncrc9181 

16914 ncrc9182 

16915 ncrc9183 

16916 ncrc91 85 

16917 ncrc9187 

16918 ncrc9188 

16919 ncrc9189 

16920 ncrc9190 



16921 ncrc9191 

16922 ncrc9193 

16923 ncrc9194 

16924 ncrc9195 

16925 ncrc9196 

16926 ncrc9197 

16927 ncrc9200 

16928 ncrc9201 

16929 iicrc9202 

16930 ncrc9203 

16931 ncrc9204 

16932 ncrc9205 

16933 ncrc9207 

16934 ncrc9208 

16935 ncrc9210 

16936 ncrc9211 

16937 ncrc9212 

16938 ncrc9215 

16939 ncrc9217 

16940 ncrc9218 

16941 ncrc9220 

16942 ncrc9223 

16943 ncrc9224 

16944 ncrc9225 

16945 ncrc9227 

16946 ncrc9228 

16947 ncrc9229 

16948 ncrc9230 

16949 ncrc9231 

16950 ncrc9232 

16951 ncrc9233 

16952 ncrc9235 

16953 ncrc9237 

16954 ncrc9239 

16955 ncrc9240 

16956 ncrc9242 

16957 ncrc9243 

16958 ncrc9244 

16959 ncrc9245 

16960 ncrc9246 

16961 ncrc9247 

16962 ncrc9248 

16963 ncrc9249 

16964 ncrc9250 

16965 ncrc9251 

16966 ncrc9252 

16967 ncrc9253 

16968 ncrc9254 

16969 ncrc9255 

16970 ncrc9256 

16971 ncrc9257 

16972 ncrc9258 

16973 ncrc9259 

16974 ncrc9260 

16975 ncrc9261 

16976 ncrc9262 

16977 ncrc9263 

16978 ncrc9267 

16979 ncrc9268 

16980 ncrc9269 



16981 ncrc9270 

16982 ncrc9271 

16983 ncrc9272 

16984 ncrc9273 

16985 ncrc9274 

16986 ncrc9276 

16987 ncrc9278 

16988 ncrc9279 

16989 ncrc9280 

16990 ncrc9281 

16991 ncrc9283 

16992 ncrc9284 

16993 ncrc9285 

16994 ncrc9286 

16995 ncrc9288 

16996 ncrc9289 

16997 ncrc9290 

16998 ncrc9291 

16999 ncrc9292 

17000 ncrc9293 

17001 iicrc9294 

17002 ncrc9295 

17003 ncrc9296 

17004 ncrc9298 

17005 ncrc9299 

17006 ncrc9300 

17007 ncrc9301 

17008 ncrc9304 

17009 ncrc9305 

17010 ncrc9306 

17011 ncrc9307 

17012 ncrc9308 

17013 iicrc9309 

17014 ncrc9310 

17015 ncrc9311 

17016 ncrc9312 

17017 ncrc9313 

17018 ncrc9315 

17019 iicrc9316 

17020 ncrc9318 

17021 ncrc9320 

17022 ncrc9321 

17023 ncrc9322 

17024 ncrc9323 

17025 ncrc9324 

17026 ncrc9325 

17027 ncrc9326 

17028 ncrc9327 

17029 ncrc9328 

17030 ncrc9329 

17031 ncrc9331 

17032 ncrc9332 

17033 ncrc9335 

17034 ncrc9336 

17035 ncrc9338 

17036 ncrc9339 

17037 ncrc9340 

17038 ncrc9342 

17039 ncrc9343 

17040 ncrc9344 



17041 ncrc9345 

17042 ncrc9347 

17043 ncrc9349 

17044 ncrc9351 

17045 ncrc9354 

17046 ncrc9355 

17047 ncrc9356 

17048 ncrc9358 

17049 ncrc9359 

17050 ncrc9360 

17051 ncrc9361 

17052 ncrc9363 

17053 ncrc9364 

17054 ncrc9365 

17055 ncrc9366 

17056 ncrc9368 

17057 ncrc9369 

17058 ncrc9370 

17059 ncrc9371 

17060 ncrc9372 

17061 iicrc9376 

17062 ncrc9377 

17063 ncrc9381 

17064 iicrc9382 

17065 ncrc9384 

17066 ncrc9385 

17067 ncrc9386 

17068 ncrc9387 

17069 ncrc9390 

17070 ncrc9391 

17071 ncrc9392 

17072 ncrc9393 

17073 ncrc9394 

17074 ncrc9396 

17075 ncrc9397 

17076 ncrc9399 

17077 ncrc9400 

17078 ncrc9401 

17079 ncrc9403 

17080 ncrc9404 

17081 ncrc9405 

17082 ncrc9406 

17083 ncrc9408 

17084 ncrc9410 

17085 ncrc9411 

17086 ncrc9412 

17087 ncrc9415 

17088 ncrc9417 

17089 ncrc9420 

17090 ncrc9421 

17091 ncrc9424 

17092 ncrc9425 

17093 ncrc9427 

17094 ncrc9428 

17095 ncrc9429 

17096 ncrc9431 

17097 ncrc9432 

17098 ncrc9433 

17099 ncrc9434 

17100 ncrc9435 
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17101 ncrc9436 

17102 ncrc9437 

17103 ncrc9438 

17104 ncrc9439 

17105 ncrc9440 

17106 ncrc9443 

17107 ncrc9445 

17108 ncrc9446 

17109 ncrc9447 

17110 ncrc9448 

17111 ncrc9450 

17112 ncrc9451 

17113 ncrc9452 

17114 ncrc9455 

17115 ncrc9456 

17116 ncrc9457 

17117 ncrc9460 

17118 ncrc9461 

17119 ncrc9462 

17120 ncrc9463 

17121 ncrc9464 

17122 ncrc9466 

17123 ncrc9467 

17124 ncrc9468 

17125 ncrc9469 

17126 ncrc9470 

17127 ncrc9471 

17128 ncrc9472 

17129 ncrc9473 

17130 ncrc9474 

17131 ncrc9475 

17132 ncrc9478 

17133 ncrc9480 

17134 ncrc9481 

17135 ncrc9483 

17136 ncrc9484 

17137 ncrc9485 

17138 ncrc9486 

17139 ncrc9487 

17140 ncrc9488 

17141 ncrc9489 

17142 ncrc9491 

17143 ncrc9492 

17144 ncrc9493 

17145 ncrc9495 

17146 ncrc9496 

17147 ncrc9497 

17148 ncrc9498 

17149 ncrc9499 

17150 ncrc9500 

17151 ncrc9502 

17152 ncrc9503 

17153 ncrc9504 

17154 ncrc9505 

17155 ncrc9506 

17156 ncrc9507 

17157 ncrc9508 

17158 ncrc9513 

17159 ncrc9514 

17160 ncrc9515 



17161 ncrc9517 

17162 ncrc9519 

17163 ncrc9523 

17164 ncrc9524 

17165 ncrc9525 

17166 ncrc9527 

17167 ncrc9528 

17168 ncrc9530 

17169 ncrc9531 

17170 iicrc9535 

17171 ncrc9539 

17172 ncrc9542 

17173 ncrc9543 

17174 ncrc9545 

17175 ncrc9546 

17176 ncrc9547 

17177 ncrc9548 

17178 ncrc9549 

17179 ncrc9550 

17180 ncrc9551 

17181 ncrc9552 

17182 ncrc9555 

17183 ncrc9557 

17184 ncrc9558 

17185 ncrc9560 

17186 ncrc9561 

17187 ncrc9562 

17188 ncrc9563 

17189 ncrc9564 

17190 ncrc9566 

17191 ncrc9567 

17192 ncrc9570 

17193 ncrc9572 

17194 ncrc9573 

17195 ncrc9574 

17196 ncrc9576 

17197 ncrc9578 

17198 ncrc9579 

17199 ncrc9581 

17200 ncrc9582 

17201 ncrc9583 

17202 ncrc9584 

17203 ncrc9585 

17204 ncrc9586 

17205 ncrc9587 

17206 ncrc9588 

17207 ncrc9591 

17208 ncrc9592 

17209 ncrc9593 

17210 ncrc9594 

17211 ncrc9596 

17212 ncrc9597 

17213 ncrc9598 

17214 ncrc9601 

17215 ncrc9603 

17216 ncrc9604 

17217 ncrc9607 

17218 ncrc9608 

17219 ncrc9611 

17220 ncrc9612 



17221 ncrc9615 

17222 ncrc9616 

17223 ncrc9617 

17224 ncrc9619 

17225 ncrc9620 

17226 ncrc9625 

17227 ncrc9627 

17228 ncrc9629 

17229 ncrc9631 

17230 ncrc9633 

17231 ncrc9635 

17232 ncrc9637 

17233 ncrc9639 

17234 ncrc9641 

17235 ncrc9642 

17236 ncrc9643 

17237 ncrc9646 

17238 ncrc9647 

17239 ncrc9648 

17240 ncrc9649 

17241 ncrc9651 

17242 ncrc9652 

17243 ncrc9653 

17244 ncrc9654 

17245 ncrc9655 

17246 ncrc9656 

17247 ncrc9658 

17248 ncrc9659 

17249 ncrc9660 

17250 ncrc9661 

17251 ncrc9664 

17252 ncrc9669 

17253 ncrc9671 

17254 ncrc9672 

17255 ncrc9673 

17256 ncrc9674 

17257 ncrc9676 

17258 ncrc9677 

17259 ncrc9678 

17260 ncrc9679 

17261 ncrc9680 

17262 ncrc9681 

17263 ncrc9682 

17264 ncrc9683 

17265 ncrc9684 

17266 ncrc9685 

17267 ncrc9687 

17268 ncrc9688 

17269 ncrc9689 

17270 ncrc9691 

17271 ncrc9692 

17272 ncrc9694 

17273 ncrc9695 

17274 ncrc9696 

17275 ncrc9697 

17276 ncrc9698 

17277 ncrc9700 

17278 ncrc9703 

17279 ncrc9704 

17280 ncrc9705 



17281 ncrc9707 

17282 ncrc9708 

17283 ncrc9709 

17284 ncrc9710 

17285 ncrc9711 

17286 ncrc9712 

17287 ncrc9716 

17288 ncrc9717 

17289 ncrc9720 

17290 ncrc9721 

17291 ncrc9722 

17292 ncrc9723 

17293 ncrc9724 

17294 ncrc9725 

17295 ncrc9726 

17296 ncrc9727 

17297 ncrc9728 

17298 ncrc9729 

17299 ncrc9735 

17300 ncrc9736 

17301 ncrc9737 

17302 ncrc9738 

17303 ncrc9739 

17304 ncrc9742 

17305 ncrc9743 

17306 ncrc9744 

17307 ncrc9745 

17308 ncrc9747 

17309 ncrc9748 

17310 ncrc9749 

17311 ncrc9750 

17312 ncrc9751 

17313 ncrc9752 

17314 ncrc9754 

17315 ncrc9757 

17316 ncrc9758 

17317 ncrc9759 

17318 ncrc9760 

17319 ncrc9763 

17320 ncrc9766 

17321 ncrc9768 

17322 ncrc9770 

17323 ncrc9771 

17324 ncrc9772 

17325 ncrc9773 

17326 ncrc9774 

17327 ncrc9775 

17328 ncrc9776 

17329 ncrc9777 

17330 ncrc9778 

17331 ncrc9779 

17332 ncrc9783 

17333 ncrc9784 

17334 ncrc9786 

17335 ncrc9787 

17336 ncrc9790 

17337 ncrc9793 

17338 ncrc9794 

17339 ncrc9795 

17340 ncrc9796 



17341 ncrc9798 

17342 ncrc9802 

17343 ncrc9804 

17344 ncrc9805 

17345 ncrc9807 

17346 ncrc9808 

17347 ncrc9809 

17348 ncrc9811 

17349 ncrc9813 

17350 ncrc9815 

17351 ncrc9817 

17352 ncrc9819 

17353 iicrc9821 

17354 ncrc9822 

17355 ncrc9823 

17356 ncrc9825 

17357 ncrc9826 

17358 ncrc9830 

17359 ncrc9832 

17360 ncrc9834 

17361 ncrc9835 

17362 ncrc9836 

17363 ncrc9838 

17364 ncrc9841 

17365 ncrc9843 

17366 ncrc9844 

17367 iicrc9846 

17368 ncrc9847 

17369 ncrc9849 

17370 ncrc9850 

17371 ncrc9851 

17372 ncrc9852 

17373 ncrc9855 

17374 ncrc9858 

17375 ncrc9859 

17376 ncrc9860 

17377 ncrc9861 

17378 ncrc9862 

17379 ncrc9863 

17380 ncrc9864 

17381 ncrc9865 

17382 ncrc9866 

17383 ncrc9867 

17384 ncrc9869 

17385 ncrc9871 

17386 ncrc9872 

17387 ncrc9874 

17388 ncrc9875 

17389 ncrc9877 

17390 ncrc9879 

17391 iicrc9880 

17392 ncrc9881 

17393 ncrc9883 

17394 ncrc9885 

17395 ncrc9886 

17396 ncrc9888 

17397 ncrc9890 

17398 ncrc9891 

17399 ncrc9892 

17400 iicrc9894 
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17401 


ncrc9899 


17413 


ncrc9914 


17425 


ncrc9936 


17437 


ncrc9952 


17449 


ncrc9969 


17402 


ncrc9900 


17414 


ncrc9916 


17426 


ncrc9937 


17438 


ncrc9954 


17450 


ncrc9970 


17403 


ncrc9901 


17415 


ncrc9917 


17427 


ncrc9939 


17439 


ncrc9955 


17451 


ncrc9972 


17404 


ncrc9903 


17416 


ncrc9919 


17428 


ncrc9940 


17440 


ncrc9956 


17452 


ncrc9973 


17405 


ncrc9904 


17417 


ncrc9920 


17429 


ncrc9941 


17441 


ncrc9957 


17453 


ncrc9975 


17406 


ncrc9905 


17418 


ncrc9921 


17430 


ncrc9942 


17442 


ncrc9958 


17454 


ncrc9976 


17407 


ncrc9908 


17419 


ncrc9923 


17431 


ncrc9943 


17443 


ncrc9959 


17455 


ncrc9978 


17408 


ncrc9909 


17420 


ncrc9924 


17432 


ncrc9944 


17444 


ncrc9960 


17456 


ncrc9980 


17409 


ncrc9910 


17421 


ncrc9925 


17433 


ncrc9945 


17445 


ncrc9961 


17457 


ncrc9982 


17410 


ncrc9911 


17422 


ncrc9928 


17434 


ncrc9947 


17446 


ncrc9962 


17458 


ncrc9983 


17411 


ncrc9912 


17423 


ncrc9929 


17435 


iicrc9948 


17447 


ncrc9966 






17412 


ncrc9913 


17424 


ncrc9935 


17436 


ncrc9949 


17448 


ncrc9967 
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1 7459 contigapri02-0 1 00 1 4 

17460 contigapri02-010015 

1 746 1 contigapri02-0 1 00 1 6 

1 7462 contigapri02-0 10017 

1 7463 coiitigapri02-0 10018 

1 7464 contigapri02-0 10019 

1 7465 contigapri02-010020 

1 7466 contigapri02-0 1 0022 

1 7467 contigapri02-0 1 0023 

17468 coiitigapri02-0 10024 

17469 contigapri02-010025 

17470 contigapri03-01 0002 

1 747 1 contigapriOB -0 1 0004 

17472 contigapri03-010006 

1 7473 contigapri03 -0 1 0007 

17474 contigapri03-010008 

17475 contigapri03-010009 

1 7476 contigapTi03-0 10010 

1 7477 contigapri03-0 10011 

1 7478 contigapri03-0 10012 

1 7479 contigapri03-0 1 00 1 3 

17480 contigapri03-010014 

1 748 1 contigapri03-0 1 00 1 6 

1 7482 contigapri03 -0 1 00 1 7 

1 7483 contigapri05-0 1 002 1 

1 7484 contigapri05-0 1 0022 

1 7485 contigapri05-0 1 0024 

17486 contigapri05-010025 

1 7487 contigapTi05-0 1 0026 

1 7488 contigapri05-0 1 0027 

1 7489 contigapri05-0 1 0028 

17490 contigapri05-010029 

17491 contigapri05-010030 

1 7492 contigapri05-0 1 003 1 

17493 contigapri05-010032 

17494 contigapri05-010033 

1 7495 contigapri05-0 1 0034 

17496 contigapri05-010035 

17497 contigapri05-010036 

1 7498 contigapri05-0 1 0037 

1 7499 contigapri05-0 1 003 8 

1 7500 contigapri05-0 1 0039 

17501 contigapri06-0 1 0002 

1 7502 contigapri06-0 1 0003 

1 7503 contigapri06-0 1 0004 

1 7504 contigmar20-200 1 002 1 

17505 contigmar20-20010022 

1 75 06 contigmar20>200 1 0023 

1 75 07 contigmar20-200 1 0024 

17508 contigmar20-20010026 

1 75 09 contigmar20-200 1 0027 

17510 contigmai:20-200 1 0028 

175 1 1 contigmar20-20010029 

175 12 contigmar20-2001003 1 

17513 contigmar20-200 1 0032 

17514 coiitigmar20-200 10033 

17515 contigmar20-20010034 

175 16 contigmar20.20010035 

17517 contigmar20-200 1 0036 

175 18 contigmar20-20010037 



17519 contigmar20~20010038 

1 7520 coiitigmar20-200 1 0039 

17521 contigmar2 1 -0 1 0002 

1 7522 contigmar2 1 -0 1 0003 

1 7523 contigmar2 1 -0 1 0004 

1 7524 contigmar2 1 -0 1 0005 

17525 contigmar21-010006 

17526 contigmar21-010007 

1 7527 contigmar2 1 -0 1 0008 

17528 contigmar21-010010 

1 7529 contigmar2 1 -0 1 00 1 1 

17530 contigmar2 1-010013 

17531 contigmar2 1-010014 

17532 contigmar21-010015 

17533 contigmar21-010016 

17534 contigmar21-010017 

17535 coiitigmar21-010018 

17536 contigmar2 1 -0 1 0020 

17537 contigmar2 1 -0 1 002 1 

17538 contigmar2 1 -0 1 0022 

17539 contigmai22-010003 

1 7540 contigmar22-0 1 0004 

17541 contigniar22-0 1 0005 

1 7542 contigmar22-0 1 0007 

17543 contigmar22-010008 

1 7544 contigmar22-0 1 0009 

1 7545 contigmar22-0 10010 

17546 contigmar22-01001 1 

1 7547 contigmar22-0 1 00 1 2 

17548 contigmar22-0 10013 

17549 contigmar22"010014 

1 7550 contigmar22-0 1 00 1 6 

17551 contigmar22.010017 

1 75 52 contigmar22-0 10018 

17553 contigmar22-010019 

17554 contigmar22-0 1 0020 

17555 contigmar22-0 10021 

17556 contigmar23-0 10002 

17557 contigmar23-0 1 0003 

1 7558 contigmar23 -0 1 0004 

1 7559 contigmar23-0 1 0008 

1 7560 contigmar23 -0 1 0009 

17561 contigmar23 -010010 

17562 contigmar23-010012 

1 75 63 contigniar23-0 10013 

1 7564 contigmar23-01 00 14 

17565 contigmar23-010016 

17566 contigmar23-0 10017 

1 75 67 contigmar23-0 1 00 1 8 

1 75 68 contigmar23-0 1 00 1 9 

1 75 69 contigmar23 -0 1 0020 

1 7570 contigmar26-0 1 0002 

17571 contigmar26-0 1 0003 

1 7572 contigmar26-0 1 0004 

1 7573 contigmar26-0 1 0005 

1 7574 contigmar26-0 1 0007 

1 7575 contigmar26-0 1 0008 

17576 contigmar26-010010 

1 7577 contigmar26-0 1 00 1 1 

1 7578 contigmar26-0 10013 



1 7579 contigmar26-0 10016 

17580 contigmar26-0 1 00 1 7 

17581 contigmar26-0 1 00 1 8 
1 75 82 contigmar26-0 10019 

17583 contigmar26-010020 

17584 contigmar26-01 002 1 

17585 contigmar26-0 10023 

17586 contigmaT26-0 1 0024 
1 75 87 contigmar27-0 1 0002 

17588 contigmar27-0 1 0003 

1 7589 contigmar27-01 0004 

1 75 90 contigmar27-0 1 0007 

17591 contigmar27-0 10008 

17592 contigmar27-010010 

1 7593 contigmar27-0 10014 

1 7594 contigmar27-0 10015 

1 7595 contigmar27-0 10016 

17596 contigmar27-0 1 00 1 7 

17597 coiitigniar27-0 100 1 8 

17598 contigmar28"29-0 10002 

1 7599 contigixiar28-29-0 10003 

1 7600 contigmar28-29-0 1 0004 

1 760 1 contigmar28-29-0 1 0005 

1 7602 contigmar28-29-0 1 0006 

17603 contigmar28-29-010007 

1 7604 contigmar28-29-0 1 0009 

1 7605 contigmar28-29-0 1 00 1 3 

1 7606 contigmar28-29-0 1 00 1 6 

1 7607 contigmar28-29-0 1 00 1 7 

1 7608 coiitigmar28-29-0 1 002 1 

1 7609 contigmar28-29-0 1 0022 

17610 contiginar28-29-0 1 0023 

1761 1 contigmar28-29-010026 

1 76 1 2 contigmar28-29-0 1 0027 

17613 contigmar28-29-010028 

17614 contigmar28-29-0 1 0029 

1 76 1 5 contigmar2 8-29-0 1 003 1 

17616 contigmar28-29-0 1 003 3 

17617 contigmaT28-29-010034 

17618 contigmar28-29"010035 

17619 contigmar28-29-0 1 003 6 

1 7620 contigmar28-29-0 1 0037 

1 762 1 contigmar28-29-0 10038 

1 7 622 contigmar3 0-0 1 0002 

1 7623 contigmar3 0-0 1 0003 

1 7624 contiginar30-0 10006 

1 7625 contigmar30-0 1 0007 

1 7626 contigmar30-0 10008 

1 7627 contigmar30-0 1 00 1 0 

17628 contigmar30-01001 1 

1 7629 contigmar30-0 1 00 12 

1 7630 contigmar30-0 10013 

1 763 1 contigmar30-0 100 14 

1 7632 contigmar3 0-0 1 00 1 5 

1 7633 contiginar3 0-0 1 00 1 6 

1 7634 contigmar3 0-0 10017 

17635 contigmar30-01001 8 

17636 contigmar30-010019 

1 7637 contigmar30-0 1 0020 

17638 contigmar30-01002 1 



17639 contigmar30-010022 
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1 


MIOA0002a 


61 


MIOA0084a 


121 


MIOA0159 


181 


MIOA0226a 


241 


M1OA0292 


2 


MlOAOOOSa 


62 


MIOA0085a 


122 


MIOA0160 


182 


MIOA0227a 


242 


MIOA0293n 


3 


mioa0004a 


63 


MIOA0086a 


123 


mioaOiei 


183 


mioa0228a 


243 


IVIIOA0294 


4 


MlOA0005a 


64 


MIOA0087a 


124 


MIOA0162 


184 


MIOA0229a 


244 


M1OA0295 


5 


MIOA0006a 


65 


MIOA0088a 


125 


MIOA0164 


185 


MlOA0230a 


245 


MIOA0296 


6 


MIOAOOOSa 


66 


MIOA0089a 


126 


MIOA0165 


186 


MlOA0231a 


246 


MiOA0297 


7 


MlOAOOlOa 


67 


MIOAOOOOa 


127 


MIOA0166 


187 


MIOA0232a 


247 


MIOA0298n 


8 


MIOAOOHa 


68 


MIOA0092a 


128 


MIOA0167 


188 


MIOA0233a 


248 


MIOA0299n 


9 


MIOA0013a 


69 


MlOAOOSSa 


129 


MIOA0168n 


189 


MIOA0234a 


249 


MIOA0300 


10 


MIOA0019a 


70 


MIOAOOgSa 


130 


MIOA0169 


190 


mioa0235a 


250 


MIOA0302 


11 


MIOA0022a 


71 


MIOA0096a 


131 


MIOA0170 


191 


MIOA0236a 


251 


MIOA0303 


12 


MIOA0024a 


72 


MIOA0097 


132 


MIOA0171 


192 


MIOA0237a 


252 


inioa0304 


13 


MlOA0025a 


73 


MIOA0098 


133 


MIOA0172 


193 


MIOA0238a 


253 


MIOA0306n 


14 


MIOA0026a 


74 


MIOA0099 


134 


IVIIOA0174 


194 


MIOA0240a 


254 


MIOA0307 


15 


MIOA0028a 


75 


MIOA0100 


135 


MIOA0175n 


195 


MIOA0241a 


255 


MIOA0308 


16 


MIOA0029a 


76 


MIOA0101 


136 


MIOA0176 


196 


MIOA0242a 


256 


MIOA0309 


17 


MIOAOOSOa 


77 


IV11OA0102 


137 


MIOA0177n 


197 


MIOA0243a 


257 


MIOA0310 


18 


MIOAOOSIa 


78 


MIOA0103 


138 


MIOA0178 


198 


MIOA0245a 


258 


MIOA0311n 


19 


MIOA0032a 


79 


MIOA0104 


139 


MIOA0179 


199 


MIOA0246a 


259 


MIOA0312n 


20 


MlOAOOSSa 


80 


MIOA0105 


140 


MIOA0180 


200 


MIOA0247a 


260 


MIOA0314 


21 


MIOA0035a 


81 


mioa0108m 


141 


MIOA0181 


201 


MIOA0248a 


261 


MIOA0315 


22 


MIOA0036a 


82 


MIOA0109 


142 


MIOA0182 


202 


MIOA0249a 


262 


MIOA0316 


23 


MIOA0037a 


83 


mioaOHO 


143 


MIOA0183 


203 


MIOA0250a 


263 


MIOA0317 


24 


MIOA0038a 


84 


MIOA0111 


144 


MIOA0184 


204 


MIOA0251a 


264 


MIOA0318 


25 


MIOA0039a 


85 


mioa0113 


145 


MIOA0185 


205 


MIOA0252a 


265 


MIOA0320 


26 


MIOA0042a 


86 


mioa0114 


146 


MIOA0186 


206 


MIOA0253a 


266 


MIOA0321 


27 


MlOA0044a 


87 


mioa0115 


147 


MIOA0187n 


207 


MIOA0254a 


267 


MIOA0322 


28 


MIOA0045a 


88 


MIOA0116 


148 


MIOA0188 


208, 


MIOA0255a 


268 


MIOA0323 


29 


MIOA0046a 


89 


MIOA0117 


149 


MIOA0189 


209 


MIOA0256a 


269 


MIOA0324 


30 


MIOA0047a 


90 


mioa0118 


150 


MIOA0190 


210 


MIOA0257 


270 


M1OA0325 


31 


MlOA0049a 


91 


M1OA0119 


151 


IVIIOA0191n 


211 


mioa0258n 


271 


MIOA0327 


32 


MIOA0051a 


92 


M1OA0122 


152 


MIOA0192 


212 


MIOA0259 


272 


MIOA0328 


33 


MIOA0053a 


93 


MIOA0125 


153 


MlOA0193a 


213 


MIOA0261 


273 


MIOA0329n 


34 


IVIIOA0054a 


94 


MIOA0126 


154 


MIOA0195a 


214 


MIOA0262 


274 


MIOA0330n 


35 


MIOA0055a 


95 


MIOA0127 


155 


MIOA0197a 


215 


MIOA0263 


275 


MIOA0331 


36 


MIOA0056a 


96 


MIOA0128 


156 


MIOA0198a 


216 


MIOA0264 


276 


MIOA0332 


37 


MIOA0057a 


97 


MIOA0131 


157 


IVIIOA0199a 


217 


mioa0265nn 


277 


mioa0334n 


38 


MiOAOGSSa 


98 


IVilOA0132 


158 


MIOA0201a 


218 


MIOA0266n 


278 


M1OA0335 


39 


IVllOA0059a 


99 


M1OA0134 


159 


MIOA0202a 


219 


MIOA0268 


279 


mioa0337m 


40 


MlOAOOeOa 


100 


MIOA0135 


160 


MIOA0203a 


220 


MIOA0269 


280 


MIOA0338 


41 


MIOA0061a 


101 


mioa0136m 


161 


MIOA0204a 


221 


MIOA0270 


281 


MIOA0339 


42 


IVllOA0062a 


102 


MIOA0138 


162 


MIOA0205a 


222 


MIOA0271 


282 


mioa0340 


43 


MIOA0063a 


103 


MIOA0139 


163 


MIOA0207a 


223 


MIOA0273 


283 


M1OA0341 


44 


MIOA0064a 


104 


MIOA0140 


164 


MIOA0208a 


224 


MIOA0274 


284 


MIOA0342 


45 


MIOA0065a 


105 


MIOA0141 


165 


MIOA0209a 


225 


mioa0275n 


285 


MlOA0343n 


46 


MIOA0066a 


106 


MIOA0142 


166 


mioa0210a 


226 


MIOA0276 


286 


MIOA0344 


47 


MIOA0067A 


107 


MIOA0143 


167 


MIOA0211a 


227 


MIOA0277 


287 


MIOA0346n 


48 


mioa0068a 


108 


MIOA0145 


168 


MIOA0212a 


228 


MIOA0278 


288 


mioa0347m 


49 


IVllOA0070a 


109 


MIOA0146 


169 


MIOA0213a 


229 


MIOA0279 


289 


mioa0348m 


50 


MIOA0071a 


110 


MIOA0147 


170 


MIOA0214a 


230 


MIOA0280 


290 


mioa0350m 


51 


MIOA0072a 


111 


MIOA0149 


171 


MIOA0215a 


231 


MIOA0281n 


291 


mioa0351m 


52 


MIOA0073a 


112 


MIOA0150 


172 


MIOA0217a 


232 


MIOA0282 


292 


MIOA0354a 


53 


MIOA0074a 


113 


IVIIOA0151 


173 


MIOA0218a 


233 


MIOA0283 


293 


nriioa0355a 


54 


MIOA0075a 


114 


MIOA0152 


174 


MIOA0219a 


234 


MIOA0284 


294 


MIOA0358a 


55 


MIOA0076a 


115 


mioa0153 


175 


MIOA0220a 


235 


MIOA0285 


295 


MIOA0359a 


56 


MIOA0077a 


116 


IV1IOA0154 


176 


MIOA0221a 


236 


MIOA0286 


296 


MIOA0360a 


57 


MiOA0078a 


117 


MIOA0155 


177 


mioa0222a 


237 


MIOA0288 


297 


MiOA0361a 


58 


MIOA0081a 


118 


mioa0156 


178 


MIOA0223a 


238 


MIOA0289 


298 


MIOA0363a 


59 


mioa0082a 


119 


MIOA0157 


179 


MIOA0224a 


239 


MIOA0290 


299 


MIOA0364a 


60 


mioa0083a 


120 


MIOA0158 


180 


inioa0225a 


240 


MIOA0291 


300 


MIOA0365a 
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301 


MIOA0366a 


361 


MIOA0471 


421 


MIOA0537 


481 


mioa0605a 


541 


mioa0709m 


302 


MIOA0367a 


362 


MIOA0472 


422 


MIOA0538 


482 


MIOA0607a 


542 


M1OA0710 


303 


MIOA0368a 


363 


MIOA0473 


423 


MIOA0540 


483 


MIOAOGOSa 


543 


MIOA0711 


304 


MIOA0370a 


364 


MIOA0474 


424 


MIOA0541n 


484 


MlOA0610a 


544 


MIOA0712 


305 


MIOA0372a 


365 


MIOA0475 


425 


mioa0542n 


485 


MIOA0611a 


545 


MIOA0713 


306 


MIOA0373a 


366 


MIOA0476 


426 


MIOA0543 


486 


MIOA0613a 


546 


IV1IOA0714 


307 


MiOA0375a 


367 


MIOA0477 


427 


MIOA0544 


487 


mioa0614a 


547 


MIOA0715 


308 


MIOA0378a 


368 


MIOA0478 


428 


mioa0545a 


488 


MIOA0616a 


548 


MIOA0716 


309 


MIOA0379a 


369 


MIOA0479n 


429 


MIOA0546a 


489 


MIOA0618a 


549 


mioa0717 


310 


MIOA0380a 


370 


mioa0480m 


430 


mioa0548an 


490 


MIOA0621a 


550 


MIOA0718 


311 


MIOA0381a 


371 


MIOA0481n 


431 


MIOA0550a 


491 


MIOA0622a 


551 


MIOA0719 


312 


MlOA0382a 


372 


MIOA0482n 


432 


MIOA0551a 


492 


MIOA0624a 


552 


MlOA0720n 


313 


MIOA0384a 


373 


MIOA0483 


433 


MIOA0553a 


493 


MIOA0625a 


553 


MIOA0721 


314 


MIOA0387a 


374 


MIOA0484 


434 


MIOA0554a 


494 


MIOA0626a 


554 


MIOA0722 


315 


MIOA0388a 


375 


MIOA0485 


435 


mioa0555a 


495 


mioa0629a 


555 


MIOA0723 


316 


MIOA0390a 


376 


MIOA0486 


436 


niioa0556a 


496 


MIOA0630a 


556 


MIOA0724 


317 


MIOA0392a 


377 


MIOA0487 


437 


mioa0557a 


497 


MIOA0632a 


557 


MIOA0725 


318 


MIOA0393a 


378 


MIOA0488n 


438 


mioa0558a 


498 


MIOA0633a 


558 


MIOA0726n 


319 


MIOA0394a 


379 


MIOA0489 


439 


MIOA0559n 


499 


MlOA0637a 


559 


MIOA0727 


320 


MlOA0395a 


380 


mioa0491m 


440 


mioa0560a 


500 


MIOA0639a 


560 


MIOA0728 


321 


MIOA0397a 


381 


mioa0492m 


441 


mioa0561a 


501 


mioa0640an 


561 


MIOA0729 


322 


MIOA0398a 


382 


MIOA0493 


442 


mioa0562a 


502 


MIOA0641 


562 


MIOA0730 


323 


MIOA0400a 


383 


MIOA0494 


443 


mioa0563a 


503 


MIOA0642 


563 


MIOA0731 


324 


MlOA0401a 


384 


MIOA0495 


444 


mioa0564a 


504 


MIOA0643n 


564 


MIOA0732 


325 


MIOA0404a 


385 


MIOA0497n 


445 


MIOA0565n 


505 


MIOA0644 


565 


MIOA0733 


326 


MIOA0405a 


386 


MIOA0498n 


446 


mioa0566a 


506 


MIOA0645 


566 


MIOA0734 


327 


MIOA0407a 


387 


MIOA0500 


447 


mioa0567a 


507 


MIOA0646 


567 


MIOA0735 


328 


MiOA0408a 


388 


MIOA0501 


448 


mioa0568 


508 


MIOA0647 


568 


MIOA0736 


329 


MIOA0409a 


389 


MIOA0502 


449 


mioa0569a 


509 


MIOA0648 


569 


mioa0737m 


330 


MIOA0410a 


390 


mioa0503m 


450 


mioa0571a 


510 


MIOA0650 


570 


mioa0738m 


331 


MIOA0411a 


391 


MIOA0504n 


451 


MIOA0572n 


511 


MIOA0651 


571 


mioa0739m 


332 


nnioa0412a 


392 


MIOA0505n 


452 


mioa0573a 


512 


MIOA0652 


572 


mioa0740m 


333 


MIOA0413a 


393 


mioa0506m 


453 


mioa0574 


513 


MIOA0653 


573 


mioa0741m 


334 


MIOA0414a 


394 


mioa0507m 


454 


mioa0575a 


514 


M1OA0677 


574 


MIOA0742 


335 


MIOA0415a 


395 


MIOA0508n 


455 


mioa0576a 


515 


M1OA0679 


575 


mioa0743 


336 


MIOA0416a 


396 


mioa0509 


456 


MIOA0577a 


516 


MIOA0680 


576 


MIOA0744 


337 


MIOA0417a 


397 


MIOA0510 


457 


MIOA0578a 


517 


MIOA0681n 


577 


MIOA0745 


338 


MIOA0418a 


398 


mioaOSIIm 


458 


MIOA0579a 


518 


MIOA0682n 


578 


MIOA0746 


339 


IVIIOA0419a 


399 


MIOA0513n 


459 


MIOA0580a 


519 


MIOA0683 


579 


MIOA0747 


340 


MiOA0420a 


400 


MIOA0514 


460 


mioa0581a 


520 


MIOA0684 


580 


MIOA0748 


341 


MIOA0449 


401 


MIOA0515 


461 


MIOA0582a 


521 


MIOA0685 


581 


MIOA0749 


342 


M1OA0450 


402 


MIOA0516 


462 


MIOA0584a 


522 


MIOA0688 


582 


MIOA0750 


343 


MIOA0451 


403 


M1OA0517 


463 


MIOA0585a 


523 


MIOA0689 


583 


MIOA0751 


344 


MIOA0452 


404 


MIOA0518 


464 


MIOA0586a 


524 


mioa0690 


584 


MIOA0752 


345 


MIOA0453 


405 


MIOA0519n 


465 


MIOA0587a 


525 


MIOA0691 


585 


MIOA0753n 


346 


MIOA0454 


406 


inioa0520n 


466 


MIOA0588a 


526 


MIOA0692 


586 


mioa0754tn 


347 


MIOA0455 


407 


MIOA0521 


467 


MIOA0589a 


527 


MIOA0693 


587 


mioa0755m 


348 


M1OA0456 


408 


MIOA0522 


468 


MIOA0590a 


528 


MIOA0694 


588 


MIOA0756 


349 


mioa0457m 


409 


mioa0524 


469 


MlOA0591a 


529 


MIOA0696 


589 


IVIIOA0757 


350 


M1OA0458 


410 


MIOA0525 


470 


MIOA0592a 


530 


MIOA0697 


590 


MIOA0758 


351 


MIOA0459 


411 


MIOA0526 


471 


MIOA0593a 


531 


MIOA0698 


591 


MIOA0759 


352 


IV1IOA0460 


412 


MIOA0528 


472 


MIOA0594a 


532 


mioa0699 


592 


MIOA0760 


353 


M1OA0461 


413 


MIOA0529 


473 


MIOA0595a 


533 


MIOA0701 


593 


mioa0761 


354 


mioa0462n 


414 


MIOA0530 


474 


MIOA0597a 


534 


MIOA0702 


594 


mioa0762m 


355 


mioa0463m 


415 


MIOA0531 


475 


MIOA0598a 


535 


MIOA0703 


595 


MIOA0763n 


356 


MiOA0464 


416 


MIOA0532 


476 


MIOA0600a 


536 


MIOA0704 


596 


mioa0764 


357 


. MIOA0466 


417 


MIOA0533 


477 


MIOAOeOla 


537 


MIOA0705 


597 


MIOA0765n 


358 


MIOA0467 


418 


IVIIOA0534 
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MIOA0706 
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419 
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479 
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MIOA0707 


599 
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420 


M1OA0536 


480 


MIOA0604a 


540 


MIOA0708 


600 


MIOA0768n 
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601 


MIOA0769n 


661 


MIOA0844a 


721 


tinioa0920a 


781 


MIOA0990n 


841 


rriioa1059 


602 


IVIIOA0770n 


662 


MIOA0845a 


722 


MIOA0921a 


782 


mioa0991nn 


842 


MIOA1060 


603 
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783 
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843 
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M1OA0773 
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784 
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844 


MIOA1062 


605 


mioa0774n 


665 
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725 


MIOA0925a 


785 


MIOA0994 


845 


MIOA1063 


606 


MIOA0775n 


666 


inioa0849a 


726 


MIOA0927a 


786 


MIOA0995 


846 


MIOA1065 


607 


MlOA0776n 


667 


MIOAOSSOa 


727 


MIOA0929 


787 


mioa0996n 


847 


MIOA1066 


608 


MIOA0777n 


668 


MIOA0851a 


728 


MIOA0930 


788 


MlOA0997n 


848 


MIOA1067 


609 


MIOA0778 


669 


MIOA0852a 


729 


MIOA0931 


789 


MIOA0998 


849 


M1OA1068 


610 


M1OA0779 


670 


MIOA0855a 


730 


mioa0932 


790 


inioa0999 


850 


MIOA1070 


611 


mioa0780n 


671 


MIOA0857a 


731 


MIOA0933 


791 


MIOA1000 


851 


MIOA1071 


612 


MIOA0781 


672 


MIOA0860a 


732 


MIOA0934 


792 


MIOA1001 


852 


mioa1072 


613 


MIOA0782n 


673 


MIOA0861a 


733 


IVIIOA0935 


793 


mioalOOS 


853 


IVIIOA1073 


614 


MIOA0783n 


674 


MIOA0862a 


734 


MIOA0936 


794 


MIOA1004 


854 


MIOA1074 


615 


iTiioa0785m 


675 


MIOA0865a 


735 


MIOA0937 


795 


MIOA1005 


855 


mioa1075 


616 


nnioa0786m 


676 


MIOA0866a 


736 


MIOA0938 


796 


MIOA1006 


856 


MIOA1076 


617 


mioa0787m 


677 


MIOA0868a 


737 


MIOA0940 


797 


MIOA1007 


857 


MIOA1077 


618 


mioa0788m 


678 


MIOA0869a 


738 


MIOA0941 


798 


MIOA1008 


858 


MIOA1078 


619 


mioa0789ni 


679 


MIOA0873a 


739 


MIOA0942 


799 


MIOA1009 


859 


MIOA1079 


620 


M1OA0790 


680 


MIOA0874a 


740 


MIOA0943 


800 


MIOA1010 


860 


MIOA1080 


621 


MIOA0791 


681 


MIOA0875a 


741 


MIOA0944 


801 


MIOA1012 


861 


1V1IOA1081 


622 


MIOA0792 


682 


MIOA0876a 


742 


MIOA0946 


802 


MIOA1013 


862 


MIOA1082 


623 


MIOA0793 


683 


MIOA0877a 


743 


IVIIOA0947 


803 


MIOA1014 


863 


M1OA1083 


624 


MIOA0794 


684 


MIOA0878a 


744 


MIOA0948 


804 


MIOA1015 


864 


MIOA1084 


625 


MIOA0795n 


685 


MIOA0879a 


745 


MIOA0949 


805 


MIOA1016 


865 


M1OA1085 


626 


MIOA0797 


686 


MIOA0880a 


746 


mioa0950 


806 


MIOA1018 


866 


mioa1086 


627 


nnioa0798 


687 


MlOA0882a 


747 


MIOA0951 


807 


mioa1019 


867 


mioa1087 


628 


mioaOSOOm 


688 


MIOA0884a 


748 


MIOA0952 


808 


mioa1021m 


868 


MIOA1088 


629 


IVIIOA0802 


689 


MIOA0885a 


749 


MIOA0953 


809 


mioa1022m 


869 


MIOA1089 


630 


MIOA0803 


690 


MIOA0886a 


750 


MIOA0954 


810 


MIOA1024 


870 


MIOA1090 


631 


IVI1OA0804 


691 


MlOA0887a 


751 


IVIIOA0955 


811 


MIOA1025 


871 


MIOA1091 


632 


mioa0806 


692 


MIOA0888a 


752 


MIOA0956 


812 


MIOA1026 


872 


mioa1092 


633 


MIOA0807 


693 


MIOA0890a 


753 


MIOA0958 


813 


MIOA1027 


873 


MIOA1094 


634 


IVIIOA0808 


694 
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754 


MIOA0959 


814 
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874 


MIOA1095 


635 
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695 
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755 
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815 
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875 
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636 


MIOA0811 


696 
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756 


MIOA0961 


816 


mioa1030n 


876 


mioa1097 


637 


MIOA0813 


697 


MIOA0894a 


757 


MIOA0962 


817 


mioa1031m 


877 


MIOA1099 


638 


iVIIOA0814 


698 


MIOA0896a 


758 
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818 


mioa1032m 


878 


M1OA1100 


639 


IVIIOA0816 


699 


MIOA0897a 


759 
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879 
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640 
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760 
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820 
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880 
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881 
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882 
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643 


MIOA0820 


703 
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763 
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823 
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883 


MIOA1106 


644 


MIOA0821 


704 
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824 
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884 
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645 


mioa0823 


705 
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MIOA0970 


825 
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885 
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706 
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mioa1111m 


649 


MIOA0827 


709 
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829 
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889 
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650 
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710 
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770 
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711 
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772 
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892 
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713 
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773 
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833 
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714 
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718 
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659 
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901 MI0A1131 

902 MIOA1132 

903 mioa1133 

904 mioa1134 

905 MIOA1135 

906 MIOA1136 

907 MIOA1137 

908 mioa1138 

909 inioa1139 

910 M1OA1140 

911 MI0A1141 

912 mioa1142m 

913 MIOA1143 

914 mioa1144 

915 MIOA1145 

916 MIOA1146 

917 MIOA1147 

918 mioa1148n 

919 MIOA1149 

920 MIOA1150 

921 MI0A1151 

922 mioa1152m 

923 mioa1154 

924 mioa1156n 

925 MIOA1157 

926 MIOA1158 

927 MIOA1159 

928 MI0A1161 

929 mioa1163 

930 MIOA1164 

931 IV1IOA1165 

932 MIOA1166 

933 MIOA1167 

934 IV1IOA1169 

935 mioa1170 

936 mioa1171n 

937 MIOA1172 

938 M10A1173 

939 IV1IOA1174 

940 MIOA1176 

941 MIOA1177 

942 MIOA1178 

943 mioa1179m 

944 MIOA1180 

945 MI0A1181 

946 mioa1182 

947 mioa1183m 

948 mioa1184m 

949 MIOA1185 

950 MIOA1186 

951 MIOA1189 

952 MIOA1190n 

953 MI0A1191n 

954 MIOA1192 

955 MIOA1193 

956 MIOA1196 

957 mioa1197n 

958 MIOA1198 

959 M10A1199 

960 MIOA1200 



961 


MIOA1201 


962 


MIOA1204 


963 


MIOA1205 


964 


MIOA1206 


965 


MIOA1208 


966 


MIOA1210 


967 


MI0A1211 


968 


mioa1212 


969 


MIOA1213 


970 


MIOA1214 


971 


mloa1215m 


972 


mioa1216m 


973 


mioa1218m 


974 


MIOA1222m 


975 


MIOA1223m 


976 


MIOA1224m 


977 


MIOA1225 


978 


MIOA1226 


979 


MIOA1227 


980 


M10A1228 


981 


MIOA1229 


982 


MIOA1230 


983 


mioa1231 


984 


MIOA1233 


985 


MIOA1234 


986 


MIOA1235 


987 


MIOA1236 


988 


M10A1237 


989 


MiOA1239 


990 


MIOA1241n 


991 


MIOA1242 


992 


MIOA1243 


993 


MIOA1244m 


994 


MIOA1245 


995 


M10A1246 
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MIOA1247 


997 


MIOA1248 


998 


MIOA1249 


999 


MIOA1252 


1000 


MiOA1253 


1001 


MIOA1254 


1002 


MIOA1255m 


1003 


fnioa1256 


1004 


MIOA1259 


1005 


M1OA1260 


1006 


MIOA1261 


1007 


MIOA1262n 


1008 


MIOA1263 


1009 


MIOA1264 


1010 


MIOA1265 


1011 


M10A1266 


1012 


MIOA1267 


1013 


MIOA1268 


1014 


MIOA1269 


1015 


MIOA1270 


1016 


MIOA1273 


1017 


MIOA1274m 


1018 


MIOA1275m 


1019 


MIOA1276m 


1020 


MIOA1277m 



1021 


MIOA1278in 


1022 


MIOA1279m 


1023 


MIOA1281m 


1024 


MIOA1283m 


1025 


MIOA1284 


1026 


IVIIOA1285 


1027 


MIOA1286 


1028 


MIOA1287 


1029 


MIOA1288 


1030 


MIOA1289 


1031 


MIOA1290 


1032 


MIOA1291n 


1033 


MIOA1292 


1034 


MIOA1293n 


1035 


MIOA1294n 


1036 


IVIIOA1296 


1037 


MIOA1297 


1038 


MIOA1299 


1039 


MIOAISOOn 


1040 


MIOAISOlm 


1041 


M1OA1303 


1042 


MIOA1304 


1043 


1VIIOA1305 


1044 


MIOA1306 


1045 


MIOA1307 


1046 


MIOA1308m 


1047 


MIOA1309 


1048 


MIOA1310 


1049 


MI0A1311 


1050 


mioa1312 


1051 


M!OA1313a 


1052 


MIOA1314a 


1053 


MIOA1315a 


1054 


MIOA1316a 


1055 


MIOA1317a 


1056 


MIOA1318a 


1057 


MIOA1319a 


1058 


MIOA1320a 


1059 


MIOA1321a 


1060 


MIOA1322a 


1061 


MIOA1324a 


1062 


MIOA1325a 


1063 


mioa1326a 


1064 


MIOA1327a 


1065 


MIOA1329a 


1066 


MIOA1330a 


1067 


MIOA1331a 


1068 


MIOA1332a 


1069 


MIOA1333a 


1070 


MIOA1334a 


1071 


MIOA1336a 


1072 


MIOA1337a 


1073 


MIOA1338a 


1074 


mioa1339a 


1075 


MIOA1341a 


1076 


MIOA1342a 


1077 


MIOA1343a 


1078 


MIOA1344a 


1079 


MIOA1346a 


1080 


MIOA1347a 



1081 MIOA1349a 

1082 MIOA1350a 

1083 MIOA1351a 

1084 mioa1352a 

1085 MIOA1353a 

1086 MIOA1354a 

1087 MIOA1356a 

1088 MIOA1358a 

1089 MIOA1359a 

1090 MIOA1360a 

1091 MIOA1361a 

1092 MIOA1362a 

1093 MIOA1363a 

1094 MIOA1364a 

1095 MIOA1365a 

1096 IVIIOA1366a 

1097 MIOA1367a 

1098 MIOA1369a 

1099 MIOA1370a 

1100 lVllOA1371a 

1101 MIOA1372a 

1102 MIOA1373a 

1103 MIOA1374a 

1104 MIOA1375a 

1105 MIOA1377a 

1106 IVIIOA1379a 

1107 MIOA1380a 

1108 IVllOA1381a 

1109 MIOA1382a 

1110 MIOA1383a 

1111 !VI!OA1385a 

1112 MIOA1388a 

1113 MIOA1390a 

1114 MIOA1391a 

1115 MIOA1392a 

1116 MIOA1394a 

1117 MIOA1396a 

1118 MiOA1397a 

1119 MIOA1398a 

1120 M10A1399a 

1121 MIOA1400a 

1122 MIOA1401a 

1123 MIOA1402a 

1124 MIOA1403a 

1125 mioa1405a 

1126 MlOA1406a 

1127 MIOA1407a 

1128 MIOA1408a 

1129 MIOA1409 

1130 MIOA1410m 

1131 MI0A1411n 

1132 MIOA1412 

1133 MIOA1413 

1134 MIOA1414 

1135 MIOA1415 

1136 MIOA1416 

1137 MIOA1417 

1138 MIOA1418 

1139 MIOA1419 

1140 MIOA1420n 



1141 M10A1421n 

1142 MIOA1422 

1143 MIOA1423 

1144 MIOA1424 

1145 MIOA1426 

1146 MIOA1427 

1147 MIOA1428 

1148 MIOA1429 

1149 M10A1431 

1150 MIOA1432 

1151 MIOA1433 

1152 mioa1434 

1153 MIOA1435 

1154 mioa1436n 

1155 mioa1438n 

1156 MIOA1439 

1157 MIOA1440 

1158 MIOA1441 

1159 MIOA1442 

1160 mioa1443 

1161 MiOA1444 

1162 MIOA1445 

1163 MIOA1446 

1164 MIOA1447 

1165 MIOA1448 

1166 IVIIOA1450 

1167 mioa1452 

1168 MIOA1453 

1169 MIOA1454 

1170 MIOA1455 

1171 MIOA1456 

1172 MIOA1457 

1173 MIOA1458 

1174 MIOA1459 

1175 MIOA1460 

1176 MIOA1461n 

1177 mioa1462 

1178 mioa1463 

1179 M10A1464 

1180 MIOA1465 

1181 MIOA1466 

1182 mioa1467 

1183 mioa1468 

1184 MIOA1469 

1185 MIOA1470 

1186 mioa1471 

1187 MIOA1472 

1188 MIOA1473 

1189 MIOA1474 

1190 MIOA1475 

1191 IVilOA1476 

1192 mioa1477 

1193 mioa1478 

1194 MIOA1479m 

1195 MIOA1481 

1196 IVllOA1482m 

1197 MIOA1483m 

1198 mioa1484n 

1199 MIOA1485 

1200 MIOA1486 
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1201 


MIOA1487 


1261 


MIOA1556 


1321 


MIOA1622a 


1381 


MIOA1701a 


1441 


MIOA1784 


1202 


M10A1488 


1262 


MIOA1558 


1322 


MIOA1623a 


1382 


MIOA1702a 


1442 


M10A1785 


1203 


MIOA1491m 


1263 


mioa1559 


1323 


MIOA1624a 


1383 


MIOA1704a 


1443 


MIOA1786 


1204 


MIOA1492m 


1264 


mioa1560 


1324 


MIOA1626a 


1384 


MIOA1706a 


1444 


MIOA1788 


1205 


MIOA1494 


1265 


mioa1561n 


1325 


MIOA1627a 


1385 


MIOA1707a 


1445 


MIOA1790 


1206 


MIOA1495m 


1266 


mioa1562 


1326 


MIOA1628a 


1386 


MIOA1708a 


1446 


MIOA1791 


1207 


M10A1496 


1267 


IVIIOA1563m 


1327 


fnioa1630a 


1387 


MI0A1711a 


1447 


MIOA1792 


1208 


MIOA1497 


1268 


mioa1564m 


1328 


MIOA1632a 


1388 


MIOA1713a 


1448 


MIOA1793 


1209 


MlOA1498n 


1269 


MIOA1565n 


1329 


MIOA1633a 


1389 


MIOA1714a 


1449 


IVIIOA1794 


1210 


MIOA1502 


1270 


M10A1566 


1330 


MIOA1634a 


1390 


MIOA1715a 


1450 


MIOA1795 


1211 


mioa1603 


1271 


MIOA1567 


1331 


MIOA1635a 


1391 


MIOA1716a 


1451 


MIOA1797m 


1212 


IVIIOA1504 


1272 


mioa1568 


1332 


MIOA1636a 


1392 


MIOA1717a 


1452 


MIOA1798m 


1213 


MIOA1505 


1273 


MIOA1569 


1333 


MIOA1637a 


1393 


MIOA1718a 


1453 


mioalSOOm 


1214 


mioa1506 


1274 


MIOA1570 


1334 


MIOA1638a 


1394 


mioa1719a 


1454 


MIOA1801m 


1215 


IVIIOA1508 


1275 


M10A1571 


1335 


MIOA1639a 


1395 


MIOA1720a 


1455 


MIOA1802m 


1216 


MIOA1509 


1276 


mioa1572 


1336 


MIOA1640a 


1396 


mioa1721a 


1456 


MIOA1803m 


1217 


MI0A1511 


1277 


MIOA1573 


1337 


MIOA1641a 


1397 


MIOA1722a 


1457 


MIOA1809a 


1218 


MIOA1512n 


1278 


mioa1574 


1338 


MIOA1644a 


1398 


MIOA1723a 


1458 


IWI0A1811a 


1219 


MIOA1513 


1279 


MIOA1575 


1339 


mioa1645a 


1399 


MIOA1724a 


1459 


MIOA1812a 


1220 


IVIIOA1514 


1280 


MIOA1576 


1340 


MIOA1646a 


1400 


M10A1726a 


1460 


MIOA1814a 


1221 


MIOA1515 


1281 


MIOA1577 


1341 


MIOA1647a 


1401 


MIOA1727a 


1461 


MIOA1815a 


1222 


MIOA1516 


1282 


MIOA1578 


1342 


MIOA1648a 


1402 


MIOA1729a 


1462 


MIOA1817a 


1223 


MIOA1517 


1283 


MIOA1579 


1343 


MIOA1649a 


1403 


MIOA1731 


1463 


MIOA1818a 


1224 


mioa1518 


1284 


MIOA1580 


1344 


MIOA1650a 


1404 


MIOA1733 


1464 


MIOA1819a 


1225 


MIOA1519 


1285 


MIOA1581 


1345 


MIOA1651a 


1405 


MIOA1734 


1465 


MIOA1821a 


1226 


MIOA1520 


1286 


MIOA1582 


1346 


MIOA1652a 


1406 


MIOA1735 


1466 


MIOA1822a 


1227 


IV1IOA1521 


1287 


MIOA1583 


1347 


MIOA1654a 


1407 


MIOA1737 


1467 


MIOA1823a 


1228 


MIOA1522 


1288 


MIOA1584 


1348 


MIOA1655a 


1408 


MIOA1738 


1468 


MIOA1824a 


1229 


MIOA1524 


1289 


MIOA1585 


1349 


MIOA1656a 


1409 


MIOA1739 


1469 


MIOA1825a 


1230 


MIOA1525 


1290 


MIOA1586 


1350 


MIOA1657a 


1410 


MIOA1741 


1470 


MIOA1827a 


1231 


MIOA1526 


1291 


MIOA1587 


1351 


MIOA1658a 


1411 


MIOA1742 


1471 


mioa1828a 


1232 


MIOA1527 


1292 


MIOA1588 


1352 


MIOA1660a 


1412 


MIOA1743n 


1472 


MIOA1830a 


1233 


MIOA1528 


1293 


MIOA1589 


1353 


MIOA1661a 


1413 


mioa1745n 


1473 


MIOA1832a 


1234 


MIOA1529 


1294 


MIOA1590 


1354 


MIOA1662a 


1414 


MIOA1748 


1474 


MIOA1833a 


1235 


MIOA1530 


1295 


MIOA1592 


1355 


M10A1664a 


1415 


mioa1750n 


1475 


MIOA1834a 


1236 


MIOA1531 


1296 


MIOA1593 


1356 


mioa1665a 


1416 


MIOA1752 


1476 


MIOA1835a 


1237 


MIOA1532 


1297 


mioa1594 


1357 


MIOA1666a 


1417 


MIOA1753 


1477 


MIOA1837a 


1238 


MIOA1533 


1298 


mioa1595 


1358 


mioa1667a 


1418 


MIOA1755 


1478 


MIOA1838a 


1239 


MIOA1534 


1299 


MIOA1597 


1359 


MIOA1668a 


1419 


MIOA1756 


1479 


MIOA1839a 


1240 


MIOA1535 


1300 


MIOA1598 


1360 


MIOA1669a 


1420 


MIOA1757 


1480 


MIOA1840a 


1241 


MIOA1536 


1301 


MIOA1599 


1361 


MIOA1671a 


1421 


MIOA1758 


1481 


MIOA1841a 


1242 


mioa1537 


1302 


MIOA1600 


1362 


mioa1673a 


1422 


MIOA1760 


1482 


MIOA1843a 


1243 


MIOA1538 


1303 


MIOAieOla 


1363 


MIOA1674a 


1423 


MIOA1761 


1483 


MIOA1844a 


1244 


MIOA1539 


1304 


MIOA1602a 


1364 


MIOA1676a 


1424 


MIOA1763 


1484 


MIOA1845a 


1245 


MIOA1540 


1305 


MIOA1603a 


1365 


MIOA1677a 


1425 


mioa1764 


1485 


M10A1846a 


1246 


MIOA1541m 


1306 


MlOA1604a 


1366 


MIOA1679a 


1426 


MIOA1765 


1486 


MIOA1847a 


1247 


MIOA1542m 


1307 


MIOA1605A 


1367 


MIOA1680a 


1427 


MIOA1766 


1487 


MIOA1848a 


1248 


MIOA1543 


1308 


mioa1606a 


1368 


MIOAieSIa 


1428 


MIOA1767 


1488 


MIOA1849a 


1249 


MIOA1544 


1309 


MIOA1607a 


1369 


MIOA1685a 


1429 


MIOA1769 


1489 


MIOA1851a 


1250 


MiOA1545 


1310 


MiOA1608a 


1370 


MIOA1686a 


1430 


IVIIOA1770 


1490 


MIOA1852a 


1251 


MIOA1546 


1311 


MIOA1610a 


1371 


MIOA1687a 


1431 


MIOA1771 


1491 


MIOA1853a 


1252 


MIOA1547 


1312 


MI0A1611a 


1372 


MIOA1688a 


1432 


MIOA1773 


1492 


mioa1854a 


1253 


MIOA1548 


1313 


MIOA1612a 


1373 


mioa1689a 


1433 


MIOA1774 


1493 


MIOA1855a 


1254 


MIOA1549 


1314 


MIOA1613a 


1374 


MIOA1690a 


1434 


MIOA1775 


1494 


mioa1856m 


1255 


MIOA1550 


1315 


MIOA1614a 


1375 


MIOA1693a 


1435 


mioa1776 


1495 


MIOA1857m 


1256 


MIOA1551 


1316 


MIOA1615a 


1376 


MIOA1695a 


1436 


MIOA1777n 


1496 


MIOA1858m 


1257 


MIOA1552 


1317 


MIOA1616a 


1377 


MIOA1696a 


1437 


MiOA1778 


1497 


mioa1864a 


1258 


MIOA1553 


1318 


MIOA1619a 


1378 


mioa1697 


1438 


MIOA1779 


1498 


MIOA1865a 


1259 


IVIIOA1554n 


1319 


MIOA1620a 


1379 


MIOA1699 


1439 


MIOA1780 


1499 


MIOA1866a 


1260 


MIOA1555 


1320 


MIOA1621a 


1380 


MIOA1700 


1440 


MIOA1781 


1500 


MIOA1868a 
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1501 


mioa1870n 




1502 


mioa1871an 




1503 


MIOA1874a 




1504 


MIOA1876a 




1505 


MIOA1880a 




1506 


mioa1881a 




1507 


MIOA1882a 




1508 


MIOA1884a 




1509 


MIOA1885a 




1510 


M10A1887a 




1511 


MIOA1889a 




1512 


MIOA1890a 




1513 


MIOA1891a 




1514 


MIOA1892a 




1515 


MIOA1893a 




1516 


MIOA1894a 




1517 


MIOA1895a 




1518 


MIOA1896a 




1519 


mioa1897a 




1520 


IVllOA1898a 




1521 


mioa1899a 




1522 


MIOA1900a 




1523 


MIOA1901a 




1524 


MIOA1902a 


ill I 


1525 


MIOA1903a 




1526 


MIOA1904a 


Us 


1527 


IVliOA1905a 


w 


1528 


IVllOA1906a 




1529 


MIOA1907a 




1530 


MIOA1908a 




1531 


MIOA1909a 


lU 


1532 


MIOA1910a 


iS 


1533 


MI0A1911a 




1534 


MIOA1913a 


Sir ! 


1535 


MIOA1914a 




1536 


MIOA1915a 




1537 


mioa1916a 




1538 


MIOA1917a 




1539 


IVllOA1918a 




1540 


MIOA1920a 




1541 


MIOA1921a 




1542 


MIOA1922a 




1543 


mioa1923a 




1544 


MIOA1924a 




1545 


MIOA1925a 




1546 


MIOA1927a 




1547 


MIOA1928a 




1548 


MIOA1930a 




1549 


MiOA1932a 




1550 


IVIIOA1933a 




1551 


mioa1934an 




1552 


MIOA1935a 




1553 


MIOA1936a 




1554 


MIOA1937a 




1555 


MIOA1938a 




1556 


mioa1939a 




1557 


MIOA1940a 




1558 


MIOA1941a 




1559 


MIOA1942a 




1560 


MIOA1943a 



1561 MIOA1944a 

1562 MIOA1945a 

1563 MIOA1947a 

1564 MIOA1948a 

1565 MIOA1949a 

1566 MIOA1950a 

1567 MIOA1952a 

1568 MIOA1953a 

1569 MIOA1954a 

1570 MIOA1955a 

1571 MIOA1956a 

1572 M!OA1957a 

1573 MIOA1959a 

1574 MIOA1961a 

1575 MIOA1963a 

1576 MIOA1965a 

1577 MIOA1966a 

1578 MIOA1967a 

1579 MIOA1968a 

1580 MIOA1969a 

1581 MlOA1971a 

1582 MIOA1972a 

1583 mioa1975a 

1584 MIOA1976a 

1585 MIOA1978a 

1586 MIOA1979a 

1587 MIOA1980a 

1588 MIOA1981a 

1589 MIOA1982a 

1590 MIOA1983a 

1591 mioa1984a 

1592 MIOA1985 

1593 tnioa1986 

1594 MIOA1987n 

1595 MIOA1988 

1596 MIOA1989 

1597 MIOA1990 

1598 MIOA1991 

1599 MIOA1992 

1600 MIOA1994 

1601 M10A1995 

1602 MIOA1996 

1603 M10A1997 

1604 MIOA1999n 

1605 MIOA2001n 

1606 MIOA2002 

1607 MIOA2004 

1608 MIOA2005 

1609 MIOA2006 

1610 MIOA2007 

1611 MIOA2008 

1612 MIOA2009 

1613 MIOA2010 

1614 MIOA2013 

1615 MIOA2015 

1616 MIOA2018 

1617 MIOA2019 

1618 MIOA2021 

1619 mioa2022 

1620 MIOA2023 



1621 MIOA2024 

1622 MIOA2025 

1623 MIOA2027 

1624 MIOA2028 

1625 MIOA2029 

1626 MIOA2031 

1627 mioa2032n 

1628 MIOA2033 

1629 MIOA2034 

1630 mioa2035 

1631 MIOA2037 

1632 MIOA2038 

1633 MIOA2039 

1634 MIOA2041 

1635 mioa2042 

1636 mioa2043 

1637 MIOA2044 

1638 MIOA2046 

1639 mioa2047m 

1640 MIOA2049 

1641 MIOA2050 

1642 mioa2051n 

1643 MIOA2052n 

1644 MIOA2053 

1645 MIOA2054 

1646 MIOA2055 

1647 1VIIOA2056 

1648 IVIIOA2057 

1649 MIOA2058 

1650 MIOA2059n 

1651 MIOA2060 

1652 MIOA2061n 

1653 mioa2062 

1654 mioa2063 

1655 MIOA2064 

1656 MIOA2065 

1657 MIOA2066 

1658 MIOA2068 

1659 mioa2069 

1660 MIOA2070 

1661 MIOA2071 

1662 MIOA2072 

1663 MIOA2073 

1664 MIOA2074 

1665 MIOA2075 

1666 MIOA2076 

1667 MIOA2077 

1668 MIOA2078 

1669 MIOA2079n 

1670 MIOA2083n 

1671 mioa2086 

1672 MIOA2087n 

1673 MIOA2088 

1674 MiOA2089 

1675 MIOA2090 

1676 MIOA2091 

1677 MIOA2092n 

1678 MIOA2093 

1679 MIOA2094 

1680 MIOA2095 



1681 MIOA2096 

1682 MIOA2097 

1683 MIOA2098 

1684 MIOA2099 

1685 M1OA2100 

1686 MIOA2102 

1687 MIOA2103 

1688 MIOA2104 

1689 mioa2106 

1690 MIOA2107 

1691 MIOA2109 

1692 MIOA2110 

1693 MI0A2111 

1694 MIOA2112 

1695 MIOA2113 

1696 MIOA2114 

1697 MIOA2115 

1698 mioa2117m 

1699 MIOA2118 

1700 MIOA2119 

1701 MIOA2120 

1702 MIOA2122 

1703 MIOA2123 

1704 MIOA2124 

1705 mioa2125 

1706 mioa2126m 

1707 mioa2127m 

1708 MIOA2128 

1709 mioa2129m 

1710 mioa2130m 

1711 mioa2133m 

1712 MIOA2134 

1713 MIOA2135 

1714 MIOA2136 

1715 MIOA2137 

1716 MiOA2140 

1717 MIOA2141 

1718 mioa2142n 

1719 MIOA2144 

1720 MIOA2146 

1721 mioa2147 

1722 mioa2148 

1723 mioa2149 

1724 MIOA2150 

1725 mioa2151m 

1726 MIOA2152 

1727 mioa2153m 

1728 MIOA2154a 

1729 MIOA2155a 

1730 MIOA2156a 

1731 MIOA2157a 

1732 MIOA2158a 

1733 MIOA2159a 

1734 MIOA2160a 

1735 MIOA2161a 

1736 MIOA2162a 

1737 MIOA2163a 

1738 MIOA2165a 

1739 MIOA2167a 

1740 MIOA2168a 



1741 IVIIOA2170a 

1742 MIOA2171a 

1743 MIOA2172a 

1744 MIOA2173a 

1745 M10A2174a 

1746 MIOA2175a 

1747 MIOA2176a 

1748 MIOA2177a 

1749 MIOA2179a 

1750 MIOA2180a 

1751 MIOA2181a 

1752 MIOA2182a 

1753 MIOA2183a 

1754 MIOA2184a 

1755 MIOA2185a 

1756 MIOA2186a 

1757 M10A2188a 

1758 MIOA2189a 

1759 MIOA2190a 

1760 IVIIOA2191a 

1761 MIOA2192a 

1762 MIOA2193a 

1763 MIOA2194a 

1764 MIOA2195a 

1765 MIOA2196a 

1766 MIOA2197a 

1767 mioa2199n 

1768 MIOA2200a 

1769 MIOA2201a 

1770 MIOA2202a 

1771 MIOA2203a 

1772 MIOA2204a 

1773 MIOA2205a 

1774 IVllOA2206a 

1775 MIOA2207a 

1776 MIOA2209a 

1777 MIOA2210a 

1778 MlOA2211a 

1779 MIOA2212a 

1780 MIOA2213a 

1781 MIOA2214a 

1782 MIOA2217a 

1783 M10A2222a 

1784 M10A2223a 

1785 MIOA2224a 

1786 MIOA2225a 

1787 MIOA2226a 

1788 MIOA2227a 

1789 M10A2229a 

1790 MIOA2230a 

1791 MIOA2232a 

1792 MIOA2233a 

1793 MIOA2234a 

1794 MIOA2235a 

1795 MIOA2236a 

1796 M10A2238a 

1797 MIOA2239a 

1798 MIOA2241a 

1799 M!OA2242a 

1800 MIOA2243a 



Figure 6D - List of EST Sequence Names From Mild OA Cartilage cDNA Library - Page 7 of 43 



1801 


MIOA2244a 


1861 


MIOA2324a 


1921 


MIOA2400a 


1981 


MIOA2483a 


2041 


M10A2564a 


1802 


MIOA2245a 


1862 


MIOA2326a 


1922 


MIOA2401a 


1982 


MIOA2485a 


2042 


MIOA2565a 


1803 


M10A2246a 


1863 


MIOA2327a 


1923 


MIOA2402a 


1983 


IVIIOA2486a 


2043 


MIOA2567a 


1804 


MIOA2247a 


1864 


MIOA2328a 


1924 


MIOA2409a 


1984 


MIOA2487a 


2044 


M10A2568a 


1805 


MIOA2248a 


1865 


mioa2329a 


1925 


MIOA2411a 


1985 


mioa2488an 


2045 


MIOA2569a 


1806 


M10A2249a 


1866 


IVIIOA2330a 


1926 


IVIIOA2412a 


1986 


MIOA2489a 


2046 


MIOA2570a 


1807 


MIOA2251a 


1867 


MIOA2331a 


1927 


MIOA2413a 


1987 


MIOA2490a 


2047 


MIOA2571a 


1808 


MIOA2252a 


1868 


MIOA2332a 


1928 


MIOA2414a 


1988 


MIOA2491a 


2048 


MIOA2572a 


1809 


MIOA2254a 


1869 


MIOA2333a 


1929 


MIOA2415a 


1989 


mioa2492a 


2049 


M10A2573a 


1810 


MIOA2256a 


1870 


MIOA2334a 


1930 


MIOA2416a 


1990 


MIOA2493a 


2050 


MIOA2574a 


1811 


MIOA2257a 


1871 


MIOA2335a 


1931 


MIOA2417a 


1991 


MIOA2494a 


2051 


MIOA2575a 


1812 


MIOA2258a 


1872 


MIOA2337a 


1932 


IVIIOA2418a 


1992 


MIOA2495a 


2052 


MIOA2576a 


1813 


MIOA2259a 


1873 


MIOA2338a 


1933 


MIOA2419a 


1993 


M10A2496a 


2053 


mioa2577a 


1814 


MIOA2260a 


1874 


MIOA2339a 


1934 


MIOA2420a 


1994 


MIOA2499a 


2054 


MIOA2580a 


1815 


MIOA2261a 


1875 


MIOA2340a 


1935 


MIOA2421a 


1995 


MIOA2502a 


2055 


MIOA2581a 


1816 


MIOA2262a 


1876 


MIOA2341a 


1936 


MIOA2422a 


1996 


mioa2503an 


2056 


MIOA2583a 


1817 


MIOA2263a 


1877 


MIOA2342a 


1937 


MIOA2423a 


1997 


mioa2504an 


2057 


MIOA2584a 


1818 


MiOA2264a 


1878 


MIOA2343a 


1938 


M10A2424a 


1998 


MIOA2505a 


2058 


MIOA2587a 


1819 


MIOA2265a 


1879 


MIOA2344a 


1939 


MIOA2425a 


1999 


MIOA2506a 


2059 


MIOA2588a 


1820 


mioa2266a 


1880 


MIOA2346a 


1940 


M10A2426a 


2000 


lVIIOA2507a 


2060 


M10A2589a 


1821 


IVIIOA2268a 


1881 


MIOA2347a 


1941 


MIOA2427a 


2001 


MIOA2509a 


2061 


MIOA2590a 


1822 


MIOA2269a 


1882 


mioa2348a 


1942 


MIOA2428a 


2002 


MIOA2510a 


2062 


MIOA2591a 


1823 


IVllOA2270a 


1883 


MIOA2349a 


1943 


MIOA2430a 


2003 


MIOA2511a 


2063 


MIOA2593a 


1824 


M10A2273a 


1884 


MIOA2350a 


1944 


MIOA2432a 


2004 


MIOA2512a 


2064 


MIOA2596a 


1825 


MIOA2274a 


1885 


MIOA2351a 


1945 


MIOA2433a 


2005 


MIOA2515a 


2065 


MIOA2598a 


1826 


MIOA2275a 


1886 


MIOA2352a 


1946 


MIOA2434a 


2006 


MIOA2518a 


2066 


MIOA2599a 


1827 


MIOA2276a 


1887 


MIOA2353a 


1947 


MIOA2435a 


2007 


MIOA2521a 


2067 


MIOA2601a 


1828 


MIOA2277a 


1888 


MIOA2355a 


1948 


MIOA2436a 


2008 


MIOA2522a 


2068 


MIOA2602a 


1829 


MIOA2278a 


1889 


IVIIOA2358a 


1949 


MIOA2437a 


2009 


MIOA2523a 


2069 


MIOA2603a 


1830 


mioa2279a 


1890 


MIOA2360a 


1950 


MIOA2439a 


2010 


MIOA2524a 


2070 


MIOA2604a 


1831 


MIOA2280a 


1891 


MIOA2361a 


1951 


MIOA2441a 


2011 


MIOA2527a 


2071 


MlOA2605a 


1832 


M10A2281a 


1892 


mjoa2363a 


1952 


MIOA2444a 


2012 


M10A2528a 


2072 


mioa2606an 


1833 


MIOA2285a 


1893 


MIOA2364a 


1953 


MIOA2445a 


2013 


MiOA2529a 


2073 


MIOA2607a 


1834 


MIOA2287a 


1894 


MIOA2365a 


1954 


MIOA2446a 


2014 


MIOA2531a 


2074 


MIOA2608a 


1835 


MIOA2288a 


1895 


MIOA2366a 


1955 


MIOA2447a 


2015 


MIOA2532a 


2075 


MIOA2609a 


1836 


MIOA2289a 


1896 


MIOA2368a 


1956 


mioa2448a 


2016 


M10A2533a 


2076 


MIOA2613a 


1837 


MIOA2290a 


1897 


MIOA2371a 


1957 


MIOA2449a 


2017 


MIOA2534a 


2077 


MlOA2615a 


1838 


MIOA2291a 


1898 


MIOA2372a 


1958 


MIOA2451a 


2018 


MIOA2536a 


2078 


MIOA2616a 


1839 


MIOA2292a 


1899 


mioa2373a 


1959 


MIOA2452a 


2019 


MIOA2537a 


2079 


MIOA2617a 


1840 


MIOA2293a 


1900 


MIOA2374a 


1960 


MIOA2454a 


2020 


MIOA2540a 


2080 


mioa2618 


1841 


MIOA2295a 


1901 


mioa2375a 


1961 


MIOA2455a 


2021 


MIOA2541a 


2081 


MIOA2619 


1842 


MIOA2296a 


1902 


MIOA2377a 


1962 


MIOA2457a 


2022 


MIOA2542a 


2082 


MIOA2620 


1843 


MIOA2297a 


1903 


MIOA2378a 


1963 


MIOA2458a 


2023 


MIOA2545a 


2083 


MIOA2621 


1844 


MIOA2298a 


1904 


MIOA2379a 


1964 


mioa2459a 


2024 


MIOA2546a 


2084 


MIOA2622 


1845 


MIOA2299a 


1905 


MIOA2380a 


1965 


MIOA2460a 


2025 


MIOA2547a 


2085 


mioa2623 


1846 


MIOA2300a 


1906 


MIOA2381a 


1966 


MIOA2462a 


2026 


M10A2548a 


2086 


MIOA2624 


1847 


MIOA2301a 


1907 


M!OA2383a 


1967 


mioa2463a 


2027 


MIOA2549a 


2087 


MIOA2625 


1848 


MlOA2302a 


1908 


M10A2384a 


1968 


MIOA2465a 


2028 


MIOA2550a 


2088 


MIOA2626 


1849 


MIOA2303a 


1909 


MIOA2385a 


1969 


MIOA2466a 


2029 


MIOA2551a 


2089 


mioa2627 


1850 


MIOA2304a 


1910 


MIOA2386a 


1970 


MIOA2467a 


2030 


MIOA2552a 


2090 


MIOA2628 


1851 


MIOA2305a 


1911 


MIOA2388a 


1971 


MIOA2468a 


2031 


MIOA2553a 


2091 


MIOA2629 


1852 


IVllOA2306a 


1912 


MIOA2389a 


1972 


IVIIOA2470a 


2032 


MIOA2554a 


2092 


MIOA2630 


1853 


MIOA2309a 


1913 


MIOA2390a 


1973 


MIOA2471a 


2033 


M10A2555a 


2093 


MIOA2631 


1854 


MIOA2310a 


1914 


MIOA2391a 


1974 


M10A2472a 


2034 


MIOA2556a 


2094 


MIOA2632 


1855 


MIOA2311a 


1915 


MIOA2393a 


1975 


MIOA2475a 


2035 


mioa2557a 


2095 


MIOA2633 


1856 


MiOA2315a 


1916 


MIOA2394a 


1976 


mioa2476a 


2036 


MIOA2558a 


2096 


MIOA2634 


1857 


MIOA2316a 


1917 


M10A2395a 


1977 


MIOA2478a 


2037 


M10A2559a 


2097 


MIOA2635 


1858 


MIOA2319a 


1918 


MIOA2397a 


1978 


MIOA2479a 


2038 


MIOA2560a 


2098 


MIOA2636 


1859 


lV!IOA2320a 


1919 


MIOA2398a 


1979 


MIOA2481a 


2039 


MIOA2561a 


2099 


mioa2637n 


1860 


M10A2323a 


1920 


M10A2399a 


1980 


MIOA2482a 


2040 


M10A2563a 


2100 


mioa2638m 
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2101 


MIOA2639 


2161 


MIOA2757a 


2221 


MIOA2827a 


2281 


MIOA2915a 


2341 


IVIIOA2991a 


2102 


MIOA2641 


2162 


MIOA2758a 


2222 


MIOA2828a 


2282 


MIOA2917a 


2342 


MIOA2992a 


2103 


MIOA2642 


2163 


MIOA2759a 


2223 


mioa2830an 


2283 


MIOA2921a 


2343 


MIOA2993a 


2104 


MiOA2643 


2164 


MIOA2760a 


2224 


MIOA2832a 


2284 


MIOA2922a 


2344 


M10A2994a 


2105 


MIOA2645 


2165 


MIOA2761a 


2225 


MIOA2833a 


2285 


MIOA2923a 


2345 


MIOA2995a 


2106 


M10A2646 


2166 


MIOA2762a 


2226 


MIOA2836a 


2286 


MIOA2925a 


2346 


MIOA2996a 


2107 


MIOA2647 


2167 


MIOA2764a 


2227 


MIOA2837a 


2287 


MIOA2g26a 


2347 


MIOA2997a 


2108 


MIOA2648 


2168 


MIOA2765a 


2228 


MIOA2838a 


2288 


M10A2927a 


2348 


MIOA2998a 


2109 


MIOA2650 


2169 


MIOA2766a 


2229 


MIOA2839a 


2289 


MIOA2930a 


2349 


MIOA2999a 


2110 


MIOA2652a 


2170 


MIOA2768a 


2230 


MIOA2841a 


2290 


MIOA2931a 


2350 


MIOA3000a 


2111 


MIOA2657a 


2171 


MIOA2769a 


2231 


MIOA2842a 


2291 


MiOA2932a 


2351 


MIOA3001a 


2112 


MIOA2662a 


2172 


MIOA2770a 


2232 


MIOA2844a 


2292 


mioa2933a 


2352 


MIOA3002a 


2113 


M10A2663a 


2173 


mioa2772a 


2233 


MIOA2846a 


2293 


inioa2934a 


2353 


MIOA3003a 


2114 


MIOA2674a 


2174 


MIOA2773a 


2234 


MIOA2847a 


2294 


MIOA2936a 


2354 


mioaSOOSa 


2115 


MIOA2675a 


2175 


MIOA2774a 


2235 


MIOA2848a 


2295 


MIOA2937a 


2355 


MIOA3007a 


2116 


MIOA2678a 


2176 


MIOA2775a 


2236 


MIOA2850a 


2296 


MIOA2938a 


2356 


MIOA3009a 


2117 


M10A2679a 


2177 


M10A2777a 


2237 


MIOA2851a 


2297 


MIOA2939a 


2357 


MIOA3013a 


2118 


MIOA2680a 


2178 


MIOA2778a 


2238 


MIOA2852a 


2298 


MIOA2940a 


2358 


MIOA3014a 


2119 


MIOA2681a 


2179 


MIOA2779a 


2239 


MIOA2853a 


2299 


mioa2941an 


2359 


MIOA3016a 


2120 


MIOA2684a 


2180 


MIOA2781a 


2240 


MIOA2854a 


2300 


MIOA2943a 


2360 


MIOA3018a 


2121 


MIOA2687a 


2181 


MIOA2782a 


2241 


MIOA2855a 


2301 


MIOA2944a 


2361 


MIOA3020a 


2122 


MIOA2689a 


2182 


MIOA2783a 


2242 


MIOA2856a 


2302 


MIOA2945a 


2362 


MIOA3021a 


2123 


MIOA2690a 


2183 


MIOA2784a 


2243 


MIOA2857a 


2303 


MIOA2946a 


2363 


MIOA3022a 


2124 


MIOA2691a 


2184 


MIOA2785a 


2244 


MIOA2858a 


2304 


MIOA2947a 


2364 


MIOA3023a 


2125 


MIOA2692a 


2185 


MIOA2786a 


2245 


MIOA2859a 


2305 


mioa2948a 


2365 


MIOA3024a 


2126 


M10A2693a 


2186 


MIOA2787a 


2246 


MIOA2860a 


2306 


M10A2949a 


2366 


MIOA3025a 


2127 


MIOA2694a 


2187 


MIOA2788a 


2247 


MIOA2861a 


2307 


MIOA2950a 


2367 


MlOA3027a 


2128 


IV!IOA2696a 


2188 


MIOA2789a 


2248 


MIOA2862a 


2308 


MIOA2951a 


2368 


MlOA3028a 


2129 


MIOA2697a 


2189 


MIOA2790a 


2249 


MIOA2863a 


2309 


MIOA2952a 


2369 


mioa3029an 


2130 


MIOA2698a 


2190 


MIOA2791a 


2250 


MIOA2864a 


2310 


MIOA2953a 


2370 


MIOA3030a 


2131 


MIOA2700a 


2191 


MIOA2792a 


2251 


MIOA2866a 


2311 


MIOA2954a 


2371 


MIOA3031a 


2132 


MIOA2702a 


2192 


MIOA2794a 


2252 


MIOA2868a 


2312 


mioa2955a 


2372 


MIOA3032a 


2133 


MIOA2704a 


2193 


MIOA2795a 


2253 


MIOA2869a 


2313 


MIOA2956a 


2373 


MIOA3034a 


2134 


MIOA2705a 


2194 


MIOA2796a 


2254 


MIOA2871a 


2314 


iVIIOA2958a 


2374 


IVIIOA3036a 


2135 


MiOA2706a 


2195 


MIOA2797a 


2255 


MIOA2872a 


2315 


MIOA2959a 


2375 


MlOA3037a 


2136 


MIOA2707a 


2196 


MIOA2798a 


2256 


MIOA2874a 


2316 


MIOA2960a 


2376 


MIOA3038a 


2137 


MIOA2708a 


2197 


MIOA2799a 


2257 


MIOA2875a 


2317 


MiOA2961a 


2377 


IVIIOA3039a 


2138 


IVIIOA2709a 


2198 


MIOA2800a 


2258 


MIOA2878a 


2318 


MIOA2962a 


2378 


MIOA3040a 


2139 


MIOA2711a 


2199 


MIOA2801a 


2259 


MIOA2885a 


2319 


MIOA2963a 


2379 


MIOA3041a 


2140 


MIOA2714a 


2200 


MIOA2802a 


2260 


MIOA2886a 


2320 


mioa2964a 


2380 


MiOA3042a 


2141 


MIOA2715a 


2201 


MIOA2803a 


2261 


MIOA2887a 


2321 


M!OA2965a 


2381 


MIOA3043a 


2142 


MIOA2716a 


2202 


MlOA2804a 


2262 


MIOA2888a 


2322 


MIOA2966a 


2382 


MIOA3044a 


2143 


MIOA2717a 


2203 


MIOA2805a 


2263 


MIOA2889a 


2323 


MIOA2968a 


2383 


mioa3045a 


2144 


M!OA2718a 


2204 


mioa2806a 


2264 


MIOA2890a 


2324 


MIOA2970a 


2384 


MIOA3047a 


2145 


MIOA2720a 


2205 


MIOA2807a 


2265 


MIOA2893a 


2325 


MIOA2971a 


2385 


MIOA3048a 


2146 


MIOA2722a 


2206 


mioa2808a 


2266 


MIOA2895a 


2326 


M10A2973a 


2386 


mioa3049an 


2147 


MIOA2725a 


2207 


MIOA2809a 


2267 


MIOA2897a 


2327 


MIOA2975a 


2387 


MIOA3051a 


2148 


MIOA2727a 


2208 


MIOA2810a 


2268 


MIOA2898a 


2328 


MIOA2976a 


2388 


MIOA3053a 


2149 


MIOA2729a 


2209 


mioa2811a 


2269 


MIOA2899a 


2329 


MIOA2977a 


2389 


MIOA3055a 


2150 


MIOA2730a 


2210 


MIOA2812a 


2270 


mioa2900an 


2330 


MIOA2978a 


2390 


MlOA3057a 


2151 


MIOA2734a 


2211 


mioa2813a 


2271 


mioa2901a 


2331 


MIOA2979a 


2391 


MIOA3058a 


2152 


MIOA2735a 


2212 


MIOA2814a 


2272 


MIOA2902a 


2332 


MIOA2981a 


2392 


MIOA3060a 


2153 


MIOA2736a 


2213 


MIOA2815a 


2273 


IVIIOA2904a 


2333 


MIOA2982a 


2393 


MIOA3063a 


2154 


MIOA2740a 


2214 


MIOA2816a 


2274 


MIOA2905a 


2334 


MIOA2983a 


2394 


MIOA3064a 


2155 


MIOA2743a 


2215 


MIOA2818a 


2275 


MIOA2907a 


2335 


MIOA2984a 


2395 


MIOA3065a 


2156 


M10A2747a 


2216 


MIOA2820a 


2276 


MIOA2908a 


2336 


MIOA2986a 


2396 


MIOA3066a 


2157 


MIOA2750a 


2217 


MIOA2822a 


2277 


MIOA2909a 


2337 


MIOA2987a 


2397 


MIOA3067a 


2158 


MIOA2753a 


2218 


MIOA2823a 


2278 


MIOA2910a 


2338 


MIOA2988a 


2398 


MIOA3070a 


2159 


MIOA2754a 


2219 


MIOA2825a 


2279 


MIOA2913a 


2339 


MIOA2989a 


2399 


MlOA3073a 


2160 


IVIIOA2756a 


2220 


MIOA2826a 


2280 


MIOA2914a 


2340 


MIOA2990a 


2400 


MIOA3074a 
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2401 


MlOA3079a 


2461 


MIOA3165a 


2521 


MIOA3255a 


2581 


MIOA3328a 


2641 


MIOA3397a 


2402 


MIOA3080a 


2462 


MIOA3166a 


2522 


MIOA3257a 


2582 


MIOA3329a 


2642 


MIOA3398a 


2403 


MIOA3081a 


2463 


MIOA3167a 


2523 


MIOA3258a 


2583 


MIOA3330a 


2643 


MIOA3399a 


2404 


MIOA3082a 


2464 


M10A3169a 


2524 


MIOA3259a 


2584 


MIOA3331a 


2644 


MIOA3400a 


2405 


MIOA3083a 


2465 


MIOA3170a 


2525 


MIOA3260a 


2585 


MIOA3332a 


2645 


MIOA3401a 


2406 


MIOA3084a 


2466 


mioa3172 


2526 


MIOA3261a 


2586 


MIOA3333a 


2646 


MIOA3402a 


2407 


MIOA3086a 


2467 


MIOA3173a 


2527 


M10A3262a 


2587 


MIOA3334a 


2647 


mioa3404a 


2408 


MIOA3089a 


2468 


MIOA3174a 


2528 


MIOA3265a 


2588 


MIOA3335a 


2648 


MIOA3405a 


2409 


MIOA3090a 


2469 


M10A3175a 


2529 


mioa3266a 


2589 


mioa3336a 


2649 


MIOA3406a 


2410 


M!OA3092a 


2470 


mioa3176a 


2530 


MIOA3268a 


2590 


mioa3337a 


2650 


MIOA3408a 


2411 


MIOA3096a 


2471 


MIOA3177a 


2531 


MIOA3269a 


2591 


MIOA3339a 


2651 


MIOA3409a 


2412 


MIOA3097a 


2472 


MIOA3178a 


2532 


mioa3271n 


2592 


MIOA3340a 


2652 


MIOA3410a 


2413 


mioa3098a 


2473 


MIOA3179a 


2533 


mioa3272n 


2593 


MIOA3341a 


2653 


MIOA3411a 


2414 


MIOA3101a 


2474 


mioa3182a 


2534 


MIOA3274 


2594 


MIOA3342a 


2654 


mioa3412a 


2415 


MIOA3102a 


2475 


MIOA3183a 


2535 


MIOA3275 


2595 


MIOA3343a 


2655 


MIOA3414a 


2416 


MIOA3103a 


2476 


MIOA3185a 


2536 


mioa3276n 


2596 


MIOA3344a 


2656 


mioa3415a 


2417 


MIOA3104a 


2477 


mioa3186a 


2537 


MIOA3277 


2597 


MIOA3345a 


2657 


MIOA3416a 


2418 


MlOA3105a 


2478 


MIOA3187a 


2538 


MIOA3278 


2598 


MIOA3346a 


2658 


MlOA3417a 


2419 


MIOA3106a 


2479 


MIOA3188a 


2539 


MIOA3279a 


2599 


MIOA3347a 


2659 


MIOA3418a 


2420 


MIOA3107a 


2480 


MIOA3189a 


2540 


MIOA3281a 


2600 


MIOA3348a 


2660 


IVIIOA3419a 


2421 


MlOA3109a 


2481 


M10A3192a 


2541 


MIOA3282a 


2601 


MIOA3349a 


2661 


mjoa3420an 


2422 


MIOA3110a 


2482 


MIOA3193a 


2542 


M10A3283a 


2602 


MIOA3350a 


2662 


MIOA3421a 


2423 


MI0A3111a 


2483 


MIOA3194a 


2543 


MIOA3284a 


2603 


MIOA3351a 


2663 


M10A3422a 


2424 


MIOA3112a 


2484 


mioa3195a 


2544 


MiOA3286a 


2604 


MIOA3352a 


2664 


MIOA3423a 


2425 


mioa3114a 


2485 


MIOA3196a 


2545 


MIOA3287a 


2605 


MIOA3353a 


2665 


mioa3424a 


2426 


mioa3115an 


2486 


mioa3198a 


2546 


mioa3288a 


2606 


MIOA3354a 


2666 


MIOA3425a 


2427 


IVI10A3117a 


2487 


MIOA3199a 


2547 


MIOA3289a 


2607 


MIOA3355a 


2667 


mioa3426a 


2428 


MlOA3118a 


2488 


MIOA3200a 


2548 


MIOA3290a 


2608 


MIOA3357a 


2668 


MIOA3428a 


2429 


MIOA3121a 


2489 


MIOA3203a 


2549 


MIOA3291a 


2609 


MIOA3359a 


2669 


MIOA3429a 


2430 


MIOA3122a 


2490 


MIOA3204a 


2550 


MIOA3292a 


2610 


MIOA3361a 


2670 


mioa3430an 


2431 


M10A3123a 


2491 


MIOA3205a 


2551 


lVllOA3293a 


2611 


MIOA3362a 


2671 


mioa3431a 


2432 


M10A3124a 


2492 


MIOA3206a 


2552 


MIOA3294a 


2612 


mioa3363a 


2672 


MIOA3432a 


2433 


MIOA3127a 


2493 


mioa3208a 


2553 


MIOA3295a 


2613 


MIOA3364a 


2673 


MIOA3433a 


2434 


MIOA3129a 


2494 


MIOA3209a 


2554 


MIOA3296a 


2614 


MIOA3365a 


2674 


MIOA3434a 


2435 


MIOA3132a 


2495 


MIOA3210a 


2555 


MIOA3297a 


2615 


MIOA3367a 


2675 


lVllOA3435a 


2436 


MIOA3133a 


2496 


MIOA3212a 


2556 


MIOA3298a 


2616 


MIOA3368a 


2676 


MIOA3436a 


2437 


MIOA3135a 


2497 


MIOA3213a 


2557 


MIOA3301a 


2617 


mioa3369an 


2677 


MIOA3437a 


2438 


MIOA3136a 


2498 


MIOA3216a 


2558 


MIOA3303a 


2618 


MIOA3370a 


2678 


MIOA3439a 


2439 


mioa3137an 


2499 


MIOA3217a 


2559 


mioa3304a 


2619 


MIOA3372a 


2679 


MIOA3440a 


2440 


MIOA3138a 


2500 


MIOA3223a 


2560 


MIOA3305a 


2620 


MIOA3373a 


2680 


MIOA3443a 


2441 


mioa3140a 


2501 


MIOA3224a 


2561 


MIOA3306a 


2621 


MIOA3375a 


2681 


MIOA3444a 


2442 


MIOA3141a 


2502 


M10A3226a 


2562 


MIOA3307a 


2622 


MIOA3377a 


2682 


MIOA3445a 


2443 


MIOA3143a 


2503 


MIOA3227a 


2563 


MIOA3308a 


2623 


MiOA3378a 


2683 


MIOA3447a 


2444 


MIOA3144a 


2504 


mioa3229an 


2564 


MIOA3309a 


2624 


MIOA3379a 


2684 


MIOA3449a 


2445 


MIOA3146a 


2505 


MIOA3231a 


2565 


mioa3310a 


2625 


MIOA3380a 


2685 


MIOA3450a 


2446 


MIOA3147a 


2506 


MIOA3232a 


2566 


MIOA3311a 


2626 


MIOA3381a 


2686 


MIOA3451a 


2447 


MIOA3148a 


2507 


MIOA3233a 


2567 


MIOA3312a 


2627 


MIOA3382a 


2687 


MIOA3452a 


2448 


mioa3149an 


2508 


MIOA3236a 


2568 


MIOA3313a 


2628 


MIOA3383a 


2688 


MIOA3453a 


2449 


MIOA3150a 


2509 


MIOA3237a 


2569 


MIOA3314a 


2629 


mioa3384a 


2689 


MIOA3455a 


2450 


MIOA3151a 


2510 


MIOA3239a 


2570 


MIOA3315a 


2630 


MIOA3385a 


2690 


MiOA3456a 


2451 


MIOA3152a 


2511 


MIOA3241a 


2571 


MIOA3316a 


2631 


MIOA3386a 


2691 


MIOA3458a 


2452 


IVllOA3153a 


2512 


MIOA3243a 


2572 


MIOA3317a 


2632 


MIOA3387a 


2692 


MIOA3460a 


2453 


MIOA3154a 


2513 


MIOA3244a 


2573 


MIOA3318a 


2633 


MIOA3388a 


2693 


MIOA3461a 


2454 


M10A3157a 


2514 


MIOA3245a 


2574 


MIOA3319a 


2634 


MIOA3389a 


2694 


MIOA3462a 


2455 


MIOA3159a 


2515 


MIOA3248a 


2575 


MIOA3320a 


2635 


MIOA3390a 


2695 


MIOA3464a 


2456 


MlOA3160a 


2516 


MIOA3250a 


2576 


MIOA3321a 


2636 


IVIiOA3392a 


2696 


MIOA3465a 


2457 


MIOA3161a 


2517 


mioa3251an 


2577 


IVllOA3322a 


2637 


MIOA3393a 


2697 


MIOA3466a 


2458 


MIOA3162a 


2518 


mioa3252a 


2578 


MIOA3325a 


2638 


MIOA3394a 


2698 


MIOA3467a 


2459 


MIOA3163a 


2519 


MIOA3253a 


2579 


MIOA3326a 


2639 


MIOA3395a 


2699 


MIOA3468a 


2460 


MIOA3164a 


2520 


mioa3254an 


2580 


MIOA3327a 


2640 


MIOA3396a 


2700 


MIOA3469a 
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2701 


MIOA3470a 


2761 


MIOA3547a 


2821 


lVIIOA3619a 


2881 


mioa3694a 


2941 


MIOA3767 


2702 


MIOA3471a 


2762 


MIOA3548a 


2822 


MIOA3620a 


2882 


MIOA3695a 


2942 


IVIIOA3768 


2703 


MIOA3472a 


2763 


MIOA3549a 


2823 


mioa3625a 


2883 


MIOA3696a 


2943 


MIOA3770 


2704 


MIOA3473a 


2764 


MIOA3550a 


2824 


MIOA3626a 


2884 


MIOA3697a 


2944 


MIOA3772 


2705 


MIOA3474a 


2765 


MIOA3551a 


2825 


MIOA3627a 


2885 


lVIIOA3698a 


2945 


MIOA3773 


2706 


MIOA3475a 


2766 


MIOA3552a 


2826 


MIOA3628a 


2886 


mioa3699a 


2946 


MIOA3774 


2707 


MIOA3476a 


2767 


MIOA3554a 


2827 


MIOA3629a 


2887 


MIOA3700a 


2947 


MIOA3775 


2708 


MIOA3478a 


2768 


MIOA3555a 


2828 


MIOA3633a 


2888 


mioa3701a 


2948 


MIOA3776 


2709 


IVIIOA3479a 


2769 


MIOA3557a 


2829 


MIOA3634a 


2889 


MIOA3702a 


2949 


MIOA3777 


2710 


MlOA3480a 


2770 


MIOA3558a 


2830 


MIOA3635a 


2890 


MIOA3703a 


2950 


mioa3778 


2711 


mioa3481an 


2771 


MIOA3559a 


2831 


MIOA3636a 


2891 


mioa3704a 


2951 


MIOA3780 


2712 


MIOA3482a 


2772 


MIOA3562a 


2832 


MIOA3637a 


2892 


MIOA3705a 


2952 


M10A3781 


2713 


MIOA3483a 


2773 


MIOA3564a 


2833 


MIOA3639a 


2893 


MIOA3709a 


2953 


MIOA3782 


2714 


MIOA3485a 


2774 


MIOA3565a 


2834 


MIOA3640a 


2894 


MIOA3710a 


2954 


MIOA3783 


2715 


IVI10A3486a 


2775 


MIOA3566a 


2835 


mioa3641a 


2895 


MIOA3711a 


2955 


MIOA3784 


2716 


MIOA3488a 


2776 


MIOA3567a 


2836 


IVIIOA3645a 


2896 


MIOA3712a 


2956 


MIOA3786 


2717 


MIOA3489a 


2777 


MIOA3568a 


2837 


MIOA3646a 


2897 


MIOA3713a 


2957 


MIOA3787 


2718 


MIOA3492a 


2778 


MIOA3569a 


2838 


MIOA3648a 


2898 


MIOA3714a 


2958 


MIOA3788 


2719 


MIOA3493a 


2779 


MIOA3570a 


2839 


MIOA3649a 


2899 


mioa3715a 


2959 


mioa3790 


2720 


mioa3495a 


2780 


MIOA3571a 


2840 


IVIIOA3650a 


2900 


MIOA3716a 


2960 


MIOA3791 


2721 


M10A3498a 


2781 


MIOA3572a 


2841 


MIOA3651a 


2901 


MIOA3717a 


2961 


MIOA3792 


2722 


MIOA3500a 


2782 


MIOA3573a 


2842 


MIOA3652a 


2902 


MIOA3718a 


2962 


MIOA3793 


2723 


MIOA3501a 


2783 


mioa3574a 


2843 


mioa3653a 


2903 


MIOA3719a 


2963 


MIOA3795 


2724 


MiOA3502a 


2784 


MIOA3575a 


2844 


MIOA3654a 


2904 


mioa3720an 


2964 


MIOA3796 


2725 


MIOA3503a 


2785 


MIOA3576a 


2845 


MIOA3655a 


2905 


MIOA3721a 


2965 


MIOA3797 


2726 


MiOA3504a 


2786 


MIOA3577a 


2846 


MIOA3656a 


2906 


MIOA3722a 


2966 


MIOA3798 


2727 


MIOA3505a 


2787 


MIOA3578a 


2847 


MIOA3657a 


2907 


MIOA3723a 


2967 


MIOA3799 


2728 


MIOA3507a 


2788 


MIOA3579a 


2848 


MIOA3658a 


2908 


MIOA3724a 


2968 


MIOA3801 


2729 


MIOA3508a 


2789 


MIOA3580a 


2849 


MIOA3659a 


2909 


MIOA3725a 


2969 


MIOA3802 


2730 


MIOA3510a 


2790 


MIOA3581a 


2850 


MIOA3660a 


2910 


MIOA3726a 


2970 


MIOA3803 


2731 


MlOA3511a 


2791 


MIOA3582a 


2851 


rTiioa3661a 


2911 


MIOA3727a 


2971 


MIOA3804 


2732 


MlOA3512a 


2792 


MIOA3583a 


2852 


MIOA3662a 


2912 


MIOA3730a 


2972 


MIOA3805 


2733 


mioa3513a 


2793 


MIOA3584a 


2853 


MIOA3663a 


2913 


MIOA3731a 


2973 


MIOA3806 


2734 


MiOA3514a 


2794 


mioa3585a 


2854 


MIOA3665a 


2914 


MIOA3733a 


2974 


MIOA3807 


2735 


MIOA3515a 


2795 


MIOA3586a 


2855 


MIOA3666a 


2915 


MIOA3734a 


2975 


mioa3808 


2736 


MIOA3518a 


2796 


MIOA3587a 


2856 


MIOA3667 


2916 


MIOA3735a 


2976 


MIOA3809 


2737 


MiOA3519a 


2797 


MIOA3588a 


2857 


MIOA3668a 


2917 


MIOA3737a 


2977 


MIOA3811 


2738 


MIOA3520a 


2798 


MIOA3589a 


2858 


MIOA3669a 


2918 


MIOA3738a 


2978 


MIOA3812 


2739 


MiOA3521a 


2799 


MIOA3590a 


2859 


mioa3670an 


2919 


MIOA3739a 


2979 


MIOA3813 


2740 


M10A3522a 


2800 


MIOA3591a 


2860 


MIOA3671a 


2920 


MIOA3741a 


2980 


mioa3814n 


2741 


MIOA3523a 


2801 


MIOA3594a 


2861 


MIOA3672a 


2921 


MIOA3742a 


2981 


MIOA3815 


2742 


MIOA3524a 


2802 


MIOA3595a 


2862 


MIOA3673a 


2922 


MIOA3743a 


2982 


mioa3816n 


2743 


MIOA3525a 


2803 


MIOA3596a 


2863 


MIOA3674a 


2923 


MIOA3744a 


2983 


MIOA3818 


2744 


MIOA3526a 


2804 


MIOA3597a 


2864 


MIOA3675a 


2924 


MIOA3745a 


2984 


MIOA3819 


2745 


MIOA3527a 


2805 


MIOA3598a 


2865 


MIOA3677a 


2925 


MIOA3746a 


2985 


MIOA3820 


2746 


MIOA3528a 


2806 


M10A3599a 


2866 


MIOA3678a 


2926 


MIOA3748a 


2986 


nnioa3821 


2747 


MIOA3530a 


2807 


MIOASeOOa 


2867 


MIOA3679a 


2927 


MIOA3750a 


2987 


MIOA3822 


2748 


MIOA3531a 


2808 


MIOA3601a 


2868 


MIOA3680a 


2928 


MIOA3751a 


2988 


MIOA3823 


2749 


MIOA3532a 


2809 


MIOA3602a 


2869 


MIOA3682a 


2929 


MIOA3752a 


2989 


MIOA3826 


2750 


M10A3533a 


2810 


MIOA3604a 


2870 


MIOA3683a 


2930 


MIOA3754a 


2990 


MIOA3828 


2751 


M10A3534a 


2811 


MIOA3605a 


2871 


MIOA3684a 


2931 


MIOA3755a 


2991 


MIOA3829 


2752 


MIOA3535a 


2812 


MIOA3606a 


2872 


MIOA3685a 


2932 


MIOA3756a 


2992 


MIOA3830 


2753 


MIOA3536a 


2813 


MIOA3608a 


2873 


MIOA3686a 


2933 


MIOA3757a 


2993 


MIOA3831 


2754 


MIOA3537a 


2814 


MIOA3611a 


2874 


MIOA3687a 


2934 


MIOA3758a 


2994 


MIOA3832 


2755 


MIOA3538a 


2815 


MIOA3612a 


2875 


MIOA3688a 


2935 


MIOA3759a 


2995 


mioa3833 


2756 


MlOA3540a 


2816 


MIOA3614a 


2876 


MIOA3689a 


2936 


MIOA3760a 


2996 


M10A3834 


2757 


mioa3541a 


2817 


MIOA3615a 


2877 


MIOA3690a 


2937 


MIOA3763 


2997 


MIOA3835 


2758 


MIOA3543a 


2818 


MIOA3616a 


2878 


MIOA3691a 


2938 


mioa3764 


2998 


MIOA3836 


2759 


MIOA3544a 


2819 


iVllOA3617a 


2879 


MIOA3692a 


2939 


MIOA3765 


2999 


M10A3837 


2760 


MIOA3545a 


2820 


MIOA3618a 


2880 


MIOA3693a 


2940 


mioa3766 


3000 


MIOA3838 
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3001 


M10A3839 




3002 


mioa3840 




3003 


MIOA3842 




3004 


MIOA3844 




3005 


MIOA3846 




3006 


MIOA3849 




3007 


MIOA3850 




3008 


MIOA3851 




3009 


mioa3852n 




3010 


MIOA3855 




3011 


MIOA3856 




3012 


MIOA3857 




3013 


MIOA3859 




3014 


MIOA3860 




3015 


MIOA3862 




3016 


MIOA3863 




3017 


MIOA3864 




3018 


MIOA3865 




3019 


MIOA3866 




3020 


M10A3867 


fl 


3021 


mioa3868 




3022 


MIOA3871 




3023 


MIOA3872 


y 5 


3024 


MIOA3873 




3025 


M10A3878 




3026 


MIOA3880a 




3027 


mioa3881a 


W 


3028 


MIOA3882a 




3029 


mioa3883a 


3030 


MIOA3884a 




3031 


MIOA3885a 


II j 


3032 


M10A3886a 


ifi 


3033 


MIOA3887a 




3034 


MIOA3888a 




3035 


MIOA3889a 


s -as- 


3036 


MIOA3890a 




3037 


MIOA3891a 




3038 


MIOA3892a 




3039 


mioa3893a 




3040 


inioa3894a 




3041 


mioa3895a 




3042 


mioa3896a 




3043 


mloa3898a 




3044 


MIOA3899a 




3045 


MiOASgOOa 




3046 


IVllOA3901a 




3047 


MIOA3902a 




3048 


MlOA3903a 




3049 


MlOA3904a 




3050 


MIOA3905a 




3051 


mioa3907a 




3052 


MIOA3910a 




3053 


MlOA3911a 




3054 


MiOA3912a 




3055 


MIOA3913a 




3056 


MIOA3915a 




3057 


MIOA3917a 




3058 


MIOA3918a 




3059 


M10A3919a 




3060 


MIOA3920a 



3061 MIOA3921a 

3062 MIOA3922a 

3063 MIOA3923a 

3064 MIOA3924a 

3065 MIOA3925a 

3066 MIOA3926a 

3067 MIOA3929a 

3068 MIOA3930a 

3069 MlOA3931a 

3070 MIOA3932a 

3071 MIOA3933a 

3072 mioa3934a 

3073 MIOA3935a 

3074 MIOA3936a 

3075 M10A3938a 

3076 MIOA3939a 

3077 MIOA3940a 

3078 MIOA3941a 

3079 MIOA3942a 

3080 nnioa3943a 

3081 MIOA3944a 

3082 MIOA3945a 

3083 MIOA3946a 

3084 MIOA3947a 

3085 MIOA3948a 

3086 MIOA3949a 

3087 MIOA3950a 

3088 MIOA3951a 

3089 MIOA3953a 

3090 MIOA3954a 

3091 MIOA3955a 

3092 MIOA3956a 

3093 M10A3958a 

3094 MIOA3959a 

3095 MIOA3960a 

3096 mioa3961a 

3097 MIOA3962a 

3098 MIOA3963a 

3099 MIOA3964a 

3100 MIOA3965a 

3101 MIOA3966a 

3102 MIOA3967a 

3103 MIOA3969a 

3104 MIOA3970a 

3105 MIOA3972a 

3106 MIOA3973a 

3107 MIOA3974a 

3108 MIOA3975a 

3109 MIOA3977a 

3110 mioa3978an 

3111 MIOA3979a 

3112 MIOA3980a 

3113 MiOA3981a 

3114 MIOA3982a 

3115 MIOA3983a 

3116 MIOA3985a 

3117 MIOA3986a 

3118 MIOA3987a 

3119 MIOA3988a 

3120 MIOA3989a 



3121 IVllOA3991a 

3122 MIOA3992a 

3123 MIOA3994a 

3124 MIOA3997a 

3125 MIOA3998a 

3126 mioa4002a 

3127 MIOA4003a 

3128 MIOA4004a 

3129 MIOA4005a 

3130 MiOA4006a 

3131 MIOA4007a 

3132 MIOA4009a 

3133 MIOA4010a 

3134 IV!IOA4011a 

3135 M!OA4012a 

3136 MlOA4013a 

3137 MIOA4014a 

3138 MIOA4015a 

3139 MIOA4016a 

3140 MIOA4017a 

3141 MIOA4019a 

3142 mioa4020a 

3143 MIOA4021a 

3144 MIOA4022a 

3145 MIOA4023a 

3146 MIOA4024a 

3147 MIOA4025a 

3148 MIOA4026a 

3149 MIOA4027a 

3150 MIOA4028a 

3151 MIOA4029a 

3152 mioa4031a 

3153 MIOA4033a 

3154 MIOA4035a 

3155 MIOA4036a 

3156 MIOA4037a 

3157 MIOA4039a 

3158 MIOA4040a 

3159 MIOA4041a 

3160 mioa4042an 

3161 MIOA4043a 

3162 MIOA4044a 

3163 mioa4045a 

3164 MIOA4046a 

3165 MIOA4047a 

3166 MIOA4048a 

3167 MIOA4049a 

3168 MIOA4050a 

3169 IVIIOA4053a 

3170 MIOA4054a 

3171 MIOA4055a 

3172 MIOA4056a 

3173 MIOA4057a 

3174 MIOA4058a 

3175 MIOA4059a 

3176 MIOA4061a 

3177 MIOA4064a 

3178 MIOA4065a 

3179 MIOA4056a 

3180 MIOA4067a 



3181 MIOA4068a 

3182 MIOA4069a 

3183 MIOA4072a 

3184 MlOA4073a 

3185 MIOA4074a 

3186 MIOA4075a 

3187 MIOA4076a 

3188 MIOA4077a 

3189 MIOA4079a 

3190 MIOA4081a 

3191 MIOA4082a 

3192 MIOA4083a 

3193 MIOA4085a 

3194 MIOA4086a 

3195 MIOA4088a 

3196 MIOA4089a 

3197 MIOA4090a 

3198 MIOA4091a 

3199 MIOA4092a 

3200 MIOA4093a 

3201 mioa4094a 

3202 MIOA4096a 

3203 M1OA4098 

3204 MIOA4102 

3205 MIOA4105 

3206 MIOA4106 

3207 MIOA4107 

3208 MIOA4109 

3209 MI0A4111 

3210 MIOA4112 

3211 MIOA4113 

3212 MIOA4114 

3213 mioa4115n 

3214 MIOA4120 

3215 MiOA4121 

3216 mioa4122 

3217 MiOA4123 

3218 MIOA4127 

3219 MIOA4128 

3220 MIOA4130 

3221 MIOA4131 

3222 M10A4133 

3223 MIOA4134 

3224 MIOA4135 

3225 M10A4136 

3226 MIOA4137 

3227 MIOA4139 

3228 M10A4142 

3229 mioa4143 

3230 mioa4144 

3231 MIOA4145 

3232 MIOA4148 

3233 MIOA4149 

3234 MIOA4150 

3235 mioa4151n 

3236 MIOA4156 

3237 MIOA4161 

3238 MIOA4162 

3239 mioa4164 

3240 MIOA4166 



3241 IVI10A4167 

3242 mioa4168n 

3243 mioa4169 

3244 mioa4170 

3245 mioa4171n 

3246 MIOA4173 

3247 MIOA4174 

3248 MIOA4176 

3249 MIOA4177 

3250 mioa4178n 

3251 MIOA4179 

3252 mioa4180n 

3253 MIOA4181 

3254 MIOA4182 

3255 MIOA4183 

3256 MIOA4184 

3257 M10A4185 

3258 MIOM186 

3259 MIOA4187 

3260 MIOA4190 

3261 MIOA4191 

3262 MIOA4193 

3263 mioa4194n 

3264 MIOA4196 

3265 mioa4197n 

3266 MIOA4199 

3267 MIOA4200 

3268 MIOA4201 

3269 MIOA4202 

3270 IVIIOA4204 

3271 MIOA4205 

3272 MIOA4206 

3273 MIOA4207 

3274 MIOA4209 

3275 MIOA4210 

3276 MIOA4211 

3277 MIOA4212 

3278 MIOA4214 

3279 MIOA4215 

3280 MIOA4216 

3281 M10A4217 

3282 MIOA4219 

3283 MIOA4221 

3284 MIOA4223 

3285 MIOA4224 

3286 MIOA4225 

3287 M10A4226 

3288 MIOA4227 

3289 MIOA4229 

3290 MIOA4230 

3291 MIOA4234 

3292 MIOA4235 

3293 mioa4236 

3294 MIOA4237 

3295 MIOA4238 

3296 MIOA4239 

3297 MIOA4240 

3298 MIOA4241 

3299 MIOA4242 

3300 MIOA4243 
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3301 


M10A4244 


3361 


M10A4323a 


3421 


MIOA4415 


3481 


MIOA4544a 


3541 


MIOA4629a 


3302 


MIOA4245 


3362 


MIOA4324a 


3422 


MIOA4416 


3482 


MIOA4547a 


3542 


IVllOA4630a 


3303 


MIOA4246 


3363 


M10A4325a 


3423 


MIOA4417 


3483 


MIOA4548a 


3543 


MIOA4631a 


3304 


MIOA4247 


3364 


MIOA4326a 


3424 


MIOA4418 


3484 


MIOA4549a 


3544 


MIOA4632a 


3305 


MIOA4251 


3365 


MIOA4329a 


3425 


MIOA4419 


3485 


mioa4550a 


3545 


MIOA4633a 


3306 


MIOA4252 


3366 


MIOA4330a 


3426 


MIOA4420 


3486 


MIOA4551a 


3546 


MIOA4634a 


3307 


MIOA4253 


3367 


MIOA4331a 


3427 


MIOA4421 


3487 


MIOA4552a 


3547 


MiOA4635a 


3308 


mioa4255 


3368 


MIOA4332a 


3428 


MIOA4422 


3488 


MIOA4555a 


3548 


M10A4636a 


3309 


MIOA4256 


3369 


MIOA4333a 


3429 


MIOA4423 


3489 


MIOA4557a 


3549 


MIOA4638a 


3310 


M10A4257 


3370 


M10A4334a 


3430 


MIOA4425 


3490 


MIOA4558a 


3550 


MIOA4639a 


3311 


mioa4258n 


3371 


MIOA4335a 


3431 


MIOA4426 


3491 


mioa4559a 


3551 


mioa4640an 


3312 


MIOA4259 


3372 


MIOA4336a 


3432 


MIOA4427 


3492 


MIOA4560a 


3552 


MIOA4641a 


3313 


mioa4261n 


3373 


MIOA4337a 


3433 


MIOA4428 


3493 


MIOA4563a 


3553 


MIOA4642a 


3314 


MIOA4264 


3374 


MIOA4338a 


3434 


mioa4429n 


3494 


MIOA4564a 


3554 


MIOA4643a 


3315 


MIOA4265 


3375 


MIOA4339a 


3435 


MIOA4430 


3495 


M10A4565a 


3555 


MIOA4645a 


3316 


IVIIOA4266 


3376 


MIOA4340a 


3436 


l\/llOA4464a 


3496 


MIOA4566a 


3556 


MIOA4646a 


3317 


IVIIOA4267 


3377 


IVllOA4341a 


3437 


MIOA4465a 


3497 


MIOA4567a 


3557 


mioa4647a 


3318 


MIOA4268 


3378 


mioa4342a 


3438 


MIOA4466a 


3498 


MIOA4568a 


3558 


MIOA4650a 


3319 


MIOA4269 


3379 


MIOA4343a 


3439 


mioa4468a 


3499 


MIOA4572a 


3559 


MIOA4651a 


3320 


mioa4270 


3380 


M10A4345a 


3440 


MIOA4470a 


3500 


MIOA4573a 


3560 


mioa4653an 


3321 


MIOA4271 


3381 


MIOA4346a 


3441 


MIOA4472a 


3501 


MIOA4579a 


3561 


mioa4655an 


3322 


MIOA4272 


3382 


MIOA4347a 


3442 


MIOA4474a 


3502 


MIOA4580a 


3562 


MIOA4658a 


3323 


MIOA4274 


3383 


MIOA4348a 


3443 


MIOA4475a 


3503 


IVI10A4581a 


3563 


MIOA4660a 


3324 


MIOA4275 


3384 


MIOA4349a 


3444 


M!OA4476a 


3504 


MIOA4582a 


3564 


MIOA4661a 


3325 


mioa4276 


3385 


MIOA4353a 


3445 


MIOA4477a 


3505 


MIOA4583a 


3565 


MIOA4663a 


3326 


MIOA4277 


3386 


MIOA4354a 


3446 


mioa4483a 


3506 


MIOA4585a 


3566 


MIOA4665a 


3327 


MIOA4278 


3387 


MIOA4355a 


3447 


M10A4484a 


3507 


mioa4587a 


3567 


MIOA4667a 


3328 


niiioa4281n 


3388 


MIOA4356a 


3448 


MIOA4485a 


3508 


MIOA4589a 


3568 


MIOA4669a 


3329 


MIOA4283 


3389 


MIOA4357a 


3449 


mioa4486a 


3509 


MIOA4590a 


3569 


mioa4670an 


3330 


MIOA4284 


3390 


mioa4360an 


3450 


MIOA4487a 


3510 


MIOA4594a 


3570 


MIOA4673 


3331 


M10A4285 


3391 


MIOA4363a 


3451 


MIOA4488a 


3511 


MIOA4595a 


3571 


MIOA4674 


3332 


mioa4286 


3392 


MIOA4365a 


3452 


mioa4491a 


3512 


MIOA4596a 


3572 


MIOA4675 


3333 


MIOA4287 


3393 


MIOA4366a 


3453 


MIOA4493a 


3513 


MIOA4597a 


3573 


MIOA4677 


3334 


MIOA4289a 


3394 


MIOA4367a 


3454 


mioa4496a 


3514 


mioa4598a 


3574 


MIOA4678 


3335 


MIOA4290a 


3395 


MIOA4368a 


3455 


MIOA4499a 


3515 


MIOA4599a 


3575 


MIOA4679 


3336 


MIOA4292a 


3396 


MIOA4370a 


3456 


MIOA4500a 


3516 


MIOA4600a 


3576 


MIOA4680 


3337 


M10A4293a 


3397 


M!OA4372a 


3457 


MIOA4501a 


3517 


M!OA4601a 


3577 


MIOA4681 


3338 


MIOA4295a 


3398 


IVllOA4373a 


3458 


mioa4502a 


3518 


MIOA4602a 


3578 


MIOA4682 


3339 


MIOA4299a 


3399 


MIOA4378a 


3459 


MIOA4503a 


3519 


MIOA4603a 


3579 


mioa4683 


3340 


MIOA4300a 


3400 


MIOA4381a 


3460 


MIOA4504a 


3520 


MIOA4604a 


3580 


MIOA4684 


3341 


mioa4301a 


3401 


MIOA4382a 


3461 


MIOA4508a 


3521 


MIOA4605a 


3581 


MIOA4685 


3342 


MIOA4302a 


3402 


MIOA4383a 


3462 


MIOA4509a 


3522 


MIOA4606a 


3582 


MIOA4686 


3343 


MiOA4303a 


3403 


MIOA4384a 


3463 


MIOA4510a 


3523 


MIOA4608a 


3583 


MIOA4687 


3344 


MIOA4304a 


3404 


MIOA4386 


3464 


MIOA4512a 


3524 


MIOA4609a 


3584 


MIOA4688 


3345 


IVllOA4305a 


3405 


mioa4387 


3465 


MIOA4515a 


3525 


MIOA4610a 


3585 


MIOA4689 


3346 


MIOA4306a 


3406 


mioa4389n 


3466 


MIOA4517a 


3526 


MIOA4611a 


3586 


MIOA4690 


3347 


MIOA4308a 


3407 


MIOA4390 


3467 


mioa4518a 


3527 


MIOA4612a 


3587 


MIOA4693 


3348 


mioa4309an 


3408 


MIOA4391 


3468 


mioa4519a 


3528 


MIOA4615a 


3588 


MIOA4694 


3349 


MIOA4310a 


3409 


IVIIOA4393 


3469 


MIOA4520a 


3529 


MIOA4616a 


3589 


MIOA4695 


3350 


MIOA4311a 


3410 


MIOA4394 


3470 


IVIIOA4525a 


3530 


MIOA4617a 


3590 


MIOA4696 


3351 


MIOA4312a 


3411 


mioa4396n 


3471 


MIOA4526a 


3531 


MIOA4618a 


3591 


mioa4697 


3352 


MIOA4313a 


3412 


M10A4398 


3472 


MIOA4527a 


3532 


MIOA4619a 


3592 


MIOA4698 


3353 


MlOA4315a 


3413 


MIOA4399 


3473 


MIOA4528a 


3533 


MIOA4620a 


3593 


MIOA4699 


3354 


MIOA4316a 


3414 


MIOA4400 


3474 


M10A4532a 


3534 


MIOA4621a 


3594 


MIOA4700 


3355 


MIOA4317a 


3415 


mioa4403 


3475 


MIOA4534a 


3535 


MIOA4622a 


3595 


mioa4701 


3356 


MIOA4318a 


3416 


MIOA4406 


3476 


MIOA4536a 


3536 


iVIIOA4623a 


3596 


MIOA4702 


3357 


MIOA4319a 


3417 


M1OA4407 


3477 


MIOA4539a 


3537 


MIOA4624a 


3597 


MIOA4703 


3358 


MIOA4320a 


3418 


M1OA4409 


3478 


MIOA4541a 


3538 


mioa4626a 


3598 


MIOA4704 


3359 


MIOA4321a 


3419 


MIOA4410 


3479 


MIOA4542a 


3539 


MIOA4627a 


3599 


mioa4706 


3360 


IVIIOA4322a 


3420 


M10A4411 


3480 


MIOA4543a 


3540 


MIOA4628a 


3600 


MIOA4707 
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3601 


MIOA4709 


3661 


MIOA4782a 


3721 


IVllOA4868a 


3781 


MIOA4957a 


3841 


MlOA5047a 


3602 


MIOA4710 


3662 


M10A4783a 


3722 


MIOA4869a 


3782 


MIOA4959a 


3842 


MIOA5049a 


3603 


MIOA4711 


3663 


MIOA4785a 


3723 


MIOA4870a 


3783 


MIOA4962a 


3843 


MlOA5051a 


3604 


MIOA4712 


3664 


mioa4786an 


3724 


mioa4874a 


3784 


MIOA4963a 


3844 


MlOA5052a 


3605 


MIOA4713 


3665 


MIOA4787a 


3725 


MIOA4877a 


3785 


MIOA4964a 


3845 


MIOA5053a 


3606 


MIOA4715 


3666 


MIOA4788a 


3726 


MIOA4878a 


3786 


MIOA4972a 


3846 


MIOA5054a 


3607 


MIOA4716 


3667 


MIOA4789a 


3727 


MIOA4880a 


3787 


MIOA4973a 


3847 


MIOA5056a 


3608 


MIOA4717 


3668 


MIOA4790a 


3728 


MIOA4881a 


3788 


MIOA4974a 


3848 


MIOA5057a 


3609 


MIOA4718 


3669 


iTiioa4791an 


3729 


MIOA4882a 


3789 


MIOA4975a 


3849 


MIOA5059a 


3610 


mioa4719n 


3670 


MIOA4792a 


3730 


MIOA4883a 


3790 


MIOA4978a 


3850 


MIOA5061a 


3611 


MIOA4720 


3671 


MIOA4793a 


3731 


MIOA4884a 


3791 


MIOA4980a 


3851 


MIOA5063a 


3612 


IVIIOA4721 


3672 


mioa4795an 


3732 


MIOA4885a 


3792 


MIOA4982a 


3852 


MlOA5069a 


3613 


MIOA4722 


3673 


MIOA4796a 


3733 


MIOA4886a 


3793 


M10A4983a 


3853 


MlOA5070a 


3614 


MIOA4723 


3674 


MIOA4797a 


3734 


MIOA4887a 


3794 


MIOA4985a 


3854 


MlOA5072a 


3615 


mioa4725 


3675 


MIOA4798a 


3735 


MIOA4890a 


3795 


MIOA4987a 


3855 


mioa5073a 


3616 


IV1IOA4726 


3676 


MIOA4800a 


3736 


MIOA4891a 


3796 


MIOA4989a 


3856 


MIOA5074a 


3617 


MIOA4727 


3677 


MIOA4803a 


3737 


MIOA4892a 


3797 


MIOA4991a 


3857 


MIOA5075a 


3618 


MIOA4728 


3678 


MIOA4804a 


3738 


MIOA4893a 


3798 


MIOA4992a 


3858 


MIOA5079a 


3619 


MIOA4729 


3679 


MIOA4805a 


3739 


MIOA4894a 


3799 


MIOA4993a 


3859 


MIOA5080a 


3620 


MIOA4730 


3680 


MIOA4806a 


3740 


M10A4895a 


3800 


MIOA4994a 


3860 


MIOA5081a 


3621 


MIOA4732 


3681 


MIOA4808a 


3741 


mioa4896a 


3801 


MIOA4995a 


3861 


MIOA5082a 


3622 


MIOA4733 


3682 


MlOA4809a 


3742 


M10A4898a 


3802 


MIOA4998a 


3862 


MlOA5084a 


3623 


MIOA4734 


3683 


MlOA4810a 


3743 


M!OA4899a 


3803 


MIOA4999a 


3863 


MIOA5085a 


3624 


MIOA4735 


3684 


MlOA4811a 


3744 


MIOA4901a 


3804 


MIOA5000a 


3864 


MIOA5086a 


3625 


mioa4736 


3685 


MIOA4813a 


3745 


MIOA4902a 


3805 


MIOASOOIa 


3865 


MIOA5087a 


3626 


M10A4737 


3686 


MIOA4814a 


3746 


MIOA4903a 


3806 


MIOA5002a 


3866 


MIOA5090a 


3627 


IVIIOA4738 


3687 


MIOA4815a 


3747 


MIOA4905a 


3807 


MIOA5003a 


3867 


mioa5093an 


3628 


mioa4739 


3688 


MIOA4816a 


3748 


MIOA4906a 


3808 


MIOA5004a 


3868 


MlOA5096a 


3629 


M1OA4740 


3689 


MIOA4817a 


3749 


mioa4912an 


3809 


MIOA5005a 


3869 


MIOA5097a 


3630 


MIOA4742 


3690 


MIOA4818a 


3750 


MIOA4914a 


3810 


MIOA5006a 


3870 


MIOA5098a 


3631 


M10A4744 


3691 


MIOA4819a 


3751 


M10A4915a 


3811 


MIOA5008a 


3871 


MlOA5099a 


3632 


MIOA4745 


3692 


MIOA4820a 


3752 


MIOA4916a 


3812 


MIOA5010a 


3872 


MIOA5102a 


3633 


MIOA4746 


3693 


MIOA4821a 


3753 


MIOA4918a 


3813 


MIOA5011a 


3873 


MIOA5105a 


3634 


mioa4748 


3694 


MIOA4823a 


3754 


MIOA4920a 


3814 


MIOA5012a 


3874 


MIOA5106a 


3635 


MIOA4749 


3695 


MIOA4824a 


3755 


mioa4921a 


3815 


MIOA5013a 


3875 


MlOA5108a 


3636 


MIOA4750 


3696 


MIOA4826a 


3756 


MIOA4922a 


3816 


iVllOA5014a 


3876 


mioa5109a 


3637 


MIOA4751 


3697 


IV!10A4827a 


3757 


MIOA4923a 


3817 


MIOA5015a 


3877 


MlOA5110a 


3638 


MIOA4752 


3698 


MIOA4828a 


3758 


MIOA4926a 


3818 


MIOA5016a 


3878 


MI0A5111a 


3639 


MIOA4753 


3699 


MIOA4829a 


3759 


mioa4927an 


3819 


MIOA5017a 


3879 


MIOA5113a 


3640 


MIOA4754 


3700 


MIOA4830a 


3760 


MIOA4928a 


3820 


mioa5018an 


3880 


MIOA5114a 


3641 


MIOA4755 


3701 


MIOA4832a 


3761 


MIOA4929a 


3821 


MIOA5019a 


3881 


MIOA5115a 


3642 


M10A4756 


3702 


nriioa4834a 


3762 


IVIIOA4930a 


3822 


MIOA5020a 


3882 


mioa5116a 


3643 


MIOA4757 


3703 


M10A4836a 


3763 


MIOA4934a 


3823 


MIOA5021a 


3883 


MIOA5117a 


3644 


mioa4759 


3704 


MIOA4837a 


3764 


MIOA4935a 


3824 


MIOA5024a 


3884 


MIOA5118a 


3645 


IV1IOA4760 


3705 


inioa4B38a 


3765 


MIOA4937a 


3825 


MlOA5025a 


3885 


MIOA5119a 


3646 


MIOA4763 


3706 


MIOA4841a 


3766 


MIOA4939a 


3826 


MIOA5027a 


3886 


MIOA5120a 


3647 


mioa4764 


3707 


MIOA4842a 


3767 


MIOA4940a 


3827 


MIOA5029a 


3887 


MIOA5121a 


3648 


M10A4765 


3708 


MIOA4843a 


3768 


MIOA4941a 


3828 


MIOA5030a 


3888 


mioa5122a 


3649 


MIOA4766 


3709 


M10A4845a 


3769 


MIOA4942a 


3829 


MIOA5031a 


3889 


MIOA5124a 


3650 


MIOA4767 


3710 


MIOA4846a 


3770 


MIOA4943a 


3830 


MIOA5033a 


3890 


MIOA5126a 


3651 


MIOA4769 


3711 


MIOA4847a 


3771 


MIOA4944a 


3831 


MIOA5034a 


3891 


MIOA5127a 


3652 


MIOA4770 


3712 


mioa4849an 


3772 


MIOA4945a 


3832 


MIOA5035a 


3892 


MIOA5129a 


3653 


M10A4771 


3713 


MIOA4850a 


3773 


MIOA4946a 


3833 


MIOA5036a 


3893 


MIOA5131a 


3654 


MIOA4774 


3714 


MIOA4851a 


3774 


MIOA4947a 


3834 


MIOA5037a 


3894 


MIOA5132a 


3655 


M10A4775 


3715 


MIOA4852a 


3775 


MIOA4949a 


3835 


MIOA5038a 


3895 


MIOA5133a 


3656 


mioa4776 


3716 


M10A4853a 


3776 


MIOA4951a 


3836 


MIOA5040a 


3896 


MIOA5134a 


3657 


MIOA4777 


3717 


mioa4854an 


3777 


inioa4953an 


3837 


MIOA5042a 


3897 


MIOA5138a 


3658 


MIOA4778 


3718 


M10A4855a 


3778 


MIOA4954a 


3838 


MIOA5043a 


3898 


MIOA5139a 


3659 


M10A4779 


3719 


MIOA4858a 


3779 


MIOA4955a 


3839 


MIOA5045a 


3899 


MIOA5140a 


3660 


MIOA4781a 


3720 


IVIIOA4864a 


3780 


MIOA4956a 


3840 


MIOA5046a 


3900 


MIOA5141a 



Figure 6D - List of 



EST Sequence Names From Mild OA Cartilage cDNA Library - Page 14 of 43 





3901 


MIOA5142a 




3902 


M10A5143a 




3903 


IVIIOA5144a 




3904 


MIOA5145a 




3905 


MIOA5146a 




3906 


MIOA5147a 




3907 


MIOA5149a 




3908 


MIOA5150a 




3909 


MlOA5151a 




3910 


MIOA5155a 




3911 


MIOA5156a 




3912 


MlOA5157a 




3913 


MIOA5158a 




3914 


MIOA5159a 




3915 


MIOA5160a 




3916 


MIOA5161a 




3917 


MIOA5162a 




3918 


MIOA5163a 




3919 


MIOA5164a 




3920 


MIOA5165a 




3921 


M10A5169a 




3922 


MIOA5170a 




3923 


MIOA5171a 


; ?~ 


3924 


MIOA5172a 


f ? s 


3925 


mioa5173a 




3926 


MIOA5174a 


m 


3927 


MIOA5175a 


m 


3928 


IVllOA5176a 




3929 


MlOA5178a 




3930 


mioa5180a 




3931 


MIOA5181a 


il § 


3932 


mioa5186a 




3933 


MIOA5188a 




3934 


MIOA5189a 


In 1 


3935 


IVllOA5192a 




3936 


MIOA5193a 




3937 


MIOA5194a 




3938 


MIOA5195a 




3939 


M10A5196a 




3940 


MIOA5197a 




3941 


MIOA5198a 




3942 


MIOA5199a 




3943 


MiOA5200a 




3944 


MIOA5202a 




3945 


MlOA5203a 




3946 


MIOA5204a 




3947 


MIOA5205a 




3948 


MIOA5209a 




3949 


MIOA5210a 




3950 


MiOA5211a 




3951 


MIOA5212a 




3952 


MIOA5216a 




3953 


MIOA5217a 




3954 


MIOA5218a 




3955 


mioa5219a 




3956 


M1OA5220 




3957 


MIOA5221a 




3958 


MIOA5224a 




3959 


M10A5225a 




3960 


MIOA5226a 



3961 


MIOA5229a 


4021 


MIOA5397a 


3962 


MIOA5231a 


4022 


MiOA5398a 


3963 


MIOA5233a 


4023 


MIOA5399a 


3964 


MIOA5236a 


4024 


mioa5400a 


3965 


MIOA5237a 


4025 


MIOA5401a 


3966 


MIOA5244a 


4026 


mioa5402a 


3967 


mioa5245a 


4027 


MIOA5403a 


3968 


MIOA5247a 


4028 


MIOA5404a 


3969 


MIOA5248a 


4029 


MIOA5408a 


3970 


MIOA5249a 


4030 


MIOA5409a 


3971 


MIOA5254a 


4031 


MIOA5410a 


3972 


MIOA5257a 


4032 


MlOA5411m 


3973 


MIOA5261a 


4033 


MIOA5412a 


3974 


M10A5265a 


4034 


MIOA5413a 


3975 


MIOA5266a 


4035 


MIOA5416a 


3976 


MIOA5273a 


4036 


MlOA5418a 


3977 


MIOA5278a 


4037 


IVIIOA5420a 


3978 


MIOA5281a 


4038 


MIOA5421a 


3979 


MIOA5286a 


4039 


mioa5422an 


3980 


MIOA5289a 


4040 


MIOA5425a 


3981 


MIOA5293a 


4041 


MIOA5427a 


3982 


MIOA5294a 


4042 


MIOA5430a 


3983 


MIOA5297a 


4043 


mioa5431an 


3984 


MIOA5302a 


4044 


MIOA5435a 


3985 


'MIOA5305a 


4045 


MIOA5436a 


3986 


mioa5306a 


4046 


MIOA5437a 


3987 


IVIIOA5310a 


4047 


MIOA5439a 


3988 


mioa5316a 


4048 


MIOA5440a 


3989 


MIOA5317a 


4049 


MIOA5441a 


3990 


MIOA5324a 


4050 


MIOA5443a 


3991 


mioa5325a 


4051 


MIOA5444a 


3992 


MIOA5326a 


4052 


M10A5446a 


3993 


MIOA5329a 


4053 


MIOA5447a 


3994 


MIOA5330a 


4054 


MIOA5448a 


3995 


MIOA5331a 


4055 


MIOA5449a 


3996 


MIOA5333a 


4056 


MIOA5450a 


3997 


MIOA5334a 


4057 


MIOA5451a 


3998 


MIOA5346a 


4058 


MIOA5452a 


3999 


MIOA5348a 


4059 


MIOA5453a 


4000 


mioa5349a 


4060 


mioa5454a 


4001 


MIOA5351a 


4061 


MIOA5455a 


4002 


MIOA5354a 


4062 


lVllOA5456a 


4003 


MIOA5355a 


4063 


MiOA5457a 


4004 


MIOA5356a 


4064 


mioa5458a 


4005 


MIOA5357a 


4065 


IVIIOA5459a 


4006 


MIOA5358a 


4066 


MIOA5460a 


4007 


mioa5359a 


4067 


MIOA5461a 


4008 


MIOA5364a 


4068 


MIOA5462a 


4009 


IVIIOA5366a 


4069 


MIOA5463a 


4010 


MIOA5367a 


4070 


MiOA5464a 


4011 


MIOA5368a 


4071 


MIOA5465a 


4012 


MIOA5369a 


4072 


MIOA5466a 


4013 


MIOA5371a 


4073 


mioa5467a 


4014 


MIOA5373a 


4074 


MIOA5468a 


4015 


MIOA5390a 


4075 


MIOA5469a 


4016 


MIOA5391a 


4076 


MIOA5470a 


4017 


MIOA5393a 


4077 


MIOA5472a 


4018 


MIOA5394a 


4078 


MIOA5473a 


4019 


MIOA5395a 


4079 


lVIIOA5474a 


4020 


M10A5396a 


4080 


mioa5477a 



4081 


MIOA5478a 


4141 


MIOA5545a 


4082 


MIOA5479a 


4142 


MIOA5546a 


4083 


MIOA5480a 


4143 


MIOA5547a 


4084 


MIOA5481a 


4144 


MIOA5548a 


4085 


MIOA5482a 


4145 


mioa5549a 


4086 


MIOA5484a 


4146 


MIOA5550a 


4087 


MIOA5485a 


4147 


MIOA5551a 


4088 


MIOA5486a 


4148 


MIOA5552a 


4089 


MIOA5487a 


4149 


MIOA5554a 


4090 


MIOA5488a 


4150 


MIOA5555a 


4091 


MIOA5489a 


4151 


MIOA5556a 


4092 


MIOA5490a 


4152 


mioa5557a 


4093 


mioa5491a 


4153 


MIOA5558a 


4094 


MIOA5492a 


4154 


MIOA5561a 


4095 


MIOA5493a 


4155 


MIOA5562a 


4096 


MIOA5494a 


4156 


MIOA5563a 


4097 


MIOA5495a 


4157 


M10A5564a 


4098 


MIOA5496a 


4158 


mioa5565a 


4099 


MIOA5497a 


4159 


MIOA5566a 


4100 


M!OA5498a 


4160 


MIOA5567a 


4101 


MIOA5499a 


4161 


MIOA5569a 


4102 


MIOA5500a 


4162 


MIOA5570a 


4103 


MIOA5501a 


4163 


MIOA5571a 


4104 


mioa5502a 


4164 


MIOA5572a 


4105 


MIOA5503a 


4165 


MIOA5573a 


4106 


MIOA5504a 


4166 


IVIIOA5574a 


4107 


MIOA5505a 


4167 


IVllOA5575a 


4108 


MIOA5506a 


4168 


IVIIOA5576a 


4109 


MIOA5507a 


4169 


MlOA5577a 


4110 


MIOA5508a 


4170 


MIOA5578a 


4111 


MlOA5510a 


4171 


MIOA5579a 


4112 


MIOA5511a 


4172 


MIOA5580a 


4113 


MIOA5512a 


4173 


MIOA5581a 


4114 


mioa5513a 


4174 


MIOA5582a 


4115 


MIOA5514a 


4175 


MIOA5583a 


4116 


MIOA5516a 


4176 


MIOy«584a 


4117 


MIOA5518a 


4177 


MIOA5585a 


4118 


MIOA5519a 


4178 


MIOA5586a 


4119 


mioa5520a 


4179 


MIOA5587a 


4120 


MIOA5522a 


4180 


MIOA5588a 


4121 


MIOA5524a 


4181 


MIOA5589a 


4122 


MIOA5525a 


4182 


MIOA5590a 


4123 


MIOA5526a 


4183 


IVllOA5591a 


4124 


nriioa5527a 


4184 


MIOA5592a 


4125 


MIOA5528a 


4185 


MIOA5593a 


4126 


MIOA5530a 


4186 


MIOA5594a 


4127 


MIOA5531a 


4187 


MIOA5595a 


4128 


MIOA5532a 


4188 


MIOA5597a 


4129 


MIOA5533a 


4189 


MIOA5598a 


4130 


MIOA5534a 


4190 


MIOA5599a 


4131 


MIOA5535a 


4191 


MIOA5600a 


4132 


MIOA5536a 


4192 


MIOA5601a 


4133 


MIOA5537a 


4193 


MIOA5602a 


4134 


MIOA5538a 


4194 


MIOA5603a 


4135 


MIOA5539a 


4195 


MIOA5604a 


4136 


MIOA5540a 


4196 


MIOA5605a 


4137 


MIOA5541a 


4197 


MIOA5606a 


4138 


MIOA5542a 


4198 


MIOA5607a 


4139 


MIOA5543a 


4199 


MIOA5608a 


4140 


MIOA5544a 


4200 


MIOA5609a 
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4201 MIOA5610a 

4202 mioa5611a 

4203 MIOA5612a 

4204 MIOA5613a 

4205 MIOA5614a 

4206 MIOA5616a 

4207 MiOA5617a 

4208 MiOA5618a 

4209 mioa5619a 

4210 MIOA5620a 

4211 MIOA5621a 

4212 IVIIOA5622a 

4213 MIOA5623a 

4214 MIOA5624a 

4215 MIOA5625a 

4216 mioa5626a 

4217 mioa5627a 

4218 MiOA5628a 

4219 MIOA5629a 
M= 4220 MIOA5631a 
O 4221 MIOA5632a 
m 4222 mioa5633a 
5 4223 IVIIOA5634a 
m 4224 MIOA5636a 
■:; 4225 MIOA5637a 
^« 4226 MIOA5639a 

4227 MIOA5640a 

^ 4228 MIOA5641a 

•'L 4229 M10A5642a 

S 4230 MIOA5644a 

lU 4231 MIOA5645a 

iU 4232 M10A5648 

m 4233 MIOA5649 

Q 4234 MIOA5650 

ill 4235 mioa5651n 

4236 MIOA5652 

4237 mioa5653n 

4238 MIOA5654 

4239 iVIIOA5655 

4240 MIOA5656 

4241 mioa5659 

4242 mioaSSein 

4243 MIOA5663 

4244 mioa5665n 

4245 mioa5666n 

4246 IV1IOA5667 

4247 mioa5668n 

4248 MIOA5669 

4249 MIOA5672 

4250 MIOA5674 

4251 IV1IOA5676 

4252 MIOA5677 

4253 MIOA5678 

4254 mioa5679n 

4255 MIOA5681 

4256 MIOA5682 

4257 mioa5683n 

4258 MIOA5684 

4259 MIOA5685 

4260 MIOA5686 



4261 


l\/IIOA5687 


4321 


mioa5775a 


4262 


MIOA5688 


4322 


MIOA5776a 


4263 


MIOA5689 


4323 


IVIIOA5777a 


4264 


MIOA5690 


4324 


MIOA5779a 


4265 


MIOA5691 


4325 


MIOA5780a 


4266 


MIOA5692 


4326 


MIOA5781a 


4267 


mioa5693 


4327 


mioa5782an 


4268 


MIOA5695 


4328 


mioa5783an 


4269 


mioa5696n 


4329 


MIOA5784a 


4270 


MIOA5697 


4330 


MIOA5786a 


4271 


MIOA5698 


4331 


mioa5787an 


4272 


MIOA5699 


4332 


MIOA5788a 


4273 


MIOA5701 


4333 


MIOA5789a 


4274 


MIOA5705 


4334 


MIOA5790a 


4275 


mioa5706n 


4335 


MIOA5791a 


4276 


MIOA5709 


4336 


!VIIOA5792a 


4277 


MIOA5710 


4337 


MIOA5793a 


4278 


mioa5711n 


4338 


MiOA5795a 


4279 


MIOA5712 


4339 


mioa5796a 


4280 


mioa5713n 


4340 


IVIiOA5797a 


4281 


iVilOA5714 


4341 


MIOA5799a 


4282 


mioa5715 


4342 


mioaSSOOa 


4283 


i\4IOA5718 


4343 


MIOA5802a 


4284 


MiOA5719 


4344 


MIOA5803a 


4285 


mioa5722n 


4345 


l\/IIOA5804a 


4286 


MIOA5724 


4346 


MlOA5808a 


4287 


MIOA5725 


4347 


MIOA5809a 


4288 


MIOA5726 


4348 


mioa5811a 


4289 


MIOA5727 


4349 


MIOA5812a 


4290 


MIOA5728 


4350 


MIOA5813a 


4291 


MIOA5729a 


4351 


MIOA5814a 


4292 


MIOA5730a 


4352 


MIOA5817a 


4293 


MIOA5731a 


4353 


mioa5818a 


4294 


MIOA5733a 


4354 


mioa5819an 


4295 


MIOA5738a 


4355 


IVIIOA5820a 


4296 


MIOA5744a 


4356 


MiOA5821a 


4297 


MIOA5746a 


4357 


MIOA5822a 


4298 


MIOA5747a 


4358 


MIOA5823a 


4299 


iVIIOA5748a 


4359 


MIOA5824a 


4300 


MIOA5750a 


4360 


MIOA5825a 


4301 


mioa5751a 


4361 


MIOA5826a 


4302 


MIOA5752a 


4362 


MIOA5827a 


4303 


IVllOA5753a 


4363 


MIOA5828a 


4304 


mioa5754a 


4364 


mioa5829a 


4305 


mioa5755a 


4365 


MIOA5833a 


4306 


MIOA5756a 


4366 


MIOA5834a 


4307 


MIOA5758a 


4367 


mioa5835an 


4308 


MIOA5759a 


4368 


MIOA5836a 


4309 


MIOA5760a 


4369 


lVIIOA5837a 


4310 


MIOA5761a 


4370 


MIOA5841a 


4311 


mioa5762a 


4371 


MIOA5842a 


4312 


MIOA5764a 


4372 


mioa5843a 


4313 


MIOA5765a 


4373 


MIOA5844a 


4314 


iVIIOA5766a 


4374 


MIOA5846a 


4315 


MIOA5768a 


4375 


MIOA5847a 


4316 


IVIIOA5769a 


4376 


M!OA5848a 


4317 


iVilOA5771a 


4377 


MIOA5849a 


4318 


mioa5772a 


4378 


IVI10A5851a 


4319 


MIOA5773a 


4379 


MIOA5852a 


4320 


M10A5774a 


4380 


MiOA5854a 



4381 


mioa5856a 


4441 


M10A5933a 


4382 


MIOA5858a 


4442 


MIOA5934a 


4383 


MIOA5859a 


4443 


MIOA5935a 


4384 


MIOA5860a 


4444 


MIOA5937a 


4385 


mioa5861an 


4445 


i\^IOA5938a 


4386 


MIOA5862a 


4446 


MIOA5939a 


4387 


MIOA5865a 


4447 


MIOA5940a 


4388 


MIOA5866a 


4448 


MIOA5941a 


4389 


mioa5867an 


4449 


mioa5942an 


4390 


MIOA5869a 


4450 


iV110A5943a 


4391 


M10A5873a 


4451 


MIOA5944a 


4392 


MiOA5874a 


4452 


iV1IOA5945a 


4393 


MIOA5875a 


4453 


mioa5946a 


4394 


MIOA5877a 


4454 


MIOA5947a 


4395 


M10A5878a 


4455 


MIOA5948a 


4396 


mioa5879a 


4456 


M10A5949a 


4397 


MIOA5880a 


4457 


MlOA5950a 


4398 


mioa5881an 


4458 


MIOA5951a 


4399 


MIOA5882a 


4459 


MIOA5952a 


4400 


mioa5883an 


4460 


IVIIOA5953a 


4401 


MIOA5884a 


4461 


MIOA5954a 


4402 


MIOA5885a 


4462 


MIOA5955a 


4403 


MiOA5886a 


4463 


MIOA5956a 


4404 


!VllOA5887a 


4464 


MiOA5957a 


4405 


MIOA5888a 


4465 


MIOA5958a 


4406 


MIOA5889a 


4466 


M10A5959a 


4407 


mioa5891a 


4467 


MIOA5960a 


4408 


MIOA5892a 


4468 


MIOA5961a 


4409 


iVIIOA5893a 


4469 


MIOA5963a 


4410 


iVIIOA5894a 


4470 


MIOA5964a 


4411 


MIOA5895a 


4471 


M10A5965a 


4412 


MIOA5896a 


4472 


MIOA5966a 


4413 


IWIOA5897a 


4473 


mioa5968a 


4414 


MIOA5898a 


4474 


i\^10A5969a 


4415 


MIOA5899a 


4475 


MIOA5970a 


4416 


IVilOA5901a 


4476 


MIOA5971a 


4417 


MIOA5902a 


4477 


IVllOA5974a 


4418 


mioa5903an 


4478 


MIOA5975a 


4419 


MIOA5904a 


4479 


M10A5976a 


4420 


IVIIOA5905a 


4480 


MIOA5978a 


4421 


MIOA5906a 


4481 


MIOA5979a 


4422 


tnioa5910an 


4482 


MlOA5980a 


4423 


MIOA5912a 


4483 


mioa5981a 


4424 


!VIIOA5913a 


4484 


MIOA5982a 


4425 


MIOA5914a 


4485 


M10A5983a 


4426 


MIOA5915a 


4486 


mioa5984a 


4427 


IWIOA5916a 


4487 


MIOA5985a 


4428 


MIOA5917a 


4488 


M!OA5986a 


4429 


mioa5918an 


4489 


tnioa5988a 


4430 


MIOA5919a 


4490 


MIOA5989a 


4431 


MIOA5920a 


4491 


MIOA5990a 


4432 


MIOA5922a 


4492 


MIOA5991a 


4433 


MIOA5923a 


4493 


MIOA5992a 


4434 


iVIIOA5924a 


4494 


MIOA5993a 


4435 


IVIIOA5925a 


4495 


MIOA5994a 


4436 


MIOA5926a 


4496 


MIOA5995a 


4437 


MIOA5928a 


4497 


MIOA5996a 


4438 


IVIIOA5929a 


4498 


MIOA5997a 


4439 


MIOA5930a 


4499 


MIOA5999a 


4440 


MIOA5932a 


4500 


MIOA6000a 
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4501 


MlOA6003a 


4561 


mioa6082an 


4621 


MIOA6155a 


4681 


MIOA6244a 


4741 


MIOA6394a 


4502 


MIOA6004a 


4562 


MIOA6083a 


4622 


MIOA6156a 


4682 


mioa6246a 


4742 


MIOA6398a 


4503 


MIOA6005a 


4563 


MIOA6084a 


4623 


MIOA6157a 


4683 


MIOA6248a 


4743 


MIOA6401a 


4504 


MIOA6006a 


4564 


MIOA6085a 


4624 


mioa6158a 


4684 


MIOA6250a 


4744 


MIOA6402a 


4505 


MlOABOOSa 


4565 


MIOA6086a 


4625 


MIOA6161a 


4685 


MIOA6251a 


4745 


MIOA6403a 


4506 


MIOA6010a 


4566 


MIOA6087a 


4626 


MIOA6162a 


4686 


MIOA6252a 


4746 


MIOA6404a 


4507 


mjoa6011a 


4567 


MIOA6088a 


4627 


MIOA6164a 


4687 


MIOA6256a 


4747 


MIOA6409a 


4508 


MIOA6014a 


4558 


MIOA6089a 


4628 


MIOA6165a 


4688 


MIOA6262a 


4748 


MIOA6410a 


4509 


MIOA6015a 


4569 


MIOA6090a 


4629 


MIOA6166a 


4689 


MIOA6264a 


4749 


MIOA6411a 


4510 


mioa6018a 


4570 


MIOA6091 


4630 


MIOA6167a 


4690 


mioa6266a 


4750 


MIOA6412a 


4511 


MIOA6019a 


4571 


MIOA6092 


4631 


MIOA6168a 


4691 


MIOA6268a 


4751 


MIOA6413a 


4512 


MIOA6020a 


4572 


MIOA6093a 


4632 


MIOA6169a 


4692 


MIOA6270a 


4752 


M10A6417a 


4513 


IVIIOA6021a 


4573 


MIOA6094a 


4633 


MIOA6170a 


4693 


MIOA6274a 


4753 


MIOA6418a 


4514 


MIOA6022a 


4574 


MIOA6095a 


4634 


MIOA6171a 


4694 


MIOA6280a 


4754 


MIOA6419a 


4515 


MIOA6023a 


4575 


mioa6096a 


4635 


MIOA6172a 


4695 


MIOA6282a 


4755 


mioa6420a 


4516 


MIOA6024a 


4576 


MIOA6098a 


4636 


MIOA6173a 


4696 


MIOA6284a 


4756 


MIOA6421a 


4517 


MIOA6026a 


4577 


MIOA6099a 


4637 


MIOA6174a 


4697 


MIOA6288a 


4757 


MIOA6422a 


4518 


MIOA6027a 


4578 


MIOA6100a 


4638 


MIOA6175a 


4698 


MIOA6290a 


4758 


MIOA6423a 


4519 


MIOA6029a 


4579 


MIOA6101a 


4639 


MIOA6178a 


4699 


MIOA6292a 


4759 


MIOA6424a 


4520 


MIOA6030 


4580 


MIOA6102a 


4640 


IVIIOA6179a 


4700 


MIOA6294a 


4760 


M10A6425a 


4521 


M1OA6032 


4581 


MIOA6103a 


4641 


MIOA6180a 


4701 


MIOA6296a 


4761 


MIOA6426a 


4522 


MIOA6033 


4582 


MIOA6104a 


4642 


MIOA6181a 


4702 


mioa6298a 


4762 


mioa6427a 


4523 


MIOA6034 


4583 


MIOA6106a 


4643 


MIOA6182a 


4703 


MIOA6300a 


4763 


MIOA6428a 


4524 


MIOA6035 


4584 


MIOA6108a 


4644 


MIOA6185a 


4704 


MIOA6302a 


4764 


MIOA6429a 


4525 


mioa6036 


4585 


MIOA6109a 


4645 


MIOA6186a 


4705 


mioa6305a 


4765 


MIOA6430a 


4526 


MIOA6037 


4586 


MIOA6110a 


4646 


MIOA6188a 


4706 


mioa6307a 


4766 


IVIIOA6431a 


4527 


MIOA6038 


4587 


mioa6111a 


4647 


inioa6189a 


4707 


MIOA6312a 


4767 


MIOA6432a 


4528 


M1OA6039 


4588 


MIOA6112a 


4648 


MiOA6190a 


4708 


MIOA6314a 


4768 


IVIIOA6434a 


4529 


MIOA6040 


4589 


MIOA6113a 


4649 


MIOA6191a 


4709 


MIOA6315a 


4769 


MIOA6435a 


4530 


MIOA6041 


4590 


MIOA6114a 


4650 


mioa6192a 


4710 


MIOA6316a 


4770 


IVIIOA6436a 


4531 


mioa6042n 


4591 


M10A6115a 


4651 


MIOA6194a 


4711 


MIOA6317a 


4771 


MIOA6437a 


4532 


MIOA6043 


4592 


MIOA6116a 


4652 


mioa6195an 


4712 


MIOA6320a 


4772 


MIOA6439a 


4533 


MIOA6044 


4593 


mioa6117a 


4653 


MIOA6196a 


4713 


MIOA6323a 


4773 


MIOA6440a 


4534 


MIOA6045 


4594 


MIOA6118a 


4654 


MIOA6197a 


4714 


MIOA6326a 


4774 


MIOA6441a 


4535 


MIOA6047a 


4595 


MIOA6121a 


4655 


MIOA6198a 


4715 


MIOA6328a 


4775 


MIOA6442a 


4536 


mioa6048a 


4596 


MIOA6122a 


4656 


MIOA6199a 


4716 


mioa6332a 


4776 


MIOA6444a 


4537 


MlOA6049a 


4597 


mioa6123a 


4657 


MIOA6200a 


4717 


IVilOA6334a 


4777 


mioa6445a 


4538 


MIOA6053a 


4598 


MIOA6124a 


4658 


MIOA6202a 


4718 


MIOA6336a 


4778 


MIOA6446a 


4539 


IV!IOA6054a 


4599 


MlOA6125a 


4659 


MIOA6203a 


4719 


MIOA6340a 


4779 


M10A6448a 


4540 


MIOA6056a 


4600 


MIOA6126a 


4660 


MIOA6204a 


4720 


MIOA6342a 


4780 


mioa6449a 


4541 


MIOA6057a 


4601 


MIOA6127a 


4661 


MIOA6205a 


4721 


MIOA6346a 


4781 


mioa6450a 


4542 


MlOA6058a 


4602 


MIOA6128a 


4662 


MlOA6206a 


4722 


mioa6355a 


4782 


MIOA6451a 


4543 


MlOA6059a 


4603 


MIOA6129a 


4663 


MIOA6207a 


4723 


MIOA6356a 


4783 


MIOA6452a 


4544 


MIOA6060a 


4604 


MIOA6130a 


4664 


MIOA6208a 


4724 


MIOA6358a 


4784 


MIOA6453a 


4545 


MIOA6061a 


4605 


IV1IOA6131a 


4665 


MIOA6210a 


4725 


MIOA6360a 


4785 


MIOA6454a 


4546 


MIOA6062 


4606 


MIOA6132a 


4666 


MIOA6211a 


4726 


MIOA6362a 


4786 


MIOA6455a 


4547 


MIOA6063a 


4607 


MIOA6133a 


4667 


MIOA6212a 


4727 


MIOA6363a 


4787 


MIOA6456a 


4548 


MIOA6064a 


4608 


MIOA6134a 


4668 


MIOA6214a 


4728 


IVIIOA6364a 


4788 


mioa6457a 


4549 


MIOA6065a 


4609 


MIOA6135a 


4669 


MIOA6216a 


4729 


MIOA6368a 


4789 


MIOA6458a 


4550 


mioa6066an 


4610 


MIOA6136a 


4670 


MIOA6220a 


4730 


MIOA6370a 


4790 


MIOA6459a 


4551 


MlOA6068a 


4611 


mioa6142a 


4671 


M10A6222a 


4731 


MIOA6372a 


4791 


IVIIOA6460a 


4552 


MIOA6069a 


4612 


MIOA6145a 


4672 


MIOA6226a 


4732 


MIOA6374a 


4792 


mioa6461a 


4553 


MIOA6071a 


4613 


MIOA6147a 


4673 


MIOA6228a 


4733 


MIOA6376a 


4793 


MIOA6463a 


4554 


MIOA6072a 


4614 


MIOA6148a 


4674 


MIOA6230a 


4734 


MIOA6378a 


4794 


MIOA6464a 


4555 


MIOA6075a 


4615 


M10A6149a 


4675 


MIOA6232a 


4735 


MIOA6379a 


4795 


MIOA6465a 


4556 


MlOA6076a 


4616 


MIOA6150a 


4676 


MIOA6234a 


4736 


MIOA6386a 


4796 


MIOA6466a 


4557 


MIOA6077a 


4617 


MIOA6151a 


4677 


MIOA6236a 


4737 


mioa6387an 


4797 


MIOA6467a 


4558 


MIOA6078a 


4618 


MIOA6152a 


4678 


MIOA6238a 


4738 


MIOA6388a 


4798 


MIOA6469a 


4559 


IVllOA6080a 


4619 


M10A6153a 


4679 


MIOA6240a 


4739 


M10A6389a 


4799 


MIOA6471a 


4560 


mioa6081a 


4620 


MIOA6154a 


4680 


MIOA6242a 


4740 


MIOA6392a 


4800 


MIOA6472a 
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4801 


MIOA6474a 


4861 


MIOA6552a 


4921 


mioa6625a 


4981 


MIOA6703a 


5041 


mioa6782a 


4802 


MIOA6475a 


4862 


MIOA6553a 


4922 


MIOA6626a 


4982 


MIOA6704a 


5042 


MIOA6783a 


4803 


iVllOA6476a 


4863 


MIOA6554a 


4923 


IVIIOA6627a 


4983 


mioa6705an 


5043 


MIOA6784a 


4804 


MiOA6477a 


4864 


MIOA6556a 


4924 


MIOA6628a 


4984 


MIOA6706a 


5044 


mioa6786a 


4805 


MIOA6478a 


4865 


MIOA6558a 


4925 


mioa6629a 


4985 


MIOA6708a 


5045 


MIOA6790a 


4806 


nnioa6480a 


4866 


MIOA6560a 


4926 


MIOA6630a 


4986 


MIOA6710a 


5046 


MIOA6791a 


4807 


MIOA6483a 


4867 


MIOA6561a 


4927 


MIOA6631a 


4987 


MIOA6711a 


5047 


mioa6792an 


4808 


M!OA6484a 


4868 


MIOA6562a 


4928 


MIOA6632a 


4988 


MIOA6712a 


5048 


MIOA6794a 


4809 


MIOA6485a 


4869 


MIOA6563a 


4929 


MIOA6633a 


4989 


mioa6714a 


5049 


mioa6795a 


4810 


M10A6486a 


4870 


MIOA6565a 


4930 


mioa6634a 


4990 


MIOA6715a 


5050 


MIOA6797a 


4811 


MIOA6487a 


4871 


MIOA6566a 


4931 


MIOA6635a 


4991 


MIOA6716a 


5051 


MIOA6798a 


4812 


MIOA6488a 


4872 


MIOA6567a 


4932 


MIOA6637a 


4992 


MIOA6717a 


5052 


MIOA6799a 


4813 


MIOA6489a 


4873 


MIOA6568a 


4933 


mioa6638a 


4993 


MIOA6718a 


5053 


mioa6800a 


4814 


MIOA6490a 


4874 


MIOA6569a 


4934 


MIOA6639a 


4994 


MIOA6719a 


5054 


mioa6801a 


4815 


MlOA6491a 


4875 


MIOA6570a 


4935 


MlOA6640a 


4995 


MIOA6720a 


5055 


MlOA6802a 


4816 


M10A6492a 


4876 


MIOA6571a 


4936 


MIOA6641a 


4996 


MIOA6721a 


5055 


MIOA6803a 


4817 


MIOA6493a 


4877 


mioa6572a 


4937 


MiOA6643a 


4997 


MIOA6722a 


5057 


MIOA6804a 


4818 


MIOA6496a 


4878 


mioa6573a 


4938 


MIOA6644a 


4998 


MIOA6723a 


5058 


MIOA6805a 


4819 


MIOA6500a 


4879 


MIOA6574a 


4939 


mioa6645a 


4999 


MIOA6724a 


5059 


MIOA6806a 


4820 


IVIIOA6501a 


4880 


M10A6575a 


4940 


MIOA6646a 


5000 


MIOA6725a 


5060 


MIOA6807a 


4821 


MIOA6502a 


4881 


MIOA6576a 


4941 


MIOA6647a 


5001 


M10A6726a 


5061 


MIOA6808a 


4822 


MIOA6504a 


4882 


MIOA6577a 


4942 


MIOA6648a 


5002 


mioa6727a 


5062 


MIOA6809a 


4823 


MIOA6508a 


4883 


MIOA6578a 


4943 


MIOA6649a 


5003 


MIOA6728a 


5063 


MIOA6810a 


4824 


MIOA6509a 


4884 


MIOA6580a 


4944 


MIOA6651a 


5004 


MIOA6730a 


5064 


MIOA6811a 


4825 


MIOA6510a 


4885 


MIOA6581a 


4945 


MIOA6652a 


5005 


MIOA6731a 


5065 


mioa6812a 


4826 


MlOA6511a 


4886 


M10A6582a 


4946 


MIOA6653a 


5006 


MIOA6732a 


5066 


mioa6813a 


4827 


mioa6512a 


4887 


MIOA6583a 


4947 


MIOA6654a 


5007 


MIOA6733a 


5067 


MlOA6814a 


4828 


MIOA6513a 


4888 


MIOA6584a 


4948 


MIOA6655a 


5008 


MIOA6734a 


5068 


MIOA6815a 


4829 


mioa6514a 


4889 


MIOA6585a 


4949 


MIOA6656a 


5009 


MIOA6735a 


5069 


MIOA6816a 


4830 


mioa6515a 


4890 


MIOA6586a 


4950 


MIOA6657a 


5010 


MIOA6736a 


5070 


MIOA6818a 


4831 


MIOA6516a 


4891 


MIOA6587a 


4951 


MIOA6659a 


5011 


MIOA6737a 


5071 


MIOA6819a 


4832 


MIOA6517a 


4892 


MIOA6588a 


4952 


MIOA6661a 


5012 


MIOA6738a 


5072 


MIOA6820a 


4833 


MIOA6519a 


4893 


mioa6590a 


4953 


MIOA6662a 


5013 


MIOA6739a 


5073 


MlOA6821a 


4834 


mioa6520an 


4894 


MIOA6591a 


4954 


MIOA6663a 


5014 


MIOA6740a 


5074 


MIOA6822a 


4835 


MIOA6521a 


4895 


mioa6593a 


4955 


MIOA6664a 


5015 


mioa6743an 


5075 


MIOA6823a 


4836 


MIOA6523a 


4896 


MIOA6594a 


4956 


mioa6665a 


5016 


MIOA6744a 


5076 


MIOA6824a 


4837 


nnioa6524a 


4897 


MIOA6595a 


4957 


MIOA6666a 


5017 


MIOA6745a 


5077 


MIOA6825a 


4838 


MiOA6525a 


4898 


MIOA6596a 


4958 


MIOA6668a 


5018 


IVIIOA6746a 


5078 


M10A6826a 


4839 


IVIIOA6526a 


4899 


MiOA6597a 


4959 


MIOA6670a 


5019 


IVIIOA6749a 


5079 


M10A6827a 


4840 


MIOA6527a 


4900 


MIOA6598a 


4960 


MIOA6672a 


5020 


MIOA6750a 


5080 


MIOA6828a 


4841 


MIOA6529a 


4901 


MIOA6599a 


4961 


MIOA6673a 


5021 


MIOA6756a 


5081 


MIOA6830a 


4842 


MIOA6530a 


4902 


MIOASeOOa 


4962 


MIOA6674a 


5022 


MIOA6759a 


5082 


M10A6831a 


4843 


MIOA6531a 


4903 


MIOA6601a 


4963 


MIOA6675a 


5023 


MIOA6762a 


5083 


MIOA6832a 


4844 


MIOA6532a 


4904 


MIOA6603a 


4964 


mioa6676a 


5024 


MIOA6763a 


5084 


MIOA6833a 


4845 


M10A6533a 


4905 


MIOA6504a 


4965 


MIOA6677a 


5025 


MIOA6765a 


5085 


MIOA6834a 


4846 


mioa6534an 


4906 


MIOA6605a 


4966 


MIOA6678a 


5026 


MIOA6766a 


5086 


MIOA6835a 


4847 


mioa6536a 


4907 


MIOA5606a 


4967 


MIOA6679a 


5027 


MIOA6767a 


5087 


mioa6836a 


4848 


MIOA6537a 


4908 


MIOA6607a 


4968 


MIOA6680a 


5028 


MIOA6768a 


5088 


mioa6838an 


4849 


MIOA6539a 


4909 


MIOA6608a 


4969 


IVIIOA6681a 


5029 


mioa6770an 


5089 


MIOA6839a 


4850 


MIOA6540a 


4910 


MIOA6609a 


4970 


MIOA6683a 


5030 


MIOA6771a 


5090 


MIOA6840a 


4851 


MIOA6541a 


4911 


MlOA6610a 


4971 


MIOA6684a 


5031 


MIOA6772a 


5091 


MIOA6841a 


4852 


MIOA6542a 


4912 


MIOA6612a 


4972 


MIOA6687a 


5032 


MIOA6773a 


5092 


MIOA6842a 


4853 


MIOA6543a 


4913 


MIOA6613a 


4973 


MIOA6688a 


5033 


MIOA6774a 


5093 


M10A6843a 


4854 


MIOA6544a 


4914 


mioa6616a 


4974 


MIOA6690a 


5034 


MIOA6775a 


5094 


MIOA6844a 


4855 


MIOA6545a 


4915 


MIOA6619a 


4975 


mioa6691a 


5035 


MIOA6776a 


5095 


M10A6845a 


4856 


IVIIOA6546a 


4916 


MIOA6620a 


4976 


MIOA6697a 


5036 


MIOA6777a 


5096 


MIOA6846a 


4857 


MIOA6547a 


4917 


MIOA6621a 


4977 


MIOA6698a 


5037 


MIOA6778a 


5097 


MIOA6850a 


4858 


mioa6549an 


4918 


MIOA6622a 


4978 


MIOA6700a 


5038 


niioa6779a 


5098 


MIOA6851a 


4859 


MlOA6550a 


4919 


MIOA6623a 


4979 


MIOA6701a 


5039 


MIOA6780a 


5099 


MIOA6853a 


4860 


niiioa6551a 


4920 


MIOA6624a 


4980 


mioa6702a 


5040 


MIOA6781a 


5100 


MIOA6854a 
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5101 


MIOA6855a 


5161 


MIOA6959a 


5221 


MIOA7050a 


5281 


MIOA7134a 


5341 


IVIIOA7214a 


5102 


mioa6856a 


5162 


MlOA6960a 


5222 


mioa7051a 


5282 


mioa7136a 


5342 


MIOA7215a 


5103 


mioa6858an 


5163 


MIOA6961a 


5223 


MIOA7058a 


5283 


MIOA7137a 


5343 


MIOA7216a 


5104 


MIOA6860a 


5164 


MIOA6962a 


5224 


MIOA7059a 


5284 


MIOA7138a 


5344 


MIOA7218a 


5105 


MIOA6862a 


5165 


MIOA6964a 


5225 


MIOA7060a 


5285 


MIOA7139a 


5345 


MIOA7219a 


5106 


MIOA6864a 


5166 


mioa6965a 


5226 


MIOA7063a 


5286 


MlOA7140a 


5346 


mioa7220a 


5107 


M10A6865a 


5167 


MIOA6967a 


5227 


MIOA7066a 


5287 


MIOA7141a 


5347 


MIOA7223a 


5108 


MIOA6866a 


5168 


MIOA6969a 


5228 


MIOA7067a 


5288 


MIOA7142a 


5348 


MIOA7224a 


5109 


MIOA6867a 


5169 


MIOA6978a 


5229 


M!OA7068a 


5289 


MIOA7147a 


5349 


MIOA7225a 


5110 


MIOA6869a 


5170 


MIOA6979a 


5230 


MIOA7069a 


5290 


MIOA7148a 


5350 


MIOA7226a 


5111 


MIOA6870a 


5171 


MIOA6980a 


5231 


MIOA7070a 


5291 


MIOA7149a 


5351 


MIOA7227a 


5112 


MIOA6874a 


5172 


MIOA6981a 


5232 


MIOA7071a 


5292 


MIOA7150a 


5352 


MIOA7229a 


5113 


MIOA6875a 


5173 


MIOA6982a 


5233 


MIOA7072a 


5293 


MIOA7151a 


5353 


MIOA7230a 


5114 


MIOA6877a 


5174 


IVIIOA6983a 


5234 


!VIIOA7073a 


5294 


MIOA7152a 


5354 


MIOA7231a 


5115 


MIOA6878a 


5175 


mioa6984a 


5235 


MIOA7075a 


5295 


MIOA7153a 


5355 


MIOA7232a 


5116 


MIOA6879a 


5176 


MIOA6986a 


5236 


MIOA7077a 


5296 


M10A7154a 


5356 


MIOA7233a 


5117 


MIOA6880a 


5177 


MIOA6987a 


5237 


mioa7078a 


5297 


MIOA7155a 


5357 


mioa7234a 


5118 


MIOA8881a 


5178 


MIOA6988a 


5238 


MIOA7079a 


5298 


MIOA7156a 


5358 


MIOA7235a 


5119 


mioa6882an 


5179 


MIOA6989a 


5239 


MIOA7080a 


5299 


MIOA7158a 


5359 


MIOA7236a 


5120 


mioa6883a 


5180 


MIOA6990a 


5240 


MIOA7082a 


5300 


MIOA7162a 


5360 


M10A7237a 


5121 


MIOA6885a 


5181 


MIOA6991a 


5241 


MIOA7084a 


5301 


mioa7163a 


5361 


mioa7238a 


5122 


MIOA6886a 


5182 


mioa6994a 


5242 


MIOA7087a 


5302 


MIOA7165a 


5362 


MIOA7239a 


5123 


mioa6887a 


5183 


MIOA6995a 


5243 


IVIIOA7088a 


5303 


MIOA7166a 


5363 


MIOA7240a 


5124 


IVllOA6888a 


5184 


M10A6999a 


5244 


MIOA7089a 


5304 


MIOA7169a 


5364 


MIOA7241a 


5125 


MIOA6889a 


5185 


MIOA7000a 


5245 


mioa7090a 


5305 


MIOA7170a 


5365 


MIOA7242a 


5125 


M10A6891a 


5186 


MlOA7002a 


5246 


MIOA7091a 


5306 


MIOA7173a 


5366 


MIOA7243a 


5127 


MIOA6892a 


5187 


MIOA7003a 


5247 


MIOA7092a 


5307 


iVIIOA7174a 


5367 


mioa7244a 


5128 


MIOA6894a 


5188 


MIOA7005a 


5248 


MIOA7093a 


5308 


MIOA7175a 


5368 


MIOA7245a 


5129 


MIOA6896a 


5189 


MlOA7006a 


5249 


MIOA7094a 


5309 


MIOA7177a 


5369 


MIOA7246a 


5130 


mioa6897a 


5190 


MIOA7007a 


5250 


MIOA7095a 


5310 


MIOA7178a 


5370 


MIOA7247a 


5131 


MIOA6898a 


5191 


MIOA7008a 


5251 


MIOA7096a 


5311 


MIOA7179a 


5371 


M10A7248a 


5132 


MIOA6899a 


5192 


MlOA7009a 


5252 


MIOA7097a 


5312 


MIOA7180a 


5372 


MIOA7249a 


5133 


MIOA6901a 


5193 


MIOA7010a 


5253 


MIOA7099a 


5313 


MIOA7181a 


5373 


MIOA7250a 


5134 


MIOA6903a 


5194 


MIOA7011a 


5254 


MIOA7101a 


5314 


MIOA7182a 


5374 


MIOA7251a 


5135 


MIOA6904a 


5195 


mioa7012a 


5255 


MIOA7102a 


5315 


MIOA7183a 


5375 


MIOA7252a 


5136 


MIOA6908a 


5196 


MIOA7013a 


5256 


MIOA7103a 


5316 


mioa7184a 


5376 


mioa7253a 


5137 


MIOA6913a 


5197 


MlOA7014a 


5257 


MIOA7104a 


5317 


MIOA7186a 


5377 


mioa7254a 


5138 


MIOA6914a 


5198 


MIOA7015a 


5258 


MIOA7105a 


5318 


MIOA7187a 


5378 


MIOA7255a 


5139 


MiOA6916a 


5199 


MIOA7018a 


5259 


MIOA7107a 


5319 


MIOA7188a 


5379 


MIOA7256a 


5140 


MIOA6918a 


5200 


MIOA7019a 


5260 


MIOA7108a 


5320 


MIOA7189a 


5380 


MIOA7257a 


5141 


MIOA6922a 


5201 


MIOA7020a 


5261 


MIOA7109a 


5321 


MIOA7190a 


5381 


MIOA7258a 


5142 


MIOA6923a 


5202 


MIOA7022a 


5262 


MIOA7110a 


5322 


MIOA7191a 


5382 


MIOA7259a 


5143 


MIOA6928a 


5203 


MIOA7024a 


5263 


MI0A7111a 


5323 


MIOA7192a 


5383 


MIOA7260a 


5144 


MIOA6929a 


5204 


MIOA7026a 


5264 


MIOA7113a 


5324 


MIOA7193a 


5384 


MIOA7261a 


5145 


MIOA6930a 


5205 


MIOA7027a 


5265 


MIOA7114a 


5325 


IVIIOA7194a 


5385 


MIOA7262a 


5146 


MIOA6933a 


5206 


mioa7028a 


5266 


mioa7115an 


5326 


MIOA7195a 


5386 


MIOA7263a 


5147 


MIOA6934a 


5207 


MIOA7031a 


5267 


MIOA7116a 


5327 


mioa7196a 


5387 


MIOA7264a 


5148 


MIOA6937a 


5208 


MIOA7034a 


5268 


MIOA7118a 


5328 


MIOA7197a 


5388 


MIOA7265a 


5149 


MIOA6942a 


5209 


MIOA7036a 


5269 


mioa7119a 


5329 


mioa7198a 


5389 


MIOA7266a 


5150 


MIOA6943a 


5210 


MIOA7037a 


5270 


MIOA7120a 


5330 


IVIIOA7200a 


5390 


MIOA7267a 


5151 


MIOA6944a 


5211 


MiOA7038a 


5271 


MIOA7121a 


5331 


MIOA7201a 


5391 


MIOA7269a 


5152 


MIOA6945a 


5212 


IVIIOA7039a 


5272 


MIOA7123a 


5332 


MIOA7202a 


5392 


mioa7270a 


5153 


IVIIOA6947a 


5213 


IV!IOA7040a 


5273 


MIOA7125a 


5333 


MIOA7204a 


5393 


l\/IIOA7271 


5154 


MIOA6948a 


5214 


MIOA7041a 


5274 


MIOA7126a 


5334 


MiOA7205a 


5394 


MIOA7272 


5155 


MIOA6949a 


5215 


MIOA7042a 


5275 


MIOA7127a 


5335 


MIOA7206a 


5395 


MIOA7273 


5156 


MIOA6951a 


5216 


MIOA7045a 


5276 


mioa7128a 


5336 


MIOA7207a 


5396 


IV1IOA7274 


5157 


MIOA6953a 


5217 


MIOA7046a 


5277 


MIOA7129a 


5337 


MIOA7208a 


5397 


MIOA7275 


5158 


MIOA6955a 


5218 


MIOA7047a 


5278 


MIOA7130a 


5338 


MIOA7209a 


5398 


MIOA7277 


5159 


IVllOA6956a 


5219 


MIOA7048a 


5279 


MIOA7132a 


5339 


MIOA7211a 


5399 


MIOA7278 


5160 


MIOA6957a 


5220 


MIOA7049a 


5280 


MIOA7133a 


5340 


MIOA7212a 


5400 


mioa7279 
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5401 


MIOA7280 


5461 


MIOA7359a 


5521 


IVIIOA7436a 


5581 


MIOA7521a 


5641 


MIOA7597a 


5402 


IVIIOA7283 


5462 


MIOA7361a 


5522 


MIOA7437a 


5582 


MIOA7522a 


5642 


MIOA7598a 


5403 


MIOA7284 


5463 


MIOA7362a 


5523 


MIOA7438a 


5583 


MIOA7523a 


5643 


mioa7600a 


5404 


M10A7285 


5464 


MIOA7363a 


5524 


MIOA7441a 


5584 


MIOA7526a 


5644 


MIOA7602a 


5405 


MIOA7286 


5465 


MIOA7364a 


5525 


M10A7442a 


5585 


MIOA7527a 


5645 


MIOA7603a 


5406 


mioa7287 


5466 


M10A7365a 


5526 


MIOA7443a 


5586 


mioa7529an 


5646 


MIOA7604a 


5407 


MIOA7288 


5467 


MIOA7366a 


5527 


MIOA7444a 


5587 


MIOA7530a 


5647 


MIOA7606a 


5408 


MIOA7289 


5468 


M10A7367a 


5528 


mioa7445a 


5588 


MIOA7531a 


5648 


MIOA7607a 


5409 


MIOA7290 


5469 


MIOA7368a 


5529 


MIOA7446a 


5589 


MIOA7532a 


5649 


MIOA7608a 


5410 


MIOA7291 


5470 


MIOA7371a 


5530 


MIOA7447a 


5590 


MIOA7533a 


5650 


MIOA7609a 


5411 


MIOA7295 


5471 


MIOA7372a 


5531 


MIOA7448a 


5591 


M10A7534a 


5651 


MlOA7610a 


5412 


IVIIOA7296 


5472 


MIOA7373a 


5532 


MIOA7451a 


5592 


MIOA7536a 


5652 


MIOA7611a 


5413 


MIOA7297 


5473 


MIOA7374a 


5533 


MIOA7452a 


5593 


mioa7537a 


5653 


MIOA7612a 


5414 


M10A7298 


5474 


MIOA7375a 


5534 


mioa7453a 


5594 


MIOA7538a 


5654 


MIOA7613a 


5415 


MIOA7299 


5475 


IVIIOA7377a 


5535 


IVIIOA7454a 


5595 


MIOA7539a 


5655 


MIOA7617a 


5416 


MiOA7300 


5476 


M10A7378a 


5536 


MIOA7455a 


5596 


MIOA7541a 


5656 


MIOA7618a 


5417 


MIOA7301 


5477 


MlOA7381a 


5537 


IV!IOA7456a 


5597 


MIOA7542a 


5657 


inioa7620a 


5418 


MIOA7302 


5478 


MIOA7382a 


5538 


MIOA7457a 


5598 


MIOA7543a 


5658 


MIOA7622a 


5419 


MIOA7303 


5479 


MIOA7383a 


5539 


mioa7458a 


5599 


MiOA7544a 


5659 


MIOA7623a 


5420 


MIOA7306 


5480 


MIOA7385a 


5540 


MIOA7459a 


5600 


MIOA7545a 


5660 


MIOA7624a 


5421 


MIOA7307 


5481 


mioa7386a 


5541 


MIOA7461a 


5601 


M10A7547a 


5661 


MIOA7625a 


5422 


MIOA7308 


5482 


MIOA7387a 


5542 


MIOA7465a 


5602 


M10A7548a 


5662 


MIOA7628a 


5423 


IVIIOA7309 


5483 


M10A7388a 


5543 


mioa7466an 


5603 


M!OA7549a 


5663 


M10A7629a 


5424 


MIOA7310 


5484 


MIOA7390a 


5544 


MIOA7467a 


5604 


MIOA7550a 


5664 


MIOA7630a 


5425 


mioa7312 


5485 


MIOA7392a 


5545 


MIOA7472a 


5605 


MIOA7553a 


5665 


MIOA7631a 


5426 


MIOA7313 


5486 


MIOA7395a 


5546 


MIOA7474a 


5606 


M10A7554a 


5666 


MIOA7632a 


5427 


M10A7314 


5487 


MIOA7399a 


5547 


MIOA7476a 


5607 


MIOA7555a 


5667 


mioa7636a 


5428 


M10A7315 


5488 


MIOA7400a 


5548 


MIOA7478a 


5608 


MIOA7556a 


5668 


mioa7637a 


5429 


MIOA7316 


5489 


MIOA7401a 


5549 


MIOA7479a 


5509 


MIOA7558a 


5669 


mioa7639a 


5430 


MIOA7317 


5490 


MIOA7402a 


5550 


MIOA7480a 


5610 


MIOA7559a 


5670 


mioa7640a 


5431 


MIOA7318 


5491 


MIOA7403a 


5551 


MIOA7481a 


5611 


MIOA7560a 


5671 


tnioa7641a 


5432 


MIOA7319 


5492 


MIOA7404a 


5552 


M10A7482a 


5612 


MIOA7561a 


5672 


mioa7642a 


5433 


MIOA7320 


5493 


MIOA7405a 


5553 


MIOA7484a 


5613 


MIOA7562a 


5673 


mioa7643a 


5434 


MIOA7322 


5494 


MIOA7406a 


5554 


MIOA7485a 


5614 


MIOA7564a 


5674 


mioa7644a 


5435 


MIOA7323 


5495 


MIOA7407a 


5555 


MIOA7487a 


5615 


MIOA7565a 


5675 


mioa7645a 


5436 


MIOA7324 


5496 


MIOA7408a 


5556 


MIOA7488a 


5616 


MIOA7566a 


5676 


mioa7646a 


5437 


mioa7325 


5497 


MIOA7409a 


5557 


MIOA7489a 


5617 


MIOA7568a 


5677 


mioa7647a 


5438 


IV1IOA7326 


5498 


MIOA7411a 


5558 


MIOA7490a 


5618 


MIOA7569a 


5678 


mioa7649a 


5439 


MIOA7327 


5499 


MIOA7412a 


5559 


MIOA7493a 


5619 


MIOA7570a 


5679 


inioa7650a 


5440 


MIOA7328 


5500 


MIOA7413a 


5560 


mioa7494an 


5620 


mioa7571a 


5680 


mioa7652a 


5441 


MIOA7331 


5501 


MIOA7414a 


5561 


MIOA7495a 


5621 


MIOA7572a 


5681 


mioa7653a 


5442 


MIOA7333a 


5502 


M10A7415a 


5562 


MIOA7497a 


5622 


MIOA7573a 


5682 


mioa7654a 


5443 


MIOA7334a 


5503 


MIOA7416a 


5563 


MIOA7498a 


5623 


MIOA7574a 


5683 


mioa7656a 


5444 


MIOA7335a 


5504 


MIOA7417a 


5564 


MIOA7499a 


5624 


M10A7576a 


5684 


mioa7657a 


5445 


MIOA7336a 


5505 


M10A7418a 


5565 


MIOA7500a 


5625 


MIOA7578a 


5685 


mioa7659a 


5446 


MIOA7337a 


5506 


M10A7419a 


5566 


MIOA7501a 


5626 


MiOA7579a 


5686 


mioa7660a 


5447 


MIOA7338a 


5507 


MIOA7420a 


5567 


MIOA7502a 


5627 


MIOA7581a 


5687 


mioa7661a 


5448 


M10A7339a 


5508 


MIOA7421a 


5568 


MIOA7503a 


5628 


IVIIOA7582a 


5688 


mioa7667a 


5449 


MlOA7341a 


5509 


MIOA7422a 


5569 


MIOA7506a 


5629 


MIOA7583a 


5689 


mioa7670a 


5450 


M10A7344a 


5510 


MIOA7423a 


5570 


MIOA7508a 


5630 


MIOA7584a 


5690 


mioa7671a 


5451 


MIOA7345a 


5511 


MIOA7424a 


5571 


mioa7509a 


5631 


MIOA7585a 


5691 


mioa7672a 


5452 


M10A7346a 


5512 


MIOA7425a 


5572 


MIOA7510a 


5632 


MIOA7586a 


5692 


mioa7673a 


5453 


MIOA7347a 


5513 


IVIIOA7426a 


5573 


MIOA7512a 


5633 


MIOA7587a 


5693 


mioa7677a 


5454 


MIOA7348a 


5514 


MIOA7427a 


5574 


MIOA7513a 


5634 


MIOA7588a 


5694 


niiioa7678a 


5455 


MIOA7350a 


5515 


MIOA7428a 


5575 


MIOA7514a 


5635 


MIOA7589a 


5695 


mioa7679a 


5456 


MIOA7351a 


5516 


MIOA7429a 


5576 


MIOA7515a 


5636 


MIOA7590a 


5696 


mioa7681a 


5457 


MIOA7352a 


5517 


MIOA7430a 


5577 


MIOA7516a 


5637 


MIOA7592a 


5697 


mioa7682a 


5458 


MIOA7353a 


5518 


MIOA7432a 


5578 


MIOA7518a 


5638 


MIOA7593a 


5698 


mioa7684a 


5459 


mioa7354a 


5519 


i\/IIOA7433a 


5579 


MIOA7519a 


5639 


MIOA7594a 


5699 


[nioa7685a 


5460 


MIOA7357a 


1 5520 


MIOA7435a 


5580 


MIOA7520a 


5640 


MIOA7596a 


5700 


mioa7687a 
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5701 


mioa7688a 


5761 


mioa7780a 


5821 


mioa7862 


5881 


mioa7934 


5941 


MIOA8028a 


5702 


mioa7692a 


5762 


mioa7783a 


5822 


inioa7864 


5882 


mioa7935 


5942 


MIOA8029a 


5703 


mioa7693a 


5763 


niiioa7788a 


5823 


mioa7866 


5883 


mioa7936 


5943 


MIOA8030a 


5704 


mioa7694a 


5764 


mioa7789a 


5824 


mioa7867 


5884 


mioa7937 


5944 


IVIIOA8031a 


5705 


mioa7695a 


5765 


mioa7790a 


5825 


mioa7868 


5885 


mioa7943 


5945 


MIOA8032a 


5706 


mioa7696a 


5766 


mioa7791a 


5826 


mioa7869 


5886 


mioa7946 


5946 


MIOA8033a 


5707 


mioa7698a 


5767 


mioa7794a 


5827 


mioa7870 


5887 


MIOA7949a 


5947 


MIOA8034a 


5708 


mioa7699a 


5768 


mioa7798a 


5828 


mioa7873 


5888 


MIOA7950a 


5948 


MIOA8035a 


5709 


mtoa7700a 


5769 


mioa7799a 


5829 


mioa7874 


5889 


MIOA7951a 


5949 


MIOA8036a 


5710 


mioa7701a 


5770 


mioa7800a 


5830 


mioa7875 


5890 


MIOA7953a 


5950 


MIOA8037a 


5711 


mioa7702a 


5771 


mioa7801a 


5831 


mioa7876 


5891 


MIOA7954a 


5951 


MIOA8039a 


5712 


mioa7703a 


5772 


inioa7803a 


5832 


mioa7878 


5892 


MIOA7955a 


5952 


MIOA8040a 


5713 


mioa7704a 


5773 


mioa7804a 


5833 


mioa7879 


5893 


MIOA7956a 


5953 


MIOA8041a 


5714 


mioa7705a 


5774 


mioa7805a 


5834 


mioa7880 


5894 


MIOA7957a 


5954 


MIOA8043a 


5715 


mioa7706a 


5775 


niioa7806a 


5835 


mioa7881 


5895 


MIOA7958a 


5955 


MIOA8045a 


5716 


mioa7707a 


5776 


mioa7807a 


5836 


mioa7882 


5896 


MIOA7959a 


5956 


MIOA8048a 


5717 


mioa7708a 


5777 


inioa7808a 


5837 


mioa7883 


5897 


MIOA7967a 


5957 


MIOA8049a 


5718 


mioa7709a 


5778 


mioa7809a 


5838 


mioa7884 


5898 


MIOA7968a 


5958 


MIOA8050a 


5719 


mioa7710a 


5779 


mioa7810a 


5839 


mioa7885 


5899 


M10A7969a 


5959 


MlOA8051a 


5720 


mioa7711a 


5780 


mioa7812a 


5840 


mioa7886 


5900 


MlOA7970a 


5960 


MlOA8053a 


5721 


nnioa7713a 


5781 


mioa7813a 


5841 


mioa7887 


5901 


MIOA7973a 


5961 


mioa8056a 


5722 


mioa7714a 


5782 


mioa7814a 


5842 


mioa7888 


5902 


MIOA7976a 


5962 


MIOA8057a 


5723 


mioa7715a 


5783 


mioa7815a 


5843 


mioa7889 


5903 


MIOA7977a 


5963 


MIOA8058a 


5724 


mioa7716a 


5784 


mioa7816a 


5844 


mioa7890 


5904 


MIOA7980a 


5964 


MIOA8059a 


5725 


mioa7717a 


5785 


mioa7817a 


5845 


mioa7891 


5905 


MIOA7981a 


5965 


MIOA8062a 


5726 


mioa7718a 


5786 


mioa7818a 


5846 


mioa7892 


5906 


MIOA7982a 


5966 


MlOA8063a 


5727 


mioa7719a 


5787 


mioa7819a 


5847 


inioa7893 


5907 


MIOA7983a 


5967 


MIOA8064a 


5728 


m!oa7720a 


5788 


mioa7820a 


5848 


inioa7894 


5908 


MIOA7986a 


5968 


MIOA8065a 


5729 


nnioa7721a 


5789 


mioa7821a 


5849 


mioa7895 


5909 


MIOA7988a 


5969 


MIOA8066 


5730 


mioa7722a 


5790 


mioa7823a 


5850 


mioa7896 


5910 


MIOA7989a 


5970 


M1OA8067 


5731 


mioa7723a 


5791 


mioa7824a 


5851 


mioa7897 


5911 


mioa7990an 


5971 


mioa8068n 


5732 


mioa7725a 


5792 


mioa7825a 


5852 


mioa7898 


5912 


MIOA7992a 


5972 


MiOA8069 


5733 


mioa7727a 


5793 


mioa7826a 


5853 


mioa7899 


5913 


MIOA7993a 


5973 


MIOA8070 


5734 


mioa7728a 


5794 


mioa7827a 


5854 


mioa7900 


5914 


MIOA7994a 


5974 


MIOA8071 


5735 


mioa7730a 


5795 


mioa7829a 


5855 


mioa7901 


5915 


MIOA7995a 


5975 


MIOA8072 


5736 


mioa7731a 


5796 


mioa7830a 


5856 


mioa7904 


5916 


MIOA7997a 


5976 


MIOA8073 


5737 


mioa7732a 


5797 


mioa7831a 


5857 


mioa7905 


5917 


MIOA7998a 


5977 


MIOA8074 


5738 


mioa7733a 


5798 


mioa7832a 


5858 


mioa7906 


5918 


MIOA8001a 


5978 


MIOA8075 


5739 


mloa7735a 


5799 


mioa7835a 


5859 


mioa7907 


5919 


MIOA8002a 


5979 


MIOA8076 


5740 


mioa7736a 


5800 


mioa7836a 


5860 


mioa7908 


5920 


MIOA8003a 


5980 


MIOA8077 


5741 


mioa7737a 


5801 


mioa7838a 


5861 


mioa7909 


5921 


MIOA8004a 


5981 


MIOA8078 


5742 


mioa7738a 


5802 


mioa7839a 


5862 


mioa7910 


5922 


MIOA8005a 


5982 


mioa8079 


5743 


nnioa7739a 


5803 


mioa7840a 


5863 


fnioa7911 


5923 


MIOA8007a 


5983 


MIOA8080 


5744 


mioa7740a 


5804 


mioa7841a 


5864 


mioa7913 


5924 


MIOA8009a 


5984 


MIOA8081 


5745 


mioa7741a 


5805 


inioa7842a 


5865 


tTiioa7915 


5925 


mioa8010a 


5985 


MIOA8082 


5746 


mioa7745a 


5806 


mioa7843a 


5866 


mioa7916 


5926 


MIOA8011a 


5986 


MIOA8083 


5747 


mioa7746a 


5807 


mioa7844a 


5867 


tnioa7917 


5927 


MIOA8012a 


5987 


MIOA8084 


5748 


mioa7754a 


5808 


mioa7845a 


5868 


mioa7918 


5928 


MIOA8013a 


5988 


MIOA8085 


5749 


mloa7755a 


5809 


mioa7846a 


5869 


mioa7919 


5929 


MIOA8014a 


5989 


MIOA8088 


5750 


mioa7757a 


5810 


mioa7848 


5870 


mioa7920 


5930 


MIOA8015a 


5990 


MIOA8089 


5751 


mioa7758a 


5811 


mioa7849 


5871 


mioa7922 


5931 


MIOA8016a 


5991 


MIOA8090 


5752 


mioa7762a 


5812 


mioa7852 


5872 


mioa7923 


5932 


MIOA8018a 


5992 


IV1IOA8092 


5753 


mioa7763a 


5813 


mioa7854 


5873 


mioa7924 


5933 


MIOA8019a 


5993 


mioa8094 


5754 


mioa7766a 


5814 


mioa7855 


5874 


mioa7927 


5934 


MIOA8020a 


5994 


IVIIOA8095 


o/oo 


mioa7767a 


5815 


mioa7856 


5875 


mioa7928 


5935 


MIOA8021a 


5995 


MIOA8096 


5756 


mioa7768a 


5816 


mioa7857 


5876 


mioa7929 


5936 


MIOA8022a 


5996 


MIOA8097 


5757 


mioa7772a 


5817 


mioa7858 


5877 


niioa7930 


5937 


MIOA8024a 


5997 


MIOA8099 


5758 


mioa7773a 


5818 


n(iioa7859 


5878 


mioa7931 


5938 


MIOA8025a 


5998 


MIOA8100 


5759 


mioa7775a 


5819 


mioa7860 


5879 


mioa7932 


5939 


MIOA8026a 


5999 


MIOA8101 


5760 


mioa7776a 


5820 


mioa7861 


5880 


mioa7933 


5940 


MIOA8027a 


6000 


MIOA8102 
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6001 


MIOA8103 




6002 


mioa8104 




6003 


MIOA8105 




6004 


MIOA8106 




6005 


MIOA8107 




6006 


MIOA8108 




6007 


MIOA8109 




6008 


MiOA8110 




6009 


MI0A8111 




6010 


MIOA8112 




6011 


MIOA8113 




6012 


MIOA8115 




6013 


MIOA8116 




6014 


mioa8117 




6015 


M10A8118 




6016 


MIOA8120 




6017 


MIOA8121 




6018 


M10A8122 




6019 


MIOA8123 




6020 


MiOA8124 




6021 


MIOA8125 




6022 


MIOA8126 




6023 


MiOA8127 




6024 


I\/1I0A8128 




6025 


IVIIOA8129 


m 


6026 


MIOA8130 


6027 


MIOA8131 


W 


6028 


MIOA8134 




6029 


MIOA8135 




6030 


mioa8136 


w 


6031 


MIOA8144 




6032 


MIOA8146 




6033 


MIOA8147 




6034 


MIOA8148 




6035 


MIOA8149 




6036 


MIOA8150 




6037 


MIOA8151 




6038 


MIOA8152 




6039 


MIOA8153 




6040 


M10A8154 




6041 


MIOA8155 




6042 


MiOA8156 




6043 


M10A8157 




6044 


mioa8158 




6045 


M10A8159 




6046 


MIOA8160 




6047 


MIOA8161 




6048 


MIOA8162 




6049 


MIOA8163 




6050 


MIOA8164 




6051 


MIOA8165 




6052 


mioa8166 




6053 


MIOA8167 




6054 


mioa8168 




6055 


MIOA8169 




6056 


MIOA8170 




6057 


MIOA8171 




6058 


MIOA8173 




6059 


mioa8174 




6060 


MIOA8175 



6061 


MIOA8176 


6121 


MIOA8251 


6062 


MIOA8177 


6122 


MIOA8252 


6063 


mioa8179 


6123 


MIOA8255 


6064 


MIOA8181 


6124 


MIOA8258 


6065 


MIOA8182 


6125 


mioa8259 


6066 


MIOA8183 


6126 


MIOA8261 


6067 


mioa8184 


6127 


MIOA8262 


6068 


MIOA8185 


6128 


MIOA8263 


6069 


MIOA8186 


6129 


MIOA8264 


6070 


MIOA8187 


6130 


MIOA8266 


6071 


MIOA8188 


6131 


M10A8267 


6072 


MIOA8191 


6132 


MIOA8269 


6073 


MIOA8192 


6133 


mioa8271 


6074 


MIOA8193 


6134 


MIOA8272 


6075 


M10A8196 


6135 


MIOA8273 


6076 


M10A8198 


6136 


MIOA8274 


6077 


mioa8199n 


6137 


MIOA8275 


6078 


MIOA8200 


6138 


MIOA8276 


6079 


MIOA8201 


6139 


MIOA8282 


6080 


MIOA8202 


6140 


MIOA8283 


6081 


mioa8203n 


6141 


MIOA8284 


6082 


MIOA8204 


6142 


mioa8286 


6083 


MIOA8205 


6143 


mioa8287n 


6084 


MIOA8206 


6144 


mioa8288 


6085 


MIOA8208 


6145 


MIOA8289 


6086 


MIOA8209 


6146 


MIOA8290 


6087 


MIOA8210 


6147 


MIOA8291 


6088 


MIOA8211 


6148 


mioa8294n 


6089 


MIOA8213 


6149 


mioa8296n 


6090 


mioa8214 


6150 


MIOA8297 


6091 


MIOA8215 


6151 


mioa8298n 


6092 


MIOA8216 


6152 


MIOA8299 


6093 


MIOA8218 


6153 


MIOA8300 


6094 


MIOA8219 


6154 


mioa8301n 


6095 


MIOA8220 


6155 


IV1IOA8302 


6096 


MIOA8221 


6156 


MIOA8303 


6097 


MIOA8222 


6157 


MIOA8304 


6098 


MIOA8223 


6158 


MIOA8305 


6099 


MIOA8224 


6159 


MIOA8307 


6100 


MIOA8225 


6160 


MIOA8308 


6101 


mioa8226 


6161 


MIOA8309 


6102 


MIOA8227 


6162 


MIOA8310 


6103 


MIOA8228 


6163 


MIOA8311 


6104 


MIOA8229 


6164 


MIOA8313 


6105 


MIOA8230 


6165 


MIOA8314 


6106 


MIOA8232 


6166 


MIOA8315 


6107 


MIOA8233 


6167 


M10A8316 


6108 


MIOA8235 


6168 


MIOA8317 


6109 


MIOA8236 


6169 


MIOA8318 


6110 


MIOA8237 


6170 


MIOA8320 


6111 


M10A8238 


6171 


mioa8323 


6112 


MIOA8239 


6172 


mioa8324 


6113 


MIOA8241 


6173 


mioa8326n 


6114 


MIOA8242 


6174 


MIOA8327 


6115 


mioa8243 


6175 


MIOA8328 


6116 


IVIIOA8244 


6176 


MIOA8329 


6117 


MIOA8245 


6177 


mioa8330n 


6118 


MIOA8246 


6178 


MIOA8331 


6119 


MIOA8247 


6179 


mioa8332 


6120 


MIOA8248 


6180 


MIOA8333 



6181 


MIOA8334 


6241 


MIOA8417 


6182 


MIOA8335 


6242 


MIOA8418 


6183 


mioa8336 


6243 


MIOA8421 


6184 


MIOA8337 


6244 


MIOA8422 


6185 


M10A8338 


6245 


M10A8423 


6186 


MIOA8339 


6246 


M10A8428 


6187 


MIOA8341 


6247 


MIOA8429 


6188 


MIOA8343 


6248 


MIOA8432 


6189 


mioa8345n 


6249 


MIOA8433 


6190 


M10A8346 


6250 


mioa8434 


6191 


MIOA8347 


6251 


MIOA8435 


6192 


MIOA8348 


6252 


MIOA8437 


6193 


MIOA8349 


6253 


MiOA8438 


6194 


MIOA8350 


6254 


MIOA8439 


6195 


MIOA8351 


6255 


MIOA8440 


6196 


mioa8352n 


6256 


mioa8443n 


6197 


MIOA8353 


6257 


MIOA8444 


6198 


MIOA8354 


6258 


inioa8445n 


6199 


MIOA8355 


6259 


MIOA8446 


6200 


MIOA8356 


6260 


MIOA8447 


6201 


MIOA8359 


6261 


MIOA8449 


6202 


MIOA8360 


6262 


MIOA8451 


6203 


MIOA8361 


6263 


MIOA8452 


6204 


MIOA8363 


6264 


MIOA8453 


6205 


mioa8364n 


6265 


MIOA8454 


6206 


MIOA8365 


6266 


M10A8455 


6207 


IVIIOA8366 


6267 


MIOA8456 


6208 


MIOA8367 


6268 


M10A8457 


6209 


MIOA8368 


6269 


MIOA8460 


6210 


mioa8369n 


6270 


mioa8461n 


6211 


MIOA8371 


6271 


MIOA8462 


6212 


MIOA8374 


6272 


IV1IOA8463 


6213 


MIOA8376 


6273 


mioa8464 


6214 


MIOA8377 


6274 


MIOA8465 


6215 


MIOA8378 


6275 


MIOA8466 


6216 


MIOA8380 


6276 


mioa8467 


6217 


mioa8381 


6277 


IVIIOA8468 


6218 


MIOA8383 


6278 


iVllOA8469 


6219 


mioa8384 


6279 


mioa8470 


6220 


mioa8385 


6280 


mioa8471n 


6221 


MIOA8386 


6281 


MIOA8472 


6222 


MIOA8387 


6282 


MIOA8473 


6223 


mioa8388 


6283 


mioa8474 


6224 


[nioa8389 


6284 


MIOA8476 


6225 


mioa8391 


6285 


MIOA8477 


6226 


MIOA8392 


6286 


MIOA8478 


6227 


mioa8393 


6287 


mioa8481 


6228 


M10A8394 


6288 


MiOA8482 


6229 


MIOA8395 


6289 


mioa8483 


6230 


MIOA8396 


6290 


MIOA8484 


6231 


mioa8397a 


6291 


MIOA8485 


6232 


MIOA8398 


6292 


IV1IOA8486 


6233 


MIOA8399 


6293 


MiOA8487 


6234 


mioa8403 


6294 


IVIIOA8488 


6235 


MIOA8404 


6295 


MIOA8489 


6236 


MIOA8405 


6296 


mioa8491n 


6237 


MIOA8407 


6297 


MIOA8494 


6238 


MIOA8408 


6298 


MIOA8495 


6239 


MIOA8409 


6299 


IV1IOA8497 


6240 


MIOA8416 


6300 


MIOA8498 
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6301 


MIOA8499 


6361 


M10A8573 


6421 


MIOA8651 


6481 


IVIIOA8724 


6541 


MIOA8795 


6302 


IV1IOA8500 


6362 


MIOA8574 


6422 


MIOA8652 


6482 


mioa8725 


6542 


MiOA8796 


6303 


MIOA8501 


6363 


MIOA8576 


6423 


MIOA8653 


6483 


mioa8726 


6543 


MIOA8797 


6304 


MIOA8502 


6364 


MIOA8577 


6424 


MIOA8655 


6484 


MIOA8727 


6544 


MIOA8798 


6305 


MIOA8503 


6365 


MIOA8578 


6425 


MIOA8656 


6485 


MIOA8728 


6545 


MIOA8799 


6306 


mioa8506n 


6366 


MIOA8580 


6426 


MIOA8657 


6486 


MIOA8729 


6546 


MIOA8800 


6307 


MIOA8507 


6367 


MIOA8581 


6427 


MIOA8658 


6487 


M1OA8730 


6547 


inioa8802 


6308 


mioa8508 


6368 


MIOA8582 


6428 


MIOA8660 


6488 


MIOA8732 


6548 


MIOA8803 


6309 


M1OA8509 


6369 


MIOA8583 


6429 


mioa8661 


6489 


MIOA8733 


6549 


MIOA8804 


6310 


MIOA8510 


6370 


MIOA8584 


6430 


mioa8662 


6490 


MIOA8734 


6550 


MIOA8805 


6311 


MIOA8511 


6371 


mioa8585 


6431 


MIOA8663 


6491 


MIOA8735 


6551 


MIOA8806 


6312 


MIOA8512 


6372 


MIOA8586 


6432 


MIOA8664 


6492 


mioa8736n 


6552 


MIOA8808 


6313 


mioa8513n 


6373 


M10A8587 


6433 


MIOA8665 


6493 


mioa8737n 


6553 


MIOA8809 


6314 


IVIIOA8515 


6374 


MIOA8588 


6434 


MIOA8666 


6494 


MIOA8739 


6554 


MIOA8810 


6315 


mioa8516 


6375 


MIOA8589 


6435 


MIOA8667 


6495 


MIOA8740 


6555 


MIOA8811 


6316 


MIOA8517 


6376 


MIOA8590 


6436 


MIOA8668 


6496 


MIOA8741 


6556 


MIOA8812 


6317 


IVIIOA8518 


6377 


MIOA8591 


6437 


WIIOA8669 


6497 


MIOA8742 


6557 


M10A8813 


6318 


MIOA8520 


6378 


MIOA8592 


6438 


MIOA8670 


6498 


MIOA8743 


6558 


mioa8816 


6319 


MIOA8521 


6379 


MIOA8594 


6439 


MIOA8671 


6499 


MIOA8744 


6559 


M10A8817 


6320 


M10A8522 


6380 


MIOA8595 


6440 


IVIIOA8672 


6500 


mioa8745 


6560 


MIOA8818 


6321 


M10A8523 


6381 


MIOA8596 


6441 


MIOA8674 


6501 


MIOA8746 


6561 


MIOA8820 


6322 


MIOA8524 


6382 


MIOA8597 


6442 


MIOA8675 


6502 


MIOA8747 


6562 


mioa8821 


6323 


MIOA8525 


6383 


MIOA8598 


6443 


MIOA8576 


6503 


MIOA8748 


6563 


M10A8822 


6324 


MIOA8526 


6384 


MIOA8599 


6444 


MIOA8677 


6504 


MIOA8749 


6564 


MIOA8823 


6325 


IVIIOA8529 


6385 


MIOA8600 


6445 


MIOA8678 


6505 


mioa8750 


6565 


MIOA8824 


6326 


MIOA8531 


6386 


MIOA8601 


6446 


MIOA8679 


6506 


MIOA8751 


6566 


M10A8825 


6327 


MIOA8532 


6387 


MIOA8602 


6447 


mioa8681 


6507 


mioa8753 


6567 


MIOA8826 


6328 


MIOA8533 


6388 


MIOA8603 


6448 


MIOA8682 


6508 


MIOA8754 


6568 


MIOA8827 


6329 


M10A8535 


6389 


MIOA8604 


6449 


MIOA8683 


6509 


MIOA8755 


6569 


MIOA8828 


6330 


MIOA8536 


6390 


MIOA8606 


6450 


mioa8684 


6510 


MIOA8757 


6570 


MIOA8830 


6331 


M10A8538 


6391 


MIOA8607 


6451 


MIOA8685 


6511 


MIOA8758 


6571 


MIOA8831 


6332 


MIOA8539 


6392 


MIOA8608 


6452 


MIOA8686 


6512 


MIOA8759 


6572 


MIOA8832 


6333 


MIOA8541 


6393 


MIOA8611 


6453 


MIOA8687 


6513 


mioa8761 


6573 


MIOA8833 


6334 


IVIIOA8542 


6394 


MIOA8613 


6454 


MIOA8691 


6514 


MIOA8762 


6574 


MIOA8834 


6335 


MIOA8543 


6395 


MIOA8615 


6455 


MIOA8692 


6515 


MIOA8763 


6575 


MIOA8835 


6336 


mioa8544 


6396 


MIOA8617 


6456 


MIOA8693 


6516 


MIOA8764 


6576 


M10A8836 


6337 


MIOA8545 


6397 


MIOA8618 


6457 


MIOA8694 


6517 


MIOA8767 


6577 


MIOA8837 


6338 


MIOA8546 


6398 


MIOA8620 


6458 


MIOA8695 


6518 


MIOA8768 


6578 


MIOA8839 


6339 


MIOA8547 


6399 


MIOA8621 


6459 


MIOA8696 


6519 


MIOA8769 


6579 


MIOA8840 


6340 


MIOA8548 


6400 


MIOA8622 


6460 


MIOA8697 


6520 


MIOA8770 


6580 


mioa8841 


6341 


MIOA8549 


6401 


MIOA8624 


6461 


MIOA8700 


6521 


MIOA8772 


6581 


IVIIOA8842 


6342 


IVIIOA8550 


6402 


MIOA8625 


6462 


MIOA8702 


6522 


MIOA8773 


6582 


mioa8843 


6343 


MIOA8551 


6403 


MIOA8627 


6463 


MIOA8703 


6523 


MIOA8774 


6583 


MIOA8844 


6344 


MIOA8552 


6404 


MIOA8629 


6464 


M1OA8704 


6524 


MIOA8775 


6584 


MIOA884S 


6345 


MIOA8553 


6405 


MIOA8630 


6465 


MIOA8705 


6525 


MIOA8776 


6585 


mioa8846 


6346 


MIOA8557 


6406 


MIOA8631 


6466 


mioa8707 


6526 


mioa8777 


6586 


mioa8848 


6347 


M10A8558 


6407 


MIOA8632 


6467 


MIOA8708 


6527 


MIOA8778 


6587 


mioa8849 


6348 


MIOA8559 


6408 


MIOA8634 


6468 


MIOA8710 


6528 


MIOA8779 


6588 


MIOA8850 


6349 


MiOA8560 


6409 


MIOA8635 


6469 


MIOA8711 


6529 


MIOA8780 


6589 


MIOA8851 


6350 


IV1IOA8561 


6410 


MIOA8637 


6470 


MIOA8712 


6530 


MIOA8781 


6590 


MIOA8852 


6351 


MiOA8563 


6411 


MIOA8638 


6471 


MIOA8713 


6531 


MIOA8782 


6591 


MIOA8853 


6352 


MiOA8564 


6412 


MIOA8639 


6472 


M10A8714 


6532 


MIOA8783 


6592 


MIOA8854 


6353 


IVIIOA8565 


6413 


MIOA8641 


6473 


IVIIOA8715 


6533 


MIOA8785 


6593 


MIOA8855 


6354 


MIOA8566 


6414 


MIOA8644 


6474 


MIOA8716 


6534 


MiOA8786 


6594 


MIOA8856 


6355 


mioa8567 


6415 


MIOA8645 


6475 


MIOA8717 


6535 


MIOA8787 


6595 


IV1IOA8857 


6356 


MIOA8568 


6416 


MIOA8646 


6476 


MIOA8718 


6536 


MIOA8788 


6596 


MiOA8858 


6357 


MIOA8569 


6417 


MIOA8647 


6477 


MIOA8719 


6537 


M10A8789 


6597 


MIOA8859 


6358 


mioa8570 


6418 


MIOA8648 


6478 


M1OA8720 


6538 


MIOA8790 


6598 


MIOA8860 


6359 


MIOA8571 


6419 


MIOA8649 


6479 


MiOA8721 


6539 


MIOA8793 


6599 


IVIIOA8861 


6360 


MIOA8572 


6420 


MIOA8650 


6480 


MIOA8723 


6540 


MIOA8794 


6600 


MIOA8862 
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6601 


MIOA8863 


6661 


MIOA8939 


6721 


6602 


MIOA8864 


6662 


MIOA8940 


6722 


6603 


M10A8865 


6663 


MIOA8941 


6723 


6604 


MIOA8866 


6664 


MIOA8942 


6724 


6605 


MIOA8869 


6665 


MIOA8943 


6725 


6606 


MIOA8870 


6666 


MIOA8945 


6726 


6607 


MIOA8872 


6667 


MIOA8946 


6727 


6608 


MIOA8873 


6668 


MIOA8947 


6728 


6609 


MIOA8874 


6669 


MIOA8948 


6729 


6610 


MIOA8875 


6670 


MIOA8949 


6730 


6611 


MIOA8876 


6671 


MIOA8950 


6731 


6612 


MIOA8877 


6672 


MIOA8951 


6732 


6613 


IV1IOA8878 


6673 


MIOA8952 


6733 


6614 


mioa8879 


6674 


MIOA8953 


6734 


6615 


M1OA8880 


6675 


MIOA8954 


6735 


6616 


MIOA8881 


6676 


MIOA8955 


6736 


6617 


IVIiOA8882 


6677 


mioa8956 


6737 


6618 


MIOA8885 


6678 


MIOA8957 


6738 


6619 


MIOA8886 


6679 


MIOA8958 


6739 


6620 


MIOA8887 


6680 


MIOA8959 


6740 


6621 


MIOA8888 


6681 


MIOA8960 


6741 


6622 


MIOA8889 


6682 


MIOA8962 


6742 


6623 


MIOA8890 


6683 


MIOA8963 


6743 


6624 


MiOA8891 


6684 


MIOA8965 


6744 


6625 


MIOA8893 


6685 


MIOA8966 


6745 


6626 


MIOA8894 


6686 


MIOA8967 


6746 


6627 


MIOA8895 


6687 


MIOA8968 


6747 


6628 


MIOA8897 


6688 


MIOA8969 


6748 


6629 


MIOA8898 


6689 


MiOA8970 


6749 


6630 


MIOA8899 


6690 


MIOA8971 


6750 


6631 


MIOA8900 


6691 


mioa8972 


6751 


6632 


MIOA8901 


6692 


MIOA8973 


6752 


6633 


MIOA8902 


6693 


MIOA8974 


6753 


6634 


MIOA8904 


6694 


MIOA8975 


6754 


6635 


MIOA8905 


6695 


MIOA8976 


6755 


6636 


MIOA8907 


6696 


M10A8977 


6756 


6637 


MIOA8908 


6697 


IVIIOA8978 


6757 


6638 


MIOA8910 


6698 


MIOA8979 


6758 


6639 


M10A8911 


6699 


MIOA8984 


6759 


6640 


M10A8912 


6700 


MIOA8985 


6760 


6641 


MIOA8913 


6701 


MIOA8986 


6761 


6642 


MiOA8914 


6702 


MIOA8987 


6762 


6643 


mioa8915n 


6703 


MIOA8988 


6763 


6644 


MIOA8916 


6704 


MIOA8990 


6764 


6645 


MIOA8917 


6705 


MIOA8991 


6765 


6646 


MIOA8918 


6706 


MIOA8992 


6766 


6647 


MIOA8919 


6707 


IVIIOA8993 


6767 


6648 


MIOA8920 


6708 


MIOA8995 


6768 


6649 


MIOA8921 


6709 


MIOA8996 


6769 


6650 


M10A8922 


6710 


MIOA8997 


6770 


6651 


MIOA8925 


6711 


MIOA8998 


6771 


6652 


MIOA8928 


6712 


MIOA8999 


6772 


6653 


MIOA8929 


6713 


MIOA9000 


6773 


6654 


MIOA8930 


6714 


MIOA9001 


6774 


6655 


MIOA8931 


6715 


MIOA9002 


6775 


6656 


MIOA8932 


6716 


MIOA9004 


6776 


6657 


MiOA8933 


6717 


MIOA9005 


6777 


6658 


MIOA8936 


6718 


MIOA9006 


6778 


6659 


MIOA8937 


6719 


M1OA9007 


6779 


6660 


MIOA8938 


6720 


MIOA9008 


6780 



MIOA9009 


6781 


MIOA9075 


6841 


MIOA9144 


MIOA9010 


6782 


MIOA9076 


6842 


MIOA9145 


MIOA9011 


6783 


MIOA9078 


6843 


MIOA9146 


MIOA9012 


6784 


MIOA9079 


6844 


MIOA9147 


MIOA9013 


6785 


MIOA9080 


6845 


MIOA9148 


MIOA9014 


6786 


MIOA9081 


6846 


MIOA9150 


MIOA9015 


6787 


MIOA9083 


6847 


M10A9151 


MIOA9016 


6788 


MIOA9084 


6848 


M10A9154 


MIOA9017 


6789 


MIOA9086 


6849 


MIOA9157 


MIOA9018 


6790 


MIOA9087 


6850 


MIOA9158 


MIOA9019 


6791 


MIOA9089 


6851 


MIOA9159 


MIOA9020 


6792 


MIOA9090 


6852 


MIOA9160 


MIOA9021 


6793 


MIOA9091 


6853 


MIOA9161 


MIOA9022 


6794 


MIOA9092 


6854 


MIOA9162 


mioa9023 


6795 


MIOA9093 


6855 


MIOA9163 


MIOA9024 


6796 


MIOA9095 


6856 


MIOA9164 


M1OA9025 


6797 


MiOA9096 


6857 


MIOA9165 


MIOA9026 


6798 


MIOA9097 


6858 


MIOA9166 


MIOA9027 


6799 


MIOA9098 


6859 


MIOA9167 


MIOA9028 


6800 


MIOA9099 


6860 


MIOA9168 


MIOA9029 


6801 


MIOA9100 


6861 


MIOA9169 


MIOA9030 


6802 


MIOA9102 


6862 


MIOA9170 


MIOA9031 


6803 


MIOA9103 


6863 


MIOA9171 


MIOA9032 


6804 


MIOA9104 


6864 


MIOA9172 


MIOA9033 


6805 


MIOA9106 


6865 


MIOA9173 


MIOA9034 


6806 


MIOA9107 


6866 


MIOA9174 


MIOA9035 


6807 


MIOA9108 


6867 


MIOA9175 


MIOA9036 


6808 


MIOA9109 


6868 


MIOA9177 


MIOA9037 


6809 


MIOA9110 


6869 


MIOA9178 


MIOA9039 


6810 


MI0A9111 


6870 


MIOA9179 


MIOA9040 


6811 


MIOA9112 


6871 


MIOA9180 


MIOA9041 


6812 


MIOA9113 


6872 


MIOA9181 


MIOA9042 


6813 


MIOA9114 


6873 


MIOA9184 


MIOA9044 


6814 


IVIIOA9115 


6874 


mioa9185 


MIOA9045 


6815 


MIOA9116 


6875 


mioa9187 


MIOA9046 


6816 


MIOA9117 


6876 


mioa9188 


MIOA9048 


6817 


MIOA9118 


6877 


mioa9189 


MIOA9049 


6818 


MIOA9119 


6878 


mioa9190 


MIOA9050 


6819 


MIOA9120 


6879 


mioa9191 


MIOA9051 


6820 


MIOA9121 


6880 


mioa9193 


MIOA9052 


6821 


MIOA9122 


6881 


mioa9194 


MIOA9053 


6822 


MIOA9124 


6882 


mioa9195 


MIOA9054 


6823 


MIOA9125 


6883 


mioa9196 


MIOA9055 


6824 


MIOA9126 


6884 


mioa9197 


MIOA9056 


6825 


MIOA9127 


6885 


mioa9198 


MIOA9057 


6826 


MIOA9129 


6886 


mioa9199 


mioa9058 


6827 


MIOA9130 


6887 


mioa9200 


MIOA9060 


6828 


IVIIOA9131 


6888 


mioa9202 


MIOA9061 


6829 


MIOA9132 


6889 


mioa9203 


MIOA9062 


6830 


MIOA9133 


6890 


mioa9204 


MIOA9063 


6831 


IV1IOA9134 


6891 


mioa9205 


MIOA9064 


6832 


MIOA9135 


6892 


mioa9206 


MIOA9065 


6833 


MIOA9136 


6893 


mioa9207 


MIOA9066 


6834 


MIOA9137 


6894 


mioa9208 


MIOA9067 


6835 


MiOA9138 


6895 


mioa9209 


MIOA9068 


6836 


MIOA9139 


6896 


mioa9210 


MIOA9070 


6837 


MIOA9140 


6897 


mioa9212 


MIOA9071 


6838 


MIOA9141 


6898 


mioa9213 


mioa9072n 


6839 


MIOA9142 


6899 


mioa9214 


MIOA9074 


6840 


MIOA9143 


6900 


mioa9215 
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6901 


mioa9216 


6961 


mioa9306 


7021 


mioa9372 


7081 


mioa9464 


7141 


mioa9539 




6902 


mioa9223 


6962 


mioa9308 


7022 


mioa9373 


7082 


mioa9465 


7142 


mioa9540 




6903 


mioa9224n 


6963 


mioa9309 


7023 


mioa9374 


7083 


mioa9466 


7143 


mioa9541 




6904 


mioa9225 


6964 


mioa9311 


7024 


mioa9375 


7084 


mloa9467 


7144 


mioa9542 




6905 


mioa9226 


6965 


mioa9312 


7025 


mioa9376 


7085 


mioa9469 


7145 


mioa9543 




6906 


mioa9227 


6966 


mioa9313 


7026 


mioa9380 


7086 


mioa9470 


7146 


mioa9545 




6907 


mioa9228 


6967 


mioa9314 


7027 


mioa9381 


7087 


mioa9472 


7147 


mioa9546 




6908 


mioa9230 


6968 


mioa9315 


7028 


mioa9383 


7088 


mioa9473 


7148 


mioa9547 




6909 


mioa9231 


6969 


mioa9316 


7029 


mioa9386 


7089 


mioa9474 


7149 


mioa9548 




6910 


mioa9232 


6970 


mioa9317 


7030 


mioa9388 


7090 


mioa9476 


7150 


mioa9549 




6911 


mioa9234 


6971 


mioa9318 


7031 


mioa9389 


7091 


mioa9477n 


7151 


mloa9550 




6912 


mioa9235 


6972 


mioa9319 


7032 


mioa9391n 


7092 


mioa9478 


7152 


mjoa9551 




6913 


mioa9236 


6973 


mioa9320 


7033 


mioa9395 


7093 


mioa9479 


7153 


mioa9553 




6914 


mioa9237 


6974 


mioa9321 


7034 


mioa9396 


7094 


mioa9483 


7154 


mioa9554 




6915 


mioa9238 


6975 


mioa9322 


7035 


mioa9398 


7095 


mioa9484 


7155 


mioa9555 




6916 


mioa9240 


6976 


mioa9323 


7036 


mioa9401 


7096 


mioa9486 


7156 


mioa9556 




6917 


mioa9241 


6977 


mioa9324 


7037 


mioa9402 


7097 


mioa9487 


7157 


mioa9557 




6918 


mioa9242 


6978 


mioa9325 


7038 


mioa9403 


7098 


mioa9489 


7158 


mioa9558 




6919 


mioa9243 


6979 


mioa9326 


7039 


mioa9404 


7099 


mioa9490 


7159 


mioa9559 




6920 


mioa9244 


6980 


mioa9327 


7040 


mioa9405 


7100 


mioa9491 


7160 


mioa9562 


Q 


6921 


mioa9246 


6981 


mioa9328 


7041 


mioa9406 


7101 


mioa9492 


7161 


mioa9563 




6922 


mioa9246 


6982 


mioa9329 


7042 


mioa9407 


7102 


mioa9493 


7162 


mioa9564 


1 


6923 


mioa9249 


6983 


mioa9330 


7043 


mioa9408 


7103 


nfiioa9494 


7163 


mioa9565 




6924 


mioa9250 


6984 


mioa9331 


7044 


mioa9412 


7104 


mioa9495 


7164 


mioa9567 




6925 


mioa9251 


6985 


mioa9333 


7045 


mioa9413 


7105 


mloa9497 


7165 


mioa9570 




6926 


mioa9252 


6986 


mioa9334 


7046 


mioa9414 


7106 


mloa9498 


7166 


mioa9571 




6927 


mioa9254 


6987 


mioa9335 


7047 


mioa9415 


7107 


mioa9499n 


7167 


mjoa9572 




6928 


mioa9255 


6988 


mioa9336 


7048 


mioa9416 


7108 


mioa9500 


7168 


mioa9574 




6929 


mioa9256 


6989 


mioa9337 


7049 


mioa9417 


7109 


mioa9501 


7169 


mioa9575 


6930 


mloa9258 


6990 


mioa9338 


7050 


mioa9418 


7110 


mioa9502 


7170 


mioa9576 




6931 


mioa9259 


6991 


mioa9339 


7051 


nnioa9419 


7111 


mioa9503 


7171 


mioa9577 


RJ 


6932 


mioa9260 


6992 


mioa9340 


7052 


mioa9420 


7112 


mioa9505 


7172 


mioa9578 


s^i 


6933 


mioa9261 


6993 


mioa9341 


7053 


mioa9421 


7113 


mioa9506 


7173 


mioa9579 




6934 


mioa9262 


6994 


mioa9342 


7054 


mioa9422 


7114 


mioa9507 


7174 


mioa9580 


lU 


6935 


mioa9263 


6995 


mioa9343 


7055 


mioa9423 


7115 


mioa9508 


7175 


mioa9581 




6936 


mioa9266 


6996 


mioa9346 


7056 


mioa9425 


7116 


mioa9509 


7176 


mioa9582 




6937 


mioa9267 


6997 


mioa9347 


7057 


mioa9426 


7117 


nriioa9510 


7177 


mioa9583 




6938 


mioa9269 


6998 


mioa9349 


7058 


mioa9429 


7118 


mioa9511 


7178 


mioa9584 




6939 


mioa9272 


6999 


mioa9350 


7059 


mioa9430 


7119 


nnioa9512n 


7179 


mioa9586 




6940 


mioa9273 


7000 


mioa9351 


7060 


mioa9431 


7120 


mioa9513 


7180 


mioa9587 




6941 


mioa9274 


7001 


mioa9352 


7061 


mioa9432 


7121 


mioa9515 


7181 


mioa9588 




6942 


mioa9276 


7002 


mioa9353 


7062 


mioa9434 


7122 


mioa9516 


7182 


mioa9590 




6943 


mioa9277 


7003 


mioa9354 


7063 


mioa9436 


7123 


niioa9517n 


7183 


mioa9591 




6944 


mioa9278 


7004 


mioa9355 


7064 


mioa9438 


7124 


mioa9518 


7184 


mioa9592 




6945 


mioa9279 


7005 


mioa9356 


7065 


mioa9439 


7125 


mioa9519 


7185 


mioa9594 




6946 


mioa9280 


7006 


mioa9357 


7066 


mioa9441 


7126 


mioa9521 


7186 


mioa9597 




6947 


mioa9287 


7007 


mioa9358 


7067 


mioa9442 


7127 


mioa9522 


7187 


mioa9599 




6948 


mioa9288 


7008 


mioa9359 


7068 


mioa9443 


7128 


mioa9523 


7188 


mioa9600 




6949 


mioa9289 


7009 


mioa9360 


7069 


mioa9445 


7129 


mioa9524 


7189 


mioa9601 




6950 


mioa9291 


7010 


mioa9361 


7070 


mioa9446 


7130 


mioa9525 


7190 


mioa9604 




6951 


mioa9292 


7011 


mioa9362 


7071 


mioa9447 


7131 


mioa9526 


7191 


mioa9607 




6952 


mioa9294 


7012 


mioa9363 


7072 


mioa9448 


7132 


mioa9527 


7192 


mioa9608 




6953 


mioa9295 


7013 


mioa9364 


7073 


mioa9452 


7133 


mioa9529 


7193 


mioa9610 




6954 


mioa9296 


7014 


mioa9365 


7074 


mioa9453 


7134 


mioa9530 


7194 


mioa9611 




6955 


mioa9297 


7015 


mioa9366 


7075 


mioa9454 


7135 


mioa9531 


7195 


mioa9612 




6956 


mioa9298n 


7016 


mloa9367 


7076 


mioa9456 


7136 


mioa9532 


7196 


inioa9614 




6957 


mioa9299 


7017 


mioa9368 


7077 


mioa9459 


7137 


mioa9533 


7197 


mioa9615 




6958 


mioa9300 


7018 


mioa9369 


7078 


mioa9460 


7138 


mioa9534 


7198 


mioa9616 




6959 


mioa9302 


7019 


mioa9370 


7079 


mioa9462 


7139 


mioa9535 


7199 


mloa9617n 




6960 


mioa9304 


7020 


mioa9371 


7080 


mioa9463 


7140 


mioa9537 


7200 


mioa9618 
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7201 


mioa9619 


7261 


mioa9694 


7321 


mioa9775 


7381 


mioa9847 


7441 


mioa9920 


7202 


mioa9620 


7262 


mioa9695 


7322 


mioa9776 


7382 


mioa9849 


7442 


mioa9921 


7203 


mioa9621 


7263 


mioa9696 


7323 


mioa9777 


7383 


mioa9850 


7443 


mioa9924 


7204 


mioa9622 


7264 


mioa9697 


7324 


mioa9778 


7384 


mioa9852 


7444 


mioa9925 


7205 


mioa9623 


7265 


mioa9699 


7325 


mioa9780 


7385 


mioa9853 


7445 


mioa9926 


7206 


mioa9624 


7266 


mioa9700 


7326 


mioa9781 


7386 


mioa9854 


7446 


mioa9927 


7207 


mioa9625 


7267 


mioa9701 


7327 


mioa9783 


7387 


mioa9855 


7447 


mioa9929 


7208 


mioa9626 


7268 


mioa9704 


7328 


mioa9784 


7388 


mioa9856 


7448 


mioa9930 


7209 


mioa9627 


7269 


mioa9705 


7329 


mioa9785 


7389 


mioa9857 


7449 


mioa9931 


7210 


mioa9628 


7270 


mioa9706 


7330 


mioa9786 


7390 


mioa9858 


7450 


mioa9932 


7211 


mioa9629 


7271 


mioa9707 


7331 


mioa9787 


7391 


mioa9859 


7451 


mioa9933 


7212 


mloa9630 


7272 


mioa9709 


7332 


mioa9788 


7392 


mioa9860 


7452 


mioa9934 


7213 


mioa9632 


7273 


mioa9710 


7333 


mioa9789 


7393 


mioa9861 


7453 


mioa9935 


7214 


mioa9633 


7274 


mioa971 1 


7334 


mloa9790 


7394 


mioa9864 


7454 


mioa9936 


7215 


mioa9634 


7275 


mioa9712 


7335 


mioa9791 


7395 


mioa9865 


7455 


mioa9937 


7216 


mioa9636 


7276 


m(oa9714 


7336 


mioa9792 


7396 


mioa9868 


7456 


mioa9938 


7217 


mioa9640 


7277 


mloa9715 


7337 


mioa9793 


7397 


mioa9869 


7457 


mloa9939 


7218 


mioa9641 


7278 


mioa9716 


7338 


mioa9794 


7398 


mioa9870 


7458 


mioa9940 


7219 


mioa9643 


7279 


mioa9717 


7339 


mioa9795 


7399 


mioa9871 


7459 


mioa9941 


7220 


mioa9645 


7280 


mioa9718 


7340 


mioa9796 


7400 


mioa9872 


7460 


mioa9942 


7221 


mioa9646 


7281 


mioa9719 


7341 


mioa9797 


7401 


mioa9873 


7461 


mioa9943 


7222 


mioa9647 


7282 


mioa9721 


7342 


mioa9798 


7402 


mioa9874 


7462 


mioa9945 


7223 


mioa9648 


7283 


mioa9722 


7343 


mioa9799 


7403 


mioa9875 


7463 


mioa9946 


7224 


mioa9649 


7284 


mioa9725 


7344 


mioa9801 


7404 


mloa9876 


7464 


mioa9948 


7225 


mioa9650 


7285 


mioa9726 


7345 


mjoa9802 


7405 


mioa9877 


7465 


mioa9949 


7226 


mioa9651 


7286 


mioa9728 


7346 


mioa9803 


7406 


mioa9878 


7466 


mioa9950 


7227 


mioa9653 


7287 


mioa9729 


7347 


mioa9804 


7407 


mioa9880 


7467 


mioa9951 


7228 


mioa9654 


7288 


mioa9730 


7348 


mioa9805 


7408 


mioa9882 


7468 


mioa9952 


7229 


mioa9655 


7289 


mioa9731 


7349 


mioa9806 


7409 


mioa9883 


7469 


mioa9953 


7230 


mioa9657 


7290 


mioa9732 


7350 


mioa9807 


7410 


mloa9884 


7470 


mioa9954 


7231 


mioa9658 


7291 


mioa9734 


7351 


mioa9808 


7411 


mioa9885 


7471 


mioa9955 


7232 


mioa9659n 


7292 


mioa9735 


7352 


mioa9809 


7412 


mioa9886 


7472 


nnioa9958 


7233 


mioa9661 


7293 


mioa9737 


7353 


mioa9810 


7413 


mioa9887 


7473 


mioa9960 


7234 


mioa9662 


7294 


mioa9738 


7354 


mioa9811 


7414 


mioa9888 


7474 


mioa9961 


7235 


mioa9663 


7295 


mioa9739 


7355 


mioa9812 


7415 


mioa9889 


7475 


mioa9962 


7236 


mioa9664 


7296 


mioa9740 


7356 


mioa9813 


7416 


mioa9890 


7476 


mioa9963 


7237 


mioa9665 


7297 


mioa9741 


7357 


mioa9814 


7417 


mioa9891 


7477 


mioa9964 


7238 


niioa9666 


7298 


mloa9742 


7358 


mioa9816 


7418 


mioa9892 


7478 


mioa9966 


7239 


mioa9667 


7299 


mioa9743 


7359 


mloa9817 


7419 


mioa9893 


7479 


mloa9967 


7240 


mioa9668 


7300 


mioa9745 


7360 


mioa9818 


7420 


mioa9894 


7480 


mioa9968 


7241 


mioa9669 


7301 


mioa9747 


7361 


mioa9820 


7421 


mioa9895 


7481 


mioa9969 


7242 


mioa9670 


7302 


nnioa9748 


7362 


mioa9821 


7422 


mioa9896 


7482 


mioa9971 


7243 


mioa9672 


7303 


mioa9749 


7363 


mioa9822 


7423 


mioa9897 


7483 


mioa9972 


7244 


mioa9674 


7304 


mioa9750 


7364 


mioa9823 


7424 


mioa9899 


7484 


mioa9974n 


7245 


mioa9675 


7305 


inioa9751 


7365 


mioa9824 


7425 


mioa9900 


7485 


mioa9975n 


7246 


mioa9676 


7306 


mioa9754 


7366 


mioa9825 


7426 


mioa9901 


7486 


mioa9976 


7247 


mioa9677 


7307 


mioa9755 


7367 


mioa9827 


7427 


mioa9902 


7487 


mioa9977 


7248 


mioa9679 


7308 


inioa9756 


7368 


mioa9828 


7428 


mioa9903 


7488 


mioa9978 


7249 


mioa9680 


7309 


mioa9757 


7369 


mioa9829 


7429 


mioa9905 


7489 


mioa9979 


7250 


mioa9681 


7310 


mioa9758 


7370 


mioa9831 


7430 


mioa9906 


7490 


mioa9980 


7251 


mioa9682 


7311 


mioa9760 


7371 


mioa9832 


7431 


mioa9907 


7491 


mioa9981 


7252 


mioa9683 


7312 


mioa9761 


7372 


mioa9836 


7432 


mioa9908 


7492 


mioa9982 


7253 


mloa9684 


7313 


mioa9762 


7373 


mioa9838 


7433 


mioa9909 


7493 


mioa9983 


7254 


mioa9685 


7314 


mioa9765 


7374 


mioa9839 


7434 


mioa9910 


7494 


mioa9984 


7255 


mioa9686 


7315 


mioa9766 


7375 


mioa9840 


7435 


mioa9911 


7495 


mioa9985 


7256 


mioa9687 


7316 


mioa9767 


7376 


mioa9841 


7436 


mioa9913 


7496 


mioa9986n 


7257 


mioa9688 


7317 


mioa9768 


7377 


mioa9842 


7437 


mioa9914 


7497 


mioa9987 


7258 


mioa9690 


7318 


mioa9771 


7378 


mioa9843 


7438 


mioa9916 


7498 


mioa9988 


7259 


mioa9692n 


7319 


mioa9772 


7379 


mioa9844 


7439 


mioa9918 


7499 


mioa9989 


7260 


mioa9693 


7320 


niioa9773 


7380 


mioa9845 


7440 


mloa9919 


7500 


mioa9990 
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7501 


mloa9991n 


7561 


miob0091 


7621 


miob0185 


7681 


miob0269 


7741 


miob0362 


7502 


mioa9992 


7562 


miob0093 


7622 


miob0186 


7682 


miob0270 


7742 


miob0363 


7503 


mioa9993n 


7563 


miobOlOO 


7623 


miob0187 


7683 


miob0271 


7743 


miob0364 


7504 


mioa9994 


7564 


miob0102n 


7624 


miob0188 


7684 


miob0272n 


7744 


miob0365 


7505 


mioa9995 


7565 


miobOlOe 


7625 


miob0189 


7685 


miob0273 


7745 


miob0366 


7506 


mioa9996 


7566 


miob0107 


7626 


miob0191 


7686 


miob0275 


7746 


miob0367 


7507 


mioa9997 


7567 


miob0108 


7627 


miob0193 


7687 


miob0276 


7747 


miob0368 


7508 


mioa9998 


7568 


miob0109 


7628 


miob0194 


7688 


miob0277 


7748 


miob0369 


7509 


miobOOOl 


7569 


miobOIIOn 


7629 


miob0195 


7689 


miob0278 


7749 


miob0370 


7510 


miob0002 


7570 


miobOm 


7630 


miob0196 


7690 


miob0279 


7750 


miob0371 


7511 


miob0004n 


7571 


miob0112 


7631 


miob0197 


7691 


miob0280n 


7751 


miob0372n 


7512 


miobOOOS 


7572 


miob0113 


7632 


miob0198 


7692 


miob0281 


7752 


miob0373 


7513 


miobOOOB 


7573 


miobOlUn 


7633 


miob0199 


7693 


miob0287 


7753 


miob0375 


7514 


miob0009 


7574 


mlob0115 


7634 


miob0201 


7694 


miob0288 


7754 


miob0376 


7515 


miobOOlO 


7575 


mlob0117 


7635 


miob0202 


7695 


miob0293 


7755 


miob0377 


7516 


miobOOUn 


7576 


miob0119 


7636 


miob0204 


7696 


miob0298 


7756 


miob0378 


7517 


miob0016 


7577 


miob0120 


7637 


miob0206 


7697 


miob0299 


7757 


miob0379 


7518 


miob0018 


7578 


miob0126 


7638 


miob0207 


7698 


miob0300 


7758 


nniob0380 


7519 


miob0019n 


7579 


miob0129 


7639 


miob0208 


7699 


miob0301 


7759 


miob0381n 


7520 


miob0022 


7580 


miob0130n 


7640 


miob0209 


7700 


miob0304 


7760 


mjob0382 


7521 


miob0023 


7581 


miob0132 


7641 


mlob0210 


7701 


miob0305 


7761 


miob0384 


7522 


miob0024 


7582 


miob0135 


7642 


miob0212 


7702 


miob0307 


7762 


miob0385 


7523 


miob0025 


7583 


miob0137 


7643 


miob0213 


7703 


miob0308 


7763 


miob0387n 


7524 


miob0031n 


7584 


miob0139 


7644 


miob0214 


7704 


miob0310 


7764 


miob0390 


7525 


miobOOSe 


7585 


miobOUO 


7645 


mlob0215 


7705 


miob0311 


7765 


miob0392 


7526 


miob0038 


7586 


miobOUl 


7646 


miob0218 


7706 


miob0313 


7766 


miob0393 


7527 


miob0039 


7587 


miob0143 


7647 


miob0219 


7707 


miob0316 


7767 


miob0395 


7528 


mlob0042 


7588 


mlob0144 


7648 


miob0220 


7708 


miob0318 


7768 


mjob0399 


7529 


miob0043 


7589 


miob0147 


7649 


miob0222 


7709 


miob0319 


7769 


miob0400 


7530 


miob0044 


7590 


miob0149 


7650 


miob0225 


7710 


miob0320 


7770 


miob0403 


7531 


miob0045 


7591 


miob0150 


7651 


miob0229 


7711 


miob0321 


7771 


miob0404 


7532 


miob0046 


7592 


miob0151 


7652 


miob0230 


7712 


miob0323 


7772 


miob0405 


7533 


miob0047 


7593 


miob0153 


7653 


miob0231 


7713 


miob0324 


7773 


miob0406 


7534 


miob0048 


7594 


mlob0154 


7654 


miob0232 


7714 


mjob0325 


7774 


miob0407 


7535 


miob0050 


7595 


miob0155 


7655 


miob0233 


7715 


miob0326 


7775 


miob0409 


7536 


miob0051n 


7596 


miob0156 


7656 


miob0234 


7716 


miob0327 


7776 


miob0410 


7537 


miob0054 


7597 


miob0157 


7657 


miob0235 


7717 


MIOB0328 


7777 


miob0411 


7538 


miob0055 


7598 


miob0158 


7658 


miob0236 


7718 


IV1IOB0329 


7778 


miob0412 


7539 


miob0056 


7599 


miob0159 


7659 


miob0237n 


7719 


MIOB0330 


7779 


miob0413 


7540 


miob0057 


7600 


miob0163 


7660 


miob0238 


7720 


MIOB0331 


7780 


fniob0415 


7541 


miobOOGO 


7601 


miob0164 


7661 


miob0239 


7721 


MIOB0332 


7781 


miob0416 


7542 


miob0062 


7602 


miob0165 


7662 


miob0240 


7722 


MIOB0336 


7782 


miob0417 


7543 


miob0063 


7603 


miob0166 


7663 


miob0241 


7723 


M1OB0337 


7783 


miob0418 


7544 


miob0065 


7604 


miob0167 


7664 


miob0242 


7724 


miob0338 


7784 


miob0419 


7545 


miobOOGB 


7605 


miob0168 


7665 


miob0243 


7725 


miob0341 


7785 


miob0420 


7546 


miobOOeS 


7606 


miob0169 


7666 


miob0244 


7726 


miob0343 


7786 


miob0421 


7547 


miob0071 


7607 


miob0170 


7667 


miob0245 


7727 


miob0346 


7787 


miob0422 


7548 


miob0072 


7608 


miob0171 


7668 


miob0246 


7728 


miob0347 


7788 


miob0423 


7549 


miob0073 


7609 


miob0172 


7569 


miob0248 


7729 


miob0348 


7789 


miob0425 


7550 


miob0074n 


7610 


miob0173 


7670 


miob0252 


7730 


miob0349 


7790 


miob0426 


7551 


miob0075 


7611 


miob0174 


7671 


miob0253 


7731 


miob0350 


7791 


miob0427 


7552 


miob0076 


7612 


mlob0175 


7672 


miob0255 


7732 


miob0351 


7792 


miob0428 


7553 


miob0078 


7613 


miob0176 


7673 


miob0256 


7733 


miob0353 


7793 


miob0429 


7554 


miobOOSO 


7614 


miob0177 


7674 


miob0258 


7734 


miob0354 


7794 


miob0430 


7555 


miob0082 


7615 


miob0178 


7675 


miob0260 


7735 


miob0356 


7795 


miob0431 


7556 


miob0084 


7616 


miob0179 


7676 


miob0263 


7736 


miob0357 


7796 


miob0432 


7557 


miob0087 


7617 


miob0180 


7677 


miob0264 


7737 


mlob0358 


7797 


miob0433 


7558 


miob0088 


7618 


miob0181 


7678 


mlob0266 


7738 


miob0359 


7798 


miob0434 


7559 


miob0089 


7619 


miob0182 


7679 


miob0267 


7739 


miob0360 


7799 


miob0435 


7560 


miob0090 


7620 


nniob0184 


7680 


mlob0268 


7740 


miob0361 


7800 


miob0436 
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7801 


miob0439 


7861 


MIOB0552 


7921 


7802 


miob0440 


7862 


MIOB0554 


7922 


7803 


miob0441 


7863 


MIOB0556 


7923 


7804 


miob0442 


7864 


MIOB0557 


7924 


7805 


miob0443 


7865 


MIOB0559 


7925 


7806 


miob0444 


7866 


1V1(OB0561 


7926 


7807 


miob0445 


7867 


MIOB0564 


7927 


7808 


miob0446 


7868 


mlob0565n 


7928 


7809 


miob0447 


7869 


miob0566n 


7929 


7810 


miob0448 


7870 


MIOB0567 


7930 


7811 


miob0449 


7871 


mlob0568 


7931 


7812 


miob0450 


7872 


MIOB0569 


7932 


7813 


miob0451 


7873 


MIOB0572 


7933 


7814 


miob0452 


7874 


MIOB0573 


7934 


7815 


miob0453 


7875 


MIOB0574 


7935 


7816 


miob0454 


7876 


miob0578 


7936 


7817 


miob0455 


7877 


miob0579 


7937 


7818 


miob0456 


7878 


miob0581 


7938 


7819 


miob0457 


7879 


miob0582n 


7939 


7820 


miob0465 


7880 


miob0586 


7940 


7821 


MIOB0466 


7881 


miob0588 


7941 


7822 


miob0467n 


7882 


miob0589 


7942 


7823 


MIOB0468 


7883 


miob0590 


7943 


7824 


MIOB0469 


7884 


miob0593 


7944 


7825 


MIOB0472 


7885 


miob0596 


7945 


7826 


MIOB0473 


7886 


miob0597 


7946 


7827 


MIOB0474 


7887 


miob0598 


7947 


7828 


miob0482 


7888 


miobOeOO 


7948 


7829 


miob0483 


7889 


miob0601 


7949 


7830 


miob0487 


7890 


miob0620 


7950 


7831 


miob0490 


7891 


miob0625 


7951 


7832 


miob0491 


7892 


miob0627 


7952 


7833 


miob0492 


7893 


miob0628 


7953 


7834 


miob0493 


7894 


miob0629 


7954 


7835 


miob0496 


7895 


miob0630 


7955 


7836 


miob0497 


7896 


miob0633 


7956 


7837 


miob0498 


7897 


miob0634 


7957 


7838 


miob0500n 


7898 


miob0635 


7958 


7839 


miob0502 


7899 


mlob0636 


7959 


7840 


mlob0507 


7900 


miob0637 


7960 


7841 


miob0508 


7901 


miob0638 


7961 


7842 


miob0510 


7902 


miob0642 


7962 


7843 


miob0515 


7903 


miob0644 


7963 


7844 


miob0519 


7904 


miob0645 


7964 


7845 


miob0520 


7905 


miob0646 


7965 


7846 


miob0522 


7906 


miob0647 


7966 


7847 


miob0523 


7907 


miob0648 


7967 


7848 


miob0524 


7908 


miob0649 


7968 


7849 


mlob0528 


7909 


miob0650 


7969 


7850 


MIOB0535 


7910 


miob0651 


7970 


7851 


MIOB0536 


7911 


miob0652 


7971 


7852 


MIOB0537 


7912 


miob0653 


7972 


7853 


MIOB0538 


7913 


miob0654 


7973 


7854 


MIOB0541 


7914 


miob0656 


7974 


lOOO 


MIOB0O42 


7915 


miob0657 


7975 


7856 


MIOB0544 


7916 


miob0658 


7976 


7857 


MIOB0545 


7917 


miob0660 


7977 


7858 


miob0547n 


7918 


miob0661 


7978 


7859 


MIOB0549 


7919 


miob0662 


7979 


7860 


MIOB0550 


7920 


miob0663 


7980 



miob0665 


7981 


miob0728 


8041 


miob0796 


miob0667 


7982 


miob0729 


8042 


miob0797 


miob0668 


7983 


miob0731 


8043 


miob0798n 


miob0669 


7984 


miob0733 


8044 


miob0799 


miob0670 


7985 


miob0734 


8045 


miobOSOl 


miob0571 


7986 


miob0735n 


8046 


miob0803 


miob0672 


7987 


mlob0736 


8047 


miob0804 


miob0673 


7988 


miob0739 


8048 


miob0805 


miob0674 


7989 


miob0741 


8049 


miob0806 


miob0675 


7990 


miob0742 


8050 


miob0807 


miob0676 


7991 


miob0743 


8051 


miob0808 


miob0677 


7992 


miob0744 


8052 


miob0809 


miob0678 


7993 


miob0745 


8053 


iniob0811 


miob0680 


7994 


miob0746 


8054 


miob0812 


miob0681 


7995 


miob0747 


8055 


miob0814 


mlob0682 


7996 


miob0748 


8056 


mjob0815 


miob0683 


7997 


miob0749 


8057 


miob0816 


miob0684 


7998 


miob0750 


8058 


miob0817 


miob0685 


7999 


miob0751 


8059 


miob0818 


miob0686 


8000 


miob0752 


8060 


miob0819 


miob0687n 


8001 


miob0753 


8061 


miob0820 


mlob0688 


8002 


miob0755 


8062 


miob0821 


miob0689 


8003 


miob0756 


8063 


miob0822 


miob0690 


8004 


miob0757 


8064 


miob0824 


miob0691 


8005 


miob0758 


8065 


miob0825 


miob0692 


8006 


miob0759 


8066 


miob0826 


miob0693 


8007 


mjob0760 


8067 


miob0827 


miob0694 


8008 


mjob0761 


8068 


nniob0828 


miob0695 


8009 


miob0762 


8069 


miob0829 


miob0696 


8010 


miob0763 


8070 


miob0830 


miob0697 


8011 


miob0764 


8071 


miob0831 


miob0698 


8012 


miob0765 


8072 


mlob0832 


miob0699 


8013 


miob0766 


8073 


miob0833 


miob0700 


8014 


miob0767 


8074 


miob0834 


miob0701n 


8015 


miob0768 


8075 


miob0835n 


miob0703 


8016 


miob0769 


8076 


miob0836 


miob0704 


8017 


miob0770 


8077 


miob0837 


niiob0705 


8018 


miob0772 


8078 


miob0838 


miob0706 


8019 


miob0773 


8079 


miob0839 


miob0707 


8020 


miob0774 


8080 


miob0840 


miob0708 


8021 


miob0775 


8081 


miob0841 


miob0709 


8022 


miob0776 


8082 


miob0842 


miob0710 


8023 


miob0777 


8083 


miob0843 


miob0711 


8024 


miob0778 


8084 


miob0845 


miob0712 


8025 


miob0779 


8085 


miob0846 


miob0713 


8026 


miob0780 


8086 


m{ob0848n 


miob0714 


8027 


miob0781 


8087 


miob0850 


miob0715 


8028 


miob0782 


8088 


miob0851 


m(ob0716 


8029 


miob0783 


8089 


miob0852 


miob0717 


8030 


miob0784 


8090 


miob0853 


miob0718 


8031 


nniob0785 


8091 


mlob0854 


miob0719 


8032 


mfob0786 


8092 


iniob0855 


miob0720 


8033 


miob0787 


8093 


miob0856 


miob0721 


8034 


miob0788 


8094 


miob0857 


mlob0722 


8035 


mlob0789 


8095 


miob0858 


miob0723 


8036 


miob0791 


8096 


miob0860 


miob0724 


8037 


miob0792 


8097 


miob0861 


miob0725 


8038 


miob0793 


8098 


miob0862 


mlob0726 


8039 


miob0794 


8099 


miob0863 


miob0727 


8040 


mjob0795 


8100 


mlob0865 
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Q4 70 
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mioblOlb 


OOAO 
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m!Ob1093 


ooco 
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OH H O 

o11o 


miobOool 


OH 70 

8173 


miob0949 


oooo 

8233 


m'.mUH ah 7 

miob1017 


OOAO 

8293 


miob1094 


ooco 

8353 


H A CA 

mjob1159 


OH H A 

o114 


miobOSoo 


OH 7yl 

8174 


mlob0950 


ooo^ 

o2o4 


miob1018 


OOAil 

8294 


mIaUH aac 

miODl095 


OOC A 

8354 


miob1160 


8115 


miob0884 


8175 


mlob0951 


8235 


miob1019 


8295 


miob1096 


8355 
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miob1161 


olio 
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miobOooD 


04 7C 

8176 


miob0952 
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8236 


miob1020 
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8296 


miob1097n 
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8356 
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miob1165 
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04 77 
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miob0953 
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miob1021 
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8297 


miob1098 
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m!ob1168 


OH A O 
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miobOooy 


OH 70 

8178 
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8238 


miobl022 


OOAO 

8298 
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OOCA 
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miob1171 
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8119 


miob0890 
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8179 


miob0955 
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8239 
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miob1023 
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8299 


miobHOO 


OOCA 

8359 
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miobi 172 


OH OA 

8120 


miob0891 


OH OA 

8180 
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miob0956 


OOH A 

8240 


miob1025n 


OOAA 

8300 


miobHOI 


8360 


miob1177 


OH AH 

8121 


miob0892 


OH A H 

8181 


miob0959 


8241 


miob1026 


8301 


miob1102 


8361 


miobi 178 


OH OA 

8122 
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miob0893 


OH OO 

8182 


_u>:^U AAAA 

miob0960 


8242 


miob1027 


8302 


miobllOS 


8362 


miobi 180 


8123 


mlob0897 


8183 


miob0962 


8243 


miob1029 


8303 


miob1104 


8363 


miobi 181 


8124 


miob0898 


8184 


mlob0963 


8244 


miob1030 


8304 


miob1105 


8364 


miobi 182 


8125 


miob0899 


8185 


miob0964 


8245 


miob1031 


8305 


miob1106 


8365 


miobi 183 


8126 


miob0900 


8186 


miob0965 


8246 


m{ob1032 


8306 


mjob1107 


8366 


miobi 184 


8127 


miob0901 


8187 


miob0967 


8247 


miob1033 


8307 


miob1108 


8367 


miobi 185 


Q A OO 

8128 


miob0902 


OH OA 

8188 


U AAAO 

miob0968 


8248 


miob1034 


8308 


miobi 1 1 1 


8368 


miobi 186 


OH OA 


«*:^UAAAO 


OH OA 

8189 


miob09o9 


OO/I A 

8249 


rniob103o 


OOAA 

8309 


miob1ll2 


OO^A 

8369 


mt^UH H 07 

miob11o7 


OH OA 

8130 


miob0904 


OH A A 

8190 


miob0971 


8250 


miob1036 


OOH A 

8310 


i_ H H H O 

miob1113 


8370 


_ L. H A OO 

miobi 188 


OH OH 

o131 


miobOyOS 


0 H AH 

8191 


miob0972 


OOCH 

8251 


^:^UH A07 

miob1037 


OOH H 

8311 
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miob1114 


8371 


miobi 189 


OH OO 

8132 


miob0906 


OH AO 

8192 


— U AA70 

miob0973 


OOCA 

8252 


^:^L. H AOO 

miob1038 


AO H O 

8312 


miob1115 


8372 


miobi 190 


OH OO 

8133 


^n ! n in AAA7 

miob0907 


OH AO 

8193 


miob0974 


ooco 

8253 


miob1040 


OOH O 

8313 


.^I^UH H H A 

miob1116 


8373 


.^!-.L.H A f\A 

miob1191 


8134 


miob0908 


8194 


miob0975 


8254 


nniob1041 


8314 


miobi 117 


8374 


miobi 192 


8135 


miob0909 


8195 


miob0976 


8255 


miob1042 


8315 


miobi 118 


8375 


miobi 194 


8136 


miob0910 


8196 


miob0977 


8256 


mlob1043 


8316 


miobi 119 


8376 


miobi 195 


8137 


nniob0911 


8197 


miob0978 


8257 


miob1044 


8317 


miobi 122 


8377 


miobi 196 


8138 


nfiiob0912 


8198 


miob0979 


8258 


miob1046 


8318 


miobi 123 


8378 


miobi 197 


8139 


miob0913 
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miob0980 


8259 


in!ob1048 
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miobi 124 


8379 


miobi 198 
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miob0914 
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miob0981 
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miob1049 


8320 


miobi 125 
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miobi 199 
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8201 


miob0982 
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miob1050 
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miobi 126 
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8142 
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miob1051 
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miobi 127 


8382 


miobi 202 


8143 


miob0918 


8203 


miob0984 


8263 


miOb1052 


8323 


miobi 128 


8383 


miobi 203 


8144 


miob0919 


8204 


miob0986 


8264 


miob1053 


8324 


miobi 129 


8384 


miob1204 


OH ji r 

8145 


nniob0920 


AAAC 

8205 
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miob0987 


8265 


miob1056 


8325 


miobi 130 


8385 


miobi 205 


8146 


miob0921 


8206 


miob0988 


8266 


miob1059 


8326 


miobi 131 


8386 


miobi 206 


8147 


miob0922 


8207 


m!ob0989n 


8267 


miob1060 


8327 


miobi 132 


8387 


miobi 208 


OH AO 

8148 


miob0923 


OOAO 

8208 


miob0990 


8268 


miob1061 


8328 
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miob1133 
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OOAH 

8391 


«^:^L. H 0/( A 

miobi 21 4 
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8152 


miob0928 
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mlob0995 
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m!Ob1065 
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8332 
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miob1138 


8392 


miobi 21 5 


OH CO 

8153 


miob0929 


8213 


miob0996 


8273 


miob1067 


8333 


miobi 139 


8393 


miob1218 


OH C>1 


miob0930n 


OOH A 

8214 


L.AAA7 

miob0997 


8274 


miob1068 


8334 


miobi 140 


8394 


miobi 219 


8155 


miob0931 


8215 


miob0999 


8275 


miob1070 


8335 


miobi 141 


8395 


miobi 220 


8156 


miob0932 


8216 


mioblOOO 


8276 


miob1071 


8336 


miobi 142 


8396 


miobi 221 


8157 


miob0933 


8217 


miob1001 


8277 


miob1072 


8337 


miobi 143 


8397 


miob1222 


8158 


miob0934 


8218 


iniob1002 


8278 


miob1073 


8338 


miobi 144 


8398 


miobi 223 


8159 


miob0935 


8219 


miob1003 


8279 


miob1074 


8339 


miobi 145 


8399 


miobi 224 


8160 


miob0936 


8220 


miob1004 


8280 


miob1075 


8340 


miobi 146 


8400 


miobi 225 
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8401 


miob1226 


8461 


miob1301 


8521 


8402 


miob1227 


8462 


miob1302 


8522 


8403 


nniob1228 


8463 


miob1303 


8523 


8404 


miob1229 


8464 


miob1304 


8524 


8405 


miob1230 


8465 


miob1305 


8525 


8406 


miob1231 


8466 


miob1306 


8526 


8407 


miob1233 


8467 


miob1307 


8527 


8408 


miob1234 


8468 


miob1308 


8528 


8409 


miob1235 


8469 


niiiob1309 


8529 


8410 


miob1236 


8470 


miob1310 


8530 


8411 


miob1237 


8471 


miob1312 


8531 


8412 


miob1238 


8472 


miob1313 


8532 


8413 


miob1242 


8473 


iniob1314 


8533 


8414 


miob1243 


8474 


miob1315 


8534 


8415 


miob1244 


8475 


miob1316 


8535 


8416 


miob1245 


8476 


miob1317 


8536 


8417 


miob1246 


8477 


miob1318 


8537 


8418 


miob1247 


8478 


miob1319 


8538 


8419 


miob1249 


8479 


miob1320 


8539 


8420 


miob1250 


8480 


miob1321 


8540 


8421 


miob1251 


8481 


miob1322 


8541 
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mlob1252 


8482 


miob1323 


8542 


8423 


miob1253 


8483 


miob1324 


8543 


8424 


miob1254 


8484 


miob1325 


8544 


8425 


miob1255 


8485 


miob1326 


8545 
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miob1327 


8546 


8427 
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8487 


miob1329 


8547 


8428 


miob1260 


8488 


miob1330 


8548 


8429 


miob1263 
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miob1331 


8549 


8430 


miob1265 
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miob1332 
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8493 


miob1335 


8553 


8434 


miob1269 
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8438 
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8439 
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8559 


8440 
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8500 
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8560 


8441 


miob1276 


8501 


miob1344 


8561 


8442 


miob1277 


8502 


miob1345 


8562 


8443 


niiob1278 


8503 


miob1346 


8563 


8444 


miob1279 


8504 


miob1347 


8564 


8445 


miob1281 


8505 


miob1348 


8565 


8446 


miob1282 


8506 


miob1349 


8566 


8447 


miob1283 


8507 


miob1350 


8567 


8448 


miob1285 


8508 


miob1352 


8568 


8449 


miob1286 


8509 


miob1353 


8569 


8450 


miob1287 


8510 


miob1354 


8570 


8451 


miob1289 


8511 


miob1355 


8571 


8452 


miob1290 


8512 


miob1356 
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8583 


MIOB1501 
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MIOB1572 


miob1368 


8584 


MIOB1502 


8644 


MIOB1573 


miob1369 


8585 


MIOB1504 


8645 


MIOB1575 


miob1370 


8586 


MIOB1505 
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MIOB1577 
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MIOB1506 
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MIOB1579 


miob1372 


8588 


MIOB1507 


8648 


MIOB1580 
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8589 


MIOB1508 


8649 


MIOB1582 


miob1374 


8590 


MIOB1509 


8650 


MIOB1583 


miob1375 


8591 


MIOB1510 


8651 


MIOB1584 


miob1376 
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8652 


miob1687 
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MIOB1512 
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miob1689 


miob1378 


8594 


MIOB1513 


8654 


miob1690 


miob1379 


8595 


MIOB1514 
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miob1691 


miob1380 


8596 


MIOB1515 
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miob1381 


8597 


MIOB1518 
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miob1382 
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8658 
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miob1698 


miob1385 


8601 


MIOB1523 


8661 


miob1699 


miob1386 


8602 


MIOB1524 


8662 


miob1701 


miob1387 


8603 


MIOB1525 


8663 


miob1704 


miob1388 


8604 


MIOB1526 


8664 


miob1706 


miob1389 


8605 


MIOB1527 


8665 


miob1707 


miob1390n 


8606 


MIOB1528 


8666 


miob1708 


miob1391 


8607 


miob1529 


8667 


miob1709 


miob1392 


8608 


MIOB1530 


8668 


miob1710 


miob1393 


8609 


MIOB1531 


8669 


miob1711 


miob1440 


8610 


MIOB1533 


8670 


miob1712 


miob1441 


8611 


MIOB1535 


8671 


miob1713 


miob1442 


8612 


MIOB1536 


8672 


miob1714 


miob1443 


8613 


miob1537n 


8673 


miob1716 


miob1445 


8614 


MIOB1538 


8674 


miob1718 


miob1446 


8615 


MIOB1539 


8675 


miob1719 


miob1447n 


8616 


MIOB1540 


8676 


miob1720 


miob1448 


8617 


MIOB1541 


8677 


miob1721 


miob1449 


8618 


MIOB1542 


8678 


miob1722 


miob1450 


8619 


MIOB1543 


8679 


miob1723 


miob1451 


8620 


MIOB1545 


8680 


miob1724 


miob1452 


8621 


MIOB1546 


8681 


miob1725 


miob1453 


8622 


MIOB1547 


8682 


miob1726 


miob1454 


8623 


MIOB1550 


8683 


miob1727 


miob1455 


8624 


MIOB1552 


8684 


miob1728 


miob1456 


8625 


MIOB1553 


8685 


miob1729 


miob1457 


8626 


MIOB1554 


8686 


miob1734 


miob1458 


8627 


MIOB1555 


8687 


miob1735 


miob1460 


8628 


MIOB1556 


8688 


miob1737 


miob1461 


8629 


MIOB1557 


8689 


miob1738 


miob1479 


8630 


MIOB1558 


8690 


miob1739 


miob1480 


8631 


MIOB1559 


8691 


miob1740 


miob1481 


8632 


MIOB1560 


8692 


miob1741 


MIOB1490 


8633 


MIOB1561 


8693 


miob1742 


MIOB1491 


8634 


MIOB1562 


8694 


miob1743 


MIOB1492 


8635 


IV1IOB1563 


8695 


miob1744 


MIOB1493 


8636 


MIOB1565 


8696 


miob1745 


MIOB1494 


8637 


MIOB1566 


8697 


miob1746 


MIOB1495 


8638 


MIOB1567 


8698 


miob1747 


MIOB1496 


8639 


MIOB1568 


8699 


miob1748 


MIOB1497 


8640 


MIOB1569 


8700 


miob1749 
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8701 


miob1750 


8761 


miob1823 


8821 


8702 


miob1751 


8762 


iniob1824 


8822 


8703 


miob1752 


8763 


miob1825 


8823 


8704 


miob1754 


8764 


miob1826 


8824 


8705 


miob1755 


8765 


miob1827 


8825 


8706 


miob1756 


8766 


miob1828 


8826 


8707 


miob1757 


8767 


miob1829 


8827 


8708 


miob1758 


8768 


miob1830 


8828 


8709 


miob1759 


8769 


miob1831 


8829 


8710 


miob1760 


8770 


miob1832 


8830 


8711 


miob1761 


8771 


miob1833 


8831 


8712 


miob1762 


8772 


miob1834 


8832 


8713 


mlob1763 


8773 


miob1835 


8833 


8714 


miob1764 


8774 


miob1836 


8834 


8715 


miob1765 


8775 


miob1837 


8835 


8716 


miob1767 


8776 


miob1838 


8836 


8717 


miob1768 


8777 


miob1839 


8837 


8718 


miob1769 


8778 


miob1840 


8838 


8719 


miob1770 


8779 


miob1841 


8839 


8720 


miob1771 


8780 


miob1842n 


8840 


8721 


miob1772 


8781 


miob1843 


8841 


8722 


miob1774 


8782 


miob1844 


8842 


8723 


miob1775 


8783 


miob1845 


8843 


8724 


miob1776 


8784 


miob1846 


8844 


8725 


miob1777 


8785 


miob1847 


8845 


8726 


miob1778 


8786 


miob1848 


8846 


8727 


miob1781 


8787 


miob1849 


8847 


8728 


miob1783 


8788 


miob1850n 


8848 


8729 


miob1785 


8789 


miob1851 


8849 


8730 


miob1786 


8790 


miob1852n 


8850 


8731 


mlob1787 


8791 


miob1853 


8851 


8732 


miob1789 


8792 


miob1854 


8852 


8733 


miob1791 


8793 


miob1855 


8853 


8734 


miob1792 


8794 


miob1856 


8854 


8735 


miob1793 


8795 


miob1857 


8855 


8736 


miob1794 


8796 


miob1858 


8856 


8737 


miob1795 


8797 


miob1859 


8857 


8738 


miob1796 


8798 


miob1860 


8858 


8739 


miob1797 


8799 


miob1861 


8859 


8740 


miob1798 


8800 


miob1862 


8860 


8741 


mlob1800 


8801 


miob1863 


8861 


8742 


miob1801 


8802 


miob1864 


8862 


8743 


miob1802 


8803 


miob1865 


8863 


8744 


miob1803 


8804 


miob1866 


8864 


8745 


miob1804 


8805 


miob1867 


8865 


8746 


miob1806 


8806 


miob1868 


8866 


8747 


miob1807 


8807 


miob1869 


8867 


8748 


miob1808 


8808 


miob1871 


8868 


8749 


miob1809 


8809 


miob1872 


8869 


8750 


miob1810 


8810 


miob1873 


8870 


8751 


miob1811 


8811 


miob1874 


8871 


8752 


miob1812 


8812 


miob1875 


8872 


8753 


miob1813 


8813 


miob1876 


8873 


8754 


miob1814 


8814 


miob1877 


8874 


OfOO 


mioDlolo 


8815 


miob1879 


8875 


8756 


miob1816 


8816 


miob1880 


8876 


8757 


miob1818 


8817 


miob1881 


8877 


8758 


miob1820 


8818 


miob1882 


8878 


8759 


miob1821 


8819 


miob1883 


8879 


8760 


miob1822 


8820 


miob1884 


8880 



miob1885 


8881 


miob1950 


8941 


MIOB2117 


miob1886 


8882 


miob1951 


8942 


MIOB2118 


miob1887 


8883 


miob1952 


8943 


miob2119n 


miob1888 


8884 


miob1953 


8944 


M1OB2120 


miob1889 


8885 


miob1954 


8945 


MiOB2121 


miob1890 


8886 


miob1955 


8946 


MIOB2122 


miob1891 


8887 


miob1956 


8947 


MIOB2123 


miob1892 


8888 


miob1957 


8948 


MIOB2124 


miob1893 


8889 


miob1958 


8949 


MIOB2125 


miob1894 


8890 


miob1959 


8950 


MIOB2126 


miob1895 


8891 


miob1960 


8951 


miob2127 


miob1896 


8892 


miob1961 


8952 


MIOB2128 


miob1897 


8893 


miob1962 


8953 


MIOB2129 


miob1898 


8894 


miob1963 


8954 


MIOB2130 


miob1899 


8895 


miob1964 


8955 


MIOB2131 


miob1900 


8896 


miob1965 


8956 


MIOB2133 


miob1901 


8897 


miob1966 


8957 


MIOB2134 


miob1902 


8898 


miob1967 


8958 


MIOB2135 


miob1903 


8899 


miob1968 


8959 


MIOB2136 


miob1904 


8900 


miob1969 


8960 


MIOB2137 


miob1905 


8901 


MIOB2067 


8961 


MIOB2138 


miob1906 


8902 


MIOB2068 


8962 


MIOB2139 


miob1907 


8903 


miob2070n 


8963 


MIOB2140 


miob1908 


8904 


miob2072 


8964 


MIOB2141 


miob1909 


8905 


MIOB2073 


8965 


MIOB2142 


miob1911 


8906 


MIOB2074 


8966 


MIOB2144 


miob1912 


8907 


MIOB2077 


8967 


MIOB2145 


miob1913 


8908 


MIOB2079 


8968 


MIOB2146 


miob1914 


8909 


MIOB2080 


8969 


MIOB2147 


miob1915 


8910 


MIOB2082 


8970 


MIOB2149 


miob1916 


8911 


MIOB2084 


8971 


MIOB2150 


miob1917 


8912 


MIOB2085 


8972 


MIOB2151 


miob1918 


8913 


MIOB2087 


8973 


MIOB2152 


miob1919 


8914 


MIOB2088 


8974 


MIOB2153 


miob1920 


8915 


MIOB2089 


8975 


MIOB2154 


miob1921 


8916 


MIOB2090 


8976 


MIOB2157 


miob1924 


8917 


IVIIOB2091 


8977 


MIOB2158 


miob1925 


8918 


MIOB2092 


8978 


MIOB2159 


miob1926n 


8919 


MIOB2093 


8979 


MIOB2163 


niiob1927 


8920 


MIOB2094 


8980 


M10B2164 


miob1928 


8921 


M1OB2095 


8981 


MIOB2166 


miob1929 


8922 


M1OB2096 


8982 


M10B2167 


miob1930 


8923 


MIOB2097 


8983 


MiOB2168 


miob1932 


8924 


MIOB2098 


8984 


MIOB2169 


niiob1933 


8925 


MIOB2099 


8985 


MIOB2172 


miob1934 


8926 


MIOB2100 


8986 


MIOB2173 


miob1935 


8927 


MIOB2102 


8987 


MIOB2174 


miob1936 


8928 


MIOB2103 


8988 


MIOB2175 


iTiiob1937 


8929 


MIOB2104 


8989 


MIOB2177 


miob1938 


8930 


MIOB2105 


8990 


MIOB2178 


miob1939 


8931 


MIOB2107 


8991 


miob2180n 


miob1940 


8932 


MIOB2108 


8992 


MIOB2181 


miob1941 


8933 


MIOB2109 


8993 


MIOB2183 


miob1942 


8934 


MIOB2110 


8994 


MIOB2184 


miob1943 


8935 


MI0B2111 


8995 


MIOB2185 


miob1944 


8936 


MIOB2112 


8996 


miob2186 


miob1945 


8937 


MIOB2113 


8997 


MIOB2187 


miob1946 


8938 


MIOB2114 


8998 


MIOB2188 


miob1947 


8939 


MIOB2115 


8999 


MIOB2189 


miob1949 


8940 


MIOB2116 


9000 


miob2191 
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9001 


MIOB2192 


9061 


M10B2285 


9121 


9002 


MIOB2193 


9062 


MIOB2287 


9122 


9003 


IV1IOB2194 


9063 


miob2289n 


9123 


9004 


miob2197 


9064 


MIOB2291 


9124 


9005 


miob2199 


9065 


MIOB2293 


9125 


9006 


IVIIOB2201 


9066 


MIOB2297 


9126 


9007 


MIOB2202 


9067 


MIOB2299 


9127 


9008 


miob2203 


9068 


MIOB2300 


9128 


9009 


MIOB2206 


9069 


MIOB2301 


9129 


9010 


MIOB2207 


9070 


MIOB2303 


9130 


9011 


MIOB2209 


9071 


MIOB2304 


9131 


9012 


MIOB2210 


9072 


MIOB2305 


9132 


9013 


MIOB2211 


9073 


MIOB2306 


9133 


9014 


MIOB2212 


9074 


MIOB2307 


9134 


9015 


MIOB2213 


9075 


miob2308n 


9135 


9016 


MIOB2214 


9076 


MIOB2309 


9136 


9017 


IVIIOB2215 


9077 


M1OB2310 


9137 


9018 


MIOB2216 


9078 


MIOB2311 


9138 


9019 


miob2217 


9079 


MIOB2312 


9139 


9020 


MIOB2219 


9080 


MIOB2313 


9140 


9021 


miob2220 


9081 


MIOB2314 


9141 


9022 


MIOB2225 


9082 


MIOB2317 


9142 


9023 


MIOB2226 


9083 


MIOB2319 


9143 


9024 


MIOB2227 


9084 


M10B2324 


9144 


9025 


MIOB2228 


9085 


MIOB2330 


9145 


9026 


MIOB2229 


9086 


MIOB2338 


9146 


9027 


MIOB2231 


9087 


MIOB2341 


9147 


9028 


MIOB2232 


9088 


MIOB2342 


9148 


9029 


MIOB2233 


9089 


MIOB2344 


9149 


9030 


MIOB2234 


9090 


MIOB2345 


9150 


9031 


IVIIOB2235 


9091 


miob2353n 


9151 


9032 


MIOB2239 


9092 


miob2355 


9152 


9033 


MIOB2240 


9093 


miob2356 


9153 


9034 


miob2241 


9094 


miob2357n 


9154 


9035 


IVIIOB2242 


9095 


miob2358 


9155 


9036 


miob2243 


9096 


miob2359 


9156 


9037 


MIOB2244 


9097 


miob2360 


9157 


9038 


MIOB2247 


9098 


miob2361 


9158 


9039 


MIOB2248 


9099 


miob2362 


9159 


9040 


MIOB2249 


9100 


miob2363 


9160 


9041 


MIOB2250 


9101 


miob2364 


9161 


9042 


MIOB2252 


9102 


miob2365 


9162 


9043 


MIOB2253 


9103 


miob2366 


9163 


9044 


MIOB2256 


9104 


miob2367n 


9164 


9045 


MIOB2257 


9105 


miob2368 


9165 


9046 


MIOB2259 


9106 


miob2369n 


9166 


9047 


MIOB2261 


9107 


miob2371 


9167 


9048 


miob2262n 


9108 


miob2372 


9168 


9049 


MIOB2263 


9109 


miob2373 


9169 


9050 


MIOB2265 


9110 


miob2374 


9170 


9051 


MIOB2267 


9111 


miob2375 


9171 


9052 


MIOB2269 


9112 


miob2376 


9172 


9053 


IVIIOB2271 


9113 


iniob2377 


9173 


9054 


M10B2273 


9114 


miob2378 


9174 


yooo 


MIOd2274 


9115 


miob2380 


9175 


9056 


miob2276n 


9116 


miob2381 


9176 


9057 


MIOB2277 


9117 


miob2382 


9177 


9058 


MIOB2279 


9118 


miob2383 


9178 


9059 


M10B2282 


9119 


miob2384 


9179 


9060 


miob2284 


9120 


miob2385 


9180 



miob2386 


9181 


miob2457 


9241 


miob2527 


miob2387 


9182 


miob2458 


9242 


miob2528 


miob2388 


9183 


miob2459n 


9243 


miob2530 


miob2391 


9184 


miob2461 


9244 


iTiiob2531 


miob2392 


9185 


miob2462 


9245 


miob2532 


miob2393 


9186 


miob2463 


9246 


miob2533 


miob2394 


9187 


miob2464 


9247 


niiob2534 


miob2395 


9188 


miob2465 


9248 


niiob2535 


miob2396 


9189 


miob2466 


9249 


miob2536 


miob2397 


9190 


miob2467 


9250 


miob2537 


miob2398 


9191 


miob2469 


9251 


miob2538 


miob2399 


9192 


miob2470 


9252 


miob2539 


rtiiob2400 


9193 


miob2471 


9253 


miob2540 


miob2401 


9194 


miob2472 


9254 


miob2541 


miob2402 


9195 


miob2473 


9255 


miob2542 


miob2403 


9196 


miob2474 


9256 


miob2543 


miob2404 


9197 


miob2475 


9257 


miob2544 


miob2405 


9198 


miob2477 


9258 


miob2545 


miob2406 


9199 


miob2478 


9259 


IVIIOB2547 


niiob2407 


9200 


miob2479 


9260 


MIOB2548 


miob2408 


9201 


miob2480 


9261 


MIOB2549 


miob2409 


9202 


miob2481 


9262 


MIOB2551 


tniob2411 


9203 


miob2482 


9263 


MIOB2553 


miob2412 


9204 


miob2484 


9264 


MIOB2554 


miob2414 


9205 


miob2485 


9265 


MIOB2556 


miob2415 


9206 


miob2486 


9266 


MIOB2557 


miob2416 


9207 


miob2487 


9267 


MIOB2559 


miob2418 


9208 


miob2489 


9268 


MiOB2561 


miob2419 


9209 


miob2490 


9269 


IVIIOB2563 


miob2420 


9210 


miob2491 


9270 


MIOB2564 


miob2421 


9211 


miob2492 


9271 


MIOB2565 


miob2422 


9212 


miob2493 


9272 


MIOB2566 


miob2423 


9213 


miob2494 


9273 


MIOB2567 


miob2424 


9214 


miob2495 


9274 


MIOB2568 


miob2425 


9215 


miob2496 


9275 


MIOB2569 


miob2426 


9216 


miob2497 


9276 


MIOB2570 


miob2428 


9217 


miob2498 


9277 


MIOB2571 


miob2429 


9218 


miob2499 


9278 


MIOB2573 


iniob2430 


9219 


miob2500 


9279 


MIOB2574 


miob2431 


9220 


miob2502 


9280 


MIOB2575 


miob2432 


9221 


miob2503 


9281 


miob2576n 


miob2433 


9222 


miob2504 


9282 


MIOB2577 


miob2434 


9223 


miob2505 


9283 


MIOB2578 


miob2436 


9224 


miob2506 


9284 


MIOB2579 


miob2437 


9225 


tniob2507 


9285 


MIOB2581 


miob2438 


9226 


miob2508 


9286 


miob2582n 


miob2440 


9227 


miob2509 


9287 


MIOB2583 


miob2442 


9228 


miob2510 


9288 


MIOB2584 


miob2443 


9229 


miob2511 


9289 


MIOB2585 


miob2444 


9230 


miob2512 


9290 


MIOB2586 


miob2445 


9231 


miob2514 


9291 


MIOB2587 


miob2446 


9232 


miob2515 


9292 


MIOB2588 


miob2447 


9233 


miob2516 


9293 


MIOB2589 


miob2448 


9234 


miob2518 


9294 


MIOB2591 


miob2449 


9235 


miob2519 


9295 


MIOB2592 


miob2452 


9236 


miob2520 


9296 


MIOB2593 


miob2453 


9237 


miob2521 


9297 


MIOB2594 


miob2454 


9238 


miob2522 


9298 


MIOB2595 


miob2455 


9239 


miob2523 


9299 


MIOB2596 


miob2456 


9240 


miob2526 


9300 


MIOB2597 
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9301 


MIOB2599 


9361 


MIOB2679 


9421 


MIOB2771 


9481 


MIOB2861 


9541 


miob2932 


9302 


MIOB2600 


9362 


MIOB2682 


9422 


miob2776n 


9482 


MIOB2862 


9542 


miob2933 


9303 


MIOB2601 


9363 


MIOB2683 


9423 


MIOB2780 


9483 


MIOB2864 


9543 


miob2934 


9304 


MIOB2602 


9364 


MIOB2684 


9424 


MIOB2781 


9484 


MIOB2865 


9544 


miob2935 


9305 


MIOB2603 


9365 


MIOB2685 


9425 


MIOB2787 


9485 


MIOB2866 


9545 


miob2936 


9306 


MfOB2605 


9366 


MIOB2686 


9426 


MIOB2788 


9486 


MIOB2867 


9546 


miob2937 


9307 


MIOB2606 


9367 


MIOB2687 


9427 


MIOB2789 


9487 


MIOB2868 


9547 


miob2938 


9308 


miob2607 


9368 


MIOB2688 


9428 


IVIIOB2795 


9488 


MIOB2869 


9548 


miob2939 


9309 


MIOB2609 


9369 


M10B2691 


9429 


MIOB2796 


9489 


MIOB2870 


9549 


miob2941 


9310 


MIOB2610 


9370 


MIOB2692 


9430 


MIOB2798 


9490 


MIOB2872 


9550 


miob2942 


9311 


MIOB2611 


9371 


MIOB2693 


9431 


miob2800 


9491 


MIOB2874 


9551 


miob2943 


9312 


MIOB2612 


9372 


MIOB2695 


9432 


MIOB2802 


9492 


MIOB2875 


9552 


miob2944 


9313 


MIOB2613 


9373 


M10B2698 


9433 


MIOB2803 


9493 


miob2876 


9553 


miob2945 


9314 


MIOB2615 


9374 


MIOB2699 


9434 


MIOB2804 


9494 


miob2877 


9554 


miob2946 


9315 


MIOB2616 


9375 


MIOB2700 


9435 


MIOB2805 


9495 


miob2878 


9555 


miob2947 


9316 


MIOB2617 


9376 


MIOB2701 


9436 


MIOB2806 


9496 


miob2879 


9556 


miob2948 


9317 


MIOB2619 


9377 


MIOB2703 


9437 


MIOB2807 


9497 


miob2881 


9557 


miob2949 


9318 


MIOB2620 


9378 


MIOB2705 


9438 


MIOB2808 


9498 


miob2882 


9558 


miob2950 


9319 


MIOB2621 


9379 


MIOB2707 


9439 


miob2810n 


9499 


miob2883 


9559 


miob2951 


9320 


MIOB2622 


9380 


MIOB2708 


9440 


IV1IOB2811 


9500 


miob2884 


9560 


miob2952 


9321 


MIOB2623 


9381 


MIOB2709 


9441 


MIOB2812 


9501 


miob2885 


9561 


miob2953 


9322 


miob2624 


9382 


MIOB2711 


9442 


MIOB2814 


9502 


miob2886 


9562 


miob2954 


9323 


IVIIOB2626 


9383 


MIOB2712 


9443 


M10B2817 


9503 


miob2887 


9563 


riiob2955 


9324 


M10B2627 


9384 


MIOB2714 


9444 


MIOB2818 


9504 


miob2888 


9564 


miob2955 


9325 


miob2629 


9385 


MIOB2715 


9445 


MIOB2819 


9505 


miob2889 


9565 


miob2957 


9326 


MIOB2630 


9386 


MIOB2716 


9446 


MIOB2821 


9506 


miob2896 


9566 


miob2958 


9327 


MIOB2631 


9387 


MIOB2717 


9447 


MIOB2822 


9507 


miob2897 


9567 


miob2959 


9328 


MIOB2634 


9388 


MIOB2718 


9448 


MIOB2823 


9508 


miob2898 


9568 


miob2960 


9329 


MIOB2635 


9389 


MIOB2720 


9449 


MIOB2824 


9509 


miob2899 


9569 


iniob2961 


9330 


MIOB2636 


9390 


MIOB2721 


9450 


MIOB2825 


9510 


miob2900 


9570 


miob2962 


9331 


miob2639n 


9391 


MIOB2723 


9451 


MIOB2826 


9511 


miob2901 


9571 


miob2963 


9332 


MIOB2641 


9392 


MIOB2724 


9452 


MIOB2827 


9512 


miob2902 


9572 


miob2964 


9333 


MIOB2642 


9393 


MIOB2725 


9453 


MIOB2828 


9513 


miob2903 


9573 


miob2965 


9334 


M10B2643 


9394 


MIOB2727 


9454 


MIOB2829 


9514 


miob2904 


9574 


miob2966 


9335 


M10B2644 


9395 


MIOB2728 


9455 


MIOB2831 


9515 


miob2905 


9575 


miob2967 


9336 


MIOB2645 


9396 


MIOB2731 


9456 


MIOB2833 


9516 


miob2906 


9576 


miob2968 


9337 


MIOB2646 


9397 


MIOB2733 


9457 


MIOB2834 


9517 


miob2907 


9577 


miob2969 


9338 


mlob2647 


9398 


MIOB2735 


9458 


MIOB2835 


9518 


miob2908 


9578 


miob2970 


9339 


MIOB2648 


9399 


MIOB2736 


9459 


MIOB2836 


9519 


miob2909 


9579 


niiob2971 


9340 


MIOB2650 


9400 


MIOB2737 


9460 


MIOB2837 


9520 


miob2910 


9580 


miob2972 


9341 


MIOB2651 


9401 


MIOB2739 


9461 


miob2839n 


9521 


miob2911 


9581 


iniob2973 


9342 


MIOB2652 


9402 


MIOB2740 


9462 


MIOB2840 


9522 


miob2912 


9582 


miob2974 


9343 


miob2655n 


9403 


MIOB2743 


9463 


MIOB2841 


9523 


miob2913 


9583 


miob2975 


9344 


MIOB2656 


9404 


miob2744n 


9464 


MIOB2842 


9524 


miob2914 


9584 


miob2976 


9345 


MIOB2658 


9405 


MIOB2745 


9465 


MIOB2843 


9525 


miob2915 


9585 


miob2977 


9346 


MIOB2660 


9406 


MIOB2746 


9466 


MI082845 


9526 


miob2916 


9586 


miob2978 


9347 


MIOB2664 


9407 


MIOB2750 


9467 


MIOB2846 


9527 


miob2917 


9587 


miob2979 


9348 


M10B2665 


9408 


MIOB2751 


9468 


IVIIOB2847 


9528 


miob2918 


9588 


miob2980 


9349 


MIOB2666 


9409 


MIOB2752 


9469 


MIOB2849 


9529 


miob2919 


9589 


miob2981 


9350 


MiOB2667 


9410 


MIOB2753 


9470 


MIOB2850 


9530 


miob2920 


9590 


miob2982 


9351 


MIOB2668 


9411 


MIOB2754 


9471 


MIOB2851 


9531 


miob2921 


9591 


miob2984 


9352 


MIOB2669 


9412 


miob2755n 


9472 


MIOB2852 


9532 


miob2922 


9592 


miob2985 


9353 


MIOB2670 


9413 


MIOB2756 


9473 


MIOB2853 


9533 


miob2923 


9593 


iniob2986 


9354 


MIOB2671 


9414 


MIOB2757 


9474 


MIOB2854 


9534 


miob2925 


9594 


miob2987 




miuD/u/zn 




MIOdz/OS 


9475 


MIOB2855 


9535 


miob2926 


9595 


miob2988 


9356 


MIOB2673 


9416 


IV1IOB2761 


9476 


MIOB2856 


9536 


miob2927 


9596 


miob2989 


9357 


MIOB2674 


9417 


MIOB2762 


9477 


MiOB2857 


9537 


miob2928 


9597 


miob2990 


9358 


IVIiOB2675 


9418 


MIOB2763 


9478 


MIOB2858 


9538 


miob2929 


9598 


miob2991 


9359 


MIOB2676 


9419 


MIOB2768 


9479 


MIOB2859 


9539 


miob2930 


9599 


miob2992 


9360 


miob2677n 


9420 


MIOB2770 


9480 


MIOB2860 


9540 


miob2931 


9600 


miob2993 



Figure 6D - List of EST Sequence Names From Mild OA Cartilage cDNA Library - Page 33 of 43 





9601 


miob2994 


9661 


miob3059 


9721 


miob3132 


9781 


miob3194 


9841 


miob3257 




9602 


miob2995 


9662 


miob3060 


9722 


miob3133 


9782 


mlob3195 


9842 


miob3258 




9603 


miob2996 


9663 


miob3062 


9723 


miob3134 


9783 


miob3196 


9843 


miob3259 




9604 


miob2997 


9664 


miob3063 


9724 


miob3135 


9784 


miob3197 


9844 


mjob3261 




9605 


miob2998 


9665 


miob3064 


9725 


miob3137 


9785 


miob3198 


9845 


miob3262 




9606 


miob2999 


9666 


miob3065 


9726 


miob3138 


9786 


miob3199 


9846 


miob3263 




9607 


miob3001 


9667 


miob3066 


9727 


miob3139 


9787 


miob3200 


9847 


miob3264 




9608 


miob3002 


9668 


miob3068 


9728 


miob3140 


9788 


miob3201 


9848 


miob3265 




9609 


miob3003 


9669 


miob3069 


9729 


miob3141 


9789 


mlob3202 


9849 


miob3266 




9610 


miob3004 


9670 


miob3070 


9730 


miob3142 


9790 


miob3203 


9850 


miob3267 




9611 


miob3005 


9671 


miob3071 


9731 


miob3143 


9791 


miob3204 


9851 


miob3268 




9612 


miob3007 


9672 


miob3072 


9732 


miob3144 


9792 


miob3205 


9852 


miob3269 




9613 


miob3008 


9673 


miob3073 


9733 


miob3145 


9793 


miob3206 


9853 


miob3270 




9614 


nnlob3009 


9674 


miob3074 


9734 


miob3146 


9794 


miob3207 


9854 


miob3271 




9615 


miob3010 


9675 


miob3075 


9735 


miob3147 


9795 


miob3208 


9855 


miob3272 




9616 


miob3011 


9676 


miob3076 


9736 


miob3148 


9796 


miob3209 


9856 


miob3273 




9617 


miob3012 


9677 


miob3077 


9737 


miob3149 


9797 


miob3210 


9857 


miob3275 




9618 


miob3013 


9678 


miob3078 


9738 


miob3150 


9798 


miob3211 


9858 


miob3276 




9619 


miob3014 


9679 


miob3079 


9739 


miob3151 


9799 


miob3212 


9859 


miob3278 




9620 


miob3015 


9680 


miob3080 


9740 


miob3152 


9800 


miob3213 


9860 


miob3279 




9621 


miob3016 


9681 


miob3081 


9741 


miob3153 


9801 


miob3214 


9861 


miob3280 




9622 


miob3017 


9682 


miob3082 


9742 


miob3155 


9802 


miob3215 


9862 


miob3281 




9623 


miob3018 


9683 


miob3083 


9743 


miob3156 


9803 


miob3216 


9863 


miob3283 




9624 


miob3019 


9684 


miob3084 


9744 


miob3157 


9804 


miob3217 


9864 


miob3284 




9625 


m(ob3020 


9685 


miob3085 


9745 


miob3158 


9805 


miob3218 


9865 


miob3285 


iH 


9626 


miob3021 


9686 


miob3086 


9746 


miob3159 


9806 


mlob3219 


9866 


miob3286 


hi 


9627 


miob3022 


9687 


miob3088 


9747 


miob3160 


9807 


mlob3220 


9867 


miob3287 


9628 


miob3024 


9688 


miob3089 


9748 


miob3161 


9808 


miob3221 


9868 


miob3288 




9629 


miob3025 


9689 


miob3090 


9749 


miob3162 


9809 


miob3222 


9869 


miob3289 




9630 


miob3026 


9690 


miob3091 


9750 


miob3163 


9810 


miob3223 


9870 


miob3290 


I'y 


9631 


miob3027 


9691 


miob3092 


9751 


miob3164 


9811 


mlob3224 


9871 


miob3291 


lU 


9632 


miob3028 


9692 


miob3093 


9752 


mlob3165 


9812 


miob3225 


9872 


miob3295 


IB 


9633 


miob3029 


9693 


miob3094 


9753 


miob3166 


9813 


miob3228 


9873 


mlob3296 




9634 


miob3030 


9694 


miob3095 


9754 


miob3167 


9814 


miob3229 


9874 


miob3297 


ill 


9635 


miob3032 


9695 


miob3096 


9755 


miob3168 


9815 


miob3230 


9875 


miob3298 




9636 


miob3033 


9696 


miob3097 


9756 


miob3169 


9816 


miob3231 


9876 


miob3299 




9637 


miob3034 


9697 


miob3098 


9757 


miob3170 


9817 


mlob3232 


9877 


miob3300 




9638 


miob3035 


9698 


miob3100 


9758 


miob3171 


9818 


miob3233 


9878 


miob3301 




9539 


mlob3036 


9699 


miob3101 


9759 


miob3172 


9819 


miob3234 


9879 


miob3306 




9640 


miob3037 


9700 


miob3102 


9760 


niiob3173 


9820 


mlob3235 


9880 


miob3307 




9641 


miob3038 


9701 


miob3103 


9761 


miob3174 


9821 


miob3236 


9881 


miob3308 




9642 


miob3040 


9702 


iiniob3105 


9762 


miob3175 


9822 


miob3238 


9882 


miob3309 




9643 


miob3041 


9703 


miob3106 


9763 


miob3176 


9823 


miob3239 


9883 


miob3310 




9644 


miob3042 


9704 


miob3107 


9764 


miob3177 


9824 


miob3240 


9884 


miob331 1 




9645 


miob3043 


9705 


miob3113 


9765 


miob3178 


9825 


miob3241 


9885 


miob3312 




9646 


mlob3044 


9706 


mlob3116 


9766 


miob3179 


9826 


miob3242 


9886 


miob3313 




9647 


miob3045 


9707 


miob3117 


9767 


miob3180 


9827 


miob3243 


9887 


miob3314 




9648 


mlob3046 


9708 


miob3118 


9768 


miob3181 


9828 


miob3244 


9888 


miob3315 




9649 


miob3047 


9709 


miob3119 


9769 


miob3182 


9829 


miob3245 


9889 


miob3316 




9650 


miob3048 


9710 


miob3120 


9770 


miob3183 


9830 


miob3246 


9890 


miob3317 




9651 


miob3049 


9711 


miob3121 


9771 


miob3184 


9831 


miob3247 


9891 


miob3319 




9652 


miob3050 


9712 


miob3122 


9772 


miob3185 


9832 


miob3248 


9892 


miob3320 




9653 


miob3051 


9713 


miob3124 


9773 


miob3186 


9833 


miob3249 


9893 


miob3321 




9654 


miob3052 


9714 


miob3125 


9774 


miob3187 


9834 


miob3250 


9894 


miob3322 




9655 


miob3053 


9715 


miob3126 


9775 


miob3188 


9835 


miob3251 


9895 


mlob3323 




9656 


miob3054 


9716 


miob3127 


9776 


miob3189 


9836 


miob3252 


9896 


miob3324 




9657 


miob3055 


9717 


miob3128 


9777 


miob3190 


9837 


miob3253 


9897 


miob3325 




9658 


miob3056 


9718 


miob3129 


9778 


miob3191 


9838 


niiob3254 


9898 


miob3326 




9659 


miob3057 


9719 


miob3130 


9779 


miob3192 


9839 


mlob3255 


9899 


miob3328 




9660 


miob3058 


9720 


miob3131 


9780 


miob3193 


9840 


miob3256 


9900 


miob3329 
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9901 


miob3330 




9902 


miob3331 




9903 


mjob3333 




9904 


miob3334 




9905 


miob3335 




9906 


miob3336 




9907 


miob3337 




9908 


miob3338 




9909 


miob3339 




9910 


miob3340 




9911 


miob3342 




9912 


miob3344 




9913 


miob3345 




9914 


miob3348 




9915 


miob3349 




9916 


mlob3350 




9917 


mlob3351 




9918 


miob3352 




9919 


miob3353 




9920 


miob3354 




9921 


miob3355 




9922 


miob3356 


m 


9923 


miob3357 




9924 


miob3358 


Zl 


9925 


miob3359 




9926 


mlob3360 




9927 


nniob3361 




9928 


miob3363 




9929 


miob3364 




9930 


mlob3365 


ly 


9931 


miob3366 


5 J ; 


9932 


miob3367 




9933 


miob3368 


"isss? 


9934 


miob3369 


Ill 


9935 


miob3370 




9936 


miob3371 




9937 


miob3372 




9938 


miob3373 




9939 


miob3374 




9940 


miob3375 




9941 


miob3376 




9942 


miob3377 




9943 


miob3378 




9944 


miob3380 




9945 


miob3381 




9946 


miob3382 




9947 
9948 


miob3383 
miob3384 




9949 


miob3385 




9950 


mlob3386 




9951 


miob3387 




9952 


miob3388 




9953 


miob3389 




9954 


miob3391 




9955 


miob3392 




9956 


miob3394 




9957 


miob3395 




9958 


miob3396 




9959 


miob3397 




9960 


miob3398 



9961 


mlob3399 


10021 


miob3463 


9962 


miob3401 


10022 


miob3464 


9963 


mlob3402 


10023 


mjob3465 


9964 


miob3403 


10024 


miob3466 


9965 


miob3404 


10025 


miob3467 


9966 


miob3405 


10026 


mlob3468 


9967 


miob3406 


10027 


miob3469 


9968 


miob3407 


10028 


miob3470 


9969 


miob3408 


10029 


miob3471 


9970 


miob3410 


10030 


miob3472 


9971 


miob3411 


10031 


miob3473 


9972 


miob3412 


10032 


miob3474 


9973 


miob3413 


10033 


miob3475 


9974 


miob3414 


10034 


miob3476 


9975 


miob3415 


10035 


miob3477 


9976 


miob3416 


10036 


miob3478 


9977 


mlob3417 


10037 


mjob3479 


9978 


miob3418 


10038 


miob3480 


9979 


miob3419 


10039 


miob3482 


9980 


miob3420 


10040 


miob3483 


9981 


miob3421 


10041 


miob3484 


9982 


miob3423 


10042 


miob3485 


9983 


miob3424 


10043 


miob3486 


9984 


miob3425 


10044 


miob3487 


9985 


miob3426 


10045 


miob3488 


9986 


miob3427 


10046 


miob3489 


9987 


mlob3428 


10047 


nniob3491 


9988 


miob3429 


10048 


miob3492 


9989 


miob3430 


10049 


miob3493 


9990 


miob3431 


10050 


miob3494 


9991 


miob3432 


10051 


miob3496 


9992 


miob3433 


10052 


miob3498 


9993 


miob3434 


10053 


miob3501 


9994 


miob3435 


10054 


miob3502 


9995 


miob3437 


10055 


miob3507 


9996 


miob3438 


10056 


miob3508 


9997 


miob3439 


10057 


miob3531 


9998 


miob3440 


10058 


miob3532 


9999 


miob3441 


10059 


miob3534 


10000 


nniob3442 


10060 


mlob3537 


10001 


miob3443 


10061 


mlob3540 


10002 


miob3444 


10062 


miob3542 


10003 


miob3445 


10063 


miob3546 


10004 


miob3446 


10064 


miob3547 


10005 


mlob3447 


10065 


miob3548 


10006 


miob3448 


10066 


mlob3549 


10007 


miob3449 


10067 


miob3552 


10008 


miob3450 


10068 


miob3553 


10009 


miob3451 


10069 


miob3558 


10010 


miob3452 


10070 


miob3560 


10011 


miob3453 


10071 


miob3561 


10012 


miob3454 


10072 


miob3562 


10013 


miob3455 


10073 


miob3564 


10014 


miob3456 


10074 


miob3565 


10015 


miob3457 


10075 


miob3566 


10016 


nniob3458 


10076 


miob3567 


10017 


miob3459 


10077 


miob3568 


10018 


rniob3460 


10078 


mlob3571 


10019 


miob3461 


10079 


miob3573 


10020 


miob3462 


10080 


nniob3577 



10081 


miob3583 


10141 


miob3657 


10082 


mjob3586 


10142 


miob3658 


10083 


miob3588 


10143 


miob3659 


10084 


miob3590 


10144 


mlob3660 


10085 


miob3591 


10145 


miob3661 


10086 


miob3592 


10146 


miob3662 


10087 


miob3593 


10147 


miob3663 


10088 


mjob3594 


10148 


miob3664 


10089 


miob3595 


10149 


miob3665 


10090 


miob3596 


10150 


miob3666 


10091 


miob3597 


10151 


miob3668 


10092 


miob3598 


10152 


miob3669 


10093 


miob3600 


10153 


miob3672 


10094 


miob3601 


10154 


miob3674 


10095 


miob3602 


10155 


miob3676 


10096 


miob3604 


10156 


miob3677 


10097 


miob3605 


10157 


miob3678 


10098 


miob3606 


10158 


miob3679 


10099 


miob3608 


10159 


miob3680 


10100 


miob3609 


10160 


miob3681 


10101 


miob3610 


10161 


miob3682 


10102 


miob3611 


10162 


miob3683 


10103 


miob3612 


10163 


miob3684 


10104 


miob3613 


10164 


miob3687 


10105 


miob3614 


10165 


miob3688 


10106 


mlob3617 


10166 


m!0b3689 


10107 


miob3618 


10167 


miob3690 


10108 


miob3619 


10168 


miob3691 


10109 


miob3620 


10169 


miob3692 


10110 


miob3621 


10170 


miob3693 


10111 


miob3622 


10171 


miob3695 


10112 


miob3623 


10172 


miob3696 


10113 


miob3624 


10173 


miob3697 


10114 


miob3625 


10174 


miob3698 


10115 


miob3626 


10175 


mlob3700 


10116 


miob3627 


10176 


miob3701 


10117 


miob3628 


10177 


miob3702 


10118 


miob3629 


10178 


miob3703 


10119 


miob3630 


10179 


miob3704 


10120 


mlob3631 


10180 


miob3705 


10121 


miob3632 


10181 


mlob3706 


10122 


miob3634 


10182 


miob3707 


10123 


miob3636 


10183 


miob3708 


10124 


miob3637 


10184 


miob3709 


10125 


miob3638 


10185 


mlob3710 


10126 


miob3639 


10186 


miob3712 


10127 


miob3640 


10187 


miob3713 


10128 


miob3641 


10188 


miob3714 


10129 


miob3642 


10189 


miob3715 


10130 


miob3643 


10190 


miob3716 


10131 


miob3644 


10191 


miob3718 


10132 


miob3645 


10192 


miob3719 


10133 


miob3646 


10193 


miob3721 


10134 


miob3648 


10194 


miob3722 


10135 


miob3649 


10195 


miob3723 


10136 


miob3650 


10196 


miob3724 


10137 


miob3651 


10197 


miob3725 


10138 


miob3652 


10198 


miob3726 


10139 


miob3655 


10199 


miob3727 


10140 


miob3656 


10200 


miob3728 
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10201 


miob3729 


10261 


miob3802 


10321 


miob3870 


10381 


miob3934 


10441 


miob4001 


10202 


miob3731 


10262 


miob3803 


10322 


miob3871 


10382 


miob3935 


10442 


miob4002 


10203 


miob3732 


10263 


miob3804 


10323 


miob3872 


10383 


miob3937 


10443 


miob4003 


10204 


miob3733 


10264 


miob3805 


10324 


miob3873 


10384 


miob3938 


10444 


miob4004 


10205 


miob3735 


10265 


miob3808 


10325 


iniob3874 


10385 


miob3939 


10445 


niiob4005 


10206 


miob3736 


10266 


miob3809 


10326 


miob3875 


10386 


miob3940 


10446 


miob4006 


10207 


miob3739 


10267 


miob3810 


10327 


miob3876 


10387 


miob3941 


10447 


miob4007 


10208 


miob3741 


10268 


miob3811 


10328 


miob3877 


10388 


tniob3942 


10448 


miob4008 


10209 


miob3742 


10269 


miob3812 


10329 


miob3878 


10389 


miob3943 


10449 


miob4009 


10210 


miob3743 


10270 


miob3813 


10330 


miob3879 


10390 


miob3944 


10450 


miob4010 


10211 


miob3744 


10271 


miob3814 


10331 


miob3880 


10391 


miob3945 


10451 


miob4011 


10212 


miob3745 


10272 


miob3816 


10332 


miob3881 


10392 


miob3946 


10452 


miob4012 


10213 


miob3746 


10273 


miob3818 


10333 


miob3882 


10393 


miob3947 


10453 


miob4013 


10214 


miob3748 


10274 


miob3819 


10334 


miob3883 


10394 


miob3948 


10454 


miob4014 


10215 


miob3749 


10275 


miob3820 


10335 


miob3884 


10395 


miob3950 


10455 


miob4015 


10216 


miob3750 


10276 


miob3821 


10336 


miob3885 


10396 


miob3951 


10456 


miob4016 


10217 


miob3751 


10277 


miob3822 


10337 


miob3886 


10397 


miob3952 


10457 


miob4017 


10218 


miob3752 


10278 


miob3823 


10338 


iniob3887 


10398 


miob3953 


10458 


miob4019 


10219 


miob3753 


10279 


miob3824 


10339 


miob3888 


10399 


miob3954 


10459 


miob4020 


10220 


niiiob3754 


10280 


miob3825 


10340 


miob3889 


10400 


miob3955 


10460 


miob4021 


10221 


miob3755 


10281 


miob3826 


10341 


miob3890 


10401 


miob3956 


10461 


miob4022 


10222 


miob3756 


10282 


miob3828 


10342 


miob3891 


10402 


miob3958 


10462 


miob4023 


10223 


miob3757 


10283 


miob3829 


10343 


miob3892 


10403 


miob3959 


10463 


miob4024 


10224 


miob3758 


10284 


miob3830 


10344 


miob3893 


10404 


miob3960 


10464 


miob4025 


10225 


miob3759 


10285 


miob3831 


10345 


niiob3894 


10405 


miob3961 


10465 


miob4026 


10226 


iniob3760 


10286 


miob3832 


10346 


miob3895 


10406 


iniob3962 


10466 


miob4027 


10227 


miob3761 


10287 


miob3833 


10347 


miob3896 


10407 


miob3963 


10467 


miob4028 


10228 


miob3762 


10288 


miob3834 


10348 


miob3897 


10408 


miob3964 


10468 


miob4029 


10229 


miob3763 


10289 


miob3835 


10349 


miob3898 


10409 


miob3965 


10469 


miob4030 


10230 


miob3765 


10290 


niiob3836 


10350 


miob3899 


10410 


miob3966 


10470 


miob4031 


10231 


miob3766 


10291 


miob3837 


10351 


miob3900 


10411 


miob3967 


10471 


miob4032 


10232 


miob3767 


10292 


miob3838 


10352 


miob3901 


10412 


miob3968 


10472 


miob4033 


10233 


miob3768 


10293 


miob3839 


10353 


miob3902 


10413 


miob3969 


10473 


miob4034 


10234 


miob3769 


10294 


miob3840 


10354 


miob3904 


10414 


miob3970 


10474 


miob4035 


10235 


miob3770 


10295 


miob3841 


10355 


miob3905 


10415 


miob3972 


10475 


miob4036 


10236 


miob3771 


10296 


miob3842 


10356 


miob3906 


10416 


miob3973 


10476 


miob4037 


10237 


miob3773 


10297 


miob3843 


10357 


iniob3907 


10417 


miob3974 


10477 


miob4038 


10238 


miob3774 


10298 


miob3844 


10358 


n(iiob3908 


10418 


miob3975 


10478 


miob4039 


10239 


miob3775 


10299 


miob3845 


10359 


miob3909 


10419 


miob3975 


10479 


miob4040 


10240 


niiob3776 


10300 


miob3846 


10360 


miob3910 


10420 


miob3977 


10480 


miob4043 


10241 


miob3777 


10301 


miob3847 


10361 


miob3911 


10421 


miob3978 


10481 


miob4045 


10242 


miob3778 


10302 


miob3848 


10362 


miob3912 


10422 


miob3979 


10482 


miob4046 


10243 


miob3779 


10303 


miob3849 


10363 


miob3913 


10423 


miob3980 


10483 


miob4047 


10244 


niiob3781 


10304 


miob3850 


10364 


miob3914 


10424 


miob3981 


10484 


miob4048 


10245 


miob3782 


10305 


miob3851 


10365 


niiob3915 


10425 


miob3982 


10485 


miob4049 


10246 


miob3784 


10306 


miob3853 


10366 


miob3916 


10426 


miob3983 


10486 


miob4050 


10247 


miob3785 


10307 


miob3854 


10367 


miob3917 


10427 


miob3984 


10487 


miob4051 


10248 


miob3787 


10308 


miob3855 


10368 


miob3918 


10428 


miob3985 


10488 


miob4052 


10249 


miob3788 


10309 


miob3856 


10369 


miob3919 


10429 


niiob3986 


10489 


miob4053 


10250 


miob3789 


10310 


miob3857 


10370 


miob3920 


10430 


miob3987 


10490 


miob4054 


10251 


miob3790 


10311 


miob3858 


10371 


miob3921 


10431 


tniob3988 


10491 


miob4055 


10252 


miob3791 


10312 


miob3859 


10372 


miob3923 


10432 


miob3989 


10492 


miob4056 


10253 


miob3792 


10313 


miob3860 


10373 


miob3925 


10433 


miob3990 


10493 


miob4057 


10254 


miob3793 


10314 


miob3861 


10374 


miob3926 


10434 


miob3991 


10494 


miob4058 


10255 


miob3794 


10315 


miob3862 


10375 


miob3927 


10435 


miob3992 


10495 


miob4059 


10256 


miob3796 


10316 


iniob3863 


10376 


miob3928 


10436 


miob3993 


10496 


miob4060 


10257 


miob3797 


10317 


miob3865 


10377 


miob3929 


10437 


miob3994 


10497 


miob4061 


10258 


miob3798 


10318 


miob3867 


10378 


miob3930 


10438 


mi6b3995 


10498 


miob4062 


10259 


miob3799 


10319 


miob3868 


10379 


miob3932 


10439 


miob3996 


10499 


miob4064 


10260 


miob3800 


10320 


miob3869 


10380 


miob3933 


10440 


niiob4000 


10500 


miob4065 



Figure 6D - List of 



EST Sequence Names From Mild OA Cartilage cDNA Library - Page 36 of 43 



10501 


miob4066 


10561 


miob4134 


10621 


miob4202 


10681 


miob4270 


10741 


miob4340 


10502 


miob4067 


10562 


miob4135 


10622 


miob4203 


10682 


miob4271 


10742 


miob4341 


10503 


miob4068 


10563 


miob4136 


10623 


nniob4204 


10683 


miob4272 


10743 


miob4342 


10504 


miob4069 


10564 


miob4137 


10624 


miob4205 


10684 


miob4273 


10744 


miob4343 


10505 


miob4070 


10565 


miob4138 


10625 


miob4206 


10685 


miob4274 


10745 


nfiiob4344 


10506 


miob4071 


10566 


miob4139 


10626 


miob4207 


10686 


miob4275 


10746 


miob4345 


10507 


miob4073 


10567 


miob4140 


10627 


miob4208 


10687 


miob4276 


10747 


miob4346 


10508 


miob4074 


10568 


miob4141 


10628 


miob4210 


10688 


miob4277 


10748 


miob4347 


10509 


miob4075 


10569 


miob4142 


10629 


miob4211 


10689 


miob4278 


10749 


miob4349 


10510 


miob4076 


10570 


mlob4143 


10630 


miob4212 


10690 


miob4279 


10750 


miob4351 


10511 


miob4077 


10571 


miob4144 


10631 


miob4213 


10691 


miob4280 


10751 


miob4352 


10512 


miob4078 


10572 


miob4145 


10632 


miob4214 


10692 


miob4281 


10752 


miob4353 


10513 


miob4079 


10573 


miob4146 


10633 


miob4217 


10693 


miob4282 


10753 


miob4354 


10514 


miob4080 


10574 


miob4147 


10634 


miob4218 


10694 


miob4283 


10754 


miob4355 


10515 


miob4081 


10575 


miob4148 


10635 


mjob4220 


10695 


miob4285 


10755 


m!Ob4356 


10516 


miob4082 


10576 


miob4149 


10636 


miob4221 


10696 


miob4286 


10756 


miob4357 


10517 


miob4083 


10577 


miob4150 


10637 


nniob4222 


10697 


miob4289 


10757 


miob4358 


10518 


miob4084 


10578 


miob4151 


10638 


miob4223 


10698 


miob4290 


10758 


miob4359 


10519 


miob4085 


10579 


miob4152 


10639 


miob4224 


10699 


miob4291 


10759 


miob4360 


10520 


miob4086 


10580 


miob4153 


10640 


miob4225 


10700 


miob4292 


10760 


miob4361 


10521 


miob4087 


10581 


miob4154 


10641 


miob4226 


10701 


miob4293 


10761 


miob4362 


10522 


miob4088 


10582 


miob4156 


10642 


miob4227 


10702 


miob4294 


10762 


miob4363 


10523 


miob4089 


10583 


miob4157 


10643 


miob4228 


10703 


miob4295 


10763 


miob4364 


10524 


miob4090 


10584 


miob4158 


10644 


miob4229 


10704 


miob4296 


10764 


miob4365 


10525 


miob4091 


10585 


miob4159 


10645 


miob4230 


10705 


mlob4297 


10765 


miob4367 


10526 


miob4092 


10586 


miob4160 


10646 


miob4231 


10706 


mlob4298 


10766 


miob4368 


10527 


miob4093 


10587 


miob4162 


10647 


miob4232 


10707 


miob4300 


10767 


miob4369 


10528 


miob4094 


10588 


miob4163 


10648 


nniob4234 


10708 


miob4302 


10768 


miob4370 


10529 


miob4096 


10589 


miob4165 


10649 


mlob4235 


10709 


miob4303 


10769 


m!0b4371 


10530 


miob4097 


10590 


mlob4166 


10650 


miob4236 


10710 


miob4305 


10770 


miob4373 


10531 


miob4098 


10591 


mjob4167 


10651 


miob4237 


10711 


miob4306 


10771 


miob4374 


10532 


miob4099 


10592 


miob4168 


10652 


miob4238 


10712 


miob4307 


10772 


miob4377 


10533 


miob4100 


10593 


miob4169 


10653 


miob4239 


10713 


miob4308 


10773 


miob4378 


10534 


miob4101 


10594 


miob4171 


10654 


miob4240 


10714 


miob4309 


10774 


miob4380 


10535 


miob4102 


10595 


miob4172 


10655 


miob4242 


10715 


miob4310 


10775 


mlob4381 


10536 


miob4103 


10596 


miob4173 


10656 


miob4243 


10716 


miob4311 


10776 


miob4382 


10537 


miob4104 


10597 


miob4174 


10657 


nniob4244 


10717 


miob4312 


10777 


miob4384 


10538 


miob4106 


10598 


miob4175 


10658 


miob4245 


10718 


miob4313 


10778 


miob4385 


10539 


mjob4108 


10599 


miob4176 


10659 


miob4246 


10719 


miob4314 


10779 


miob4386 


10540 


miob4109 


10600 


miob4177 


10660 


mjob4248 


10720 


miob4315 


10780 


miob4387 


10541 


miob4110 


10601 


miob4178 


10661 


nniob4249 


10721 


miob4316 


10781 


miob4389 


10542 


miob4111 


10602 


miob4181 


10662 


miob4250 


10722 


miob4317 


10782 


miob4390 


10543 


mlob4112 


10603 


miob4182 


10663 


miob4251 


10723 


miob4318 


10783 


miob4391 


10544 


miob4114 


10604 


miob4183 


10664 


miob4252 


10724 


miob4320 


10784 


miob4392 


10545 


miob4116 


10605 


miob4184 


10665 


miob4253 


10725 


miob4321 


10785 


miob4394 


10546 


miob4117 


10606 


miob4185 


10666 


miob4254 


10726 


miob4322 


10786 


miob4395 


10547 


miob4119 


10607 


miob4186 


10667 


miob4255 


10727 


miob4323 


10787 


miob4396 


10548 


miob4120 


10608 


miob4187 


10668 


nniob4257 


10728 


miob4324 


10788 


miob4397 


10549 


miob4121 


10609 


miob4188 


10669 


miob4258 


10729 


miob4326 


10789 


miob4398 


10550 


miob4122 


10610 


miob4189 


10670 


miob4259 


10730 


miob4328 


10790 


miob4399 


10551 


miob4124 


10611 


miob4190 


10671 


miob4260 


10731 


miob4329 


10791 


miob4400 


10552 


miob4125 


10612 


miob4192 


10672 


miob4261 


10732 


miob4330 


10792 


miob4401 


10553 


miob4126 


10613 


miob4194 


10673 


miob4262 


10733 


miob4331 


10793 


miob4402 


10554 


mlob4127 


10614 


miob4195 


10674 


miob4263 


10734 


miob4332 


10794 


miob4403 


10555 


miob4128 


10615 


miob4196 


10675 


miob4264 


10735 


miob4333 


10795 


miob4404 


10556 


miob4129 


10616 


miob4197 


10676 


miob4265 


10736 


miob4334 


10796 


miob4405 


10557 


miob4130 


10617 


miob4198 


10677 


miob4266 


10737 


miob4335 


10797 


miob4406 


10558 


miob4131 


10618 


miob4199 


10678 


miob4267 


10738 


miob4336 


10798 


miob4407 


10559 


miob4132 


10619 


miob4200 


10679 


miob4268 


10739 


mlob4338 


10799 


miob4408 


10560 


miob4133 


10620 


miob4201 


10680 


miob4269 


10740 


miob4339 


10800 


miob4409 
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10801 


miob4410 


10802 


miob441 1 


10803 


miob4412 


10804 


miob4413 


10805 


miob4414 


10806 


miob4415 


10807 


miob4416 


10808 


miob4417 


10809 


miob4418 


10810 


miob4419 


10811 


miob4420 


10812 


miob4421 


10813 


miob4422 


10814 


miob4423 


10815 


miob4424 


10816 


miob4425 


10817 


mlob4427 


10818 


miob4428 


10819 


miob4429 


10820 


miob4430 


10821 


miob4431 


10822 


mlob4433 


10823 


miob4434 


10824 


miob4435 


10825 


miob4436 


10826 


miob4437 


10827 


miob4438 


10828 


miob4439 


10829 


miob4440 


10830 


miob4441 


10831 


miob4442 


10832 


miob4443 


10833 


miob4444 


10834 


miob4445 


10835 


miob4446 


10836 


miob4447 


10837 


miob4448 


10838 


miob4451 


10839 


miob4452 


10840 


miob4456 


10841 


miob4457 


10842 


miob4458 


10843 


miob4459 


10844 


miob4460 


10845 


mjob4462 


10846 


miob4463 


10847 


miob4464 


10848 


miob4465 


10849 


miob4466 


10850 


(niob4467 


10851 


miob4468 


10852 


miob4469 


10853 


miob4470 


10854 


miob4471 


10855 


miob4473 


10856 


nriiob4475 


10857 


miob4476 


10858 


miob4477 


10859 


miob4478 


10860 


miob4480 



10861 miob4481 

10862 miob4482 

10863 miob4483 

10864 nniob4484 

10865 miob4485 

10866 miob4487 

10867 miob4488 

10868 miob4489 

10869 niiiob4490 

10870 miob4492 

10871 miob4494 

10872 miob4495 

10873 miob4496 

10874 miob4500 

10875 miob4501 

10876 miob4503 

10877 miob4504 

10878 miob4505 

10879 miob4506 

10880 miob4507 

10881 miob4508 

10882 miob4509 

10883 miob4511 

10884 miob4512 

10885 miob4513 

10886 miob4514 

10887 miob4516 

10888 miob4518 

10889 miob4520 

10890 miob4521 

10891 miob4522 

10892 miob4524 

10893 miob4526 

10894 miob4527 

10895 miob4528 

10896 miob4529 

10897 miob4530 

10898 miob4531 

10899 miob4535 

10900 miob4536 

10901 miob4538 

10902 miob4540 

10903 miob4541 

10904 miob4542 

10905 miob4543 

10906 miob4545 

10907 miob4547 

10908 miob4549 

10909 miob4550 

10910 miob4551 

10911 miob4554 

10912 miob4555 

10913 miob4556 

10914 miob4557 

10915 miob4558 

10916 miob4559 

10917 miob4561 

10918 miob4563 

10919 miob4564 

10920 miob4565 



10921 


miob4566 


10922 


miob4567 


10923 


miob4568 


10924 


miob4569 


10925 


miob4570 


10926 


miob4572 


10927 


miob4573 


10928 


miob4574 


10929 


miob4575 


10930 


miob4576 


10931 


miob4577 


10932 


miob4578 


10933 


miob4579 


10934 


miob4580 


10935 


miob4581 


10936 


niiob4582 


10937 


miob4583 


10938 


miob4584 


10939 


miob4586 


10940 


miob4588 


10941 


miob4589 


10942 


miob4590 


10943 


miob4591 


10944 


miob4592 


10945 


miob4593 


10946 


miob4594 


10947 


miob4595 


10948 


mjob4596 


10949 


miob4597 


10950 


miob4598 


10951 


miob4599 


10952 


miob4600 


10953 


miob4601 


10954 


miob4602 


10955 


miob4603 


10956 


miob4604 


10957 


miob4606 


10958 


miob4607 


10959 


miob4608 


10960 


miob4609 


10961 


miob4610 


10962 


miob4611 


10963 


miob4612 


10964 


miob4613 


10965 


miob4615 


10966 


miob4616 


10967 


miob4617 


10968 


miob4619 


10969 


miob4620 


10970 


nriiob4621 


10971 


miob4622 


10972 


miob4623 


10973 


miob4624 


10974 


miob4625 


10975 


miob4627 


10976 


miob4628 


10977 


miob4629 


10978 


miob4630 


10979 


nniob4631 


10980 


mlob4633 



10981 


miob4634 


10982 


miob4635 


10983 


miob4636 


10984 


miob4637 


10985 


miob4639 


10986 


miob4641 


10987 


miob4642 


10988 


miob4643 


10989 


mlob4644 


10990 


miob4645 


10991 


mlob4646 


10992 


miob4648 


10993 


miob4649 


10994 


miob4651 


10995 


miob4652 


10996 


miob4653 


10997 


miob4654 


10998 


rniob4655 


10999 


miob4656 


11000 


miob4657 


11001 


miob4658 


11002 


miob4659 


11003 


nniob4661 


11004 


miob4662 


11005 


miob4663 


11006 


miob4664 


11007 


miob4665 


11008 


miob4666 


11009 


miob4667 


11010 


miob4668 


11011 


miob4669 


11012 


miob4670 


11013 


miob4671 


11014 


miob4672 


11015 


miob4673 


11016 


miob4674 


11017 


miob4675 


11018 


miob4676 


11019 


miob4677 


11020 


miob4678 


11021 


miob4679 


11022 


mlob4680 


11023 


miob4681 


11024 


miob4682 


11025 


miob4684 


11026 


miob4685 


11027 


miob4686 


11028 


miob4687 


11029 


miob4688 


11030 


miob4689 


11031 


nniob4690 


11032 


nniob4691 


11033 


miob4692 


11034 


miob4693 


11035 


miob4694 


11036 


miob4695 


11037 


miob4696 


11038 


miob4697 


11039 


miob4699 


11040 


miob4700 



11041 miob4701 

11042 miob4702 

11043 miob4703 

11044 miob4704 

11045 miob4705 

11046 miob4708 

11047 miob4709 

11048 miob4710 

11049 miob4712 

11050 miob4713 

11051 miob4714 

11052 miob4715 

11053 miob4716 

11054 miob4717 

11055 miob4719 

11056 miob4720 

11057 miob4721 

11058 miob4722 

11059 miob4723 

11060 miob4724 

11061 miob4725 

11062 miob4726 

11063 miob4727 

11064 miob4729 

11065 niiob4730 

11066 miob4733 

11067 miob4735 

11068 miob4736 

11069 miob4737 

11070 miob4738 

11071 tTiiob4739 

11072 iniob4740 

11073 miob4741 

11074 miob4742 

11075 miob4743 

11076 miob4744 

11077 miob4745 

11078 miob4746 

11079 miob4748 

11080 miob4750 

11081 miob4751 

11082 miob4752 

11083 miob4753 

11084 miob4754 

11085 miob4755 

11086 miob4756 

11087 miob4757 

11088 miob4758 

11089 miob4759 

11090 miob4760 

11091 miob4761 

11092 miob4762 

11093 miob4763 

11094 miob4764 

11095 miob4765 

11096 miob4767 

11097 miob4768 

11098 miob4770 

11099 miob4772 

11100 miob4773 
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11101 


miob4774 


11102 


miob4775 


11103 


miob4776 


11104 


miob4777 


11105 


miob4778 


11106 


miob4779 


11107 


miob4780 


11108 


miob4781 


11109 


miob4782 


11110 


miob4783 


11111 


miob4784 


11112 


miob4786 


11113 


miob4787 


11114 


miob4788 


11115 


miob4791 


11116 


miob4792 


11117 


miob4793 


11118 


miob4794 


11119 


miob4796 


11120 


miob4797 


11121 


miob4798 


11122 


miob4801 


11123 


miob4802 


11124 


miob4803 


11125 


miob4806 


11126 


miob4807 


11127 


mlob4808 


11128 


miob4809 


11129 


miob4810 


11130 


miob4811 


11131 


miob4812 


11132 


miob4813 


11133 


miob4815 


11134 


miob4816 


11135 


miob4817 


11136 


mlob4818 


11137 


miob4819 


11138 


miob4820 


11139 


miob4821 


11140 


miob4822 


11141 


miob4824 


11142 


mlob4825 


11143 


miob4826 


11144 


miob4828 


11145 


miob4830 


11146 


mlob4832 


11147 


miob4833 


11148 


miob4834 


11149 


miob4835 


11150 


mlob4836 


11151 


miob4837 


11152 


miob4838 


11153 


miob4839 


11154 


miob4840 


11155 


miob4841 


11156 


miob4842 


11157 


iniob4843 


11158 


miob4844 


11159 


mjob4845 


11160 


miob4846 



11161 


miob4847 


11162 


miob4848 


11163 


mlob4849 


11164 


miob4850 


11165 


miob4851 


11166 


miob4852 


11167 


mlob4853 


11168 


miob4854 


11169 


miob4855 


11170 


miob4856 


11171 


miob4857 


11172 


miob4858 


11173 


mjob4859 


11174 


miob4860 


11175 


miob4861 


11176 


miob4862 


11177 


miob4863 


11178 


miob4864 


11179 


miob4866 


11180 


miob4867 


11181 


miob4869 


11182 


mlob4870 


11183 


miob4871 


11184 


miob4872 


11185 


miob4873 


11186 


miob4874 


11187 


miob4875 


11188 


miob4876 


11189 


miob4877 


11190 


miob4878 


11191 


mlob4879 


11192 


miob4882 


11193 


miob4883 


11194 


miob4884 


11195 


miob4885 


11196 


miob4886 


11197 


miob4887 


11198 


miob4889 


11199 


miob4890 


11200 


miob4891 


11201 


miob4892 


11202 


miob4893 


11203 


miob4894 


11204 


miob4895 


11205 


miob4896 


11206 


miob4897 


11207 


miob4899 


11208 


miob4900 


11209 


miob4902 


11210 


mlob4906 


11211 


miob4907 


11212 


miob4908 


11213 


miob4909 


11214 


miob4910 


11215 


miob4911 


11216 


miob4912 


11217 


miob4913 


11218 


miob4914 


11219 


miob4915 


11220 


miob4917 



11221 


miob4918 


11222 


miob4919 


11223 


miob4920 


11224 


miob4923 


11225 


miob4924 


11226 


miob4925 


11227 


miob4926 


11228 


miob4927 


11229 


miob4928 


11230 


miob4929 


11231 


miob4930 


11232 


miob4931 


11233 


miob4932 


11234 


miob4933 


11235 


miob4934 


11236 


miob4935 


11237 


miob4936 


11238 


miob4937 


11239 


miob4938 


11240 


miob4939 


11241 


rTiiob4940 


11242 


miob4945 


11243 


miob4948 


11244 


miob4949 


11245 


miob4950 


11246 


miob4952 


11247 


miob4953 


11248 


nnlob4954 


11249 


miob4955 


11250 


miob4956 


11251 


miob4957 


11252 


miob4958 


11253 


miob4959 


11254 


miob4960 


11255 


miob4961 


11256 


miob4963 


11257 


miob4964 


11258 


miob4965 


11259 


miob4966 


11260 


miob4967 


11261 


miob4968 


11262 


miob4969 


11263 


miob4970 


11264 


miob4971 


11265 


miob4973 


11266 


miob4974 


11267 


miob4975 


11268 


miob4976 


11269 


miob4977 


11270 


miob4978 


11271 


miob4979 


11272 


miob4980 


11273 


mlob4981 


11274 


miob4983 


11275 


miob4984 


11276 


miob4985 


11277 


miob4987 


11278 


miob4988 


11279 


m[ob4989 


11280 


miob4990 



11281 


mlob4991 


11282 


miob4992 


11283 


miob4993 


11284 


miob4994 


11285 


niiob4995 


11286 


miob4996 


11287 


miob4997 


11288 


miob4998 


11289 


miob4999 


11290 


miob5000 


11291 


miob5001 


11292 


miob5003 


11293 


miob5004 


11294 


miob5005 


11295 


miob5006 


11296 


miob5007 


11297 


miob5008 


11298 


miob5009 


11299 


miob5010 


11300 


miob5011 


11301 


miob5012 


11302 


miob5013 


11303 


miob5014 


11304 


miob5015 


11305 


miob5016 


11306 


miob5018 


11307 


miob5019 


11308 


miob5020 


11309 


miob5021 


11310 


miob5022 


11311 


mlob5025 


11312 


miob5026 


11313 


miob5028 


11314 


miob5029 


11315 


miob5031 


11316 


miob5032 


11317 


miob5034 


11318 


miob5035 


11319 


miob5036 


11320 


miob5037 


11321 


miob5038 


11322 


miob5040 


11323 


miob5041 


11324 


miob5043 


11325 


miob5044 


11326 


miob5045 


11327 


miob5046 


11328 


miob5047 


11329 


miob5048 


11330 


miob5049 


11331 


miob5050 


11332 


miob5051 


11333 


rr!iob5054 


11334 


miob5055 


11335 


miob5056 


11336 


mlob5057 


11337 


miob5059 


11338 


miob5060 


11339 


miob5061 


11340 


miob5062 



11341 


miob5063 


11342 


miob5065 


11343 


miob5066 


11344 


miob5067 


11345 


miob5068 


11346 


miob5069 


11347 


miob5071 


11348 


miob5072 


11349 


miob5073 


11350 


nniob5074 


11351 


miob5076 


11352 


miob5077 


11353 


miob5079 


11354 


miob5080 


11355 


miob5081 


11356 


miob5082 


11357 


miob5083 


11358 


miob5087 


11359 


miob5089 


11360 


miob5090 


11361 


miob5091 


11362 


miob5092 


11363 


miob5093 


11364 


miob5094 


11365 


miob5095 


11366 


miob5098 


11367 


miob5099 


11368 


mlob5100 


11369 


miob5101 


11370 


miob5102 


11371 


miob5104 


11372 


mlob5105 


11373 


miob5107 


11374 


miob5108 


11375 


miob5109 


11376 


miob5110 


11377 


miob5111 


11378 


miob5112 


11379 


miob5114 


11380 


mfob5115 


11381 


miob5116 


11382 


miob5117 


11383 


miob5118 


11384 


miob5119 


11385 


miob5120 


11386 


miob5122 


11387 


miob5123 


11388 


miob5124 


11389 


miob5125 


11390 


miob5126 


11391 


miob5127 


11392 


miob5128 


11393 


miob5129 


11394 


miob5410 


11395 


miob5411 


11396 


miob5412 


11397 


miob5414 


11398 


miob5415 


11399 


miob5417 


11400 


miob5418 
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11401 miob5420 

11402 miob5422 

11403 miob5424 

11404 miob5425 

11405 miob5426 

11406 miob5427 

11407 miob5428 

11408 miob5429 

11409 miob5430 

11410 miob5431 

11411 miob5432 

11412 miob5434 

11413 miob5435 

11414 miob5436 

11415 miob5437 

11416 miob5439 

11417 miob5440 

11418 miob5443 

11419 miob5444 

11420 miob5445 
Q 11421 miob5446 
n 11422 miob5447 

11423 miob5448 

m 11424 miob5449 

If; 11425 miob5451 

.2 11426 miob5452 

ft 11427 miob5453 

11428 miob5454 

" 11429 miob5456 

y 11430 miob5458 

m 11431 miob5459 

lU 11432 miob5460 

IB 11433 miob5461 

n 11434 miob5462 

ni 11435 miob5463 

11436 miob5464 

11437 miob5465 

11438 miob5467 

11439 miob5469 

11440 miob5470 

11441 miob5472 

11442 miob5474 

11443 miob5475 

11444 miob5476 

11445 miob5477 

11446 miob5478 

11447 miob5479 

11448 miob5480 

11449 miob5485 

11450 iniob5486 

11451 miob5487 

11452 miob5488 

11453 miob5489 

11454 miob5490 

11455 miob5491 

11456 miob5493 

11457 miob5494 

11458 miob5495 

11459 miob5496 

11460 miob5498 



11461 


miob5499 


11462 


miob5500 


11463 


mlob5502 


11464 


mlob5504 


11465 


miob5505 


11466 


miob5602 


11467 


miob5604 


11468 


miob5605 


11469 


miob5606 


11470 


miob5607 


11471 


miob5608 


11472 


miob5609 


11473 


miob5610 


11474 


miob5611 


11475 


miob5612 


11476 


miob5613 


11477 


miob5614 


11476 


miob5615 


11479 


miob5616 


11480 


miob5617 


11481 


miob5618 


11482 


miob5621 


11483 


miob5622 


11484 


miob5623 


11485 


mlob5624 


11486 


miob5625 


11487 


miob5626 


11488 


miob5627 


11489 


miob5628 


11490 


miob5629 


11491 


miob5630 


11492 


miob5632 


11493 


mlob5633 


11494 


miob5635 


11495 


miob5636 


11496 


miob5638 


11497 


miob5639 


11498 


miob5640 


11499 


nniob5641 


11500 


miob5642 


11501 


miob5643 


11502 


miob5644 


11503 


mlob5645 


11504 


miob5646 


11505 


miob5647 


11506 


miob5648 


11507 


miob5649 


11508 


miob5650 


11509 


miob5652 


11510 


miob5653 


11511 


miob5654 


11512 


miob5655 


11513 


miob5656 


11514 


miob5657 


11515 


miob5658 


11516 


miob5659 


11517 


miob5660 


11518 


miob5661 


11519 


miob5663 


11520 


miob5664 



11521 


miob5665 


11522 


miob5666 


11523 


miob5667 


11524 


miob5668 


11525 


miob5669 


11526 


miob5670 


11527 


miob5671 


11528 


miob5672 


11529 


miob5673 


11530 


miob5674 


11531 


miob5675 


11532 


miob5676 


11533 


miob5677 


11534 


mlob5678 


11535 


miob5679 


11536 


miob5680 


11537 


miob5681 


11538 


miob5683 


11539 


miob5684 


11540 


miob5685 


11541 


miob5686 


11542 


miob5687 


11543 


miob5688 


11544 


miob5690 


11545 


miob5691 


11546 


nniob5692 


11547 


miob5694 


11548 


mlob5695 


11549 


miob5696 


11550 


miob5697 


11551 


miob5698 


11552 


miob5699 


11553 


miob5700 


11554 


miob5701 


11555 


miob5702 


11556 


miob5703 


11557 


miob5704 


11558 


miob5705 


11559 


miob5706 


11560 


miob5707 


11561 


miob5708 


11562 


miob5709 


11563 


miob5710 


11564 


miob5712 


11565 


miob5713 


11566 


miob5714 


11567 


miob5716 


11568 


niiob5718 


11569 


miob5719 


11570 


miob5720 


11571 


miob5721 


11572 


miob5722 


11573 


miob5723 


11574 


miob5724 


11575 


miob5725 


11576 


miob5728 


11577 


miob5729 


11578 


miob5730 


11579 


miob5731 


11580 


miob5732 



11581 


miob5733 


11582 


miob5734 


11583 


miob5735 


11584 


miob5736 


11585 


miob5739 


11586 


miob5740 


11587 


miob5741 


11588 


miob5743 


11589 


miob5744 


11590 


miob5745 


11591 


miob5746 


11592 


miob5747 


11593 


nniob5748 


11694 


miob5749 


11595 


miob5750 


11596 


miob5751 


11597 


miob5752 


11598 


miob5753 


11599 


miob5754 


11600 


miob5755 


11601 


miob5757 


11602 


miob5758 


11603 


mlob5759 


11604 


miob5760 


11605 


miob5761 


11606 


nniob5762 


11607 


miob5763 


11608 


miob5764 


11609 


miob5765 


11610 


miob5766 


11611 


miob5769 


11612 


miob5770 


11613 


miob5771 


11614 


nniob5772 


11615 


miob5773 


11616 


miob5774 


11617 


miob5775 


11618 


miob5776 


11619 


miob5777 


11620 


miob5778 


11621 


miob5779 


11622 


miob5780 


11623 


miob5781 


11624 


miob5782 


11625 


miob5783 


11626 


miob5784 


11627 


miob5785 


11628 


mlob5786 


11629 


miob5787 


11630 


miob5788 


11631 


miob5789 


11632 


miob5791 


11633 


miob5793 


11634 


miob5794 


11635 


miob5795 


11636 


miob5796 


11637 


miob5797 


11638 


miob5798 


11639 


miob5799 


11640 


niiob5801 



11641 


miob5802 


11642 


miob5803 


11643 


miob5804 


11644 


miob5806 


11645 


miob5808 


11646 


miob5809 


11647 


miob5810 


11648 


miob5812 


11649 


miob5813 


11650 


miob5814 


11651 


miob5815 


11652 


miob5816 


11653 


miob5817 


11654 


miob5818 


11655 


miob5819 


11656 


miob5820 


11657 


miob5821 


11658 


miob5822 


11659 


Fniob5824 


11660 


miob5825 


11661 


miob5826 


11662 


miob5827 


11663 


miob5828 


11664 


miob5829 


11665 


miob5830 


11666 


miob5832 


11667 


miob5833 


11668 


miob5834 


11669 


miob5835 


11670 


miob5836 


11671 


miob5837 


11672 


miob5839 


11673 


miob5840 


11674 


miob5841 


11675 


miob5842 


11676 


miob5843 


11677 


miob5844 


11678 


miob5845 


11679 


miob5846 


11680 


miob5847 


11681 


miob5848 


11682 


mjob5849 


11683 


mlob5850 


11684 


miob5851 


11685 


miob5852 


11686 


miob5853 


11687 


miob5854 


11688 


miob5855 


11689 


miob5856 


11690 


miob5857 


11691 


miob5858 


11692 


miob5859 


11693 


miob5860 


11694 


miob5861 


11695 


miob5862 


11696 


miob5863 


11697 


miob5864 


11698 


m(ob5866 


11699 


miob5867 


11700 


miob5868 
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11701 


miob5869 


11702 


miob5870 


11703 


miob5871 


11704 


miob5873 


11705 


miob5874 


11706 


miob5875 


11707 


miob5876 


11708 


miob5877 


11709 


miob5878 


11710 


miob5879 


11711 


miob5880 


11712 


miob5881 


11713 


miob5883 


11714 


miob5884 


11715 


miob5885 


11716 


miob5886 


11717 


miob5887 


11718 


miob5888 


11719 


miob5889 


11720 


miob5890 


11721 


miob5891 


11722 


miob5892 


11723 


mlob5893 


11724 


miob5894 


11725 


miob5895 


11726 


miob5896 


11727 


miob5897 


11728 


mlob5898 


11729 


miob5899 


11730 


miob5900 


11731 


miob5901 


11732 


miob5903 


11733 


miob5904 


11734 


miob5905 


11735 


miob5906 


11736 


miob5907 


11737 


miob5908 


11738 


mlob5909 


11739 


miob5910 


11740 


miob5911 


11741 


miob5912 


11742 


nfilob5913 


11743 


miob5914 


11744 


miob5915 


11745 


miob5916 


11746 


miob5917 


11747 


miob5920 


11748 


miob5921 


11749 


miob5922 


11750 


miob5923 


11751 


miob5924 


11752 


miob5925 


11753 


miob5927 


11754 


miob5928 


11755 


miob5929 


11756 


miob5930 


11757 


miob5931 


11758 


miob5932 


11759 


miob5934 


11760 


miob5936 



11761 


miob5937 


11762 


miob5938 


11763 


rTiiob5939 


11764 


miob5940 


11765 


miob5941 


11766 


nniob5942 


11767 


miob5943 


11768 


miob5945 


11769 


miob5946 


11770 


miob5947 


11771 


miob5948 


11772 


miob5949 


11773 


miob5950 


11774 


miob5951 


11775 


miob5952 


11776 


miob5953 


11777 


miob5954 


11778 


miob5955 


11779 


miob5956 


11780 


miob5957 


11781 


miob5958 


11782 


miob5959 


11783 


miob5960 


11784 


miob5961 


11785 


miob5962 


11786 


miob5963 


11787 


miob5965 


11788 


miob5966 


11789 


miob5967 


11790 


miob5968 


11791 


miob5969 


11792 


miob5970 


11793 


miob5972 


11794 


miob5973 


11795 


miob5974 


11796 


miob5975 


11797 


miob5976 


11798 


miob5977 


11799 


miob5978 


11800 


miob5979 


11801 


miob5980 


11802 


miob5981 


11803 


miob5982 


11804 


miob5983 


11805 


miob5984 


11806 


miob5985 


11807 


miob5986 


11808 


miob5988 


11809 


miob5989 


11810 


miob5992 


11811 


miob5993 


11812 


miob5994 


11813 


miob5995 


11814 


miob5996 


11815 


miob5997 


11816 


miob5998 


11817 


miob5999 


11818 


miob6000 


11819 


miob6001 


11820 


miob6002 



11821 


miob6004 


11822 


miob6005 


11823 


miob6006 


11824 


miob6007 


11825 


miob6008 


11826 


miob6009 


11827 


miob6010 


11828 


miob6011 


11829 


miob6013 


11830 


miob6014 


11831 


miob6016 


11832 


miob6017 


11833 


fniob6019 


11834 


miob6021 


11835 


miob6022 


11836 


miob6023 


11837 


miob6024 


11838 


miob6025 


11839 


miob6026 


11840 


miob6027 


11841 


miob6028 


11842 


miob6029 


11843 


miob6030 


11844 


miob6031 


11845 


miob6032 


11846 


miob6034 


11847 


miob6035 


11848 


miob6038 


11849 


miob6041 


11850 


miob6042 


11851 


miob6G43 


11852 


miob6045 


11853 


miob6046 


11854 


miob6047 


11855 


miob6049 


11856 


miob6050 


11857 


miob6051 


11858 


miob6052 


11859 


miob6053 


11860 


miob6054 


11861 


miob6055 


11862 


miob6056 


11863 


miob6057 


11864 


miob6058 


11865 


miob6059 


11866 


miob6061 


11867 


miob6064 


11868 


miob6065 


11869 


miob6066 


11870 


miob6067 


11871 


miob6068 


11872 


miob6069 


11873 


miob6070 


11874 


miob6071 


11875 


miob6072 


11876 


miob6074 


11877 


miob6075 


11878 


miob6076 


11879 


miob6077 


11880 


mlob6078 



11881 


miob6079 


11882 


miob6080 


11883 


miob6081 


11884 


miob6082 


11885 


miob6085 


11886 


miob6086 


11887 


miob6087 


11888 


mlob6088 


11889 


miob6089 


11890 


miob6090 


11891 


miob6091 


11892 


miob6092 


11893 


miob6093 


11894 


miob6095 


11895 


miob6096 


11896 


miob6097 


11897 


miob6098 


11898 


miob6099 


11899 


miob6100 


11900 


miob6101 


11901 


miob6102 


11902 


miob6103 


11903 


miob6104 


11904 


miob6105 


11905 


miob6106 


11906 


miob6107 


11907 


miob6108 


11908 


miob6109 


11909 


miob6110 


11910 


miob6112 


11911 


miob6113 


11912 


mlob6115 


11913 


miob6116 


11914 


miob6117 


11915 


miob6118 


11916 


miob6119 


11917 


nniob6120 


11918 


miob6121 


11919 


miob6122 


11920 


miob6123 


11921 


miob6124 


11922 


miob6125 


11923 


miob6126 


11924 


miob6127 


11925 


miob6128 


11926 


miob6129 


11927 


miob6130 


11928 


miob6131 


11929 


miob6132 


11930 


miob6134 


11931 


miob6136 


11932 


miob6137 


11933 


miob6138 


11934 


miob6139 


11935 


miob6140 


11936 


miob6141 


11937 


miob6142 


11938 


miob6143 


11939 


miob6144 


11940 


miob6145 



11941 


miob6146 


11942 


miob6147 


11943 


miob6148 


11944 


miob6149 


11945 


miob6150 


11946 


miob6151 


11947 


miob6152 


11948 


miob6153 


11949 


miob6162 


11950 


miob6163 


11951 


miob6164 


11952 


miob6165 


11953 


miob6166 


11954 


miob6168 


11955 


miob6169 


11956 


niiob6170 


11957 


miob6171 


11958 


miob6172 


11959 


miob6173 


11960 


miob6175 


11961 


miob6176 


11962 


miob6177 


11963 


miob6178 


11964 


miob6180 


11965 


mlob6181 


11966 


miob6182 


11967 


miob6184 


11968 


miob6185 


11969 


miob6187 


11970 


miob6188 


11971 


miob6189 


11972 


mlob6191 


11973 


miob6192 


11974 


mlob6193 


11975 


miob6195 


11976 


miob6196 


11977 


miob6198 


11978 


miob6199 


11979 


miob6201 


11980 


miob6202 


11981 


miob6203 


11982 


miob6204 


11983 


mlob6205 


11984 


miob6206 


11985 


miob6208 


11986 


miob6209 


11987 


miob6211 


11988 


mjob6212 


11989 


miob6213 


11990 


miob6215 


11991 


miob6216 


11992 


niiob6219 


11993 


miob6220 


11994 


miob6221 


11995 


miob6222 


11996 


miob6223 


11997 


miob6224 


11998 


miob6226 


11999 


miob6227 


12000 


miob6228 
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12001 


miob6229 


12002 


miob6231 


12003 


miob6233 


12004 


miob6235 


12005 


miob6236 


12006 


miob6238 


12007 


miob6239 


12008 


miob6240 


12009 


nriiob6242 


12010 


miob6243 


12011 


miob6244 


12012 


miob6245 


12013 


miob6246 


12014 


miob6247 


12015 


miob6248 


12016 


miob6249 


12017 


miob6251 


12018 


miob6252 


12019 


miob6253 


12020 


miob6254 


12021 


miob6255 


12022 


miob6256 


12023 


miob6257 


12024 


miob6258 


12025 


miob6259 


12026 


miob6260 


12027 


miob6261 


12028 


iniob6262 


12029 


miob6263 


12030 


miob6265 


12031 


miob6266 


12032 


miob6267 


12033 


miob6268 


12034 


miob6269 


12035 


miob6270 


12036 


miob6271 


12037 


miob6272 


12038 


miob6274 


12039 


miob6276 


12040 


miob6277 


12041 


miob6279 


12042 


miob6281 


12043 


miob6282 


12044 


miob6284 


12045 


miob6285 


12046 


miob6287 


12047 


miob6288 


12048 


miob6289 


12049 


miob6290 


12050 


miob6291 


12051 


miob6292 


12052 


miob6293 


12053 


miob6295 


12054 


miob6297 


12055 


miob6298 


12056 


iniob6299 


12057 


miob6301 


12058 


miob6302 


12059 


miob6304 


12060 


miob6305 



12061 tniob6306 

12062 miob6307 

12063 miob6308 

12064 miob6309 

12065 miob6310 

12066 miob6312 

12067 miob6313 

12068 miob6314 

12069 miob6316 

12070 miob6317 

12071 miob6318 

12072 miob6319 

12073 miob6320 

12074 miob6321 

12075 miob6323 

12076 miob6324 

12077 miob6325 

12078 miob6326 

12079 miob6327 

12080 miob6328 

12081 miob6329 

12082 niiob6330 

12083 miob6332 

12084 miob6333 

12085 miob6334 

12086 miob6335 

12087 miob6336 

12088 miob6337 

12089 miob6338 

12090 nniob6340 

12091 miob6341 

12092 miob6343 

12093 miob6344 

12094 miob6345 

12095 miob6346 

12096 miob6348 

12097 miob6350 

12098 miob6351 

12099 miob6352 

12100 miob6354 

12101 miob6355 

12102 miob6356 

12103 miob6357 

12104 miob6358 

12105 miob6359 

12106 miob6360 

12107 miob6361 

12108 miob6362 

12109 miob6364 

12110 miob6365 

12111 miob6366 

12112 miob6367 

12113 miob6368 

12114 miob6370 

12115 miob6372 

12116 tTiiob6373 

12117 miob6376 

12118 miob6377 

12119 miob6378 

12120 miob6380 



12121 


miob6381 


12122 


miob6382 


12123 


miob6384 


12124 


miob6385 


12125 


miob6386 


12126 


miob6389 


12127 


miob6390 


12128 


miob6391 


12129 


miob6393 


12130 


miob6394 


12131 


miob6395 


12132 


nniob6396 


12133 


miob6397 


12134 


miob6400 


12135 


miob6401 


12136 


miob6402 


12137 


miob6403 


12138 


miob6404 


12139 


miob6405 


12140 


miob6406 


12141 


miob6408 


12142 


miob6409 


12143 


miob6410 


12144 


miob6412 


12145 


miob6414 


12146 


miob6415 


12147 


miob6417 


12148 


miob6419 


12149 


miob6422 


12150 


miob6423 


12151 


miob6424 


12152 


miob6425 


12153 


miob6426 


12154 


miob6427 


12155 


miob6429 


12156 


miob6430 


12157 


miob6431 


12158 


miob6432 


12159 


miob6433 


12160 


miob6434 


12161 


miob6435 


12162 


miob6436 


12163 


miob6437 


12164 


miob6438 


12165 


miob6440 


12166 


miob6441 


12167 


miob6442 


12168 


miob6443 


12169 


miob6444 


12170 


miob6446 


12171 


miob6447 


12172 


miob6448 


12173 


miob6449 


12174 


miob6450 


12175 


miob6451 


12176 


miob6452 


12177 


miob6453 


12178 


miob6455 


12179 


miob6456 


12180 


miob6458 



12181 


miob6459 


12182 


miob6460 


12183 


miob6461 


12184 


m!Ob6462 


12185 


miob6463 


12186 


miob6464 


12187 


miob6465 


12188 


miob6466 


12189 


miob6467 


12190 


miob6468 


12191 


miob6469 


12192 


miob6470 


12193 


miob6471 


12194 


miob6472 


12195 


mlob6474 


12196 


miob6475 


12197 


miob6477 


12198 


miob6478 


12199 


miob6479 


12200 


miob6480 


12201 


miob6482 


12202 


nniob6483 


12203 


miob6484 


12204 


miob6485 


12205 


miob6486 


12206 


mlob6487 


12207 


mlob6489 


12208 


miob6490 


12209 


miob6492 


12210 


miob6493 


12211 


miob6496 


12212 


miob6497 


12213 


miob6499 


12214 


miob6501 


12215 


miob6503 


12216 


miob6504 


12217 


miob6505 


12218 


miob6506 


12219 


miob6507 


12220 


miob6508 


12221 


miob6509 


12222 


miob6511 


12223 


miob6512 


12224 


miob6513 


12225 


miob6516 


12226 


miob6517 


12227 


miob6518 


12228 


miob6519 


12229 


miob6520 


12230 


miob6521 


12231 


miob6522 


12232 


miob6523 


12233 


miob6525 


12234 


miob6526 


12235 


miob6528 


12236 


miob6529 


12237 


miob6530 


12238 


miob6531 


12239 


miob6532 


12240 


miob6533 



12241 miob6534 

12242 miob6535 

12243 miob6536 

12244 miob6537 

12245 miob6538 

12246 miob6539 

12247 miob6540 

12248 miob6542 

12249 miob6543 

12250 miob6544 

12251 miob6545 

12252 miob6546 

12253 miob6547 

12254 miob6548 

12255 miob6549 

12256 miob6551 

12257 miob6552 

12258 miob6553 

12259 miob6554 

12260 miob6555 

12261 miob6556 

12262 miob6557 

12263 miob6558 

12264 miob6559 

12265 miob6560 

12266 miob6562 

12267 miob6565 

12268 miob6566 

12269 miob6567 

12270 miob6569 

12271 miob6570 

12272 niiob6571 

12273 miob6572 

12274 miob6573 

12275 miob6576 

12276 miob6578 

12277 miob6579 

12278 miob6581 

12279 miob6582 

12280 miob6583 

12281 miob6586 

12282 miob6587 

12283 miob6589 

12284 miob6590 

12285 miob6592 

12286 miob6593 

12287 miob6595 

12288 miob6596 

12289 miob6597 

12290 miob6598 

12291 miob6599 

12292 miob6600 

12293 miob6601 

12294 miob6602 

12295 miob6603 

12296 miob6604 

12297 miob6605 

12298 miobSeoe 

12299 miob6607 

12300 miob6608 
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12301 


miob6609 


12361 


miob6678 


12421 


miob6753 


12481 


miob6831 


12541 


miob6906 


12302 


miob6610 


12362 


miob6679 


12422 


miob6756 


12482 


miob6833 


12542 


miob6907 


12303 


miob6611 


12363 


miob6681 


12423 


miob6757 


12483 


miob6834 


12543 


miob6908 


12304 


miob6612 


12364 


miob6682 


12424 


miob6758 


12484 


mlob6835 


12544 


miob6909 


12305 


miob6613 


12365 


miob6684 


12425 


miob6760 


12485 


miob6836 


12545 


nniob6910 


12306 


miob6614 


12366 


miob6685 


12426 


miob6761 


12486 


miob6837 


12546 


miob6911 


12307 


miob6615 


12367 


miob6686 


12427 


miob6762 


12487 


miob6838 


12547 


miob6912 


12308 


miob6616 


12368 


miob6688 


12428 


miob6763 


12488 


miob6839 


12548 


miob6913 


12309 


miob6617 


12369 


miob6690 


12429 


miob6764 


12489 


miob6840 


12549 


miob6914 


12310 


miob6618 


12370 


miob6691 


12430 


miob6765 


12490 


miob6841 


12550 


miob6915 


12311 


miob6619 


12371 


miob6692 


12431 


miob6766 


12491 


mlob6842 


12551 


miob6916 


12312 


miob6620 


12372 


miob6693 


12432 


miob6768 


12492 


miob6843 


12552 


mlob6917 


12313 


miob6621 


12373 


miob6695 


12433 


miob6769 


12493 


miob6844 


12553 


miob6918 


12314 


miob6622 


12374 


miob6696 


12434 


miob6770 


12494 


miob6845 


12554 


miob6919 


12315 


miob6623 


12375 


miob6697 


12435 


miob6771 


12495 


miob6846 


12555 


miob6920 


12316 


miob6625 


12376 


miob6698 


12436 


miob6772 


12496 


miob6847 


12556 


miob6921 


12317 


miob6626 


12377 


miob6699 


12437 


miob6773 


12497 


miob6848 


12557 


miob6922 


12318 


miob6627 


12378 


miob6700 


12438 


miob6774 


12498 


miob6849 


12558 


miob6923 


12319 


miob6628 


12379 


miob6701 


12439 


miob6775 


12499 


miob6852 


12559 


miob6924 


12320 


miob6629 


12380 


miob6702 


12440 


miob6776 


12500 


miob6853 


12560 


mlob6926 


12321 


miob6630 


12381 


miob6704 


12441 


miob6777 


12501 


miob6854 


12561 


miob6928 


12322 


miob6631 


12382 


miob6705 


12442 


miob6778 


12502 


miob6855 


12562 


miob6929 


12323 


miob6632 


12383 


miob6706 


12443 


miob6779 


12503 


miob6857 


12563 


miob6930 


12324 


miob6633 


12384 


miob6707 


12444 


miob6781 


12504 


miob6858 


12564 


miob6932 


12325 


miob6634 


12385 


miob6708 


12445 


miob6782 


12505 


miob6860 


12565 


miob6933 


12326 


miob6635 


12386 


miob6710 


12446 


miob6784 


12506 


miob6861 


12566 


miob6934 


12327 


miob6636 


12387 


miob6712 


12447 


miob6785 


12507 


miob6862 


12567 


miob6935 


12328 


miob6637 


12388 


miob6713 


12448 


miob6788 


12508 


miob6864 


12568 


miob6937 


12329 


miob6638 


12389 


miob6714 


12449 


miob6792 


12509 


miob6865 


12569 


miob6938 


12330 


miob6640 


12390 


mlob6715 


12450 


miob6794 


12510 


miob6866 


12570 


miob6939 


12331 


miob6641 


12391 


miob6716 


12451 


miob6795 


12511 


miob6868 


12571 


miob6940 


12332 


miob6643 


12392 


miob6717 


12452 


miob6796 


12512 


miob6870 


12572 


miob6944 


12333 


miob6644 


12393 


miob6718 


12453 


miob6797 


12513 


miob6871 


12573 


miob6945 


12334 


miob6645 


12394 


miob6720 


12454 


miob6798 


12514 


m!0b6872 


12574 


miob6946 


12335 


miob6646 


12395 


miob6721 


12455 


miob6799 


12515 


miob6873 


12575 


miob6948 


12336 


miob6648 


12396 


miob6722 


12456 


miobeSOO 


12516 


miob6874 


12576 


miob6949 


12337 


miob6649 


12397 


miob6723 


12457 


miob6801 


12517 


nniob6876 


12577 


miob6952 


12338 


miob6650 


12398 


miob6724 


12458 


miob6802 


12518 


miob6877 


12578 


miob6953 


12339 


miob6651 


12399 


miob6725 


12459 


miob6804 


12519 


miob6878 


12579 


miob6954 


12340 


m!Ob6652 


12400 


miob6726 


12460 


mlob6805 


12520 


miob6881 


12580 


miob6955 


12341 


miob6653 


12401 


miob6727 


12461 


miob6806 


12521 


miob6882 


12581 


miob6956 


12342 


miob6656 


12402 


miob6728 


12462 


miob6807 


12522 


miob6883 


12582 


miob6957 


12343 


miob6657 


12403 


miob6730 


12463 


miob6808 


12523 


miob6884 


12583 


miob6958 


12344 


miob6658 


12404 


miob6731 


12464 


miob6809 


12524 


mlob6886 


12584 


miob6959 


12345 


miob6660 


12405 


miob6732 


12465 


mlob6810 


12525 


fniob6888 


12585 


miob6960 


12346 


miob6661 


12406 


miob6733 


12466 


miob6811 


12526 


miob6889 


12586 


miob6961 


12347 


miob6662 


12407 


miob6735 


12467 


miob6813 


12527 


miob6890 


12587 


miob6963 


12348 


miob6664 


12408 


miob6736 


12468 


miob6814 


12528 


miob6891 


12588 


miob6964 


12349 


mlob6665 


12409 


mlob6737 


12469 


miob6816 


12529 


miob6892 


12589 


miob6965 


12350 


miob6667 


12410 


miob6738 


12470 


miob6817 


12530 


miob6893 


12590 


nniob6966 


12351 


miob6668 


12411 


miob6739 


12471 


miob6818 


12531 


miob6894 


12591 


miob6967 


12352 


miob6669 


12412 


miob6741 
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686 


SEOA0930 


746 


SEOA0995 


806 


SEOAIOSOa 


866 


SEOA1158a 


627 


SEOA0863 


687 


SEOA0931 


747 


SEOA0996 


807 


SEOAIOSIa 


867 


SEOA1159A 


628 


SEOA0864 


688 


SEOA0932n 


748 


SEOA0998 


808 


SEOA1082a 


868 


SE0A1161A 


629 


SEOA0865 


689 


SEOA0933 


749 


SEOA1001 


809 


SEOA1083a 


869 
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630 
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690 


SEOA0934 


750 


SEOA1002 


810 
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870 
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631 


SEOA0868 


691 


SEOA0935 


751 
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811 


SEOA1085a 


871 


SEOA1169A 
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SEOA0869 


692 


SEOA0936 


752 


SEOA1005n 


812 


SEOA1086a 


872 


SEOA1173A 


633 


SEOA0870 


693 


SEOA0937 


753 


SEOA1006n 


813 


SEOA1087a 


873 


SEOA1176A 


634 


seoa0873n 


694 


SEOA0938n 


754 


SEOA1007n 


814 


SEOA1089a 


874 


SEOA1178A 


635 


SEOA0874 


695 


SEOA0939 


755 
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756 


SEOA1009n 
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817 
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638 
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698 
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758 


SEOA1013n 


818 
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639 
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699 


SEOA0943 


759 


seoa1014m 


819 
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640 
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700 


SEOA0944 


760 


SEOA1015n 


820 


SEOA1097a 


880 
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641 


SEOA0880 


701 


SEOA0945 


761 


seoa1017m 


821 


SEOA1098a 


881 


SEOA1188A 


642 


SEOA0881 


702 


SEOA0946 


762 


SEOA1018 


822 


SEOA1099a 


882 


SEOA1189A 


643 


SEOA0882 


703 


SEOA0947 


763 


SEOA1020 


823 


SEOAIIOOa 


883 


SEOA1190A 


644 


SEOA0883 


704 


SEOA0948 


764 


SEOA1022 


824 


SEOAIIOIa 


884 


SE0A1191A 


645 


SEOA0884 


705 


SEOA0949n 


765 


SEOA1023 


825 


SEOA1102a 


885 


SEOA1192A 


646 


SEOA0885n 


706 


SEOA0950 


766 


SEOA1024 


826 


SEOA1104a 


886 


SEOA1193A 


647 
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707 
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767 
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887 
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648 
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708 
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SEOA1026 
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888 
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649 


SEOA0888 


709 


SEOA0955 


769 


seoa1028m 


829 


SEOA1107a 


889 


SEOA1198A 


650 


SEOA0889n 


710 


SEOA0956 


770 


SEOA1030 


830 


SEOA1108a 


890 


SEOA1199A 


651 


SEOA0890n 


711 


SEOA0957 


771 


SEOA1032a 


831 


SEOA1109a 


891 


SEOA1200A 


652 


SEOA0891 


712 


SEOA0958 


772 


SEOA1034a 


832 


SE0A1112a 


892 


SEOA1201A 


653 


SEOA0892 


713 


SEOA0959 


773 


SEOA1035a 


833 


SE0A1113a 


893 


SEOA1202A 


654 


SEOA0893 


714 


SEOA0960n 


774 


SEOA1036a 


834 


SE0A1114a 


894 


SEOA1203A 


655 


SEOA0895 


715 


SEOA0962n 
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SEOA1038a 


835 


SE0A1115a 


895 


SEOA1204A 


656 


SEOA0896 


716 


SEOA0963n 


776 


SEOA1Q39a 


836 


SE0A1116a 


896 


SEOA1206A 


657 


SEOA0897n 


717 


SEOA0964 


777 


SEOA1040a 


837 


SE0A1117a 


897 


SEOA1208A 


658 


SEOA0898 


718 


SEOA0965 


778 


SEOA1041a 


838 


SEOAIIISa 


898 


SEOA1209A 


659 


SEOA0899 


719 


SEOA0966 


779 


SEOA1042a 
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SE0A1119a 
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SEOA1213A 
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901 


SEOA1216A 


961 


SEOA1297a 


1021 


SEOA1366a 


1081 


SEOA1439a 


1141 


SEOA1513 


902 


SEOA1218A 


962 


SEOA1298a 


1022 


SEOA1368 


1082 


SEOA1440a 


1142 


SEOA1515 


903 


SEOA1220A 


963 


SEOA1300a 


1023 


SEOA1369 


1083 


SEOA1442a 


1143 


SEOA1516 


904 


SEOA1222A 


964 


SEOA1301a 


1024 


SEOA1370 


1084 


SEOA1443a 


1144 


SEOA1517n 


905 


SEOA1224A 


965 


SEOA1302a 


1025 


SEOA1371 


1085 


SEOA1444a 


1145 


SEOA1518 


906 


SEOA1226A 


966 


SEOA1303a 


1026 


SEOA1372 


1086 


seoa1445an 


1146 


SEOA1519 


907 


SEOA1227A 


967 


SEOA1304a 


1027 


SEOA1373 


1087 


SEOA1447a 


1147 


SEOA1520 


908 


SEOA1228A 


968 


SEOA1306a 


1028 


SEOA1374 


1088 


SEOA1448a 


1148 


SEOA1521 


909 


SEOA1229A 


969 


SEOA1307a 


1029 


SEOA1375 


1089 


SEOA1449a 


1149 


SEOA1522n 


910 


SEOA1232A 


970 


SEOA1308 


1030 


SEOA1376 


1090 


SEOA1451a 


1150 


seoa1523 


911 


SEOA1234A 


971 


SEOA1309a 


1031 


SEOA1377 


1091 


SEOA1452a 


1151 


SEOA1524 


912 


SEOA1236A 


972 


SEOA1310a 


1032 


SEOA1378 


1092 


SEOA1454a 


1152 


SEOA1525 


913 


SEOA1237A 


973 


SE0A1311a 


1033 


SEOA1379 


1093 


SEOA1455a 


1153 


SEOA1526 


914 


SEOA1238A 


974 


SEOA1312a 


1034 


SEOA1380 


1094 


SEOA1456a 


1154 


SEOA1527n 


915 


SEOA1239A 


975 


SEOA1313 


1035 


seoa1381n 


1095 


SEOA1457a 


1155 


SEOA1528 


916 


SEOA1240A 


976 


SEOA1314 


1036 


SEOA1382 


1096 


SEOA1458a 


1156 


SEOA1529 


917 


SEOA1241A 


977 


SEOA1315 


1037 


SEOA1383 


1097 


SEOA1459a 


1157 


SEOA1530 


918 


SEOA1242A 


978 


SEOA1316n 


1038 


SEOA1384 


1098 


SEOA1460a 


1158 


SEOA1532 


919 


SEOA1244A 


979 


SEOA1318 


1039 


SEOA1385 


1099 


SEOA1461a 


1159 


SEOA1534 


920 


SEOA1245A 


980 


SEOA1320 


1040 


SEOA1387 


1100 


SEOA1463a 


1160 


SEOA1535 


921 


SEOA1246A 


981 


SEOA1321 


1041 


SEOA1388 


1101 


SEOA1464a 


1161 


SEOA1536 


922 


SEOA1247A 


982 


SEOA1323 


1042 


SEOA1389 


1102 


SEOA1465a 


1162 


SEOA1537 


923 


SEOA1248A 


983 


SEOA1324 


1043 


SEOA1390 


1103 


SEOA1466a 


1163 


SEOA1538 


924 


SEOA1249A 


984 


SEOA1325n 


1044 


SEOA1391 


1104 


seoa1468a 


1164 


seoa1539 


925 


SEOA1250A 


985 


SEOA1326 


1045 


SEOA1392 


1105 


SEOA1469a 


1165 


SEOA1540 


926 


SEOA1251A 


986 


SEOA1327 


1046 


SEOA1394 


1106 


SEOA1470a 


1166 


seoa1541n 


927 


SEOA1252A 


987 


SEOA1328 


1047 


SEOA1395 


1107 


SEOA1471a 


1167 


SEOA1542 


928 


SEOA1253A 


988 


SEOA1329 


1048 


SEOA1396 


1108 


SEOA1472a 


1168 


SEOA1543 


929 


SEOA1255A 


989 


SEOA1330 


1049 


SEOA1398 


1109 


seoa1473m 


1169 


SEOA1544 


930 


SEOA1258A 


990 


SEOA1331 


1050 


SEOA1399 


1110 


SEOA1474 


1170 


seoa1545 


931 


SEOA1259A 


991 


SEOA1332 


1051 


SEOA1400 


1111 


SEOA1475 


1171 


SEOA1546 


932 


SEOA1260A 


992 


SEOA1334 


1052 


SEOA1401 


1112 


SEOA1477 


1172 


SEOA1547 


933 


SEOA1262A 


993 


SEOA1335 


1053 


SEOA1403 


1113 


SEOA1478 


1173 


seoa1548m 


934 


SEOA1263A 


994 


SEOA1336 


1054 


SEOA1404 


1114 


SEOA1479 


1174 


SEOA1550 


935 


SEOA1265A 


995 


SEOA1337 


1055 


SEOA1405 


1115 


SEOA1480 


1175 


SEOA1551 


936 


SEOA1266A 


996 


seoa1338 


1056 


seoa1406 


1116 


SEOA1483n 


1176 


SEOA1552 


937 


SEOA1267A 


997 


SEOA1339n 


1057 


SEOA1407 


1117 


SEOA1484n 


1177 


SEOA1554 


938 


SEOA1268A 


998 


SEOA1340 


1058 


SEOA1409a 


1118 


SEOA1486 


1178 


SEOA1555 


939 


SEOA1269a 


999 


SEOA1341 


1059 


SEOA1410a 


1119 


SEOA1487 


1179 


SEOA1559 


940 


SEOA1270a 


1000 


SEOA1342 


1060 


SEOAUIIa 


1120 


SEOA1488 


1180 


SEOA1560 


941 


SEOA1273a 


1001 


SEOA1343 


1061 


SEOA1413a 


1121 


SEOA1489 


1181 


SEOA1563 


942 


SEOA1275a 


1002 


SEOA1344 


1062 


SEOA1414a 


1122 


SEOA1490n 


1182 


SEOA1564 


943 


SEOA1276a 


1003 


SEOA1346 


1063 


SEOA1415a 


1123 


SEOA1491 


1183 


SEOA1566 


944 


SEOA1277a 


1004 


seoa1347 


1064 


SEOA1416a 


1124 


SEOA1492n 


1184 


SEOA1567 


945 


SEOA1278a 


1005 


SEOA1348 


1065 


SEOA1419a 


1125 


SEOA1493 


1185 


seoa1568m 


946 


SEOA1279a 


1006 


SEOA1349 


1066 


SEOA1420a 


1126 


SEOA1494 


1186 


SEOA1570 


947 


SEOA1280a 


1007 


SEOA1350 
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SEOA1421a 
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948 


SEOA1281a 


1008 
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1191 
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952 
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1192 
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953 
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1201 


SEOA1586a 


1261 


SEOA1666a 


1321 


SEOA1741a 


1381 


SEOA1813a 


1441 


SEOA1907 


1202 


SEOA1589a 


1262 


SEOA1667a 


1322 


SEOA1742a 


1382 


seoa1814a 


1442 


SEOA1909 


1203 


SEOA1590a 


1263 


SEOA1668a 


1323 


SEOA1743a 


1383 


seoa1815a 


1443 


SEOA1910 


1204 


SEOA1592a 


1264 


SEOA1669a 


1324 


SEOA1747a 


1384 


seoa1817a 


1444 


SE0A1911n 


1205 


SEOA1594a 


1265 


SEOA1670a 


1325 


SEOA1748a 


1385 


SEOA1819a 


1445 


SEOA1912n 


1206 


seoa1595an 


1266 


SEOA1671a 


1326 


SEOA1749a 


1386 


SEOA1821a 


1446 


SEOA1913n 


1207 


SEOA1596a 


1267 


SEOA1672a 


1327 


SEOA1750a 


1387 


SEOA1822a 


1447 


seoa1914n 


1208 


SEOA1597a 


1268 


SEOA1673a 


1328 


SEOA1751a 


1388 


seoa1823a 


1448 


SEOA1915 


1209 


SEOA1598a 


1269 


SEOA1674a 


1329 


SEOA1752a 


1389 


seoa1825a 


1449 


SEOA1916n 


1210 


SEOA1599a 


1270 


SEOA1675a 


1330 


SEOA1753a 


1390 


seoa1826a 


1450 


SEOA1917 


1211 


SEOA1600a 


1271 


SEOA1676a 


1331 


SEOA1754a 


1391 


seoa1830a 


1451 


seoa1918m 


1212 


SEOA1601a 


1272 


SEOA1677a 


1332 


SEOA1755a 


1392 


SEOA1833a 


1452 


SEOA1919n 


1213 


SEOA1602a 


1273 


SEOA1678a 


1333 


SEOA1756a 


1393 


SEOA1834a 


1453 


SEOA1921n 


1214 


SEOA1604a 


1274 


SEOA1679a 


1334 


SEOA1757a 


1394 


SEOA1835a 


1454 


SEOA1923 


1215 


SEOA1606a 


1275 


SEOA1680a 


1335 


SEOA1758a 


1395 


SEOA1837a 


1455 


SEOA1924n 


1216 


SEOA1607a 


1276 


SEOA1681a 


1336 


SEOA1759a 


1396 


SEOA1839a 


1456 


SEOA1925n 


1217 


SEOA1608a 


1277 


SEOA1682a 


1337 


SEOA1760a 


1397 


SEOA1844a 


1457 


seoa1926m 


1218 


SEOA1609a 


1278 


SEOA1683a 


1338 


SEOA1761a 


1398 


SEOA1845a 


1458 


SEOA1927 


1219 


SEOAiaiOa 


1279 


SEOA1684a 


1339 


SEOA1762a 


1399 


SEOA1847a 


1459 


seoa1928n 


1220 


SE0A1611a 


1280 


SEOA1685a 


1340 


SEOA1763a 


1400 


SEOA1848a 


1460 


SEOA1931 


1221 


SEOA1614a 


1281 


SEOA1686a 


1341 


SEOA1764a 


1401 


SEOA1850a 


1461 


SEOA1932 


1222 


SEOA1615a 


1282 


SEOA1687a 


1342 


SEOA1765a 


1402 


SEOA1851a 


1462 


SEOA1935 


1223 


SEOA1616a 


1283 


SEOA1688a 


1343 


seoa1766a 


1403 


SEOA1853a 


1463 


SEOA1936 


1224 


SEOA1617a 


1284 


SEOA1689a 


1344 


SEOA1767a 


1404 


SEOA1854a 


1464 


SEOA1937n 


1225 


SEOA1620a 


1285 


SEOA1690a 


1345 


SEOA1768a 


1405 


SEOA1856a 


1465 


SEOA1938n 


1226 


SEOA1621a 


1286 


SEOA1691a 


1346 


SEOA1769a 


1406 


SEOA1857a 


1466 


SEOA1940 


1227 


SEOA1622a 


1287 


SEOA1692a 


1347 


SEOA1770a 


1407 


SEOA1858a 


1467 


SEOA1942 


1228 


SEOA1623a 


1288 


seoa1694a 


1348 


SEOA1771a 


1408 


SEOA1861a 


1468 


SEOA1943 


1229 


seoa1629a 


1289 


SEOA1695a 


1349 


SEOA1772a 


1409 


SEOA1866a 


1469 


SEOA1946 


1230 


SEOA1631a 


1290 


SEOA1696a 


1350 


SEOA1773a 


1410 


SEOA1867a 


1470 


SEOA1947 


1231 


SEOA1632a 


1291 


SEOA1697a 


1351 


SEOA1774a 


1411 


SEOA1869a 


1471 


SEOA1949 


1232 


SEOA1634a 


1292 


SEOA1698a 


1352 


SEOA1775a 


1412 


SEOA1872a 


1472 


SEOA1950 


1233 


SEOA1635a 


1293 


SEOA1700a 


1353 


SEOA1776a 


1413 


SEOA1873a 


1473 


SEOA1952 


1234 


SEOA1636a 


1294 


SEOA1701a 


1354 


SEOA1778a 


1414 


SEOA1874a 


1474 


SEOA1953 


1235 


SEOA1637a 


1295 


SEOA1703a 


1355 


SEOA1782a 


1415 


SEOA1875a 


1475 


SEOA1954 


1236 


SEOA1638a 
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SEOA1705a 


1356 


SEOA1783a 
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1476 


SEOA1955 
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1357 


SEOA1784a 


1417 
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1477 


SEOA1956 


1238 


SEOA1640a 


1298 


SE0A1711a 


1358 


SEOA1785a 


1418 


SEOA1878 


1478 


SEOA1957 


1239 


SEOA1641a 


1299 


SEOA1712a 


1359 


SEOA1786a 


1419 


SEOA1879 


1479 


SEOA1958 


1240 


SEOA1643a 


1300 


SEOA1713a 


1360 


SEOA1787a 


1420 


SEOA1880 


1480 


SEOA1960 


1241 


SEOA1644a 


1301 


SEOA1714a 


1361 


SEOA1788a 


1421 


seoa1881 


1481 


SEOA1961a 


1242 
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1243 
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SEOA1717a 
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1423 


SEOA1883 


1483 
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1244 


SEOA1647a 


1304 


SEOA1718a 


1364 


SEOA1791a 


1424 


SEOA1884 


1484 


SEOA1964a 


1245 


SEOA1648a 


1305 


SEOA1720a 


1365 


SEOA1792a 


1425 


SEOA1885 


1485 


SEOA1965a 


1246 


SEOA1650a 


1306 


SEOA1721a 


1366 


SEOA1793a 


1426 


SEOA1886n 


1486 
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1307 
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1427 
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1371 


SEOA1802a 
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1434 
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SEOA1979a 


1255 
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SEOA1732a 


1375 
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1495 
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1256 
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1316 
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seoa1807a 


1436 
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SEOA1981a 
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1377 
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1437 


SEOA1900n 
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1378 


seoa1810a 


1438 


SEOA1901 


1498 


seoa1983a 


1259 


SEOA1664a 


1319 


SEOA1737a 


1379 


SE0A1811a 


1439 


SEOA1902 


1499 


SEOA1985 


1260 


SEOA1665a 


1320 


SEOA1739a 


1380 


SEOA1812a 


1440 


SEOA1903 


1500 


SEOA1987 
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1501 SEOA1988a 

1502 SEOA1989 

1503 SEOA1990 

1504 SEOA1991 

1505 SEOA1992 

1506 SEOA1993 

1507 SEOA1995 

1508 SEOA1996 

1509 SEOA1997 

1510 SEOA2000a 

1511 SEOA2001 

1512 SEOA2004 

1513 SEOA2005 

1514 SEOA2006 

1515 SEOA2007 

1516 seoa2008n 

1517 SEOA2011 

1518 SEOA2012 

1519 SEOA2013 

1520 SEOA2015 

1521 SEOA2016 

1522 SEOA2018 

1523 SEOA2019 

1524 seoa2022n 

1525 SEOA2024a 

1526 SEOA2025 

1527 SEOA2027 

1528 SEOA2028 

1529 SEOA2029 

1530 SEOA2030 

1531 seoa2032m 

1532 SEOA2034 

1533 SEOA2035 

1534 seoa2036 

1535 seoa2037 

1536 SEOA2039 

1537 SEOA2040 

1538 SEOA2041 

1539 SEOA2042 

1540 SEOA2043 

1541 SEOA2044 

1542 seoa2045m 

1543 SEOA2046 

1544 SEOA2047 

1545 SEOA2048 

1546 SEOA2050 

1547 SEOA2051 

1548 SEOA2052 

1549 SEOA2053 

1550 SEOA2054a 

1551 SEOA2055n 

1552 SEOA2056 

1553 SEOA2057 

1554 seoa2058n 

1555 SEOA2059 

1556 SEOA2061 

1557 SEOA2062 

1558 SEOA2063 

1559 SEOA2064 

1560 SEOA2065 



1561 


SEOA2067n 


1562 


SEOA2068 


1563 


SEOA2069 


1564 


SEOA2071 


1565 


seoa2072n 


1566 


SEOA2074n 


1567 


SEOA2075n 


1568 


SEOA2076 


1569 


seoa2077n 


1570 


SEOA2078 


1571 


SEOA2079 


1572 


SEOA2080n 


1573 


SEOA2081 


1574 


SEOA2082 


1575 


SEOA2083n 


1576 


SEOA2084 


1577 


SEOA2085 


1578 


SEOA2087 


1579 


SEOA2088 


1580 


SEOA2089 


1581 


SEOA2090 


1582 


SEOA2092 


1583 


SEOA2093 


1584 


SEOA2094 


1585 


SEOA2095 


1586 


SEOA2096 


1587 


seoa2097nn 


1588 


SEOA2098 


1589 


SEOA2099 


1590 


SEOA2100 


1591 


SEOA2101 


1592 


SEOA2102n 


1593 


SEOA2103n 


1594 


SEOA2104n 


1595 


SEOA2106 


1596 


SEOA2107 


1597 


SEOA2109 


1598 


SEOA2110n 


1599 


SE0A2111 


1600 


SEOA2112n 


1601 


SEOA2113n 


1602 


SEOA2114 


1603 


SEOA2115 


1604 


SEOA2117 


1605 


SEOA2118 


1606 


SEOA2119 


1607 


seoa2120 


1608 


seoa2121 


1609 


SEOA2122 


1610 


seoa2123m 


1611 


SEOA2124 


1612 


seoa2125 


1613 


SEOA2126n 


1614 


SEOA2127n 


1615 


SEOA2128 


1616 


SEOA2130n 


1617 


SEOA2132 


1618 


SEOA2134n 


1619 


SEOA2135 


1620 


SEOA2136 



1621 SEOA2137 

1622 SEOA2138 

1623 SEOA2139 

1624 SEOA2140 

1625 SEOA2141 

1626 SEOA2142 

1627 SEOA2143 

1628 SEOA2146n 

1629 SEOA2147 

1630 SEOA2148n 

1631 SEOA2149 

1632 SEOA2150 

1633 SEOA2151 

1634 SEOA2152 

1635 SEOA2153n 

1636 SEOA2154n 

1637 SEOA2155 

1638 SEOA2156n 

1639 SEOA2157 

1640 SEOA2158 

1641 SEOA2159n 

1642 SEOA2160 

1643 SEOA2162 

1644 SEOA2163n 

1645 SEOA2164 

1646 SEOA2165 

1647 SEOA2166 

1648 SEOA2168n 

1649 SEOA2169 

1650 SEOA2170 

1651 SEOA2171 

1652 SEOA2173 

1653 seoa2174n 

1654 SEOA2175 

1655 SEOA2176 

1656 seoa2177a 

1657 SEOA2178a 

1658 SEOA2179a 

1659 SEOA2180a 

1660 SEOA2181a 

1661 SEOA2183a 

1662 SEOA2184a 

1663 SEOA2185a 

1664 SEOA2186a 

1665 SEOA2188a 

1666 SEOA2191a 

1667 SEOA2193a 

1668 SEOA2194a 

1669 SEOA2195a 

1670 SEOA2199a 

1671 SEOA2200a 

1672 SEOA2201a 

1673 SEOA2202a 

1674 SEOA2203a 

1675 SEOA2204a 

1676 SEOA2205a 

1677 SEOA2208a 

1678 SEOA2209a 

1679 SEOA2210a 

1680 SEOA2211a 



1681 seoa2212an 

1682 SEOA2213a 

1683 SEOA2214a 

1684 SEOA2215a 

1685 SEOA2217a 

1686 seoa2218a 

1687 SEOA2219a 

1688 SEOA2220a 

1689 SEOA2221a 

1690 SEOA2224a 

1691 SEOA2227a 

1692 SEOA2230a 

1693 SEOA2232a 

1694 SEOA2233a 

1695 SEOA2234a 

1696 SEOA2235a 

1697 SEOA2236a 

1698 SEOA2237a 

1699 SEOA2238a 

1700 SEOA2239a 

1701 SEOA2240a 

1702 SEOA2241a 

1703 SEOA2242a 

1704 SEOA2243a 

1705 SEOA2244a 

1706 SEOA2245a 

1707 SEOA2246a 

1708 SEOA2251a 

1709 SEOA2253a 

1710 SEOA2254a 

1711 SEOA2255a 

1712 SEOA2256a 

1713 SEOA2257a 

1714 SEOA2258a 

1715 SEOA2259a 

1716 SEOA2260a 

1717 SEOA2261a 

1718 SEOA2262a 

1719 seoa2263a 

1720 SEOA2266a 

1721 SEOA2268a 

1722 SEOA2269a 

1723 SEOA2270a 

1724 SEOA2271a 

1725 SEOA2272a 

1726 SEOA2273a 

1727 SEOA2274a 

1728 SEOA2278a 

1729 SEOA2279 

1730 SEOA2283a 

1731 SEOA2284a 

1732 SEOA2285a 

1733 SEOA2286a 

1734 SEOA2287a 

1735 SEOA2288a 

1736 SEOA2289a 

1737 SEOA2290a 

1738 SEOA2291a 

1739 SEOA2292a 

1740 seoa2293an 



1741 SEOA2294a 

1742 SEOA2295a 

1743 SEOA2296a 

1744 SEOA2298a 

1745 SEOA2300a 

1746 SEOA2301a 

1747 SEOA2302a 

1748 SEOA2303a 

1749 SEOA2304a 

1750 SEOA2305a 

1751 SEOA2308a 

1752 SEOA2309a 

1753 seoa2311a 

1754 SEOA2313a 

1755 SEOA2320a 

1756 SEOA2326a 

1757 SEOA2327a 

1758 SEOA2328a 

1759 SEOA2331a 

1760 SEOA2333a 

1761 SEOA2337a 

1762 SEOA2340a 

1763 SEOA2341a 

1764 SEOA2343a 

1765 SEOA2345a 

1766 SEOA2349a 

1767 SEOA2350a 

1768 SEOA2351a 

1769 SEOA2352a 

1770 SEOA2354a 

1771 SEOA2355a 

1772 SEOA2356a 

1773 SEOA2357a 

1774 SEOA2358a 

1775 SEOA2361a 

1776 SEOA2362a 

1777 SEOA2363a 

1778 SEOA2365a 

1779 SEOA2369a 

1780 SEOA2371a 

1781 SEOA2372a 

1782 SEOA2375a 

1783 SEOA2378a 

1784 SEOA2381a 

1785 SEOA2383a 

1786 SEOA2385a 

1787 SEOA2386a 

1788 SEOA2387a 

1789 SEOA2388a 

1790 SEOA2389a 

1791 SEOA2390a 

1792 SEOA2391a 

1793 SEOA2394a 

1794 SEOA2400a 

1795 SEOA2401a 

1796 SEOA2402a 

1797 seoa2403a 

1798 SEOA2404a 

1799 SEOA2407 

1800 SEOA2409 
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1801 


SEOA2410 


1861 


SEOA2481 


1921 


1802 


SEOA2411 


1862 


seoa2482 


1922 


1803 


seoa2412n 


1863 


SEOA2484 


1923 


1804 


SEOA2413 


1864 


SEOA2486 


1924 


1805 


SEOA2414 


1865 


SEOA2487 


1925 


1806 


seoa2415 


1866 


SEOA2488 


1926 


1807 


SEOA2417a 


1867 


seoa2489m 


1927 


1808 


SEOA2418a 


1868 


SEOA2490 


1928 


1809 


SEOA2419a 


1869 


seoa2491 


1929 


1810 


SEOA2420a 


1870 


SEOA2492 


1930 


1811 


SEOA2421a 


1871 


seoa2493 


1931 


1812 


SEOA2423a 


1872 


SEOA2495 


1932 


1813 


SEOA2424a 


1873 


seoa2496 


1933 


1814 


SEOA2425a 


1874 


SEOA2497 


1934 


1815 


SEOA2426a 


1875 


SEOA2498 


1935 


1816 


SEOA2428a 


1876 


SEOA2499 


1936 


1817 


SEOA2429a 


1877 


seoa2500m 


1937 


1818 


SEOA2430a 


1878 


SEOA2501 


1938 


1819 


SEOA2431a 


1879 


SEOA2502 


1939 


1820 


SEOA2432a 


1880 


SEOA2504 


1940 


1821 


SEOA2433a 


1881 


SEOA2505 


1941 


1822 


SEOA2434a 


1882 


SEOA2506 


1942 


1823 


SEOA2435a 


1883 


SEOA2507 


1943 


1824 


SEOA2436a 


1884 


SEOA2508 


1944 


1825 


SEOA2437a 


1885 


SEOA2509 


1945 


1826 


SEOA2439a 


1886 


seoa2510m 


1946 


1827 


SEOA2441a 


1887 


SEOA2511 


1947 


1828 


SEOA2442a 


1888 


SEOA2512 


1948 


1829 


SEOA2443a 


1889 


SEOA2513 


1949 


1830 


SEOA2444a 


1890 


SEOA2514 


1950 


1831 


SEOA2445a 


1891 


seoa2515 


1951 


1832 


SEOA2447a 


1892 


seoa2516 


1952 


1833 


SEOA2448a 


1893 


SEOA2517 


1953 


1834 


SEOA2449a 


1894 


SEOA2518 


1954 


1835 


SEOA2451a 


1895 


SEOA2519 


1955 


1836 


SEOA2452a 


1896 


seoa2520m 


1956 


1837 


SEOA2453a 


1897 


SEOA2522 


1957 


1838 


SEOA2454a 


1898 


SEOA2523 


1958 


1839 


SEOA2455a 


1899 


SEOA2524 


1959 


1840 


SEOA2456a 


1900 


SEOA2525 


1960 


1841 


SEOA2458a 


1901 


SEOA2527 


1961 


1842 


SEOA2459a 


1902 


SEOA2528 


1962 


1843 


SEOA2460a 


1903 


SEOA2529 


1963 


1844 


SEOA2461a 


1904 


SEOA2530 


1964 


1845 


SEOA2462a 


1905 


SEOA2532 


1965 


1846 


SEOA2463a 


1906 


SEOA2534 


1966 


1847 


seoa2465 


1907 


SEOA2535 


1967 


1848 


SEOA2466 


1908 


SEOA2536 


1968 


1849 


SEOA2467 


1909 


SEOA2537 


1969 


1850 


SEOA2468 


1910 


seoa2539 


1970 


1851 


seoa2469 


1911 


SEOA2540 


1971 


1852 


seoa2470n 


1912 


SEOA2542 


1972 


1853 


SEOA2471 


1913 


SEOA2544 


1973 


1854 


SEOA2472 


1914 


SEOA2546 


1974 


1855 


seoa2473m 


1915 


seoa2547 


1975 


1856 


SEOA2476 


1916 


SEOA2548 


1976 


1857 


SEOA2477 


1917 


SEOA2550 


1977 


1858 


SEOA2478 


1918 


seoa2554 


1978 


1859 


SEOA2479 


1919 


SEOA2555 


1979 


1860 


SEOA2480 


1920 


SEOA2556 


1980 



SEOA2557 


1981 


SEOA2636 


2041 


SEOA2708 


seoa2559m 


1982 


SEOA2638 


2042 


seoa2710 


SEOA2561 


1983 


SEOA2639 


2043 


SEOA2712 


SEOA2562 


1984 


seoa2640n 


2044 


SEOA2713 


SEOA2564 


1985 


seoa2641n 


2045 


SEOA2714 


SEOA2566 


1986 


SEOA2642 


2046 


SEOA2715 


SEOA2567 


1987 


seoa2643m 


2047 


SEOA2716 


SEOA2568 


1988 


SEOA2644 


2048 


seoa2718 


SEOA2571 


1989 


SEOA2645 


2049 


SEOA2719 


seoa2572n 


1990 


seoa2647n 


2050 


SEOA2720 


SEOA2573 


1991 


SEOA2648 


2051 


SEOA2723 


SEOA2574 


1992 


SEOA2649 


2052 


SEOA2726 


SEOA2575 


1993 


seoa2650n 


2053 


SEOA2727 


seoa2576m 


1994 


SEOA2651 


2054 


SEOA2728 


SEOA2578 


1995 


SEOA2652 


2055 


SEOA2729 


seoa2579m 


1996 


SEOA2653 


2056 


SEOA2732 


seoa2580m 


1997 


SEOA2654 


2057 


SEOA2734 


SEOA2581 


1998 


seoa2655n 


2058 


seoa2738m 


SEOA2583 


1999 


SEOA2656 


2059 


SEOA2739 


seoa2584 


2000 


SEOA2657 


2060 


SEOA2740 


seoa2585 


2001 


SEOA2658 


2061 


SEOA2741 


SEOA2585 


2002 


SEOA2659 


2062 


SEOA2742 


SEOA2586 


2003 


seoa2660m 


2063 


SEOA2744 


SEOA2588 


2004 


SEOA2661 


2064 


SEOA2746 


SEOA2589 


2005 


seoa2662 


2065 


SEOA2747 


SEOA2592 


2006 


SEOA2664 


2066 


SEOA2750 


SEOA2593m 


2007 


SEOA2665 


2067 


SEOA2751 


SEOA2594 


2008 


SEOA2666 


2068 


seoa2752n 


seoa2595 


2009 


SEOA2667 


2069 


SEOA2754 


SEOA2596 


2010 


SEOA2668 


2070 


SEOA2755 


seoa2599m 


2011 


SEOA2669 


2071 


SEOA2756 


SEOA2601 


2012 


SEOA2670 


2072 


seoa2757n 


seoa2602n 


2013 


seoa2672m 


2073 


SEOA2758 


SEOA2603 


2014 


seoa2674 


2074 


SEOA2759 


seoa2604m 


2015 


SEOA2675n 


2075 


seoa2760n 


seoa2606m 


2016 


seoa2676 


2076 


SEOA2761 


seoa2607mn 


2017 


SEOA2676n 


2077 


seoa2762 


SEOA2609 


2018 


seoa2678in 


2078 


SEOA2763 


SEOA2611 


2019 


seoa2679m 


2079 


SEOA2764 


seoa2612n 


2020 


seoa2680m 


2080 


SEOA2765 


SEOA2613 


2021 


SEOA2681 


2081 


SEOA2766 


SEOA2614 


2022 


seoa2682m 


2082 


SEOA2767 


SEOA2615 


2023 


SEOA2683 


2083 


SEOA2768 


SEOA2616 


2024 


SEOA2684 


2084 


SEOA2769 


seoa2617n 


2025 


SEOA2685 


2085 


SEOA2770 


SEOA2618 


2026 


SEOA2686 


2086 


SEOA2771 


SEOA2619 


2027 


seoa2688m 


2087 


seoa2773 


SEOA2620 


2028 


seoa2690m 


2088 


seoa2774n 


seoa2621 


2029 


seoa2691m 


2089 


SEOA2775 


seoa2622 


2030 


seoa2692m 


2090 


seoa2776m 


seoa2623 


2031 


seoa2693m 


2091 


SEOA2777 


SEOA2625 


2032 


seoa2696m 


2092 


seoa2782n 


SEOA2626 


2033 


seoa2698m 


2093 


seoa2783 


SEOA2627 


2034 


SEOA2699 


2094 


SEOA2784 


SEOA2628 


2035 


SEOA2700 


2095 


SEOA2786 


SEOA2629 


2036 


SEOA2702 


2096 


SEOA2788 


SEOA2631 


2037 


SEOA2703 


2097 


SEOA2789 


SEOA2632 


2038 


seoa2704n 


2098 


SEOA2790n 


SEOA2633 


2039 


seoa2705m 


2099 


SEOA2792 


SEOA2635 


2040 


SEOA2707 


2100 


SEOA2793 
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2101 


SEOA2794 


2161 


SEOA2866 


2221 


SEOA2941a 


2281 


SEOA3016a 


2341 


SEOA3106a 


2102 


SEOA2795n 


2162 


SEOA2867 


2222 


SEOA2942a 


2282 


SEOA3017a 


2342 


SEOA3108a 


2103 


SEOA2796n 


2163 


SEOA2868 


2223 


SEOA2943a 


2283 


SEOA3018a 


2343 


SEOA3109a 


2104 


SEOA2797 


2164 


seoa2869m 


2224 


SEOA2944a 


2284 


SEOA3019a 


2344 


SEOA3110a 


2105 


SEOA2799 


2165 


SEOA2870 


2225 


SEOA2945a 


2285 


SEOA3020a 


2345 


SE0A3111a 


2106 


SEOA2800 


2166 


SEOA2871 


2226 


SEOA2946a 


2286 


SEOA3021a 


2346 


seoa3116an 


2107 


SEOA2801 


2167 


SEOA2872 


2227 


SEOA2949a 


2287 


SEOA3023a 


2347 


SEOA3117a 


2108 


SEOA2802 


2168 


SEOA2874 


2228 


SEOA2952a 


2288 


SEOA3026a 


2348 


SEOA3118a 


2109 


SEOA2803 


2169 


SEOA2875 


2229 


SEOA2954a 


2289 


SEOA3027a 


2349 


SEOA3121a 


2110 


SEOA2804 


2170 


SEOA2876 


2230 


SEOA2955a 


2290 


SEOA3028a 


2350 


SEOA3122a 


2111 


SEOA2805 


2171 


SEOA2877 


2231 


SEOA2956a 


2291 


SEOA3029a 


2351 


SEOA3124a 


2112 


SEOA2806 


2172 


SEOA2879 


2232 


SEOA2957a 


2292 


SEOA3031a 


2352 


SEOA3125a 


2113 


seoa2807 


2173 


SEOA2882 


2233 


SEOA2958a 


2293 


SEOA3032a 


2353 


SEOA3126a 


2114 


seoa2809m 


2174 


SEOA2883n 


2234 


SEOA2959a 


2294 


SEOA3033a 


2354 


SEOA3127a 


2115 


seoa2811 


2175 


SEOA2884n 


2235 


SEOA2961a 


2295 


SEOA3034a 


2355 


SEOA3128a 


2116 


seoa2812m 


2176 


SEOA2885n 


2236 


SEOA2962a 


2296 


SEOA3035a 


2356 


SEOA3129a 


2117 


SEOA2813 


2177 


SEOA2886a 


2237 


SEOA2964a 


2297 


SEOA3036a 


2357 


SEOA3130a 


2118 


SEOA2814 


2178 


SEOA2889a 


2238 


SEOA2965a 


2298 


SEOA3038a 


2358 


SEOA3131a 


2119 


SEOA2815 


2179 


seoa2891a 


2239 


SEOA2966a 


2299 


SEOA3041a 


2359 


SEOA3132a 


2120 


seoa2816n 


2180 


SEOA2892a 


2240 


SEOA2967a 


2300 


SEOA3042a 


2360 


SEOA3133a 


2121 


SEOA2817n 


2181 


SEOA2893a 


2241 


SEOA2968a 


2301 


SEOA3043a 


2361 


SEOA3134a 


2122 


SEOA2818 


2182 


SEOA2895a 


2242 


SEOA2970a 


2302 


SEOA3048a 


2362 


SEOA3135a 


2123 


SEOA2819 


2183 


SEOA2896a 


2243 


SEOA2971a 


2303 


SEOA3049a 


2363 


seoa3137ni 


2124 


seoa2820n 


2184 


seoa2898a 


2244 


SEOA2972a 


2304 


seoa3051a 


2364 


SEOA3138 


2125 


SEOA2822 


2185 


SEOA2899a 


2245 


SEOA2974a 


2305 


SEOA3052a 


2365 


SEOA3139 


2126 


SEOA2823 


2186 


SEOA2900a 


2246 


SEOA2975a 


2306 


SEOA3053a 


2366 


SEOA3140 


2127 


SEOA2824 


2187 


SEOA2901a 


2247 


SEOA2977a 


2307 


seoa3055a 


2367 


seoa3143n 


2128 


SEOA2825n 


2188 


SEOA2903a 


2248 


SEOA2978a 


2308 


SEOA3057a 


2368 


SEOA3144 


2129 


seoa2826 


2189 


SEOA2904a 


2249 


SEOA2979a 


2309 


SEOA3062a 


2369 


seoa3145m 


2130 


SEOA2827 


2190 


SEOA2905a 


2250 


SEOA2981a 


2310 


SEOA3063a 


2370 


seoa3146m 


2131 


SEOA2828 


2191 


SEOA2906a 


2251 


SEOA2982a 


2311 


SEOA3064a 


2371 


SEOA3147 


2132 


SEOA2829 


2192 


SEOA2907a 


2252 


SEOA2983a 


2312 


SEOA3065a 


2372 


SEOA3149 


2133 


SEOA2830 


2193 


SEOA2908a 


2253 


SEOA2984a 


2313 


SEOA3067a 


2373 


seoa3150m 


2134 


SEOA2831n 


2194 


SEOA2909a 


2254 


SEOA2985a 


2314 


SEOA3069a 


2374 


seoa3152m 


2135 


SEOA2832 


2195 


SEOA2910a 


2255 


SEOA2986a 


2315 


SEOA3070a 


2375 


seoa3153m 


2136 


SEOA2833n 


2196 


SEOA2911a 


2256 


SEOA2987a 


2316 


SEOA3074a 


2376 


seoa3156mn 


2137 


SEOA2837 


2197 


SEOA2912a 


2257 


SEOA2989a 


2317 


SEOA3075a 


2377 


seoa3157m 


2138 


SEOA2838 


2198 


SEOA2913a 


2258 


SEOA2990a 


2318 


seoa3076a 


2378 


seoa3162m 


2139 


SEOA2839 
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SEOA4032a 


jt,..,g 


3022 


SEOA4034a 


i» 


3023 


SEOA4035a 


s as 


3024 


SEOA4036a 




3025 


SEOA4037a 




3026 


SEOA4038a 


M 


3027 


SEOA4040a 




3028 


SEOA4041a 


.si 


3029 


SEOA4043a 




3030 


SEOA4044a 




3031 


SEOA4048a 


In 


3032 


SEOA4052a 


IB 


3033 


SEOA4053a 


3034 


SEOA4055 




3035 


SEOA4056 




3036 


seoa4057 




3037 


seoa4058n 




3038 


SEOA4061 




3039 


SEOA4062 




3040 


SEOA4063 




3041 


SEOA4066 




3042 


seoa4068 




3043 


SEOA4070 




3044 


SEOA4072 




3045 


SEOA4075 




3046 


SEOA4076 




3047 


SEOA4077 




3048 


SEOA4078 




3049 


seoa4079 




3050 


SEOA4081 




3051 


SEOA4082 




3052 


SEOA4083 




3053 


SEOA4084 




3054 


SEOA4085 




3055 


SEOA4086 




3056 


SEOA4087 




3057 


SEOA4088 




3058 


SEOA4092 




3059 


SEOA4094 




3060 


SEOA4095 



3061 


SEOA4098a 


3121 


SEOA4183a 


3062 


SEOA4099a 


3122 


SEOA4184a 


3063 


seoa4100a 


3123 


SEOA4185a 


3064 


SEOA4101a 


3124 


SEOA4186a 


3065 


seoa4102an 


3125 


SEOA4187a 


3066 


SEOA4106a 


3126 


SEOA4188a 


3067 


SEOA4107a 


3127 


SEOA4189a 


3068 


SEOA4108a 


3128 


SEOA4190a 


3069 


SEOA4109a 


3129 


SEOA4193a 


3070 


SEOA4110a 


3130 


SEOA4194a 


3071 


SE0A4111a 


3131 


SEOA4197a 


3072 


SEOA4112a 


3132 


SEOA4198a 


3073 


SEOA4115a 


3133 


SEOA4199a 


3074 


SEOA4116a 


3134 


SEOA4200a 


3075 


SEOA4119a 


3135 


SEOA4201a 


3076 


SEOA4120a 


3136 


SEOA4202a 


3077 


SEOA4121a 


3137 


SEOA4204a 


3078 


seoa4122a 


3138 


SEOA4205a 


3079 


seoa4123an 


3139 


SEOA4206a 


3080 


SEOA4125a 


3140 


SEOA4207a 


3081 


SEOA4127a 


3141 


SEOA4208a 


3082 


SEOA4128a 


3142 


SEOA4210a 


3083 


SEOA4129a 


3143 


seoa4211a 


3084 


SEOA4131a 


3144 


SEOA4213a 


3085 


SEOA4132a 


3145 


SEOA4214a 


3086 


SEOA4133a 


3146 


SEOA4215a 


3087 


SEOA4135a 


3147 


SEOA4217a 


3088 


SEOA4137a 


3148 


SEOA4218a 


3089 


SEOA4139a 


3149 


SEOA4221a 


3090 


SEOA4140a 


3150 


SEOA4223a 


3091 


SEOA4141a 


3151 


SEOA4224a 


3092 


SEOA4142a 


3152 


SEOA4225a 


3093 


SEOA4144a 


3153 


SEOA4229a 


3094 


SEOA4146a 


3154 


SEOA4230a 


3095 


SEOA4147a 


3155 


SEOA4231a 


3096 


SEOA4148a 


3156 


seoa4232a 


3097 


seoa4149an 


3157 


SEOA4234a 


3098 


SEOA4151a 


3158 


SEOA4239a 


3099 


SEOA4152a 


3159 


SEOA4241a 


3100 


SEOA4154a 


3160 


SEOA4242a 


3101 


SEOA4155a 


3161 


SEOA4245a 


3102 


SEOA4156a 


3162 


SEOA4246a 


3103 


SEOA4157a 


3163 


SEOA4247a 


3104 


SEOA4158a 


3164 


SEOA4248a 


3105 


SEOA4159a 


3165 


SEOA4250a 


3106 


SEOA4160a 


3166 


SEOA4253a 


3107 


SEOA4163a 


3167 


SEOA4255a 


3108 


SEOA4164a 


3168 


SEOA4257a 


3109 


SEOA4165a 


3169 


SEOA4258a 


3110 


SEOA4167a 


3170 


seoa4261a 


3111 


SEOA4169a 


3171 


SEOA4262a 


3112 


SEOA4170a 


3172 


SEOA4263a 


3113 


SEOA4171a 


3173 


SEOA4264a 


3114 


SEOA4172a 


3174 


SEOA4265a 


3115 


SEOA4173a 


3175 


SEOA4266a 


3116 


SEOA4174a 


3176 


SEOA4271a 


3117 


SEOA4175a 


3177 


SEOA4274a 


3118 


SEOA4177a 


3178 


SEOA4277a 


3119 


SEOA4178a 


3179 


SEOA4278a 


3120 


SEOA4181a 


3180 


SEOA4280a 



3181 


SEOA4281a 


3241 


SEOA4370a 


3182 


SEOA4282a 


3242 


SEOA4371a 


3183 


SEOA4284a 


3243 


SEOA4373a 


3184 


SEOA4288a 


3244 


SEOA4376a 


3185 


SEOA4289a 


3245 


SEOA4377a 


3186 


SEOA4291a 


3246 


SEOA4378a 


3187 


SEOA4292a 


3247 


SEOA4379a 


3188 


SEOA4293a 


3248 


SEOA4380a 


3189 


SEOA4294a 


3249 


SEOA4381a 


3190 


SEOA4296a 


3250 


SEOA4382a 


3191 


SEOA4298a 


3251 


seoa4383a 


3192 


SEOA4299a 


3252 


SEOA4384a 


3193 


seoa4300a 


3253 


SEOA4385a 


3194 


SEOA4301a 


3254 


SEOA4386a 


3195 


SEOA4302a 


3255 


SEOA4387a 


3196 


SEOA4303a 


3256 


seoa4388a 


3197 


SEOA4305a 


3257 


SEOA4390a 


3198 


SEOA4306a 


3258 


SEOA4391a 


3199 


seoa4309a 


3259 


SEOA4392a 


3200 


SEOA4310a 


3260 


SEOA4394a 


3201 


SEOA4311a 


3261 


SEOA4395a 


3202 


SEOA4312a 


3262 


SEOA4396a 


3203 


SEOA4314a 


3263 


SEOA4397a 


3204 


SEOA4315a 


3264 


SEOA4398a 


3205 


SEOA4316a 


3265 


SEOA4400a 


3206 


SEOA4317a 


3266 


SEOA4402a 


3207 


SEOA4319a 


3267 


SEOA4403a 


3208 


SEOA4320a 


3268 


SEOA4404a 


3209 


SEOA4322a 


3269 


SEOA4405a 


3210 


SEOA4323a 


3270 


SEOA4406a 


3211 


SEOA4324a 


3271 


SEOA4408a 


3212 


SEOA4325a 


3272 


SEOA4409a 


3213 


SEOA4327a 


3273 


SEOA4410a 


3214 


SEOA4329a 


3274 


SEOA4411a 


3215 


SEOA4330a 


3275 


SEOA4412a 


3216 


SEOA4332a 


3276 


SEOA4413a 


3217 


SEOA4333 


3277 


SEOA4414a 


3218 


SEOA4335a 


3278 


SEOA4416a 


3219 


SEOA4336a 


3279 


SEOA4418a 


3220 


seoa4337an 


3280 


SEOA4420a 


3221 


SEOA4338a 


3281 


SEOA4421a 


3222 


SEOA4341a 


3282 


SEOA4422a 


3223 


SEOA4342a 


3283 


SEOA4423a 


3224 


SEOA4343a 


3284 


SEOA4424a 


3225 


SEOA4346a 


3285 


SEOA4425a 


3226 


SEOA4347a 


3286 


seoa4427a 


3227 


SEOA4348a 


3287 


SEOA4428a 


3228 


SEOA4350a 


3288 


SEOA4429a 


3229 


SEOA4352a 


3289 


SEOA4430a 


3230 


SEOA4354a 


3290 


SEOA4431a 


3231 


SEOA4355a 


3291 


SEOA4436a 


3232 


SEOA4356a 


3292 


SEOA4437a 


3233 


SEOA4358a 


3293 


SEOA4440 


3234 


SEOA4359a 


3294 


SEOA4443a 


3235 


SEOA4360a 


3295 


SEOA4444a 


3236 


SEOA4363a 


3296 


seoa4445a 


3237 


SEOA4366a 


3297 


SEOA4446a 


3238 


seoa4367an 


3298 


seoa4447a 


3239 


SEOA4368a 


3299 


SEOA4448a 


3240 


SEOA4369a 


3300 


SEOA4449a 
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3301 


SEOA4450a 


3361 


SEOA4535 


3421 


SEOA4612a 


3481 


SEOA4694a 


3541 


SEOA4767a 


3302 


SEOA4451a 


3362 


SEOA4536 


3422 


SEOA4613a 


3482 


SEOA4695a 


3542 


SEOA4768a 


3303 


SEOA4452a 


3363 


SEOA4537 


3423 


SEOA4614a 


3483 


SEOA4696a 


3543 


SEOA4769a 


3304 


SEOA4453a 


3364 


SEOA4538 


3424 


SEOA4616a 


3484 


SEOA4697a 


3544 


SEOA4770a 


3305 


SEOA4455a 


3365 


SEOA4539 


3425 


SEOA4617a 


3485 


SEOA4698a 


3545 


SEOA4771a 


3306 


SEOA4457a 


3366 


SEOA4540 


3426 


SEOA4618a 


3486 


SEOA4699a 


3546 


SEOA4772a 


3307 


SEOA4458a 


3367 


SEOA4541 


3427 


SEOA4619a 


3487 


seoa4700a 


3547 


SEOA4773a 


3308 


SEOA4460a 


3368 


SEOA4542 


3428 


SEOA4620a 


3488 


SEOA4703a 


3548 


SEOA4775a 


3309 


SEOA4461a 


3369 


SEOA4543 


3429 


SEOA4623a 


3489 


seoa4704 


3549 


SEOA4778a 


3310 


SEOA4462a 


3370 


SEOA4544 


3430 


SEOA4625a 


3490 


seoa4705an 


3550 


SEOA4780a 


3311 


SEOA4463a 


3371 


SEOA4545 


3431 


SEOA4626a 


3491 


SEOA4706a 


3551 


SEOA4781a 


3312 


SEOA4464a 


3372 


SEOA4546 


3432 


SEOA4628a 


3492 


SEOA4707a 


3552 


SEOA4783a 


3313 


SEOA4467a 


3373 


SEOA4548 


3433 


SEOA4630a 


3493 


SEOA4708a 


3553 


SEOA4784a 


3314 


SEOA4469a 


3374 


SEOA4549 


3434 


SEOA4631a 


3494 


SEOA4709a 


3554 


SEOA4785a 


3315 


SEOA4473a 


3375 


SEOA4550 


3435 


seoa4632a 


3495 


SEOA4710a 


3555 


SEOA4786a 


3316 


SEOA4475a 


3376 


SEOA4554 


3436 


SEOA4634a 


3496 


seoa4711an 


3556 


SEOA4787a 


3317 


SEOA4476a 


3377 


SEOA4555 


3437 


SEOA4635a 


3497 


seoa471 2a 


3557 


SEOA4789a 


3318 


SEOA4477a 


3378 


SEOA4557 


3438 


SEOA4636a 


3498 


SEOA4713a 


3558 


SEOA4790a 


3319 


SEOA4478a 


3379 


SEOA4558 


3439 


SEOA4637a 


3499 


SEOA4714a 


3559 


SEOA4791a 


3320 


SEOA4479a 


3380 


SEOA4559 


3440 


SEOA4639a 


3500 


SEOA4715a 


3560 


SEOA4792a 


3321 


SEOA4481 


3381 


SEOA4560 


3441 


SEOA4640a 


3501 


SEOA4716a 


3561 


SEOA4794a 


3322 


SEOA4482 


3382 


SEOA4561 


3442 


SEOA4641a 


3502 


SEOA4717a 


3562 


SEOA4795a 


3323 


SEOA4484 


3383 


SEOA4562 


3443 


SEOA4642a 


3503 


SEOA4718a 


3563 


SEOA4796a 


3324 


SEOA4485 


3384 


SEOA4563 


3444 


SEOA4643a 


3504 


SEOA4719a 


3564 


SEOA4798a 


3325 


SEOA4487 


3385 


SEOA4564 


3445 


seoa4644an 


3505 


SEOA4720a 


3565 


SEOA4799a 


3326 


SEOA4489 


3386 


SEOA4569 


3446 


SEOA4645a 


3506 


SEOA4721a 


3566 


SEOA4802a 


3327 


SEOA4490 


3387 


SEOA4570 


3447 


SEOA4646a 


3507 


SEOA4722a 


3567 


SEOA4803a 


3328 


SEOA4491 


3388 


SEOA4571 


3448 


SEOA4647a 


3508 


SEOA4723a 


3568 


SEOA4804a 


3329 


SEOA4492 


3389 


SEOA4573 


3449 


SEOA4649a 


3509 


SEOA4724a 


3569 


SEOA4805a 


3330 


SEOA4494 


3390 


SEOA4574 


3450 


SEOA4651a 


3510 


seoa4726a 


3570 


SEOA4806a 


3331 


SEOA4495 


3391 


SEOA4575 


3451 


SEOA4653a 


3511 


SEOA4727a 


3571 


SEOA4808a 


3332 


SEOA4496 


3392 


SEOA4576 


3452 


SEOA4655a 


3512 


SEOA4728a 


3572 


SEOA4809a 


3333 


SEOA4497 


3393 


SEOA4577 


3453 


seoa4656a 


3513 


SEOA4730a 


3573 


SEOM810a 


3334 


SEOA4498 


3394 


SEOA4578 


3454 


SEOA4657a 


3514 


SEOA4731a 


3574 


SEOA4811a 


3335 


SEOA4499 


3395 


SEOA4579 


3455 


SEOA4658a 


3515 


seoa4732an 


3575 


SEOA4812a 


3336 


SEOA4501 


3396 


SEOA4580 


3456 


SEOA4660a 


3516 


SEOA4734a 


3576 


SEOA4813a 


3337 


SEOA4502 


3397 


SEOA4581 


3457 


SEOA4662a 


3517 


SEOA4736a 


3577 


SEOA4814a 


3338 


SEOA4504 


3398 


SEOA4582 


3458 


SEOA4663a 


3518 


SEOA4737a 


3578 


SEOA4815a 


3339 


SEOA4505 


3399 


SEOA4583 


3459 


SEOA4665a 


3519 


SEOA4739a 


3579 


SEOA4816a 


3340 


SEOA4506 


3400 


SEOA4584 


3460 


SEOA4667a 


3520 


SEOA4740a 


3580 


SEOA4818a 


3341 


SEOA4507 


3401 


SEOA4585 


3461 


SEOA4669a 


3521 


SEOA4741a 


3581 


SEOA4819a 


3342 


SEOA4508 


3402 


SEOA4586 


3462 


SEOA4670a 


3522 


SEOA4742a 


3582 


SEOA4820a 


3343 


SEOA4510 


3403 


SEOA4587 


3463 


SEOA4671a 


3523 


SEOA4743a 


3583 


SEOA4821a 


3344 


SEOA4511 


3404 


SEOA4588 


3464 


SEOA4673a 


3524 


SEOA4744a 


3584 


SEOA4822a 


3345 


SEOA4513 


3405 


SEOA4590 


3465 


SEOA4674a 


3525 


SEOA4745a 


3585 


SEOA4824a 


3346 


SEOA4515 


3406 


SEOA4591 


3466 


SEOA4675a 


3526 


SEOA4746a 


3586 


SEOA4825a 


3347 


SEOA4516 


3407 


SEOA4594 


3467 


SEOA4678a 


3527 


SEOA4747a 


3587 


SEOA4826a 


3348 


SEOA4517 


3408 


SEOA4595 


3468 


SEOA4681a 


3528 


SEOA4748a 


3588 


SEOA4827a 


3349 


SEOA4518 


3409 


SEOA4598 


3469 


SEOA4682a 


3529 


SEOA4751a 


3589 


SEOA4828a 


3350 


SEOA4519 


3410 


SEOA4599 


3470 


SEOA4683a 


3530 


SEOA4752a 


3590 


SEOA4829a 


3351 


SEOA4521 


3411 


SEOA4600a 


3471 


SEOA4684a 


3531 


SEOA4753a 


3591 


SEOA4830a 


3352 


SEOA4522 


3412 


SEOA4601a 


3472 


SEOA4685a 


3532 


SEOA4754a 


3592 


SEOA4831a 


3353 


SEOA4523 


3413 


SEOA4602a 


3473 


SEOA4686a 


3533 


SEOA4755a 


3593 


SEOA4834a 


3354 


SEOA4524 


3414 


SEOA4603a 


3474 


SEOA4687a 


3534 


SEOA4756a 


3594 


SEOA4836a 


3355 


seoa4526 


3415 


SEOA4605a 


3475 


SEOA4688a 


3535 


SEOA4758a 


3595 


SEOA4837a 


3356 


SEOA4529 


3416 


SEOA4606a 


3476 


SEOA4689a 


3536 


SEOA4759a 


3596 


SEOA4838a 


3357 


SEOA4530 


3417 


SEOA4607a 


3477 


SEOA4690a 


3537 


SEOA4760a 


3597 


SEOA4839a 


3358 


SEOA4531 


3418 


SEOA4608a 


3478 


SEOA4691a 


3538 


SEOA4764a 


3598 


SEOA4840a 


3359 


SEOA4532 


3419 


SEOA4610a 


3479 


SEOA4692a 


3539 


SEOA4765a 


3599 


SEOA4846a 


3360 


SEOA4534 


3420 


SEOA4611a 


3480 


seoa4693a 


3540 


SEOA4766a 


3600 


SEOA4847a 
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3601 


SEOA4848a 




3602 


SEOA4849a 




3603 


SEOA4850a 




3604 


SEOA4852a 




3605 


SEOA4853a 




3606 


SEOA4854a 




3607 


SEOA4855a 




3608 


SEOA4857a 




3609 


SEOA4858a 




3610 


SEOA4859a 




3611 


SEOA4860a 




3612 


SEOA4862a 




3613 


SEOA4863a 




3614 


SEOA4865a 




3615 


SEOA4866a 




3616 


SEOA4867a 




3617 


SEOA4868a 




3618 


SEOA4869a 




3619 


SEOA4870a 




3620 


SEOA4871a 




3621 


SEOA4872a 


%'Ssr 


3622 


SEOA4873a 


is 


3623 


seoa4875a 


m 


3624 


SEOA4876a 




3625 


SEOA4877a 




3626 


SEOA4878a 




3627 


SEOA4879a 




3628 


SEOA4880a 




3629 


SEOA4881a 


m ■ 


3630 


SEOA4883a 


3631 


SEOA4885a 




3632 


SEOA4886a 


ifi 


3633 


SEOA4887a 




3634 


SEOA4890a 




3635 


seoa4891a 




3636 


seoa4892a 




3637 


seoa4893a 




3638 


seoa4894a 




3639 


seoa4895a 




3640 


seoa4896a 




3641 


seoa4899a 




3642 


seoa4901a 




3643 


seoa4903a 




3644 


seoa4905a 




3645 


seoa4906a 




3646 


seoa4909a 




3647 


seoa4910a 




3648 


seoa491 1 a 




3649 


seoa4914a 




3650 


seoa4915a 




3651 


seoa4916a 




3652 


seoa4917a 




3653 


seoa4919a 




3654 


seoa4920a 




3655 


seoa4922a 




3656 


seoa4923a 




3657 


seoa4924a 




3658 


seoa4925a 




3659 


seoa4926a 




3660 


seoa4927a 



3661 


seoa4929a 


3721 


SEOA5033a 


3662 


seoa4930a 


3722 


SEOA5034a 


3663 


seoa4931a 


3723 


SEOA5035a 


3664 


seoa4932a 


3724 


SEOA5036a 


3665 


seoa4933a 


3725 


SEOA5037a 


3666 


seoa4934a 


3726 


SEOA5038a 


3667 


seoa4938a 


3727 


seoa5043an 


3668 


seoa4939a 


3728 


SEOA5046a 


3669 


seoa4940a 


3729 


SEOA5047a 


3670 


seoa4941a 


3730 


SEOA5048a 


3671 


seoa4942a 


3731 


SEOA5051a 


3672 


seoa4943a 


3732 


SEOA5052a 


3673 


seoa4945a 


3733 


SEOA5055a 


3674 


seoa4946a 


3734 


SEOA5056a 


3675 


seoa4948a 


3735 


SEOA5057a 


3676 


seoa4949a 


3736 


seoa5058an 


3677 


seoa4950a 


3737 


SEOA5059a 


3678 


seoa4952a 


3738 


seoa5060an 


3679 


seoa4953a 


3739 


SEOA5061a 


3680 


seoa4954a 


3740 


SEOA5062a 


3681 


seoa4955a 


3741 


SEOA5063a 


3682 


seoa4956a 


3742 


SEOA5065a 


3683 


seoa4957a 


3743 


SEOA5067a 


3684 


seoa4958a 


3744 


SEOA5068a 


3685 


seoa4959a 


3745 


SEOA5069a 


3686 


seoa4961a 


3746 


SEOA5070a 


3687 


seoa4962a 


3747 


SEOA5074a 


3688 


seoa4963a 


3748 


SEOA5076a 


3689 


seoa4964a 


3749 


SEOA5077a 


3690 


seoa4966a 


3750 


SEOA5078a 


3691 


seoa4969a 


3751 


SEOA5079a 


3692 


seoa4970a 


3752 


SEOA5081a 


3693 


seoa4971a 


3753 


SEOA5082a 


3694 


seoa4973a 


3754 


SEOA5083a 


3695 


seoa4974a 


3755 


SEOA5084a 


3696 


seoa4977a 


3756 


seoa5085a 


3697 


seoa4978a 


3757 


SEOA5086a 


3698 


seoa4980a 


3758 


SEOA5087a 


3699 


seoa4981a 


3759 


SEOA5088a 


3700 


seoa4985a 


3760 


SEOA5089a 


3701 


seoa4986a 


3761 


SEOA5090a 


3702 


seoa4987a 


3762 


SEOA5091a 


3703 


seoa4988a 


3763 


SEOA5093a 


3704 


seoa4989a 


3764 


SEOA5094a 


3705 


seoa4993a 


3765 


SEOA5095a 


3706 


seoa4996a 


3766 


SEOA5096a 


3707 


seoa4997a 


3767 


SEOA5098a 


3708 


seoa4998a 


3768 


SEOA5099a 


3709 


SEOA5004a 


3769 


SEOA5101a 


3710 


SEOA5005a 


3770 


seoa5103a 


3711 


SEOA5009a 


3771 


SEOA5104a 


3712 


SEOA5010a 


3772 


SEOA5105a 


3713 


SEOA5011a 


3773 


SEOA5106a 


3714 


SEOA5012a 


3774 


SEOA5107a 


3715 


SEOA5017a 


3775 


SEOA5109a 


3716 


SEOA5025a 


3776 


SEOA5110a 


3717 


SEOA5026a 


3777 


SE0A5111a 


3718 


SEOA5028a 


3778 


SEOA5112a 


3719 


SEOA5029a 


3779 


SEOA5113a 


3720 


SEOA5030a 


3780 


SEOA5114a 



3781 


SEOA5115a 


3841 


SEOA5225a 


3782 


SEOA5116a 


3842 


SEOA5226a 


3783 


SEOA5117a 


3843 


seoa5227a 


3784 


SEOA5118a 


3844 


SEOA5228a 


3785 


SEOA5119a 


3845 


SEOA5229a 


3786 


SEOA5121a 


3846 


SEOA5231a 


3787 


SEOA5125a 


3847 


SEOA5232a 


3788 


SEOA5126a 


3848 


SEOA5234a 


3789 


SEOA5127a 


3849 


SEOA5235a 


3790 


SEOA5128a 


3850 


SEOA5239a 


3791 


SEOA5129a 


3851 


SEOA5242a 


3792 


SEOA5131a 


3852 


SEOA5244a 


3793 


SEOA5133a 


3853 


SEOA5245a 


3794 


SEOA5135a 


3854 


SEOA5246a 


3795 


SEOA5136a 


3855 


SEOA5247a 


3796 


SEOA5137a 


3856 


SEOA5248a 


3797 


SEOA5138a 


3857 


SEOA5249a 


3798 


SEOA5139a 


3858 


SEOA5250a 


3799 


SEOA5140a 


3859 


SEOA5251a 


3800 


SEOA5141a 


3860 


SEOA5253a 


3801 


SEOA5142a 


3861 


SEOA5254a 


3802 


SEOA5143a 


3862 


SEOA5255a 


3803 


SEOA5144a 


3863 


SEOA5258a 


3804 


SEOA5145a 


3864 


SEOA5264a 


3805 


SEOA5146a 


3865 


SEOA5265a 


3806 


SEOA5147a 


3866 


SEOA5267a 


3807 


SEOA5148a 


3867 


SEOA5269a 


3808 


SEOA5149a 


3868 


SEOA5270a 


3809 


SEOA5151a 


3869 


SEOA5272a 


3810 


SEOA5153a 


3870 


SEOA5273a 


3811 


SEOA5154a 


3871 


SEOA5274a 


3812 


SEOA5155a 


3872 


SEOA5275a 


3813 


SEOA5156a 


3873 


SEOA5276a 


3814 


SEOA5157a 


3874 


seoa5277a 


3815 


SEOA5158a 


3875 


SEOA5278a 


3816 


SEOA5162a 


3876 


SEOA5279a 


3817 


SEOA5163a 


3877 


SEOA5280a 


3818 


SEOA5164a 


3878 


SEOA5281a 


3819 


SEOA5165a 


3879 


SEOA5282a 


3820 


SEOA5166a 


3880 


SEOA5284a 


3821 


SEOA5167a 


3881 


SEOA5285a 


3822 


SEOA5170a 


3882 


seoa5286a 


3823 


SEOA5173a 


3883 


SEOA5289a 


3824 


SEOA5174a 


3884 


SEOA5290a 


3825 


SEOA5176a 


3885 


SEOA5291a 


3826 


SEOA5196a 


3886 


SEOA5292a 


3827 


SEOA5201a 


3887 


SEOA5293a 


3828 


SEOA5202a 


3888 


SEOA5294a 


3829 


SEOA5203a 


3889 


SEOA5296a 


3830 


SEOA5204a 


3890 


SEOA5297a 


3831 


SEOA5209a 


3891 


SEOA5298a 


3832 


SEOA5210 


3892 


SEOA5299a 


3833 


SEOA5211a 


3893 


SEOA5300a 


3834 


SEOA5212a 


3894 


SEOA5302a 


3835 


SEOA5214a 


3895 


SEOA5303a 


3836 


SEOA5217a 


3896 


SEOA5304a 


3837 


SEOA5218a 


3897 


SEOA5309a 


3838 


SEOA5220a 


3898 


SEOA5310a 


3839 


seoa5223a 


3899 


SEOA5311a 


3840 


SEOA5224a 


3900 


SEOA5312a 
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3901 


SEOA5313a 


3961 


SEOA5393 


4021 


SEOA5471a 


4081 


SEOA5539a 


4141 


SEOA5614a 


3902 


SEOA5314a 


3962 


SEOA5394 


4022 


SEOA5472a 


4082 


SEOA5540a 


4142 


SEOA5615a 


3903 


SEOA5315a 


3963 


seoa5395n 


4023 


SEOA5473a 


4083 


SEOA5541a 


4143 


SEOA5616a 


3904 


SEOA5316a 


3964 


SEOA5396 


4024 


SEOA5474a 


4084 


seoa5543an 


4144 


SEOA5617a 


3905 


SEOA5317a 


3965 


SEOA5397 


4025 


seoa5475a 


4085 


SEOA5544a 


4145 


SEOA5620a 


3906 


SEOA5318a 


3966 


SEOA5398 


4026 


SEOA5476a 


4086 


SEOA5545a 


4146 


SEOA5621a 


3907 


SEOA5319a 


3967 


SEOA5399 


4027 


SEOA5477a 


4087 


SEOA5546a 


4147 


SEOA5622a 


3908 


seoa5320an 


3968 


SEOA5401 


4028 


SEOA5478a 


4088 


SEOA5547a 


4148 


SEOA5623a 


3909 


SEOA5323a 


3969 


SEOA5403 


4029 


SEOA5479a 


4089 


SEOA5548a 


4149 


SEOA5624a 


3910 


SEOA5324a 


3970 


SEOA5404 


4030 


SEOA5481a 


4090 


SEOA5549a 


4150 


SEOA5626a 


3911 


SEOA5325a 


3971 


SEOA5405 


4031 


SEOA5483a 


4091 


SEOA5550a 


4151 


SEOA5627a 


3912 


SEOA5327a 


3972 


SEOA5407 


4032 


SEOA5485a 


4092 


SEOA5551a 


4152 


SEOA5628a 


3913 


SEOA5328a 


3973 


SEOA5408 


4033 


SEOA5486a 


4093 


SEOA5552a 


4153 


SEOA5630a 


3914 


SEOA5329a 


3974 


SEOA5409 


4034 


SEOA5488a 


4094 


SEOA5553a 


4154 


SEOA5634a 


3915 


SEOA5330a 


3975 


SEOA5410 


4035 


SEOA5489a 


4095 


SEOA5554a 


4155 


SEOA5635a 


3916 


SEOA5331a 


3976 


SEOA5411 


4036 


SEOA5490a 


4096 


SEOA5555a 


4156 


SEOA5636a 


3917 


SEOA5333a 


3977 


SEOA5412 


4037 


SEOA5491a 


4097 


SEOA5556a 


4157 


SEOA5637a 


3918 


seoa5335a 


3978 


SEOA5413 


4038 


SEOA5492a 


4098 


SEOA5557a 


4158 


SEOA5639a 


3919 


SEOA5341 


3979 


SEOA5414 


4039 


SEOA5493a 


4099 


SEOA5558a 


4159 


SEOA5640a 


3920 


SEOA5342 


3980 


SEOA5415 


4040 


SEOA5494a 


4100 


SEOA5559a 


4160 


SEOA5641a 


3921 


SEOA5343 


3981 


SEOA5416 


4041 


SEOA5497a 


4101 


SEOA5560a 


4161 


SEOA5642a 


3922 


SEOA5345 


3982 


SEOA5418 


4042 


SEOA5498a 


4102 


SEOA5563a 


4162 


SEOA5643a 


3923 


SEOA5347 


3983 


SEOA5419 


4043 


SEOA5499a 


4103 


SEOA5565a 


4163 


SEOA5644a 


3924 


seoa5348 


3984 


SEOA5420 


4044 


SEOA5500a 


4104 


SEOA5566a 


4164 


SEOA5646a 


3925 


SEOA5349 


3985 


SEOA5422 


4045 


SEOA5501a 


4105 


SEOA5567a 


4165 


SEOA5648a 


3926 


SEOA5350 


3986 


SEOA5425 


4046 


SEOA5502a 


4106 


SEOA5568a 


4166 


SEOA5649a 


3927 


SEOA5351 


3987 


SEOA5426 


4047 


SEOA5503a 


4107 


SEOA5569a 


4167 


SEOA5651a 


3928 


SEOA5352 


3988 


SEOA5428 


4048 


seoa5504an 


4108 


SEOA5572a 


4168 


SEOA5652a 


3929 


SEOA5353 


3989 


SEOA5429 


4049 


SEOA5505a 


4109 


SEOA5573a 


4169 


SEOA5653a 


3930 


SEOA5354 


3990 


SEOA5432 


4050 


SEOA5506a 


4110 


SEOA5574a 


4170 


SEOA5654a 


3931 


SEOA5355 


3991 


SEOA5433 


4051 


SEOA5507a 


4111 


SEOA5575a 


4171 


SEOA5655a 


3932 


SEOA5356 


3992 


SEOA5436 


4052 


seoa5508a 


4112 


SEOA5576a 


4172 


SEOA5656a 


3933 


SEOA5357 


3993 


SEOA5437 


4053 


SEOA5509a 


4113 


SEOA5577a 


4173 


SEOA5657a 


3934 


SEOA5358 


3994 


SEOA5438 


4054 


SEOA5510a 


4114 


SEOA5578a 


4174 


SEOA5658a 


3935 


SEOA5359 


3995 


SEOA5441 


4055 


SEOA5511a 


4115 


SEOA5579a 


4175 


SEOA5659a 


3936 


SEOA5360 


3996 


SEOA5442 


4056 


SEOA5512a 


4116 


SEOA5580a 


4176 


SEOA5660a 


3937 


SEOA5363 


3997 


SEOA5443 


4057 


SEOA5513a 


4117 


SEOA5581a 


4177 


SEOA5662a 


3938 


SEOA5365 


3998 


SEOA5444 


4058 


SEOA5515a 


4118 


SEOA5582a 


4178 


SEOA5663a 


3939 


SEOA5366 


3999 


SEOA5445 


4059 


SEOA5517a 


4119 


SEOA5583a 


4179 


seoa5664a 


3940 


SEOA5367 


4000 


SEOA5446 


4060 


SEOA5518a 


4120 


SEOA5584a 


4180 


SEOA5665a 


3941 


SEOA5368 


4001 


SEOA5447 


4061 


SEOA5519a 


4121 


SEOA5585a 


4181 


SEOA5666a 


3942 


SEOA5370 


4002 


SEOA5448 


4062 


SEOA5520a 


4122 


SEOA5586a 


4182 


SEOA5667a 


3943 


SEOA5371 


4003 


SEOA5449 


4063 


SEOA5521a 


4123 


SEOA5587a 


4183 


SEOA5668a 


3944 


SEOA5372 


4004 


seoa5450 


4064 


SEOA5522a 


4124 


seoa5588a 


4184 


SEOA5669a 


3945 


SEOA5373 


4005 


SEOA5452 


4065 


SEOA5523a 


4125 


SEOA5589a 


4185 


SEOA5670a 


3946 


SEOA5374 


4006 


SEOA5453 


4066 


SEOA5524a 


4126 


SEOA5590a 


4186 


SEOA5671a 


3947 


SEOA5376 


4007 


SEOA5454 


4067 


SEOA5525a 


4127 


SEOA5591a 


4187 


SEOA5673a 


3948 


SEOA5380 


4008 


SEOA5455 


4068 


SEOA5526a 


4128 


SEOA5592a 


4188 


SEOA5674a 


3949 


SEOA5381 


4009 


SEOA5456 


4069 


SEOA5527a 


4129 


SEOA5595a 


4189 


SEOA5675a 


3950 


SEOA5382 


4010 


SEOA5458 


4070 


SEOA5528a 


4130 


SEOA5596a 


4190 


SEOA5676a 


3951 


SEOA5383 


4011 


SEOA5460 


4071 


SEOA5529a 


4131 


SEOA5597a 


4191 


SEOA5677a 


3952 


SEOA5384 


4012 


SEOA5461 


4072 


SEOA5530a 


4132 


SEOA5600a 


4192 


seoa5678a 


3953 


SEOA5385 


4013 


SEOA5462 


4073 


SEOA5531a 


4133 


SEOA5601a 


4193 


SEOA5679a 


3954 


SEOA5386 


4014 


SEOA5463a 


4074 


SEOA5532a 


4134 


seoa5603an 


4194 


SEOA5680a 


3955 


SEOA5387 


4015 


SEOA5464a 


4075 


SEOA5533a 


4135 


SEOA5604a 


4195 


seoa5681a 


3956 


SEOA5388 


4016 


SEOA5465a 


4076 


SEOA5534a 


4136 


SEOA5605a 


4196 


SEOA5682a 


3957 


SEOA5389 


4017 


SEOA5466a 


4077 


SEOA5535a 


4137 


SEOA5606a 


4197 


SEOA5683a 


3958 


SEOA5390 


4018 


SEOA5468a 


4078 


SEOA5536a 


4138 


SEOA5608a 


4198 


SEOA5684a 


3959 


SEOA5391 


4019 


SEOA5469a 


4079 


SEOA5537a 


4139 


SEOA5612a 


4199 


SEOA5685a 


3960 


SEOA5392 


4020 


SEOA5470a 


4080 


SEOA5538a 


4140 


SEOA5613a 


4200 


SEOA5687a 
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4201 


SEOA5689a 




4202 


SEOA5691a 




4203 


SEOA5694a 




4204 


SEOA5697a 




4205 


SEOA5698a 




4206 


SEOA5699a 




4207 


SEOA5700a 




4208 


SEOA5702a 




4209 


SEOA5703a 




4210 


SEOA5704a 




4211 


SEOA5705a 




4212 


SEOA5710a 




4213 


SEOA5711a 




4214 


SEOA5712a 




4215 


SEOA5713a 




4216 


SEOA5714a 




4217 


SEOA5717a 




4218 


SEOA5718a 




4219 


SEOA5720a 




4220 


SEOA5721a 




4221 


SEOA5722a 




4222 


SEOA5723a 




4223 


SEOA5724a 


in 

-iff : 


4224 


SEOA5726a 


VI 
^2 


4225 


SEOA5727a 




4226 


SEOA5728a 


1^ 


4227 


SEOA5729a 


4228 


SEOA5730a 


=J . 


4229 


SEOA5731a 


ni 


4230 


SEOA5732a 




4231 


SEOA5733a 


w 


4232 


SEOA5734a 


IS 


4233 


SEOA5735a 




4234 


SEOA5736a 




4235 


SEOA5737a 




4236 


SEOA5741a 




4237 


SEOA5742a 




4238 


SEOA5743a 




4239 


SEOA5744a 




4240 


SEOA5745a 




4241 


SEOA5746a 




4242 


SEOA5747a 




4243 


SEOA5748a 




4244 


SEOA5749a 




4245 


seoa5750a 




4246 


SEOA5752a 




4247 


SEOA5753a 




4248 


SEOA5754a 




4249 


SEOA5755a 




4250 


SEOA5756a 




4251 


seoa5757an 




4252 


SEOA5759 




4253 


SEOA5760 




4254 


SEOA5761 




4255 


SEOA5762 




4256 


SEOA5763 




4257 


seoa5764n 




4258 


SEOA5765 




4259 


SEOA5766 




4260 


SEOA5767 



4261 


SEOA5769 


4321 


SEOA5835 


4262 


SEOA5770 


4322 


SEOA5836 


4263 


seoa5771 


4323 


SEOA5837 


4264 


SEOA5772 


4324 


SEOA5838 


4265 


SEOA5773 


4325 


seoa5839 


4266 


SEOA5774 


4326 


SEOA5840 


4267 


SEOA5775 


4327 


SEOA5841 


4268 


seoa5777 


4328 


SEOA5842 


4269 


SEOA5778 


4329 


SEOA5843 


4270 


SEOA5779 


4330 


SEOA5844 


4271 


SEOA5780 


4331 


SEOA5845 


4272 


SEOA5781 


4332 


SEOA5846 


4273 


SEOA5782 


4333 


SEOA5848 


4274 


SEOA5783 


4334 


SEOA5849 


4275 


SEOA5784 


4335 


SEOA5850 


4276 


SEOA5785 


4336 


SEOA5851 


4277 


SEOA5786 


4337 


SEOA5854 


4278 


SEOA5787 


4338 


SEOA5855 


4279 


SEOA5788 


4339 


seoa5857n 


4280 


SEOA5789 


4340 


SEOA5858 


4281 


SEOA5790 


4341 


seoa5859 


4282 


SEOA5791 


4342 


SEOA5862 


4283 


SEOA5792 


4343 


SEOA5863 


4284 


SEOA5793 


4344 


SEOA5864 


4285 


seoa5794 


4345 


SEOA5865 


4286 


SEOA5795 


4346 


seoa5866 


4287 


SEOA5798 


4347 


SEOA5868 


4288 


SEOA5799 


4348 


SEOA5869 


4289 


SEOA5800 


4349 


seoa5870 


4290 


SEOA5801 


4350 


SEOA5871 


4291 


seoa5805n 


4351 


SEOA5873 


4292 


SEOA5806 


4352 


SEOA5874 


4293 


SEOA5807 


4353 


SEOA5876 


4294 


SEOA5808 


4354 


SEOA5877 


4295 


SEOA5809 


4355 


SEOA5878 


4296 


SEOA5810 


4356 


SEOA5879 


4297 


SEOA5811 


4357 


SEOA5881 


4298 


SEOA5812 


4358 


SEOA5882 


4299 


SEOA5813 


4359 


SEOA5883 


4300 


SEOA5814 


4360 


SEOA5885 


4301 


SEOA5815 


4361 


SEOA5887 


4302 


SEOA5816 


4362 


SEOA5889 


4303 


SEOA5817 


4363 


SEOA5890 


4304 


SEOA5818 


4364 


SEOA5893 


4305 


SEOA5819 


4365 


SEOA5894 


4306 


SEOA5820 


4366 


SEOA5896 


4307 


SEOA5821 


4367 


SEOA5898 


4308 


SEOA5822 


4368 


SEOA5899 


4309 


SEOA5823 


4369 


SEOA5900 


4310 


SEOA5824 


4370 


SEOA5901 


4311 


SEOA5825 


4371 


SEOA5902 


4312 


SEOA5826 


4372 


SEOA5903 


4313 


SEOA5827 


4373 


SEOA5904 


4314 


SEOA5828 


4374 


SEOA5906 


4315 


SEOA5829 


4375 


SEOA5909 


4316 


SEOA5830 


4376 


SEOA5911 


4317 


SEOA5831 


4377 


SEOA5912 


4318 


SEOA5832 


4378 


SEOA5915 


4319 


SEOA5833 


4379 


SEOA5916 


4320 


SEOA5834 


4380 


SEOA5917 



4381 


SEOA5918 


4441 


SEOA5999a 


4382 


SEOA5919 


4442 


SEOA6000a 


4383 


SEOA5920 


4443 


SEOA6001a 


4384 


SEOA5924 


4444 


SEOA6002a 


4385 


SEOA5926 


4445 


SEOA6003a 


4386 


seoa5927 


4446 


SEOA6005a 


4387 


SEOA5928 


4447 


SEOA6006a 


4388 


SEOA5929 


4448 


SEOA6007a 


4389 


SEOA5930 


4449 


SEOA6008a 


4390 


SEOA5932 


4450 


SEOA6009a 


4391 


SEOA5933 


4451 


SEOA6010a 


4392 


seoa5935 


4452 


SEOA6012a 


4393 


SEOA5937 


4453 


SEOA6013a 


4394 


SEOA5938 


4454 


SEOA6015a 


4395 


SEOA5939 


4455 


SEOA6018a 


4396 


SEOA5940 


4456 


SEOA6019a 


4397 


SEOA5942 


4457 


SEOA6020a 


4398 


SEOA5943 


4458 


SEOA6021a 


4399 


SEOA5944 


4459 


SEOA6022a 


4400 


SEOA5945 


4460 


SEOA6023a 


4401 


SEOA5946 


4461 


SEOA6024a 


4402 


SEOA5947 


4462 


SEOA6025a 


4403 


SEOA5948 


4463 


SEOA6026a 


4404 


SEOA5950 


4464 


SEOA6027a 


4405 


SEOA5953 


4465 


SEOA6028a 


4406 


SEOA5955 


4466 


SEOA6029a 


4407 


SEOA5957 


4467 


SEOA6030a 


4408 


SEOA5958 


4468 


SEOA6031a 


4409 


SEOA5959 


4469 


SEOA6032a 


4410 


SEOA5960 


4470 


SEOA6033a 


4411 


SEOA5961 


4471 


SEOA6034a 


4412 


SEOA5962 


4472 


seoa6035an 


4413 


SEOA5963 


4473 


SEOA6036a 


4414 


SEOA5964 


4474 


SEOA6037a 


4415 


SEOA5966 


4475 


SEOA6038a 


4416 


SEOA5967a 


4476 


SEOA6039a 


4417 


SEOA5969a 


4477 


SEOA6040a 


4418 


SEOA5970a 


4478 


SEOA6041a 


4419 


SEOA5971a 


4479 


SEOA6042a 


4420 


SEOA5972a 


4480 


SEOA6043a 


4421 


SEOA5973a 


4481 


SEOA6046a 


4422 


SEOA5974a 


4482 


SEOA6048a 


4423 


SEOA5976a 


4483 


SEOA6049a 


4424 


SEOA5977a 
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SEOA7167a 




5123 


SEOA6867 


5183 


seoa6938 


5243 


seoa7009 


5303 


SEOA7081a 


5363 


SEOA7168a 


m 


5124 


SEOA6868 


5184 


seoa6939 


5244 


seoa7010 


5304 


SEOA7082a 


5364 


SEOA7169a 




5125 


SEOA6869 


5185 


seoa6940 


5245 


seoa7011 


5305 


SEOA7083a 


5365 


SEOA7170a 




5126 


SEOA6871 


5186 


seoa6941 


5246 


seoa7012 


5306 


SEOA7085a 


5366 


SEOA7171a 




5127 


SEOA6872 


5187 


seoa6942 


5247 


seoa7013 


5307 


SEOA7086a 


5367 


SEOA7174a 




5128 


SEOA6873 


5188 


seoa6943 


5248 


seoa7014 


5308 


SEOA7087a 


5368 


SEOA7175a 


;U 


5129 


SEOA6875 


5189 


seoa6944 


5249 


seoa7015 


5309 


SEOA7089a 


5369 


SEOA7176a 




5130 


SEOA6876 


5190 


seoa6945 


5250 


seoa7017 


5310 


SEOA7090a 


5370 


SEOA7177a 


liJ 


5131 


SEOA6877 


5191 


seoa6946 


5251 


seoa7018 


5311 


SEOA7091a 


5371 


SEOA7178a 


m 


5132 


SEOA6878 


5192 


seoa6948 


5252 


seoa7019 


5312 


SEOA7092a 


5372 


SEOA7179a 


IB 


5133 


SEOAe879 


5193 


seoa6950 


5253 


seoa7020 


5313 


SEOA7093a 


5373 


SEOA7180a 




5134 


SEOA6881 


5194 


seoa6951 


5254 


seoa7021 


5314 


SEOA7094a 


5374 


SEOA7181a 




5135 


seoa6883 


5195 


seoa6952 


5255 


seoa7022 


5315 


SEOA7095a 


5375 


SEOA7182a 




5136 


SEOA6884 


5196 


8eoa6953 


5256 


seoa7024 


5316 


SEOA7097a 


5376 


SEOA7183a 




5137 


SEOA6885 


5197 


seoa6955 


5257 


seoa7026 


5317 


SEOA7098a 


5377 


SEOA7184a 




5138 


SEOA6886 


5198 


seoa6956 


5258 


seoa7027 


5318 


SEOA7099a 


5378 


SEOA7186a 




5139 


SEOA6887 


5199 


seoa6957 


5259 


seoa7028 


5319 


SEOA7105a 


5379 


SEOA7187a 




5140 


SEOA6888 


5200 


seoa6958 


5260 


seoa7029 


5320 


SEOA7109a 


5380 


SEOA7188a 




5141 


SEOA6889 


5201 


seoa6959 


5261 


seoa7030 


5321 


SEOA7110a 


5381 


seoa7190an 




5142 


SEOA6891 


5202 


seoa6960 


5262 


seoa7032 


5322 


SE0A7111a 


5382 


SEOA7192a 




5143 


SEOA6892 


5203 


seoa6962 


5263 


seoa7033 


5323 


SEOA7112a 


5383 


SEOA7194a 




5144 


SEOA6893 


5204 


seoa6963 


5264 


seoa7034 


5324 


SEOA7113a 


5384 


SEOA7195a 




5145 


SEOA6894 


5205 


seoa6965 


5265 


seoa7036 


5325 


SEOA7114a 


5385 


seoa7196an 




5146 


SEOA6895 


5206 


seoa6966 


5266 


seoa7038 


5326 


SEOA7115a 


5386 


seoa7197an 




5147 


SEOA6896 


5207 


seoa6968 


5267 


seoa7039 


5327 


SEOA7116a 


5387 


SEOA7198a 




5148 


seoa6897n 


5208 


seoa6969 


5268 


seoa7040 


5328 


SEOA7117a 


5388 


SEOA7199a 




5149 


SEOA6898 


5209 


seoa6971 


5269 


seoa7041 


5329 


SEOA7119a 


5389 


SEOA7200a 




5150 


SEOA6899 


5210 


seoa6972 


5270 


seoa7042 


5330 


SEOA7120a 


5390 


SEOA7201a 




5151 


SEOA6901 


5211 


seoa6974 


5271 


seoa7043 


5331 


SEOA7122a 


5391 


SEOA7203a 




5152 


SEOA6902 


5212 


seoa6975 


5272 


seoa7044 


5332 


SEOA7123a 


5392 


SEOA7204a 




5153 


SEOA6903 


5213 


seoa6976 


5273 


seoa7045 


5333 


SEOA7124a 


5393 


SEOA7205a 




5154 


SEOA6904 


5214 


seoa6977 


5274 


seoa7046 


5334 


SEOA7125a 


5394 


SEOA7206a 




5155 


SEOA6905 


5215 


seoa6978 


5275 


seoa7047 


5335 


SEOA7126a 


5395 


SEOA7210a 




5156 


SEOA6906 


5216 


seoa6979 


5276 


seoa7049 


5336 


SEOA7127a 


5396 


SEOA7211a 




5157 


SEOA6907 


5217 


seoa6980 


5277 


seoa7051 


5337 


SEOA7128a 


5397 


SEOA7212a 




5158 


SEOA6908 


5218 


seoa6981 


5278 


seoa7052 


5338 


SEOA7129a 


5398 


seoa7213an 




5159 


SEOA6909 


5219 


seoa6982 


5279 


seoa7053 


5339 


SEOA7132a 


5399 


SEOA7214a 




5160 


SEOA6910 


5220 


seoa6983 


5280 


seoa7054 


5340 


SEOA7133a 


5400 


SEOA7215a 
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5401 


SEOA7216a 


5461 


SEOA7292a 


5521 


SEOA7365a 


5581 


SEOA7440a 


5641 


SEOA7523a 


5402 


SEOA7217a 


5462 


SEOA7293a 


5522 


SEOA7366a 


5582 


SEOA7441a 


5642 


SEOA7524a 


5403 


SEOA7218a 


5463 


SEOA7294a 


5523 


SEOA7367a 


5583 


SEOA7442a 


5643 


SEOA7525a 


5404 


SEOA7219a 


5464 


SEOA7295a 


5524 


SEOA7368a 


5584 


SEOA7443a 


5644 


SEOA7526a 


5405 


SEOA7220a 


5465 


SEOA7296a 


5525 


SEOA7369a 


5585 


seoa7444an 


5645 


SEOA7527a 


5406 


SEOA7221a 


5466 


SEOA7298a 


5526 


SEOA7370a 


5586 


SEOA7446a 


5646 


SEOA7528a 


5407 


SEOA7222a 


5467 


SEOA7299a 


5527 


SEOA7371a 


5587 


SEOA7448a 


5647 


SEOA7529a 


5408 


SEOA7223a 


5468 


seoa7300an 


5528 


SEOA7372a 


5588 


SEOA7449a 


5648 


SEOA7530a 


5409 


SEOA7224a 


5469 


SEOA7301a 


5529 


SEOA7373a 


5589 


SEOA7451a 


5649 


SEOA7531a 


5410 


SEOA7225a 


5470 


SEOA7302a 


5530 


SEOA7376a 


5590 


SEOA7453a 


5650 


SEOA7532a 


5411 


SEOA7226a 


5471 


SEOA7304a 


5531 


SEOA7378a 


5591 


SEOA7455a 


5651 


SEOA7534a 


5412 


SEOA7227a 


5472 


SEOA7306a 


5532 


SEOA7379a 


5592 


SEOA7456a 


5652 


SEOA7535a 


5413 


seoa7228a 


5473 


SEOA7307a 


5533 


SEOA7380a 


5593 


SEOA7458a 


5653 


SEOA7536a 


5414 


SEOA7229a 


5474 


SEOA7308a 


5534 


SEOA7383a 


5594 


SEOA7459a 


5654 


SEOA7538a 


5415 


SEOA7231a 


5475 


SEOA7309a 


5535 


SEOA7384a 


5595 


SEOA7460a 


5655 


SEOA7539a 


5416 


SEOA7232a 


5476 


SEOA7310a 


5536 


SEOA7385a 


5596 


SEOA7461a 


5656 


SEOA7540a 


5417 


SEOA7233a 


5477 


SEOA7311a 


5537 


SEOA7386a 


5597 


SEOA7464a 


5657 


SEOA7541a 


5418 


SEOA7235a 


5478 


SEOA7313a 


5538 


SEOA7387a 


5598 


seoa7466an 


5658 


SEOA7542a 


5419 


SEOA7237a 


5479 


seoa7314a 


5539 


SEOA7389a 


5599 


SEOA7467a 


5659 


SEOA7543a 


5420 


SEOA7238a 


5480 


seoa7315a 


5540 


SEOA7390a 


5600 


SEOA7468a 


5660 


seoa7544an 


5421 


SEOA7239a 


5481 


SEOA7316a 


5541 


SEOA7391a 


5601 


SEOA7469a 


5661 


SEOA7546a 


5422 


SEOA7240a 


5482 


SEOA7317a 


5542 


SEOA7393a 


5602 


SEOA7471a 


5662 


SEOA7547a 


5423 


SEOA7241a 


5483 


seoa7318a 


5543 


SEOA7394a 


5603 


SEOA7472a 


5663 


SEOA7548a 


5424 


SEOA7243a 


5484 


SEOA7319a 


5544 


SEOA7395a 


5604 


SEOA7474a 


5664 


seoa7549an 


5425 


SEOA7244a 


5485 


SEOA7320a 


5545 


SEOA7396a 


5605 


SEOA7476a 


5665 


SEOA7550a 


5426 


SEOA7245a 


5486 


SEOA7322a 


5546 


SEOA7397a 


5606 


SEOA7477a 


5666 


SEOA7551a 


5427 


SEOA7248a 


5487 


SEOA7323a 


5547 


SEOA7398a 


5607 


SEOA7478a 


5667 


SEOA7552a 


5428 


SEOA7249a 


5488 


SEOA7324a 


5548 


SEOA7399a 


5608 


SEOA7479a 


5668 


SEOA7553a 


5429 


SEOA7250a 


5489 


SEOA7325a 


5549 


SEOA7400a 


5609 


SEOA7481a 


5669 


SEOA7555a 


5430 


SEOA7251a 


5490 


SEOA7326a 


5550 


SEOA7401a 


5610 


SEOA7482a 


5670 


SEOA7556a 


5431 


SEOA7254a 


5491 


SEOA7327a 


5551 


SEOA7403a 


5611 


SEOA7483a 


5671 


SEOA7558a 


5432 


SEOA7256a 


5492 


SEOA7328a 


5552 


SEOA7404a 


5612 


seoa7484an 


5672 


SEOA7560a 


5433 


seoa7257an 


5493 


SEOA7329a 


5553 


SEOA7405a 


5613 


SEOA7485a 


5673 


SEOA7561a 


5434 


SEOA7259a 


5494 


SEOA7330a 


5554 


SEOA7406a 


5614 


SEOA7487a 


5674 


SEOA7562a 


5435 


SEOA7260a 


5495 


SEOA7331a 


5555 


SEOA7408a 


5615 


SEOA7488a 


5675 


SEOA7563a 


5436 


SEOA7261a 


5496 


SEOA7332a 


5556 


SEOA7409a 


5616 


seoa7489an 


5676 


SEOA7564a 


5437 


seoa7263an 


5497 


SEOA7333a 


5557 


seoa7411an 


5617 


SEOA7491a 


5677 


seoa7565an 


5438 


SEOA7264a 


5498 


SEOA7334a 


5558 


SEOA7413a 


5618 


SEOA7492a 


5678 


SEOA7566a 


5439 


SEOA7265a 


5499 


SEOA7335a 


5559 


SEOA7415a 


5619 


SEOA7493a 


5679 


SEOA7568a 


5440 


SEOA7266a 


5500 


SEOA7336a 


5560 


SEOA7416a 


5620 


SEOA7495a 


5680 


SEOA7569a 


5441 


SEOA7267a 


5501 


SEOA7337a 


5561 


SEOA7417a 


5621 


SEOA7496a 


5681 


SEOA7570a 


5442 


SEOA7268a 


5502 


SEOA7338a 


5562 


SEOA7418a 


5622 


SEOA7497a 


5682 


SEOA7571a 


5443 


SEOA7270a 


5503 


SEOA7339a 


5563 


SEOA7419a 


5623 


SEOA7498a 


5683 


SEOA7573a 


5444 


SEOA7271a 


5504 


SEOA7340a 


5564 


SEOA7420a 


5624 


SEOA7500a 


5684 


SEOA7574a 


5445 


SEOA7272a 


5505 


SEOA7341a 


5565 


SEOA7421a 


5625 


SEOA7501a 


5685 


SEOA7575a 


5446 


seoa7274an 


5506 


SEOA7342a 


5566 


seoa7422a 


5626 


seoa7503an 


5686 


SEOA7577a 


5447 


SEOA7275a 


5507 


SEOA7343a 


5567 


SEOA7423a 


5627 


SEOA7504a 


5687 


SEOA7578a 


5448 


SEOA7276a 


5508 


SEOA7344a 


5568 


SEOA7424a 


5628 


SEOA7507a 


5688 


SEOA7579a 


5449 


SEOA7277a 


5509 


SEOA7345a 


5569 


SEOA7425a 


5629 


SEOA7508a- 


5689 


SEOA7580a 


5450 


SEOA7278a 


5510 


SEOA7347a 


5570 


SEOA7425a 


5630 


SEOA7509a 


5690 


SEOA7581a 


5451 


SEOA7280a 


5511 


SEOA7348a 


5571 


SEOA7427a 


5631 


SEOA7511a 


5691 


SEOA7582a 


5452 


SEOA7281a 


5512 


SEOA7352a 


5572 


SEOA7428a 


5632 


SEOA7512a 


5692 


SEOA7583a 


5453 


SEOA7282a 


5513 


SEOA7353a 


5573 


SEOA7429a 


5633 


SEOA7514a 


5693 


SEOA7584a 


5454 


SEOA7283a 


5514 


SEOA7354a 


5574 


SEOA7430a 


5634 


SEOA7515a 


5694 


SEOA7585a 


5455 


SEOA7285a 


5515 


SEOA7358a 


5575 


SEOA7431a 


5635 


SEOA7516a 


5695 


SEOA7586a 


5456 


SEOA7286a 


5516 


SEOA7360a 


5576 


SEOA7432a 


5636 


SEOA7517a 


5696 


SEOA7587a 


5457 


SEOA7288a 


5517 


SEOA7361a 


5577 


seoa7433an 


5637 


SEOA7519a 


5697 


SEOA7588a 


5458 


SEOA7289a 


5518 


SEOA7362a 


5578 


SEOA7434a 


5638 


SEOA7520a 


5698 


SEOA7589a 


5459 


SEOA7290a 


5519 


SEOA7363a 


5579 


SEOA7436a 


5639 


SEOA7521a 


5699 


SEOA7591a 


5460 


SEOA7291a 


5520 


SEOA7364a 


5580 


SEOA7438a 


5640 


SEOA7522a 


5700 


SEOA7592a 
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5701 


SEOA7593a 


5761 


SEOA7664a 


5821 


seoa7740a 


5881 


seoa7822a 


5941 


SEOA7908a 


5702 


SEOA7595a 


5762 


SEOA7666a 


5822 


seoa7741a 


5882 


seoa7824a 


5942 


SEOA7910a 


5703 


SEOA7597a 


5763 


SEOA7668a 


5823 


seoa7742a 


5883 


seoa7825a 


5943 


SEOA7911a 


5704 


SEOA7598a 


5764 


SEOA7669a 


5824 


seoa7743a 


5884 


seoa7827a 


5944 


SEOA7914a 


5705 


SEOA7600a 


5765 


SEOA7670a 


5825 


seoa7744a 


5885 


seoa7828a 


5945 


SEOA7915a 


5706 


SEOA7601a 


5766 


SEOA7672a 


5826 


seoa7745a 


5886 


seoa7829a 


5946 


SEOA7917a 


5707 


SEOA7602a 


5767 


SEOA7674a 


5827 


seoa7746a 


5887 


seoa7830a 


5947 


SEOA7918a 


5708 


SEOA7603a 


5768 


SEOA7675a 


5828 


seoa7748a 


5888 


seoa7831a 


5948 


seoa7919an 


5709 


SEOA7604a 


5769 


SEOA7676a 


5829 


seoa7749a 


5889 


seoa7832a 


5949 


SEOA7920a 


5710 


SEOA7605a 


5770 


seoa7677a 


5830 


seoa7750a 


5890 


seoa7833a 


5950 


SEOA7921a 


5711 


SEOA7606a 


5771 


seoa7679a 


5831 


seoa7751a 


5891 


8eoa7834a 


5951 


SEOA7923a 


5712 


SEOA7607a 


5772 


seoa7680a 


5832 


seoa7752a 


5892 


seoa7835a 


5952 


seoa7924an 


5713 


SEOA7608a 


5773 


seoa7681a 


5833 


seoa7753a 


5893 


seoa7836a 


5953 


SEOA7925a 


5714 


SEOA7610a 


5774 


seoa7682a 


5834 


seoa7754a 


5894 


seoa7837a 


5954 


SEOA7926a 


5715 


SEOA7611a 


5775 


seoa7684a 


5835 


seoa7755a 


5895 


seoa7838a 


5955 


SEOA7927a 


5716 


SEOA7612a 


5776 


seoa7686a 


5836 


seoa7757a 


5896 


seoa7839a 


5956 


SEOA7928a 


5717 


SEOA7613a 


5777 


seoa7687a 


5837 


seoa7758a 


5897 


seoa7840a 


5957 


SEOA7929a 


5718 


SEOA7614a 


5778 


seoa7688a 


5838 


seoa7759a 


5898 


seoa7842a 


5958 


SEOA7930a 


5719 


seoa7615an 


5779 


seoa7691a 


5839 


seoa7760a 


5899 


seoa7844a 


5959 


SEOA7931a 


5720 


SEOA7616a 


5780 


seoa7692a 


5840 


seoa7761a 


5900 


seoa7845a 


5960 


SEOA7932a 


5721 


SEOA7617a 


5781 


seoa7693a 


5841 


seoa7762a 


5901 


seoa7846a 


5961 


SEOA7933a 


5722 


SEOA7618a 


5782 


seoa7694a 


5842 


seoa7764a 


5902 


seoa7847a 


5962 


SEOA7935a 


5723 


SEOA7619a 


5783 


seoa7695a 


5843 


seoa7765a 


5903 


seoa7848a 


5963 


SEOA7936a 


5724 


seoa7620an 


5784 


seoa7696a 


5844 


seoa7766a 


5904 


seoa7850a 


5964 


SEOA7937a 


5725 


SEOA7621a 


5785 


seoa7697a 


5845 


seoa7767a 


5905 


seoa7851a 


5965 


SEOA7938a 


5726 


SEOA7622a 


5786 


seoa7698a 


5846 


seoa7769a 


5906 


seoa7853a 


5966 


SEOA7939a 


5727 


seoa7623an 


5787 


seoa7699a 


5847 


seoa7772a 


5907 


seoa7854a 


5967 


SEOA7940a 


5728 


SEOA7624a 


5788 


seoa7700a 


5848 


seoa7773a 


5908 


seoa7855a 


5968 


SEOA7942a 


5729 


SEOA7626a 


5789 


seoa7701a 


5849 


seoa7774a 


5909 


seoa7856a 


5969 


SEOA7943a 


5730 


SEOA7627a 


5790 


seoa7702a 


5850 


seoa7775a 


5910 


seoa7859a 


5970 


seoa7945an 


5731 


SEOA7628a 


5791 


seoa7704a 


5851 


seoa7776a 


5911 


seoa7860a 


5971 


SEOA7946a 


5732 


SEOA7629a 


5792 


seoa7705a 


5852 


seoa7777a 


5912 


seoa7861a 


5972 


SEOA7947a 


5733 


SEOA7630a 


5793 


seoa7707a 


5853 


seoa7778a 


5913 


seoa7862a 


5973 


SEOA7948a 


5734 


SEOA7633a 


5794 


seoa7708a 


5854 


seoa7782a 


5914 


seoa7863a 


5974 


SEOA7949a 


5735 


SEOA7634a 


5795 


seoa7709a 


5855 


seoa7786a 


5915 


seoa7867a 


5975 


SEOA7950a 


5736 


SEOA7635a 


5796 


seoa7710a 


5856 


seoa7788a 


5916 


seoa7868a 


5976 


SEOA7951a 


5737 


SEOA7636a 


5797 


seoa7711a 


5857 


seoa7790a 


5917 


seoa7869a 


5977 


SEOA7952a 


5738 


SEOA7638a 


5798 


seoa7712a 


5858 


seoa7791a 


5918 


seoa7870a 


5978 


SEOA7953a 


5739 


SEOA7639a 


5799 


seoa7713a 


5859 


seoa7793a 


5919 


seoa7871a 


5979 


seoa7955 


5740 


SEOA7640a 


5800 


seoa7714a 


5860 


seoa7795a 


5920 


seoa7872a 


5980 


seoa7956 


5741 


SEOA7641a 


5801 


seoa7715a 


5861 


seoa7796a 


5921 


seoa7876a 


5981 


seoa7957 


5742 


SEOA7642a 


5802 


seoa7716a 


5862 


seoa7800a 


5922 


seoa7877a 


5982 


seoa7958 


5743 


SEOA7643a 


5803 


seoa7717a 


5863 


seoa7801a 


5923 


seoa7878a 


5983 


seoa7959 


5744 


SEOA7644a 


5804 


seoa7718a 


5864 


seoa7802a 


5924 


seoa7879a 


5984 


seoa7960 


5745 


SEOA7645a 


5805 


seoa7719a 


5865 


seoa7803a 


5925 


seoa7880a 


5985 


seoa7961 


5746 


SEOA7646a 


5806 


seoa7721a 


5866 


seoa7805a 


5926 


seoa7883a 


5986 


seoa7962 


5747 


SEOA7647a 


5807 


seoa7722a 
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SEOA9805 


7496 


SEOA9879 


7257 


SEOA9587 


7317 


SEOA9660 


7377 


SEOA9735 


7437 


SEOA9809 


7497 


SEOA9880 


7258 


SEOA9589 


7318 


SEOA9661 


7378 


SEOA9736 


7438 


SEOA9810 


7498 


SEOA9881 


7259 


SEOA9590 


7319 


seoa9663n 


7379 


SEOA9738 


7439 


SEOA9811 


7499 


SEOA9882 


7260 


SEOA9591 


7320 


SEOA9664 


7380 


SEOA9739 


7440 


SEOA9812 


7500 


SEOA9883 
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7501 SEOA9884 

7502 SEOA9885 

7503 SEOA9886 

7504 SEOA9887 

7505 SEOA9888 

7506 SEOA9889 

7507 SEOA9890 

7508 SEOA9891 

7509 SEOA9892 

7510 SEOA9893 

7511 SEOA9895 

7512 SEOA9896 

7513 SEOA9897 

7514 SEOA9898 

7515 SEOA9900 

7516 SEOA9901 

7517 SEOA9902 

7518 SEOA9905 

7519 SEOA9907 

7520 SEOA9908 

7521 SEOA9909 

7522 SEOA9910 

7523 SEOA9912 

7524 SEOA9913 

7525 SEOA9914 

7526 SEOA9915 

7527 SEOA9916 

7528 SEOA9917 

7529 SEOA9918 

7530 SEOA9919 

7531 SEOA9920 

7532 SEOA9921 

7533 SEOA9922 

7534 SEOA9923 

7535 SEOA9924 

7536 SEOA9925 

7537 SEOA9926 

7538 SEOA9927 

7539 SEOA9928 

7540 SEOA9929 

7541 SEOA9930 

7542 SEOA9931 

7543 SEOA9932 

7544 SEOA9933 

7545 SEOA9934 

7546 SEOA9935 

7547 SEOA9936 

7548 SEOA9937 

7549 SEOA9938 

7550 SEOA9940 

7551 SEOA9941 

7552 SEOA9943 

7553 SEOA9944 

7554 SEOA9945 

7555 SEOA9946 

7556 SEOA9947 

7557 SEOA9948 

7558 SEOA9949 

7559 SEOA9950 

7560 SEOA9951 



7561 


SEOA9955 


7562 


SEOA9956 


7563 


SEOA9957 


7564 


SEOA9958 


7565 


SEOA9959 


7566 


SEOA9977 


7567 


SEOA9978 


7568 


SEOA9980 


7569 


SEOA9981 


7570 


SEOA9982 


7571 


SEOA9983 


7572 


SEOA9984 


7573 


SEOA9985 


7574 


SEOA9986 


7575 


SEOA9987 


7576 


SEOA9988 


7577 


SEOA9989 


7578 


SEOA9990 


7579 


SEOA9991 


7580 


SEOA9992 


7581 


SEOA9993 


7582 


SEOA9995 


7583 


SEOA9997 


7584 


SEOA9998 


7585 


SEOB0001 


7586 


SEOB0002 


7587 


SEOB0003 


7588 


SEOB0004 


7589 


SEOB0005 


7590 


SEOB0006 


7591 


SEOB0007 


7592 


SEOB0008 


7593 


SEOB0009 


7594 


SEOB0010 


7595 


SEOB0011 


7596 


SEOB0012 


7597 


SEOB0013 


7598 


SEOB0014 


7599 


SEOB0015 


7600 


SEOB0016 


7601 


SEOB0017 


7602 


SEOB0018 


7603 


SEOB0019 


7604 


SEOB0020 


7605 


seob0022n 


7606 


SEOB0023 


7607 


SEOB0025 


7608 


SEOB0026 


7609 


SEOB0027 


7610 


SEOB0029 


7611 


SEOB0030 


7612 


SEOB0031 


7613 


SEOB0033 


7614 


SEOB0034 


7615 


SEOB0035 


7616 


SEOB0036 


7617 


SEOB0037 


7618 


SEOB0038 


7619 


SEOB0039 


7620 


SEOB0041 



7621 


SEOB0042 


7622 


SEOB0043 


7623 


SEOB0044 


7624 


SEOB0045 


7625 


SEOB0046 


7626 


SEOB0047 


7627 


SEOB0049 


7628 


SEOB0050 


7629 


seob0051n 


7530 


SEOB0052 


7631 


SEOB0055 


7632 


SEOB0056 


7633 


SEOB0057 


7634 


SEOB0058 


7635 


SEOB0059 


7636 


SEOB0060 


7637 


SEOB0061 


7638 


SEOB0062 


7639 


SEOB0063 


7640 


SEOB0065 


7641 


SEOB0066 


7642 


SEOB0067 


7643 


SEOB0068 


7644 


SEOB0069 


7645 


SEOB0070 


7646 


SEOB0071 


7647 


seob0073 


7648 


SEOB0075 


7649 


SEOB0076 


7650 


SEOB0077 


7651 


SEOB0079 


7652 


SEOB0080 


7653 


SEOB0081 


7654 


SEOB0082 


7655 


SEOB0084 


7656 


SEOB0085 


7657 


SEOB0086 


7658 


SEOB0087 


7659 


SEOB0088 


7660 


SEOB0089 


7661 


SEOB0090 


7662 


SEOB0092 


7663 


SEOB0093 


7664 


SEOB0094 


7665 


SEOB0095 


7666 


SEOB0096 


7667 


SEOB0097 


7668 


SEOB0098 


7669 


SEOB0099 


7670 


SEOB0100 


7671 


SEOB0101 


7672 


SEOB0102 


7673 


SEOB0103 


7674 


SEOB0105 


7675 


SEOB0106 


7676 


SEOB0107 


7677 


SEOB0108 


7678 


SEOB0109 


7679 


SEOB0110 


7680 


SEOB0111 



7681 


SEOB0112 


7682 


SEOB0113 


7683 


SEOB0114 


7684 


SEOB0115 


7685 


SEOB0116 


7686 


SEOB0117 


7687 


SEOB0118 


7688 


SEOB0119 


7689 


SEOB0121 


7690 


SEOB0122 


7691 


SEOB0123 


7692 


SEOB0124 


7693 


SEOB0125 


7694 


SEOB0126 


7695 


SEOB0127 


7696 


SEOB0128 


7697 


SEOB0129 


7698 


SEOB0130 


7699 


SEOB0132 


7700 


SEOB0133 


7701 


SEOB0136 


7702 


SEOB0137 


7703 


SEOB0138 


7704 


SEOB0139 


7705 


SEOB0140 


7706 


SEOB0141 


7707 


SEOB0143 


7708 


SEOB0144 


7709 


SEOB0147 


7710 


SEOB0149 


7711 


SEOB0150 


7712 


SEOB0151 


7713 


SEOB0152 


7714 


SEOB0153 


7715 


SEOB0154 


7716 


SEOB0155 


7717 


SEOB0156 


7718 


SEOB0157 


7719 


SEOB0158 


7720 


SEOB0159 


7721 


SEOB0160 


7722 


SEOB0161 


7723 


SEOB0162 


7724 


SEOB0163 


7725 


SEOB0164 


7726 


SEOB0165 


7727 


SEOB0166 


7728 


SEOB0167 


7729 


SEOB0168 


7730 


SEOB0169 


7731 


SEOB0171 


7732 


SEOB0173 


7733 


SEOB0174 


7734 


SEOB0175 


7735 


SEOB0176 


7736 


seob0177 


7737 


SEOB0178 


7738 


SEOB0180 


7739 


SEOB0182 


7740 


SEOB0184 



7741 SEOB0185 

7742 SEOB0186 

7743 SEOB0187 

7744 SEOB0188 

7745 SEOB0189 

7746 SEOB0190 

7747 SEOB0191 

7748 SEOB0192 

7749 SEOB0193 

7750 SEOB0194 

7751 SEOB0195 

7752 SEOB0196 

7753 SEOB0198 

7754 SEOB0200 

7755 SEOB0201 

7756 SEOB0202 

7757 SEOB0203 

7758 SEOB0204 

7759 SEOB0205 

7760 SEOB0206 

7761 SEOB0207 

7762 seob0208n 

7763 SEOB0209 

7764 SEOB0210 

7765 SEOB0211 

7766 SEOB0212 

7767 SEOB0213 

7768 SEOB0214 

7769 seob0215n 

7770 SEOB0216 

7771 SEOB0218 

7772 SEOB0219 

7773 SEOB0220 

7774 SEOB0221 

7775 SEOB0222 

7776 SEOB0223 

7777 SEOB0224 

7778 SEOB0225 

7779 SEOB0226 

7780 SEOB0227 

7781 SEOB0228 

7782 SEOB0229 

7783 SEOB0230 

7784 SEOB0231 

7785 SEOB0232 

7786 SEOB0233 

7787 SEOB0234 

7788 SEOB0235 

7789 SEOB0236 

7790 SEOB0237 

7791 SEOB0238 

7792 SEOB0239 

7793 SEOB0240 

7794 SEOB0241 

7795 SEOB0242 

7796 SEOB0243 

7797 SEOB0247 

7798 SEOB0248 

7799 SEOB0249 

7800 SEOB0250 



Figure 6E - List of EST Sequence Names From Severe OA Cartilage cDNA Library - Page 27 of48 



7801 


SEOB0251 


7861 


SEOB0320 


7921 


SEOB0396 


7981 


SEOB0478 


8041 


SEOB0559 


7802 


SEOB0253 


7862 


SEOB0321 


7922 


SEOB0398 


7982 


SEOB0482 


8042 


SEOB0561 


7803 


SEOB0254 


7863 


SEOB0322 


7923 


SEOB0399 


7983 


SEOB0483 


8043 


SEOB0562 


7804 


SEOB0255 


7864 


SEOB0323 


7924 


SEOB0400 


7984 


SEOB0484 


8044 


SEOB0563 


7805 


SEOB0256 


7865 


SEOB0324 


7925 


SEOB0402 


7985 


SEOB0485 


8045 


SEOB0564 


7806 


SEOB0257 


7866 


SEOB0325 


7926 


SEOB0403 


7986 


SEOB0486 


8046 


SEOB0565 


7807 


SEOB0258 


7867 


SEOB0326 


7927 


SEOB0404 


7987 


SEOB0487 


8047 


SEOB0566 


7808 


SEOB0259 


7868 


SEOB0328 


7928 


SEOB0405 


7988 


SEOB0490 


8048 


SEOB0568 


7809 


SEOB0260 


7869 


SEOB0329 


7929 


SEOB0406 


7989 


SEOB0491 


8049 


SEOB0569 


7810 


SEOB0261 


7870 


SEOB0330 


7930 


SEOB0407 


7990 


SEOB0496 


8050 


SEOB0570 


7811 


SEOB0262 


7871 


seob0331n 


7931 


SEOB0408 


7991 


SEOB0497 


8051 


SEOB0571 


7812 


SEOB0263 


7872 


SEOB0334 


7932 


SEOB0409 


7992 


SEOB0499 


8052 


SEOB0572 


7813 


SEOB0264 


7873 


SEOB0335 


7933 


SEOB0410 


7993 


SEOB0501 


8053 


SEOB0574 


7814 


SEOB0265 


7874 


SEOB0336 


7934 


SEOB0411 


7994 


SEOB0502 


8054 


SEOB0575 


7815 


SEOB0266 


7875 


SEOB0338 


7935 


SEOB0412 


7995 


SEOB0504 


8055 


SEOB0577 


7816 


SEOB0267 


7876 


SEOB0339 


7936 


SEOB0413 


7996 


SEOB0506 


8056 


SEOB0578 


7817 


SEOB0268 


7877 


SEOB0340 


7937 


SEOB0414 


7997 


SEOB0507 


8057 


SEOB0579 


7818 


SEOB0269 


7878 


SEOB0342 


7938 


SEOB0415 


7998 


SEOB0508 


8058 


SEOB0584 


7819 


SEOB0270 


7879 


SEOB0343 


7939 


SEOB0417 


7999 


SEOB0509 


8059 


SEOB0585 


7820 


SEOB0271 


7880 


SEOB0344 


7940 


SEOB0418 


8000 


SEOB0510 


8060 


SEOB0586 


7821 


SEOB0272 


7881 


SEOB0345 


7941 


SEOB0419 


8001 


SEOB0511 


8061 


SEOB0587 


7822 


SEOB0273 


7882 


SEOB0346 


7942 


SEOB0420 


8002 


SEOB0512 


8062 


SEOB0590 


7823 


SEOB0274 


7883 


SEOB0347 


7943 


SEOB0421 


8003 


SEOB0513 


8063 


SEOB0592 


7824 


SEOB0275 


7884 


SEOB0349 


7944 


SEOB0422 


8004 


SEOB0514 


8064 


SEOB0593 


7825 


SEOB0277 


7885 


SEOB0350 


7945 


SEOB0423 


8005 


SEOB0516 


8065 


SEOB0595 


7826 


SEOB0278 


7886 


SEOB0351 


7946 


SEOB0424 


8006 


SEOB0517 


8066 


SEOB0596 


7827 


SEOB0279 


7887 


SEOB0352 


7947 


SEOB0425 


8007 


SEOB0519 


8067 


SEOB0598 


7828 


SEOB0281 


7888 


SEOB0353 


7948 


SEOB0426 


8008 


SEOB0520 


8068 


SEOB0599 


7829 


SEOB0282 


7889 


SEOB0355 


7949 


SEOB0429 


8009 


SEOB0521 


8069 


SEOB0600 


7830 


SEOB0283 


7890 


SEOB0357 


7950 


SEOB0431 


8010 


SEOB0522 


8070 


SEOB0601 


7831 


SEOB0284 


7891 


SEOB0360 


7951 


SEOB0433 


8011 


SEOB0523 


8071 


SEOB0604 


7832 


SEOB0285 


7892 


SEOB0361 


7952 


SEOB0434 


8012 


SEOB0524 


8072 


SEOB0605 


7833 


SEOB0286 


7893 


SEOB0362 


7953 


SEOB0435 


8013 


SEOB0526 


8073 


SEOB0606 


7834 


SEOB0287 


7894 


SEOB0363 


7954 


SEOB0437 


8014 


SEOB0527 


8074 


SEOB0607 


7835 


SEOB0288 


7895 


SEOB0364 


7955 


SEOB0438 


8015 


SEOB0528 


8075 


SEOB0608 


7836 


SEOB0289 


7896 


SEOB0365 


7956 


SEOB0439 


8016 


SEOB0529 


8076 


SEOB0609 


7837 


seob0290n 


7897 


SEOB0367 


7957 


SEOB0440 


8017 


SEOB0530 


8077 


SEOB0610 


7838 


SEOB0291 


7898 


SEOB0368 


7958 


SEOB0441 


8018 


SEOB0531 


8078 


SEOB0611 


7839 


SEOB0293 


7899 


SEOB0369 


7959 


SEOB0442 


8019 


SEOB0532 


8079 


SEOB0612 


7840 


SEOB0294 


7900 


SEOB0370 


7960 


SEOB0446 


8020 


SEOB0533 


8080 


SEOB0615 


7841 


SEOB0295 


7901 


SEOB0371 


7961 


SEOB0447 


8021 


SEOB0534 


8081 


SEOB0617 


7842 


SEOB0296 


7902 


SEOB0372 


7962 


SEOB0449 


8022 


SEOB0535 


8082 


SEOB0618 


7843 


SEOB0298 


7903 


SEOB0373 


7963 


SEOB0450 


8023 


SEOB0536 


8083 


SEOB0621 


7844 


SEOB0299 


7904 


SEOB0374 


7964 


SEOB0452 


8024 


SEOB0537 


8084 


SEOB0622 


7845 


SEOB0300 


7905 


SEOB0375 


7965 


SEOB0453 


8025 


SEOB0538 


8085 


SEOB0623 


7846 


SEOB0301 


7906 


SEOB0376 


7966 


SEOB0456 


8026 


SEOB0539 


8086 


SEOB0624 


7847 


SEOB0302 


7907 


SEOB0378 


7967 


SEOB0458 


8027 


SEOB0540 


8087 


SEOB0625 


7848 


SEOB0303 


7908 


SEOB0379 


7968 


SEOB0459 


8028 


SEOB0541 


8088 


SEOB0627a 


7849 


SEOB0304 


7909 


SEOB0380 


7969 


SEOB0461 


8029 


SEOB0543 


8089 


SEOB0628a 


7850 


SEOB0307 


7910 


SEOB0381 


7970 


SEOB0462 


8030 


SEOB0546 


8090 


SEOB0629a 


7851 


SEOB0308 


7911 


SEOB0382 


7971 


SEOB0464 


8031 


SEOB0547 


8091 


SEOB0630a 


7852 


SEOB0309 


7912 


SEOB0385 


7972 


SEOB0465 


8032 


SEOB0548 


8092 


SEOB0631a 


7853 


SEOB0310 


7913 


SEOB0386 


7973 


SEOB0466 


8033 


SEOB0549 


8093 


SEOB0632a 


7854 


SEOB0312 


7914 


SEOB0387 


7974 


SEOB0467 


8034 


SEOB0550 


8094 


SEOB0633a 


7855 


SEOB0313 


7915 


SEOB0389 


7975 


SEOB0469 


8035 


SEOB0551 


8095 


SEOB0636a 


7856 


SEOB0314 


7916 


SEOB0390 


7976 


SEOB0471 


8036 


SEOB0553 


8096 


SEOB0637a 


7857 


SEOB0315 


7917 


SEOB0392 


7977 


SEOB0474 


8037 


SEOB0554 


8097 


SEOB0639a 


7858 


SEOB0317 


7918 


SEOB0393 


7978 


SEOB0475 


8038 


SEOB0555 


8098 


SEOB0641a 


7859 


SEOB0318 


7919 


SEOB0394 


7979 


SEOB0476 


8039 


SEOB0556 


8099 


SEOB0643a 


7860 


SEOB0319 


7920 


SEOB0395 


7980 


SEOB0477 


8040 


SEOB0558 


8100 


SEOB0646a 
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8101 


SEOB0648a 


8161 


SEOB0716a 


8221 


SEOB0797 


8281 


SEOB0875a 


8341 


SEOB0959 


8102 


SEOB0649a 


8162 


SEOB0717a 


8222 


SEOB0803 


8282 


SEOB0876a 


8342 


SEOB0962 


8103 


SEOB0650a 


8163 


SEOB0721a 


8223 


SEOB0804 


8283 


SEOB0878a 


8343 


seob0963n 


8104 


SEOB0651a 


8164 


SEOB0723 


8224 


SEOB0808a 


8284 


SEOB0879a 


8344 


SEOB0964 


8105 


seob0652an 


8165 


SEOB0725 


8225 


SEOB0809 


8285 


SEOB0880a 


8345 


SEOB0965 


8106 


SEOB0654a 


8166 


SEOB0726 


8226 


SEOB0810 


8286 


SEOB0882a 


8346 


SEOB0967 


8107 


SEOB0655a 


8167 


SEOB0727 


8227 


seob0811n 


8287 


SEOB0883a 


8347 


SEOB0968 


8108 


SEOB0656a 


8168 


SEOB0728 


8228 


SEOB0812 


8288 


SEOB0884a 


8348 


SEOB0970 


8109 


SEOB0657a 


8169 


SEOB0729 


8229 


SEOB0813 


8289 


SEOB0885a 


8349 


SEOB0971 


8110 


SEOB0658a 


8170 


SEOB0731 


8230 


SEOB0814 


8290 


SEOB0886a 


8350 


SEOB0972 


8111 


SEOB0659a 


8171 


SEOB0732 


8231 


SEOB0815 


8291 


SEOB0888a 


8351 


SEOB0973 


8112 


SEOB0660a 


8172 


SEOB0733 


8232 


seob0816n 


8292 


SEOB0889a 


8352 


SEOB0974 


8113 


SEOB0662a 


8173 


SEOB0735 


8233 


SEOB0817 


8293 


SEOB0891a 


8353 


SEOB0975 


8114 


SEOB0663a 


8174 


SEOB0736 


8234 


SEOB0818a 


8294 


SEOB0892a 


8354 


SEOB0976 


8115 


SEOB0664a 


8175 


SEOB0737 


8235 


SEOB0819a 


8295 


SEOB0893a 


8355 


SEOB0977 


8116 


SEOB0665a 


8176 


SEOB0739 


8236 


SEOB0820a 


8296 


SEOB0894a 


8356 


SEOB0978 


8117 


SEOB0667a 


8177 


SEOB0742 


8237 


SEOB0821a 


8297 


SEOB0895a 


8357 


SEOB0980 


8118 


SEOB0668a 


8178 


SEOB0743 


8238 


SEOB0823a 


8298 


SEOB0896a 


8358 


SEOB0983 


8119 


seob0669a 


8179 


SEOB0745 


8239 


SEOB0824a 


8299 


SEOB0897a 


8359 


SEOB0984 


8120 


SEOB0670a 


8180 


SEOB0746 


8240 


SEOB0825a 


8300 


SEOB0899a 


8360 


SEOB0985 


8121 


SEOB0671a 


8181 


seob0747n 


8241 


SEOB0826a 


8301 


SEOB0900a 


8361 


SEOB0987 


8122 


SEOB0672a 


8182 


SEOB0748 


8242 


SEOB0827a 


8302 


SEOB0901a 


8362 


SEOB0989 


8123 


SEOB0673a 


8183 


SEOB0749 


8243 


SEOB0829a 


8303 


SEOB0902a 


8363 


SEOB0990 


8124 


SEOB0674a 


8184 


SEOB0750 


8244 


SEOB0830a 


8304 


SEOB0903a 


8364 


SEOB0991 


8125 


SEOB0675a 


8185 


SEOB0751 


8245 


SEOB0831a 


8305 


SEOB0904a 


8365 


SEOB0992 


8126 


SEOB0676a 


8186 


SEOB0752 


8246 


SEOB0832a 


8306 


SEOB0905a 


8366 


SEOB0993 


8127 


SEOB0678a 


8187 


SEOB0753 


8247 


SEOB0833a 


8307 


SEOB0906a 


8367 


SEOB0995 


8128 


seob0679a 


8188 


SEOB0754 


8248 


SEOB0834a 


8308 


SEOB0907a 


8368 


SEOB0999 


8129 


SEOB0680a 


8189 


SEOB0755 


8249 


SEOB0835a 


8309 


SEOB0908a 


8369 


SEOB1000 


8130 


SEOB0681a 


8190 


SEOB0756 


8250 


SEOB0836a 


8310 


SEOB0910a 


8370 


SEOB1001 


8131 


SEOB0682a 


8191 


SEOB0757 


8251 


SEOB0837a 


8311 


SEOB0911a 


8371 


SEOB1004 


8132 


SEOB0684a 


8192 


SEOB0758 


8252 


SEOB0840a 


8312 


SEOB0912a 


8372 


SEOB1007 


8133 


SEOB0685a 


8193 


SEOB0759 


8253 


SEOB0841a 


8313 


SEOB0914 


8373 


SEOB1008 


8134 


SEOB0688a 


8194 


SEOB0760 


8254 


SEOB0842a 


8314 


SEOB0915 


8374 


SEOB1009 


8135 


SEOB0689a 


8195 


SEOB0761 


8255 


SEOB0843a 


8315 


SEOB0916 


8375 


SEOB1010 


8136 


SEOB0690a 


8196 


SEOB0763 


8256 


SEOB0844a 


8316 


SEOB0917 


8376 


seoblOlln 


8137 


SEOB0691a 


8197 
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SEOB1849 


9133 


SEOB1923 


9193 


SEOB1997 


9253 


SEOB2077 


9014 


SEOB1781 


9074 


SEOB1850 


9134 


SEOB1924 


9194 


SEOB1998 


9254 


SEOB2078 


9015 


SEOB1782 


9075 


SEOB1851 


9135 


SEOB1926 


9195 


SEOB1999 


9255 


SEOB2079 


9016 


SEOB1783 


9076 


SEOB1852 


9136 


SEOB1928 


9196 


SEOB2001 


9256 


SEOB2080 


9017 


SEOB1784 


9077 


SEOB1853 


9137 


SEOB1929 


9197 


SEOB2002 


9257 


SEOB2081 


9018 


SEOB1785 


9078 


SEOB1854 


9138 


SEOB1930 


9198 


SEOB2004 


9258 


SEOB2082 


9019 


SEOB1786 


9079 


SEOB1855 


9139 


SEOB1931 


9199 


SEOB2005 


9259 


SEOB2083 


9020 


SEOB1787 


9080 


SEOB1856 


9140 


SEOB1932 


9200 


SEOB2006 


9260 


SEOB2084 


9021 


SEOB1788 


9081 


SEOB1857 


9141 


SEOB1933 


9201 


SEOB2007 


9261 


SEOB2085 


9022 


SEOB1789 


9082 


SEOB1858 


9142 


SEOB1934 


9202 


SEOB2008 


9262 


SEOB2086 


9023 


SEOB1790 


9083 


SEOB1859 


9143 


SEOB1935 


9203 


SEOB2009 


9263 


SEOB2087 


9024 


SEOB1792 


9084 


SEOB1860 


9144 


SEOB1936 


9204 


SEOB2010 


9264 


SEOB2088 


9025 


SEOB1793 


9085 


SEOB1862 


9145 


SEOB1937 


9205 


SEOB2011 


9265 


SEOB2089 


9026 


SEOB1794 


9086 


SEOB1864 


9146 


SEOB1938 


9206 


SEOB2015 


9266 


SEOB2090 


9027 


SEOB1795 


9087 


SEOB1865 


9147 


SEOB1939 


9207 


SEOB2016 


9267 


seob2091n 


9028 


SEOB1796 


9088 


SEOB1866 


9148 


SEOB1940 


9208 


SEOB2019 


9268 


SEOB2092 


9029 


SEOB1797 


9089 


SEOB1867 


9149 


SEOB1941 


9209 


SEOB2022 


9269 


SEOB2094 


9030 


seob1798 


9090 


SEOB1868 


9150 


seob1942n 


9210 


SEOB2023 


9270 


SEOB2096 


9031 


seob1799 


9091 


SEOB1869 


9151 


SEOB1943 


9211 


SEOB2024 


9271 


SEOB2098 


9032 


seob1800n 


9092 


SEOB1870 


9152 


SEOB1944 


9212 


SEOB2025 


9272 


SEOB2100 


9033 


SEOB1801 


9093 


SEOB1871 


9153 


SEOB1945 


9213 


SEOB2026 


9273 


SEOB2101 


9034 


SEOB1804 


9094 


SEOB1873 


9154 


SEOB1946 


9214 


SEOB2027 


9274 


SEOB2102 


9035 


seob1805n 


9095 


SEOB1874 


9155 


SEOB1947 


9215 


SEOB2028 


9275 


SEOB2103 


9036 


SEOB1807 


9096 


SEOB1876 


9156 


SEOB1948 


9216 


SEOB2029 


9276 


SEOB2104 


9037 


SEOB1808 


9097 


SEOB1877 


9157 


SEOB1949 


9217 


SEOB2030 


9277 


SEOB2105 


9038 


SEOB1809 


9098 


SEOB1878 


9158 


SEOB1951 


9218 


SEOB2031 


9278 


SEOB2106 


9039 


SEOB1810 


9099 


SEOB1879 


9159 


SEOB1952 


9219 


SEOB2032 


9279 


SEOB2107 


9040 


SE0B1811 


9100 


SEOB1881 


9160 


SEOB1953 


9220 


SEOB2033 


9280 


SEOB2108 


9041 


SEOB1812 


9101 


SEOB1882 


9161 


SEOB1954 


9221 


SEOB2034 


9281 


SEOB2109 


9042 


SEOB1814 


9102 


SEOB1883 


9162 


SEOB1955 


9222 


SEOB2038 


9282 


SEOB2110 


9043 


SEOB1815 


9103 


SEOB1884 


9163 


SEOB1956 


9223 


SEOB2039 


9283 


SE0B2111 


9044 


SEOB1817 


9104 


SEOB1886 


9164 


SEOB1958 


9224 


SEOB2041 


9284 


SEOB2112 


9045 


SEOB1818 


9105 


SEOB1887 


9165 


SEOB1960 


9225 


SEOB2042 


9285 


SEOB2113 


9046 


SEOB1819 


9106 


SEOB1889 


9166 


SEOB1961 


9226 


SEOB2043 


9286 


SEOB2114 


9047 


SEOB1821 


9107 


SEOB1890 


9167 


SEOB1963 


9227 


SEOB2044 


9287 


SEOB2115 


9048 


SEOB1822 


9108 


SEOB1891 


9168 


SEOB1964 


9228 


SEOB2045 


9288 


SEOB2116 


9049 


SEOB1823 


9109 


SEOB1892 


9169 


SEOB1965 


9229 


SEOB2046 


9289 


SEOB2118 


9050 


SEOB1824 


9110 


SEOB1893 


9170 


SEOB1966 


9230 


SEOB2047 


9290 


SEOB2119 


9051 


SEOB1825 


9111 


SEOB1894 


9171 


SEOB1967 


9231 


SEOB2048 


9291 


SEOB2120 


9052 


SEOB1826 


9112 


SEOB1895 


9172 


SEOB1968 


9232 


SEOB2049 


9292 


SEOB2121 


9053 


SEOB1827 


9113 


SEOB1897 


9173 


SEOB1971 


9233 


SEOB2050 


9293 


SEOB2122 


9054 


SEOB1828 


9114 


SEOB1898 


9174 


SEOB1972 


9234 


SEOB2051 


9294 


SEOB2123 


9055 


SEOB1829 


9115 


SEOB1899 


9175 


SEOB1974 


9235 


SEOB2052 


9295 


SEOB2125 


9056 


SEOB1831 


9116 


SEOB1900 


9176 


SEOB1976 


9236 


SEOB2053 


9296 


SEOB2126 


9057 


SEOB1833 


9117 


SEOB1902 


9177 


SEOB1977 


9237 


SEOB2054 


9297 


SEOB2128 


9058 


SEOB1834 


9118 


SEOB1903 


9178 


SEOB1978 


9238 


SEOB2055 


9298 


SEOB2129 


9059 


SEOB1835 


9119 


SEOB1904 


9179 


SEOB1979 


9239 


SEOB2056 


9299 


SEOB2130 


9060 


SEOB1836 


9120 


SEOB1906 


9180 


SEOB1980 


9240 


SEOB2057 


9300 


SEOB2131 
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9301 


SEOB2132 


9361 


SEOB2213 


9421 


SEOB2288 


9481 


seob2557 


9541 


SEOB2658 


9302 


SEOB2134 


9362 


SEOB2214 


9422 


SEOB2290 


9482 


seob2559 


9542 


SEOB2659 


9303 


SEOB2138 


9363 


SEOB2215 


9423 


SEOB2291 


9483 


seob2560 


9543 


SEOB2660 


9304 


SEOB2139 


9364 


SEOB2216 


9424 


SEOB2292 


9484 


seob2563 


9544 


SEOB2661 


9305 


SEOB2141 


9365 


SEOB2217 


9425 


SEOB2293 


9485 


seob2564 


9545 


SEOB2662 


9306 


seob2144n 


9366 


SEOB2218 


9426 


SEOB2294 


9486 


seob2566 


9546 


SEOB2663 


9307 


SEOB2145 


9367 


SEOB2219 


9427 


SEOB2295 


9487 


seob2567 


9547 


SEOB2665 


9308 


SEOB2146 


9368 


SEOB2220 


9428 


seob2297 


9488 


seob2568 


9548 


SEOB2666 


9309 


SEOB2147 


9369 


SEOB2221 


9429 


seob2299 


9489 


seob2569 


9549 


seob2667n 


9310 


SEOB2148 


9370 


SEOB2223 


9430 


seob2300 


9490 


seob2570 


9550 


SEOB2668 


9311 


SEOB2149 


9371 


SEOB2224 


9431 


seob2301 


9491 


seob2572 


9551 


SEOB2669 


9312 


SEOB2150 


9372 


SEOB2225 


9432 


seob2302 


9492 


seob2573 


9552 


SEOB2670 


9313 


SEOB2151 


9373 


SEOB2226 


9433 


seob2303 


9493 


seob2574 


9553 


SEOB2671 


9314 


SEOB2152 


9374 


SEOB2228 


9434 


seob2304 


9494 


seob2575 


9554 


SEOB2674 


9315 


SEOB2153 


9375 


SEOB2229 


9435 


seob2306 


9495 


seob2579 


9555 


SEOB2676 


9316 


SEOB2154 


9376 


SEOB2230 


9436 


seob2307 


9496 


seob2582 


9556 


SEOB2677 


9317 


SEOB2155 


9377 


SEOB2232 


9437 


seob2308 


9497 


seob2585 


9557 


SEOB2678 


9318 


SEOB2156 


9378 


SEOB2234 


9438 


seob230g 


9498 


seob2587 


9558 


SEOB2679 


9319 


SEOB2157 


9379 


SEOB2235 


9439 


seob2310 


9499 


seob2588 


9559 


SEOB2680 


9320 


SEOB2158 


9380 


SEOB2238 


9440 


seob2311 


9500 


seob2589 


9560 


SEOB2681 


9321 


SEOB2159 


9381 


SEOB2239 


9441 


seob2312 


9501 


seob2590 


9561 


SEOB2683 


9322 


SEOB2160 


9382 


SEOB2240 


9442 


seob2314 


9502 


seob2592 


9562 


SEOB2685 


9323 


SEOB2161 


9383 


SEOB2241 


9443 


seob2315 


9503 


seob2593 


9563 


SEOB2686 


9324 


SEOB2163 


9384 


SEOB2242 


9444 


seob2316 


9504 


seob2594 


9564 


SEOB2688 


9325 


SEOB2165 


9385 


SEOB2243 


9445 


seob2317 


9505 


seob2595 


9565 


SEOB2689 


9326 


8eob2167n 


9386 


SEOB2245 


9446 


seob2321 


9506 


seob2597 


9566 


SEOB2690 


9327 


SEOB2168 


9387 


SEOB2246 


9447 


seob2322 


9507 


seob2599 


9567 


SEOB2691 


9328 


SEOB2169 


9388 


SEOB2247 


9448 


seob2325 


9508 


seob2600 


9568 


SEOB2692 


9329 


SEOB2171 


9389 


seob2248n 


9449 


seob2327 


9509 


seob2601 


9569 


SEOB2696 


9330 


SEOB2173 


9390 


SEOB2249 


9450 


seob2328 


9510 


seob2604 


9570 


SEOB2697 


9331 


SEOB2176 


9391 


SEOB2252 


9451 


seob2329 


9511 


seob2605 


9571 


SEOB2699 


9332 


SEOB2178 


9392 


SEOB2253 


9452 


seob2330 


9512 


seob2607 


9572 


SEOB2701 


9333 


SEOB2179 


9393 


SEOB2254 


9453 


seob2331 


9513 


seob2608 


9573 


SEOB2704 


9334 


SEOB2180 


9394 


SEOB2255 


9454 


seob2333 


9514 


seob2610 


9574 


SEOB2705 


9335 


SEOB2181 


9395 


SEOB2256 


9455 


seob2334 


9515 


seob2611 


9575 


SEOB2706 


9336 


SEOB2184 


9396 


SEOB2257 


9456 


seob2335 


9516 


seob2612 


9576 


SEOB2707 


9337 


SEOB2185 


9397 


SEOB2258 


9457 


seob2336 


9517 


seob2613 


9577 


SEOB2709 


9338 


SEOB2187 


9398 


SEOB2259 


9458 


seob2337 


9518 


seob2614 


9578 


SEOB2710 


9339 


SEOB2188 


9399 


SEOB2260 


9459 


seob2530 


9519 


seob2616 


9579 


SEOB2711 


9340 


SEOB2189 


9400 


SEOB2261 


9460 


seob2531 


9520 


seob26ig 


9580 


SEOB2712 


9341 


SEOB2190 


9401 


SEOB2262 


9461 


seob2534 


9521 


seob2620 


9581 


SEOB2713 


9342 


SEOB2192 


9402 


SEOB2263 


9462 


seob2535 


9522 


seob2621 


9582 


SEOB2714 


9343 


SEOB2193 


9403 


SEOB2264 


9463 


seob2536 


9523 


seob2622 


9583 


SEOB2716 


9344 


SEOB2194 


9404 


SEOB2265 


9464 


seob2537 


9524 


seob2624 


9584 


SEOB2717 


9345 


SEOB2195 


9405 


SEOB2266 


9465 


seob2538 


9525 


seob2625 


9585 


SEOB2719 


9346 


SEOB2196 


9406 


SEOB2267 


9466 


seob2539 


9526 


SEOB2627 


9586 


SEOB2722 


9347 


SEOB2197 


9407 


SEOB2268 


9467 


seob2540 


9527 


SEOB2629 


9587 


SEOB2723 


9348 


SEOB2198 


9408 


SEOB2269 


9468 


seob2541 


9528 


SEOB2631 


9588 


SEOB2724 


9349 


SEOB2199 


9409 


SEOB2270 


9469 


seob2543 


9529 


SEOB2633 


9589 


SEOB2726 


9350 


SEOB2200 


9410 


SEOB2271 


9470 


seob2544 


9530 


SEOB2635 


9590 


SEOB2727 


9351 


SEOB2201 


9411 


SEOB2273 


9471 


seob2545 


9531 


SEOB2639 


9591 


SEOB2728 


9352 


seob2202n 


9412 


SEOB2275 


9472 


seob2546 


9532 


SEOB2642 


9592 


SEOB2729 


9353 


SEOB2204 


9413 


SEOB2276 


9473 


seob2547 


9533 


SEOB2643 


9593 


SEOB2730 


9354 


SEOB2205 


9414 


SEOB2277 


9474 


seob2548 


9534 


SEOB2645 


9594 


SEOB2731 


9355 


SEOB2206 


9415 


SEOB2280 


9475 


seob2549 


9535 


SEOB2648 


9595 


SEOB2732 


9356 


SEOB2208 


9416 


SEOB2282 


9476 


seob2551 


9536 


SEOB2649 


9596 


SEOB2733 


9357 


SEOB2209 


9417 


SEOB2283 


9477 


seob2553 


9537 


SEOB2650 


9597 


SEOB2734 


9358 


SEOB2210 


9418 


SEOB2284 


9478 


seob2554 


9538 


SEOB2651 


9598 


SEOB2735 


9359 


SEOB2211 


9419 


SEOB2286 


9479 


seob2555 


9539 


SEOB2653 


9599 


SEOB2736 


9360 


SEOB2212 


9420 


SEOB2287 


9480 


seob2556 


9540 


SEOB2657 


9600 


SEOB2737 
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9601 


SEOB2738 


9661 


SEOB2808 


9721 


SEOB2981 


9781 


seob3065n 


9841 


SEOB3136 


9602 


SEOB2739 


9662 


SEOB2809 


9722 


SEOB2983 


9782 


SEOB3066 


9842 


SEOB3137 


9603 


SEOB2740 


9663 


SEOB2810 


9723 


SEOB2984 


9783 


SEOB3067 


9843 


SEOB3138 


9604 


SEOB2741 


9664 


SEOB2811 


9724 


SEOB2985 


9784 


SEOB3068 


9844 


SEOB3139 


9605 


SEOB2742 


9665 


SEOB2812 


9725 


SEOB2986 


9785 


SEOB3069 


9845 


SEOB3140 


9606 


SEOB2744 


9666 


SEOB2813 


9726 


SEOB2987 


9786 


SEOB3072 


9846 


SEOB3141 


9607 


SEOB2745 


9667 


SEOB2814 


9727 


SEOB2988 


9787 


SEOB3073 


9847 


SEOB3142 


9608 


SEOB2746 


9668 


SEOB2816 


9728 


SEOB2989 


9788 


SEOB3074 


9848 


SEOB3143 


9609 


SEOB2749 


9669 


SEOB2817 


9729 


SEOB2990 


9789 


SEOB3075 


9849 


SEOB3144 


9610 


SEOB2750 


9670 


SEOB2914 


9730 


SEOB2991 


9790 


SEOB3076 


9850 


SEOB3145 


9611 


SEOB2751 


9671 


SEOB2916 


9731 


SEOB2994 


9791 


SEOB3077 


9851 


SEOB3148 


9612 


SEOB2752 


9672 


SEOB2917 


9732 


SEOB2995 


9792 


SEOB3078 


9852 


SEOB3149 


9613 


SEOB2753 


9573 


SEOB2918 


9733 


SEOB2996 


9793 


SEOB3079 


9853 


SEOB3150 


9614 


SEOB2754 


9674 


SEOB2919 


9734 


SEOB2998 


9794 


SEOB3081 


9854 


SEOB3151 


9615 


SEOB2755 


9675 


SEOB2920 


9735 


SEOB2999 


9795 


SEOB3082 


9855 


SEOB3152 


9616 


SEOB2756 


9676 


SEOB2921 


9736 


SEOB3000 


9796 


SEOB3083 


9856 


SEOB3153 


9617 


SEOB2757 


9677 


SEOB2924 


9737 


SEOB3002 


9797 


SEOB3085 


9857 


SEOB3154 


9618 


SEOB2760 


9678 


SEOB2925 


9738 


SEOB3003 


9798 


SEOB3086 


9858 


SEOB3155 


9619 


SEOB2761 


9679 


SEOB2926 


9739 


SEOB3004 


9799 


SEOB3088 


9859 


SEOB3156 


9620 


SEOB2762 


9680 


SEOB2927 


9740 


SEOB3005 


9800 


SEOB3090 


9860 


SEOB3157 


9621 


SEOB2763 


9681 


SEOB2929 


9741 


SEOB3006 


9801 


SEOB3091 


9861 


SEOB3158 


9622 


SEOB2764 


9682 


SEOB2930 


9742 


SEOB3007 


9802 


SEOB3092 


9862 


SEOB3162 


9623 


SEOB2765 


9683 


SEOB2932 


9743 


SEOB3008 


9803 


SEOB3093 


9863 


SEOB3163 


9624 


SEOB2766 


9684 


SEOB2934 


9744 


SEOB3009 


9804 


SEOB3095 


9864 


SEOB3164 


9625 


SEOB2767 


9685 


SEOB2936 


9745 


SEOB3010 


9805 


SEOB3096 


9865 


SEOB3165 


9626 


SEOB2768 


9686 


SEOB2937 


9746 


SEOB3011 


9806 


SEOB3097 


9866 


SEOB3166 


9627 


SEOB2770 


9687 


SEOB2938 


9747 


SEOB3012 


9807 


SEOB3098 


9867 


SEOB3168 


9628 


SEOB2771 


9688 


SEOB2939 


9748 


SEOB3014 


9808 


SEOB3099 


9868 


SEOB3169 


9629 


SEOB2772 


9689 


SEOB2940 


9749 


SEOB3015 


9809 


SEOB3100 


9869 


SEOB3170 


9630 


SEOB2773 


9690 


SEOB2941 


9750 


SEOB3017 


9810 


SEOB3101 


9870 


SEOB3171 


9631 


SEOB2774 


9691 


SEOB2942 


9751 


SEOB3018 


9811 


SEOB3102 


9871 


SEOB3172 


9632 


SEOB2775 


9692 


SEOB2944 


9752 


SEOB3020 


9812 


SEOB3103 


9872 


SEOB3174 


9633 


SEOB2777 


9693 


SEOB2945 


9753 


SEOB3025 


9813 


SEOB3104 


9873 


SEOB3175 


9634 


SEOB2778 


9694 


SEOB2946 


9754 


SEOB3026 


9814 


SEOB3105 


9874 


SEOB3176 


9635 


SEOB2779 


9695 


SEOB2947 


9755 


SEOB3027 


9815 


SEOB3106 


9875 


SEOB3177 


9636 


SEOB2780 


9696 


SEOB2948 


9756 


SEOB3029 


9816 


SEOB3107 


9876 


SEOB3178 


9637 


SEOB2781 


9697 


SEOB2950 


9757 


SEOB3033 


9817 


SEOB3108 


9877 


SEOB3179 


9638 


SEOB2783 


9698 


SEOB2951 


9758 


SEOB3035 


9818 


SEOB3109 


9878 


SEOB3180 


9639 


SEOB2785 


9699 


SEOB2952 


9759 


SEOB3037 


9819 


SEOB3110 


9879 


SEOB3181 


9640 


SEOB2786 


9700 


SEOB2953 


9760 


SEOB3038 


9820 


SE0B3111 


9880 


SEOB3182 


9641 


SEOB2787 


9701 


SEOB2954 


9761 


SEOB3039 


9821 


SEOB3112 


9881 


SEOB3183 


9642 


SEOB2788 


9702 


SEOB2955 


9762 


SEOB3041 


9822 


SEOB3113 


9882 


SEOB3184 


9643 


SEOB2789 


9703 


SEOB2956 


9763 


SEOB3042 


9823 


SEOB3114 


9883 


seob3185 


9644 


SEOB2790 


9704 


SEOB2957 


9764 


SEOB3045 


9824 


SEOB3115 


9884 


SEOB3186 


9645 


SEOB2791 


9705 


SEOB2958 


9765 


SEOB3047 


9825 


SEOB3116 


9885 


SEOB3187 


9646 


SEOB2792 


9706 


SEOB2959 


9766 


SEOB3048 


9826 


SEOB3117 


9886 


SEOB3189 


9647 


SEOB2793 


9707 


seob2960n 


9767 


SEOB3049 


9827 


SEOB3118 


9887 


SEOB3190 


9648 


SEOB2794 


9708 


SEOB2962 


9768 


SEOB3050 


9828 


SEOB3119 


9888 


SEOB3191 


9649 


SEOB2795 


9709 


SEOB2964 


9769 


SEOB3051 


9829 


SEOB3120 


9889 


SEOB3192 


9650 


SEOB2796 


9710 


SEOB2965 


9770 


SEOB3052 


9830 


SEOB3121 


9890 


SEOB3193 


9651 


SEOB2797 


9711 


SEOB2966 


9771 


SEOB3053 


9831 


SEOB3122 


9891 


SEOB3194 


9652 


SEOB2798 


9712 


SEOB2967 


9772 


SEOB3054 


9832 


SEOB3123 


9892 


SEOB3195 


9653 


SEOB2800 


9713 


SEOB2969 


9773 


SEOB3055 


9833 


SEOB3127 


9893 


SEOB3196 


9654 


SEOB2801 


9714 


SEOB2972 


9774 


SEOB3056 


9834 


SEOB3128 


9894 


SEOB3197 


9655 


SEOB2802 


9715 


SEOB2973 


9775 


SEOB3057 


9835 


seob3129n 


9895 


SEOB3201 


9656 


SEOB2803 


9716 


SEOB2974 


9776 


SEOB3058 


9836 


SEOB3130 


9896 


SEOB3203 


9657 


SEOB2804 


9717 


SEOB2976 


9777 


SEOB3059 


9837 


SEOB3131 


9897 


SEOB3204 


9658 


SEOB2805 


9718 


SEOB2978 


9778 


SEOB3061 


9838 


SEOB3133 


9898 


SEOB3206 


9659 


SEOB2806 


9719 


SEOB2979 


9779 


SEOB3063 


9839 


SEOB3134 


9899 


SEOB3207 


9660 


SEOB2807 


9720 


SEOB2980 


9780 


SEOB3064 


9840 


SEOB3135 


9900 


SEOB3209 
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9901 


SEOB3210 


9961 


seob3279n 


10021 


SEOB3364 


10081 


SEOB3432 


10141 


SEOB3503 


9902 


SEOB3211 


9962 


SEOB3281 


10022 


SEOB3365 


10082 


SEOB3435 


10142 


SEOB3504 


9903 


SEOB3212 


9963 


SEOB3291 


10023 


SEOB3366 


10083 


SEOB3436 


10143 


SEOB3506 


9904 


SEOB3213 


9964 


SEOB3294 


10024 


SEOB3367 


10084 


SEOB3437 


10144 


SEOB3507 


9905 


SEOB3214 


9965 


SEOB3295 


10025 


SEOB3368 


10085 


SEOB3440 


10145 


SEOB3508 


9906 


SEOB3215 


9966 


SEOB3296 


10026 


SEOB3369 


10086 


SEOB3441 


10146 


SEOB3509 


9907 


SEOB3216 


9967 


SEOB3297 


10027 


SEOB3370 


10087 


SEOB3443 


10147 


SEOB3510 


9908 


SEOB3217 


9968 


SEOB3299 


10028 


SEOB3371 


10088 


SEOB3444 


10148 


SEOB3511 


9909 


SEOB3218 


9969 


SEOB3300 


10029 


SEOB3374 


10089 


SEOB3446 


10149 


SEOB3512 


9910 


SEOB3219 


9970 


SEOB3301 


10030 


SEOB3376 


10090 


SEOB3447 


10150 


SEOB3513 


9911 


SEOB3220 


9971 


SEOB3302 


10031 


SEOB3377 


10091 


SEOB3448 


10151 


SEOB3514 


9912 


SEOB3221 


9972 


SEOB3303 


10032 


SEOB3378 


10092 


SEOB3450 


10152 


SEOB3517 


9913 


SEOB3224 


9973 


SEOB3304 


10033 


SEOB3379 


10093 


SEOB3451 


10153 


SEOB3518 


9914 


SEOB3225 


9974 


SEOB3305 


10034 


SEOB3380 


10094 


SEOB3452 


10154 


SEOB3519 


9915 


SEOB3226 


9975 


SEOB3307 


10035 


SEOB3381 


10095 


SEOB3453 


10155 


SEOB3520 


9916 


SEOB3227 


9976 


SEOB3308 


10036 


SEOB3382 


10096 


SEOB3454 


10156 


SEOB3521 


9917 


SEOB3228 


9977 


SEOB3309 


10037 


SEOB3383 


10097 


SEOB3455 


10157 


SEOB3522 


9918 


SEOB3229 


9978 


SEOB3310 


10038 


SEOB3384 


10098 


SEOB3456 


10158 


SEOB3523 


9919 


SEOB3230 


9979 


SEOB3312 


10039 


SEOB3385 


10099 


SEOB3457 


10159 


SEOB3524 


9920 


SEOB3231 


9980 


SEOB3313 


10040 


SEOB3386 


10100 


SEOB3458 


10160 


SEOB3525 


9921 


SEOB3233 


9981 


SEOB3314 


10041 


seob3387n 


10101 


SEOB3459 


10161 


SEOB3526 


9922 


SEOB3234 


9982 


SEOB3315 


10042 


SEOB3388 


10102 


SEOB3460 


10162 


SEOB3528 


9923 


SEOB3235 


9983 


SEOB3316 


10043 


SEOB3389 


10103 


SEOB3461 


10163 


SEOB3530 


9924 


SEOB3236 


9984 


SEOB3317 


10044 


SEOB3390 


10104 


SEOB3462 


10164 


SEOB3531 


9925 


SEOB3237 


9985 


SEOB3318 


10045 


SEOB3392 


10105 


SEOB3463 


10165 


SEOB3532 


9926 


SEOB3238 


9986 


SEOB3319 


10046 


SEOB3393 


10106 


SEOB3464 


10166 


SEOB3533 


9927 


SEOB3239 


9987 


SEOB3320 


10047 


SEOB3394 


10107 


SEOB3465 


10167 


SEOB3534 


9928 


SEOB3240 


9988 


SEOB3321 


10048 


SEOB3395 


10108 


SEOB3466 


10168 


SEOB3535 


9929 


SEOB3241 


9989 


SEOB3322 


10049 


SEOB3397 


10109 


SEOB3467 


10169 


SEOB3537 


9930 


SEOB3243 


9990 


SEOB3323 


10050 


SEOB3398 


10110 


SEOB3468 


10170 


SEOB3538 


9931 


SEOB3244 


9991 


SEOB3325 


10051 


SEOB3399 


10111 


SEOB3459 


10171 


seob3539n 


9932 


SEOB3245 


9992 


SEOB3326 


10052 


SEOB3400 


10112 


SEOB3470 


10172 


SEOB3540 


9933 


SEOB3247 


9993 


SEOB3327 


10053 


SEOB3401 


10113 


SEOB3471 


10173 


SEOB3541 


9934 


SEOB3248 


9994 


SEOB3328 


10054 


SEOB3402 


10114 


SEOB3474 


10174 


SEOB3542 


9935 


SEOB3249 


9995 


SEOB3329 


10055 


SEOB3403 


10115 


SEOB3475 


10175 


SEOB3545 


9936 


SEOB3252 


9996 


SEOB3330 


10056 


SEOB3404 


10116 


SEOB3476 


10176 


SEOB3546 


9937 


SEOB3253 


9997 


SEOB3331 


10057 


SEOB3405 


10117 


SEOB3477 


10177 


SEOB3547 


9938 


SEOB3254 


9998 


SEOB3332 


10058 


SEOB3407 


10118 


SEOB3478 


10178 


SEOB3548 


9939 


SEOB3255 


9999 


SEOB3333 


10059 


SEOB3408 


10119 


SEOB3479 


10179 


SEOB3549 


9940 


SEOB3256 


10000 


SEOB3336 


10060 


SEOB3409 


10120 


SEOB3480 


10180 


SEOB3550 


9941 


SEOB3257 


10001 


SEOB3337 


10061 


SEOB3411 


10121 


seob3481 


10181 


SEOB3551 


9942 


SEOB3258 


10002 


SEOB3338 


10062 


SEOB3413 


10122 


SEOB3483 


10182 


SEOB3553 


9943 


seob3259n 


10003 


SEOB3341 


10063 


SEOB3414 


10123 


SEOB3485 


10183 


SEOB3554 


9944 


SEOB3260 


10004 


SEOB3343 


10064 


SEOB3415 


10124 


SEOB3486 


10184 


SEOB3555 


9945 


SEOB3261 


10005 


SEOB3344 


10065 


SEOB3416 


10125 


SEOB3487 


10185 


SEOB3556 


9946 


SEOB3262 


10006 


SEOB3346 


10066 


SEOB3417 


10126 


SEOB3488 


10186 


SEOB3558 


9947 


SEOB3263 


10007 


SEOB3347 


10067 


SEOB3418 


10127 


SEOB3489 


10187 


SEOB3559 


9948 


seob3264 


10008 


SEOB3348 


10068 


SEOB3419 


10128 


SEOB3490 


10188 


SEOB3560 


9949 


SEOB3265 


10009 


SEOB3349 


10069 


SEOB3420 


10129 


SEOB3491 


10189 


SEOB3561 


9950 


seob3266 


10010 


SEOB3350 


10070 


SEOB3421 


10130 


SEOB3492 


10190 


SEOB3562 


9951 


seob3267n 


10011 


SEOB3351 


10071 


SEOB3422 


10131 


SEOB3493 


10191 


SEOB3563 


9952 


seob3268 


10012 


SEOB3354 


10072 


SEOB3423 


10132 


seob3494n 


10192 


SEOB3564 


9953 


seob3269 


10013 


SEOB3355 


10073 


SEOB3424 


10133 


SEOB3495 


10193 


SEOB3565 


9954 


SEOB3270 


10014 


SEOB3356 


10074 


SEOB3425 


10134 


SEOB3496 


10194 


SEOB3566 


9955 


seob3271 


10015 


SEOB3357 


10075 


SEOB3426 


10135 


SEOB3497 


10195 


SEOB3568 


9956 


seob3272 


10016 


SEOB3358 


10076 


SEOB3427 


10136 


SEOB3498 


10196 


SEOB3569 


9957 


SEOB3273 


10017 


SEOB3359 


10077 


SEOB3428 


10137 


SEOB3499 


10197 


SEOB3570 


9958 


SEOB3275 


10018 


SEOB3360 


10078 


SEOB3429 


10138 


SEOB3500 


10198 


SEOB3571 


9959 


SEOB3277 


10019 


SEOB3361 


10079 


SEOB3430 


10139 


SEOB3501 


10199 


SEOB3573 


9960 


SEOB3278 


10020 


SEOB3362 


10080 


SEOB3431 


10140 


SEOB3502 


10200 


SEOB3574 
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10201 


SEOB3575 


10261 


seob3682 


10321 


seob3834 


10381 


seob3912 


10441 


seob3986 


10202 


SEOB3576 


10262 


seob3683 


10322 


seob3836 


10382 


seob3913 


10442 


seob3987 


10203 


SEOB3577 


10263 


seob3684 


10323 


seob3837 


10383 


seob3914 


10443 


seob3989 


10204 


SEOB3578 


10264 


seob3685 


10324 


seob3838 


10384 


seob3915 


10444 


seob3990 


10205 


SEOB3580 


10265 


seob3686 


10325 


seob3840 


10385 


seob3916 


10445 


seob3991 


10206 


SEOB3581 


10266 


seob3688 


10326 


seob3841 


10386 


seob3917 


10446 


seob3992 


10207 


SEOB3582 


10267 


seob3689 


10327 


seob3842 


10387 


seob3918 


10447 


seob3994 


10208 


SEOB3584 


10268 


seob3690 


10328 


seob3843 


10388 


seob3919 


10448 


seob3995 


10209 


SEOB3585 


10269 


seob3692 


10329 


seob3844 


10389 


seob3920 


10449 


seob3996 


10210 


SEOB3587 


10270 


seob3694 


10330 


seob3845 


10390 


seob3921 


10450 


seob3997 


10211 


SEOB3588 


10271 


seob3695 


10331 


seob3847 


10391 


seob3922 


10451 


seob3998 


10212 


SEOB3589 


10272 


seob3696 


10332 


seob3852 


10392 


seob3923 


10452 


seob3999 


10213 


SEOB3590 


10273 


seob3697 


10333 


seob3854 


10393 


seob3924 


10453 


seob4000 


10214 


SEOB3591 


10274 


seob3698 


10334 


seob3855 


10394 


seob3925 


10454 


seob4001 


10215 


SEOB3593 


10275 


seob3699 


10335 


seob3856 


10395 


seob3926 


10455 


seob4002 


10216 


SEOB3594 


10276 


seob3700 


10336 


seob3857 


10396 


seob3927 


10456 


seob4003 


10217 


SEOB3595 


10277 


seob3701 


10337 


seob3858 


10397 


seob3929 


10457 


seob4004 


10218 


SEOB3596 


10278 


seob3702 


10338 


seob3859 


10398 


seob3930 


10458 


seob4005 


10219 


SEOB3597 


10279 


seob3703 


10339 


seob3860 


10399 


seob3933 


10459 


seob4006 


10220 


SEOB3599 


10280 


seob3704 


10340 


seob3861 


10400 


seob3935 


10460 


seob4008 


10221 


seob3601 


10281 


seob3705 


10341 


seob3862 


10401 


seob3936 


10461 


seob4009 


10222 


seob3602 


10282 


seob3707 


10342 


seob3865 


10402 


seob3937 


10462 


seob4010 


10223 


seob3603 


10283 


seob3709 


10343 


seob3866 


10403 


seob3938 


10463 


seob4011 


10224 


seob3642 


10284 


seob3710 


10344 


seob3867 


10404 


seob3940 


10464 


seob4012 


10225 


seob3643n 


10285 


seob3711 


10345 


seob3868 


10405 


seob3941 


10465 


seob4013 


10226 


seob3644 


10286 


seob3712 


10346 


seob3869 


10406 


seob3942 


10466 


seob4014 


10227 


seob3645 


10287 


seob3713 


10347 


seob3870 


10407 


seob3943 


10467 


seob4017 


10228 


seob3646 


10288 


seob3714 


10348 


seob3872 


10408 


seob3944 


10468 


seob4018 


10229 


seob3647 


10289 


seob3715 


10349 


seob3873 


10409 


seob3945 


10469 


seob4019 


10230 


seob3648 


10290 


seob3716 


10350 


seob3875 


10410 


seob3946 


10470 


seob4020 


10231 


seob3649 


10291 


seob3717 


10351 


seob3876 


10411 


seob3947 


10471 


seob4021 


10232 


seob3650 


10292 


seob3718 


10352 


seob3877 


10412 


seob3948 


10472 


seob4022 


10233 


seob3653 


10293 


seob3719 


10353 


seob3878 


10413 


seob3949 


10473 


seob4023 


10234 


seob3654 


10294 


seob3720 


10354 


seob3879 


10414 


seob3951 


10474 


seob4026 


10235 


seob3655 


10295 


seob3722 


10355 


seob3881 


10415 


seob3952 


10475 


seob4028 


10236 


seob3657 


10296 


seob3723 


10356 


seob3882 


10416 


seob3953 


10476 


seob4029 


10237 


seob3658 


10297 


seob3725 


10357 


seob3883 


10417 


seob3955 


10477 


seob4030 


10238 


seob3659 


10298 


seob3726 


10358 


seob3884 


10418 


seob3956 


10478 


seob4032 


10239 


seob3660 


10299 


seob3727 


10359 


seob3885 


10419 


seob3958 


10479 


seob4033 


10240 


seob3661 


10300 


seob3729 


10360 


seob3886 


10420 


seob3960 


10480 


seob4034 


10241 


seob3662 


10301 


seob3730 


10361 


seob3887 


10421 


seob3961 


10481 


seob4035 


10242 


seob3663 


10302 


seob3731 


10362 


seob3888 


10422 


seob3962 


10482 


seob4036 


10243 


seob3664 


10303 


seob3732 


10363 


seob3889 


10423 


seob3963 


10483 


seob4037 


10244 


seob3665 


10304 


seob3734 


10364 


seob3890 


10424 


seob3964 


10484 


seob4038 


10245 


seob3666 


10305 


seob3738 


10365 


seob3891 


10425 


seob3965 


10485 


seob4039 


10246 


seob3667 


10306 


seob3739 


10366 


seob3892 


10426 


seob3966 


10486 


seob4040 


10247 


seob3668 


10307 


seob3740 


10367 


seob3893 


10427 


seob3969 


10487 


seob4041 


10248 


seob3669 


10308 


seob3741 


10368 


seob3894 


10428 


seob3970 


10488 


seob4042 


10249 


seob3670 


10309 


seob3743 


10369 


seob3896 


10429 


seob3972 


10489 


seob4044 


10250 


seob3671 


10310 


seob3744 


10370 


seob3897 


10430 


seob3973 


10490 


seob4045 


10251 


seob3672 


10311 


seob3747 


10371 


seob3898 


10431 


seob3975 


10491 


seob4047 


10252 


seob3673 


10312 


seob3748 


10372 


seob3899 


10432 


seob3976 


10492 


seob4049 


10253 


seob3674 


10313 


seob3749 


10373 


seob3901 


10433 


seob3977 


10493 


seob4050 


10254 


seob3675 


10314 


seob3750 


10374 


seob3902 


10434 


seob3978 


10494 


seob4051 


10255 


seob3676 


10315 


seob3751 


10375 


S6Ob3903 


10435 


seob3979 


10495 


seob4053 


10256 


seob3677 


10316 


seob3753 


10376 


seob3904 


10436 


seob3980 


10496 


seob4054 


10257 


seob3678 


10317 


seob3754 


10377 


seob3905 


10437 


seob3982 


10497 


seob4056 


10258 


8eob3679 


10318 


seob3755 


10378 


seob3908 


10438 


seob3983 


10498 


seob4057 


10259 


seob3680 


10319 


seob3756 


10379 


seob3910 


10439 


seob3984 


10499 


seob4058 


10260 


seob3681 


10320 


seob3757 


10380 


seob3911 


10440 


seob3985 


10500 


seob4059 
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10501 seoMOeO 

10502 seob4061 

10503 seob4062 

10504 seob4063 

10505 seob4064 

10506 seob4065 

10507 seob4066 

10508 seob4067 

10509 seob4068 

10510 seob4069 

10511 seob4070 

10512 seob4071 

10513 seob4073 

10514 seob4074 

10515 seob4075 

10516 seob4076 

10517 seob4077 

10518 seob4078 

10519 seob4079 

10520 seob4080 

10521 seob4081 

10522 seob4082 

10523 seob4083 

10524 seob4084 

10525 seob4085 

10526 seob4086 

10527 seob4087 

10528 seob4088 

10529 seob4089 

10530 seob4090 

10531 seob4091 

10532 seob4092 

10533 seob4093 

10534 seob4094 

10535 seob4095 

10536 seob4096 

10537 seob4097 

10538 seob4098 

10539 seob4099 

10540 seob4100 

10541 seob4101 

10542 seob4102 

10543 seob4103 

10544 seob4104 

10545 seob4105 

10546 seob4107 

10547 seob4108 

10548 seob4109 

10549 seob4110 

10550 seob4112 

10551 seob4113 

10552 seob4114 

10553 seob4115 

10554 seob4116 

10555 seob4117 

10556 seob4118 

10557 seob4119 

10558 seob4120 

10559 seob4121 

10560 seob4122 



10561 seob4125 

10562 seob4126 

10563 seob4127 

10564 seob4128 

10565 seob4129 

10566 seob4130 

10567 seob4131 

10568 seob4132 

10569 seob4133 

10570 seob4134 

10571 seob4135 

10572 seob4136 

10573 seob4137 

10574 seob4138 

10575 seob4139 

10576 seob4140 

10577 seob4141 

10578 seob4143 

10579 seob4144 

10580 seob4145 

10581 seob4146 

10582 seob4147 

10583 seob4148 

10584 seob4149 

10585 seob4150 

10586 seob4152 

10587 seob4153 

10588 seob4154 

10589 seob4155 

10590 seob4156 

10591 seob4157 

10592 seob4158 

10593 seob4160 

10594 seob4161 

10595 seob4162 

10596 seob4163 

10597 seob4164 

10598 seob4165 

10599 seob4166 

10600 seob4167 

10601 seob4168 

10602 seob4169 

10603 seob4170 

10604 seob4171 

10605 seob4172 

10606 seob4173 

10607 seob4174 

10608 seob4175 

10609 seob4176 

10610 seob4177 

10611 seob4178 

10612 seob4179 

10613 seob4182 

10614 seob4183 

10615 seob4184 

10616 seob4185 

10617 seob4187 

10618 seob4188 

10619 seob4189 

10620 seob4190 



10621 seob4191 

10622 seob4192 

10623 seob4195 

10624 seob4196 

10625 seob4197 

10626 seob4198 

10627 seob4199 

10628 seob4200 

10629 seob4201 

10630 seob4202 

10631 seob4203 

10632 seob4204 

10633 seob4205 

10634 seob4206 

10635 seob4207 

10636 seob4208 

10637 seob4209 

10638 seob4210 

10639 seob4211 

10640 seob4212 

10641 seob4213 

10642 seob4214 

10643 seob4215 

10644 seob4216 

10645 seob4217 

10646 seob4218 

10647 seob4219 

10648 seob4220 

10649 seob4223 

10650 seob4224 

10651 seob4225 

10652 seob4226 

10653 seob4228 

10654 seob4229 

10655 seob4230 

10656 seob4231 

10657 seob4232 

10658 seob4233 

10659 seob4234 

10660 seob4235 

10661 seob4237 

10662 seob4240 

10663 seob4241 

10664 seob4242 

10665 seob4243 

10666 seob4244 

10667 seob4246 

10668 seob4247 

10669 seob4248 

10670 seob4249 

10671 seob4251 

10672 seob4252 

10673 seob4254 

10674 seob4255 

10675 seob4256 

10676 seob4258 

10677 seob4259 

10678 seob4260 

10679 seob4261n 

10680 seob4262 



10681 seob4263 

10682 seob4264 

10683 seob4265 

10684 seob4266 

10685 seob4267 

10686 seob4268 

10687 seob4269 

10688 seob4270 

10689 seob4271 

10690 seob4272 

10691 seob4273 

10692 seob4274 

10693 seob4276 

10694 seob4277 

10695 seob4278 

10696 seob4280 

10697 seob4281 

10698 seob4282 

10699 seob4283 

10700 seob4284 

10701 seob4285 

10702 seob4286 

10703 seob4287 

10704 seob4288 

10705 seob4290 

10706 seob4291 

10707 seob4292 

10708 seob4293 

10709 seob4294 

10710 seob4295 

10711 seob4296 

10712 seob4297 

10713 8eob4298 

10714 seob4301n 

10715 seob4302 

10716 seob4303 

10717 seob4304 

10718 seob4305 

10719 seob4306 

10720 seob4308 

10721 seob4309 

10722 seob4311 

10723 seob4312 

10724 seob4313 

10725 seob4314 

10726 seob4317 

10727 seob4321 

10728 seob4322 

10729 seob4325 

10730 seob4326 

10731 seob4327 

10732 seob4331 

10733 seob4332 

10734 seob4333 

10735 seob4335 

10736 seob4337 

10737 seob4338 

10738 seob4339 

10739 seob4340 

10740 seob4341 



10741 seob4342 

10742 seob4345 

10743 seob4346 

10744 seob4349 

10745 seob4351 

10746 seob4352 

10747 seob4353 

10748 seob4355 

10749 seob4356 

10750 seob4357 

10751 seob4358 

10752 seob4359 

10753 seob4360 

10754 seob4362 

10755 seob4363 

10756 seob4366 

10757 seob4368 

10758 seob4369 

10759 seob4370 

10760 seob4372 

10761 seob4374 

10762 seob4375 

10763 seob4377 

10764 seob4378 

10765 seob4379 

10766 seob4380 

10767 seob4381 

10768 seob4382 

10769 seob4383 

10770 seob4384 

10771 seob4385n 

10772 seob4389 

10773 seob4390 

10774 seob4393 

10775 seob4394 

10776 seob4400 

10777 seob4401 

10778 seob4404 

10779 seob4409 

10780 seob4410 

10781 seob4411 

10782 seob4412 

10783 8eob4413 

10784 seob4414 

10785 seob4415 

10786 seob4416 

10787 seob4417 

10788 seob4418 

10789 seob4419 

10790 seob4420 

10791 seob4421 

10792 seob4422 

10793 seob4423 

10794 seob4424 

10795 seob4425 

10796 seob4426 

10797 seob4427 

10798 seob4429 

10799 seob4430 

10800 seob4431 
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10801 


seob4433 


10802 


seob4434 


10803 


seob4435 


10804 


seob4438 


10805 


seob4439 


10806 


seob4440 


10807 


seob4441 


10808 


seob4442 


10809 


seob4443 


10810 


seob4444 


10811 


seob4445 


10812 


seob4446 


10813 


seob4447 


10814 


seob4448 


10815 


seob4450 


10816 


seob4451 


10817 


seob4452 


10818 


seob4453 


10819 


seob4454 


10820 


seob4455 


10821 


seob4456 


10822 


seob4457 


10823 


seob4458 


10824 


seob4459 


10825 


seob4460 


10826 


seob4461 


10827 


seob4462 


10828 


seob4463 


10829 


seob4465 


10830 


seob4466 


10831 


seob4467 


10832 


seob4468 


10833 


seob4469 


10834 


seob4470 


10835 


seob4471 


10836 


seob4472 


10837 


seob4474 


10838 


seob4475 


10839 


seob4476 


10840 


seob4477 


10841 


seob4479 


10842 


seob4480 


10843 


seob4481 


10844 


seob4482 


10845 


seob4483 


10846 


seob4484 


10847 


seob4485 


10848 


seob4486 


10849 


seob4487 


10850 


seob4488 


10851 


seob4489 


10852 


seob4490 


10853 


seob4491 


10854 


seob4492 


10855 


seob4493 


10856 


seob4494 


10857 


seob4495 


10858 


seob4497 


10859 


seob4498 


10860 


seob4499 



10861 seob4500 

10862 seob4502 

10863 seob4503 

10864 seob4504 

10865 seob4505 

10866 seob4506 

10867 seob4508 

10868 seob4515 

10869 seob4516 

10870 seob4517 

10871 seob4518 

10872 seob4522 

10873 seob4523 

10874 seob4524 

10875 seob4525 

10876 seob4526 

10877 seob4527 

10878 seob4528 

10879 seob4529 

10880 seob4530 

10881 seob4531 

10882 seob4532 

10883 seob4534 

10884 seob4536 

10885 seob4537 

10886 seob4538 

10887 seob4539 

10888 seob4540 

10889 seob4541 

10890 seob4542 

10891 seob4543 

10892 seob4545 

10893 seob4553 

10894 seob4555 

10895 seob4557 

10896 seob4560 

10897 seob4561 

10898 seob4562 

10899 seob4563 

10900 seob4564 

10901 seob4565 

10902 seob4566 

10903 seob4567 

10904 seob4568 

10905 seob4569 

10906 seob4570 

10907 seob4571 

10908 seob4573 

10909 seob4574 

10910 seob4575 

10911 seob4576 

10912 seob4577 

10913 seob4578 

10914 seob4579 

10915 seob4580 

10916 seob4581 

10917 seob4582 

10918 seob4583 

10919 seob4584 

10920 seob4585 



10921 


seob4586 


10922 


seob4587 


10923 


seob4589 


10924 


seob4590 


10925 


seob4591 


10926 


seob4592 


10927 


seob4593 


10928 


seob4594 


10929 


seob4595 


10930 


seob4596 


10931 


seob4598 


10932 


seob4599 


10933 


seob4600 


10934 


seob4601 


10935 


seob4602 


10936 


seob4603 


10937 


seob4604 


10938 


seob4605 


10939 


seob4606 


10940 


seob4607 


10941 


seob4608 


10942 


seob4609 


10943 


seob4611 


10944 


seob4612 


10945 


seob4613 


10946 


seob4614 


10947 


seob4615 


10948 


seob4616 


10949 


seob4617 


10950 


seob4618 


10951 


seob4619 


10952 


seob4621 


10953 


seob4622 


10954 


seob4623 


10955 


seob4624 


10956 


seob4625 


10957 


seob4626 


10958 


seob4627 


10959 


seob4628 


10960 


seob4629 


10961 


seob4630 


10962 


seob4632 


10963 


seob4634 


10964 


seob4635 


10965 


seob4636 


10966 


seob4638 


10967 


seob4639 


10968 


seob4640 


10969 


seob4641 


10970 


seob4642 


10971 


seob4643 


10972 


seob4644 


10973 


seob4645 


10974 


seob4646 


10975 


seob4647 


10976 


seob4648 


10977 


seob4650 


10978 


seob4651 


10979 


seob4652 


10980 


seob4653 



10981 seob4654 

10982 seob4655 

10983 seob4656 

10984 seob4657 

10985 seob4658 

10986 seob4659 

10987 seob4660 

10988 seob4661 

10989 seob4662 

10990 seob4663 

10991 seob4664 

10992 seob4665 

10993 seob4666 

10994 seob4667 

10995 seob4668 

10996 seob4669 

10997 seob4670 

10998 seob4671 

10999 seob4672 

11000 seob4673 

11001 seob4675 

11002 seob4676 

11003 seob4677 

11004 seob4679 

11005 seob4680 

11006 seob4681 

11007 seob4685 

11008 seob4686 

11009 seob4689 

11010 seob4690 

11011 seob4691 

11012 seob4692 

11013 seob4693 

11014 seob4694 

11015 seob4695 

11016 seob4696 

11017 seob4697 

11018 seob4698 

11019 seob4700 

11020 seob4701 

11021 seob4702 

11022 seob4704 

11023 seob4705 

11024 seob4706 

11025 seob4707 

11026 seob4708 

11027 seob4709 

11028 seob4712 

11029 seob4713 

11030 seob4714 

11031 seob4715 

11032 seob4716 

11033 seob4718 

11034 seob4719 

11035 seob4720 

11036 seob4721 

11037 seob4722 

11038 seob4723 

11039 seob4724 

11040 seob4725 



11041 seob4726 

11042 seob4728 

11043 seob4730 

11044 seob4731 

11045 seob4732 

11046 seob4733 

11047 seob4734 

11048 seob4735 

11049 seob4736 

11050 seob4737 

11051 seob4738 

11052 seob4739 

11053 seob4740 

11054 seob4741 

11055 seob4742 

11056 seob4743 

11057 seob4744 

11058 seob4745 

11059 seob4746 

11060 seob4747 

11061 seob4748 

11062 seob4749 

11063 seob4750 

11064 seob4751 

11065 seob4752 

11066 seob4753 

11067 seob4754 

11068 seob4755 

11069 seob4756 

11070 seob4757 

11071 seob4758 

11072 seob4759 

11073 seob4760 

11074 seob4761 

11075 seob4762 

11076 seob4763 

11077 seob4764 

11078 seob4765 

11079 seob4766 

11080 seob4767 

11081 seob4768 

11082 seob4769 

11083 seob4770 

11084 seob4771 

11085 seob4772 

11086 seob4773 

11087 seob4774 

11088 seob4775 

11089 seob4777 

11090 seob4778 

11091 seob4779 

11092 seob4780 

11093 seob4781 

11094 seob4782 

11095 seob4783 

11096 seob4784 

11097 seob4785 

11098 seob4786 

11099 seob4787 

11100 seob4790 
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11101 seob4791 

11102 seob4793 

11103 seob4794 

11104 seob4795 

11105 seob4796 

11106 seob4797 

11107 seob4798 

11108 seob4799 

11109 seob4801 

11110 seob4802 

11111 seob4804 

11112 seob4805 

11113 seob4807 

11114 seob4808 

11115 seob4809 

11116 seob4810 

11117 seob4811 

11118 seob4812 

11119 seob4813 
M= 11120 seob4814 
13 11121 seob4815 
fi 11122 seob4816 
m 11123 seob4817 
5 11124 seob4818 
•f; 11125 seob4819 
,S 11126 seob4820 
fi 11127 seob4821 

11128 seob4822 

" 11129 seob4824 

O 11130 seob4825 

lU 11131 seob4826 

lU 11132 seob4827 

IB 11133 seob4828 

11134 seob4829 

m 11135 seob4831 

11136 seob4832 

11137 seob4833 

11138 seob4835 

11139 seob4836 

11140 seob4837 

11141 seob4838 

11142 seob4839 

11143 seob4840 

11144 seob4841 

11145 seob4843 

11146 seob4844 

11147 seob4845 

11148 seob4846 

11149 seob4847 

11150 seob4848 

11151 seob4849 

11152 seob4850 

11153 seob4851 

11154 seob4852 

11155 seob4853 

11156 seob4854 

11157 seob4855 

11158 seob4857 

11159 seob4858 

11160 seob4859 



11161 


seob4860 


11162 


seob4861 


11163 


seob4863 


11164 


seob4864 


11165 


seob4865 


11166 


seob4866 


11167 


seob4867 


11168 


seob4868 


11169 


seob4869 


11170 


seob4870 


11171 


seob4871 


11172 


seob4872 


11173 


seob4873 


11174 


seob4874 


11175 


seob4875 


11176 


seob4877 


11177 


seob4878 


11178 


seob4880 


11179 


seob4881 


11180 


seob4882 


11181 


seob4883 


11182 


seob4884 


11183 


seob4885 


11184 


seob4887 


11185 


seob4888 


11186 


seob4889 


11187 


seob4891 


11188 


seob4892 


11189 


seob4893 


11190 


seob4894 


11191 


seob4896 


11192 


seob4897 


11193 


seob4898 


11194 


seob4899 


11195 


seob4900 


11196 


seob4902 


11197 


seob4903 


11198 


seob4904 


11199 


seob4906 


11200 


seob4907 


11201 


seob4910 


11202 


seob4911 


11203 


seob4912 


11204 


seob4913 


11205 


seob4915 


11206 


seob4916 


11207 


seob4917 


11208 


seob4918 


11209 


seob4919 


11210 


seob4920 


11211 


seob4921 


11212 


seob4922 


11213 


seob4923 


11214 


seob4925 


11215 


seob4926 


11216 


seob4927 


11217 


seob4928 


11218 


seob4929 


11219 


seob4930 


11220 


seob4931 



11221 


seob4932 


11222 


seob4933 


11223 


seob4934 


11224 


seob4936 


11225 


seob4937 


11226 


seob4938 


11227 


seob4939 


11228 


seob4941 


11229 


seob4944 


11230 


seob4945 


11231 


seob4955 


11232 


seob4956 


11233 


seob4958 


11234 


seob4961 


11235 


seob4962 


11236 


seob4963 


11237 


seob4964 


11238 


seob4965 


11239 


seob4966 


11240 


seob4967 


11241 


seob4969 


11242 


seob4970 


11243 


seob4972 


11244 


seob4973 


11245 


seob4975 


11246 


seob4976 


11247 


seob4977 


11248 


seob4978 


11249 


seob4979 


11250 


seob4981 


11251 


seob4982 


11252 


seob4983 


11253 


seob4985 


11254 


seob4986 


11255 


seob4987 


11256 


seob4990 


11257 


seob4992 


11258 


seob4993 


11259 


seob4994 


11260 


seob4995 


11261 


seob4996 


11262 


seob4997 


11263 


seob4999 


11264 


seob5000 


11265 


seob5001 


11266 


seob5002 


11267 


seob5003 


11268 


seob5004 


11269 


seob5006 


11270 


seob5007 


11271 


seob5009 


11272 


seobSOlO 


11273 


seob5011 


11274 


seob5012 


11275 


seob5013 


11276 


seob5014 


11277 


seob5016 


11278 


seob5018 


11279 


seob5019 


11280 


seob5021 



11281 


seob5022 


11282 


seob5023 


11283 


seob5024 


11284 


seob5025 


11285 


seob5026 


11286 


seob5027 


11287 


seob5028 


11288 


seob5029 


11289 


seob5030 


11290 


seob5031 


11291 


seob5032 


11292 


seob5033 


11293 


seob5034 


11294 


seob5036 


11295 


seob5037 


11296 


seob5038 


11297 


seob5039 


11298 


seob5040 


11299 


seob5041 


11300 


seob5042 


11301 


seob5043 


11302 


seob5044 


11303 


seob5045 


11304 


seob5046 


11305 


seob5048 


11306 


seob5049 


11307 


seob5052 


11308 


seob5053 


11309 


seob5054 


11310 


seob5055 


11311 


seob5056 


11312 


seob5057 


11313 


seob5058 


11314 


seob5059 


11315 


seob5060 


11316 


seob5063 


11317 


seob5064 


11318 


seob5065 


11319 


seob5066 


11320 


seob5067 


11321 


seob5068 


11322 


seob5069 


11323 


seob5070 


11324 


seob5071 


11325 


seob5073 


11326 


seob5075 


11327 


seob5076 


11328 


seob5077 


11329 


seob5078 


11330 


seob5079 


11331 


seob5080 


11332 


seob5081 


11333 


seob5082 


11334 


seob5084 


11335 


seob5085 


11336 


seob5086 


11337 


seob5087 


11338 


seob5088 


11339 


seob5089 


11340 


seob5090 



11341 seob5092 

11342 seob5093 

11343 seob5094 

11344 seob5095 

11345 seob5096 

11346 seob5097 

11347 seob5098 

11348 seob5099 

11349 seob5100 

11350 seob5101 

11351 seob5103 

11352 seob5104 

11353 seob5106 

11354 seob5107 

11355 seob5109 

11356 seob5110 

11357 seob5112 

11358 seob5113 

11359 seob5114 

11360 seob5115 

11361 seob5116 

11362 seob5117 

11363 seob5118 

11364 seob5120 

11365 seob5121 

11366 seob5122 

11367 seob5123 

11368 seob5124 

11369 seob5126 

11370 seob5128 

11371 seob5130 

11372 seob5131 

11373 seob5132 

11374 seob5135 

11375 seob5136 

11376 8eob5137 

11377 seob5138 

11378 seob5140 

11379 seob5142 

11380 seob5143 

11381 seob5144 

11382 seob5146 

11383 seob5147 

11384 seob5150 

11385 seob5152 

11386 seob5153 

11387 seob5154 

11388 seob5155 

11389 seob5157 

11390 seob5158 

11391 seob5159 

11392 seob5161 

11393 seob5162 

11394 seob5163 

11395 seob5164 

11396 seob5165 

11397 seob5168 

11398 8eob5169 

11399 seob5172 

11400 seob5174 
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11401 


seob5175 


11402 


seob5176 


11403 


seob5177 


11404 


seob5180 


11405 


seob5181 


11406 


seob5182 


11407 


seob5183 


11408 


seob5184 


11409 


seob5185 


11410 


seob5187 


11411 


seob5188 


11412 


seob5189 


11413 


seob5190 


11414 


seob5191 


11415 


seob5192 


11416 


seob5193 


11417 


seob5194 


11418 


seob5195 


11419 


seob5196 


11420 


seob5197 


11421 


seob5198 


11422 


seob5199 


11423 


seob5201 


11424 


seob5202 


11425 


seob5203 


11426 


seob5204 


11427 


seob5205 


11428 


seob5206 


11429 


seob5208 


11430 


seob5209 


11431 


seob5210 


11432 


seob5211 


11433 


seob5212 


11434 


seob5213 


11435 


seob5214 


11436 


seob5216 


11437 


seob5217 


11438 


seob5218 


11439 


seob5219 


11440 


seob5220 


11441 


seob5221 


11442 


seob5222 


11443 


seob5223 


11444 


seob5224 


11445 


seob5225 


11446 


seob5227 


11447 


seob5228 


11448 


seob5229 


11449 


seob5230 


11450 


seob5231 


11451 


seob5232 


11452 


seob5233 


11453 


seob5234 


11454 


seob5235 


11455 


seob5236 


11456 


seob5237 


11457 


seob5238 


11458 


seob5239 


11459 


seob5240 


11460 


seob5241 



11461 seob5243 

11462 seob5244 

11463 seob5245 

11464 seob5246 

11465 seob5247 

11466 seob5249 

11467 seob5251 

11468 seob5252 

11469 seob5253 

11470 seob5254 

11471 seob5255 

11472 seob5256 

11473 seob5257 

11474 seob5258 

11475 seob5259 

11476 8eob5260 

11477 seob5261 

11478 seob5262 

11479 seob5263 

11480 seob5266 

11481 seob5268 

11482 seob5269 

11483 seob5270 

11484 seob5271 

11485 seob5272 

11486 seob5273 

11487 seob5274 

11488 seob5276 

11489 seob5277 

11490 seob5278 

11491 seob5280 

11492 seob5281 

11493 seob5282 

11494 seob5284 

11495 seob5285 

11496 seob5286 

11497 seob5287 

11498 seob5288 

11499 seob5289 

11500 seob5290 

11501 seob5291 

11502 seob5292 

11503 seob5295 

11504 seob5296 

11505 seob5297 

11506 seob5298 

11507 seob5299 

11508 seob5300 

11509 seob5301 

11510 seob5302 

11511 seob5304 

11512 seob5305 

11513 seob5306 

11514 seob5307 

11515 seob5308 

11516 seob5309 

11517 seob5311 

11518 seob5312 

11519 seob5313 

11520 seob5315 



11521 


seob5316 


11522 


seob5317 


11523 


seob5318 


11524 


seob5319 


11525 


seob5320 


11526 


seob5321 


11527 


seob5322 


11528 


seob5323 


11529 


seob5324 


11530 


seob5325 


11531 


seob5326 


11532 


seob5327 


11533 


seob5328 


11534 


seob5329 


11535 


seob5330 


11536 


seob5331 


11537 


seob5332 


11538 


seob5333 


11539 


seob5334 


11540 


seob5335 


11541 


seob5336 


11542 


seob5337 


11543 


seob5339 


11544 


seob5340 


11545 


seob5341 


11546 


seob5342 


11547 


seob5343 


11548 


seob5344 


11549 


seob5345 


11550 


seob5346 


11551 


seob5347 


11552 


seob5349 


11553 


seob5351 


11554 


seob5352 


11555 


seob5353 


11556 


seob5354 


11557 


seob5355 


11558 


seob5356 


11559 


seob5358 


11560 


seob5359 


11561 


seob5360 


11562 


seob5361 


11563 


seob5363 


11564 


seob5364 


11565 


seob5365 


11566 


seob5367 


11567 


seob5368 


11568 


seob5369 


11569 


seob5371 


11570 


seob5372 


11571 


seob5373 


11572 


seob5374 


11573 


seob5375 


11574 


seob5376 


11575 


seob5377 


11576 


seob5378 


11577 


seob5379 


11578 


seob5380 


11579 


seob5381 


11580 


seob5382 



11581 


seob5383 


11582 


seob5384 


11583 


seob5385 


11584 


seob5386 


11585 


seob5388 


11586 


seob5389 


11587 


seob5391 


11588 


seob5392 


11589 


seob5393 


11590 


seob5394 


11591 


seob5395 


11592 


seob5396 


11593 


seob5397 


11594 


seob5398 


11595 


seob5399 


11596 


seob5400 


11597 


seob5401 


11598 


seob5402 


11599 


seob5403 


11600 


seob5404 


11601 


seob5405 


11602 


seob5406 


11603 


seob5407 


11604 


seob5408 


11605 


seob5409 


11606 


seob5410 


11607 


seob541 1 


11608 


seob5412 


11609 


seob5413 


11610 


seob5414 


11611 


seob5415 


11612 


seob5417 


11613 


seob5418 


11614 


seob5419 


11615 


seob5420 


11616 


seob5421 


11617 


seob5423 


11618 


seob5424 


11619 


seob5427 


11620 


seob5428 


11621 


seob5429 


11622 


seob5430 


11623 


seob5431 


11624 


seob5432 


11625 


seob5433 


11626 


seob5434 


11627 


seob5435 


11628 


seob5436 


11629 


seob5437 


11630 


seob5438 


11631 


seob5439 


11632 


seob5440 


11633 


seob5441 


11634 


seob5443 


11635 


seob5444 


11636 


seob5445 


11637 


seob5447 


11638 


seob5449 


11639 


seob5450 


11640 


seob5451 



11641 seob5452 

11642 seob5453 

11643 seob5454 

11644 seob5455 

11645 seob5456 

11646 seob5457 

11647 seob5458 

11648 seob5460 

11649 seob5461 

11650 seob5462 

11651 seob5463 

11652 seob5464 

11653 seob5465 

11654 seob5466 

11655 seob5469 

11656 seob5470 

11657 seob5471 

11658 seob5472 

11659 seob5473 

11660 seob5475 

11661 seob5476 

11662 seob5478 

11663 seob5479 

11664 seob5480 

11665 seob5481 

11666 seob5485 

11667 seob5486 

11668 seob5487 

11669 seob5488 

11670 seob5489 

11671 seob5490 

11672 seob5491 

11673 seob5492 

11674 seob5493 

11675 seob5494 

11676 seob5496 

11677 seob5500 

11678 seob5501 

11679 seob5504 

11680 seob5505 

11681 seob5506 

11682 seob5507 

11683 seob5508 

11684 seob5509 

11685 seob5511 

11686 seob5512 

11687 seob5514 

11688 seob5515 

11689 seob5516 

11690 seob5517 

11691 seob5519 

11692 seob5520 

11693 seob5521 

11694 seob5523 

11695 seob5524 

11696 seob5526 

11697 seob5527 

11698 seob5528 

11699 seob5529 

11700 seob5531 
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11701 


seob5533 


11702 


seob5534 


11703 


seob5535 


11704 


seob5536 


11705 


seob5537 


11706 


seob5538 


11707 


seob5539 


11708 


seob5540 


11709 


seob5541 


11710 


seob5542 


11711 


seob5543 


11712 


seob5544 


11713 


seob5547 


11714 


seob5548 


11715 


seob5549 


11716 


seob5550 


11717 


seob5551 


11718 


seob5552 


11719 


seob5554 


11720 


seob5555 


11721 


seob5556 


11722 


seob5557 


11723 


seob5558 


11724 


seob5559 


11725 


seob5560 


11726 


seob5561 


11727 


seob5562 


11728 


seob5563 


11729 


seob5564 


11730 


seob5565 


11731 


seob5566 


11732 


seob5567 


11733 


seob5568 


11734 


seob5569 


11735 


seob5570 


11736 


seob5572 


11737 


seob5573 


11738 


seob5574 


11739 


seob5575 


11740 


seob5576 


11741 


seob5578 


11742 


seob5579 


11743 


seob5580 


11744 


seob5581 


11745 


seob5582 


11746 


seob5583 


11747 


seob5584 


11748 


seob5585 


11749 


seob5586 


11750 


seob5587 


11751 


seob5588 


11752 


seob5589 


11753 


seob5590 


11754 


seob5592 


11755 


seob5593 


11756 


seob5594 


11757 


seob5595 


11758 


seob5596 


11759 


seob5597 


11760 


seob5598 



11761 seob5600 

11762 seob5601 

11763 seob5602 

11764 seob5603 

11765 seob5604 

11766 seob5605 

11767 seob5606 

11768 seob5607 

11769 seob5608 

11770 seob5609 

11771 8eob5610 

11772 seob5611 

11773 seob5612 

11774 seob5613 

11775 seob5614 

11776 seob5615 

11777 seob5616 

11778 seob5618 

11779 seob5619 

11780 seob5620 

11781 seob5621 

11782 seob5622 

11783 seob5623 

11784 seob5624 

11785 seob5626 

11786 seob5627 

11787 seob5629 

11788 seob5630 

11789 seob5631 

11790 seob5632 

11791 seob5633 

11792 seob5634 

11793 seob5635 

11794 seob5636 

11795 seob5638 

11796 seob5639 

11797 seob5640 

11798 seob5641 

11799 seob5642 

11800 seob5643 

11801 seob5644 

11802 seob5645 

11803 seob5646 

11804 seob5647 

11805 seob5648 

11806 seob5649 

11807 seob5650 

11808 seob5651 

11809 seob5652 

11810 seob5653 

11811 seob5656 

11812 seob5657 

11813 seob5658 

11814 seob5659 

11815 seob5660 

11816 seob5661 

11817 seob5662 

11818 seob5663 

11819 seob5664 

11820 seob5665 



11821 seob5666 

11822 seob5668 

11823 seob5669 

11824 seob5670 

11825 seob5671 

11826 seob5673 

11827 seob5676 

11828 seob5678 

11829 seob5679 

11830 seob5680 

11831 seob5682 

11832 seob5683 

11833 seob5684 

11834 seob5685 

11835 seob5686 

11836 seob5688 

11837 seob5689 

11838 seob5690 

11839 seob5691 

11840 seob5692 

11841 seob5693 

11842 seob5695 

11843 seob5696 

11844 seob5700 

11845 seob5701 

11846 seob5702 

11847 seob5703 

11848 seob5705 

11849 seob5706 

11850 seob5707 

11851 seob5708 

11852 seob5709 

11853 seob5710 

11854 seob5711 

11855 seob5714 

11856 seob5715 

11857 seob5716 

11858 seob5717 

11859 seob5718 

11860 seob5720 

11861 seob5721 

11862 seob5723 

11863 seob5724 

11864 seob5725 

11865 seob5726 

11866 seob5727 

11867 seob5728 

11868 seob5730 

11869 seob5731 

11870 seob5733 

11871 seob5734 

11872 seob5735 

11873 seob5736 

11874 seob5738 

11875 seob5739 

11876 seob5740 

11877 seob5741 

11878 seob5742 

11879 seob5743 

11880 seob5744 



11881 seob5745 

11882 seob5746 

11883 seob5747 

11884 seob5748 

11885 seob5749 

11886 seob5750 

11887 seob5751 

11888 seob5752 

11889 seob5753 

11890 seob5754 

11891 8eob5755 

11892 seob5756 

11893 seob5757 

11894 seob5758 

11895 seob5759 

11896 seob5760 

11897 seob5761 

11898 seob5762 

11899 seob5763 

11900 seob5764 

11901 seob5765 

11902 seob5766 

11903 seob5767 

11904 seob5769 

11905 seob5770 

11906 seob5771 

11907 seob5772 

11908 seob5773 

11909 seob5774 

11910 seob5776 

11911 seob5777 

11912 seob5778 

11913 seob5779 

11914 seob5780 

11915 seob5781 

11916 seob5782 

11917 seob5784 

11918 seob5785 

11919 seob5786 

11920 seob5787 

11921 seob5788 

11922 seob5789 

11923 seob5790 

11924 seob5791 

11925 seob5792 

11926 seob5793 

11927 seob5794 

11928 seob5796 

11929 seob5797 

11930 seob5798 

11931 seob5800 

11932 seob5801 

11933 seob5802 

11934 seob5803 

11935 seob5806 

11936 seob5807 

11937 seob5809 

11938 8eob5811 

11939 seob5812 

11940 seob5813 



11941 seob5814 

11942 seob5815 

11943 seob5816 

11944 seob5817 

11945 seob5818 

11946 seob5819 

11947 seob5820 

11948 seob5821 

11949 seob5822 

11950 seob5823 

11951 seob5825 

11952 seob5826 

11953 seob5827 

11954 seob5828 

11955 seob5829 

11956 seob5830 

11957 seob5831 

11958 seob5832 

11959 seob5834 

11960 seob5835 

11961 seob5836 

11962 seob5837 

11963 seob5838 

11964 seob5840 

11965 seob5841 

11966 seob5842 

11967 seob5843 

11968 seob5844 

11969 seob5845 

11970 seob5846 

11971 seob5847 

11972 seob5848 

11973 seob5849 

11974 seob5850 

11975 seob5851 

11976 seob5852 

11977 seob5853 

11978 seob5855 

11979 seob5856 

11980 seob5857 

11981 seob5858 

11982 seob5859 

11983 seob5860 

11984 seob5861 

11985 seob5862 

11986 seob5863 

11987 seob5864 

11988 seob5865 

11989 seob5866 

11990 seob5867 

11991 seob5869 

11992 seob5871 

11993 seob5872 

11994 seob5873 

11995 seob5876 

11996 seob5877 

11997 seob5878 

11998 seob5879 

11999 seob5880 

12000 seob5881 
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12001 


seob5882 


12002 


seob5884 


12003 


seob5885 


12004 


seob5886 


12005 


seob5887 


12006 


seob5888 


12007 


seob5889 


12008 


seob5890 


12009 


seob5891 


12010 


seob5892 


12011 


seob5893 


12012 


seob5894 


12013 


seob5895 


12014 


seob5896 


12015 


seob5897 


12016 


seob5899 


12017 


seob5900 


12018 


seob5902 


12019 


seob5903 


12020 


seob5904 


12021 


seob5905 


12022 


seob5906 


12023 


seob5908 


12024 


seob5909 


12025 


seob5910 


12026 


seob5911 


12027 


seob5914 


12028 


seob5915 


12029 


seob5917 


12030 


seob5919 


12031 


seob5921 


12032 


seob5922 


12033 


seob5924 


12034 


seob5925 


12035 


seob5926 


12036 


seob5927 


12037 


seob5929 


12038 


seob5930 


12039 


seob5931 


12040 


seob5932 


12041 


seob5933 


12042 


seob5934 


12043 


seob5935 


12044 


seob5936 


12045 


seob5937 


12046 


seob5938 


12047 


seob5939 


12048 


seob5940 


12049 


seob5941 


12050 


seob5942 


12051 


seob5943 


12052 


seob5944 


12053 


seob5945 


12054 


seob5946 


12055 


seob5947 


12056 


seob5948 


12057 


seob5951 


12058 


seob5954 


12059 


seob5955 


12060 


seob5956 



12061 seob5957 

12062 seob5958 

12063 seob5960 

12064 seob5961 

12065 seob5962 

12066 seob5963 

12067 seob5964 

12068 seob5966 

12069 seob5967 

12070 seob5969 

12071 seob5970 

12072 seob5972 

12073 seob5973 

12074 seob5974 

12075 seob5976 

12076 seob5977 

12077 seob5978 

12078 seob5979 

12079 seob5980 

12080 seob5981 

12081 seob5982 

12082 seob5983 

12083 seob5984 

12084 seob5985 

12085 seob5986 

12086 seob5987 

12087 seob5988 

12088 seob5989 

12089 seob5990 

12090 seob5991 

12091 seob5992 

12092 seob5993 

12093 seob5994 

12094 seob5995 

12095 seob5996 

12096 seob5997 

12097 seob5999 

12098 seob6000 

12099 seob6001 

12100 seob6002 

12101 seob6003 

12102 seob6004 

12103 seob6005 

12104 seob6006 

12105 seob6007 

12106 seob6008 

12107 seob6009 

12108 seob6010 

12109 seob6011 

12110 seob6012 

12111 seob6013 

12112 seob6014 

12113 seob6015 

12114 seob6017 

12115 seob6018 

12116 seob6019 

12117 seob6020 

12118 seob6021 

12119 seob6022 

12120 seob6023 



12121 


seob6024 


12122 


seob6025 


12123 


seob6026 


12124 


seob6027 


12125 


seob6028 


12126 


seob6029 


12127 


seob6030 


12128 


seob6031 


12129 


seob6032 


12130 


seob6033 


12131 


seob6034 


12132 


seob6036 


12133 


seob6037 


12134 


seob6039 


12135 


seob6040 


12136 


seob6041 


12137 


seob6042 


12138 


seob6043 


12139 


seob6044 


12140 


seob6045 


12141 


seob6046 


12142 


seob6047 


12143 


seob6048 


12144 


seob6049 


12145 


seob6050 


12146 


seob6052 


12147 


seob6054 


12148 


seob6056 


12149 


seob6057 


12150 


seob6058 


12151 


seob6060 


12152 


seob6061 


12153 


seob6062 


12154 


seob6064 


12155 


seob6066 


12156 


seob6067 


12157 


seob6068 


12158 


seob6069 


12159 


seob6072 


12160 


seob6073 


12161 


seob6074 


12162 


seob6075 


12163 


seob6076 


12164 


seob6077 


12165 


seob6078 


12166 


seob6079 


12167 


seob6080 


12168 


seob6081 


12169 


seob6082 


12170 


seob6084 


12171 


seob6085 


12172 


seob6086 


12173 


seob6087 


12174 


seob6088 


12175 


seob6089 


12176 


seob6090 


12177 


seob6091 


12178 


seob6092 


12179 


seob6093 


12180 


seob6094 



12181 


seob6095 


12182 


seob6096 


12183 


seob6097 


12184 


seob6098 


12185 


seob6099 


12186 


seob6100 


12187 


seob6101 


12188 


seob6102 


12189 


seob6103 


12190 


seob6104 


12191 


seob6105 


12192 


seob6106 


12193 


seob6107 


12194 


seob6108 


12195 


seob6109 


12196 


seob6111 


12197 


seob6112 


12198 


seob6113 


12199 


seob6114 


12200 


seob6115 


12201 


seob6116 


12202 


seob6117 


12203 


seob6119 


12204 


seob6120 


12205 


seob6122 


12206 


seob6123 


12207 


seob6125 


12208 


seob6126 


12209 


seob6127 


12210 


seob6128 


12211 


seob6130 


12212 


seob6131 


12213 


seob6132 


12214 


seob6133 


12215 


seob6134 


12216 


seob6135 


12217 


seob6136 


12218 


seob6137 


12219 


seob6138 


12220 


seob6139 


12221 


seob6140 


12222 


seob6141 


12223 


seob6142 


12224 


seob6143 


12225 


seob6144 


12226 


seob6145 


12227 


seob6146 


12228 


seob6147 


12229 


seob6148 


12230 


seob6149 


12231 


seob6150 


12232 


seob6151 


12233 


seob6152 


12234 


seob6153 


12235 


seob6156 


12236 


seob6157 


12237 


seob6159 


12238 


seob6160 


12239 


seob6161 


12240 


seob6162 



12241 seob6164 

12242 seob6165 

12243 seob6167 

12244 seob6169 

12245 seob6170 

12246 seob6171 

12247 seob6173 

12248 seob6175 

12249 seob6176 

12250 seob6177 

12251 seob6178 

12252 seob6179 

12253 seob6181 

12254 seob6182 

12255 seob6183 

12256 seob6184 

12257 seob6185 

12258 seob6186 

12259 seob6187 

12260 seob6188 

12261 seob6189 

12262 seob6190 

12263 seob6192 

12264 seob6193 

12265 seob6194 

12266 seob6196 

12267 seob6197 

12268 seob6198 

12269 seob6200 

12270 seob6201 

12271 seob6202 

12272 seob6203 

12273 seob6204 

12274 seob6205 

12275 seob6206 

12276 seob6207 

12277 seob6208 

12278 seob6211 

12279 seob6212 

12280 seob6213 

12281 seob6214 

12282 seob6215 

12283 seob6216 

12284 seob6217 

12285 seob6218 

12286 seob6221 

12287 seob6223 

12288 seob6224 

12289 seob6226 

12290 seob6227 

12291 seob6228 

12292 seob6229 

12293 seob6230 

12294 seob6231 

12295 seob6232 

12296 seob6234 

12297 seob6236 

12298 seob6237 

12299 seob6238 

12300 seob6239 
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12301 


seob6240 


12361 


seob6310 


12421 


seob6386 


12481 


seob6463 


12541 


seob6541 


12302 


seob6242 


12362 


seob6311 


12422 


seob6387 


12482 


seob6464 


12542 


seob6542 


12303 


seob6243 


12363 


seob6312 


12423 


seob6389 


12483 


seob6465 


12543 


seob6543 


12304 


seob6244 


12364 


seob6313 


12424 


seob6390 


12484 


seob6467 


12544 


seob6544 


12305 


seob6245 


12365 


seob6314 


12425 


seob6391 


12485 


seob6469 


12545 


seob6545 


12306 


seob6246 


12366 


seob6315 


12426 


seob6393 


12486 


seob6470 


12546 


seob6546 


12307 


seob6247 


12367 


seob6316 


12427 


seob6395 


12487 


seob6471 


12547 


seob6547 


12308 


seob6248 


12368 


seob6318 


12428 


seob6396 


12488 


seob6472 


12548 


seob6548 


12309 


seob6250 


12369 


seob6319 


12429 


seob6397 


12489 


seob6473 


12549 


seob6549 


12310 


seob6251 


12370 


seob6320 


12430 


seob6398 


12490 


seob6474 


12550 


seob6550 


12311 


seob6252 


12371 


seob6321 


12431 


seob6399 


12491 


seob6479 


12551 


seob6552 


12312 


seob6253 


12372 


seob6322 


12432 


seob6401 


12492 


seob6480 


12552 


seob6553 


12313 


seob6254 


12373 


seob6323 


12433 


seob6402 


12493 


seob6481 


12553 


seob6554 


12314 


seob6255 


12374 


seob6324 


12434 


seob6403 


12494 


seob6482 


12554 


seob6555 


12315 


seob6256 


12375 


seob6325 


12435 


seob6405 


12495 


seob6483 


12555 


seob6556 


12316 


seob6257 


12376 


seob6327 


12436 


seob6407 


12496 


seob6484 


12556 


seob6557 


12317 


seob6258 


12377 


seob6328 


12437 


8eob6408 


12497 


seob6486 


12557 


seob6558 


12318 


seob6259 


12378 


seob6329 


12438 


seob6409 


12498 


seob6489 


12558 


seob6559 


12319 


seob6260 


12379 


seob6330 


12439 


seob6410 


12499 


seob6490 


12559 


seob6560 


12320 


seob6261 


12380 


seob6333 


12440 


seob6411 


12500 


seob6491 


12560 


seob6562 


12321 


seob6262 


12381 


seob6334 


12441 


seob6412 


12501 


seob6492 


12561 


seob6563 


12322 


seob6264 


12382 


seob6335 


12442 


seob6413 


12502 


seob6494 


12562 


seob6564 


12323 


seob6265 


12383 


seob6336 


12443 


seob6414 


12503 


seob6495 


12563 


seob6565 


12324 


seob6266 


12384 


seob6337 


12444 


seob6415 


12504 


seob6499 


12564 


seob6566 


12325 


seob6268 


12385 


seob6338 


12445 


seob6416 


12505 


seob6500 


12565 


seob6567 


12326 


seob6270 


12386 


seob6339 


12446 


seob6417 


12506 


seob6501 


12566 


seob6568 


12327 


seob6271 


12387 


seob6342 


12447 


seob6418 


12507 


seob6502 


12567 


seob6569 


12328 


seob6272 


12388 


seob6343 


12448 


seob6419 


12508 


seob6503 


12568 


seob6570 


12329 


seob6273 


12389 


seob6344 


12449 


seob6422 


12509 


seob6504 


12569 


seob6571 


12330 


seob6275 


12390 


seob6345 


12450 


seob6424 


12510 


seob6505 


12570 


seob6572 


12331 


seob6277 


12391 


seob6346 


12451 


seob6425 


12511 


seob6506 


12571 


seob6573 


12332 


seob6278 


12392 


seob6348 


12452 


seob6426 


12512 


seob6507 


12572 


seob6574 


12333 


seob6279 


12393 


seob6349 


12453 


seob6427 


12513 


seob6508 


12573 


seob6575 


12334 


seob6280 


12394 


seob6350 


12454 


seob6428 


12514 


seob6510 


12574 


seob6576 


12335 


seob6281 


12395 


seob6351 


12455 


seob6429 


12515 


seob6511 


12575 


seob6577 


12336 


seob6282 


12396 


seob6352 


12456 


seob6431 


12516 


seob6512 


12576 


seob6579 


12337 


seob6283 


12397 


seob6353 


12457 


seob6432 


12517 


seob6513 


12577 


seob6580 


12338 


seob6284 


12398 


seob6354 


12458 


seob6433 


12518 


seob6514 


12578 


seob6581 


12339 


seob6285 


12399 


seob6355 


12459 


seob6434 


12519 


seob6515 


12579 


seob6582 


12340 


seob6287 


12400 


seob6357 


12460 


seob6435 


12520 


seob6516 


12580 


seob6583 


12341 


seob6288 


12401 


seob6358 


12461 


seob6436 


12521 


seob6517 


12581 


seob6584 


12342 


seob6289 


12402 


seob6360 


12462 


seob6437 


12522 


seob6519 


12582 


seob6585 


12343 


seob6290 


12403 


seob6361 


12463 


seob6438 


12523 


seob6520 


12583 


seob6586 


12344 


seob6291 


12404 


seob6363 


12464 


seob6439 


12524 


seob6521 


12584 


seob6587 


12345 


seob6292 


12405 


seob6364 


12465 


seob6440 


12525 


seob6522 


12585 


seob6588 


12346 


seob6293 


12406 


seob6368 


12466 


seob6441 


12526 


seob6524 


12586 


seob6589 


12347 


seob6294 


12407 


seob6370 


12467 


seob6444 


12527 


seob6525 


12587 


seob6590 


12348 


seob6295 


12408 


seob6371 


12468 


seob6446 


12528 


seob6526 


12588 


seob6591 


12349 


seob6296 


12409 


seob6372 


12469 


seob6448 


12529 


seob6527 


12589 


seob6592 


12350 


seob6297 


12410 


seob6373 


12470 


seob6449 


12530 


seob6528 


12590 


seob6593 


12351 


seob6298 


12411 


seob6374 


12471 


seob6450 


12531 


seob6530 


12591 


seob6595 


12352 


seob6299 


12412 


seob6376 


12472 


seob6451 


12532 


seob6532 


12592 


seob6596 


12353 


seob6301 


12413 


seob6377 


12473 


seob6453 


12533 


seob6533 


12593 


seob6597 


12354 


seob6302 


12414 


seob6378 


12474 


seob6454 


12534 


seob6534 


12594 


seob6598 


12355 


seob6303 


12415 


seob6379 


12475 


seob6455 


12535 


seob6535 


12595 


seob6599 


12356 


seob6305 


12416 


seob6380 


12476 


seob6456 


12536 


seob6536 


12596 


seob6600 


12357 


seob6306 


12417 


seob6381 


12477 


seob6457 


12537 


seob6537 


12597 


seob6601 


12358 


seob6307 


12418 


seob6382 


12478 


seob6458 


12538 


seob6538 


12598 


seob6602 


12359 


seob6308 


12419 


seob6383 


12479 


seob6460 


12539 


seob6539 


12599 


seob6603 


12360 


seob6309 


12420 


seob6384 


12480 


seob6462 


12540 


seob6540 


12600 


seob6605 
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12601 


seob6606 


12661 


seob6675 


12721 


seob6747 


12781 


seob6814 


12841 


seob6881 


12602 


seob6607 


12662 


seob6676 


12722 


seob6748 


12782 


seob6816 


12842 


seob6882 


12603 


seob6608 


12663 


seob6678 


12723 


seob6749 


12783 


seob6817 


12843 


seob6883 


12604 


seob6609 


12664 


seob6679 


12724 


seob6751 


12784 


seob6818 


12844 


seob6884 


12605 


seob6611 


12665 


seob6680 


12725 


seob6752 


12785 


seob6820 


12845 


seob6886 


12606 


seob6612 


12666 


seob6681 


12726 


seob6754 


12786 


seob6821 


12846 


seob6887 


12607 


seob6613 


12667 


seob6682 


12727 


seob6755 


12787 


seob6822 


12847 


seob6889 


12608 


seob6614 


12668 


seob6683 


12728 


seob6756 


12788 


seob6823 


12848 


seob6890 


12609 


seob6616 


12669 


seob6685 


12729 


seob6757 


12789 


seob6824 


12849 


seob6891 


12610 


seob6617 


12670 


seob6686 


12730 


seob6758 


12790 


seob6826 


12850 


seob6892 


12611 


seob6618 


12671 


seob6687 


12731 


seob6759 


12791 


seob6827 


12851 


seob6893 


12612 


seob6619 


12672 


seob6688 


12732 


seob6762 


12792 


seob6828 


12852 


seob6894 


12613 


seob6622 


12673 


seob6689 


12733 


seob6763 


12793 


seob6829 


12853 


seob6895 


12614 


seob6623 


12674 


seob6690 


12734 


seob6764 


12794 


seob6830 


12854 


seob6897 


12615 


seob6624 


12675 


seob6691 


12735 


seob6765 


12795 


seob6832 


12855 


seob6898 


12616 


seob6625 


12676 


seob6692 


12736 


seob6766 


12796 


seob6833 


12856 


seob6899 


12617 


seob6626 


12677 


seob6693 


12737 


seob6767 


12797 


seob6834 


12857 


seob6900 


12618 


seob6627 


12678 


seob6694 


12738 


seob6768 


12798 


seob6835 


12858 


seob6901 


12619 


seob6628 


12679 


seob6695 


12739 


seob6769 


12799 


seob6836 


12859 


seob6902 


12620 


seob6629 


12680 


seob6696 


12740 


seob6770 


12800 


seob6837 


12860 


seob6904 


12621 


seob6630 


12681 


seob6697 


12741 


seob6771 


12801 


seob6838 


12861 


seob6905 


12622 


seob6631 


12682 


seob6699 


12742 


seob6772 


12802 


seob6840 


12862 


seob7002 


12623 


seob6632 


12683 


seob6700 


12743 


seob6773 


12803 


seob6841 


12863 


seob7003 


12624 


seob6633 


12684 


seob6701 


12744 


seob6774 


12804 


seob6842 


12864 


seob7004 


12625 


seob6635 


12685 


seob6703 


12745 


seob6775 


12805 


seob6843 


12865 


seob7005 


12626 


seob6636 


12686 


seob6704 


12746 


seob6776 


12806 


seob6844 


12866 


seob7006 


12627 


seob6637 


12687 


seob6705 


12747 


seob6777 


12807 


seob6845 


12867 


seob7007 


12628 


seob6638 


12688 


seob6707 


12748 


seob6778 


12808 


seob6846 


12868 


seob7008 


12629 


seob6639 


12689 


seob6708 


12749 


seob6779 


12809 


seob6847 


12869 


seob7010 


12630 


seob6640 


12690 


seob6710 


12750 


seob6780 


12810 


seob6848 


12870 


seob7011 


12631 


seob6641 


12691 


seob6711 


12751 


seob6781 


12811 


seob6849 


12871 


seob7012 


12632 


seob6642 


12692 


seob6713 


12752 


seob6782 


12812 


seob6850 


12872 


seob7013 


12633 


seob6643 


12693 


seob6714 


12753 


seob6783 


12813 


seob6851 


12873 


seob7014 


12634 


seob6644 


12694 


seob6716 


12754 


seob6784 


12814 


seob6852 


12874 


seob7015 


12635 


seob6645 


12695 


seob6717 


12755 


seob6785 


12815 


seob6853 


12875 


seob7016 


12636 


seob6646 


12696 


seob6718 


12756 


seob6786 


12816 


seob6854 


12876 


seob7017 


12637 


seob6647 


12697 


seob6720 


12757 


seob6787 


12817 


seob6855 


12877 


seob7019 


12638 


seob6648 


12698 


seob6721 


12758 


seob6788 


12818 


seob6856 


12878 


seob7020 


12639 


seob6649 


12699 


seob6722 


12759 


seob6789 


12819 


seob6857 


12879 


seob7021 


12640 


seob6650 


12700 


seob6723 


12760 


seob6790 


12820 


seob6858 


12880 


seob7022 


12641 


seob6651 


12701 


seob6724 


12761 


seob6791 


12821 


seob6859 


12881 


seob7023 


12642 


seob6652 


12702 


seob6725 


12762 


seob6792 


12822 


seob6860 


12882 


seob7024 


12643 


seob6653 


12703 


seob6726 


12763 


seob6793 


12823 


seob6861 


12883 


seob7025 


12644 


seob6654 


12704 


seob6727 


12764 


seob6794 


12824 


seob6862 


12884 


seob7026 


12645 


seob6655 


12705 


seob6728 


12765 


seob6795 


12825 


seob6863 


12885 


seob7027 


12646 


seob6656 


12706 


seob6729 


12766 


seob6796 


12826 


seob6864 


12886 


seob7028 


12647 


seob6658 


12707 


seob6730 


12767 


seob6797 


12827 


seob6865 


12887 


seob7030 


12648 


seob6659 


12708 


seob6731 


12768 


seob6798 


12828 


seob6868 


12888 


seob7031 


12649 


seob6660 


12709 


seob6732 


12769 


seob6799 


12829 


seob6869 


12889 


seob7032 


12650 


seob6661 


12710 


seob6733 


12770 


seob6800 


12830 


seob6870 


12890 


seob7033 


12651 


seob6662 


12711 


seob6734 


12771 


seob6801 


12831 


seob6871 


12891 


seob7035 


12652 


seob6663 


12712 


seob6736 


12772 


seob6802 


12832 


seob6872 


12892 


seob7036 


12653 


seob6664 


12713 


seob6737 


12773 


seob6803 


12833 


seob6873 


12893 


seob7037 


12654 


seob6665 


12714 


seob6738 


12774 


seob6805 


12834 


seob6874 


12894 


seob7038n 




SeODDDD/ 


12715 


seob6739 


12775 


seob6806 


12835 


seob6875 


12895 


seob7039 


12656 


seob6668 


12716 


seob6741 


12776 


seob6807 


12836 


seob6876 


12896 


seob7040 


12657 


seob6669 


12717 


seob6742 


12777 


seob6808 


12837 


seob6877 


12897 


seob7041 


12658 


seob6670 


12718 


seob6744 


12778 


seob6809 


12838 


seob6878 


12898 


seob7042 


12659 


seob6671 


12719 


seob6745 


12779 


seob6812 


12839 


seob6879 


12899 


seob7043 


12660 


seob6674 


12720 


seob6746 


12780 


seob6813 


12840 


seob6880 


12900 


seob7044 
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12901 


seob7045 




12902 


seob7046 




12903 


seob7047 




12904 


seob7049 




12905 


seob7050 




12906 


seob7051 




12907 


seob7052 




12908 


seob7053 




12909 


seob7055 




12910 


seob7056 




12911 


seob7057 




12912 


seob7058 




12913 


seob7060 




12914 


seob7061 




12915 


seob7062 




12916 


seob7063 




12917 


seob7064 




12918 


seob7065 




12919 


seob7067 




12920 


seob7068 


}n 


12921 


seob7069 


Pi 


12922 


seob7070 




12923 


seob7071 




12924 


seob7072 




12925 


seob7073 




12926 


seob7074 


is 1 


12927 


seob7075 




12928 


seob7076 




12929 


seob7077 


•Iks? 


12930 


seob7078 


;S = 


12931 


seob7079 


m 


12932 


seob7081 


w 


12933 


seob7082 


III 


12934 


seob7083 


12935 


seob7086 




12936 


seob7087 




12937 


seob7088 




12938 


seob7089 




12939 


seob7091 




12940 


seob7093 




12941 


seob7094 




12942 


seob7095 




12943 


seob7096 




12944 


seob7097 




12945 


seob7098 




12946 


seob7099 




12947 


seob7100 




12948 


seob7101 




12949 


seob7102 




12950 


seob7103n 




12951 


seob7104 




12952 


seob7105 




12953 


seob7107 




12954 


seob7108 




12955 


seob7110 




12956 


seob7111 




12957 


seob7112 




12958 


seob7114 




12959 


seob7115 




12960 


seob7117 



12961 


seob7118 


13021 


seob7200 


12962 


seob7119 


13022 


seob7201 


12963 


seob7120 


13023 


seob7202 


12964 


seob7123 


13024 


seob7203 


12965 


seob7124 


13025 


seob7205 


12966 


seob7125 


13026 


seob7207 


12967 


seob7126 


13027 


seob7208 


12968 


seob7127 


13028 


seob7209 


12969 


seob7128 


13029 


seob7210 


12970 


seob7129 


13030 


seob7212 


12971 


seob7130 


13031 


seob7213 


12972 


seob7131 


13032 


seob7216 


12973 


seob7132 


13033 


seob7217 


12974 


seob7135 


13034 


seob7218 


12975 


seob7136 


13035 


seob7220 


12976 


seob7138 


13036 


seob7222 


12977 


seob7139 


13037 


seob7224 


12978 


seob7140 


13038 


seob7225 


12979 


seob7143 


13039 


seob7226 


12980 


seob7144 


13040 


seob7227 


12981 


seob7148 


13041 


seob7228 


12982 


seob7151 


13042 


seob7229 


12983 


seob7152 


13043 


seob7231 


12984 


seob7153 


13044 


seob7232 


12985 


seob7154 


13045 


seob7233 


12986 


seob7155 


13046 


seob7234 


12987 


seob7156 


13047 


seob7235 


12988 


seob7157 


13048 


seob7237 


12989 


seob7158 


13049 


seob7239 


12990 


seob7159 


13050 


seob7240 


12991 


seob7160 


13051 


seob7241 


12992 


seob7161 


13052 


seob7243 


12993 


seob7162 


13053 


seob7244 


12994 


seob7163 


13054 


seob7245 


12995 


seob7164 


13055 


seob7246 


12996 


seob7165 


13056 


seob7247 


12997 


seob7166 


13057 


seob7248 


12998 


seob7167 


13058 


seob7249 


12999 


seob7169 


13059 


seob7250 


13000 


seob7171 


13060 


seob7251 


13001 


seob7172 


13061 


seob7252 


13002 


seob7173 


13062 


seob7253 


13003 


seob7175 


13063 


seob7254 


13004 


seob7176 


13064 


seob7255 


13005 


seob7177 


13065 


seob7256 


13006 


seob7179 


13066 


seob7257 


13007 


seob7180 


13067 


seob7258 


13008 


seob7182 


13068 


seob7259 


13009 


seob7184 


13069 


seob7261 


13010 


seob7185 


13070 


seob7262 


13011 


seob7186 


13071 


seob7263 


13012 


seob7187 


13072 


seob7264 


13013 


seob7188 


13073 


seob7265 


13014 


seob7189 


13074 


seob7266 


13015 


seob7190 


13075 


seob7273 


13016 


seob7191 


13076 


seob7274 


13017 


seob7193 


13077 


seob7275 


13018 


seob7194 


13078 


seob7277 


13019 


seob7196 


13079 


seob7278 


13020 


seob7199 


13080 


seob7282 



13081 


seob7284 


13141 


seob7357 


13082 


seob7285 


13142 


seob7358 


13083 


seob7286 


13143 


seob7360 


13084 


seob7287 


13144 


seob7361 


13085 


seob7288 


13145 


seob7362 


13086 


seob7289 


13146 


seob7364 


13087 


seob7290 


13147 


seob7365 


13088 


seob7292 


13148 


seob7366 


13089 


seob7293 


13149 


seob7367 


13090 


seob7294 


13150 


seob7368 


13091 


seob7296 


13151 


seob7369 


13092 


seob7297 


13152 


seob7370 


13093 


seob7298 


13153 


seob7373 


13094 


seob7301 


13154 


seob7374 


13095 


seob7302 


13155 


seob7375 


13096 


seob7304 


13156 


seob7376 


13097 


seob7305 


13157 


seob7377 


13098 


seob7306 


13158 


seob7378 


13099 


seob7307 


13159 


seob7379 


13100 


seob7308 


13160 


seob7380 


13101 


seob7309 


13161 


seob7381 


13102 


seob7310 


13162 


seob7382 


13103 


seob7311 


13163 


seob7383 


13104 


seob7313 


13164 


seob7384 


13105 


seob7314 


13165 


seob7385 


13106 


seob7315 


13166 


seob7388 


13107 


seob7317 


13167 


seob7389 


13108 


seob7318 


13168 


seob7390 


13109 


seob7320 


13169 


seob7392 


13110 


seob7321 


13170 


seob7393 


13111 


seob7322 


13171 


seob7394 


13112 


seob7324 


13172 


8eob7396 


13113 


seob7326 


13173 


seob7397 


13114 


seob7327 


13174 


seob7398 


13115 


seob7328 


13175 


seob7399 


13116 


seob7329 


13176 


seob7400 


13117 


seob7330 


13177 


seob7401 


13118 


seob7331 


13178 


seob7402 


13119 


seob7332 


13179 


seob7403 


13120 


seob7333 


13180 


seob7404 


13121 


seob7334 


13181 


seob7405 


13122 


seob7335 


13182 


seob7406 


13123 


seob7336 


13183 


seob7407 


13124 


seob7337 


13184 


seob7408 


13125 


seob7338 


13185 


seob7409 


13126 


seob7339 


13186 


seob7410 


13127 


seob7340 


13187 


seob7411 


13128 


seob7341 


13188 


seob7412 


13129 


seob7342 


13189 


seob7413 


13130 


seob7345 


13190 


8eob7414 


13131 


seob7346 


13191 


seob7416 


13132 


seob7347 


13192 


seob7417 


13133 


seob7348 


13193 


seob7418 


13134 


seob7349 


13194 


seob7419 


13135 


seob7350 


13195 


seob7420 


13136 


seob7351 


13196 


seob7421 


13137 


seob7352 


13197 


seob7422 


13138 


seob7354 


13198 


seob7423 


13139 


seob7355 


13199 


seob7424 


13140 


seob7356 


13200 


seob7425 
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13201 


seob7427 


13261 


seob7498 


13321 


13202 


seob7428 


13262 


seob7499 


13322 


13203 


seob7429 


13263 


seob7500 


13323 


13204 


seob7430 


13264 


seob7501 


13324 


13205 


seob7431 


13265 


seob7502 


13325 


13206 


seob7432 


13266 


seob7504 


13326 


13207 


seob7433 


13267 


seob7505 


13327 


13208 


seob7434 


13268 


seob7506 


13328 


13209 


seob7435 


13269 


seob7507 


13329 


13210 


seob7436 


13270 


seob7508 


13330 


13211 


seob7437 


13271 


seob7509 


13331 


13212 


seob7438 


13272 


seob7510 


13332 


13213 


seob7439 


13273 


seob7512 


13333 


13214 


seob7440 


13274 


seob7514 


13334 


13215 


seob7441 


13275 


seob7515 


13335 


13216 


seob7442 


13276 


seob7516 


13336 


13217 


seob7443 


13277 


seob7517 


13337 


13218 


seob7444 


13278 


seob7518 


13338 


13219 


seob7445 


13279 


seob7519 


13339 


13220 


seob7446 


13280 


seob7521 


13340 


13221 


seob7447 


13281 


seob7523 


13341 


13222 


seob7448 


13282 


seob7524 


13342 


13223 


seob7449 


13283 


seob7525 


13343 


13224 


seob7450 


13284 


seob7527 


13344 


13225 


seob7451 


13285 


seob7528 


13345 


13226 


seob7452 


13286 


seob7529 


13346 


13227 


seob7454 


13287 


seob7530 


13347 


13228 


seob7457 


13288 


seob7531 


13348 


13229 


seob7458 


13289 


seob7532 


13349 


13230 


seob7459 


13290 


seob7533 


13350 


13231 


seob7460 


13291 


seob7534 


13351 


13232 


seob7461 


13292 


seob7535 


13352 


13233 


seob7462 


13293 


seob7536 


13353 


13234 


seob7463 


13294 


seob7537 


13354 


13235 


seob7464 


13295 


seob7538 


13355 


13236 


seob7465 


13296 


seob7539 


13356 


13237 


seob7466 


13297 


seob7540 


13357 


13238 


seob7467 


13298 


seob7541 


13358 


13239 


seob7469 


13299 


seob7543 


13359 


13240 


seob7470 


13300 


seob7544 


13360 


13241 


seob7471 


13301 


seob7545 


13361 


13242 


seob7472 


13302 


seob7546 


13362 


13243 


seob7473 


13303 


seob7547 


13363 


13244 


seob7474 


13304 


seob7548 


13364 


13245 


seob7475 


13305 


seob7549 


13365 


13246 


seob7476 


13306 


seob7550 


13366 


13247 


seob7477 


13307 


seob7551 


13367 


13248 


seob7478 


13308 


seob7552 


13368 


13249 


seob7479 


13309 


seob7553 


13369 


13250 


seob7482 


13310 


seob7554 


13370 


13251 


seob7484 


13311 


seob7555 


13371 


13252 


seob7485 


13312 


seob7556 


13372 


13253 


seob7486 


13313 


seob7557 


13373 


13254 


seob7488 


13314 


seob7558 


13374 


13255 


seob7490 


13315 


seob7561 


13375 


13256 


seob7492 


13316 


seob7562 


13376 


13257 


seob7493 


13317 


seob7563 


13377 


13258 


seob7494 


13318 


seob7564 


13378 


13259 


seob7495 


13319 


seob7566 


13379 


13260 


seob7497 


13320 


seob7567 


13380 



seob7568 


13381 


seob7640 


13441 


seob7715 


seob7569 


13382 


seob7641 


13442 


seob7720 


seob7570 


13383 


seob7642 


13443 


seob7722 


seob7571 


13384 


seob7643 


13444 


seob7723 


seob7572 


13385 


seob7645 


13445 


seob7724 


seob7573 


13386 


seob7646 


13446 


seob7726 


seob7575 


13387 


seob7647 


13447 


seob7728 


seob7576 


13388 


seob7648 


13448 


seob7729 


seob7577 


13389 


seob7649 


13449 


seob7730 


seob7578 


13390 


seob7651 


13450 


seob7732 


seob7580 


13391 


seob7652 


13451 


seob7733 


seob7581 


13392 


seob7653 


13452 


seob7737 


seob7582 


13393 


seob7654 


13453 


seob7738 


seob7584 


13394 


seob7655 


13454 


seob7739 


seob7585 


13395 


seob7656 


13455 


seob7740 


seob7586 


13396 


seob7658 


13456 


seob7741 


seob7588 


13397 


seob7659 


13457 


seob7742 


seob7589 


13398 


seob7660 


13458 


seob7743 


seob7590 


13399 


seob7661 


13459 


seob7744 


seob7591 


13400 


seob7662 


13460 


seob7745 


seob7592 


13401 


seob7663 


13461 


seob7746 


seob7593 


13402 


seob7664 


13462 


seob7747 


seob7594 


13403 


seob7665 


13463 


seob7748 


seob7595 


13404 


seob7666 


13464 


seob7749 


seob7596 


13405 


seob7667 


13465 


seob7750 


seob7597 


13406 


seob7668 


13466 


seob7751 


seob7600 


13407 


seob7669 


13467 


seob7752 


seob7601 


13408 


seob7670 


13468 


seob7753 


seob7602 


13409 


seob7674 


13469 


seob7754 


seob7603 


13410 


seob7675 


13470 


seob7755 


seob7604 


13411 


seob7678 


13471 


seob7756 


seob7608 


13412 


seob7679 


13472 


seob7757 


seob7610 


13413 


seob7680 


13473 


seob7758 


seob7611 


13414 


seob7681 


13474 


seob7759 


seob7612 


13415 


seob7682 


13475 


seob7760 


seob7613 


13416 


seob7684 


13476 


seob7763 


seob7614 


13417 


seob7685 


13477 


seob7764 


seob7615 


13418 


seob7686 


13478 


seob7765 


seob7617 


13419 


seob7687 


13479 


seob7766 


seob7618 


13420 


seob7689 


13480 


seob7769 


seob7619 


13421 


seob7691 


13481 


seob7866 


seob7620 


13422 


seob7692 


13482 


seob7868 


seob7621 


13423 


seob7693 


13483 


seob7869 


seob7622 


13424 


seob7694 


13484 


seob7870 


seob7623 


13425 


seob7695 


13485 


seob7871 


seob7624 


13426 


seob7696 


13485 


seob7872 


seob7625 


13427 


seob7698 


13487 


seob7873 


seob7626 


13428 


seob7699 


13488 


seob7874 


seob7627 


13429 


seob7701 


13489 


seob7875 


seob7629 


13430 


seob7702 


13490 


seob7876 


seob7630 


13431 


seob7703 


13491 


seob7877 


seob7631 


13432 


seob7704 


13492 


seob7878 


seob7632 


13433 


seob7705 


13493 


seob7879 


seob7633 


13434 


seob7706 


13494 


seob7880 


seob7634 


13435 


seob7707 


13495 


seob7883 


seob7635 


13436 


seob7709 


13496 


seob7885 


seob7636 


13437 


seob7710 


13497 


seob7886 


seob7637 


13438 


seob7711 


13498 


seob7887 


seob7638 


13439 


seob7712 


13499 


seob7888 


seob7639 


13440 


seob7714 


13500 


seob7889 
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13501 


seob7890 


13561 


seob7965 


13621 


seob8039 


13681 


seob8141 


13741 


seob8227 


13502 


seob7891 


13562 


seob7966 


13622 


seob8040 


13682 


seob8154 


13742 


seob8229 


13503 


seob7893 


13563 


seob7968 


13623 


seob8041 


13683 


seob8155 


13743 


seob8231 


13504 


seob7895 


13564 


seob7969 


13624 


seob8042 


13684 


seob8157 


13744 


seob8232 


13505 


seob7896 


13565 


seob7970 


13625 


seob8044 


13685 


seob8158 


13745 


seob8233 


13506 


seob7897 


13566 


seob7972 


13626 


seob8045 


13686 


seob8159 


13746 


seob8235 


13507 


seob7898 


13567 


seob7973 


13627 


seob8046 


13687 


seob8160 


13747 


seob8236 


13508 


seob7899 


13568 


seob7974 


13628 


seob8047 


13688 


seob8161 


13748 


seob8237 


13509 


seob7900 


13569 


seob7975 


13629 


seob8048 


13689 


seob8162 


13749 


seob8238 


13510 


seob7901 


13570 


seob7977 


13630 


seob8051 


13690 


seob8163 


13750 


seob8239 


13511 


seob7902 


13571 


seob7978 


13631 


seob8052 


13691 


seob8164 


13751 


seob8240 


13512 


seob7903 


13572 


seob7979 


13632 


seob8053 


13692 


seob8166 


13752 


seob8241 


13513 


seob7905 


13573 


seob7980 


13633 


seob8054 


13693 


seob8167 


13753 


seob8242 


13514 


seob7906 


13574 


seob7981 


13634 


seob8055 


13694 


seob8168 


13754 


seob8243 


13515 


seob7907 


13575 


seob7982 


13635 


seob8060 


13695 


seob8169 


13755 


seob8244 


13516 


seob7908 


13576 


seob7983 


13636 


seob8063 


13696 


seob8171 


13756 


seob8245 


13517 


seob7909 


13577 


seob7984 


13637 


seob8065 


13697 


seob8172 


13757 


seob8246 


13518 


seob7910 


13578 


seob7986 


13638 


seob8066 


13698 


seob8173 


13758 


seob8247 


13519 


seob7911 


13579 


seob7987 


13639 


seob8067 


13699 


seob8174 


13759 


seob8248 


13520 


seob7912 


13580 


seob7989 


13640 


seob8068 


13700 


seob8176 


13760 


seob8249 


13521 


seob7915 


13581 


seob7990 


13641 


seob8069 


13701 


seob8177 


13761 


seob8250 


13522 


seob7916 


13582 


seob7992 


13642 


seob8071 


13702 


seob8178 


13762 


seob8252 


13523 


seob7917 


13583 


seob7993 


13643 


seob8072 


13703 


seob8179 


13763 


seob8254 


13524 


seob7918 


13584 


seob7994 


13644 


seob8073 


13704 


seob8180 


13764 


seob8255 


13525 


seob7919 


13585 


seob7995 


13645 


seob8076 


13705 


seob8181 


13765 


seob8256 


13526 


seob7920 


13586 


seob7996 


13646 


seob8077 


13706 


seob8182 


13766 


seob8257 


13527 


seob7921 


13587 


seob7998 


13647 


seob8078 


13707 


seob8184 


13767 


seob8258 


13528 


seob7923 


13588 


seob7999 


13648 


seob8079 


13708 


seob8185 


13768 


seob8260 


13529 


seob7924 


13589 


seob8000 


13649 


seob8080 


13709 


seob8186 


13769 


seob8261 


13530 


seob7926 


13590 


seob8001 


13650 


seob8081 


13710 


seob8187 


13770 


seob8262 


13531 


seob7928 


13591 


seob8002 


13651 


seob8082 


13711 


seob8188 


13771 


seob8263 


13532 


seob7929 


13592 


seob8004 


13652 


seob8083 


13712 


seob8189 


13772 


seob8264 


13533 


seob7930 


13593 


seob8006 


13653 


seob8084 


13713 


seob8190 


13773 


seob8265 


13534 


seob7931 


13594 


seob8007 


13654 


seob8085 


13714 


seob8191 


13774 


seob8266 


13535 


seob7933 


13595 


seob8008 


13655 


seob8086 


13715 


seob8192 


13775 


seob8267 


13536 


seob7934 


13596 


seob8009 


13656 


seob8087 


13716 


6eob8193 


13776 


seob8268 


13537 


seob7935 


13597 


seobSOlO 


13657 


seob8088 


13717 


seob8194 


13777 


seob8269 


13538 


seob7936 


13598 


seob8011 


13658 


seob8089 


13718 


seob8196 


13778 


seob8271 


13539 


seob7937 


13599 


seob8012 


13659 


seob8090 


13719 


seob8198 


13779 


seob8275 


13540 


seob7938 


13600 


seob8013 


13660 


seob8092 


13720 


seob8200 


13780 


seob8276 


13541 


seob7939 


13601 


seob8015 


13661 


seob8093 


13721 


seob8202 


13781 


seob8277 


13542 


seob7940 


13602 


seob8016 


13662 


seob8094 


13722 


seob8204 


13782 


seob8278 


13543 


seob7941 


13603 


seob8017 


13663 


seob8095 


13723 


seob8205 


13783 


seob8279 


13544 


seob7942 


13604 


seob8018 


13664 


seob8096 


13724 


seob8207 


13784 


seob8280 


13545 


seob7944 


13605 


seob8019 


13665 


seob8097 


13725 


seob8208 


13785 


seob8281 


13546 


seob7945 


13606 


seob8020 


13666 


seob8099 


13726 


seob8209 


13786 


seob8282 


13547 


seob7946 


13607 


seob8021 


13667 


seob8100 


13727 


seob8210 


13787 


seob8284 


13548 


seob7947 


13608 


seob8022 


13668 


seob8101 


13728 


seob8211 


13788 


seob8285 


13549 


seob7948 


13609 


seob8024 


13669 


seob8102 


13729 


seob8212 


13789 


seob8286 


13550 


seob7949 


13610 


seob8025 


13670 


seob8104 


13730 


seob8214 


13790 


seob8287 


13551 


seob7951 


13611 


seob8026 


13671 


seob8106 


13731 


seob8215 


13791 


seob8288 


13552 


seob7952 


13612 


seob8027 


13672 


seob8107 


13732 


seob8216 


13792 


seob8289 


13553 


seob7953 


13613 


seob8028 


13673 


seob8108 


13733 


seob8217 


13793 


seob8291 


13554 


seob7954 


13614 


seob8029 


13674 


seob8110 


13734 


seob8219 


13794 


seob8292 


13555 


seob7955 


13615 


seob8030 


13675 


seob8129 


13735 


seob8220 


13795 


seob8293 


13556 


seob7956 


13616 


seob8031 


13676 


seob8130 


13736 


seob8221 


13796 


seob8294 


13557 


seob7957 


13617 


seob8032 


13677 


seob8132 


13737 


seob8223 


13797 


seob8296 


13558 


seob7958 


13618 


seob8034 


13678 


seob8135 


13738 


seob8224 


13798 


seob8297 


13559 


seob7960 


13619 


seob8035 


13679 


seob8138 


13739 


seob8225 


13799 


seob8298 


13560 


seob7962 


13620 


seob8037 


13680 


seob8140 


13740 


seob8226 


13800 


seob8299 



Figure 6E - List of EST Sequence Names From Severe OA Cartilage cDNA Library - Page 47 of48 



13801 


seob8300 


13861 


SOA0046 


13921 


soa0196n 


13981 


soa0292n 


14041 


SOA0393 


13802 


seob8301 


13862 


SOA0047 


13922 


soa0197n 


13982 


soa0294n 


14042 


SOA0397 


13803 


seob8303 


13863 


soa0049n 


13923 


soa0198n 


13983 


soa0298n 


14043 


SOA0399 


13804 


seob8305 


13864 


SOA0050 


13924 


soa0201n 


13984 


soa0300n 


14044 


SOA0401 


13805 


seob8306 


13865 


soa0053n 


13925 


soa0204n 


13985 


soa0301n 


14045 


SOA0403 


13806 


seob8308 


13866 


SOA0055 


13926 


SOA0207 


13986 


SOA0303 


14046 


soa0405n 


13807 


seob8309 


13867 


SOA0056 


13927 


SOA0208 


13987 


SOA0304 


14047 


SOA0406 


13808 


seob8310 


13868 


SOA0058 


13928 


SOA0209 


13988 


soa0306n 


14048 


SOA0409 


13809 


seob8311 


13869 


SOA0059 


13929 


SOA0210 


13989 


SOA0307 


14049 


SOA0410 


13810 


seob8312 


13870 


SOA0060 


13930 


SOA0212 


13990 


SOA0308 


14050 


SOA0411 


13811 


seob8313 


13871 


SOA0064 


13931 


SOA0213 


13991 


SOA0310 


14051 


SOA0412 


13812 


seob8314 


13872 


SOA0065 


13932 


SOA0214 


13992 


SOA0315 


14052 


SOA0413 


13813 


seob8315 


13873 


SOA0068 


13933 


SOA0215 


13993 


SOA0317 


14053 


SOA0415 


13814 


seob8317 


13874 


SOA0070 


13934 


SOA0216 


13994 


SOA0319 


14054 


SOA0416 


13815 


seob8319 


13875 


SOA0071 


13935 


SOA0217 


13995 


SOA0322 


14055 


SOA0417 


13816 


seob8320 


13876 


SOA0076 


13936 


SOA0219 


13996 


SOA0323 


14056 


SOA0419 


13817 


seob8321 


13877 


SOA0077 


13937 


SOA0220 


13997 


SOA0327 


14057 


SOA0420 


13818 


seob8322 


13878 


soa0078n 


13938 


SOA0221 


13998 


SOA0328 


14058 


SOA0421 


13819 


8eob8323 


13879 


SOA0079 


13939 


SOA0222 


13999 


soa0329n 


14059 


SOA0426 


13820 


seob8324 


13880 


SOA0082 


13940 


SOA0223 


14000 


SOA0330 


14060 


SOA0427 


13821 


seob8326 


13881 


SOA0083 


13941 


SOA0224 


14001 


SOA0331 


14061 


SOA0428 


13822 


seob8328 


13882 


SOA0085 


13942 


SOA0225 


14002 


SOA0332 


14062 


SOA0429 


13823 


seob8329 


13883 


SOA0089 


13943 


SOA0228 


14003 


SOA0334 


14063 


SOA0434 


13824 


seob8330 


13884 


SOA0092 


13944 


SOA0229 


14004 


SOA0335 


14064 


soa0435n 


13825 


seob8332 


13885 


soa0093n 


13945 


soa0230n 


14005 


SOA0337 


14065 


SOA0436 


13826 


seob8333 


13886 


SOA0095 


13946 


SOA0231 


14006 


SOA0338 


14066 


SOA0437 


13827 


seob8334 


13887 


SOA0096 


13947 


SOA0233 


14007 


SOA0340 


14067 


soa0439 


13828 


seob8335 


13888 


SOA0100 


13948 


SOA0234 


14008 


SOA0341 


14068 


SOA0440 


13829 


seob8336 


13889 


SOA0101 


13949 


SOA0236 


14009 


SOA0342 


14069 


SOA0442N 


13830 


seob8337 


13890 


SOA0103 


13950 


soa0237n 


14010 


soa0343n 


14070 


SOA0444 


13831 


seob8338 


13891 


SOA0105 


13951 


SOA0239 


14011 


soa0345n 


14071 


SOA0445 


13832 


seob8339 


13892 


SOA0107 


13952 


soa0240n 


14012 


soa0346n 


14072 


SOAG448 


13833 


seob8341 


13893 


SOA0109 


13953 


SOA0241 


14013 


SOA0347 


14073 


SOA0449 


13834 


seob8343 


13894 


soaOllln 


13954 


SOA0242 


14014 


SOA0348 


14074 


SOA0450 


13835 


seob8344 


13895 


SOA0116 


13955 


soa0245n 


14015 


SOA0349 


14075 


SOA0453 


13836 


seob8345 


13896 


SOA0117 


13956 


SOA0248 


14016 


SOA0351 


14076 


soa0461n 


13837 


soaOOOIn 


13897 


SOA0121 


13957 


SOA0249 


14017 


SOA0353 


14077 


soa0463n 
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MIOA0989n 


MIOA1144 


M!OA1310 


MIOA1445 


MiOA1560 


MIOA0572n 


MIOA0734 


MIOA0880a 


MIOA0991n 


MIOA1145 


MIOA1312 


MIOA1446 


MIOA1561 


MIOA0577a 


MIOA0736 


IVllOA0882a 


MIOA0992n 


MIOA1147 


MIOA1314a 


MIOA1447 


MIOA1562 


MIOA0578a 


MIOA0743 


MiOA0884a 


MIOA0993n 


MIOA1149 


MIOA1318a 


MIOA1448 


MIOA1564m 


MIOA0579a 


MIOA0744 


MlOA0885a 
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MIOA1150 
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MIOA0887a 


MIOA0996n 
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MIOA1454 
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MIOA0582a 


MIOA0750 


MIOA0890a 
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MIOA1322a 


M10A1455 


MIOA1569 


MIOA0586a 


MIOA0751 


MIOA0891a 


MIOA1003 


MIOA1158 


MIOA1325a 


MIOA1459 


MIOA1570 


MIOA0588a 


M1OA0752 


MlOA0892a 
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MIOA1159 


MIOA1326a 
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MIOA0591a 
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MIOA0896a 


MIOA1009 


MIOA1165 


MlOA1337a 


M10A1464 


MIOA1574 


MIOA0594a 


M1OA0760 


MlOA0897a 


MIOA1010 


MIOA1166 


MlOA1339a 


MIOA1465 


MIOA1580 


IVIIOA0595a 


l\yiIOA0761 


MIOA0898a 


MIOA1015 


MIOA1169 


MlOA1342a 


MIOA1467 


MIOA1582 


MIOA0597a 


MIOA0763n 


MfOA0899a 


MIOA1019 


MIOA1170 


M!OA1343a 


MIOA1468 


M10A1584 


MIOAOeOOa 


MIOA0764 


MIOAOQOOa 


MIOA1024 


MiOA1171 


MiOA1344a 


MiOA1469 


M10A1585 


MlOA0601a 


MlOA0765n 


MIOA0902a 


MIOA1025 


MIOA1172 


MlOA1349a 


MIOA1471 


MIOA1590 


IVllOA0602a 


MfOA0766 


MIOA0905a 


MIOA1027 


M10A1173 


MIOA1352a 


M10A1473 


MIOA1592 


MIOA0605a 


MIOA0767 


MIOA0906a 


MIOA1030 


M10A1176 


MlOA1353a 


MIOA1476 


MIOA1593 


MIOA0610a 


MIOA0768n 


MIOA0908a 


M1OA1044 


MIOA1177 


MIOA1354a 


MIOA1477 


MIOA1594 


MIOA0611a 


MlOA0769n 


MIOA0909a 


MIOA1045 


MIOA1180 


MIOA1356a 


M10A1479m 


MIOA1595 


MIOA0614a 


MIOA0772 


MIOA0910a 


MiOA1048 


MIOA1182 


MIOA1361a 


MIOA1483m 


MiOA1597 


M!OA0616a 


MlOA0774n 


MlOA0911a 


M1OA1049 


MIOA1185 


MIOA1362a 


MIOA1484 


IVIIOA1602a 


MIOA0618a 


MlOA0775n 


MIOA0912a 


MIOA1052 


i\/llOA1186 


MlOA1364a 


M10A1485 


MIOA1603a 


MIOA0621a 


MiOA0776n 


MIOA0915a 


MIOA1054 


MIOA1189 


M!OA1369a 


MiOA1488 


MIOA1604a 


M!OA0624a 


M!OA0777n 


MIOA0916a 


MIOA1057 


MIOA1192 


MIOA1370a 


MIOA1491m 


MIOA1605A 


MIOA0625a 


M1OA0778 


MIOA0918a 


MIOA1058 


MIOA1193 


M!OA1373a 


MIOA1494 


MIOA1606a 


MIOA0626a 


IVHOA0780n 


MIOA0920a 


MIOA1059 


MlOA1197n 


MlOA1375a 


MIOA1495m 


MIOA1607a 


MIOA0629a 


M1OA0781 


l\4IOA0924a 


IV1IOA1060 


MIOA1198 


MIOA1377a 


M10A1496 


MIOA1608a 


MIOA0630a 


IVIlOA0782n 


MIOA0925a 


MIOA1062 


M10A1199 


MIOA1379a 


MIOA1498n 


MIOA1610a 


MIOA0632a 


MIOA0783 


MIOA0932 


IVIIOA1068 


M1OA1200 


MlOA1380a 


MIOA1503 


MlOA1612a 


MIOA0633a 


IVIIOA0783n 


iVllOA0933 


MIOA1070 


MIOA1212 


MlOA1383a 


MIOA1505 


M!OA1621a 


IVI!OA0637a 


IVilOA0790 


MIOA0934 


MIOA1071 


MIOA1213 


MIOA1385a 


MIOA1506 


MIOA1626a 


MiOA0639a 


MIOA0791 


MIOA0935 


MIOA1072 


MIOA1223m 


MIOA1388a 


MIOA1508 


MiOA1628a 


MIOA0644 


MIOA0795n 


M1OA0936 


MIOA1073 


MIOA1228 


MIOA1391a 


M1OA1509 


MIOA1630a 


M1OA0645 


MIOA0797 


MIOA0937 


MIOA1075 


MIOA1230 


IVIIOA1392a 


MiOA1512n 


MIOA1632a 


MIOA0647 


M1OA0798 


MIOA0938 


MIOA1076 


MIOA1231 


MIOA1394a 


MIOA1513 


MIOA1636a 


M1OA0677 


MIOA0803 


MIOA0941 


MIOA1078 


MIOA1236 


MIOA1397a 


MiOA1517 


l\/llOA1640a 


M1OA0680 


M1OA0804 


MiOA0942 


MIOA1079 


MIOA1239 


MIOA1398a 


MIOA1518 


MlOA1641a 


MIOA0682n 


M1OA0806 


MIOA0943 


MIOA1081 


MIOA1241n 


MIOA1399a 


IVIIOA1519 


M!OA1645a 


IV1IOA0683 


MiOA0809 


M1OA0948 


MIOA1082 


MIOA1242 


MIOA1400a 


MIOA1520 


MIOA1646a 


IVIIOA0684 


MIOA0811 


MiOA0949 


M1OA1084 


M10A1243 


MIOA1401a 


MIOA1522 


MiOA1647a 


MIOA0685 


MIOA0813 


iVllOA0950 


MIOA1085 


M10A1248 


MIOA1403a 


MIOA1524 


M!OA1648a 


MIOA0689 


MIOA0814 


MIOA0952 


MIOA1086 


MIOA1252 


MIOA1405a 


IVIIOA1527 


MIOA1649a 


MIOA0690 


IVIIOA0817 


MIOA0953 


M1OA1087 


MIOA1255m 


MIOA1409 


IVIIOA1528 


M(OA1650a 


MIOA0692 


MIOA0819 


MIOA0954 


MIOA1088 


MfOA1256 


MIOA1410m 


MIOA1529 


MIOA1652a 


MIOA0694 


M1OA0820 


M1OA0955 


MIOA1091 


MIOA1259 


MlOA1411n 


MIOA1531 


MIOA1654a 


MIOA0697 


MIOA0823 


MIOA0958 


MIOA1092 


MIOA1263 


M10A1412 


MIOA1532 


M!OA1655a 


MIOA0699 


MIOA0824 


MIOA0959 


MiOA1094 


MIOA1264 


MIOA1413 


MIOA1533 


MlOA1656a 


MIOA0701 


M1OA0826 


M1OA0960 


MIOA1097 


MIOA1266 


MIOA1414 


M10A1534 


MiOA1657a 


MIOA0702 


MiOA0831 


MIOA0961 


M(OA1099 


M10A1267 


MIOA1416 


MIOA1537 


!\/llOA1658a 


MIOA0706 


MIOA0832 


MIOA0963 


MIOA1100 


MlOA1276m 


MIOA1420n 


MIOA1538 


MIOA1661a 


MjOA0707 


IVIIOA0840a 


M(OA0964 


MIOA1120 


MIOA1278m 


M10A1424 


M10A1539 


MlOA1662a 


MIOA0708 


MIOA0842a 


iVIIOA0965 


[VIIOA1123 


MIOA1279m 


MIOA1426 


MlOA1541m 


MIOA1665a 


MiOA0712 


MIOA0843a 


MIOA0968 


IVIIOA1128 


MIOA1285 


MIOA1427 


M!OA1542m 


MIOA1667a 


MIOA0717 


MIOA0849a 


MIOA0969n 


M(OA1130 


MIOA1286 


MIOA1431 


MIOA1546 


MIOA1671a 


MIOA0718 


MIOA0855a 


MIOA0971 


MIOA1133 


M10A1287 


M(OA1434 


I\/1I0A1547 


MIOA1673a 


MIOA0719 


MlOA0857a 


MIOA0972 


MIOA1134 


M1OA1290 


MIOA1435 


MIOA1548 


MIOA1674a 


MIOA0720n 


IV!IOA0860a 


MIOA0977 


MIOA1136 


MIOA1291n 


MIOA1438 


MIOA1550 


MIOA1676a 


MIOA0721 


MIOA0861a 


MlOA0978n 


MIOA1137 


M!OA1293n 


MIOA1439 


MIOA1551 


MIOA1677a 


MIOA0723 


MIOA0868a 


MIOA0983 


MIOA1138 


MIOA1294n 


MIOA1440 


MlOA1554n 


MIOA1679a 


M1OA0724 


MlOA0869a 


MIOA0984 


MIOA1139 


MIOA1300n 


MIOA1442 


MIOA1555 


MIOA1685a 


MlOA0726n 


MIOA0874a 


iVIIOA0986 


MIOA1140 


MIOA1303 


MIOA1443 


MIOA1556 


MIOA1686a 


MlOA1687a 


MIOA1844a 


MIOA1980a 


MIOA2124 


MIOA2285a 


M!OA2430a 


MIOA2573a 


M10A2759a 


MIOA1689a 


MIOA1845a 


MlOA1981a 


M10A2125 


MIOA2287a 


MIOA2434a 


MIOA2574a 


MIOA2760a 


IVllOA1690a 


MIOA1847a 


MIOA1982a 


M10A2128 


MIOA2288a 


MIOA2436a 


MIOA2575a 


M10A2762a 


MIOA1693a 


MIOA1848a 


l\/llOA1984a 


MIOA2137 


MIOA2291a 


MIOA2437a 


MIOA2576a 


MIOA2764a 


IVIIOA1695a 


MIOA1849a 


MIOA1985 


M1OA2140 


MIOA2292a 


MIOA2446a 


MIOA2577a 


MIOA2766a 


MIOA1697 


MIOA1851a 


MIOA1986 


MiOA2142 


MIOA2295a 


MIOA2447a 


MIOA2580a 


M[OA2768a 


IVIIOA1699 


MIOA1852a 


MIOA1991 


MIOA2146 


MlOA2300a 


MIOA2448a 


MIOA2584a 


MiOA2769a 


IVIIOA1701a 


MIOA1854a 


IVIIOA1992 


MIOA2147 


MIOA2301a 


M10A2449a 


MIOA2587a 


MIOA2772a 


MIOA1706a 


MIOA1856m 
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MIOA2148 


MIOA2303a 


MIOA2451a 


MIOA2589a 
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l\/IIOA2149 


l\/IIOA2306a 
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MIOA2316a 


MIOA2454a 


MIOA2598a 


MIOA2786a 


MIOA1714a 


MIOA1868a 


MIOA2004 


MIOA2152 


MtOA2320a 


MIOA2457a 


M!OA2601a 


MIOA2788a 


MlOA1715a 


MIOA1870a 


MIOA2006 


MIOA2158a 


MIOA2327a 


MIOA2459a 


MIOA2604a 
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MIOA2008 


MIOA2160a 


IVIIOA2328a 
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MIOA2791a 
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MIOA1717a 


MIOA1874a 


MIOA2009 


MIOA2167a 


MIOA2330a 


MIOA2465a 


MIOA2607a 
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MIOA1881a 


MIOA2010 


MIOA2172a 
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M(OA2795a 


i\/llOA1723a 


MIOA1882a 


MIOA2013 


MIOA2173a 


MIOA2333a 


MIOA247Da 


MIOA2609a 


MIOA2796a 


MIOA1726a 


MIOA1885a 


M(OA2015 


MIOA2174a 


MIOA2334a 


MIOA2471a 


MIOA2615a 


MIOA2798a 


MIOA1729a 


MIOA1887a 


MiOA2021 


MIOA2177a 


M[OA2335a 


MIOA2472a 


MIOA2616a 


MIOA2800a 


MIOA1731 


MIOA1889a 


MIOA2022 


MIOA2183a 


M10A2337a 


MIOA2475a 


MIOA2618 


MIOA2801a 


MIOA1737 


MIOA1890a 


MIOA2028 


MlOA2185a 


MIOA2339a 


MIOA2476a 


MIOA2621 


MIOA2805a 


l\/IIOA1743n 


MIOA1891a 


MIOA2031 


MIOA2190a 


MIOA2340a 


MIOA2479a 


MIOA2622 


MIOA2806a 


MIOA1745n 


MIOA1894a 


MIOA2032 


MIOA2192a 


MIOA2342a 


MIOA2481a 


MtOA2623 


MIOA2807a 


MIOA1750n 


MIOA1896a 


MIOA2033 


MIOA2193a 


MIOA2343a 


MlOA2482a 


M10A2624 


MIOA2808a 


MIOA1752 


MIOA1897a 


MIOA2035 


MIOA2199a 


MIOA2344a 


MIOA2483a 


M10A2625 


MlOA2811a 


MIOA1756 


MIOA1899a 


MIOA2039 


MIOA2203a 


MIOA2346a 


MIOA2485a 


MIOA2626 


MIOA2812a 


MIOA1757 


MIOA1900a 


IV11OA2042 


MIOA2204a 


MIOA2348a 


M!OA2487a 


M10A2627 


MIOA2813a 


MIOA1761 


MIOA1901a 


MIOA2043 


MIOA2205a 


MIOA2350a 


MIOA2488a 


MIOA2629 


MIOA2814a 


M10A1763 


MIOA1903a 


MIOA2044 


MIOA2207a 


MIOA2351a 


MIOA2490a 


MIOA2632 


MlOA2815a 


MIOA1764 


MIOA1906a 


MIOA2046 


MIOA2209a 


MIOA2352a 


MIOA2492a 


MIOA2635 


MIOA2816a 


MIOA1765 


MIOA1907a 


MIOA2050 


MIOA2210a 


MIOA2353a 


MIOA2493a 


MIOA2639 


MIOA2818a 


MIOA1766 


MIOA1910a 


M1OA2051 


MIOA2222a 


MIOA2360a 


MIOA2496a 


MIOA2642 


M10A2825a 


MIOA1767 


MIOA1913a 


MIOA2054 


MIOA2223a 


MIOA2361a 


MIOA2499a 


M10A2646 


M10A2828a 


IVIIOA1769 


MIOA1914a 


MIOA2058 


MIOA2224a 


MIOA2363a 


MIOA2503a 


MIOA2647 


MIOA2830a 


M10A1773 


MIOA1915a 


MIOA2059n 


MIOA2225a 


MIOA2364a 


MIOA2504a 


MIOA2657a 


MIOA2832a 


MIOA1774 


MIOA1916a 


M1OA2060 


MIOA2226a 


MIOA2366a 


MIOA2505a 


MIOA2674a 


MIOA2833a 


lvllOA1775 


MIOA1920a 


MIOA2062 


MIOA2229a 


MlOA2368a 


MIOA2506a 


MIOA2675a 


M[OA2842a 


MIOA1776 


MIOA1921a 


MIOA2063 


MIOA2230a 


MIOA2372a 


MIOA2507a 


MIOA2678a 


M10A2844a 


MIOA1777n 


MIOA1922a 


MIOA2065 


MIOA2235a 


MIOA2373a 


MIOA2509a 


M{OA2679a 


MIOA2846a 


MIOA1778 


MlOA1923a 


MIOA2068 


MIOA2236a 


MIOA2374a 


MIOA2511a 


MIOA2684a 


MIOA2848a 


MIOA1779 


MIOA1927a 


MIOA2069 


MIOA2238a 


MIOA2375a 


MlOA2515a 


MIOA2687a 


MIOA2851a 


MIOA1780 


MIOA1928a 


M1OA2070 


M10A2239a 


MIOA2377a 


MIOA2521a 


MIOA2691a 


MIOA2852a 


MIOA1785 


MIOA1930a 


MIOA2071 


MIOA2242a 


MIOA2379a 


MIOA2522a 


M!OA2693a 


MIOA2853a 


MIOA1791 


MIOA1932a 


MIOA2073 


MIOA2247a 


MIOA2381a 


MIOA2528a 


MIOA2694a 


MIOA2854a 


MIOA1792 


MIOA1933a 


MIOA2075 


l\/IIOA2248a 


MIOA2384a 


M!OA2531a 


M10A2696a 


MIOA2856a 


MIOA1794 


MIOA1934a 


MIOA2076 


MIOA2249a 


MIOA2385a 


MiOA2533a 


MIOA2698a 


MIOA2857a 


M10A1795 


MIOA1935a 


MIOA2079n 


MIOA2251a 


MIOA2386a 


MIOA2534a 


MIOA2702a 


MiOA2858a 


MIOA1797m 


MIOA1936a 


MIOA2086 


MIOA2256a 


MIOA2388a 


MIOA2536a 


MIOA2707a 


MIOA2861a 


MIOA1798m 


MIOA1939a 


MIOA2087n 


MIOA2269a 


MIOA2393a 


MIOA2537a 


MIOA2708a 


MIOA2864a 


MIOA1800m 


MIOA1941a 


MIOA2090 


MIOA2260a 


IVIIOA2394a 


MIOA2541a 


MIOA2709a 


MIOA2868a 


MIOA1802m 


M!OA1942a 


MIOA2091 


MlOA2261a 


MIOA2395a 


MIOA2546a 


MIOA2714a 


MIOA2869a 


MIOA1803nn 


MIOA1944a 


MIOA2092n 


MIOA2262a 


MIOA2398a 


MIOA2547a 


MIOA2717a 


MIOA2886a 


MI0A1811a 


MIOA1947a 


MiOA2093 


M!OA2263a 


MIOA2399a 


MIOA2548a 


MIOA2718a 


MIOA2887a 


MIOA1818a 


MIOA1948a 


MIOA2094 


MIOA2264a 


MIOA2400a 


MIOA2550a 


M!OA2720a 


MIOA2890a 


MIOA1819a 


MIOA1949a 


MIOA2097 


MIOA2265a 


MIOA2402a 


MIOA2551a 


MIOA2722a 


MIOA2893a 


MIOA1822a 


M[OA1952a 


MIOA2098 


MiOA2266a 


MIOA2409a 


MIOA2555a 


MIOA2725a 


MIOA2895a 


MIOA1827a 


MlQA1953a 


MIOA2103 


MIOA2268a 


MIOA2412a 


MIOA2556a 


MIOA2730a 


MIOA2898a 


MIOA1828a 


l\/IIOA1955a 


MIOA2104 


MIOA2269a 


M10A2413a 


l\/IIOA2557a 


IVllOA2734a 


MIOA2900a 


MIOA1830a 


MIOA1963a 


MIOA2106 


MIOA2273a 


MIOA2421a 


MIOA2561a 


MIOA2740a 


MIOA2901a 


MIOA1832a 


MIOA1965a 


MI0A2111 


MIOA2274a 


MIOA2423a 


MIOA2563a 


MIOA2743a 


MlOA2902a 


MIOA1834a 


MIOA1966a 


MIOA2112 


MIOA2275a 


MIOA2424a 


MIOA2564a 


MIOA2747a 


MiOA2905a 


IVIIOA1835a 


MIOA1967a 


M10A2114 


MIOA2277a 


MIOA2425a 


MIOA2565a 


MIOA2750a 


MIOA2907a 


M!OA1839a 


MIOA1971a 


M10A2116 


MIOA2278a 


MIOA2426a 


MIOA2567a 


MIOA2753a 


MIOA2908a 


M(OA1840a 


MIOA1978a 


MIOA2118 


MIOA2279a 


MIOA2427a 


MIOA2568a 


MIOA2756a 


MIOA2909a 


MIOA1841a 


MIOA1979a 


MIOA2122 


MIOA2281a 


MIOA2428a 


MIOA2570a 


MIOA2758a 


M(OA2915a 


MlOA2917a 


MIOA3073a 


MIOA3243a 


M10A3369a 


MIOA3504a 


MIOA3636a 


MIOA3744a 


MIOA3873 


MIOA2922a 


MIOA3079a 


MIOA3248a 


MIOA3370a 


MIOA3505a 


M10A3637a 


MIOA3748a 


MIOA3878 


IVllOA2923a 


MIOA3080a 


MIOA3251a 


MIOA3375a 


MIOA3510a 


M10A3639a 


MiOA3751a 


MIOA3881a 


MIOA2926a 


MIOA3082a 


MIOA3252a 


MIOA3377a 


MIOA3512a 


MIOA3640a 


MIOA3752a 


MIOA3883a 


MIOA2933a 


MlOA3083a 


MIOA3254a 


MIOA3378a 


MIOA3513a 


MIOA3641a 


MIOA3754a 


MIOA3888a 


MIOA2934a 


MIOA3084a 


MIOA3255a 


MIOA3380a 


MIOA3514a 


MIOA3645a 


MIOA3755a 


MIOA3889a 


MIOA2937a 


MIOA3086a 


MIOA3259a 


MIOA3384a 


MIOA3518a 


MIOA3646a 


MIOA3757a 


M!OA3890a 


IVIIOA2939a 


MIOA3089a 


MIOA3262a 


MIOA3387a 


MIOA3519a 


MIOA3648a 


MIOA3758a 


MIOA3891a 


MlOA2940a 


MIOA3092a 


MIOA3265a 


M10A3388a 


MIOA3520a 


IVllOA3649a 


MIOA376aa 


M!OA3893a 


MIUA2y41a 


lvllOA3097a 


lvIIOA3266a 


MIOA3389a 


MIOA3521a 


MIOA3650a 


MIOA3764 


MIOA3894a 


MIOA2945a 


MIOA3098a 


MIOA3268a 


MIOA3390a 


M10A3524a 


MIOA3652a 


MIOA3765 


M!OA3895a 


MIOA2946a 


MIOA3101a 


MIOA3269a 


MIOA3392a 


MIOA3525a 


MIOA3653a 


M10A3766 


MIOA3899a 


MIOA2948a 


MIOA3102a 


MIOA3271 


MIOA3393a 


MIOA3527a 
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>seoa1928.seq 

GGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTG GCCTCGGA GGCTATTCCCAGCCGT A CTCCCAAAGAGCTT AGG G TTTACTCACCGCTCACTCCCA 6 CAGAGG 
>seoa1928n.seq 

GAATnCCCAGCATCTCTGCTGTAGACAATGGCTCTCTGGCCAACACGCCTCATCTGAGGGAGCnCACTTGGACAACAACAAGCTTACCAG 
AGTACATCCAGGTTGTGTACCTTGATAACAACAATATCTCTGTAGnGGATCAAGTGACnCTGCCCAGCTGGAC^^^ 

ACCCGGTCCAGTACTGGGAGATACAGCCATCCACCTTCAGATGTGTCTACGTGCGCTCTGCCATTCAACTCGGAAACTATAAGTAAnCTCAAGAA^ 
AAAATCTTGGTAATGTCAnGCC 

>seoa4891a.seq 

GAAGACCATCACCCTCGAGGnGAACCCTCGGATACGATAGAAAATGTAAAGGCCAAGATCCAGGATAAGGAAGGAAnCCTGCTGATCAGCAGAGACTGATC^ 

CTGGAAGATGGACGTAGmGTCTGACTACAATAnCAAAAGGAGTCTACTCTTCATCTTGTGnGAGACTTCGTGGTGGTGCTAAGAAAAGGM 

GAAGAATAAGCACAAGAGAAAGAAGGTTAAGCTGGCTGTCCTGAAATAnATAAGGTGGATGAGAATGGCAAAATOGTCGCCnCGTC^^ 

GGGGTG 

>seoa4892a.seq 

TCAmATACAATACAATGGGAATACAATATAAATGGCGATAAmGGATnTATmGTTGGCTGGCTGTAAAnGm 

AAAAGACTGGAAGTAAAAnAmGmAGGTTAnGCAAGCAGGGAATGAACAGATAAAATGCCTTTTGmTm 

TCAnCTAACAATGGAACTCAAAAAAAAAAA 

>seoa4893a.seq 

TGTAGATGACAACCTCCATGCTATmAGAATAAATTCCCAACnCTCnGCmCTATGCTGnTGTAGTGAAATAATAGAATGA^ 

TTGCATGmGAAATGAGGTCTGTnAAAGTGGCAATCTGAGATGCAGTnGGAGAGTCAGATCmCTCCTTGAATATCmCGATAAAC 

AAAAAACTTCATTCTCGTGAGCATTTAAATGTGTACAATGTACACACTGGTACTTAGAGTT 

>jS§pa4894a.seq 

f;3CTGCCAAGATCCATCTAAACTGGAGTGATGTTAGCAGACCCAGCmGAGTTCTTCmcmcnAAGCCCmGCTCTGGAGGAAGTTC 

aj0;CAAGCATCACCCTGGGAGTnCCTGAGGGnnCTCATAAATGAGGGCTGCACATTGCCTGTTCTGCTTCGAAGTATTCAATA^ 

TpGmGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGTTTTGAAATGATATGACCAAAAT^ 

>^p)a4895a.seq 

^ItCATAAAACACCATCAnAAGAATAATTGM 

AIGTAAGTHAAnATCTGCAmATCTTTmCCTAGTrmCTAATACTA^^ 

AMTAACTTTTTCTGGCCGAAAAAAA 

>y)a4896a.seq 

qATGAAATCAGGGTAGGGACnCTCCCGCAGCGACGCGGCTGGCAAGACTGmGTGTTGCGGGGGCCGGAGTTCAAGGTGAT^ 

QttGCTGTCAGCCACGCAAGTCTACACCATCnGACTGTCCAGCTCmGCATTCnAAACCTACTGCCTGTAGAAGCAGACATm 

T§ATGACCTCCCTGCAAGATT 

2^a4899a.seq 

GtSAAAATGCCTCATAAATACGTAGTnAACAACTGTGGTTnAAATAGTCGTGAA^ 
WTAAAAAATTGAAGTTCAGGnGACAGAAGAAAGTGCATCTCTCAAAAGTATGTAAAAATATGAATAACA™ 

IgGTG 

>%H)a4901a.seq 

TAAATAAAAGACTAAAGACAGGGAGGTAGATGAAATGGCnAATGGTGGTGnAAGTATnGTACCTAACAGTCnGTGTGACA 
TCTAGGGGCGCAATCAACAGTCmCACAGAGAGGGTATTCCCTGCAAGmCTGCTTGCCTGTGATGGGTGATGAGGCTm 

>seoa4903a.seq 

AGCAGGAAGTGTTGTTGAATmGTCAAAGGCCmTCTGCATCTATTGAGATAATCATGTGGmTTGTCm^ 
AGTGAACAGGCAACCTACAAAATGGGAGAAAATmCACAACCTACTCATCTGACAAAGGGCTAATATCCAGAATCT^^ 

>seoa4905a.seq 

TTCCGACCGAAGCACGAATCGCAAAAGGCATnCAATGCACCnCCCACATTCGAAGGAAGAnATGTCnCCCCTCTnCCAAAGAGCTGAGACAGAAGTACAA 

CCCATCCGAAAGGATGATGAAGnCAGGTTGTACCGTGGACACTATAAAGGTCAGGAAATTGGCAAAGTAGTCCAGGTTTACAGGAAGAAATATG™ 

CGGGAAAAGGCTAATGGCAGAACTGTCCACGTAGGCATTCACCCCAGCAAGGTGGnATCACTAGGCTAAAACTGG 

>seoa4906a.seq 

AGATGACTGAAGCCCGACACGGCCTGAGCGTCCAGAAATGGTGCTCACCATGCnCCAGCTAACAGGTCTAGAAAACCAGCTTGCGAATAACAGTC^^ 

GTGACGTTAGCAnACCCCCAACCTCATmAGnGCCTAAGCAnGCCTGGCCTTCCTGTGTAGTCTCTCCTGTAAGCCAAAGAAATGAACAnCCAAG^^ 

TGATGTGAAACACmGCCTCCTGTGTACTGTGTCATAAACAGATGAATAAACTGAATrrGTCCTTT 

>seoa4909a.seq 

CGCAGAAGATGAAAAAAATTnATACGnGATAAAACnATAAATTTCAnGAnAATCTCCTGGAAGATTGGmAAAAAGA^ 

CACAATTATTnAATATTGGATATCAACTGCTTGTAAAGGTGCTCCTCTTmTCTTGTCAnGCTGGTCAAGAnACTAAT^ 

GTACTnCACnnAAACTCTAGATCAGAATTGnGACnGCATTCAGAACATAAATGCACAAAATCTGTACATGTCTCCCATCAGAAAGATO 

>seoa4910a.seq 

TAATGTGGCTATACCAn™CAGTCCTACCAGCAATGTGTTAGCGnCCAGmCTCCnATGCTAGCCAACACnGnATTGTTmCT^^ 
ATGGTATCTCATTGTGATTTrTATrTCCCTAAAGGCTAATGGGGTTTTCAGGTGn 
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>seoa4911a.seq 

GnGAATOaTAGAAGmGCACTGACnGTGTTCCTGAACTATGACACATGAATATGTGGGCTAAGAAATAGnCCT^^^ 
>seoa4914a.seq 

T«m(OTATmGMGCAGA«MTCOTGT(SAAAGTSreMG(3CACAAra 
>seoa4915a.seq 

J???fA^G?^^SSS=SS?=^^ 
>seoa4916a.seq 

ISTCCTGCATCmMTM(»TSTAACaMnCTTT(5MGGCTTCCCAGATAA(SCAK 

>seoa4917a.seq 

TCCTCMGGTAGAMTGTCTATGnnCTACTCCMTTCATAMTCTATTCATMGTCmGGTACAAGTnACATC^^ 
AAAGTATTTATCTCCTGTCTACAGTTTAATAAATAGCATCTAGTACACAAAAA^ 

>^eoa4919a.seq 

l5°^;Jf:^P^;^^P'^^<5^™TAACAAGGAAAAACAAnAGTACAGGGTC 

(QCTCnAGCATGnTTTTCTOnAmAATAGAAGmcmTCTAAGCTAAATGnGGGnTACnCTmCATTGCTATW^^^^ 
T^mCTGTAAnGGAAGATTAACTCAGAnATACCnAGGTGTGCATAGTGGnGCAnGTCTGCGTm^ 

>^a4920a.seq 
>®a4922a.seq 

C^GATGTCTCAGGCTGAGmGAGAAAGCTGCAGAGGAGGmGGCACCTTAAGACCAAGCCATCGGATGAGGAGATC^^ 

TAGAAGAGCTAAAGAAAAAATACGGGATATGAGAGACTGGAmGGmCTGTGCCATGTGmATCCTAAACTGA^^^ 

>S§i|a4923a.seq 

GIpGGAGAnGAGACCATCCTGGCCAACATGGTGAAACTGTCTCTACTAAAAATACAAAAAmTCTGG ouv,M;3^3i.Mt,Mi.V3 t>bt- AbA I OAOfaAt, 

>|^a4924a.seq 



>seoa4925a.seq 

TGTTTGTTGmGTnG™mG6T^^^ 
TTGCTTCAAGGCG 



CCAGTATTAAAAATCTCTCATGTTGTmCTTTATACAAAGCAAGATAACGGCATATAACACT^ 



>seoa4926a.seq 
>seoa4927a.seq 

^?S??Z?I^?J^'^^^'^'^^'^°^'^'^^^'''™'^^'^™'^^'^^^'^^™CGAAATOG^ 
TCCCAGAAGATGAAAAAAATmATACGnGATAAAACTTATAAAmCAnGAnAATCTCCTGGAAGATTGGm^ 

>seoa4929a.seq 
>seoa4930a.seq 
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>seoa4931a.seq 

TOATTGACTGACAACCTCAGCTGGCATCATGGACCATGAAGAAGCAAGACGAAAACACACAGGAGGGAAAATCCTGGGATTCT^ 

ATGCCTCATGAAAAAAAAAAA 

>seoa4932a.seq 

TGAGAAGCCTTCGCTTCGAAGCGAAAAGTCCTAATAGTAGAAGAACCCTCCATAAACCTGGAGTGACTATATGGATGCCCCCCACCCTACCACACATO 
AATCTAGACAAAAAAGGAAGGAATCGAACCCCCCAAAGCTGGTnCAAGCCAACCCCATGGCCTCCATGACimC 

>seoa4933a.seq 

TATGGAAACTAGGTAGAATACATAAAACAAnGmGAAGGAAnGGAGAACAACCAGTnAAGCAGGACnGAGGGATAATGGTTCnGGGAGA 

ACTCCACAmACCCTAACTTmCGCTGAGAGCATTmCAAnCCTAGTGTGGAAGACTGGAATCGAAGT^ 

ATGCATATGTATATGTACAAGnGAAAnCCAGGAAAnCATCAATAAACAGAATnGAGTGCTGAACAAG™^ 

T 

>seoa4934a.seq 

AATTAGACGCTCGCCCGCAAGTGTTAAATAATGTmAATCTGTATGCmTATOTAAGAAGATOGTAATAnCTACAGAT^^ 

CATTCmGGAGAAAGTGCTGAGAAGCnCTGCAGTTCAAGCGnGGTTCTGGGAATAGTAGAGAAGATGAGCATGACAGAACGACAAGATCTOmACm 
CACTGGCAGCAGTGAAGAAGGATTCGAGCGTATGCCCTCAATCACAATAAGACCACCAGATGAGCAACATCTTCCTACTGCAA^^ 

>seoa4938a.seq 

GAACTACTGACAACGAAGGCCGCGCCTGCCTTTCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACnGGAT GTTGGTGAAG GAAGAAGTG 
GGGACGACAGTGAAATCTAGAGTAAAACCAAGCTGGCCTAAGGTGCCTGCAGGCTGTAATGCAGTTTAATCAGAGTGCCAI 1 1 1 1 1 1 ! 1 1 1 GTTTTGTCAAATGAnTTAAnAnGGAA 
TGCACAATTTrTnAATATGCAAATAAAAAGTTTAAAAACTTAAAAAAAAAAAAAA 

ggeoa4939a.seq 

&3CTmAAGTAGAAAAACATGlTGGCAACAnGAGTmGGAGnGAnGAGATAATATGACnA^ 
WTGAAAGACCCCAAmAAGCCnGCTOTTmAAATOmCCAnCAGnGATGTTGGATGTATA^^ 

^'>seoa4940a seq 

;i4^AAATGATGTTTTTCAATGCATTTTm 
llATTnATTTTTCAAAGTTTmCATnATGAACACAT^ 

5%oa4941a.seq 

PrrCCCCCGTCTAGAAGAATCAAATTGAAGCn™CTTACCTCTTGCAAAAAAAGAAAAAAGAAAAAAGnC 

pCTGTCCACACACACAAAATCTGCATGTAnGGTTGGTGGTCCTGTCGCCTAAAGATCAAGCTACACATCAGTmACAATATAAATACTO^ 
bloa4942a,seq 

lllAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGAnGAACAGGAGAAGCAAGCAGGCGAATCGTA^^ 

a^AnCCACAAGCATTGCCTTCnATTnACnCTmAGCTGmAACmGTAAGATGGAAAGAGGnGG^^^ 

^CGAAGGGCGCGCCTGCCmCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACTTGCATGTTGGTGA^ 

i>iBoa4943a.seq 

STCTGCCmGTGGCTGCTGCCCTGTGGCTGCTGCACCACAGCTGCTCCTGCTGCTGCTGCAGCCCCAGCTAAGGTTGAAGCCAAGGAAGAGTCGGAGGAGTCGGACGAGGATA^ 
TSSGAmGGCTCmGACTAATCACCAAAAAGCAACCAACnAGCCAGTmATnGGAA^ 

>seoa4945a.seq 

TAGAGnGrnTGnGGGTTAAGAGTAACAnCAGTAGTAATACAAAGI 11 1 1 1 1 ICTATGTAGAAAnAGmTCTTITCnGCTTGCAATAGAAATGCAATGTGATAGGTGCTTCTCTTC 

TTATTTTCAnGTCACATTATGTCnAGCATCTCACTTrATGAAAAAAAGGAGAAAGATACCAATCTACAGAGCCCTG 

GGGGGTCCAnCATCTATTGCCTTTATGT 

>seoa4946a.seq 

AGGCCATAmGATAATAACAnCTTmAATGTACTGnGGATTCTGTTAAGTGATAnTAGGATm 

>seoa4948a.seq 

TATTCTATGAnCCATATTmTTnAAAAAAATCATATnAAAATGAACnACAATGTCTGAATmCCTGGCCnGAGTCACAGAAGT^^ 

TCATGTAATACATATGTGTGTCCTTTTCTGGGATGAGGAAGGCnCAACTTCTGGCACTGAGAACmGTA™CAGACACAGGTTTAGm 

AGCACAAATCCATGCAACCCAACAGAATACATGGTGAGG 

>seoa4949a.seq 

GCTAAAnATCCAGTGTATGGAGAAACGAGACAGGTTAGGAGACGTCGCmGAACGTGCTATAGGACCnCTCAAACACACACCATCAGAATTCAATAnCACCTGCCAGACT^ 
ATCAAGACAAAGGTGTCCTTCATAATGAAGTTAAAGTGAGTATACTGTGGAGAGGACnCCAAATGTGGTTACCTCAGCTATATCACTGCCCA^ 
TACTATGCCTTTTCTAAAGATCAATACTATAACATrGATGTGCCTAGTAGAACAGCAAGAGCAAnACTACTCGTCTGGGCAGACCnATCC^ 
ATGAGCAAAGGAGGAGTCAACTA 

>seoa4950a.seq 

CACAGATTGTTAAAGGAAATGGGCTGGCAGGAAGACAGTGAAAATGATGAAACATGTGCTCCCTTAACTGAGGATGAAATGAGAGAAnCCAAGTTA™ 
TGGTGTGAGAAAAAATGGTAnTTGAAAAATGGCnGATCTGTGACTTCAAGmGGACCGTGGAAGAACAGCACmCAAACCCACAACTGAGA^ 
GTGATACATCAGATGACGACGATGTGTGAAGGAmGCTAACAGCTTOGAAATCmGGGGGATACATCTCTGATACAGmGGGGTGAAnGT 
AG 
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>seoa4952a.seq 

TGCAGAGCCAGTGGAGGAGAGGAGGTTGAGGAGAGGnGTnGGAGGTACAAAACTAGATAGGAGGAATAAGTTCTGGTGTTCTATTGCACAGTAGAGTGACA^ 

AGTATGGTATAnAnAACAAAATAGAAGAGAGGGnnGAATGTTCTCACCACAAAAAAAnACAAATTCATA^^ 

CCATGTATGCAAAAACATCACAnGTACCCCATAAGTACATACAATTATAAAGGGCAGAAATTGAA 

>seoa4953a.seq 

GGCTGAAGCGGAAAAGAAGAAAGATGAGGCAGAGGTCCAAGTAAACCGCTAGCTTGnGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGAC^ 

CAAGTTGTGGGACTGCATGCTACTGTCTAGAGCnGTCTCAATGGATCTAGAACTrCATCGCCCTCTGATCGCCGATCACCTCTGAGACC^^ 

TGGTGCTCTGCCCTGGACCTGTGACATTCTGGACTAnTCTGTGnTATnGTGGGCGAGTGT 

>seoa4954a.seq 

GATGCGCCCTGCAGGCACGCTACCCTCCAGGAACGTGCAAACGGnCAGGTGTCTGGAAGGTCTCTGAACCnGTCATTTTGGAGTmATGGAAG 

TTACATCACCAGCCGTTGGTGATCAGCnAACCTTCAGCTTCGGTCTCCTCGCTGGAGGGATGGGTGTCCCACCCCGCTAATCCTGCCTTGGTCTTTCTGGTGAC 

GAAGCCATCTAAGGGCCCCCAGCCGCCACTCATCTCAnAGCAAACAAAAGATACCACGGCTCAAAAAA 

>seoa4955a.seq 

GAATAAAACAGCCCAmAGCCAAAGCAAGATTAACAACAAAGCAATCCTGGAGGCCTCACA™CCTGGGTTGTACTACAAAGCTACAGTAATCCATA™ 
TACACATGTAGACCAATAGAAAGAAGAGAAAGCCCTGAAATAAGTnACATTTCTACACCCAACTTTTmCTGACAA^ 
GTACTGGGAAAACTGGTTAATCACATGTAGAAGGAGAAAATTGAAACTGTACCTCTCACCATATAAAAAATGTAAnCAAAATAGATTAAAA^ 
ATCGTA6AACAC 

^seoa49j36a seq 

pCCAAGGTGGTGAAACCCCGTCTCTACTAAAAATACAAAAAnAGCCGGGCATGGTGGCGCATGCCTGTAATCCTAGCTACTCAGGAGGCTC^ 
I^GGCGGAGGnGCAGCAAGCCGAAATCGCGCCACTGCACTGCAGGCTGGGTGACAGAGCAAGACTCCATCTCAAAATAATAATATM^ 

i^fcj ji^a4957a seq 

^TATATTMTAGTTCnATTTCTGAGTCACTCCATTGTGTGGATTTACTACTGTnGnCCCCAGTTGAAGGAT^ 
^CAinGTATGCAAAAAAAAAAAA 

m 

''$^oa4958d seq 

#|AnGAGGTGATGCCAAAACAAGGAACATCCTnCCTCTAAGAGATGGCAGTCTGTGCmGCmGGGGGCCAGATGG 

iGSACCCTGGCTCmCGCmCTCTCTCTCAGCCCCACCnGCCCnCTGGAAACTGGGGATAAnAGACTC^^ 

IMCATATAGTAAGCACTATGTCATGTTTGTTAAGAAAATAAAGAGCTCAATAGCTGGACTAGATCGAA 

^^oa4959a.seq 

!(^AGTGAnAACCmAGCAATAAACGAAAGGTTAACTAAGCTATACTAACGCCAGGGnGGTCAAmCGTGCCAGCGA^^^ 
@^lTAAAGAGTGTTTTAGATCACCCCCTCCCCAAA 

5!Seoa4961a.seq 

%AGAGCTCTCCAGAATATGCTTGnGGAGATCCnCAGGCAGTAAGGGAGAGTTnGCCTCCmCACAGTGGCCmGCnG^ 
ll&lAGCmGCATCTCmCAAGAGGGGAGCTACAGGGGCAGCCGTGGCCTAGGCCCAAACTCTGCTCTGAGAAAATAAAT^^ 

m 

>seoa4962a.seq 

AGCATGAGGTCAAAGCACTGGAGAACGGCTGTCTAGAGGCCTGAAAGACTCCACACnGAnATGTTTGGTGGATTCCACAAAGAGACTCTGmGTACATACTGT^^^ 

TTAmAATTCAGAGCTnGCAATCnGCTAAAACAGTGCCTTGTGnGTTGTmGGTAAACATGCTGTTGGAACATOGnGTC^ 

TnTTTACGGTAAATGTATCAAACTAAAGCAGCTATTGGTTGAAATATGGTGTCGTGGTA 

>seoa4963a.seq 

ACCGTGAGTTCCTAGAGCnGGCTGGGTCTAGGCTGTTCTGTGCCTCCAAGGACTGTCTGGCAATGACnGTAnGGCCACCAACTGTAGATGTATATATGGTGCCCTTCTGATC 
AGACTCCAGACCTmGTTmGCTnGGGTTmCTGATmATACCAACTGTGTGGAC 

>seoa4964a.seq 

GCAGGTTAACCAATTAGTTACTATCGTAGAGTAATATATAnCAGAATAATAAACTCAAGCTGGAGAAATGAGTCCTGATAGACTGAAAA^^ 

TTAGATCAGAATCATTAAAAAATATTTnGTmGTAAGmGAAGATTTCTGGCTnTAGGCCTmCTAm^ 

CCATTCmACCATGGGTGTAGCTGCTTAGGnAAAAATCATACCAAGGCCTCATACnCCAGGTnCATGnGCG 

>seoa4966a.seq 

CATGTCTGACAAAGCCGATATGGCTGAGATCGAGAAATTCGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCAGTGCCTTCGAAAG 

CAAGCAGGCGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTACATTCCACAAGCAnGCCTTCnAnTTACTTCmAGCTGTnAACmGTAA^^ 

AAGTTTAAATGACTGTGCTGGCCGTTTGACATGAAAGAACTACTGAGAACGAAGGCGGCGCGTGCCTTTCCGATGTG 

>seoa4969a.seq 

TATTAATGAAGCAGnCACATCAGCGlTTTGATAGTATGGTmATCAAGmGTGTAAATGAGAnATGCAAATAATAGTGAT^ 

TCGAGACCAGCCTGGCAGCATGGCAAAACCCCGTCTCTACTAAAAATAGAAAAAmGGTGGGTGTGGTGGTGGACACCTGTAATCGCAGCTACTCAGGAGGGTGGG 
CGCTTGAACCTGGGAGGCAGAGTTTGCAGTGAGCGGAGATGATGCCACT6TACTGCAACGTGGGACAGAGTGAGACTGCATGTGCGA 

>seoa4970a.seq 

CCAGmCnAATGCGAAATGCGAGTCGGCTnCGmCGAAGAGGAATCCTCGGCAGATAAACTGGACTGTCCTCTACAGAAGGAAGGACAAA^ 

AAGAAAAGAACCCGCCGAGCAGTCAAAnGCAGAGGGGCAnACTGGTGCATCTCnGCTGATATAATGGCCAAGAGGAATCAGAAACCTGAAGTTAG^ 

CTATCAGGGCTGCTAAGGAAGCAAAAAAGGCTAAGCAAGCATCTAAAAAGACTGCAATGGCT 
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>seoa4971a.seq 

TATTCnGnTATATmAGATACTGAAAGGTGCTATGCnCTGTOnATTCCAAGACTGGAGATAGGCAGGGCTAAAAAGGTATTAnAT^ 

CCTATAAAAnCCTTAAAAATAAAGATGGnTAATCACTACCAnGTGAAAACATAACTGTTAGACTTCCCGmCTG^ 

ATACTGTATCTGGAATGCTTTGTAATACTTGCATGCTTCTTAGACCAGAACATGTAGG 

>seoa4973a.seq 

GGGGCAACATGAAGTOTTAGTTmAAAATCAGTACmGTAATGGAAACAACnGACCAAAM 
>seoa4974a.seq 

GGCCATGGCCGCnCCAGACCATGGAGGAGAAGAAAGCATTCATGGGACCACTGAAGAAAGACCGAAnGCAAAGGAAGAAGGAGCTTAATGCCAGGM 
GGGTCTCAATAAAAGnATTTTCCACTGGAAAAAAAAAAAAAAAAAAAAAA 

>seoa4977a.seq 

GATGGCTTCACAGTATGACTGATGATCCTCCAACAACAAAACCAC™CTGCTCGTAAAnCAmGGACGAACCATAAAnCAACGTGACT^ 

CTACCACTAGAAAGAAGATTCAGGAGTGGATCCCACCTTCAACACCTTACAAGTAAAGACAATGAAGAACAGTTGAAACATGCAAA^ 

TTTACCATTCACTATAATTCACAAnAAAATTGTGTGACCAA 

>seoa4978a.seq 

AAACTATGTCTAGTTmCAATGGAAATATATCAGCTAGGGAAAAACCATCAAGCTCAn^ 

^seoa4980a seq 

TGATATGAACCGnATAACCGGCGAmCCGAATGGGGAAACCCAGTGTGmCGACACACTATCATTAACTGAATCCATA^ 
GTACCCCGAGGAAAAGAAATCAACCGAGATTCCCCCAGTAGCGGCGAGCGAACGGGGAGGAGCCCAGAGCCTGAATCAGTGTGTG 

>seoa4981a.seq 

GJAMACAGTCmGAATATCGAACACGCAAGGCTGTGAGACTACCTATTGTAGATATTGCACCCTATGACAnGGTGGTCCTGATCAAGAAm 

TITTTATAAACCAAACTCTATCTGAAATCCCAACAAAAAAAAmAACTCCATATGTGnCCTCTO^ 

liArTGTTTGGAAACAGTATAATTTGACAAA 

&oa4985a.seq 

&YGGTGGCACATGTCTGTAATCCCAG™CTTGGGAGGCTAAGGCAGGAGAATTGCnGAACCCAGGAG 
ijAACAGAGCAAGACTCTGTCTCAAAGCCAAAAAAACCAAAAAACCTA 

>9eoa4986a.seq 

y&XTAAATGAGGGCTGCACAnGCCTGTTCTGCnCGAAGTATTCAATACCGCT^^^ 

IS^iAGATGCAAATGTmGAAATGATATGACCAAAATTTTAAGTAGGAAAGTC^^ 

CTGTGATATmAAATATCCACAGTACTCACTTTnCCAAATGGTCCTAGTAAnGCCTAGAAATATC 

5^a4987a.seq 

l^nAGAmAGTATAGTGCAGAGAGGAAATACAGCAGAGTGCTATATCCCATATATAGCAATATAGCATO^ 
IfiGGACnGCTAmGTAAGATGGCAATAATAGTATCTACATCAAATAGGGCTGnGTGAAGACTA^^ 

^a4988a.seq 

fgAGTTGTATGTOCTAACnGGCCCTGACTGGnGTGCAACCATTGCnCATnCTTTGCAAAATGTAGTTAAGATAT^ 

SfGGTATTTCACTACnCAAGTCAGTCAGAACTTCGTAGACCGACCTGAAGmcnmGAATACTTGTTTC 

WrGCCnGAAAGTTTCCTCTGCAnGGGnTGAAGTAGTT 

>seoa4989a.seq 

GTCCACCTmGATACATGCCATGCCmGATCAAAGAACAGGACATAAAAACAAAGTCACAATGACAnCCATAGTAAAnTGGAATCAGAAC^ 

AGAACAACTAAGGGGCACCAAACCCTCTGAGGTmACTTTAAGGmGCTGTATGTTTGCCTTGGCAAAAAGGCTACCTACCACGTGCTATCCAGU^^ 

TTAGATCTACTGTAAGGCAGATGCTAATTATAAGGCAnAAGTAAGCAAATAGTGCCCTCAGCTACTGCAGAAGAAAAG 

>seoa4993a.seq 

CCCTCCCCATCTGCAGCCCCCTGAGCTGCAGGAGCGGCCCCATCAGTGCACCTGAnGGAACACACTAGAnTCAGGTCCTGGAAACTGGGCGCTAGGATa 

GAGAGTGGGAGGTGTGATGTGGAATATCCGTTCTCCCAGCACACCCCAAnAATACTGAAGAGTAGGGCAGGAGGAGGTGCTGGGAAAACCGGGnTCnGGCACATG 

AGCAGTGTGGTTGAAAnGGCCATGCCCAAGGCACACCAGACGAnTCAGGTCATmAGCCCTAGACTGGAAA 

>seoa4996a.seq 

GCTCAGGAAGAGAATACAACTmiTAAAAATTATACTTGTTAmTTCTACTTCTCTCTTCTATGACAACTCTAGTG^^^ 
TTCTATTTATCTGGCmACTAGTAGTTCTmAGATTAAGATCCAGTTCATmCTGGAAATATA 

TGTAAAGAGTTAACATTATATTTGGATCCAATmCCTGAGATATTGAAATAGTGAAATCACCAAATAAATGATATGAATCAT 
>seoa4997a.seq 

AAGTGACTGAAAATGTGGTGAAAGGTGCCTAAGCAAGGCTTTmGTGTGCTGCTAAGAGACTGGGCGAGATGCTCAGAGCACAGAAAACT^ ! I 1 1 ICAT 

mTATAAAGACGCTOTTCACCnGGAGAAAAAGGGAGCTGGTGGCCTOGTCmCAGGTGGAACGGTGTGGGACATGGGAAAGAAAACCAAGG^ 

AGAGGATGAGGAGGAGTATGTTGTGGAGAAGGTGCTAGACAGGCGCGTGGnAAGGGAGAAGAGGAATATCTACTGA 

>seoa4998a.seq 

TGCATGGAAATCAGCCAAGTmATAATCCnAAATCTTAATGTTCCTCAAAGCnGGATTAAATACATATGGATGnACTCTC 

TTAAAAAATAGGTGGTAGATAnGAGGCCAAGAATATTGCAAAATACATGAAGCnCATGCACTTAAAGAAGTATTm 

AnATnTTCACTCTAAGTGATGTATGGT 
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>seoa6755.seq 

GCGGGGNNGGNGNCGTCCTCNGATACCCGNATmGGGGAACTACCCATAAGnACTAACCnCAnATACAGCAGAGCTAAAAAGTGGTGGGA 
ATCAmAATTCCATAAATATTAAAATATTTGGGTACCTTTTAAGCT 

>seoa6756.seq 

GAAGAAmGCTGCCTCTOAGAGCTCGCTGACnGmGCTGGTGAAAmmGCACATCTGACTATCATGGAAGATACAA^ 
AAAATCTGGCAnGGATTAACATGTAA 

>seoa6757.seq 

CCAAGACATTGCTAGANGGCTATAATTAAGmGAGAATATGTGAAATGCAAmTCTTTnGCTnGGGmiTCTACAT^ 
TGTAAGTTATCTTGAATGTGnATGGAAAGTAAACTTAATGAAATAGATGAGAAAGTTGAGCAGTGNATTTTTGAAmAATCT 
GTTGGCAnCCTGTAATCTCAGCACmGGAAGGCAGAGGCAGTAGGGATCACnGAGGCCAGGAGTCAAGATCATCCTGGTGAACCTAGTGAG 
AAA 

>seoa6758.seq 

GCAAGACCCTACCmCAAACAATAAATTTIWVmGCCAGGCATGGTGGTGTACAAGTAGCTANCGCATGTGATCCTAGGTAOT^ 
GGCTGCAGTGAGCTATGATCATAGCACTGCACTCCGGCCTGTGTGACAGAGCGAGATCCTGTCTCAGAAAAAA^ 

>seoa6759.seq 

CAACAGCATATGGTCGTACTmcnNCnACAGATnAAmCTTnGTATGNGNAAGAACmATAATGACT^ 
TGGGAAAATGTmCTGTAGGTTOmGTTGCATACmGACnAAAAATAAATTmATATTCAAACCACTC^ 

TAAGAmGGGnGATGTATmACTAnAGTCTACAAGAAGTAGTGTGGTGTAATTNTAGGAGGATAATGGTCACCTCTGCGTAAACTGCAAG 
CnGACAAATAAnAGTGTACnTTnCnAGnCCTCCTGGACAACACTGTAAATATAAAGCCTAAAGATG^^^ 

>seoa6760.seq 

IglAGCAGCTCCnATTGCTGGAGAAGGAGAGAAGTGCCCAAGATCCmCAGGATAmGGTTITnGGGCGCGAGACAAATCG 
(JfipTGCAGGATTAATTTAnCAAAAAAAAAAAAAAA 

^^a6761.seq 

t^ACAGAGGTTGTTAAAAACAACnGAATCNNGmGGAGGCCmCAAGATCTCTCTTAACTGACT^^ 
^GATGGGTCACATGATCTCAnGGAACAmCAGACCACCATGACAAAACTGAAAGAAGCCTCCAGAAGCTCAC^^^ 

■if s 

:^yoa6762.seq 

IWAAGAAAAAGGGCCGnCTGCCATCAACGAAGNGGGTAACCCGAGAATAGACCATCAACATTCACAAGCGCATCC^^^ 
AtJAGATTGGGAAAmGCCATGAAGGAGATGGGAAGTCCAGATGTGCGGATTGACACCAGGCTCAACAAAGCTGT^^ 
(IjfeGCTGTCCAGAAAACGTAATGAGGATGAAGATTGACCAAATAAGCTATATACmGGnACCTA^^^ 
pGCTGATCGNGAAGATGAAATAAAGTTATAAAATTGG 

:^S^oa6763.seq 

|^AAAGCTAGATACTGGAAACCTAACnCAATGTGGATGTmACCCACATGAC™TTANGCATAAAGCCAAAm 
^rmCAGAATCATCTmGAAGCNnCTGTTGATGTTAACTGAGCTACTAGAGATATTC^^ 
tJJITAAmCCAGGAAAAAATAAAAAGAGTATGAGTCnCTGTAAnCAnGAGCAGnAGCTCAmGAGATm 
(g^AAGCCTCAmGAATGTGTGAATTCAATACAGGCTATGTAAAATTmACTAATGNGAnATm 

^5QOa6764.seq 

GgAAATGGGATGCnGTNTGTAAAimCTATGCAmCTGCA^ 

GCTAACCACnCTAAGAAACTCCAAAAAAGGAAACATGTGTCTTCTAnCTGACTTAACTTCATnGTCATAAGGnTGGATA^ 

AAGAGTGAATGAGnTCTCCCACTCTATACTAATCTCACTATTTGTATTGAGCCCAAAATAACTATGAAAGGAGACAAAAAmGTG^ 

TGGTATGAGGATGGTG 

>seoa6765.seq 

AAGAAGCATGATCnGNTACTGTGATATnTAAATATCCACAGTACTCACmiTCCAAATGATCCTAGTAATTGCCTAGAAATATCmCTC™ 

TTmATACGGAAAAAAnGTATTGAAAACACnAGTATGCAGTTGATAGGAGGAAmGGTATAATTATGGTGGGTGAmm 

AGACAACTGTTTTAATAAAAAA 

>seoa6768.seq 

AATCAGCATGATTCnCAGAGGCTCTTCAGGGNCTCCTCTGTCATTCGGTCAGCCGCTCAGTCCAmGGGGAGGAACATTGGTGTTACAGCAGTGGCAm 

TATACAGAAACTCmGTGGACAAGATOGAGAATACAAATCTAAGCGACAGACATCTGGAGGACCTGTTGATGCTAGnCAAGAGTATCAGCAAGAGCTGGAGAG^ 

CTCAAGCAAATGmGGTAATGCAGACATGAATACATnGCGACGnGAAAmGAAGATGCCAAATnGAAGCATCGAAAA^ 

>seoa6769.seq 

CACGTTTGGmGGAGAGTCCATGGATGGTGGTTnCAGmAGCTACGGCAATCCTGAACnCCTGAAGATGTCCTTGATGTGCAGCTGGCATTCCTT^ 
TTCCCAGAACATCACATATCACTGCAAAAATAGCATTGCATACATGGATCAGGTCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAATGAAGGTGAAn^ 
GGAAATAGCAAATTCACCTACAGAGnCTGGGAGGATGGTTGCACGAAACAGACTGGGGAATGGGAGGAAAACAAGTCTTTTGAATATCGACAC 
NAGATATTGCACCCTATGACAnGGGGGGCTGAGAAGAAmGGGGGGGACGNTGGCGGnGmGCTriTTATAAGGAAAGGT 

>seoa6771.seq 

TAAAAAAAATATTGGGAGATCATCCTAnCCACAGTATGAGGTGAACCGACGGACCACAGAGATmACATGACCTnCAGAACGCAACAGGGTCCGGGAC 
AATAGAGGACTTGAAGCAGAAAGCAAGTGAATACGAGTCAGAAGGAGCAACmCAGCCAGAGGCATGGATGGTTGTGTGTCTGATGAGTGGnAGTAGCACTATCAGAGAAA 
AAGATTAAAGCAACAGAGTATACCTnGAAGAAAAAATTGGAGTCTAnTAGACTTAATGCCGAATCCGTCTCnGGTGAAGTGAAAATTGAAGAAGCAM 
AAGCTGACTTACAAGAAGAGTAGACATGATGGAAGTGGGGGAAAAGGCAAATAAAGATGCTTTUGCCTACAAAGTAAATTGAATAGG 
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>seoa6772.seq 

TGnGTGTCnGTGANCAAGTCGCTACTGTGTCCATTATTGGAATGGAATOTCACTACNGTATCATGAGTGGGTAmTC^ 
AAnATGAATAmCnGATAmAATGTATAGGAGAmAmATACTCAATAAATATim 

>seoa6773.seq 

GGTGACCAAGATGAAGATGCAGAGGGGCAnGTCATCCGCCGAGACTATCTGCACTACATCGGCAAGTACAACCGCnCGAGAAGCGCCACAAGAA^^^^ 

CTGCTTCAGGGACGTCCAGATCGGTGACGTCGTCACAGTGGGCGAGTGCCGGGCTCTGAGGAAGACAGTGCGCTTCAAGGTGCTCAAGGTCACCAAGGCTGCCGGCACCAAG 

CAGnCCAGAAGnGTGAGGCTGGACATCGGCCGCTCCCCACAATGAAATAAAGTTATTTTCTCAAAAAAAAAAAAA 

>seoa6774.seq 

TTGTTAATAATGAAGCCATATGTTOTGTCTGGNTTTAAAAATTnAAACAATCAmACTATGTCAmNTCTTTACCTO 
TATTAmATGGCAAGAAATAnCCATTGAAATAnGTGCTGTAACATGGGAAAGTGTAAATGTTmCATGGm 

>seoa5775.seq 

GGCnCTTCAAAATTGAGAATGATGAAAATTNNCAAAATTATCAGTTGATGCCATAATTATCTCTAAGAGATGTTGTAATAGGAM 
AAAATTCAAAAGAAAACTCnTCnCCnGTCACTGAGACTCTTGGTCAGTGTAGGCTGTGAACnGTACmGTGAAGAGAAGAGTAGCGTGAGGAA^ 
TGTTGGCATGnCnCTGGATGGTAnCATGTACTCTGOACGCCACTGAAAATATGCTCTGmTTCATAAAATATGCTCAnCTmATACTGAGCACTCGGAAA 
CCATCmGTGGAGAATGGNCTGCTTnATCAGnATGTGAAGAAGTAAAnCCAGGCTCCTCAGCTGCAGGATGGCTCCTTGGTCACAGGCTGCTGCTCTO 

>seoa6776.seq 

C™CCGAGGGGGGTAAGGCAGCCTGTAGCTACnGGAGNTGCTGTAATAGATGTTGAAAGGCCCAAGGGGCTGTGCCCATCCTGACnAAAGGCATCTGCm 
CATGACAGAGAAACCTGnCTCATGGCATGTAACATCCCTGTGAAGAGAGCGnGTATATGATinGTATTTTnAA 
GACTCACATmAAAAAGAAATAAAATTTAAAATAATAATAATAATAATAATAATAATAATAAACCm 
CAGNCCGGAGTGTAAAGGATTGGAAAGCCCCATGGCCTTGCCTGTGTGTATGAAGGGGAAATCTGGG 

<fseoa6778.seq 

MjTCCATGAATnTAAAATCTNnGGAAATWTTGTAAACATTOnm 

A&rCAATGCmAmGTAAATNTAGTGTTTmTAmCTACTGTCAAATGATGTGCAAAACCT^ 

4pGCTTGGATTAAATACATATGGATGnACTCTCTTGCACCAAAnATCTTGATACATTCAAAmGTCTGGG 

>#Da6779.seq 

iftAAAGCTGTCCCTGAAGTGACAGCGGAGAGGGCCAGGGAGCCCAGAAACCGCAGGCGTGGAGAnGATCCTGCGAGAGAAGGGGGnCAT^^^ 

GJFGTATAAAAAGnACCAAGTGnGAAGGGCTCCATGGCATTGnGTGTCAGATAGAGATGGAGTACCTGTOnAAAGTC^ 

<;?#TC™TCCACTTTTGCCCTTGCAACAGACCAAGGAAGCAAACTTGGACTnCCAA^ 

ftfeNGGGGAGmCATAGCCAGCAGCAGTGCCAATACAGGACTAATTGTCAGCCTAGAAAAGGACTTGC 

li^GGGGGHCAGG 

>|goa6780.seq 

AjSiGCAGCGAGTCnGAAGCTCTTGTnGGTGCTTTmATCCATnCCA 

flgCAGGAAGCCnGGACGCTGCAGGTGATAAACTTGTAGTAGnGACTTCTCAGCCACGTGGTGTGGGCCnGCAAAATGA^^ 
<ii^CGTGATAnCCnGAAGTAAGATGTGGATGACTGCAGGATGTTGCnCAGAGTGTGAAGTCAAATGCAT^ 
dteGAGCCAATAAGGAAAAGnTGAAGCCACCAnAATGAATOGTCTAATCATGTTnCT^ 
*itTATGAAGACATAAACCCAGnGCCATCTGCGTGACAATAAAACATTAATGCTAACACTTn 

^^a6781.seq 

f^GTAGGGAAATCTGAAAAAATGGAAAAAACACnGCCTGAGGCCAGGTGCAGTGGCTCATGCCTGTGNTCCCAACACmGGGAGGCCGAGGTGCATGGATCACCTGAGG 
AGnCGAGACCAGTCTGGCCAACATGGTGAAAACnGTCTCTACTAAAAATACACAAAATTAACCAGGTGTGGTGGCAGGCACCTGTAATCCCAGCTACAATCCCA^ 
GCAGGAGGCnAAGCAGGAGAATCACnGAACCCAGGAGGTGGAGGTTGCAGTGAGCCAAGATAGCACCACTGCACTTCAGGCTGGGCAACAAGAGCAAAACCTC 
CATAAAAAAAAAAAAAA 

>seoa6782.seq 

TGGGTACAAGTAAAACAlTCmGGATmAnCAAAGCCTOTTAGCACTGCACCTGAATNNTAGGTCAlTITGCC 

TAGATAGGCTCATAGCCTTGTATTTCGTmAGATTGTAAGCTCAATGGCAGGGATACTATATTGGTAAnATGim 

ITTATAATTGnAACA 

>seoa6783.seq 

AACCTGTATCCGGGCCCAACNTGAAAACATCNTNGCCAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAGAAACTATCAATGCTGGCAGCCAGm 

AATGTAGAAGGAGTGACnCCAAGGAAATGGCTACCCAACTTGCCTTCATGCGCGTGCTGGCCAACTATGCGTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGC^^^ 

ATGAGGAGACTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTTGTTGGTGGGGGCAACAAGCAGGTTCACTTACAGTGTO 

AAAAGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGGCATCACGCCTGCCCTTCTTGATATTGCACCmGGACATCGGNG 

CATTGGCCCAGTOTGnTCAAATAAATGAACTCAATCTAAATTAA 

>seoa6784.seq 

GAGTGCGATTCAGAAGATGACGCGGGTACGAGTNGGTGNACAACAGTGCCCTGGGGAACAGCCGATACCATCGGGCTCCTCGCTGCATCCATGTCTATAAGAAGAATGGAGTGNGC 

AAGGNGGCGAGCANGATAGTACTGGCATCAAGGGACAGAAGAAAAAGGGGCTCATTGTGGGCACTGNATGGnGGGGCGGGAATGACGCCGAGAmGACTCNACAAGGT^^ 

nGAGGACAACGGNAACCCTGTGGGGACACGAAnAAGACACCCATCCCCACCAGCCTGCGAAGGGGGAAGCGAAGTATTCCAAGGTGTGGCCAnGCTA 

>seoa6785.seq 

TGCAAATAGCAATAAAGAGGCTGGAGATAAAGGTAAGAGGAATAAAmAGTCAAACTGTGTmGGGCTTTTCTATGTGTGTG 

TTCTACAACCAGATATATATACACAGAGGAAnGTAGCAAATGATATGTGAAAGAATGnCATTGTAGCATOnCATAAAAGCTCAAA^ 

ATGGATAAATAATTACAGTA 
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>seoa6786.seq 

CACAGAACCCTCTAAATCCCCnGTAAAmAACTGnAAGTCCAAAGAGGAACAGCTCTTTGGACACTA 

AAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTGAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTC^^ 

ATGTTAGTATAAGTAACATGAAAACAnCTCCTCCGGATAAGCCTGCGTTAGATTAAAACACTGAACTGAC 

>seoa6787.seq 

AAATCTOCTCTGCTGTTATGAATNTTTACCATCAGCATOlTTTATCAmAATGTGNGCTCACTGAn 
TGTGAATnGmACGTGATGCCAAGCATCAAGTCATGTTTTCTTTAGTGTGTGTGCnACAGAGGTGnAAACAGmTTC^^^^ 
GAGATATGTAAATAAGCTCTCAGAGTnCTGTGATGATTTGTTGAGCCTTGGTGGACAAGTGGmGmGTGTGCAAACGAAA^^ 
CnGTGGCTmTATGACCTGmGCCTmAGAAAAnGGAAAATAAAGCAAGTATATTTTTAA 

>seoa6789.seq 

CCCGGnCGmnCCTTTAGTCAGGAAGGACGTTGGTGTTGATTnAGCATACCGTATCAAGGACAGTAACTACCATGGCTCCCGAAGT^ 
GGCCAGGCGTCTGCGAAATCATATGGCTGTAGCATTCGTGCTATCGCTGGGGGTTGCAGCmGTATAAGmCGTGTGGCTGATCAAAGAAAGM 
AACTACGATGTCATGAAAGATTTTGAGGAGACGAGGAAGGCTGGCATCmCAGAGTGTAAAGTAATCnGGAATATAAAGAAnTCnCAGGTTGAA™ 
CnGTGTCCTGAACTATGACACATGAATATGTGGGCTAAGAAATAGTCCTCTTGATAAATAAAGAAnAACAAATACmGGA 

>seoa6790.seq 

TACATGACCGGAAGNAGAGGGAGCACGAGAAAGANCAGAAGCGAAATCATAGCATGGGACACAmCTAGCAAGAGCAGNGACAAACTGAATGTAGTNACC^ 
CTGCTAAAACTCTGGGAACGCCCCTGTGTCCTCGAATGGAAGATGTTCCCnGTTAGAGCCGCTGATATGTAAAAAGATAGCACATGAGAGAGTGACTGTAGT^^ 
TGTATAGTCACTGCTTGTCAAGGAGGGATnAnTGCACATGGGGAAGGGCTGGTAAAGTGGGTAAG 

TTCTTmCGGGGGAGGGGTGGGGGTGNAGAATGAATGTGAATGACACnc™nCTTAATGAAAATGTGAATGCATCAGAGGCATAAm 
>seoa6791.seq 

GAGTTCAAGACAAGCGTGGCCAACnNGTGAAACCCCGTCTCTACTAAAAATACAAAAGAnAGCCAGGCATGGTTGGTGGATGCCTGTAATCCCAGCTA^^^ 
(|^AACCACnGAACGTGGGAGGGAGAGGnGGAGTGAGnGAGATAGCACCAnGCAGTTCCAGCCTGGGCAACAAGAGGGAAACTCCGTCCCA 

.!S=.". 

?^a6792.seq 

IflJCAGCTCAACTCACAGGnCTGCAAGCATCACNNTGGGAGmCCTGAGGGmTCTGATAAATGAGGGCTGCACAnGCTGTO^ 
/^TGAAGTGAnCTAAGATnGGmGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGTmGAAA^ 
TOGCmCACTTAAGTGCTGGGCCGCAATACTGTAGGAACAAGCATGATCnGnACTGTGATATTTAAATATCCACAGTACTCACm 
T^tGmCTCTACCTGGTAmATCAAnmGGCAGTATrrTTATAGGGAAAAAATG 

AlfifATmGAAGAATCCATAmAGCCAAGATOTGAGGATAAATACGTGGATGAAAAAAGT^^ 
f^AGGCAATAACACCAnACCTCCCAAGAAAGAAAATGATGAAATGCCCACGTGTGTTGCTGTGTGmGmAAGTGGGT 
GpGnAGCAAAGGAATCAGGCTATCmACGCACCGAnCAACAAAAnAAA^ 
QA^GATATAGAAGATGGTACTTmCAAAACmCTCTGTTAAGAAGAACm^ 

#l)a6794.seq 

IflATAGGAATGAACTCGAGAGGCTGGGGCTGANGAGGGAGGTGGTGGCTCAGGCGTGGTGCTCAGTGGTAGGACCTGTACCTCTCA^ 
Cf^ATTAAATGCTTTTAAGTAAAAAAAA 

>p)a6795.seq 

tpAGAAATACAmAGTAAAGTCGCCAAGAGNnAGTCTOCAmAAACTTT^ 
ATCTTGAGATATCAGTGGAAAGCTAAACAGTCTAAAnAAGATGAAATACnCATmGAnGAGAAAATAA^ 

>seoa6797^ 

ATAAGTGGTTTTCTTCAGGAAAATAAATATGATNGTAnATGTGTGnAAAATGGTTmGCCTAANAm 

GnGAATCAGTTTTTAAAATATTTAGTCTAAGATGATTGAAAGTAGTTTOnTTAATACAGGACTmAAATGGCAGT^ 

AAAGAAGGATAAATTGTACCATGATmAmTAATCGTGAAGAGAAAATGTGTAAnCAAAAGATTAATGTGTAnAAM^^ 

ATAmGTGAAAGAAGACAGCTOATAGTAGGTAGCnAGTAGGTTCTCCAGTACTTTTGTGCTATCAATGAGTCTCTGAAAAAATAATTAGGT^^^ 

TAATGGCAGCCCnTGGGAGGCCGAATGGGCAGATGAGTNGAGGTCAGGAGnTGAGACCAGGCCTCGGCACATTGG 

>seoa6798.seq 

AATAGCAAAnCACCTACACAGTTCTGGAGGANTmGACCGAAACACACTGGGGAATGGAGCAAAAGNGTCmGAATATGGAACACGCAAGGCTGTGAG 
TGCACCGTATGACATTGGTGGCCTGATCAAGAAmGGTGTGGAGGTTGGGCTGTnGClTTnATAAAGCAAACTCTATGTGAA^^ 
TGTTGNTCTAATCTTGCAACGAGTGGAAGTGACCGACAAAAnGCAGnAmATnCCAAAATGGnGGAACAGTATAAmGAGAAAGA^ 
ACGAAATACAATCAAATGCTTTnGmAnTTmAGGAAnCGAAmCAAAATGGTGA^ 

>seoa6800.seq 

TnGGGCCTCGGnCGGTTnCGTGCGGAAGGATGTGTGAGAAAGCGGATATGGGTGAGATGGAGAAATTGGATAAGTGGAAACTGAAGAAGACAG 

GCCTTCCAAAGAAACGAnGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTACAnCGACAAGCAnGCCnCnATmACTTCm^ 
GmAACmGTAAGATGCAAAGAGGnGGATCAAGmAAATGAGTGTGCTGCCCCmGAGATGAAAGAAGTAGTGACAACGAAGGCCGCGCCTGGmCCC 
GGGTGGGAGGGAAGGAAAGAACnGCATGnGGTGAAGGAAGAAGTGGGGTGGAAGAAGTGGGGTGGG 
GGAGGCTGTAATGCAGmAATCAAGAGGTGCCATTmnnGGTCAAATGATTTrAAmnGGGAATGCACM 

>seoa6801.seq 

GGATGAATGAACCAnGACAATCTAAACAAAAGNCTACAAGTCnTGTGnGGAATATCnCATnGTAATACTCTGATnAGmAGG 

GGCATCAnTAAAATAATCTGAmCAGAGAAATGGTGTGTGGAAATATCTATGCTATAGATCATCGTAnGnATGTGTGmGGnATCA^^^ 

TTGTGTCCTAAAnGCTCATTAAmnATTTACAGATTGAAAAAGAGGGCCGTGTAAAGAAAATGGAAAATAAAT^^^ 

GTCATTCAnGAACGATAGmGTAAAGAGTACnAAATAGCGGTTGGAAAACGTAGCCTTGANTnATGATT^ 

TGAGGGGGGCAGGATTTCTnGGG 
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>seoa6802.seq 

TACCCAATGAGAAAAGTCnCAATOCAAAAGGATGAGNCAATAACACCAnACCTCCCAAGAAGCAATACAGnAAAAATAAAAAGGAAAGAAAGAGA 
AGAAAAAAAGAAAGAAGAAAGAAAGAGGAAGGAAAGAAGGAAGGAAGGAGAAAGAAAAAAAGAAAAAAGAAAGAAAAGAGAM 

>seoa6803.seq 

AGATACAGCCATCCACCnCAGATGTGTCTACGTGCGCTCTGCATTCAACTCGGAAACTATAAGTAATOTCAAGAAAGCCCTCAT^ 

GCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGTmACCCACATGACTTATTATGCATAAAGCCAAAm 

AATTTTGCTGCATmCAGAATCATCTmGAAGCTrrCTGTTGATGTTAACTGAGCTACTAGAGATAm 

AAGCmCTmnAAmCCAGGAAAAAATAAAAAGAGTATGAGCnCTGTAATNCATGGGCAGGTAGCTCAnTG^ 

TACTGGGAAAGCCTAAnGAATGGGGGAATCAATACAGGCTATGAAAATTTTACTAA 

>seoa6804,seq 

GTCAGnCCTGTGTGTAGACAGTAAGGAAAAAAAGGCGNGGTATGTGTOCGTGTTTTTTCCAGTATGTnATnGCCAC^ 

TAGTTTAAGGAAACCAAGCATATAGATGCATTAGTGAnnGTTOTAnATGTAAAATATAACGATCTCnAAAAATACC^^^ 

AATAACTTGGATTTTCCTGGCnTCGTTTAATACAATAGAAAATAAAGTATTACACCGG 

>seoa6805.seq 

GGGGGTGAGATGCCATAnGAmCAGGGCAGCAAAGAACCAGTACCAGGAATTTACnGACGAnCCCCTTAmTTCATCTAGAGGAATCTC 

CAGCTTTTCACTGAGGnc™CCAGCTCAGCCAAATCTCCACTCTGCTATAGCAGAAGCAATAATGmGCmAAAAAGAmCnGACC^^^ 

TAGGTTAGGAACTTGAGATCATCAGATCAGCTCAAATGGGmCnGGAATTmTAmGACAATATTOTACTATACCAAAGTCAmGCAGT^^ 

TTAAAGCAGTAAGGnATAGAAAATGGTTTCATnAATGGAAGGCTGGGGAATGTCCAGCATCAACCCTATGGNATGCATO 

GnCAAGGGCnAGGGGGAGAACAGGGGCACATGGCAACAGCCA 

>seoa6805.seq 

^CmGGGAAGGAGACAGACnATTACTAGATGAnCGCTGGTGTCCATCmGGGAATCGACGTCTCAAGAGGnCTCCATGGTGGTACAGGATGGCATAGTGA^ 

feGAACCAGATGGCACAGGCGTCACCTGCAGCCTGGGACCCAATATCATCTCAGAGGTCTGAGGCCCTGGGCCAGATOCTTCCT 

IgCTGGGCCCTGCAATTGGAATGTTGCCAGAnTCTGCAATAAACACTTGTGGnGCGGCAAATAT 

?^oa6807.seq 

S&nAGGCTTITGGTGGGTTGGACCCGGAATCCTAACAAGTCCAGGAAnA 
ilNGGAACAAAGCTGGANTGGAnCAAAAAAAGA 

^^oa6809.seq 

AlJTCCTTGCATnAAGAAAATATGAAAGCTTAAGGAATOTGTGAGCnAAAACT^^ 

l#ACAGTATAnGnATGTACATATCATTGnAATACAGTCCTGGCAnCTGTACATATATGTATTACATnCTACAT^ 

ATnGCGCTGnCCAGTATATGCAATACACTTTAATGTmATTCnGI^CATAAAAATGTGCAAT^^^ 

j^^CTTTGCCAAAATGGNGGAGTATGTAATTGGGAAAATCATAAATCCTG 

Illoa6810.seq 

l[§ClTTTTCGGTGCGCCGCGGTGCCTCACAGCCTGTAATNGCAGCACmGGGAGGCCAAGGCGGGCGGATCACGAGGCAGGAGANCGGAA^ 
gSGTCTCTACCAAA 

Sloa6811.seq 

ff|WWV\AGGGAGATGAAAmGlTAATAGTCAGTGTmGGAGAGTAnCCm^ 
ffAATnCTGATATATAATGAACTTCnGGGAGAGGTACTGAATCTTTGATGnTTTTGTCATTGnCTC 

TTAGTAAGCCTAATATAAACAAATAmGTAnAnnTGNTAGCAGGAAAGAGTGATTAAGTGAGGTTATTTACCCCTAAATGGCGATO^ 
TCTnACCAGTmGGAAACACmGAAATATCCTAAGGTAACnGGAAGCTGGGTAGNATATCAAAnAAm 

>seoa6812.seq 

ACTGCAGAGACCTGAAATTCTGCCNTCCTGAACTCAAGAGTGGAGAATACTGGGTTGACGCTAACCAAGGATGCAAAnGGATGCTATGAAGGTATTCTGTAATAT^ 
AACATGCATAAGTGCCAATCCmGAATGmCACGGAAACACTGGTGGACAGAlTCTAGTGCTGAGAAGAAACACGTTTGGTnGGAGAGTCCATG 

ACGGCAATCCTGAACTTCGTGAAGATGTCGnGATGTGCAGCTGGATTCCnCGACnCTCTCCAGCCGAGCnCCAGACATCACATATCACTGCAAAAATAGCAnGCATACATGGAT 
CAGGCCAGTGGAAATGTAAAGAAGCCCTGAAGCTGATGGG 

>seoa6813,seq 

TACGGCTGAACAGACnCCCGCTGCTGGTCGTAGGNTTTCATGGTGANGGCCACAGTCAAGAAAGGCAAACCAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCAnCGACAACG 

AAAGTCATACCGTAGAAAAGATGGCGTGTnCmATnTGAAGATAATGCAGGAGTCATAGTGAACAATAAAGGCGAGATGAAAGGTTCTGCCATTA 

GTGGAGACTTGTGGCCCCGGAnGCATCCAATGCTGGCAGCATTGGATGAnCTCGAGTATATnGTAAAAAATAAAAAAAAACTAAACCGAGn 

>seoa6814.seq 

TTCTGCAGTAnACCTCAACGAGCAGGGAGATGTGAGTCTATACGCTGAAGAAAmGACCGGATGGGACAACAGACGTGCTGAGCCCATCCTGCTCGGnCTCCCCAGATGA^ 
ACTGTGGACACCGAATCACCATCAAGAAACGCnCAAGGTGCTCATGACCCAGCAACCGCGGCCTGTCCTCTGAGGGTCCGTTAAACTGATGTGTmCTGCCACCTG™ 
GAGACTCCGTAACCAAACTCnCGGACTGTGAGCCCTGATGCCTnnGCCAGCCATAGTCmGGCATCCAGTCTCTGGTGGCGATTGATOTGCnGTGTGAGGCAATC^^ 
CATGACCGATAAAGGGAAGACAmTGAGTHTTmCTCATATmAAATTACTACAAGATTAnAAAGATAAM 

>seoa6815.seq 

GTGGGTCCAATGGTAAATGACGGAmGGAAGAGGAAATAGACATCCCTTCTCCTGTGGGmGGGATTGGAGTCAGAATGGCCACTGTGAGGAGACCTGGTGATCCCTGGA 

ACTAAGACAAGACTCAGAGGGACACCAAGCAGCAGGGGGAAGTCAAGAGAGAATAAAATGCTAAAGACTTmGCnTAAGAGTTGAAGAGATATATAn^^ 

TGGAAAGCATAAAATGAAACCAATAGGATGAATGAATGGTTmATTGnGNTAAACAAGTAmATTTGGACCGACTAGATGCTTTGTA^ 

ATGAAGCTACTGTnACCATGTCCACTGGCTATnCTAATCTAGCCACCTTNACCTNnACCTGGAGCGTGGGGACCACACTACATCTATACAGAA^ 

TTATTTCACTAnACAGATAACAGTAGGAAAATGTCTTTGCTG 
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>seoa6816.seq 

TTCAmAATGCCAnAATGCAAATATACTTCCTCnCTTmGCATGGTmGCCCACCTCTGCAATAGTGA 
CnGCTCCACAGGACATAGGCAAGCCTTGATCATAGnCATACATATAAATGGTGGTGAAATAAAGAA^ 

>seoa6818.seq 

GCACCTAGCTTGTCATATTGTGTnAnCTCCAGGCTATTGCTTGCnCAGCTGCAGCCTGCTGTGCTGGCTGCTGGGGTCGATAGGCT^ 
GCCAGCmCCACCAACCAAAnCAAACATTCACTGCnATTTGnACAGACTGTAATTATTAAAGTGCCT^^^ 

>seoa6819.seq 

TAAGGTGACTCACACAGAGTOAAGCCTGAANNCATCTTATTTGTGCAGTCTGAGTACACAGAGGGGTATAATGGCAAAATAAAACGTGAT^ 

AGTTGTAGACnTGGTAGTGCAACATATGATGACGAACATCACAGTACAnGGTATCTACAAGACATOTAGAGCACCTGAAGTTATmAGCCCTAGGGTGGTC 

CTGGAGCATAGGATGGATTCnATTGAATACTATCTTGGGmACCGTATnCCAACACACGATAGTAAGGAGCATnAGCAATGATGGAAAGGAnCTO 

GATACAGAAAACCAGGAAACGTAAATATmCACCACGATCGATOGACTGGGATGACACAGTTGTGCCGGCAGATATGTTTCAAGACGCTGT^ 

TCAAGATGGTGGACATGAGCGnCTTTGACT 

>seoa6823.seq 

GGACTACAGAGCCCCGAAnAATACCAATAmGGGGNATGCTmAGATTAAAATGAAGGTGACnAAACAGCTTAAAGTTTAGm^ 

GATCCmAAAAAGAGAnAAACCGAAGGGGATTAAAAGACCTTGAAATCGATGACGCAGGGAGAATTGCGTCAmAAAGCCTAGTTAACG 

AAGATOAnGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGnTGAAGTGGAAAACTGGAAGACAGAAGTACCGGGAAGGCGAAGAAAAGAA 

AGAAGATAAAAACATACTmAGAAGAAAAAAGATAAAmAAAGCTGAAAAGTAGGAAGGAGAAGAAAAAAGACM 

GAAAATTGGGA 

>seoa6825.seq 

CnATACmAGCTCCCACAAAATAGTGCTNGGAAGTCTTGTGCAAAACTCCACCCGCCnCACAAACmGTGAAAATCAAGnTATOGCC 
CTTTCTACTGTCAAATAACTCTGAAATGCCCAGTAACTGGATAAGAAAGATGT 

|;8eoa6d28.seq 

yCACAAATGCTAGGCCTCTGNTGCATGGCTGTACAAAGAACATAAGAGTCTATAmCTAGTGGAmGTAAAATAAGTGTC^^ 

SfGGGTCTCnGCAmATATGTCAGAAAAGGGGCGATATGCTGCTGAGGGGTGAGTGCATATGAGTGTGGCCTGAGGACCAGGGCTGGC^^^ 

j^TTTCrnTGGTAAAAGAAAAAA 

^*sboa6829.seq 

WrACnGAAAAACTCnGATCAAGAAmGGGTGGGAGAAAAGAAAGTGGGnATCAAGGGTGAmGAAAT^ 
I^AAATTTCTAACATCCCAAA 

i4loa6830.seq 

^TTGAAAACCTTTTCGGTGCAGATCCATTGGAGATGAACTCTAGGCACAGGTGATTGGATGTGCTGmAGGATCAGCCCCAG^^ 

ijM^GAACTGTCTmCCATCATATACCTGATGAAAATTCACAGCATGAGTCCCTCTATGCCTTCATTGGATTCmTGTO 

j^CAATACnAAAAAGGCATATAGmACAGAAAGATAAATGAAGGAGnAGAGCTAAATCATATnGTTC^ 

mCAGATCATTTTATATTCATTACTTTAAGAGCTCTTTCTGGGGTCATnAAAATT 

ill 

i»aeoa6832.seq 

MTGGCGATTCAGCAGTCAGTGGGGATGCTGGTGCCAGAAGATGAGTATGCAGGCTATGGTTACCATAGTTACCACCAAGGATACCAGGATGGTTACCAGGATGACTACCGTCATCAT 

®GAG™TCACCATGGATACCCTTACTGAGCAGAAATATGTAACCnAGACTCAGCCAGmCCTCTGCAGCTGCTAAAACTACATGTG 

pJAmCCTGCCTTmCTTTCAGTGTTTrrCTAAGACTAAATAAATAGCAAACTTTCACC 

>seoa6833.seq 

CAAGAGATCTCGAACCCTGTCTAGAAGGAATGTATTTGTGTGCTAAAmCGTAGCACTGmACAGnnCCTCCATGnATmTGAAT^ 
ATGnGCATAATGTTCACTTmATAGTGTGCCmATTCTAAACAGTAAAGTGGTTTTATnGTATCGCC 

>seoa6834.seq 

CCTCACCTCGGTGGGGCAGACACTCCTGCAGCAGATGCAAGATAAAmCAGACCATGTCTGACCAGATCATTGGGAGAATTGATGATATGAGTAGTCGCAnGATGATCTGG AA^ 
AATATCGCGGACCTCATGACAGAGGCTGGGGTGGAAGAACTGGAAAGTGAAAACAAGATACCTGCCACGCAAAAGAGTTGAAGGnGCTAATAAnTATACTGGAATC 
CAAGCCAAGAGAAGATCGAATGGCmTTGCAGCTAACTACTATGTGTAGACAGGTTTTATAmTAAAGTATGCATTCTOTCAGCTAGTATAT^^ 
CAGnCTTGAACATGGNATCTTCACATCTTGGCCnGGGAGNTGGCTATTCAnATTAAACACTAAAACnTGGGGGTGnGCC 

>seoa6836.seq 

AAGCAGTGCATAGAGGGAANmATAACAnGGGTGCATATATTAGAAAGGGAAATAGACTTAAAAAACCTAAGCnCCAnTOGGTAACTAGATAA^ 
GTAAGCAGAAGAAAATGAATAATAAAAAmGGGGAGAAATCAATAAATTTGAAAACAGGAAGTCAATAAAGAAAATGAAGAAAA 

>seoa6837.seq 

ACTAGCCACACCCCCACGGAAAACAGCAGTGNGNAACCTTTAGCAATAAACGAAAGmAACTAAGCTATACTAACCCCAGGGnGGTCAAmCGTGC^^^ 
AnAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTTrTAGATCACGCCCCC 

>seoa6838.seq 

AnATTGGTATCTGAGACTCACACAGTAGTGGNNATAATGCTOTTCAGACGAGCAGGACAGAAAAAAACTCATAAmAAGGGGCATTGGGAGAATATO^ 

AATAGGAAATAATTAnGCnCACTAAATGCTAnCTGATACTGACTAATAAATCnAAAAGCAAGACCCAAATAAGGATAAACTGTTm 

CTCAAGTGTAmGTAGGAATACAAAAATATCCAGCACACAATAGAGATAGAAAAAACAAnATAAAAmGTATGGAAACACAA^ 

ACACTTGCTAATmGAAATATATTATAAAGGTACAGTAATAAAAACAGTATGGTAnGGCATAAAAACAGACAm 

ATGTAGNCAACnATTCTCAAAAAGGGTGCATGnACACATGGGGGAAAAAATAATATTGCCAACAAA 

^seoa6839 seq 

GAACAACAAAGGAAGAAAATGGAAAAGGAAGCACAACGGCTAATGAAGAAGGAACAAAACAAAAnGGTGTGAAACm 
TCTCAGCTCCACAACCCAAGCAACAmGTATGGAmAAGAGTATTTTAAGAAGACATACTGCnGATmAAT^^ 
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TTGAACTCmGTGATTGAGACTCAAAAAAACAAAAAAGACTTGAGACAATGmTCnCAACATGCTCCAAATATAAGACAmGm 

CAAGTACCTCTCAAGCTAGTGmCTAGCTAAATAAATGGGTGTATATAATTnATGGNGGGAAAAGACTGACTGCTGGTATGAmCOT^ 

TAATATTCTTTTG 

>seoa6841.seq 

GGTTAATGGGTACAAAAAAATAGTOGAACAAATAAGATCTAGTATnGATAGCCAAGCATGGTGGCATGTGCCTGTGGTCTCAG 

AGTCTGGGTGGTGGAGGTTGCAGTGAGCCGAGATCACGCCACTGGTTTCCACTCTGGGTGACAGAGTGAGACCCCATCTCAGGGAAAAAAAAAANGATC^ 

CAGGGTACCTATAGTAAAAAATAATCATACATTTTAAAATAAnGAAATAGTATAATCGGAT 

>seoa6842.seq 

GATGATAGAmTGATGATNATGATGATGATGATGATGAGGACGGNTCTCTTTTTCCAAGAAGAGAGCCAAGAAGCCAnNNNNNCCATNTGATCT 
GTGAGTGCTATTCACGAGTTGTACAnGGTCAGAnTAGGGTTGACCTCAGTCCCAAGGAACATTGCAmGATACTCGAATGCTTGATCTT 
AAAATGATmAAAGGACTCACnCACmATGGGTCTGATCCTGAACAACAACAAGCTAACGAAGATTCAGCCAAAAGCCTTTCTM 
CCCACAATCAACTAAGTGAAATACCACTTAATCnCCCAAATTAnAGCAGAACTCAAAAAA 

>seoa6845.seq 

TTAGAGGAGAmCTGAAAGAGAACTGCCGTCCTGATGGAAGAGAACnGGTGAATTCAGAACCACAACTGTCAACATCGGTTCAAnAGTACCGCAGATGGTTCTGC 

TGGGAAATACTACAGTAATCTGTGGAGTTAAAGCAGAATTTGCAGCACCATCAACAGATGCCCCTGATAAAGGATACCGTTGTTCCTAATGTGGATCTACCACCCCT^^ 

AnCCGGTCTGGACCTCCTGGAGAAGAGCCCAAGTGCTAGCCAGTTCAnGCAGGATGTCATTGAAAAnCACAAGATAATTCAGAAAGAGGACTOTGCAmCTCCAG 

TCTTGGGTTCTATACTGNGATCTCAmGCCTCGACTACGATGGAAACAnTTGGATGCCTGGACAmGCTTTGGTAGGCGGCTnAAAAAATGTACAGn^ 

ATGAAAGAAACTCmAGCAGNAGTTAATTTAAAAGAAAGAAAAAGmTTTGGA 

>seoa6846.seq 

GTATAAGGATAnAGCTGTGATGGGACTCACTGCATOTTTmnTAGTGAATTnATGAAATCCCCGnCCAnCAANAGG^^^ 
GGAATGTGnCCTTCAnGTAmGGGCCTTrrGTAnGCAGTCnGATAmAAnAAATGTGGCTTGA 

f^a6847.seq 

©fTAGTCTCCnGATCTGCTGAnGCAnATmAAmGCTmi^GGGAAAG 

^CCATGTAGCATmAAGACTCAATTTTAAAAAATOnAATCTGNTGCTGACTCnAATTCCTA^^ 

TpCTTCACACACTATTnTG 

yioa6848.seq 

T^AGCTCTGCCTTGTGTATGCTATGTATGCNGTGTGCTrmcnGCCAGCnGGGCCATTCnGCnAGACAGTC^ 
gMATGCAGTCGATACAATGCGTAGATAGAAGAAGCCCCACGGGAGCCAGGATGGGACTTGGCGTGmGTGCTm 

^GTGGGTGAGCGCTGGCnCTCAAACGGCCGAAGTTGCCTCnnAGGAATCTCmGGAAnGGGGCACGATGACTCTGAGNmGAGCTATT^ 

m 

JBeoa6849.seq 

ffbAGACATAGTAGTAAGTGGACGGGGAGCATGCTNGATTGCTGGGAGAGAAATGAGAAGACAAGCTTGATTCAGGACTGnn^^ 

tSCAAACTATAAAATGTAGTGTACAAAGGCTAGCTATCmATAGAACTAAGAACTGTGAATnCAGTGACT^^ 

TfnAAATnTCTGAATGAATAGTAAAGAGAGAnAACnAGTOTATTTAAAGCAAATAGAATCAATW 

I^^AATGnGGCTGGGTGAGGTGCTCTTGCnATAATCCCAGCCmGGGAGGCTGNGGTGGGCAG 

MfcT 

iseoa6957.seq 

^bGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGNGTGATGTTAGCAGACCCAGCTTAGAGTTCTTCTNTCTTTCTTAAGC^ 
AGCTCAACTCACAGCTTCTCCAAGCATCACCCTGGGAGnTCCTGAGGGTTlTCTCATAAATGAGGGCTGCACATTGGCTGTTCTGCnCGAAGTAnCAA 
TGAAGTGATTCTAAGAnTGGTTTGGGATCAATAGGGAAAGCATATGCAGCCAACCAAGATGCAAATGTmGAAATGATATGACCAAAAT^ 
TGCTTTCACTTAAGTGTCT6GCCGCAATACTGTAGGAACAAGCATGATCTTG 

>seoa6958.seq 

CCATATGTATATATAACCmAnATTGCTATATCTnGTGGATAATACATTCAGGTGGTGCTGGGTAGAmATTATAATCTGAACCTAGGTA^ 
AGGTGGGCTCCCTGGTATGGTAAAAAGCCAGGTATAATGTAACTTCACCCCAGCCTTTGTACTAAGCTCTTGATAGTGGATATACTCTnTAAGmAGCCC^^ 
AAAmCCTGCCCTNTGGGGTCCCCAnNTOCTAnAAAGAAGACCAGNGATAAmAATAATGCCACCAACTCTGGnAGCNAAGTGAGAGNGNGACTGTG 
ACCTCACTAGGTGCAGAGAGCCCAGGCCTTATGTTAAAATCATGCACTTGAAAAGCAAACCTTAATCTGCAAAGACAGCAGCAAGCAnATACGGCATCnG 

>seoa6959.seq 

GAAGGAGGACAGTGAAAAAGTTCCGAGCnGTTAACTGAlTATATTCTGAAAGTTCTGTGTCCTAGATAGAGCAGCAACmATCTGCGGTGGG^^^ 

TAnCTGAGAGCTGGCTACCATTACCCTTCTTGCTATTGGAAACTCAGCACAmGAACTrGGGTNGAnCAGTATTAACAGATCTTGACTACACTAATTCTn^^ 

GAAATATGGGCACTATmGAAnCTAGAGATGGTTTTGGTAAATCTACTAATAAACTGTCTCTTAGTAGAnAAGAGAGAGTAATATTM 

CTGCAGTATGCCCAmGGNTnATGGCnTCTAATCTAAAGTGCCTGAGGAACTAGATAAAAGCCnGGGAGAnAATACTATAAATNCAGGGATGGCM 

GGGGAGAATGGGCAGGGGAAACTATACC 

>seoa6960.seq 

CCAAAAATGACCCCCAmGTGTGACTTCAnGAGACACATTACNTGAATGAGCAGGNGAAAGCCATCAAAGAAnGGGNGACCACGTGACCAACTTGCGCAAGAT^ 

GAATCTGGCTTGGCGGAATATGTCmGACAAGCACACCCTGGGAGACAGTGATAATGAAAGCTAAGCCTCGGGCTAAmCCCCATAGCCGTGGGGTGACTTCCCTGG^ 

GCAGTGCATGCATGTTGGGGmCCTTTACCTmCTATAAGnGTACCAAAACATCCACnAAGncmGATTTGTACCATTCCn^ 

>seoa6962.seq 

CGACATCnGACGAGGCnGCAGGCTGTNnGCTAGCTATTCTTCGAGCnCGCAATGCCGCCTAAGGAGGACAAGGNAGAAGAAGGACGCTGGAAAGTCGGCCAAGAAAGAC 

ACCCAGTGAACAAATCCGGGGGCAAGGGCAAAAAGAAGAAGTGGTCCAAAGGCAAAGnCGGGAGAAGGTGAATAAGnAGTCnGmGAGAAAGCT^ 

GGAAGnCCCAACTATAAACmTAACCCCAGCTGTGGTCTCTGAGAGACTGAAGATTGGAGGCTCCCTGGCCAGGGCAGCCCTTCAGGAGCTCCnAGTAAAGGACmTC^ 

GmGAAAGCACAGAGCTCAAGTAAmACACCAGAAATACCAAGGGTGGAGATGCTCCAGCTTGCTGGTGAAGATGCATGAATAGGTCAACCAGCTGT^^ 

nATTAAA 
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>seoa6963.seq 

GGGCATATGAAATAATGTGTAANTAGCTCAAmAACTATTCCACAACmCATATTCCAAAACAATGTTATACATGA^ 
ACTATCGTCGCACAGAAGCCTAGAACAAAAATATGAAGAGAAATATCTGACATnGTAAAGAAATTATC 

>seoa6965.seq 

GGGTGACTTCAnGAGACACA™CCTGAATGAGCAGGTGAAAGCCATCAAAGAAnGGGCGACCACGTGACCAACnGCGCAAGATGGGAGCGCCCGAATC 
TCTCTNTGACAAGCACACCCTGGGAGACAGTGATAATGAAAGCTAAGCCTCGGGCTAAmCCCCATAGCCGAGGGGAGACTTCGGTGG 

>seoa6966.seq 

AGGACTAGGCCCTATACCTTCNGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACGAGACGAGCTACCTAAG 
TCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGnCAACm 
CCCTCTAAATCCCCnGTAAAnTAACTGnAGTCCAAAGAGGAACAGGTCTTTGGACAGTAGGAAAAAACCnGNAGAGAGAGTAAAAAAm 
CCACCAATTAAGAAAGCGTCAAGCTCAACACCCACTACCTAAAAAATCCCA 

>seoa6966.seq 

ACCTCGCCTGGGCCCCCnCTCCATATGCCTCCAAAAACATGTCCCTGGAGAGTAGCCTGCTCGCACACTGTCACTGGATGTCATGGGGCCAATAAA^ 
AA 

>seoa6969.seq 

GAAmATCAAGTGAGCCTGTCCNAGAGnNTGCACGATAGTGATCCTGCCAACAnGNGCATGACmAACAAGAAACmCAGCCTATnAGATC^ 
ATCCCTCTGAACACTTCCATTGTOTGCCACCCAGAAACCTACTGGAGnACTTAnAACATCAAGGCTGGAACCTAmGCCTCAGTCCTATCTC^ 
GATCGCAnGAAAACAnGATCACCTGGGTnCTTOnTATCGACTGTGTCATGACAAGGAAACnACAAACTGCAACGAGAGAAACTATTA^ 
ATTGTTCGCAATTCGGCATTTTGAAAACAAATTGCCG 

isseoa6971.seq 

AlGCTGATAGCATATAnCANACCNGTTGTACACTTGGGTGAAAAGTATGGCAAGNGGGAGACTAAGATGTAnAACCTACCTGTGAATCAW 
(^CAGGACTTGAAnCAAAGCATGTCAAGTGGATAGGTAGATGTGTGGCGATATGAGAGGGATGCAGTGCCnTCCCCAlTCAnCCTG 

>^a6972.seq 

CCKTCmCCAGCCTCAGTCGGACGGGCGCAGGAGACGCnCTGGAAGGAACGCCGCGATGGCTGCGCAGGGAGAGCCCCAGGTCCAGTTCAA^ 

(^ACTGGAAAAACGACCnCGTGAAACGTCAnTGACTGGTGAATnGAGAAGAAGTATGTAGCCACCTTGGGTGTTGA^ 

AAjSnCAATGTATGGGACACAGGCGGCAGGAGAAAnCGGTGGACTGAGAGATGGCTATTATATCCAAGCCCAGTGTGCCATCATAATGm 

AMGTGCCTAACTGCATAGAGATCTGGTACGAGGTGTGTGAAAACATCCCCATTGTGTTGNGTGCAACAAAGTGGATAnA^ 

^CeAAAGAAGAATCnCAGTACTACGACAmCTGCCAAAAGNAACTACACmGAAAAGCCCTTCCTCGGCTO^^^ 

^^eoa6974.seq 

AjSfTGGCCCTGGGAACAGAGCGAACATTAACAAACAGAAGCCACACAGACCAATGGGAAAGATAGGGC™nCCAC^^ 
A^AGATCTTCTTTCACACTGTACACCAAAATAAATTTCAAATGG 

2^^a6975.seq 

(pATTCCmGGCGCTAAAGATGGCAGCTGAACAAGGAAGAATGAAGGNNACCCGG^^ 

Aj^AGCACAAAGCAAGCATGCATCCCGTGACTGCAATGCTGGTGGGGAAAGACnAAAAGTGGATTAAAGACCTGCGTATTGATGAmT^ 
4pGAAATATAAAACTTCAGCTCACAATTAAAACTGTCTTmAGTmGGCT^ 

5*^oa6976.seq 

ATOCTTCCATGAATmAAAATCTGAGGGAAACGTNTTGTAAACATTNATTmTNTAA^ 
TCAAACTCAATGCrrTAnTGTAAATTTAG 

>seoa6977.seq 

AGACAGACACACTGCGNGTAGGTGTGTGAAGTGCTACAGCCACTCTGGAAAACAATGNGGCCGTAmAACAAAGATAAATATGCACATACTGAATGGCCCAC 
CATTACAAAA 

>seoa6978,seq 

TCCTAAGGGTGCAGCmCGGCANGNGCTGTCCATCATGGTGTTAACCAGCTAAAGmGCTCGAAGCCnCAGTCCGTTGCAGAGGAGCGAGCTGGACGCCACTG^ 
GAGTCCTGAATNCTTACTGGGTTGGTGAAGATTCCACATACAAAmTTTGAGGmTCCTCAnGATCCATTCCATAAAGCTATCAGAAGAA^^ 

CAGTCCACAAGCACAGGGAGATGCGTGGCTGACATCTGCAGGCCGAAAGAGCCGTGCCTTGGAAAGGGCCACAAGTTCCACCACACTAnGGTGGCTCTCGCGGCAAGCnGGAGA 
AGGCGCAATACTCTCCAGCTCCACCGTTACCGCTAATATAAGTAAAGnGTAAAATTCATACTTAATAAACAAmAAGGACAAGTCGG 

>seoa6980.seq 

ATAAAGAAACAGAAAGCATATAGCAAGATGGCAGGNnANATNACAGTAAANATAAAmTAGGGATAnACTACAGTATAAnTATAGnATACTM 
ATGAACTAACCAnGCAATTCAAAACTAATATTANAGGATCAGGCATACCTGAGAAATAGGATCA 

>seoa6981 .seq 

ATAGCTACTATGCACTCATATAAAAnAATTGCTAACT^GGMGTAATATGAAATATAGTATNN 

TAGAATCmnGAGAACTCTGATAAGATCAAAATGCTTmAATGATACGAAAAGGAAAATGAGTAGGTATnAAAA^ 

CAATATOGTACAAATTGCACTOTGAnnAAnGTAACAGTTCAGnATGGAGCTAGGCAATAGACAAAATGTTCAAGTATA^^ 

CAAnGTATATACTAATAGCCnGCTGGAACTGTGTNCTCAAACTGGGGnTAGNAAGATAnCAGAAGCAAAAATTCCCAGNGGACAAATCTC 

TATTTGAAAAATCTGGA 

>seoa6983.seq 

GAAAnCTAAAATAmGAGAAGAGCCAATNTTATAGCCTTnGGAAGTTCAA^ 

ACCAAAAGGACnACnCTTGTTTTTTCCCAGTmATATAGAGGAAACACTGTCTATGATAGGATnCC^ 
TACATTTTCTTGAAAmGGGAGGTTAATACCAAGTAnCAmGATGATGTAAAGAAACTGAACAGTGAAGTG^ 
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CT-WATATATAnACAGGCCAAATGAACTAAACATTGCCnGCTATAn^ 



TGAGGCAGGAGAATCGCTTGAATCCAAGAGGAGGAGGTTGCAGTGAGCCAAGATCATGCCACTGCACTCCAGCCTGGGAGACAGAACGAG^^ 



''seoaouoo^eq 

CAAGGCAAAGATCCAAGATAAGGAAGGCATCCCTCCTGATCAGCAGAGGnGATCnTGCTGGGAAACAGCTGGAAGATGGACGCACCCTGTCTGACTACAACATCCAGAAAGA^^^ 
CACTCTGCAOTGGTCCTGCGCTTGAGGGGGGGTGTCTAAGmCCCCTTnAAGGmCAACAAAmCAnGCACTnCCmCAATAAA 

>seoa6987.seq 

AAATTTAACTCCATATGTGTGCCTCTTGTTCTAATCTTGTGAACCAGTGCAAGTGACCGGCAAAATTNCAGmTnAmCCAAAATGTTO 
TGATAGCGAAAAA6A 



GTGGCTCTCGCCGGGCAGCTTGGAGAAGGCGCAATACTCTCCAGCTCCACCGTTACCGCTAATATAAGT^^ 

>seoa6989.seq 

TCCGGGAAAnCAACAGGAGCTTTCCAGTGGAAGGAATGAAGGCCAGCTGAATGGTGAAACAAATACACCCAnGAAGGAAACCAGGCGGGTGATGCAGCTGCCTCTGCCAG^^^ 
CAAACAGATCCTACTGATGAAATTCCCACTAAAAAGTCAAAGAAGCATAAAAAGCAGA 

>§pa6990.seq 

AgACTATTGAATTTAAAACTAATOTGAGTTGACAAATAAATAAAAGGTAGNGmATGTCTGAGCTOnGTGmGAGCTAACAXAG 

C||TATGGnrrCTGGNG6AATTGmAACAGTGACAACCCAGGAmCCAATANAnNTGGCTNATNGTA™cCAAA^ v^iiv^n^i/wiAblbOOt^lA 

>IH)a6991.seq 

G,CAAGTT 

>^a6992.seq 

^™™?^pAGCT^^^ 
SaTAoSTClT^^^ 



ACmAAAGACTGGAAAAAGCTCTOCTGTCTmAGTAAAACATCCATATTTCATAACCTGATGTAAAATATGTTGNACTGm 



TOGTATGCAGnGATAAGAGGAAmGGATAAnATGGGGGGTGAnATTTmATACTGATGTGO^GCmACT^^ 

>seoa6995.seq 

^!?!^^^S^^^'^C'r'^TGTTAAnGCCCAATTGAGTGCTrCATGCCmAGATGTACAGGCTGACAGAGAA^^^ 

TTTGGGNTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGTTTGAAATGATATGACCC 

>seoa5996.seq 

GGATAAACTACTOCCTGCATCTGNTTAAGAATAGATTAACnATmGAGAAGAAATTCTGGGCACCATTmGACCAnGAAGAG^^ 

>seoa6997.seq 

CATTGCTAATTTCTTCTCACCACTAAATCCAATACGAGTNATAnGATAnGGNGCTGATGGCAGGAGCCACAGGAGAAGCAGATG 
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>seoa6998.seq 

AAnCCAAGGTOnGGGGGGCTTTmCTmAAATATmCTTAATA^ 

AAAGGGATAATATGATnCCAGTGinACTGTAGTGTATCTTGTACAGATAACATGTATm^ 

CATTCCGTnGAAATGTACTGAAGTOCAGNnCTGGTmTCTCCTOTmTCTTATAATGCTTGm^ 

AGAAAACAAAGGGTCTITnAnGACTGACAATTCATmACACTCTATATAANAAAATC^^^ ooo i n raM 

>seoa7000.seq 

CAGAAATGTCTmCTAGCACCAAAGTNAGGATTAACTGGAGAAGCAAGATGCTGGAGGCAGGAAGACCAGAAAAATAGTO 
AAACAGGTCAATGGCAG 

>seoa7001 .seq 

GGCCCGCAGCTGTAAGACCAAGGAAGCACTGCANGCGCCTGnGAAGAGCGCCTCCAGGCCAAGAAGGAGGAGATCATCAAGA^^ 

ACGTCCCACmGTCTGTACATACTGGCCTCTGTGAmCACAGATCAGCCAnAAAATAAAACAA^ vv^nnoMMniMMM 

>seoa7002.seq 

CCTTGGGGAGAAGACCCCGGNGCTGGTGAACGCGGCTGTNACTOCTCGAAGCCTCGATTGGCCACATTnGGTACTACGCCAAGGTTGAGCTGGn 
GCGTAGAGCTAnCAGAGGCTGAAAAAAATAGTCAATAGTGCTCAGACTGGTAGCnCAAACAGGTCACAGTTAAGGAAGCTGTGCTGAATGGm 
GGTmATGTCGGAGAGAmTAGGCAAGCGGGGCATCATTGGCTATGATGTnGAAGACCAATCTTTAAGATCTGATTATAm 
TCAGACTGCTATCTGAATAAAATAAGATTTGGCTAAAAAAAAAGAAA 

>seoa7003.seq 

CGGAAAGCCAANGACTGAGAGCAATGAGCA^CCGATG^GA^GATAGCCAGGAACTTTCCA^AGTCAGCCGNGAATTCCACAGCCATGAAmCACAGCCATG^ 
TGTAGACGCCAAAAGTAAGGAAGAAGATAAACAGCTGAAATTTCGTAnTCTCATGAATTAGATAGTGCATCnCTGAGGTCAAnAAAAGGAGA^ 
TAGTCAAAAGAAAAAATGCTnATAGCAAAATGAAAGAGAACATGAAATGCnCTnCTCAGmATTGGTTGAATGTGT^^^ 
TTTAGmGTGGCTTCATGGAAACTCCCTGTAAACTAAAAGCTTCAGGGTATGTCTATGnCATTCTATAGA^^ 

>lepa7004.seq 

cftlACTGCATCAGGGAAGAATTCmTCTCTAGCTTGGTTTCCACATGAGGTmTCTGAGAAGGGCnGGGACAAGAAGT^^^ 

QT^TAAAATACATAGGGAATATAACAnCCAGTGTATACAAAGAAGGCAAAnCTnAATCAAATAA^^ hoimm^u 
>^pa7006.seq 

AWGGCACMGGGMCACTC^rmmGACAGGGTCTGTCACTGGGTGGGNGATGMTTATACA^^ 

A|SGATAACCAmTAACTGTATTTmGCAGCCCGTACCnCTTGGGAATACAATTGTCTAACTT^ 

C^ACTGCAA^CCnACAGATGTGGAAGATGTGAAAmGCATCAATOTGACTACCCT^^ 

A^ATAGACmCTTTACACCTAATAACATAAAGCAAGNGAGCGACCmTCTCTGNGCnCGGGAAGCTAATCAAGGCAATTAATOCM 

GTCAGGTCGGTTCCAGGGGG 

>S)a7007.seq 

T^GTnATATGnTAnAGTAAACATGAAATGGGGAATAAGTGAT^ 

ApGAACAAAATATGATCGCTGGGCCAGGANGCATAGAGGAAAGCGGCAAnAGGGTAACACnACATAnATAGGGGCCCCTnA^ 



TCATTGAAGGAGAAAGAAGTAGACAGTAGACAAAGTTGTTGTTCAAAGTATAATCAAGAGTCAGGCATCCAATTGAGGTCTGM 
TTACATGAAGCTnAATGATAmGATGAnGAAnCAT^ 

GAGCCCAGGAGmAAGACAAGCCTGGGCAACATAGCAAGACCCTGTCTCTAAAAATAATAATAATAATAACTGAGCATGGGTGCTTCCGCTGTGGCCCTGC 
GCAGAAGGATCAGTnGATGCCATGAGGTGGAGGCTGCCGTGAGGCGGGGGTGGTGCCATGCCCTCGAGCCTGGNTAAACAAAGCAAAACCCTC^^ 

GTACTTGAGTTTGGNTCATACAGGATTAATGGAAGGAACTACCAAAGAATTTTACTG r^r^nnnn nn^ 

>seoa7009.seq 

AACAAACACTAATGTTAATTGCCCAATTGAGTGCTTCATGCNTnAGATGTACAGGCTGACAGAGAAGAT^ 

AAGCATCACCCTGGGAGTnCCTGAGGGTmCTCATAAATGAGGGCTGCACATTGCCTGTTCTGCTTCGAAGTATTCAATACCGCTCAGTAT^ 
CCCGCAATACTGNAGGAACAAGCATGATCTTGGTACTGTGATATmAAATATCCACAGGTACmCTT^ 

>seoa7010.seq 

CCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAAGACCCATAGTAGGCCTAAAAGCAGCGACCAA^ 
>seoa7011.seq 

CAAGGGGGGGATG^AAATGTTAATCTAAAATATAGCTAAAAAAAGAmTGACATAAAAGAGCCTTGATnTAAAA^ mi^oMMov^^iaiAbAiOA 
>seoa7013.seq 

GAAAmAGCTCAGAGACTATTGATCTmGNnCATOATATGAACAACTATNAGTAAAAAATAGCmAACAGCATnCT^ 
CATGGGCGGTAAGTAAAAATAAATAAACCAAAnNGCTGAGACAGGCTAAGACAATCnCTCATCAAACCAATmCTCTAA 
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>seoa7014.seq 

CTTTTCCCCGGTTGCTAGCnGCTGTGAGTGCTCTNGGGTGATACCGTGAGGTCGAGAAAGGTCCTGGTCCGCGCCAGAGCCCAGCGCGCCTCGTCGCCATO^ 
GGAAATCAAGGACnCCTGCTCACAGCCCGACGAAAGGATGCCAAATCTGTCAAGATCAAGAAAAATAAGGACAACGTGAAGTTTAAAGTTCGA 
GTCATCACTGACAAAGAGAAGGCAGAGAAACTGAAGCAGTCCCTGCCCCCCGGTnGGCAGTGAAGGAAGTGAAATGAACGAGACACACTGAnGGAACTGTAm^ 
AAAAATCCHAAAAAAAAAAA 

>seoa7015.seq 

TACnAAAAAATATAGTCAATAGGTTACTAGGATAnGCTTAGCGTTAAGTTmAACGTAATmAATAGCn^ 

GAAAAGATAAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATO 

AGAAGGGCAATGCTmAGAnAAAATGAAGGTGACnAAACAGCnAAAGmAGTTTAAAAGTTGTAGGGTGAnAAM 

GTGAnAAAAGACCTTGAAATGCATGACGCAGGGAGAAnGCGTCAmAAAGCCTAGnAACGCAmACTAAACGCAGACGAAAATGGAAAGGAn 

AAACAAmGGAGAAGATAGAAAGTTTGAAGTGGGAAAACTGGAAGACAGAAAGTACGGGGAAGGGCGAAGAAAAGAATAGAGGAAGGATAGGGGAA^ 

CnnAGGAAGAAAAAAGGATAAAnAAACCCTGAAAGGTAGGGAAGCAGGAAGAAAAAAAGGACAAGCTOG 

>seoa7017.seq 

GnTGnTATGGGCATAAGGCTACnCCnCTmCTTCAATATACATATAAATCnGCTGNCATCATATATGAGAGAGAGAGA^ 
ATTCACACTCACAGAGAGATATAGGAGAGTTGGATGAGTCnAGAAGTAAACAAAACAAAAACCTGATACCTATOTGnGTCCCAGAAAGCG 

TATGCGGCGGGCGCAGTGGCTCAGGCGTGTAATCCCAGGAGTTTGGGAGGCGGAGGCAGGTGGATCACGAGGTCAGGGGnCGAGACCAGCCTGACGAACATGGTGAAACCGTGT 
CTCTACTAAAAAAAA 

>seoa7018.seq 

GTTnGTnAnGNGCAAGACATATCnCAnAAGAGNTmGGAAAACTCATCAAAnCGATGAATACATmCTO^ 

>seoa7019.seq 

GAAGAAACGCCTGGTGCAGAGCGCGAAnCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCnTAGCCATGCACAAACGGTAGTm 

TdgGACTGTCCTCTGCCAGCCTACAGGAGGAAAAGCAAGGCTTACAGAAGGATGTOCnCAGGAGGAAGCAGCACTAAAAGCACTCTGA^^^ 

kpACATlTTGGAT 

I^a7020.seq 

l[^GATATAAACATCAnGACACGGAGGAAGATCTGGAGAGACAGCTNCAGGACAA6CTAAATGAATCAGATC^ 

{^AAGCAGATTGACAACATGAAAGGCAAGCTCCAAGAGACCCAGGACAGGGCAAAACGACAAGAGGATCTCATCATGAAAGTGGAAA^ 

gfcTGGATGAGCTCAAACAAAAGGAAGACCGAGAAAAGGAGCAACTCAGCTCmGCAAGAGGAGCTAGAATCACTCC 

J^GGTCAAGCAnAGAAAAncnGGCmATTGGACTGGGTAnAAGACCnGCTCTTCCTAGTCCTmAATC^^ 

pAAAmGGAATGGmGCTAGGGGGGTCATGCTATAAGAAGCAGGATTGTATAGGCAGAAAAATGGATTG 

^4^oa7021.sec] 

ICTCCCAGTGACAACATCGCAACAGGTTmACNTCTCTTAGGTGGCTCTGGGAATGGGAGAGGGGTAGGATGTACAGGGGTAG 
I^TATAAnAATTGTCAmTTmGTTAGCAAAGATTAAATGTGTCAnGGAAGCCATCCCm 

ISAnAATAnAnAATATAATAATGATGATGATGATGATGAAAACTAAGGAT^ II M 1 1 IIIAAA 

|||oa7022.seq 

I^TTACACAAAAAAAAANGCAAATGGGGTnCATNGGAATCACCAAGTGCnAGAACTTGCNGGCnCCCCATAGGCGGGAM 
i>Soa7024.seq 

||/|AGTCCTGGCACAGTTmGGAAAGCCCTNGCACAGCTGGAGAAATGGCATCATTATAAGCTATGAGnGAAATGm 
TtATGGGGCCCTGTCCAGGTAGAAAAGAAATGGTATGTAGAGCTOGAmCCCTAnGTGACAGAGCCATGGTG^^ 

>seoa7026.seq 

GGAACCCGGGAGACGGAGGCAGCAGTGANCTGAGGACGCGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCATCTCAAAAAAAAAATTnCTAAm 
CTACCGAAAAAAA 

>seoa7027.seq 

TCAAAATCAACACCGATGAGATTATGACTTCACTCAAGNCTGTTAATGGACANATAGAAAGCCTCATTAGTCCTGATGGnCTCGTAAAAACCCCGCTAGAAACTGCAGA^^^ 
TTCTGCCATCCTGAACTCAAGAGTGGAGAATACTTGGGnGACCCTAACCAAGGATGCAAAnGGATGCTATCAAGGTATTCTGTAATATGGAAACTGGGGAAA^^ 
ATCCTTTGAATGnCCACGGAAACACTGGTGGACAGAnCTAGTGGTGAGAAGAAACAGGmGGTTGGAGAGTCCATGGATGGNGGTTnCAAGmAGCTAC 
CCTGAAGATGTCCTTGATGTGCAGCTGGAATTCTTCGACTTCTC 

>seoa7028.seq 

GmCTAAGAnTTAAAGACCACACAAGGAAGCAAAATCTTTCTGANGGAAGTAAATGATACACTOTGGTGAATGAATTGAAATCAAM 

ATTCATGnGTAGATAAACTCCTCTATCCAGCAGACACACCTGTTGGAAATGATCAACTGCTGGAAATACnAATAAAlTAATCAAATACATCCA^^ 

TCAAAGAAATCCCCGTGACTGTCTATAGACCCACACTAACAAAAGTCAAAATTGAAGGTGAACCTGAAnCAGACTGATTAAAGAAGGTGAAACAA 

CCAATTATTAAAAAATACACGAAAATCATTGATGGAGTGCCnGTGGAAATAACTGAAAAAGAGACACGAGAAGAACGAATCATTACAGGTCCTGA^ 

TGGAGGTGGAGAAACAGAGGAAACTCTGAAGAAATTGGTACAAGAAGAGGCACCAAGGCACCAAAnCATTGAAGGGGGGGATGGCAmAmGAAG 

CTTCA 

>seoa7029.seq 

AGATGGATGTGGATACCCCGAGCGGCACCAACAGCGGCGCGGGCAAGAAGCGCTnGAAGTGAAAAAGTGGAATGCAGTAGCCCTCTGGGCCTGGGATATTGTGGNTGATA^ 
GCCATCTGCAGGAACCAGAnATGGATCTTTGCATAGAATGTCAAGCTAACGAGGGGTCCGCTACnCAGAAGAGTGTACTGTCGCATGGGGAGTCTGTAACGATGCTlTTCACTTCCA 
CTGGATGTCTCGCTGCTCAAAACAGGACAGGTGTGGGATTGGAGAAGAGAGAGTGGGAATCCAAAAGTATGGGACTAGGAAAAGAGnGnCGATGAAGCTTAAn 
mAATGACmCCCTGCTGGTACCTAATOCAAAnGGATGGAAGTGGGTTTmCTGCmGGmnCAGG^^ 

>seoa7030.seq 

ATGTGTGACTTCACCGAAGACCAGACGGCAGAGNTCAAGGAGGCNNTCCAGCTGTTTGACCGAACAGAGATGAATGTGAAGGTGCTGGACmGAGCACm 
ACAGTGGCCAAGAACAAGGACCAGGGCACCTATGAGGATTATGTCGAAGGACTTCGGGTGTTTGACAAGGAAGGAAATGGCACCGTCATGGGTGCTO 
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ACACTGGGTGAGAAGATGACAGAGGAAGAAGTAGAGATGCTGGTGGCAGGGCATGAGGACAGCAATGGnGNATCAACTATGAAGAG 

ACCTTCCCAGTCTCCCCAGAGTCCGTGCCmCCCTGNGGGAATmGNATCTAAGCCTAAAGNTTCC^^^ 

TTGCCGGC 

>seoa7032.seq 

GCGAGGCATACCnAGTATACATATGAGAACTCATACAGGAGAGAAACCACNGGGAGTGCAGGGAATGCGGGAAATCCmAGTTTC^ 

ACACAGGAGAAAATCCCTATGAATGCAGTGAATGTGGGAAAGCCmAATAGGAAAGACCAGCTCAmCACATCAGCGAACTCATGCAGGGGAm 

TGGGAAAGCTTnAGCAGCAAGTCATACCTAATTATACAGATGAGAACTCAnCAGGTGAAAAACCATATGAATGT^^ 

ACATGAGCGAACTCATGGAGGGGTCAACCCTOTAAATGCAGTCAATGNGAGAAATGCNTCAGTGGGAAAmGGGCTTCTTGTAGAGCAGAGAATGCAC^^^ 
ATGCNGGGAGTGGGGGAAAAAGCCTTCAnAGGGAATTCTCAACTCAnGTACATCAAAGAAGTCATTCAGGGAGAGAACCCTATGGGGGCA^ 

>seoa7033.seq 

TTGAAAACAGTCTGAATGAATnGGTGAAAAGNGGGAGnAAACTCTGGAGATGGAGCmCTATGGCCCAAAGATTGACATACAGATT^ 

TGCAACCATCCAGCTGGATTTCCAGTTGCCCATCAGATTTAATCnACnATGTAAGCCATGATGGNGATGATAAGAAAAGGCCAGTGATTGTTCAT^ 

AAAGAATGAnGCTATCCTGACAGAAAACTATGGGGGCAAATGGCCTTTTGGCTGTCCGCTCGGAGGTAATGGTAGTTCCAGTGGGACCAAGGTGTG 

GACAACAATTCCACGATGCCAAAnCATGGCAGACAnGATCTGGATGCAGGCTGNACATTGAATAAAAAGATCGAAATGCACAGnAGCACAGTATAACnCAmAAG^^^ 

AAAAGAGAAAATCAAGGGCCTGTAATATCCGACAAGAAACAATAAGGTCCCCGGGGACCGCACCATTTCTGAAACTATCGGGGGG 

>seoa7034.seq 

GCAGAAATAACTAAGACACAAATAACGTTTGCAAACCnCAAGCTGTGTAATATTCCAATGTTGTTnmcm 
CTAGTCTCCAAACTTAAAATAAAGTTTTGAAAAGCTGGGTAAAAAAAAAAA 

>seoa7036.seq 

GAGCCAmAnnTGGGTTTTmAAAATCCAGAAGGTATATAGAAACCmTGAGATm 
nGTTGCACAGGCAGATACTGCTGTAmAGACAmCTATnCAGnCATTAAAAACTGCAAAACCAATCTGTATC^^ 

:>Soa7038.seq 

AgfcATTAAAACTTGCCTNAAGCTACCAGATGTGCTnNGCCAGCAnGGCCATACTGTGTGmGTTTGmA 
^&)a7039.seq 

(grmAGATTimAAAGATTTAAGACAGAGAAAGAGCrrAGTGTGTGCTTGTGTGTGTGNGm 

AA6GATCTGAAAGAATAGCATACAACTAATTCAAnACCAAAAACAGGAGAATATCCmAnAATCAAGTACAACAGGAAAGC^^^ 
T^fAACTTTACACAAAA 

^^^oa7040.seq 

4^CCG AAACCAA ATAATGCAAGCACNGCmnACAATmACTGGGTCTCTATTTTACGCTCCTACAAG 

grCAACATTTTnGTAGCCACAGGCnCCACGGACnCACGTCATOnGGCTCAACnTCCTCACTATCTGCnCATCCGCC 

lEeGAAGCCGCCGCTGATACTGGCATmGTAGATGTGGTnGACTATnCTGTATGTCTCCATCT^^ 

^^a7041.seq 

QftnAGCTGTOmATCAATTmCCCAGTATTTTTATAGGGAAAAA^ 

Ag'GTATGTGCCAAAGCmACTACTGTGGAAAGACAACTGTmAATAAAAGAmACATTCCACAAAAA^ 
2gba7042.seq 

G||CACAAAACAGTAANAGAATATTGCACTGATAGATACTAAA™mTGGnATTAGGTTGA^ 

AGGTTCCGGGCTGGGGACAAGTTCACnAAAAAGGCAATGmTnAACAGGTCACCAGTOAGACTTCTGCnTGTAGATACATGCAGAAGCC 

GCAAGMTAAGCTAAAGTATGTAAAATACTACATTCTAnCAGTGTTGGAGTGTTTrGTAGAA^^^ 

TGTTmATGTAAAATATmCTAAACAAAAAATGnAAAAGTACATGTCCTCTGTAGTA^^ 

>seoa7043.seq 

GTAATGGACCCAGATGGAACnGTAACGNGGGCCCCACATGATAGAACTAAATTCAGATATCATTAAATAAACNCnGTCACTAAAAAAA^ 
>seoa7044.seq 

ATGCGATAGGAGGTOCNGGGAATCACAGATTGTTGAAGGTAAAAAGAGACTTCAAATATAATCCAGGTCAAnATTCTOGTAGGGGGAGnATG^^^^ 
TAGCAACAGAATCCAACTTGACTATCnAAGCAAAAGAGGAAmATTGAGAGGCTATTCAACTTGGAGAACTAAAGGATAAGCTGAAT^ 

>seoa7045.seq 

AGTTTTGTGGGTACnCACCCTCnCTGCCCTCAmNATGTGACAGCCATTGTGAGACTGATACACAAACTGTCACTTGGTTAATTTAAG 
TncnCATGCCmACnACmGNNCCATGCTAGTGATTGGGACGTGGCCCCACAATGGCACAATAAAGCCCCTnGTGAAAGTGncmAM^ 

>seoa7046.seq 

CCTTCCTGGACTGTGGGCATACGGTAAGGATCTGTAAAGGCCTGCTGACAGAAGAAGCCACCCGTGGCTAGGnAAATAAGACTGGAnAGTCTGTCTO^ 
CCAGTGTGTTTCTATGGTTTACTGTGTGAACATAAGCCAA^ 

ATGGAATTATTTmCCTTCCTGACCTAACCnAGAACTGGATTAAGGGTGGGATCmGAAAAGGTGACATnGCTGCTATC 
AAGCTCAAGmATCGnCGGAGAGACAAGGATATGCATGATTGTAACGAGGCTATATGTAAAAAAAAAATGGAAAATGCAATACAm 

>seoa7047.seq 

TGGTCCNGGGCAGGCGGTCTGGGAAATCATATGGCTGTAGCATTCGTGCTATCCCTGGGGGnGGAGCmGTATAAGmCGTGGGGCG^^^ 
>seoa7049.seq 

GTATAGGACTGGCTCGAGAATACTAAAAGACnATGTTAGAGCAAGTGAACAGGGGCTACCTGCCACATCCCGTCCACAGATGCACTnAAAA^ 
TAATTAATTOTTTTATGTACAATAAATCGCATTTGAAGAAGAGAAAAAAAAA 
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AGGAACGGCATCGAGGTCAACGTCAGCGAGCTCGGATTGGTCACACAGGGCGGAAAGGTCATCTGGGGTAAATACGCCCAGGTGACGAATAACCCAGAAAATGA^ 

GCCGTGTTGCTGGmAACGGGAGACCCTGAAAGGmATTATTGAACTGTGCCCCCGAGTACAGCTGGAAAGTGCTmCTCTGGAAAACC 

AATATTGAAATTGCAAAAGAAGAmGAAGACGTCTGATGGAGnTTGTnCACCTTTGCAnCGGAnCACGTGGATCAGAAATAAAG 

>seoa7052.seq 

TCCTGAGGTGACAGCGCCTGCAACTNGAAATTTCAGCAGCGTTTAGAAGATGGACAAGAGAAAGCNCGGGGGACGGGNATCnCATCCGATAAGAAAGATGTTAA^^ 

AGGATGTCGATGTTCAATCACGACTGTCGAAAnCAGAAGCTCAGAACGGTGGACTCTCCCmGCAGTGGGAAAGAAGGCTAAGGAATAAAGTCATCTCT^ 

AAACATATCCGAGGGTGTCCTGnACTTCCAAGTCATCACCAGAAAGGCAACCCAAAGTOTGTTGAGGAATGTCCTATGGACGGATTTAGGACGAAAATTCAG^ 

AAACGATGCTAAmATGTGATGCCAACAAGGTGGAATCAGACTCATTGCCnCGACATCTGTTGACAGCCTAGAGACATGTCAAAAAnAGAACCTC^ 

GAAAGGATACCCAGAGnATATTGACGAATGGCGTGGGAAGGGAGTTAGGAAGAAAATACATAAGGACCCGAGGTGTACTGAGGGAA 

GCAACTTTCTTCAT 

>seoa7053.seq 

TAAmGAGTGTGGAAATAACTGAGGAGTGTNGATAATGGGGmAGTTNGGGGCTTCATGGGAAACTCCCTGTAAACTAAAAGCTCAGGGmTGTCTA^ 

ATGCAAACTATGAGTGTAmTAATAmGnAnCTCTGATGAATAGAAATTTGTGTAGGACGCAAACAAAATACnnACCCACnA^ 

TmGTTTTnAAGnAGTGTATATmGnGTGAnATCTTmGTGGTC^ 

>seoa7054.seq 

GAAAGGGAAGAACAAGCTAGTGCCCAGNCTTNTGGACATGACCAAGGAGTGTGTGATGCGAGTGGANGAGAAGACCAAGGAAGTGATGCAGGAGTGGAACCTCACCAACATCA^ 
AAA 

^seoa7056 seq 

GTCAGAACTAAGGAATGAAnACAGCGGAAAGATGCACTAGTCCAGAAGCACTNGACAAAGCTGAGGCAnGGCAAGCAGGTGGTGGAGGAC 
CCGACATCCCTCAGGGCTCCnGGCCTACCTGGAGCAGGCATCTGCCAACATCCCTGCACCTCTGAAGCCAACGTGAGCAAAGGGCAGAGGCAGTTGGCCTATGAG^^ 
|3©TGAGGTTGGCCACACATTCCnCCTGTGGACTTGACATmGGAAGAACTCmGCCAGATAATGAGnGATm 
^^TTAAmcnGAGTACTTTATAACATGTCTGTAGCTTGTATAAAAAAAAAAAA 

Sik)a7057.seq 

pKBCCGCCTAAGGACGACAAGAAGAAGAAGGACGCTGGAAAGTCGGCCAAGAAAGACAAAGACCCAGTGAACAAATCCGGGGGC^^ 
pTTCGGGACAAGCTCAATAACTOGTCnGmGACAAAGCTACCTATGATAAACTCTGTAAGGAAGTOCCAACTATAAAC™ 
I^GAGGCTCCCTGGCCAGGGCAGCCCnCAGGAGCTCCTTAGTAAAGGACnATCAAACTGGmCAAAGCACAG^^ 
bSAGCnGCTGGGTGAAGATGCATGAATAGGTCCAACCAGCTGTACAmGGAAAAATAAAACTTTATTAAACCAAA 

>seoa7058.seq 

^GCACnACTGAAGAAACTCTCTGTATGTCCTAGAATAAGAAGCAATGATGTGCTGCnCTGATTTncnGCAT^ 
iATATCACCATGACTTCACAGACATGGTCTAGAATCTGTACCC™CCCACATATGAAGAATAAAAnGATTAAAG^^ 

;-8boa7677a.seq 

ieAGCAnACTGAAATACATAGGCnATATACAANGCNTCTTTCCTGTATAnCTCnGTCTGGCTGCACCCCTTm 
HGGCAAAGGAGAGTCAACATATGTGATTGTTCCATAATAAACnCTGG 

Seoa7679a.seq 

liSAATATCGAACACGCAAGGCTGTGAGACTACCTATTGTAGATATTGCACCCTATGAGATTGGTGGTCCTGATCAAGAAnTGGTGTGGACGTTGG 

IjllTCTATCTGAAATCCCAACAAAAAAAAmAACTCCATATGTGnCCTCTTGTTCTAATCnGTCAACCAGTGCAAGTGACCGAC 

'dAGTATAAnTGACAAAGAAAAATGATACTTCTCTTTTmGCT^^ 

>seoa7680a.seq 

GmTTTAAAGGnAAATAACAAmGTTCTmGnGTTTnGCCAGTTTAGGGCAGTAGCTGCTm 

TAAATTGAGAAGGAATmCTCTCTATAAGTTTCTGCAnGAACAGATCACCAmAAAAGAATAmGAATCCAGCATGAAGATAATGG 
CATOATCAGATnGAATGAGGAATGGTTCCGACATCCTTGAAAGAAAAACTGTGGCTTACGTTnGAAG 

>seoa7681a.seq 

gagagggcagagcagctaagtcaagaaaatgagaagctgatgaatcttttacaagagcgagtaaagaatgaagagcccaccactcaggaaggaaaaa™^ 
gcacaggtattcngaacagggccggmgaaagagagaagctactcaacancagcaggagngacctgtagcngcggaaggngaggaagaaaaccaaggagcntagaa^^ 

TAAACGTCTGAAGGAAGAAAATGAAAAACTGAATGAGTTTCTAGAACTGGACGGCATAATAATAACATGATGGCCAAA^ 

>seoa7684a.seq 

CCCCACAnAGGGnAAAAACAGATGGAATTCCCGGACGTGTAAACCAAACCACTnCACCGCTACACGACCGGGGGTATACTACGGTGAATGCTCTGAAATCTGTGGAG^^ 
AGmCATGCCGATCGTCCTAGAATTAAnCCCCTAAAAATCmGAAATAGGGCCCGTAmACCCTATAGGACCCCCTCTACCCCCTC^^ 

>seoa7686a.seq 

ACGGAGCAGTGAAGCTC™CAGTGCGTGGACCACAGCACCCATCCTGACTGTGCCTTAAAGTCCGAGGAAGCCGAAATGTCCAGAGGCTCTGGCAAGAGnGAGTCAATTGCATGC 
CTGCCTAGTCCAGCTCCGTCCAGATGAATGCTGTCCACAAGCnCAGAGGAAACAGGATAAAATGGACTGCCAAAAAAAAAAAAA 

^seoa76873 seq 

GAGCCGAGATCGTACCACTGGACTCCAGGCTGGGGGAGATAGCGAGACTCCGTCTCAAAAGAAAAAAAAGAAAGGAAGmGACATGAATAA^ 

AAAATCTTnCGGATnATAAGATCCTGnAAGTmAGGAGAACCCGTmCCCAGAGCAGAnCAAGCnCT 

ATGGCAGGGTAAGCAmGGGTTAGTGTTTTATTAAGATATTTG 

^s6oa768Sa seq 

GGCATAACnCTGATGCTAATGnCTGACTAATGAACTAnGCTCATTGCTCAAAGGTAmATOCAGTATCAGGAGCCAAT^^ 
AAACAAGCnATACGCAAmGGAGGAAAACGTCCCTTTGGTGTnCAnGCTGTACATTGGCTGGGATAAGCACTATGGC 
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GGGATGGAAGGCACATGCAnGGAAATAATAGCGCTGGCAGCTGTGCAATGTTGAAACAAGACTATAAAGAAGGAGAAATGACCTTGA^ 
AAATAAGACCATGGATGnAGGAAACTCTCTGCTGAAAAAGNGGAAATGCAACACTAACAAGAA 

>seoa7691a.seq 

TGTGAACTGTTATCCCAnGAAAAGACCGAGCCTTGNATGNATGNTATGGATACATAAAATGC^^ 

ACAAAACnmATATCAAAAGGCTnGCACATnCTATATGAGTGGGTTACTGGTAAAnATGTOmm^ 

TATTTmAATCTCAAACGmCAATAAAACCATTTnCAGATATAAAGAGAAnACTO 

>seoa7692a.seq 

AACATnAAAAAATACTCTAAnTnGCmCnGTnTTTGTCGTATmAmTAmTGAnnAnT^^ 
GGGAATGTGACTTATmGTCTCAnCAGAATCGAGATAniCATCTnAAnACATTAAA^ 

>seoa7693a.seq 

TTACTTGGAGTACATGTGAAAGAAAACGTCAGTCTGCCTGTAAATnCAGCAAGCCGTGTTAGATGGGGAGCGTGGAACGTCACT^^^ 
TGAATAAATGGATCTGTGAGATGCAAAAAAAAAAAAAAAA 

>seoa7694a.seq 

GCAmGCATGACTATTAGTGCTTCAAAGACAATTmAAAAATGCACAAGTOTAAATACAGAAGAAAGAGCAAC 
TGTAAGTAGATCTCAGnCTGCGmATTGTAAGnGATAAAAACATCTGGAAGAAAGTGACTAAM 

>seoa7695a.seq 

AnTCnCTCTGACCCAGGAAAAAGGCAATTGCTGCCTGTTTTmTTCACCGACAGACAAC 
ACAACTTCCAAACCAGTCAAATGGG 

>seoa7696a.seq 

AHnCTGCAGCGCGCCAGCAGGATGGCCCACAAGCAGATCTACTACTCGGACAAGTACTTCGACGAACACTACGAGTACCGGCATGTOTGTO 

&CTAAAAGTGATGTGATGTGTGAAGAGGAGTGGAGGAGACnGGTGTCCAACAGAGTCTAGGCTGGGTCATTACATGATNCATGAGCCAG 

fetrCCAAAAGATCAACAAAAATGAAGmATCTGGGGATCGGCAAATCmnCAAATTTAATGGATATG 

^^oa7697a.seq 

i|@VTAAACAGCCTAGTGATACAGCTCAAGGAACTAGAAAAGCAATGACAAACCAAACCCAAAAnAGTAGAAGGA^ 
MjMTACAAAGGATCAAGAGACAAAAAGTGCGTGTmAAAAAAAAGATACACAAAAnGATAAACCTCCU^ 

|sioa7698a.seq 

Mgagcaggcccatagtctocaggccagagctcctctgttgtagccactcagctctgacatggttgtgtggaagccactgtggatga^ 

t/w\acmatttatggatcngaaamgaamatactgtacagntncatgtgcacaaagtat^ 

c^tccaaaaacaggggggggctagamggcccatggttaagtngccgacccctggcnagagatatgamgagcaatgagaa 

iyoa7699a.seq 

^TGTGAGCATGGGTACCCAmGATAAGAGAAATGCAmGATTGTGAAGAAGGGAGAGnAAATTCTCCAnATGnCGTGGGGT^ 
tSkAACCnAAATTAnAATAAATAACTATTTTGGCTAAAAAAAA 

tpoa7700a.seq 

WeAGATCGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAmCTCTGCCTCTTCCAAACTTTTCCTCCCTGAACCT^^ 

t&ATACCCACTCAAAAAGGACACnCTGAnAAGACGGTTGAAACTAGAGATGGACAGGTTATCAACGAAACnCTC^^^^ 

CAGCAATATATTACCAAAAAAAAAAAAA 

>seoa7701a.seq 

ATGAGGGCAGAAACTTGmGirrTATTCACCATCATGTACCAAGTGCTTGGCACATAGTGGGCCnCATTAAATGmGTTGAATAAM 

CAATCCTACCnnGATAAAATGnCCnTTGACAATATACACGGAnAnATTTGTACmGTTITTCCATGGGTTTO 

TGTGAGATAACTTCCTTCACATCTCCCATGGCCCTAGCAAAATGCTAGGCCTGTAGTAGTCAAGGGCTCAATAAATATnGGn 

>seoa7702a.seq 

GAGATGATAAGAGAANNGTGGAAGNGCATGGATTGTGGCAATCTGTCCTGAGTGTTCATGCmGTACCAAAmAATGAACGCGTGnCTGTAATCAAACTGC 
AACATCCAAAATGACGGCTGCTATATATAAGTGTnGCATATGGAAmAATCGTAAGCCATGATCATAATGNTAACTAAATAACTTTAT^^ 
GnTGGAmCTCCAAATCTGGGAGAATTTTCAAAATAAGAAAATAACGTTOTATGATAGTATGACTAGGGTGGGNATnCim 
TAAGTTACTATTACCATAGCCAACC 

>seoa7704a.seq 

CCCACTAAAAGTAmGACTACACAnACATTGAAGnAAACAGAAAAnATCAGTGnTTAGAAACATGAGTCCGGACTGTGTAAGTAAAAGTA 
GTATTGAAATCAAGnGTGTGTGTGTACAGAATACATACnAnCCCAnmAAGCAmGCnCTGTTTTCCCTACCTAGAATGTCAGATGT^ 
TTGACCTCAAGATAACATmTCAnAAAGGATCTGAGATCTAAGAACGCAAnATTAnCTAACAATGAmTTAGCTCAnCAC™ 
TTTCTCG 

>seoa7705a.seq 

ATAGCAAGGACTAGCGCCTATACCnCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCT^ 
CACACCCGTCTATGTAGCAAAATAGTGGGAAGATTOTAGGTAGAGGCGACAAACCTAGCGAGCCTGGTGATAGCTGGnGCCAAGATAGAATCnAGTTCA^ 
AGAACCCTCTAAATCCCCTTGTAAATTTAAGTGTTAGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAAGCTTG 

>seoa7707a.seq 

GGATACATAACCTGAGGAGGCGGGGGAAGGTGGGCnGGGGAAATGTACCACTGTCGAAGAGAAATAAAATATAGCAAAGACAAGATGTGGTAm^ 

TCTATTGACCAGGCmGCTCAGTTGGAATTCAATGAGAAAAAAGGGGGCAAAATAAnAAAGAGGnCTCTTAGAAGCACAAGATATGGCAGTC^ 

TCCAATTTATATATAGCTGAGTCCACOTCAGGACGAGGCCAGTGCCTGAAACGCATCCGCTACCATGCAGAGG 
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>seoa7708a.seq 

ACCAACTGACTGAAGAGCAGATTGCAGAATTCAAAGAAGCTmTCACTATTTGACAAAGATGGTGATGGAACT^^ 
AATCCCACAGAAGCAGAGTOCAGGACATGATTAATGAAGTAGATGCTGATGGTAATGGCACAAnGACnCCCTGAATnCTG 

>seoa7709a.seq 

mAAGCAGATTTATGAGCAGAmCTGNCACATAAGTCGTCTTCTGCTTGAGTATCCTAATAmCAATGCATCAGGGGAGCG^^ 
AGTGTTmGCACTAAAGGCTCAAAGTGTGAGAACCTGnCTGGAmGmGAAAnATnCACCAATAAAG^^ 

>seoa7710a.seq 

TATGATmCTnAAGGATGGGTTAGAAATGGAAAAATGTTAACAAATGTGGCAATOTTnGGATCTATCACCTGTCATC^^ 

TAAGACAAATGGGACTGATGTCATCTTGAGGTGTTCAnTATTnGACTGTGAmATnGGAGTGGAGGCAnGnm 

nTAAACTCA 

>seoa7711a.seq 

ATAGGTCCTnAGAAAGACATAAnAACACTTAAGGTGGGGTGCTGCTAATTCTTTGCAAAAATCCAAATAnGnAAGGGACC^^ 

AATATACATGTTTATGTAAACAAATCTTTCCATATCCATAGTGACTmCAAGTAmAAGCCTAAAGATm 

ATCAAGCCATCAACTAAAGGTGGACTTTCTGTTAAAATGCATGATTGCAGAATTGGTTA 

>seoa7712a.seq 

TCAGCTGTCTCTTACTmAACCAGTGAAATTGACCTGGCGGTGAAGAGGCGGGCATAACACAGCAGGGACGAGAAGACCCTA^ 
AAAGCCACAGGTGCTAAACTAGCAAAGCTGCAnAAAAAmCGGTTGGGGCGACCTCGGAGCAGAACCCAACCTCCGAGCAGTACATGCTAAGACnCA^ 
TATACTCAATTGATCCAATAACTTGACCAGCGGAACAAGnACCCTAGGGATAACAGCGCAATCCTATTGTAGAGTCGATATCAACAATAGGGTT^^ 
CATCCCAATGGTGCAGCCGCTAnAAAGGTTCGTTGTCAACGATTAAAGTCCTACGTGATCTGAGTTCA 

>^ioa7713a.seq 

A|GAA6AAAAACCAAGAGAAnGCACG6ACTCCCAGGAGAGCATnGAAGAnGAGGGGATAGGTGnGTGTTGAATmGCA 
AtfTAGCAACAAGGAGnTGGTGATCTGAGTGAAAGCAGCTTGATGGGTGAAATGGAGGCAGAGGAGATTGCAATGAGTGAA^ 
■|5?TTGCTAAAAGCnGCTGTTAAAAGGAGGAGAGAAACAAGACTAGCTGCAAAGTGAGAnGGGnGATC^^ 

>^^oa7714a.seq 

4gMCTCmTGGCATAAATAnTGTGnCCGAGTACCTCACnGnCGGAmGACTGCCTGTATATGNNTTGT^ 

GIAAATGTTACTTGAATCTGTGCTTCATAATAAGTGTGTGGCATGTATGTGCAGACTCnGGATGCnTATGCCTGCGCAGG^ 

QfipnGGNAACCAGGAGACAAGCGGCATGGATTGCCCnGATTCTATmGCTAATGGAAGAAAGAM 

5^a7715a.seq 

TMTACAAAGGTGCTAAnAATAGTAmCAGATACTTGAAGAATGTT^^^ 

tg^TnAGCATTCATATmCCATCnAnCCCAAnAAAAGTATGCAGATOTnGCCCAAAGTGGCC 

©SllTCCACAGAAGCCTTGGTTCnGGCAAGCAGAAAAAnAAATGTACCTATnGGATATGGGAGA 

^s^a7716a.seq 

(I^ATGACCCANAAGCCAnGTAAAGTGCCACATTACCAAAAnAAnAAGGAAACmATAGCCTGCGGGAGTCTAmTATA™ 

^ISACTCTTGATGAGATGCTAGAATGTAACCATACAmATCTOTTnGAGGATAGAAATAGCATGGAmCA^ 

(pBAATCATTCCGGCATTACCTAACCTCTTCTGCAGnGGATCTATGTATmCATrGGGCTATTGAAA 

=s|sba7717a.seq 

AGnCTCTCAmCCAAACCATCGCTGCTmAAAATAAGATCTCmGTAGCCATCCTGnAAAmGTAAACAATCT^ 
>seoa7718a.seq 

GGGACTTGATGGAGAAATTAAATATCmCATTATGCTTTACAAAATACTGTATATGmCAGCAAGmGGGGAATGGGAGAGGACAA^ 
CAAGCCATAnGAGnATmACTACTAGAGACATTAGGAAACTAACTGACAAAAGAACCAAGTnAAAAGCAnTTGTGGGGACATCAmCTA^^ 

>seoa7719a.seq 

AATGTGAAACAGAGAACTGATATATGGGCTGTCATGTCACCCTAGGGTACTGTCGCTCTGTCATGTGTAGCAATCTTTCCAAAT^ 

AGTATGTGTGGATACC 

>seoa7721a.seq 

CTCAmCCAAAGACCCAGAGTCTCAGAGCCAGGTTAAGTGGAAGAAACmGAGAGGmCTTAATCAATTCCnCTATCTCTCAAACCATC 
ATACTCCTGTCACAGGCnCGGGCATGGAAAnCTATAGGATTCTrTGG 

>seoa7722a.seq 

AAGGACTGAnCAGAAAACGAGniATGGTAGGTAGACTAAAGTnCACATCAGACTGTACCATTGTGATnAGACCTATCTAAAAnC^ 

CCACCCATGTAnGGGCmGTCAGGATTGACAGATACATTCTCAGCTGGCTGTCATATAAAACATACTGTCATTGAGCTTAAGCTCCGCTOTCTGAGGm 

TTGGTGCAAAAGTGGATCTCTTAGnGGCACTOAnCTTTCTmCAGAAAGATAGTATGTCACTGGTATAm^ 

ATGGGTAGCGTT 

>seoa7723a.seq 

AnGTGATAATAGAGAATmATnAmmTGCCAGCnATAnGTGAGAACACAmAGTCAGmGGGTTTTATGAAT^ 
GGTnGTAGnGAAAAGTTTACTGTAAAAAAATCAAAAACAAAAAAATGTATTGTTnTACAGAATAAATnATTGG 

>seoa7725a.seq 

AAAnCGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCnCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGT^^ 

AATATGCACTGTACATTCCACAAGCAnGCCTTC™n™CTTCmTAGCTGTnAACmGTAAGATGCAAAGAGGnGGATCAAGm 

AAGAACTACTGACAACGAAGGCCGCGCCTGCCTTTCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACTTTGC 
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>seoa7726a.seq 

AAGAAATACATGCTATATnATTCAAGTGTCTAnGCmATTGGTAATTGTGAGCAGATTOTTGAATGCCTATTCTATm 
AGTnAATTGTGCAACAAAnTGTATOGAGTACAATnAAAGTGTmTCTCTATAGCCTTimG 

>seoa7727a.seq 

AAGGAAAGGAGACATCTCAGCAAGGAATmGAAAAGCACCCAAAAGCCAAAnGGGATGGTATCACAGAGTGGCAAAAAATGAGACC^ 

CACnGCTGAATAATCTCTATTCmGGAGAACCATGAATGTAGTmCTCAGAAAATGAAAAGAAATGACAAA^^ 

TTATAATCAGCAAGAAAAnTATACGCCAAAT 

>seoa7729a.seq 

CCAAGAAACAAAAGCAAAATCGTCCCAnCCCCAGTGGAnCGGATGAAAACTGGAAATAAAATCAGGTACAAGTCCAAAAGGAGACATTGGAGM 

AATTGCACATGAGATGGCACACATAmATGGTGCTGAAGGTCACGATCATGTTACCATATCAAGCTGAAAATGTCACC^^^ 

TATGAACAGGTTGGTTGGGTGGAnCAGTAATAAATATGTAAGGCCTTTCnTTGAAAAA 

>seoa7732a.seq 

GTACTTAAGTCATTCCATCmCACTCATGATGAATGCGAAAAGTGACTGTTCACAGACCTCAGTGATGTGAGCACTGTTGCTGAGGA 

GTGATACTTCnGCTTCTCATGATGCATGTnCTGTATGnAATGACTTGnGGGTAGCTAnAAGGTACTAGAGnGATAAATGTGT^^ 

TGATCCAAGTGTTT 

>seoa7733a.seq 

CAGAAATAGTTAGTACACTCCACCTGncmGATGGGAATATCTAAGAAGGCTAGGTAGGTTCTTAGGGTTAGCCTGAGTC^^^ 
TGAACAAGTTAAGTACTTTGCTCCACAAATGCATGAAAGGACAAAmGCATCTTCTATCAGTAmAACTO 

>seoa7734a.seq 

AGAGGTCTTCmCTTTCTTAAGCCC^TGCTCTGGAGGAAG^rrCTCCAGCnCAGCTCAACTCAC^^ 

pCTGCACATTGCCTGTTCTGCTTCGAAGTAnCAATACCGCTCAGTATTnAAATGAAGTGAnCT^^^ 

feTTnGAAATGATATGACCAAAATmAAGTAGGAAAGTCACCCAAACACnC^ 

o 

^oa7735a.seq 

I^aatccttaaatcttaatgttcctcaaagcttggatnaaatacatatggatg™^ 

f&GGCCAAGAATAnGCAAAATACATGAAGCnCATGCACnAAAGAAGTATTTnAGAATAAGAAm 
Ti^GmCTCmGAnAmGCATGrnTGNTTAATAAGCTACTAGGAAAATAAAACATAG^^ 

?i§oa7736a.seq 

^0WWSiCAGTCAATAmGACAATGTGGAAnACCAAAnAAAAGAGAATACTAT6AATGGAnC^^^ 
GGTATGACC 

*s§oa7738a.seq 

8i\ATACCTTGAGCAGAATACAATGGGAAAAGAGTCTCTACCCCTnCTGTNCGAAGTTCATmTATCCCTTCCTGTCTGAAC 

pAAAAAAGAAAAACCTGGTCCCnCGCTCTGCTGGAAGCTGGAGGGTGCTAGGCCCCTGTGTAGTAGTGCATAGAATTCTAGCT^ 

^iTACACTGTGGGTGTATGTGAATATGGAGAGmGCAmACCAACATGTATCTGTCTACmCTGTTGTTT 

^goa7739a.seq 

^GAAACAGGAAAGCCCCTGGATGAAACACTGAAGAAAGCCC™CAGGTCACCTTGAGGAGGTTGTmAGCTCTGCTAAAAA 
KTCCCATGAAGGGCCnGGAACTGATGAAGATACTCTAATTGAGATmGGCATCAAGAACTAACAAAGAAATCAGAGACATTAACAGGGTCTA 
GGCAAAGACATAACCTCAGACACATCTGGAGAnTTCGGAACGCTTTGCmCTCTTGCTAAGGGTGACCGATCTGAGGACmGGTGTGAATGAAGACT^ 
GGCCTTGTATGAAGCAGGAGAAAGGAGAAAGGGGACAGACGTAAACGTGTCAATACCATCCTTACC 

>seoa7740a.seq 

ACAACCCTCTCTCCTCAGCGCnCTTCTnCTTGGnTGATCCTGACTGCTGTCATGGNGTGCCCTCTGGAGAAGGCCCTGGATGTGATGGTGTCCACCTTCCACAAGTACTCGGGCA 
AAGAGGGTGACAAGnGAAGCTCAACAAGTGAGAACTAAAGGAGCTGGTGACCCGGGAGCTGCCAGCTTCnGGGGAAAAGGACAGATGAAGCTGCmCCAGAAGCTGATGAGGA^ 
GTTGGACAAGGAACAGGGACAACGAGGTGGACTTCGAAGAGTACTGGGCTTCCTGTCCTGCATCGGATGATGTGGAACGAAnCTTTGAAGGCTTCGCAGATAA 
AAATGAAAACTCCTCTGATG 

>seoa7742a.seq 

GACTGAATCAGGAGnGCGTGGCCTAGTGATAGCTGTGCTTCAAAAACGTCAGCATGAnAGTGnGGAGGAAAACAAGGAAGCAAAGCAAATACTGnm 
TGAACTATTnGTAATAATTAAACTTTGATGTTGAGAAATCAAA 

>seoa7743a.seq 

TCTAAAATOGCAACAAmCTGGGGATACATGCAGATGnGTOAACGTACCTCTGCATACAGATATAnATAAAACAGAAGCAATGTOmATGAA^ 

CAAGAAAAAATGACAACTATAATAAAATmCAACACAGnTGACAGTCTAAATGCTATGnGCmAAGTATm 

GCCnATAGAGAGATTCAGGATAGGATGTAGCCTATAGATGTGTCAnTTAATAAGTTGGGAT 

>seoa7744a.seq 

GGCTGAGATCGAGAAAnCGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATGCACTGCCTTCCAAAGAAACGAnGAACAGGAGAAGCAAGCAGGCGAATCGTM 

AGGCGTGCGGCGGGAATATGCAGTGTAGATTCCAGAAGGATTGGnGnATmAGTTCmTAGGTGmAAGTnGTAAGATGCA^ 

CCGGmGACATCAAAGAACTAGTGACAACGAAGGCCGCGCGTGCCTTTCCCATCTGTCTATCTATCTGGCTGGGAGGGAAGGAAA 

>seoa7745a.seq 

AGGGCGAGGAnATAAATGAAATnGGAAAATCACnAGCAGGAACTGAAGACAATOTGAACCACGTGGAGAAAATGAAAGCGAGCAGGGCTGT^^ 

CTGGGAACACTGAACTCTACGCCACTCCACAAATGATGTmCAGGTGTCATGGGCTGnGCCACCATGTATTCATCCAGAGTTC^ 

GCmCmGAGTmAAATTATGTATAAACATAAGTTGCAmAGAAATCAAGGATAAATCACnCAACTC 
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>seoa7746a.seq 

GATGATGAAAGTCTTCTTGGACACnAATGATTGnGGCAAGAAATGTGCTGCTGATCTGGGCCTGAATAAGGGTOTCTGAAT^ 

GTCTATCACGnCATCTCCATGTTGTTGGAGGTCGGCAAATGCAnGGCCTCCTGGTAAGCACGTmGGGGATAATmCTCnCmAGGCAATGA™ 

TGnAAGTAACACACTOTTmGCCTGTGTATGGAGAGATTCAAGAAATAATmAAAACCGCATACATAATAAM 

>seoa7748a.seq 

AAAAAAATTGAAAAACAAATCAACTCTTATCCCCAACAGCTGCCTAATmAGGAGTCTGACCCTCCACATCTCACTGGTGTGGGTGCATGG 
GTGNCTGAATGTGTGAGGCCnGGAAGGGAGTCnTCTGCAGATAGTGTAAATACAAGTACCATTnAATAAAGCATGTAC^^ 

>seoa7749a.seq 

agagtccatatcaagaatagggntacgacctcgatgttggatcaggacatcccgatggtgcagccgctattaaaggttcgmgttcaacganaaa 

gaccggagtaatccaggtcggtltctatctacttcaaancctccctgtacgaaaggacaagagaaataaggcctacncagaaagcgcgnc^ 

agta™tacccacacccacccaagaacagggtttgttaaaaaaaaaaaaaa 

>seoa7750a.seq 

GATACTTCTCTTmnGGTGTTCGACCAAATACAAnCAAATGCnmGmTATTTmTAGCAAn 

tgataaaaaaaaaaaaaaaaaaaaaaa 

>seoa7751a.seq 

CGTGGGCCTCGCTTGGCTmGGTCCGCAACCATGTCTGACAAACCCGATATGGCTGAGATCGAGAAATTCGATAAGTCGAAACTGAAGAA 

GCCnCCAAAGAAACGAnGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTACATTCCACAAGCATTGCTTCnATm 

TnAACmGTAAGATGCAAAGAGGnGGATCAAGmAAATGACTGTGCTGCCCCmCACATCAAAGAACTACTGACAACGAAGGCCGC 

>seoa7752a.seq 

CGCGACGTTCGCGCGCTOGCTCTGAGGCTCCTGAAGCCGAAACCAGCTAGACmCCTCOTTGCGGCCTGCCTGTAGCGGGGnGTTGCCACTGGGCACCATGnCGAGGCGCGCC 
mGCCAGGGCTCCATCCTCAAGAAGGTGTTGGAGGCACTCAAGGACCTCATCAACGAGGCCTGCTGGGATAnAAGCTCCAGCGGGTGNAAACCTGCAGAGCATGGACTCGTCCAC 
^pTCmGGTGCAAGCTCACCCTGCGGTCTGAGGGCnCGACACCTACCGCTGCGACCGCAACCTGGCCATGGCGTGAACCTCACCAGTATGTCC^ 

fSoa7753a.seq 

SSiAGAACATTGATGATGGCACCTCAGATCGCCGTACAGCCATGCTCTGGTGGCTGGAATTGACCGCTAGCCCCGCAA^ 

?#\AGATAAAATCTmGTGAAAGTGTATAACTACAATCACCTAATGCCCACAAGGTACTCTGTGGATA^^^ 

MCGCAAGGCCGACGGGAGGCCAAGGTCAAGTTTGAAGAGAGATCAAGACAGGCAAGAACAAGTGGTTCnCCAGAAACTGC 

?i^oa7754a.seq 

yiTGTmCACCATTGGGCTAACmGCTGCTAGGAGnCAAGCCATGCCTGCAAATCGCCTCTCTTGCTACAGA^^ 

I^CTGACCTGACACAGATTGATGTCAATGTGCAGGATCATnCTGGGATGGGAAGGGATGTGAGATGATCTGnACTGCAACTTCAGCGA^ 

TGGACCAAAGATCTCmCGTGATTCCnGCAACAATCAATGAGAATCTTCATGTAnCTGGAGACACCATTCCTGAmCCCACA^ 

l«loa7755a.seq 

ilTCAGTAAAnCCGGGAAAnCAACAGGAGCTnCCAGTGGAAGGAATGAAGGGCAGCTGAATGGTGAAACAAATACACCCATO 

J^CAGGAGTCTACCAAATGAAGAAATAGTGCAGAAGATAGAGGAAGTACmCTGGGGTCnAGATACAGAACTA^ 

IgCGTATCTGTAGAAACAGATGCTACTGATGAAATTCCCACTAAAAAGTCAAAGAAGCATAAAAAGC 

?S'©oa7757a seq 

]^TCAnCTGTTAACCACCATTCCAACAGGTCGAGGAGAGClTAAACACCnCTTCCTCTGCCnGATTCTCm 

t^GTTTAnCAAAAGTGTAAACmcmGTCAATCTATGGACATGCCCATATATGAAGGAGATGGGTGGGTCAAAAAAGGGA 

TTGAAGTGGTGCATAACAnGCCAAAATAGTGTGCCACTAGAAATGGTGTAAAGGCTGTCTmnmnrrTT 

>seoa7758a.seq 

GACAAGATGTmCTCmGAAAGATAGAGAnAATACAACTACTTAAAAAATATAGTCAATAGGTOCTAAGATAnGCTO 
AAGAGAAAATATGAAGACTTAGAAGAGTAGC 

>seoa7759a.seq 

AACAAAAmGmGTATCTTGGTOnAAACAGTATCCGGGACTGGmGGGCAGAATATTAAACnATmGTTGCCAA^^^ 
TTGGTTTTAAAGAAATTCTCCTTGGGTAAAAAAAAAAAAAAAAAAAA 

>seoa7760a.seq 

TTAGGCTACAGTGTCTCGATGCCATAATCAGAACACACI i i 1 1 i ICGTGTTTCTGCCAGCTTCAAATGCAAATTCATCATTGGGCTCACTTCTAATAACTGTAGTGTTTCCGGCCTTGGGC 

nGCAGGAGAAAAACCTGACAACATAGTGTnGCTAAGGCAGTAAmAGACmACCTTATTTGTGAnACTGTAGTGAnGATTGAnGA™^ 

TCACCnAmAAATmATGAAnAAmGAATGTTTmACACTAACTAACTm 

>seoa7761a.seq 

GGCACAGAGGAGCTCCCCCAACTCATAAATGCCAAmTCCAGTGGATCCCCAAAGGATGTCTAmTTGGCCACTCCATGGGAGGTCATGGAGCTCTGATCTGTGCm 

CTGGAAAATACAAATCTGTGTCAGCAnTGCTCCAAmGCAACCCTGTACTCTGTCCGTGGGGCAAAAAAGCCmAGTGGATAmGGGAACAGATCAAAGT 

GATGCTACCCACCnGTGAAATCCTATCCAGGATGTCAGCTGGCATACTAAnGATCAAGGGAAAGATGACCAGnTCTmAGATGGCAGGTAGTTCCTGATA^ 

>seoa7762a.seq 

AnGGAAGGTAAATAAATACAnCTCAGTCCTAGCAAAACTGCTGGAAAAGAAnAGCAAAGGmGAGATAAGAAAAGTGATACCAGAAGGAAACnAGM 

AAAAGCAGAAATAGAAAATGTCTGGGTAGACATAACAGACTAmnCTTCTCTTGAGTTCCTTAAGGTATGmGATGGTGAAAGCA^ 

GTATCTAGATGTACTACATACATAAGATAAAAGGGTAAATGTAATGGGACTAACTCTTGAT6AAGTT 
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>seoa7765a.seq 

mAAATGACTGTGCTGCCCCTnCACATCAAAGAACTACTGACAACGAAGGCCGCGCCTGCmCCCATC^^ 

GMGGAAGAAGTGGGGTGGAAGAAGTGGGGTGGGACGACAGTGAAATC^^ 

1 1 1 1 GGGCAAANGATTTTAATTAT 

>seoa7766a.seq 

AGAGCCAAGTGGAGGAAGAAGCGAATGCGGAGGCTGAAGCGCAAAAGAAGAAAGATGAGGCAGAGGTCCAAGTAAACGGCTAGCnGTTGCA 

AGATGGAATGCCAGACGGTGGGGATGCTGGTACAAGnGTGGGACTGCATGCTACTGTCTAGAGCTTGTCT^^^ 

GACCCACCTTGCTCATAAACAAAATGCCCATGnGGCCTCTGCCCTGGACCTGTGACAnCTGGACTArrTCTG 

>seoa7767a.seq 

TGGATCAGGACATCCCAATGGTGCAGCCGCTATTAAAGGTTCGTTTGTTCAACGAnAAAGTCCTACGTGATCTGAGTTCA 
TrCCTCCCTGTACGAAAGGACAAGAGAAATAAGGCCTACTTCACAAAGCGCCnCCCCCGTAAATGATAT^^^ 

r\/\r\AAAMAA 

>seoa7769a.seq 

ACCTAGACTTGGTAAGAATATGGAGCACGGATTGTGAATACATGAATTGnCAAAGCAGGTCAAAAATCATnTGATTATGAGAACT^ 

ATTCTnGTCnCTAGAGAAACTmiGTCATATATAGGATAAGGCCTATACACTAnATTCCTAGCAAGAmATTG^^^ v^^v^UMv^mi not 

>seoa7772a.seq 

GAACGGCCCnGCTGCCACCAACATGGAGACmGTACCGTGTCCCGTTCTTAGTGCTCGAATGTCCCAACCTGAAGCTGAAGAAGCCGCCCTGGTTGCACATGC^ 
CTGTGTATGCTCTGGTGGTGGTGTCTTACTTCCTGATCAGCGGAGGAATAAmATGATGnATTGTTGAACCTCCAAGTGTGGGT^^^ 

TAGCTnCTTGGCCTACAGAGTAAATGGACAATATATOTGGAAGGACnGCATCCAGCTTCCTAmACAATGGGAGGmAGGmCAT^^ 
TCCCAAACTCAATAGA 1 1 CCTi C TTCTG 

>^Qoa7773a.seq 

q^AAAGGAATTGAAGAAAATATAACACCTTACACCCnmCATCnGACATTAAAAGTTCTGGCTAACmGGAATC^^ 
/^PGAAGAGTTGTGAACTGTTATGCCAnGAAAAGACGGAGCCnGTATGTATGTTATGGATACATAAAATGCACGCAAGCCATTATC^^ 

QgTGGNGACAAAACTTmATATCAAAAGGCTTTGCACATTTCTATATGAGTGGGGmACTC^ 'VMnv:,^ . 

>i5M)a7775a.seq 

Qi^GGAGCTGAGGAAGAAGAGAGACTGAAGGAGCTTGCGACTTTTCGGCCTCGGCAACGGGACCCAGCAGGAAGCAGG^^^ 

e^GAACTGCAGAGGTGAAGTACTnACCGnGAAGGGGACAAGAAAGTGGACGAGAAGTGAAGnCACATnG 

>seoa7776a.seq 

T^ftAAAAATAmATTAATGTGAATGGAATATAAGAAnGAGGTTAATTGCGCAAGGnAnCTGTGTC^^ 
All3rGAGAGAAAGTGA 



>^pa7777a.seq 

tIStgtgtctagaaaaamga^ 



>pgoa7778a.seq 

GdfTAnGGrrAACTGGGCTGAAGAmTCTCATGTGACACGATAGATCTCnGTnTGGAAnGCCAnAGmGTAGAACAGGCATTCT^ 

AGGGGTATTGGGAATAnGCTGGTGCTCGTCTGTAGAAGGATGGAGGGCTGACTCTGGTCGGAAACCGGATGT ooomommmuu o 

>seoa7782a.seq 

AnAGnAAATATGCTCAGAAAAGGAGTGGTAAACAGCTAmAGGAATTGAGGCTGnACTCCTGCNTCCATGTGAGACTGCCACAGAACTCATATTGAA^ 

AGGTmGmCCTACTTmAAATTTGTGnAAGAAAGGGAAAAAAATGACAAGTnGTCTAACTCAGTAGAAAM 

CGGATGACTGTTTnCAGTAmGGGGAGGGTGGTTTGAGGAGCAT™nGACAATnGAnAGTGGGGATGGlTGTAn^ 

>seoa7786a.seq 

TGAGAATAAAAAATATAGTGnGAGATCCGNACTmGTAATCAGACGACCAAGCATGGCTGTGGCAAGGCAGAGAGGAAAGGTCTGGAGCCAGTGTATO^ 
ATTGCTGTACATCAACATTGGmCATTCAACAGAGAnTTTTTGGCCTGAAGATACAAGGT 

>seoa7788a.seq 

GAGTAGGAGGGnTATCnGGNGAGnTGGGATGCTGGmCATTGNAGGTATAATOTGCAAAGCAAAGAATCCAGGAAAGAATTGCCAGAGAAGAAATTAAAA^ 
GAAGGACCGACCTCGATCCTGAAAGAAAACAGAAGGCAGCAGCAGGAATTGAACAATCnGAGGATAGAANCAATGTAACGAAGTAA^ 

>seoa7790a.seq 

TGTATmATGGATGCCCAGGAGAACTAAAAAGGAGATGAGTCTCTACGATAGmGGmAAAAAAAAA™ 

GCTCATGAATAGCTGGTCTAAATCTGTGGATGGTAGACATACTATGACTAGCTCnCACTOTOTGGGGM ^^u^^AumuAi imam iua 

>seoa7791a.seq 

^:?2^f^II^^^^^^^^™^^™'^AGTGGTAAAGAAACAGGnGTTCAGTTGCTGA 

TGAGAnTCGGGGGGGAnAGGGTAGGGAGATGAATGAAAAAATAGCGGTAGTAATGGnTATATTTTAATACTGGAAAAGCm 
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>seoa7793a.seq 

GGAGCAATCACAAAACTGTAAmACnACCANATCTCnCCmCCGTAGCCTCGCTGCCTGACTOGAGAAAGAAAAGCAATAAT^ 

TTTCTGmGAAAGGATAmGTCGAAAAAAAGAGGAAAACCGnnAAATAAACTGGCCCTGGAAAAAAACCCAAAACACTG^ 

AATATTAAAnGGAAAACAAGGTCTACAAAATCATGATACTmTTAAAAGGCAGAGCATTCTTTm 

>seoa7795a.seq 

CTCnCATATCCTAnAGAGTGTGTCAGATTCTTGTGGGGGGACTCTTAGATCTGCGTTGGAGACAAGGTTATAGnATATGnGTTAATCTCGC^^ 

nCATTnCTGCCATGCCCCTTCATAAGGGAGAAGGATGmGTACCATGATCCTCCCCGCATAATCTATGGAATOGGAGTCCTGTGTGGAGTCmTC 

AAATGTCTACTrAAATGTGAGTATTCTACGAGTGAGAAAAAAGACATAATTnCAAGGTAATCAnG 

>seoa7796a.seq 

AAACTTAGAAGANAATNGGAAGATAGAAACAAGATAGAAAATGAAAATAnGTCAAGAGnTCAGATAGAAAATGAAAAACAAGC 
AAAAAAAAAAA 

>seoa7800a.seq 

GTAACGGCTGCTGTCAGCCmCACATCCCGGGACTCACACGGTGCnTGGAGAAGAGGTTGTTCACAACAGGTATCCAGCAATGAGGACCTGCCCAmCAATGGAAA^ 

AAGAACCTCnAAGAAATGTATCnGTGTGGAAAGCATGTAGAmTAAGAATGTACAGCTmGCCCAGmGmCTCCAmACTG^ 

TGTGGGAAGAAACAGAAAGAAATCACAAAAGCAATTAAGAGAGCTCAAATAATGGGG 

>seoa7801a.seq 

AAGATGGATGCTGCCAATmGAGCAGTTmGCAAGAAAGGATCAAAGTGAACGGAAAAGCTGGGAACCTTGGTGGAGGGGTGGTGCCATCG^ 

TGACATCCGAGGTGCCmCTCCAAAAGGTAmGAAATATCTCACCAAAAAATAnTGAAGAAGAATAATCTACGTGACTGGTTGCGC^ 

mCGnACTTCCAGAnAACCAGGACGAAGAAGAGGAGGAAGACGAGGAnAAATTTCAmATCTGGAAAATmGTAT^^ 

AAAAAAAAAAAA 

^^oa7802a.seq 

J^GAACGAACGTTGTCTTCACATGTrmACAAGATGAAATAATAGATAAAAGCTATACTCCATCTAAAATA^ 

tf\nGATAAGCACGAGTGAAGAAGlTCTAAGmTAGCATGCTGCACAGAAACTGGTATAACATGCCnCAGTAT^^^ 

(y^GTTAAmGCmAGTAAAAATCCCTCA^CCAGCCmCTATATAAATAGCTCmG^GCTGm 

■^s^oaT803a seq 

teAGTGGAGAGAGCGAGCTGAGTGGTTGTGTGGTCGCGTNTCGGAAACCGGTAGCGCTTGCAGCATGCTGACCAACTGACTG 

T^GAGAAAGATGGTGATGGAACTATAACAACAAAGGAAnGGGAACTGTAATGAGATCTCnGGGCAGA^ 

«3^rGGTAATGGCACAAnGACnCGCTGAAnTCTGCAATGATGGCAAGAAAAATGAAAGACACAG^^ 

^a7805a.seq 

FAAATCTTAATGTTCCTGAAAGCTTGGATTAAATACATATGGATGTOCTCTCTTGGACCAAAmTCnGAU^ 

AQAATATTGCAAAATACATGAAGCnCATGCACTTAAAGAAGTATTmAGAATAAGAAmGCATAC™^ 

^GATTATnGCATGnATGTrTAATAAGCTACTAGCAAAATAAAACATAGCAAATGGCT 

f.y 

<l^4oa7807a seq 

S^ACATCCTTGCAAATGGGTGTGACGCGGTOCAGATGTGGAmGGCAAAACCTCATnAAGTAAAAGGTTA^ 

©gGTCGGGGAGGCTCCTGCCTGAGCTTCCTTCCCCAGCTTTGCTGCCTGAGAGGAACCAGAGCAGACGCACAGGCCGGAAAAGGCGCATCTAACGCGTATGTAGGCm 
SgGGACAAGTTGCTTTACCTGArrTGATGATACArrTCAnAA 

^sloa7808a.seq 

TAACAGTGGGGTAAGCAAATGTGATAACTAGATGGTAATANCCTAGTAATAmTAAAAAGAGCAGTGAACTGACTTTACGATTCmGGA^ 

GAAGCAATCATCTACGTCAGTGAAAmTAATAAAATGGTOTTGGGCAGCATGGTGGCTCATGCCTGTAATCCCAGCACTnGGGAGGCCGAGGCAGGTGGATCATCTGAGATC^ 

AGTTTGAGACCAGCCTGGCGAACATGTTGAAACGGCGTCTnAGTAAAAATACAAAAAATTAGCCAGGCATGGTGGCAGGTGCGCATAATGCGAGCTAGTGAGGAGGGT 

GAATCACnGACCTGGGAGGCAGAGGnGCCG 

>seoa7809a.seq 

GAAGGATTAAAGTGCTACGTGATCTGAGANCAGACCGGAGTAATCGAGGTCGGTTTCTATGTACTTCAAATTGCTCCGTGTAGGAAAGGACAAGAGA^ 
GCCnCCCCCGTAAATGATATCATCTCAACnAGTATTATACCCACACCCACCCAAGAACAGGGTTTGT 

>seoa7811a.seq 

GAGGGCGACGGGAAACAGCAGTGAnAACGTraGCAATAAACGAAAGmAACTAAGCTATAGTAAGCCGAGGGTTGGTGAAmCGTGCCAGCCACCGCG^^ 
AAGTCAATAGAAGCCGGCGTAAAGAGTGTmAGATCACCCCCTCCCCAAAAAAAAAAAAAAAAAAAAAAAA 

>seoa7812a.seq 

GGCATACTTTATAGGACCCAnCTGACCAGTTTCTGGTGGCATTCAAAGAAGTGGGAAGAAAGCCGCCCAGTmGGAGATGCGTCAGTCATTGCCCn^ 
TGAATTTGATGAAGGCTCCATCATCTnAATAAATTCAGGTCTGTCATCTCCTATAAGACAGAAGAAAAGCCCATCTTTTGCCnAATA^ 
GACGATAnGATGCTGACGTGCTGCAAAATTACCAAGAATACAATCTGGCCAACATCATCTACTACTGTGTGAAGGAGCCACCACTAGTGAGCAGAGTGCCAGG^^^ 
CAATGCCAGCAAGAATGCTCTGAGATGATGACAAATTGACATTG 

>seoa7813a.seq 

CTCATTGCAGATAAnmAGCmGGGCCTGGTGGNTAGGTCGGGTTCTCTCCnTCCAGTCGGAGACNTCTGCCGCAAACATGCTCCGCCAGATCATCGGTCAGGCCAAGAAGCAT 
CCGAGCTTGATCCCCCTCTTTGTATnATTGGAACTGGAGCTACTGGAGCAACACTGTATCTCTTGCGTCTGGCATTGnCAATCCAGATGmGTTGG 
CTGGAAGAAACTGGGTCCCAATGATCAATACAAGTTCTACTGAGTGAATGTGGAmCAGCAAGCTGAAGAAGGAACGTCCAGAmCTAAATC^ 
GAATGAAGGCnCCAGAAGCCACATCCGACAATmCCACnAACCAGGAAATATTTCTCCTCTAAATGCATGAAATCATGT 
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>seoa7814a.seq 

GAAGnACCCmAAGTAACTGAAAnACAGAAGTAAAAATATTATmCTATmTAGTGTCAGTAM 

AATACATTTnAATCCTGCAGCTGATGGGTACAATGAAAATGGTAGmCCAACATTGCTAGTAGTAGCATAAGn 

CAAAAATAAGCTGTAACCTTTGCCCAGTAATCCTAnTCTGGAG 

>seoa7815a.seq 

AGATCTAAAACTGAAGATCATGAAGAAGCAGGGCCTCTACCTACAAAAGTGAATCnGCTCATTCTGAAATTTAAGCATm 
CTCCTCATAGAGCTTTTAAAATGGTTTCATTGGATATAGGCCTTAAGAAATCACTATAAAATGCAAATAAAGnACTCA 

>seoa7816a.seq 

ACATAAATOCAAAATCTGAAGCCCTTTAAGCAGCATTAANACTGGTGATTNTAATTGCTCTGATAATGAACTGGAGAGAGACACAC^ 

GATTCnGCCAACTATGGATCACAGnATGAGGTAnGTGGAGAGGGAAAATCAAAAGAAAGCAGATGGACCnGACATGCTATGCCATCCTATGCC^^ 

TTACAATAACnTAAGTGAAGGTTGCACAACTnAAGTGAAAAGTCTCCCCmCTGCTAATTmAATGTAAC 

GGGAAAAGAAAAATGCTGCC 

>seoa7817a.seq 

CAGAGGAGGAGAAGAGGAAACAGAAGAAGAAACGCGTGGTGCAGAGCCCCAATTCGTACTTCATGGATGTGAAATGGGCAGGATGCTATAAAATCAGCACGGTC 

AAACGGTAGnnGTGTGnGGCTGGTCCACTGTCGTCTGCCAGCGTACAGGAGGAAAAGCAAGGCmCAGAAGGATGTTCCnCAGGAGGAAGGAGCACTAAAAGCACTCT^^^ 

AAGATGAGTGGGAAACCATCTCAATAAACACATTTTAAAAAAAAAAAA 

>seoa7818a.seq 

ATGCATCCAGCAGTACAATAAAAGTAAACCACAAAAAAATACCTCAGGAAAGAATAGAAAGA^ 
mGCAGATTmATATTAGnGCmGnAAAAAAAAAAAGATTGTATTGCTGTCCTO 

>seoa7819a.seq 

WAGnAAAATGCTGACATAACACCAAAGTTCATTTnTAAAAAAATCTGnGTTGCAAATGTGTATA^^ 
WAATTAAAGnCTmCTCTTCTACATTGACACACAGAAATGTGTCAATGTAAAGCCAAAACCATC^ 

dEAGHGC 

5Sa7820a.seq 

dMGmGGmGGAGAGTCCATGGATGGTGGGTTnCAGmAGCTACGGCAATCCTGAACTTCCTGA^^ 

QfrTCGCAGAACATCACATATCACTGCAAAAATAGCAnGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCGCTGAAGCTGAT^^ 
AAipGAAATAGCAAATTCACCTACACAGTCTGGAGGATGGnGCACGAAACACACTGGGGAATGGAGCAAAACAGTCTnG 



>^eiOa7822a.seq 

4|gTACAGTTGmAGATGCACAGTmATGATGATGAAACTGTAACAGTAGTTCTTAAAGACACTGT^^ 




5|j^7824a.seq 

darGGCAACCATAACTmGACCAAAAAAAAnGTTmACATCm^ 

GmTrCCnGNGAGGGATGGCTAAATCAAAGCTGCCCTGAGAAGAGCnAATCGAAGCCTGATG^^ 

T^AAnCCTTAAACAGCTGAAAATTGGGACAACATACTTTACGCATGGACAGAGTAAATAGGAATAAACTAGT 



>^pa7825a.seq 

difeACAGTTATACTnCAACTGCCATOTTmATTAAGTGCTTTCATmcmACAG™^ 
TTCAGCnGnGACCTTTCTTTG 

>seoa7827a.seq 

CAGAATATGCCnCCGCATGTCTCGTGTGAGTGGGCGGCTAmGGTGAAGTCAGCAGGGCTACTAATTCCAAGTCTATGAAAGTGGTGAAAGTGm 

AGAAGGAGACTTATGAnGGTATCCAAATCACGAGACmCGGTGAACTCATGGAGACGCTGCGAmGTTGGAGTGTACAGAGATGAGGATCAGGATm 

CTAAAGAAGCTTCGGGGAAAGGAGAACCAAAGAAAGGAGAAGGGAAAAGAGCAGCAAAAAGGAAATAGTGT 

>seoa7828a.seq 

CATCAGAAAATAAGCCATTCGTGATACCAATATAGGATCAGGTGCnGACGTGTGAGGGGCAGGAGTGCnCCTGGTGTGTGTAnAGAATCCCTTCCTGCGTTGm 

AATGCCTCTTGGTCGTGTCCAAGTGTATCmCACTGAmCTGAATCATGnCTAGnGCnGACCCTGCCACATGGGTCCAGTGnCATC^ 

ATATGAAGTATAATAAAGGAGTGATGTGCAAGAA 

>seoa7829a.seq 

TGGATTGACTGGTCAGTTGCTACAATGAGAATATGCmCTTGGAGGATGmGAGGGTCAGAAGAATGGGCGmCTGGCATAArrGTTGACTAGTCAAGAA 
TATAAAGAGAGCTGCCnTAAAATGATACAnGTGAAGATmAGTCAAGCTACAACAGGTnGGAAAACGTCTGTGGGGGAGGGGCGAGTATA^^ 
CTTTGCCCnCAAACTGCAGATAI U 1 1 1 1 1 ! I I AAG 

>seoa7830a.seq 

TACCAGGAATCTCTCTnCTCGTAAGAATGTGATGCCnCTGAAGACGTGATGAAAGGAATAAGATAmGTGCCTTTTTATAAAAGCATC 
GTmGGCCGCmGTAGCACTATOTAAACAGCCCAAATTTATGGCCnGGACnACTGCATGACACATGGCCTGG 

>seoa7831a.seq 

TTTnGnTCACTnnAAATGTGmGnAAAAGGTAAGAGAGAAACCCAATCATOGCGTACACCACACAGGnAAGAATCATCAA 

TGGAAGGTGTGTGAGCTGCTTGGAGCAGTCATGTCCTATGATAAGAATAGCnGTGnGGGATAGCTCCTGAAGGACCTGGCTGAAGCTT^ 

AAGAGTAAACTCTAAAATGAGAAAATGTGAGTATAGTAAATAGATAAAGCTGTAAGATGGGAATTAATTATCATTATCAAGTA 
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>seoa7832a.seq 

CCCCTTTCACATCAAAGAACTACTGACAACGAAGGCCGCGCCTGCCmCCCATCTGTCTATCTATCTGGCTGGCAGGGAA 

GTGGAAGAAGTGGGGTGGGACCGACAGTGAAATCTAGAGTAAAACCAAGCTGGCCCAAGGTGTCCTGCAGGCTGTAATGCAGTnAATC^ I I I II I I IGTTCAAATG 

ATTnAATTAnGGAATGCACAATTTmTAATATGCAAATAAAAAGTTTAAAA 

>seoa7833a.seq 

GGAGCGAACAAATGATCCTmATTCAAGAAGTAGCCTTGGTCACTCTGGGTAACAATGCAGCATAnCAmAACCAGA^^^ 
ACTGATAAAAACAAAAGACCCCATAATTAGGGAAAAGACTTACAA 

>seoa7834a.seq 

TCTGAGTGAAAATGCAAAAACCAGAAAAAAATGTTOTACAACCCTAAGTCAATAACCTGACCmGAAAA^^^^ 

CAATCATCAAATAATTCTGAACACAAATTTAATATnTmCTGAATGAGAAAGATGAGGGAAAnGT 

TTmCATCTTGACATTAAAAGTCTGGCTAACTTTGGAATCCATOGAGAAAAATCCTTGTCACCA^ 

>seoa7836a.seq 

GAGACAAAGNCCGTTCCTAGTAAAGTGGCnCCAGAGAGAAAGACAGGAAAGGAAGAGGCTCCTCCAGCGATGCTCGAGTCACAAAGGAAAAT^^ 

CCCATCGnAACACCCAGCAATGGGTGACCTTCCTGACTCCGATnGCTGGTAAAGGGCAGAGGAAATCCGGGATrACTCGGGCTGGGGAAATGCTACAT^^ 

TTATTGGTGCTCAATAAGTAACTTCTGTGAAACAAGCATTCTTTGTCATCTCGGTnCCA 

>seoa7837a.seq 

GAAGAAGCCAGTGAAACAGCCCAAGAAGCAGGCCAAGGAGATGGACGAGATAAGGCTnCAAGCAGAAACAAAAAGAGGAGCAGAAGAAACTCGAGGAGCTAAM 

GGGGAAGGGGCCCnGCCACAGGTGGAATTAAGAAATCTGGCAAAAAGTAAGCTGTTCCTTGTGCCTGAGGAGATGGTGACCCmAm 

CCATAACATCTmGCCACGTATAGCTGGAATTAAGTGTTGTCTTGGAGCTGnGTACATITAAGAATAAACT^ 

>seoa7838a.seq 

CqCAACAGTTTATTTnAmmTmAAACAAA^ 

/^eCATTTnCCATCTGTGTGCAACTAACTGACTCTGnAnGATCCCTTCTCCTGCCCm^ 

5^a7839a.seq 

tnGCCAAGAGCAAGTCAAATGAAACAAAGAGTCCTCnCGTGGAAAAGAAAAAAATACGCTCGCTn^ 

G^TACTGAnCAGAAATCCTGTAGCGTGTAATAAAAGAAGAGGAAATGGCATGGAATCAGTGCCTGCTGTGAmGAAGGCCATTGNGA^ 
qiTATTAGGACAGATATCATTGCATCACATnAmATCmCTGGGGATTmATAGCCCnAATAAAAAATA^ 

>s§)a7840a.seq 

miGCCTTTTnAAAGTAGTmCmAGGAACTGTCAGCATGTTGTTGnGAAGT^^^ 
/f^CGGGTGTAnATCCAGGTACTCGTACACTATTTTmGTACTGGTGG 

>|g.oa7842a.seq 

GMGTGTGTAGACCATCTCnCATATmCAAGATGTAATmACAmCTGCATTm 

T||1GAACAGAAATTTGCATGTATAAmGTGTnACTNGTAACmCTGGGTATATACTGCTTATATC^^ 

qgTAAnGGTATCATGTTGGAATGCT 

>ilf)a7844a.seq 

T|fl|nCAAAnCCTCCCTGTACGAAAGGACAA^^ 
QlJCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>seoa7845a.seq 

CCCACAACACTGAATGCAAAGTAGCAAmCCATAGTCACAGmGGTAGCmAGGGCAATATTGGCATGGTTnACTCATGTG^^^ 
AATGTmATOTTnGAAAATAATGnGTAATTCATGCCAGGGACTGACAAAAGACTTGAGACAGGATGG 

>seoa7846a.seq 

TCATGACGAACCGACTACnCAGAGGAAACAAATGGTCATTGATGTCGTTCACCCCGGGAAGGCGACAGTACCTAAGACAGAAATTCGGGAAAAACTAGCC^ 

ACCGGATGTCATCmGTAnTGGATTCAGAACTCATmGGNGGTGCAAGACAACTGGCmGGCATGAmATGAnGCGTGGAnATGCAAAGAAAM 

GCAAGACATGGCCTGNATGAGAAGAAAAAGACCTCAAGAAAGCAACGAAAGGNACGCAAGAACAGAATGAAGAAAGTCAGGGGGACTGCAAAGGCCA^ 

>seoa7847a.seq 

TTCTGCAAGATCCTGGGGCCAnATCGTACTCCAAGATCAAGCATnGCGmGGATGGCAATCGCATCTCAGAAACCAGTCTTCCACCGGATATGTATGAA 

CGAAGCACTCnAATTAATATCTGTATCCTGGAACAATATTnATGGTATGTNTNTCTGNGGGCAGNmCATAGTATCCATATm 

GAGGGAAATGTnGNAAACAmATmTTTAAAGAAAAGATGAAAGGCAGCCTAnTCATCACAAGAC 

>seoa7848a.seq 

CACCACGAAAAGGCTGGAGCTTCATGCATCCTGGGAGACTCACACATTTGCATGAAGGACTTGCTGTNAAAAATGGAACAAGANACATTGCAG^^ 

ACTinCAnGAATTGAAAnTATmGGGTGAATGACTGGCATGAACACGTCmGAAGTTGTGGGTGAGAAGATGAGAGGAATAm 

GCCAAACATnGAAAAACTTmATAAAAAAnGTnGATAmcnAATGTCTGCTCTGAGCCTTA^ 

>seoa7850a.seq 

AGGTCACCCTCCCGAGnGAAAAAAmATGGAGAAGAAGTTATCAnGAAATTAAATGGTGGCAGACATGTCCAAGGAATAnGCGGGG^^ 

TGAATGTGTGGAGATGGCGACTAGTGGACAACAGAACAATATTGGAATGGTGATGCCCAAAGATTCTCACAGGTCmATGGAGGAACCAAGGGGCCTGCACACCCnCAGATC 
AACTCACGGGCACATTAGAGGTGGCCmCGAGGACGCATTTTTAATAAAGTGACGGNGAAAAAAAAA 

>seoa7851a.seq 

CCTAAAACCCGCCGGACmCTGTAAGAAGTGTGGCAAGCACCAACCCCATAAAGTGACACAGTACAAGAAGGGCAAGGATTCTCTGTACGCC 

AAGCAGAGTGGGTATGGTGGGCAAACTAAGCCGATTTTGCGGAAAAAGGCTAAAACTACAAAGAAGAnGTGCTAAGGCTTGAGTGCGn^^ 

TGGCTATTAAAAGATGCAAGCATTTTGAACTGGGAGGAGATAGGAAGAGAAAGGGCCAAGTGATCCAGTTCTAAGTG 
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>seoa7853a.seq 

GACCTGCTCAATGnAAGATGGCCCTTGACATTGAGATTGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAnTCTCTGCCTCnCCAAACTTnCCTCCCT^ 

GGGAAACTAATCTGGAnCACTCCCTCTGGTTGATAGCCAGTCAAAAAGGACACTTCTGAnAAGACGGTTGAAACTAGAGATGGACAGGTTATC^ 

GACCnGAATAAAAATTGCACACACTCAGTGCAGCAATATATOCCAGCAAGAATAAAAAAGAAATCCAW 

>seoa7854a.seq 

GGGTGAAAATAmACAATGATGAAGAGTCAGATGTGACGAGATCCGAACTGGAGGGACAAGGATCTTAAAGCCAAAGTACGAGAAATGTnCTGTT 

TTGATnATCAAGCGCCAAAAAGGCAnGTATAAGTAGGAAATGTAAGTGGGGTGGCnATGGCTTCTmTCCTCTGAnCTAGCACmCA^ 

TGNAGCTATTAAGGGAAGAGAAGAATGnGCnAAGAAAGAACATGAGCATTGATTTTAAATACAAGTAGGAGGG 

>seoa7855a.seq 

GAGCCGGATCCnCnGGCATCGTGGCCGCCnAGCGGAAGAACNNNGNGnATGAATCACATGAAAGCATGGAATCnATGAACnAATCCCnCATTAACAGGAGAAATGCAA^^^ 

CnCATATCCCCTCAGCAGAGATGGAGAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCAGGAGCTCAATAGGGAAGCC TGTGATG ACTACAGACmGCGAACG 

CTACGCCATGGTnATGGATACAATGCTGCTATAATCGCTACnCAGGAAGCGCCGAGGGGCAAATGAGACTGAGGGAAGAAAAAAAATC^ 

G 

>seoa7856a.seq 

GGGATGCAGAGAAGAAAGAACGGAGTGAAGCCAmATGCCTACGGCNCAGAAAGGGATGAAATCnGAGAGCAGTGGGAAATATGCCCTAnGAATG™ 
ATAACTTAAAAAAAA 

>seoa7859a.seq 

GTGACTTCCGACCGAAGCAAGAATCGCAAAAGGCAmCAATGCACCnCCCACATTCGAAGGAAGATOTGTCTTCCCCTCmCCAAAGAGCTGAGACAGAA 
CCATGCCGATCCGAAAGGATGATGAAGnCAGGnGTACCGTGGACACTATAAAGGTCAGGAAAnGGCAAAGTAGTCCAGGnTACAGGAAGAAATATG™^ 
GGAGCGGGAAAAGGCTAATGGCACAACTGTCCACGTAGGCATTCACCCCAGCAAGGTGGTOTCACTAGCTAAAACTGGACAAAGACCGCAAAAAGATC^^^ 
laiCGCCAAGTAGGAAAGGAAAAGG 

%^7860a.seq 

®CAGGCATGGTGGCGCACGCCTGTGGTGCCAGCTACnGGGAGGCTGAGGCATGAGAATTGCnGAACCGGGGAAGTGM^ 
@^TGACAGGGTTTTGGACmGTA^ACCTGTATGTT^ATAATGGATCATGCATAAm 

^loa7861a.seq 

t^TGATGGCCAGACTCTGTnGCTGGCTACACGGACAACCTGGTGCGAGTGTGGCAGGTGACGAnGGCACACGCTAGAAGmATGGCAGAGCmA^ 
CWnCTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

^•S6oa7862a seq 

BTGGAGGCTATCCAGCGTACTCCAAAGAnCAGGmACTCACGTCATCCAGCAGAGAATGGAAAGI^CAAANNTCCTGAATO^^ 

T^CTTACTGAAGAATGGAGAGAGAAnGAAAAAGTGGAGCATTCAGACTTGTCTnCAGCAAGGACTGGTCmCTAT^^ 

MTATGCCTGCCGTGTGAACCATGTGACmGTCACAGCCCAAGATAGGTAAGTGGG^^ 

^ioa7863a.seq 

gSGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGTTCAACnTAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAAm 
^ACTAGAAAAAAACCnGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAG^^^ 

5$@oa7867a.seq 

MCTCTAAATGCATGGCAACTGTTAATGTCATAACAGmAGTTATmGNTCTGTTCTGTCATGTGCCACAAAATATGT^ 

ACAACTGGTCAnCTGAAAACAACAACAACAAAAGTCCATTCATAmmAACAAnGTATAAGTGCCCAAGTAATTCACTACAGCCTA^ 

GnGGCAATCAAAGCATGCACTTGTAAGAATGAAAAAGAAAAAGCATTnATATTACTACTCAATAAAATGTGCAT^ 

>seoa7868a.seq 

GGGAATCTGACGCGGATGCGGCATGTGATCAGCTACAGCnGTCACGGnCGAGCAGCGCGCCTATCCGCACGTCTTCACTAAAGGAATCCCCAATGnCTGCGCGGCATTCGGGAG 
TCTTTCmCGCGTGGTGCCGCAGTTTGTAGTGTTTTATCTTATCTACACATG 

>seoa7869a.seq 

AGGGTGGCCTACTGGAGACAGGCTGGACTCAGCTACATCCGATACTCCCAGATCTGTGCAAAAGCAGTGAGAGATGCACTGAAGACAGAAnCAAAGCAAATGCTGAGAAGACnC 

GGCAGCAACGTAAAAATTGTGAAAGTAAAGAAGGAATAATCTAGCCTGACTAAAGCTTGAAATGCTACATnCCAAGGTGAAGATGTC^ 

CTCATTCCATGGGAAAAAAAAAAATCCTGCTTGGCATAAATTGACAATGTCAATAAAnGAAATATGGnCACTGTC 

>seoa7870a.seq 

CCTGACACTAAGGAAATGCTGAAGCTTTTGGACTNGGGCAGTCTGTCCAACCTTCAGGTCACTCAGCCTACAGnGGGATGAATnCAAAACGCCTCGGG 
TGTAGTGCTGTATTATTTTCAATAAATCTGGGACAACATA 

>seoa7871a.seq 

CTTCAAGCGnGTCTGCTmGGGGCAGAGTTTTCATCGGAGGCATGCAGAGAGnAGGCTTnCTAGCAACnGCTTTGCAGCTCTTGTGATCnCTCG 

GCTGGATCCTGAnGCAGAGGATGCTGTCAGGAGGAAGCACAATTTGAAACCAAAAAGCTGTATGCAGGAGCTAnCTTGAAGTnGTGGATGA^ 

AAGCTmGTTAGGAGTGATAAACCCAAACTGTTCAGAGGACTGCAAATCAAGTATGTCCCGGGGTCAGACCCTGTATTAAAGCT^ 

AT 

>seoa7872a.seq 

GGGTAACCCTTCTGTTATTTAAAGATGTAAAAAATGCGGGAGACTTGAGAAGAAAGGCATGGAAGGCACCATCGATGGATCACTGATAAATCCTACAGTGATTGTTGATCCAT^ 

TCTTGTGGCAGCAAACAAAGCAGrrrCACCTCTACAAACTGGGAAAAATGAAGACAAAGAACTCTATCTACTGAAATTATmCAACCTTTCCCCAAATA^ 

AAAAATT 



Figure 14A - Severe OA Cartilage cDNA Library EST Sequences - Page 27 of 38 



>seoa7876a.seq 

AAGAATCATGTACAGAGCTTAAATGTAAmATATGTimAATATGCCATnTCAnGAAGTAmTGGTCnAAGATGACmAGTAAm 

GnGGCTTGGmGCnCTCTCTGTACCACGTGCACATGAGGCCAnCATmACAGCCCCTGTOCACACAGACCCA^ 

GTAAATCCCACACCCGGTGTATCCAATAAAGTGAAACA 

>seoa7877a.seq 

GGTCAGCACAGCGmCAAAAAGTGAAGCCACTTTATAAATAmGGAGATTTTGCAGGAAAATCTGGATCCCCAGGTAAGGATAGCAGATGGT^ 

ACAAAATGTGAAGGTGTGGAGACACnACAAAGCTGCCTCACnCTCACTGTAAACAnAGCTCTTTCCACTGCCTACCTGGACCCC^^ 

TCCCnGTAAGAAATGTCCATTCAAGCAGCAnCTCTGGGTATATAATATGATmGACTACCnATCTGG 

>seoa7878a.seq 

AAAGGAATTGAAGAAAATATAACACCTTACACCCTTTnCATCTTGACAnAAAAGTTCTGGCTAACmGG 

AAGAGTTGTGAACTGnATCCCATTGAAAAGACCGAGCCTTGTATGTATGnATGGATACATAAAATGCACGCAAGCCATTATCTCTCC^^ 
GGGGACAAAACnmATATCAAAAGGCmGCACATnCTATATGAGGGGGTTTACTGGTAAATTATGT 

>seoa7879a.seq 

CTCAGGCTGTCACAGGATCCGGAGGGAAATGTGmGAGGGTCTGGAAAATTCAGTGCTmGAGTTACnGT^ 

>seoa7880a.seq 

ACACCCAAGGAGGCTAnGAGGGCACCTACAnGACAAGAAATGCCCCTTCACTGGTAATGTGTCCATTCGAGGGCGGATCCTGTCTGGCGTGGTGACCAAGATGA^ 

ACCATTGTCATCCGCCGAGACTATCTGCAGTACATCCGCAAGTACAACCGCTTGGAGAAGCGCCACAAGAACATGTCTnAC^ 

ACATCGCCACAGTGGCGAGTGCCGGCTCTGAGGAAGACAGTGCGCTTCAAGGTGCTCAAGGTGACCAAGGCTGGGG 

>seoa7883a.seq 

nGCTGGGAAACAGCTGGAAGATGGACGCACCGTGCCTGACTACAACATCCAGAAAGAGTCCACCCTGGACCTGGTGCTCCGTCTCAGAGGTGGGATGCAAAT^^ 
^CTGGTAAGACCATGACCCTCGAGGTGGAGCCCAGTGACACGATCGAGAATGTCAAGGCAAAGATCCAAGATAAGGAAGGCATCGCTCCTGATCAGCAGAGGT^ 
&QAAACAGCTGGAAGATGGACGCACCCTGTCTGACTACAACATCCAGAAAGAGTCCACTCTGCACnGGTCCTGCGCTTGAGGGGGGGTGTCTAAGm^ 

%a 

|^^oa7885a seq 

iii^TGAnCCCGAAGAAAnGACCCATAGGCAGAGGCATGAGCTGGACnCATGmCCCTCAAAGACTCTCGCGTGGAT^^ 

I^GACnnGACTGCCATTnGmGTTCAGTGGAGACTCCCTGGCGAACAGAATCCnCnGATAGm 

pjTGTATCCTATGTATGCAGTGTGCTTmcnGCCAGCnGGGCCAnCTTGCm 

»^oa7886a.seq 

ti^TGTCTGACAAACCCGATATGGCTGAGATCGAGAAAnCGATAAGTGGAAACTGAAGAAGACAGAGACGCAAGAGAAAA^ 
llMGGAGGCGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTACATOCACAAGCAnGCCTOmTmACTO 
JCAAGmAAATGACTGTGCTGCCCCmCACATCAAAGAACTACTGACAACGAAGCCGCGCCTGCmCCCATCTGTCTATCTATCTGGGTGG 
gGTGAAGGAAGAAGTGGGGTGGAAGAAGTGGGGTGGGACG 

^oa7887a.seq 

iAGmGAATATAATGTAGAAGGAGTGACTTCCAAGGAAATGGCTACCCAACnGCCnCATGCGCCTGCTGGCCAAGTATGCCTCTCA^^^ 
l^CATACATGGATGAGGAGACTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTTGnGCTGAGGGCAACAGGAGGTTCAC^^ 
iCTGCTCTAAAAAGACAAATGAATGGGGAAAGACAATCAnGAATACAAAAGAAATAAGCCATCACGCGTGCCCnCCnGATATTGGACCm 
©TTTGTGGACAnGGCCCAGTCTGTT 

">seoa7890a.seq 

CTACAGCCATCAAAAGAGAGCATCTGGAAGAACAGCCAGCTTGGAAGTmACAGCAATAATGTTGCAGTGGAATAnATnGTAGTOAGGTCATCCTCCTCCC^^ 

AATCAAGAACTACGTTCTGGCCCTCTCTTGGGCTTCAGAAGCATCTAAGAAAAGCAGCATCAAnATAATTAACTnCAAAGGGCAAGTCAGAAGn^ 

CATATTATGAACTCHAAAAAAAAAAAAAA 

>seoa7955.seq 

AGGGAGCCAGCCATNTATGCnGCTAAAGAAANTGTCTACCTnNCTTNCTCACCTGTTCCAmATGTAAAGTTGAGATTAGAGGGAAAGCATTnCTA^ 

TCAAGANGGnAmAGCTAGCnAGTGTGTGAAGTAAAnTTmTTAAACAAGGCAAGGCTAATGGTGmTGAGATTGTGAAATT^^ 

CnTTmcnGTGACAGnACGCAAATCAGCnGAATCCATATGTCCCTGAGTOnmATCATAA^^ 

>seoa7956.seq 

CCTGGCAnGAnGGCGGTACCAGTGNCCAGNACTATGANTATGATTTTCCGCTATCAAnTATGGGCANTCATCACCAAACTGTGCACCAGAATGTAACTGGCCTGA^ 
GTGCCATGTACTGTGATGAGCTGAAATTGAAAAGTGTACGAATGGTGCCTCCTGGAATCAAGTATCTmCCmGGAATAACCAGATTGCCATATTGATGAAA^ 
AACTGATCTGCAGTGGCTCAnCTAGATGAGAACCTTCTAGAAAACTGCAAGATAAAAGGGAGAGmCTCTAAATTGA^ 
GGTCTGTGGGCCCACnCCCAAATCTCTGGAGGGACTTGCAGCTOCTCATAACAAGAACACAAAGGTGGGCTCTTTn 

>seoa7957.seq 

AATGGGTCTCnGTTGAAATCCGAAAmcnGGGTGAAAAATACATCCGCAGGGTTCGGGATGAGACCAGGTGnGCnGnCAGTATCTCAAGCCCAGAAAGATGAAnAA 
AAGGAAATGACATTGAGCTTGTTTCAAAnCAGCGGCTTTGATTCAGCAAGCCACAACAGmAAAACAAGGATATCAGGAAATTmGG 
TTCAGCAGGCTGATGAATAAGATCTAAAGAGnACCTGCTACAGAAAGAAGATGGCAGATGACACnAAGAGCTACTTGTGATATnAAATGATGGCANTAA^ 
GACCTTCTTTCnATT 

>seoa7958.seq 

CATACTmAGAAGAAAAAAGATAAATTTAAACCGGAAAACTGGAAGACAGAAGTACGGGAAGGCGGAGAAAAGAAT^^^ 
GGAAAAAAAA 
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>seoa7959.seq 

ATGTACAGGGNAAGGTGGATnAGNACCAGCCGTATmACATGAAGCTGTATAATTAAnGTCAnATTTTTGnAGC^ 

nCATACAACAGAAACCAGAAAAGCAATACTGTTTCCATmAAGGATATGATTAATAnAnAATATAAT^^ 

CAAAACAmCTGGGACAGTACCTGANTGTATTTTTTmTTAA^^ 

>seoa7960.seq 

AAnCTCACAATCGTGTCGTCACATAGTGCAAAAAACAAAATTCTTGTAAAGNCCCCAGGAGmATGCTTGGGTC 
ATGAGACAnGAGGAATTAACATATAAATGTCTGCTATGGGTTTAAGAGAACTGGCGTATTnGGAATGCncmCACTAACACTGTC^^ 
TACATmTAnCCTCTGGNAGTGTGGTATCCAGGCAACATATCACTTCTGCTATGTAAnCTAAGAATTCTCATnC^^ 
CTGTATCATCACTAGCAATnTGCTGATCAnAnTACTACCmGAACCTAAGGGnNCTGCTATGCTTTTGAAA 

>seoa7961.seq 

TCCnTAACTGAGACATCATCTOGTNCAACTAATGCAGTCGATACAATGCGTAGATAGAAGAAGGCCGACGGGAGCCAGGATGGGACTGGTCGTGTnG^ 

CACCCAAAGGTGAATGCACAGAGACCCCGGGTGGGTGAGCGGTGGCnCTCAAACGGCCGAAGTTGCCTCTTmGGAATCTCmGGAAnGGGAGCACGATG 

GCTATTAAAGTACTTCTTACACAnGAAAAAAAAA 

>seoa7962.seq 

CATACCnGATACTTGmGGGGAV^GNGGAAnACTAGGTCAGNTCCACTAGCAACTGCTGNAGTGGAAATCCTAGGAGNGGAACTC 

TAAAGCTTnGAAAAACTGGCCGATTGTTTTCCCCAGTGGCTGCATGACTCTAGAnCGCATCAGTAGTGTATGAGGGnCCACnACTCCACAT 

TGTGAAATGGTCATCATTGNGAAnTGAmGCATNTCCTGGGGGTAATGATGGTAAGCATCmCATGTGCTTGCTGGCAmGNATATCCTC 
CTGCTGTTTCAAAT 

>seoa7963.seq 

TATAAAAGCTGCATATGCCTACAAAGCTCTGAATTCAGGTCCCAGTTGCTGTCACAAAGGAGNGAGTGAAAGTCCCACCCTACCCCCTT^ 
TGCAGCTGTCACCACTACAGTAAGCTGGmACAGATGTTTTCCACTGAGCATCACAATAAAGAGAACCATGTGCCCT 

54lba7965.seq 

lipGCTGnGGnCAAACTmGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGNCAGCGCATCCTGCAGGGCnC 

Q§fCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGGCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGnGGTGAAT^^^ 

mnGCATAAGGmTOGCATGTTCCTCCTmCTTCACCCTCCCCmnTCnCTATTAATCAAGAGAAACnCAAAGGT^^^ 

^nCNAGCAmCATGAAAAAGCTGCTTCnATTAATCATACAACTCTOCCATGATGTGAAGAGmCACAAATCCn^ 

>sepa7966.seq 

GSACTGGGAGTGATACAATCnGTGCCAAAGAGGCTAAAAGGATTCTTGAAGATCATGGCTCACCTGCTGGAGAGATO^ 
A^CAGACTCAAACATCTGAGGTGTATGATGGTCCCAAAAATGTAAGATCTGATATnCTGATCAAGAGGAAGATGAAG^ 
GMACTCAGGCmAACTAAnATGGAAGTGGAGAAGATGAAAATGAGGATGAAGAAAATGAACATGA^ 
CCCATTGGAAGGAGAAGCCACTAGNAAAATGCCAAAATAACTGTCCTGTGAAACCCTGTACCTCAATATCTO^ 
q^CTGTGNnCAACTGAACAGCCTAACCCmGCCGGnCGTTTACCTGAAATGGAACCCTTAGTGCCTAGGGNCAAAAAT 
M 

>^Da7967.seq 

TgSAAGATAAAAACNTACTmAGAAGAAAAAAGATAAATnAAACCGGAAAACTGGAA 
A^TACTTTTAGAAGAAAAAAAAA 

m 

>seoa7968.seq 

(MAGAACCAGCCGTATmACATGAAGCTGTATAATOATO^ 
A^CAATACTOTn^TTITAAGGATATGATTAATAmT^^ 
CCTGATTGTAI 1 1 1 1 1 1 1 ITTAAA 

>seoa7969.seq 

CAGnCCTCTCCNAAnGCAATGAGAAAAAAAAGCnAATNNTOCATTATACTOAmTCTAAAACCATGTAACTCCAnGA^ 

AATAACCnGGGAmATCTGGTAGAACAATATGTGnCTACATTTTTnCATAAnATATATTGTGTATGn 

TAATGGTCTnGTACAATmGAAAGmCTACCTGTATATAATGGATGTTAACCAGTATCAATAAATCACTTCGT^^ 

>seoa7970.seq 

TCACAGAAGTATTCCAGGGmATGTGTCAGGGTGGTGACTTCACACGCCATAATGGGACTGGTGGCAAGTCCATCTATGGGGAGAAAmGAAGATGAGA^ 
CGGGTCCTGGCATCnGTCCAAGGCAAATGCTGGACCCAATACAAATGGTTCCCAGTTTnCATCTGCACTGCCAAGACTGAGTGGnGGATGGCAAGCATGTGGTGm 
GAAAGAAGNCATGAATATTGTGGAGGCCATGGAGCGCTTTGNGTCCAGGAATGGCAAGACCAGCAAGAAGATCACCATTGCTGAGTGTGGACAACTCGAATAAAGmG 
TTATNTTAACCACCAGATCATTCCnCTGTAGCTCAAGGAGAGCACGCCCT 

>seoa7972.seq 

AAGGACAGAAACTACCATGNNTTCCGAAGTTnGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTGCGAAATCATATGGCTGTAGCAn^ 

AGCTTTGTATAAGmCGTGTGGGTGATCAAAGAAAGAAGGCATACGCAGAmCTACAGAAACTAGGATGTCATGAAAGAmTGAGGAGATGAGGAAGGCTGGT^^^ 

TAAAGTAATCnGGAATATAAAGAATTTCnGAGGnGAATOGCTAGAAGmGTCAGTGACTTGTGTTCCTGAACTATGACAGATGAAT^^^ 

ATAAACAA 

>seoa7973.seq 

TTACCGCAAATCATGCAGTATTGAGmTGACnCTNAAAGCTAmCCATACCAGAATCTOTGAATACATAAGAAATTTAGGAAGA™ 

TATTmAGTACCATACAGAAGTAAAATCCCAGGAACTATGAACACTAGACCTOTGTGGmATTCCTTCAATGAmCAAACATTGA^^ 

CTTTATGTTTACATCTGCCACATTCATACCAATATACGTCAGGTTTGCTOACCATTGATmnTTT^^ 

>seoa7974.seq 

GGCTGAAGGAAATAGCANAnCACCTACACAGTTCTGGAGGATGGnGCACGAAACACACTGGGGAATGGAGCAAAACAGTCTnGGATATCGAACACGCAAGG^^ 
TATTGTAGATATTGCACCCTATGACATTGGTGGTCCTGATCAAGAATTTGGTGTGGACGnGGCCCTGTnGCTTmATAAACCAAA^ 
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TCCATATGTGTTCCTCTTGTTCTAATCnGCAACCAGTGCAAGTGACCGCAAAATTCCAGnAmAmCCAAAATGTTGGGAAACAGT^^ 
mTTGCTGGTCCACCAAATCAATTCAAATGCTTmGGNTAATTmACCAAnCCAATnCA 

>seoa7975.seq 

CACAAAGCACAACATAATCTATGTAAATGGCTCTGTACCTGGACATAAAAAnGCnAGTAAAGGTCAAAGATTCTAAACTGCCTGCATA^ 

TACATAnnCCTGATGGAGATGAAGAGGAACTGGCAGAAGAmGTATGATGAAAACGTGTGTCAGCCCGGTGCGCCnCTATTACAm^ 

TTACATATTCTGTGAGCTTCGATGAGCCAGAGTGATATCATAACCACCAGAAATCATACTCTCCmCTTAGGTCACAACAAAATCACAC 

AnCATACCCCCAnAAATmGGTAGAAAAATOCCACANTAAATATATGAGGTAAGTAGATTGGANTGCTGAAAATGGGGGGTGGGC^^^ 

TCGAnCTTTTTTACTACATATTTCCCAAGGTATCnAAGAA 

>seoa7977.seq 

CAGnCCTCTCCNAATTGCAATGAGAAAAAAAAGCnAATimACATOTACnAATTTTCTAAAACCAT^^ 

AATAACCTTGGGATTTATCTGGTAGAACAATATGTGTTCTACAmTmCATAATTATATATTGTGTATGnAA^ 

AATGGnCmGTACAATmGAAAGmCTACCTGTATATAATGGATGnAACGAGTATCAATAAATCACTTCGTAT^^ 

>seoa7978.seq 

TGAGACATAAGCACNTAATAAATGCAGTTGAATGGATAATGATTAGTGTTAmATGGAnAGAAAAAGCATGmCTAmAAGTAAGCTGTM 
TATATGTTGACATAAAAAAATAACTTGGAGGGTGTTTGNGTCCCTGGGATATTATCATCnCATGGAAAGAATCGACTGTGG^ 
ATTGAAGAAAGTGnCTnCTGCGTTGCACTNTGnCAACAGTAAAACmATTCTCAGGGTCCTACTCTGCAnGnACATr^ 
TGTATATAnCTTTTCAGCATCTCAAGTTTGAAAAGACATGC 

>seoa7980.seq 

CCACAGTGGCATACCACCATGCCCGACTAATTTTTGTA! lilt ! I GTAGAGATGGTTTTGCTATGTTGGCGAGGCTTGGTCTCAAACTCCTGGGCTGAAGCAATTAGCCTGCCTCAGCC 

TCCTAAAGTGCTGGGACTATTGGTGTGAGCCATCACATGTGGCCAGGAGAGGGGAATnTAAAATAnTATATACTCTAAAnAGTrTGTTGCA^ 

GTCAnCTCATGAAACTAATCTGAAAGAGTAAACnAGTmCTATTmAGATAnGmCA^ 

*'5seoa798i seq 

SPCTGTGCnCAGGGNGCATCGGACAGAATTCTOCCACAGCAAAGGCATAAGATGCnGATAGGGAAAATC^ 
i®)GCAGAGGAAAAGAGCCAGAAGGmCTGTTTAATGCATCTTGCCTTATCTTTTm 

?poa7982.seq 

JI^ATCAACTGCTTGTAAAGGTGCTCCTCTTTmCTTGCAnGCTG^ 

iOiSATCAGAAnGnGACnGCAnCAGAACATAAATGCACAAAATCTGTACATGTCTCCCATCAGAA^ 

(^TAAAAACCAAATOTGGGGCTGCTmGCACACTAGCATAGAGAATGTGTTGAAAm 

ffTATCATTTTAAAAAAAAAAA 

^seoa7983.seq 

GGCGACnCAGTAGTATCTCnAGTCTACGCTmCATACACAAAACACTGTGGAACCACAAGCCA™^ 

yACCnAAGAAGACTCmACAGGCAACAAATGAAGCTTnCTAAGGGAlTTnGCATCAGnCAGTCATM^ 

PSCTTrrCATTGCAmTTTAATCCnATAmGGAATTGAAGTCGTTAACnCT^ 

^Soa7984.seq 

ifGGmcnCAAGCTCnCTGGCAGTGATTCTGACAGTGAGGnGACAAAAAGAGGAAAAAGCAAGnGCTCCAGAAAAACCTGTAAAGAAACA^ 
iSCTGTCATCTTCTAAACAGAGCAGCAGCAGCAGAGATGATAACATGmCAGAnGGGAAAATGAGGTACGTOGTGTTCGCGATTTTAAAGGCA^ 
&TGGATGGATCCTGAAGGTGAAATGAAACCAGGAAGAAAAGGTAmCTnAAATGCAGACAATGGAGCCAGCTGAAGGAACAGATrCTGA^ 
liAATTCGAGCCATATAAATAAAGCTGAGTGTCTAGGT 

>seoa7985.seq 

CAAATGAAGCGACACNAAGAmGNmGGNATCAATAGGAAAGCATATGCAGGCAACCAAGATGCAAATGTTnGAAATGATATGACCAAAAT^ 
TTCTGCTnCACnAAGTGTCTGGCCCGCAATACTGTAGGAACAAGCATGATCnGTTACTGTGATATTnAAATATCCACAGTACTCACTm 
AATATCnTCTCTOCCTGTTAmATGAATTmGCCAGTAmnATAGGGAAAAAATTGTAnGAAAACACTOGm 
TATTTmATACTGNATGTGCCAAAGCTTTACTACTGTGGAAAGACAACTGT^ 

>seoa7986.seq 

TACAGCCTCTAACAAAAGTAGGCTGTCCCGAACCCCTGGTAATAGAATTGmACCTTOTACCAAGAAGGTTGGGAGAGCAGCAAAATGTGCATGTGGT^^ 

CGAGGGGnCGTGCTGTAAGACCTAAAGTTCmTGAGATTGTCCAAAACAAAGAAACATGTCAGCAGGNCCTATGGTGGnCCATGTGNGCTAAATGTGTO 

CGTGGTTTCCTTATCGAGGAGGAGAAAATCGNTGTGAAAGTGTTGAAGGCACANGGACAGAGTCAGAAAGCAAAAAAAA 

>seoa7988.seq 

CCCCTTCGnAGTCGTATATGGCCTAAGACAGGAATGCAAGAAGGCAATGATACAAACAAAGGCATAGTAAACmAAGGGTGCAGACATGAATGGA 
ATATCTGTGATGAAAAGAAAGACTACTGACrnTTCCTAAAGG 

>seoa7989.seq 

GCTCCTCGATGGAGGACGACnCAACTATGGCAGCAGCGTGGCCTCGGCGACCGTGCACATCCGAATGGCCmGTGAGAAAAGTCTAGAGCATTCnTCT CTGCA GGTTCTCnM 
TACAGTGACTTCAACAGTmnTATACTTTGAGTCTGTACGGACAnTGTACATGAGAGTCCTGCCnAATTnGCTGTnGCCCTCGGATCT^^^ 
AACAGACATAAGTATCCCCTTAACCTGTACCTACTnnGGAmACGCTGnGGAAGCTCTGAGTGTGGCAGGTGGnGTAGmGTATGATGGATATAnAnCTC^ 
TGACTACTACAGGAATTTmGGGTnGACTGNGTATACTGTACAATCTAAGAAGGATTCAAGCAAATO 

>seoa7991.seq 

GAACAAGCTTACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGTTGTCTACCnCATAACAACAATATCTCTGTAGTTGGATCAAGTGACTTCTGCCCACCTGGACA 

ACACCAAAAAGGCTTCnAnCGGGTGTGAGTCTmCAGGAAGCCGGTCCAGTACTGGGAGATACAGGCATGCAGGTTCAGATGTGTCTACGTGCGCTCTGCAnCAAC^^ 

TATAAGTAATTCTCAAGAAAGCCCTCATTmATAACCTGGCAAAATCTTGnAATGTCAnGCTAAAAAATAAATAA^ 
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>seoa7996.seq 

AATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGTTnACCCACATGAC™nATGCATAAAGCCAM 
CCTGCCATmCAGAATCATCTTTTGAAGCnTCTGTTGATGTTAACTGAGCTACTAGAGATATTCnAmCACTAAATGTAAAA^ 
TnCnnnAATnCCAGGAAAAAATAAAAAGAGTATGAGTCnCTGTAATTCATTGAGCAGNTAGCTCAmGAGATAAAGTCA^ 
TACTGGTAAAGCCTCAmGAATGTGTGAATTCAATACAGGCTATGTAAAATTnACTAATG 

>seoa7997.seq 

TAAAATACTAAnATGTAAGGNTCAnAGACAAATGTCnGAAGNAGACATGGGAmATGAATGGnCinATCATnCTCTTCCCCC^ 

GTCCmAGTTTGCTTCTGTAAGCAACGGGAACACCTGCTGAGGGGGCTCTnCCCTCATGTATACTTCAAGTAAGATCAAGAATCTTn 

TTGATGGAATTTmCCTGCTAGTGTAGCnCTGAAAGGTGCmCTCCATnATTTAAAACTACCCATGCAAn 

>seoa7998.seq 

AAACGGCCGAAGTGTGCCTCTTnAGGAATCTCTnGGAAnGGGAGCACCGATGACTCTGAGmGAGCT^^ 

>seoa7999.seq 

GAAGAATTACTTAGGTATCAATGTACTTAGGAATTGTATGTGGGTGAAAnGGTGCACAnGTAATATACAACCATGCCCAGCTCCC^ 
TTTGTGAAGTACnGTnAAAmAGATTTATnTATAACAGGTTGTTTGTCTmCATOATAAmGTGGAAAT^^ 
CTAAATAACTTCTGGGnAAAAAGGAGATCnACTGAGAmCAAAGAATnGGGACTAAATGAAAATGTGAGCACAGCACTT 
ATrCAGAGGACATmACAGCTTTAAACGTCCTAATnGACAATGAGAAACGGnAT 

>seoa8001.seq 

TATGTGTGAGCTGGATGCCCAGTGGTACAAAAGAGATGGTGAGCAGATTTGGCGCCTGGGGTGTAGTTTGGTGAGCCCTGATGTAAAAAATAGGCTATACTAC 

CmGAGAACGAGTTGAATACCAAGAAmTTCAATGGTTCCTCCAGTAACmTGCTAGAAACACAGAAmGGTCTGTATCTGACACTAGAACAA^ 

AATTAGAATGAATCATAGAAAACTGATTAGAAGAATACTTGATGTTTATGATGATTGTGGTAGAAGATAGTrTTAAGTATGTO^ 

TGAAATTTnGTATGCCATTTAGTATmTATAGGTTAGGAAAATAmCTAAGACCAGmAGATGGTC^^ 

(JgJAGAAGATGAAnCAGGCACnTCTnCAATAAAACTAATOTGGCTCAnCCCTTTGGAAAAAAA^ 

^'s^8002.seq 

A©AAGAAGGGGAATAGCCATAmGTAAAATGACAATCATGTGTGTTAACCCAGTGCTTTCCATTCGTGAAAACA^^ 
(gfcmCTTTmGATATAGAAGTATAAAGAATTGTGGTWATATAm 

mGAAATAAGCTAmGATGTAATACTTCnGGGCGTATCGCATGAACmGATmACATGAAGTATT^ 
iO^TGGTGCTGGAAAAATGGGCACnAAAGCTnCAGAANATGGCAGTGCCTGATGTAGCATGCnGTGGAAnGCCT^^ 

:^€(|oa8003.seq 

^ATCCnAGAGCCCAAGAAAnGAGGCCGCAGAAAGCTGTAATAACACCACTGCACTCCAGCCTGGACAACAGAGCGAGACCnGTC^^ 
^seoa8004.seq 

&eATGAGAGnGAACACTnCCAGmnGACACC™TCCTGATGTATGGnCCAGGATnGGAnnGATmCCAAATGTAG 
^NAAAAAAAAAAAAAAAAAAG 

^|^a8005.seq 

t@CAAmCTAAAGnCTmATCCATnGTTCACTGCTATGTGATCCAAACCGAGATGACCCCCTAGTGCCAGAGAT^ 

fAfCTCGGGAATGGACTCAGMCTATGCCATGTGATGCTACCnAAAGTCAGAATAACCTGCATOTAGCTGGM 

I^I^CCTATCAGAGCTCATCTTTmAATmATmTTGGnAGCTCCCTCCATTCAT^ 

AMGTAGnACAAGAGAACAGTTGCCCAAAGAGTCAGAAmAAAAAAAAAATGGAGCATGTGTAmATGTGGGCAATNGCTO 
©M)TGGT 

>seoa8005.seq 

ACAAGAGCTAGATCGAGGGGTATGTGCCATCACAAGCAGATGTGGCAGTAmGAAGCCGTGTCCAGCCGAGCGCCTGCCGACTTGTGTCATGCCCTACGTTGNTATAATCACATC 
GTCnACGAAAAGGAAAAGGCCAGCCTGGCAGGAGTGAAGAAAGCmGGGCAAATATGNCCTGCCGATGTGGAAGACAGTACAGGAAGTGGAGGTACAGATAGTAAAGAT^^ 
GACATTGACCTCnTGGNTCTGATGATGAGGGAGGAAAGTGAAGAAGGAAAGAGGGTAAGGGNAGAACGCnGCAGAATATGAATCAAAGAAAGCGAAA 
GTCTTCCATCnACTAGATGTGAACCnNGGGATGATGAGACAGATAnGGCGAAATOGAGGAGNGCGTCAGAAGCATTCAAGGAGACGGG™ 

>seoa8007.seq 

TGAGmCAACAGCATCTCTGCTGTTGACAATGGCTCTCTGGCCAACACGCCTCATCTGAGGGAGGTTCACTrGGACAACAACAAGCTTACCAGAGTACCTGGTGGGCTGGCAGA 
TAAGTACATCCAGGnGTCTACCTTGATAAGAACAATATCTCTGTAGTTGGATCAAGTGACnCTGCCCACCTGGACAGAAGAGGAAAAAGGCnCTTA^^ 
CAACCCGGTCGAGTAGTGGGAGATAGAGCGATCGAGGTTCAGATGTGTCTACGTGCGCTCTGCCAnCAAGTCGGAAACTATAAGTAATTCTGAAGAAAGGCGT^^ 
GCAAAATCTTGTTAATGTCATTGCCTT 

>seoa8008.seq 

CTCTGmCTGGCCTGGAGGCTATCCAGCGTACTCCAAAGATTCAGGmACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATTGGTATGTG 
CCGACATTGAAGNTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACnGTCnTCAGCAAGGACTGGGTTTCTATGTCTTGT^ 
CTGAAAAAGATGAGTATGCCTGCCGTGTGAAGCATGTGACTnGTCACAGCGCAAGATAGTOAGTGGGATCGAGACATGTAAGGAGGATGATGGAGGGmGAAAGANGCC 
GGATGGGATGAAnCCAAAnCTGCnGCTTGCTTTnAATATTGATATGCnATACACTTACACmATGCCCAAAATO 

>seoa8009.seq 

TTTAAATTCCAGGGACCACTGGGnGAGAGAGGAATAAGGCCCAGAGCGAGGAAAGGATTTTACCAAAGGATCAATACAACGAGGCCAAG 

AGAGTCAAAGCTGACCATGGATCCCTGGGGGCAACGGCAACAGCATGGGCCTCACCTCCTCTGTGATnCnTCmGCAGCAAAGACATCAGTCTCCAACATGm 

TTGATTCAGCAAAAATCTCCCAGTGACAACATGGCAATAGTTTmACnGTC™GGTGGCTCTGGGAATGGGAGAGGGGT^^ 

GTATTTTACATGAGCTG 

>seoa8010.seq 

TmAAAGATAGAGATTAATAGAACTACTTAAAAAATATAGTCAATAGGTACTAAGATAnGCnAGCGnAAGTT^ 
ACmGAAGAGTAGCATGAGGAANGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATC^ 
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TACAGAGCCCCGAATTAATCCAATAGAAGGCANTGCnnAGATTAAAATGAAGGNGCTTAAACA 

TTTANAAAGAGATTAAACCGAGGGGAnAAAAGACCnGAAATCCATGACGCAGGGGGATTGCCGCCATTTAAAGCCTA^^ 

AnAATTGGGGAGGGG 

>seoa8011.seq 

CACCCACCCCATGGCACTGCCGCGTGAnCCCGCGGCCAnCAGAAGTTCAAGCCGAGATGCTGACGTTGCTGAGCAACGAGATGGTGAGCATCAGTGCM 

ATCAGTCATATGCCCAGTGCAGnACAAGATGTTGmCGGCAAAGCATmGATGGAATAGGGAACTGCAAATGTATGATGATm 

CTCAGTGTGTCATCCCCGG™mAGAATTACAGnAAGAAGGAGAAACTTCTATAAGACTGTATGAACAAGGTGGATATCnCATAG 

ACTGGGnACAAAATCCMCAATACTnGTGTC^^ 

TTGAACTGI 1 1 { 1 1 1 i 1 1 i INTTAAAAGCCAAAn 

>seoa8012.seq 

TGCATAATGAAnAACTAGAAATAACTnGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGC^^ 
GGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGGTGGnGTCCAAGATAGAATCTOGTTCAACTTTAAAmGCCC^^ 
TAACTGTOGTCCAAAGAGGAAGAGCTCTnGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAAGACCCAT^ 
AAGCTCAACACCCACTACCTAA 

>seoa8014.seq 

ACCTTCATGAGCTGCAATCTCATCACTGGAATGTTCCAGCGACTGGACAAGCTGAGGAAGAATGCCTTGGGCAGTGTGATCCTT^ 

CTGGGTGnCCGAGGCCAGGAGCTTGCCmCCGCTGAGTCCAGATTGGCAGGTGGACTACGAGTCATACACATGGCGGAAACTGGATCCTGGCAGCGAGGAGACCCAGACGCTGG 

TTCGAGAGTACTmCCTGGGAGGGGGCCTTCCAGGATGTGGCAAAGCGTTCAATCAGGGCAAGATCTTCAAGTGAACATCTGTO 

GAGATGGGGGTCATTAAAGGNAACTGAACATTAAA 

>seoa8015.seq 

AAGAAAAAGCGAAGGAAmCGCAGAGCTGAAGATCAAGCGCCTGAGAAAGAAGTnGCCCAAAAGGTGCTTCGAAAGGCAAGGAGGAAGCTOTCTATGAAA^ 

/J^^AGGAATATAGGCAGATGTACAGAACTGAAATTCGAATGGCGAGGATGGCAAGAAAAGCTGGGAACTTCTATGTACCTGCAGAACCCAAAnG 

fSCAATGGAGTGAGCCGAAAGGTTCGAAAGGTGTTGCAGGTTCTTCGCCTTCGTCAAATCTTCAATGGAACCmGTGAAGCTCAAC 

QGl)ATATAnGCATGGGGGGTACCCCAATCTTGAAGTCAAGTAAATGAACTAATCTACAAGCCGTGGNTNTGGCAAAATCAATAA^ 

7i|pTCGATCTC 

#ba8016.seq 

(IfMAnCTGTGGCAGTTnAAAAAGTTAAGCTGCTATAGTAAGnACTGGGCATTCTCAAT^^^ 
GI|TTGTAAGTGGAAAATGCAATGTCnAAATAAAACTATTTAAAATTGGCACCAC 

>^Epa8017.seq 

Cl^CAACGGGCGGCCGCAGCGnAGCATCTGNTCmGNATTCAGCTGGCCCTGGNATGTGNAAGTGAAGANA^ 
>^pa8018.seq 

dMTGAGTTGCCAAGCAAGGAGGAGAGATGTACATGGGCTGTGTTGGCATGTCCCCACACCCTGCCCTGGCTTCnCAGGTTA^ 

(fjATAATGGmAAAACAACACAnCATAATTGACTCTGTGCAGGATGTCACTCAATCAGmGGGmGCm 

GiGNGAAGATAGTATTnAATATnGNACAAAGTTAAmAATTnAATTGT^^^ 

>Si>a8 019.se q 

QMGATmCnCATCTCATAATTAAAATACCTGACmAGAGAGAGTAAAATGTGCCAGGAGCCATAGGM 
/^TAATAATATAACTCAGA 

>seoa8020.seq 

AGGCAGGAGGACATGAATOTTCAACTAAATTTGTAGATTTGTTCCTCCCCCGGACCCCCCAGTTmmGGCCAm 

TTATGAnGTATGGCnCTTGATGAACTGACCTGmATTAnATGNAACATATCTCTTGATGCTAGnATAnCCnGNCTGAAGNGCATTTCATGT 

TTCrnTGATTAAAGTCACATGATATATCAAAAAAAAAA 

>seoa8021.seq 

GACCATGTAGCCnGGTGTAGAGTAGGCCATACCATTGAGGAnGTGGAAATGCACTGTGTGATGTGATGnTCTCACATGGATGACATTGCCmCACAGAACGTGTC 
AGCAACACGTGACTGTACTAATTTTAAAAGTAnTGCTTCmCAAATAGTGAAGTGmGCAGATAGCATGGTnATACCTAGAAmGGTTCAGA 
GTGGGTAGGGAATAAAGATGAAATAGATGTAGCCATGGTTTCATAAmGTCAAGCTATAGCGATNGGTGCACAGGGGTCAnGnCTAATGCTACnTO 
CAGACTAAAAGATAAGCC 

>seoa8023.seq 

AAATAnAAAAATGTAATATTAAAGATAAnATACAAATACAATGGTGGTGCAGTGGAATGGGTGTATGTTCACCmGG^^ 

CAGTGGTACnGAACTGAGTTTTGATGAATGAATAAAGGTTCATTGCTCAGAAGAAGTGGGTATACAnCTTAGGTAGAAAGATAGCATGM 

CATTTGCmGAAATGAnTAAGCATnAATATGGCTGGAACGTAGGTGTATGTTGGCAGTGGCAGGAGCTGAGAnGGGAGATGGGAGGCAGAAACGAGCTC^^ 

TGCTACATnGGmAGGCmATCnATAAATGATGGAAAACTATTAAGGGATGGGAATTGGTGCTAnAAnATCATO^ 

ACTTTTG 

>seoa8024.seq 

TACAGCCGCTCAGTGAGACTCCAGCAGCCAAGATGGTGAAGCAGATCGAGAGCAAGACTGCTnTCAGGAAGCCnGGACGCTGCAGGTGATAAACnGTAAGTAGn^ 

GCCACGTGGTGTGGGCCTTGCAAAATGATCAAGCCmCTnCATTCCCTCTCTGAAAAGTATTCCAACGTGATAnCCnGAAGTAGATGTGGATGACTGTCAG^^ 

GTGTGAAGTCAAATGCATGCCAACATTCCAAGTTmTTAAGAAGGGACAAAAGGTGGGTGAAniTCTTGGAGCCAATAAGG^ 

ATGTTTTGTGAAAATATAACCAGCCAnGGCTATTTAAAAGnGTAAmmTAAmAGAAAAATATAAAATATGAAG 

GCTTACACA 

>seoa8025.seq 

AACCCAGGAAGTGGAGGTTGCATGTGAGCTGAGATCGCACCACTGCACTCCAACTTGGGTGACAGGGnGAGATTCTGTCTCAAAAAAAAAAAAAAAAA^ 
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>seoa8026.seq 

TCTCCCCAAATATGTGCAGCAAGnCAGGTGACCTGCmAATGAGCTGGAGATCATGGNCCACCCAGAAGGTATOnCCTGnCTCACCTTOT 

TCCGCAATCTGGCTGATCTGACAGCTGTGGACATCCCnCAAAGCAGAACCGCmGAGATTGTGTACAATCTGCTGTCCTTGCAmTAACTC^ 

GATGAGCTGAGTCCTCTTGAGTGCTCTGTGCCTGTGTCCAGGCGTCTAACTGGTATGAGAGAGAGGmGGGACATGmGGAGGnTTCTTCACAAACCA 

TCTTGGCAAGANTATGGGATTTGAAGGGCATCCATTCANGGAAAGATrTNCCGGTATCTGGATATGTGGAGGTGCGGTATTGATGATGAAGTGAM 

GGAGCTGGCTCAAGAGnCCGTAAGTTTGACnGAAGAGTCCATGGGGAAGCATTnCCTGGATA 

>seoa8027.seq 

ATGnnCTCnTGAAAGATAGAGATTAATACAACTACnAAAAAATATAGTCAATAGGnACTAAGATAnGCnAGCGTTAA^^ 
AAATATGAAGAGTOGAAGAGTAGGATGAGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAA^ 
AGAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCTTTTAGATTAAAATGAAGGNGACnAAACAGCTTAAAGG™ 
GAAGGCGATCTTrTAAAAAGAGAnAACCGAGGGGG 

>seoa8028.seq 

TGTTTAAAATCAGTACTTmAATGGAAACAACnGACGAAAAAmGTCACAGAATmGAGACCCA 

>seoa8029.seq 

TGAAATGAAAAGAATGTGAGATCATGACAACAAATGGTGTAATTCATGTTGTAGATAAAGTCCTCTATGCAGCAGACACACCTGnGGAAATGATGAAC 

AATCAAATACATCCAAAnAAGmGnCGTGGTAGCACCTTCAAAGAAATCCCCGTGAGTGTCTATAAGCCAAnAnAAAAAATACACCAAAA 

ACTGAAAAAGAGACAGGAGAAGAACCGAATCATTACAGGTCCTGAAATAAAATACACTAGGAmCTAGTGGAGGTGGAGAAACAGAAGAAACTCTGAAGA^ 

ACCCGTGAGGGAAGTTGCAAGCCAACAAAAAAGTCAAGGATCTAGAAGACGAnAAGGGAAGGTCGTCTCAGTGAAAATCCAAAAACCAGAAAAAAATGTO 

CCTGACCnAGAAAAnGNGAGAGCCCAAGTTGACTTCAGGGACCTGAACATCAGGNCAAAGAAGCATCATCAAATAATTCTGACACA 

>seoa8030.seq 

CGTTAGCACGAATCTTGAAAAGCCCAGAGATCCAAAGAGCCCTTCGAGCACCACGCAAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAGAAT^^^ 

GCTAAACGCATATGCAAAGACGATGCGCCGGAACACGATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGGTGCTGCAGCAGCGGNN 

AfGAGAAGGCGGGGGnGCAGGCAAGAAGCCTGTGGTAGGTAAGAAAGGAAAGAAGGCTGCTGTTGGTGnAAGAAGCAGAAGAAGCCTCTG 

lal^GAAAGCAGCCCCTGAAAAGAAGCCTGCAGAGAAGAAACCTACTACAGAGGAGAAGAAGCCTGCTG^^^ 

1511 1 1 II 11 IGAATAAAGACCTGAnATACAGGCCGGGGGGAA 

5=^088031 .seq 

MtCTAGAGGCCAGAGGAAGAGGCATTGACAnmAAATGCTGAAAGAGAAGAGCTGTAAACATTAAATCCmATCAGTGAAAG 
Cy^ATGAAGGAAAATTAACAGAATnGnGCTAGCAGAACnCTClTGAA^^ 

>l4oa8032.seq 

frjSIVGAATGTTAATGTCAATCATGCCAGTGGACTAGCACATGGNAGACGCnGNAACCCACTCACACCAAT^^ 

gCCCTGTGTGCACCAATCTTCGCCAGAGGTCCGGAGGGCCCTCTCGTGAGTTNCAGGTTnGGAGCAAGAGCTT^^^ 

i^CGCCCTTGGAGAAAGCTGTTTnCTTTAACTAAAAATAACCAAAAAAAAAM 

^||oa8033.seq 

feSCTCTGCTCCAAATCTGAACAGTCACTGTAAATCATTCTTAAGCCCAGATATGAGAACTTCTGCTGGAAAGTGGGACCCTC^ 
IM:CTATGCCCAAAGAACAAATAGTTAAGGTGGGAGTGGAACCACATGAGCCTGCTCAGCTCTGCATAAGTAATTCAAGAAATG 

pCTAGAGGnNTGATAGGAAGTATGnTGmGnAGTGTTTAGAAATATTAAGTACTCTTGATACAAAATATACT^ 1 1 1 i lATAAAAGTGTTGGAGCAAAATAAT 

|§CGTGGGTTCTATGCATATATGGAnAGCTATAAAAAATGCAATAAGATG 

>seoa8035.seq 

GACTGATAATGCATGGATGGAGACAGAAGCTGTGAACTACCATGACGAAACAGGTGAGATAATGGATAATCTTATGCTAGAAGGTGGAGATGATGCTGGAAM 

TCAATGATAAACTGAAGCmATGCCAGTCACTCTCAATTCATCAAACnGTGGCTGAGAAACGAGATGCACACTGGAGCGAGGACTCTGAAGCTGACTGCCATGCGnGTAG 

GGTCTCCGTGTAAGCCAAAGGCCCACAGAGGAGCATATACTGAAAAGAAGGCAGTATCACAGAAnATACTATAAAAAGAGGAGGGTAGGCCACTTGGCCTAm^^ 

TTGCAmAAGAGTGNTCGCATCAGAATAACATGAGTAAGATGACTGGACACAAAATnTCAAGCTCTTGGTCAAAAGGAATATAAAGTAATCAT^ 

GGCmAAAmAAmAAACAACTAATGGTTTnGGAGGAATGTTAATCGGAATAAGGANAAATCTTTGAC 

>seoa8036.seq 

CGGACTTCACGTCATOTTGGCTCAACTTTCCTCACTATCTGCTTCATCCACCAACTAATAmCACmACATCCAAACATCACmGGCTO 
TAGATGTAGTTTGACTATnCTGTATGTCTCCATCTATTGATGAGGGTCTT 

>seoa8037.seq 

GCCGTTGCATATATGCAATGNnGATAAACAAACCTACTGTGCACACAGATAACAAGGAmAGAAGnAAnCCTACCGGGACAAACAAATACTCATGTATAGC^ 

CGGTGTTGAGTTTTAGGCTGTAAAAGTTGAGTGAAATGTGAAGAACTTTTTAAGGTCCAAAAGGAATTGAGAAAGAGnGGA^ 

nCGAGCTTAGAAAACAATGCATGTG 

>seoa8038.seq 

AACAGnCAGCTGACATANTAACTTGnGTTGAAGAGCTATnAATnGAATAGAATCTGAGCCGnACAGTGGTAGGAAGATmATGTAA^ 
TACCTTTAAGATCTAAAAAGATAAGACATCTGCCATTAAAAAAAAAAAA 

>seoa8039.seq 

TGTTTTnnCTmAAATGTAATACCTCCTCATCTnTCnCTTACACAGTGTNTGAGAACAnTACAn^ 

CnCTGACAGTCCTAGACTGGTCTTCTACACTAAGACACCATGAAGGAGTATGTGCTCCTATTATTCCTGGCmGTGCTCTGCAAACCCnCmAG 
AATATGATGCTGAAGGATATGGGAAGACACAGATGATGATGATGATGATGATGATGATGATGATGATGATGAGGACAACTCTCTT^ 
CATTTGACTGTTCCAATGTGGCCATTNGGATGCAGTGCTATTGACGAGTGAGATTGGTCAAAmAGGGTTGACCTOGNCCCAAGCAA 
AAAACAATAAAATTAAGGGAATC 
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>seoa8040.seq 

AAGGCTTCTmCATTAnTmATGmCACnATAAAGTCTOGGTAACTAGTAGGATAGAAACACTGTGTCCCGAGAGT^ 

TTAACTGCAAGAAGAGGGGGGATACTTTCAGCmCCATGTAACTGTATGCATAAAGCCAATGTAGTCCAGmCTAAGATC^^ 

CATGAACTCCTGATGGAACAATAAGAGGCGCAAGCCTGTGGTATGATGTGCACACnGGTAGACTCAGAAAAAATAGTACTCTGATAAATGG 

TTGCTTGGCTGAGTGAAAGGAATGATATCATATATTGATmnCCATGGAGAmAGGTAGGGCTnTTATATACCAGGGATGANCTGGAG 

TGGACAGTCGCTGCNCATATnGAAACGnATAnAAGACnrCCAAAGA 

>seoa8041.seq 

TTCTAAATTCTTGAAGTCTGGTGATGCTGCCAnGTTGATATGGNTCCTGGCAAGCCCATGTGTGTTGAGAGCnCTCAGACTATCCACGmGGGTCGCmGCTGn^ 
GACAGACAGnGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATA™^ 
CTGCCACCCCACTCnAATCAAGTGGTGGAAGAACGGTCTCAAGAACTGmGGTTCAATTGGCCATTTAAGTTTAAGTAGTAAAA 
TTCAGAAGGAAAGGAGAATGTTTTGGGGGACCACmGNTmCmnGCGGGGGCAGGTmAAGTTAn^ 

>seoa8043.seq 

TmCAGGGACTCCTGATCCTGAGAGATCTGTTmAAGCCmCATAmGTGCCACATAmCACAACTATTGGATACCAGTTCACCAACAm 

AATCACAmTAAGCCTGACAGAAGACACCCACTCTACCAAAAACATCAACAGGGATTGGAAGTAGTAAATAATAATGAGGAAAAAGCCAAAATAATGnGG 

GAGAAAGACTATTCAGAGAGATGGAATGAATCCnCAAAACAAGCATCTTGATGTGGAGAAAATTGGTAATCTCTTTCCTCAGTGACAAAAGATGA^ 

AGGTCTTAGTGATCATATGGGCAGCTAATAnAGGTCnAAGNGATCAGGGGGCAGTAATCnCAAGNCAGAATCTATGACCTTGGTAAATOTATAAACC 

TATTCCnGGATAGGAAnCAAGGGGNATCTTGACTATTAAACCTCC 

>seoa8045.seq 

TGTGATCAGCTACAGCnGTCACCGTTCGAGCAGCGCGGCTATCCGCACGTCnCACTAAAGGAATCCCCAATGnCTGCGCCGCAnCGGGAGTCTncnTCGCGTGGTGCCGC^ 

GmGTAGTGTmATCnATCTACACATGGGGGACTGAAGAGTTCGAGAGATCCAAGAGGAAGAATCCAGCTGCCTATGAAAATGACAAATGAGCAACGCAT^^ 

CTGTCTCTGAAAGACCmCTCTGGAAGAGGAAGTCTGCAnGTAGTGTCTCAAAGACACAATAAACTTCCTATGGTCTGCAAAAAAAA^ 

>seoa8046.seq 

ClTnCATCTGTCCTCAnCTCTGCGCCTnCGCAGAGCnCCAGCAGCGGTAT^^^ 

(!^TGGGAAGAAmGCCAmTCAGTGGAAAACAAGTGGTCGTTACTAGCTAAGATGTGmGTACmGGATCTGCA 

iSfcATAAGGATGmCAGTCCTCCAmAACAGATATGAAGAGCATmAAAGAGGTGCAGCTCTGGAAGTGGAT^^ 

Ip-ATGACGGGGG 

Mloa8047.seq 

T^'TGGTGTCATATGGNTCAGAGGCACAAGTGCAGAGGCTGTGGTCATGCGGAACACTCTGTTAmAAGATGGCTATGCAGA 

^GCAAAGATTAAAGCATGAAATGTAAAACATCTGATAAAACnACAGGCCGCTACACCAAGAGTGTATCTGTGAAAGGGCTCCT^^ 

G^nGCCTGnCTAGAAnGNAAAGAnGGTAATnCCTTCAATCTCTAGTGACAACACnAAm 

\M 

:^seoa8048.seq 

&QATATGCAGCCAACCAAGATGCAAATGTmGAAATGATATGACCAAAAmTAAGTAGGAAAGTCACCCA^ 

MfeCATGATCTTGnACTGTGATATmAAATATCCACAGTACTCACTTmCCAAATC^^ 

ftATACGGAAAAAAAnGTATTGAAAACACTTAGTATGCAGnGATAAGAGGAATrrGG 

l!J 

>^oa8049.seq 

tM*CAAGAACGTCCTAAAACACCTATGGCTTNGACmGTTATTGATCCAGAnAnTTCCTTGCAnGGGGAAAAT^^^ 
fmGACGAAGACAAACTGCCAATACAAAAGCCCACTGATAGTAAnATATAATGAGAAAAAAATGTATCCAACTAGGACAGAT^^ 
ffGGAAAATTCTATmGTGATCTAGTCAAGCCACAGnATCAAAGGGCTACATTnCAGTGTAAGATAAATGGAT^ 
etSTTCCAAGAGCATCTGGAAA 

>seoa8050.seq 

TATCAAAnGATAGTAACAACAGANGCATAATmAGGAAGGCTTTCGCAAGACCTAGCCTmAAGAGAGGTTTTTAACCTGNAGCATG^ 
GATGAAACGTAGTHCTAGNTATATCATTACnAAAGGGCTNAAAAAGAAAAAACTTAGCAAACTTTTGAATCnTCT^ 
ATTnGGGATCTGAATATAATTCTGGTAAACAGCTGNCnCATTmCTCCTCTAAAGAACTTAATTCATTTGTACATAAA^ 
ATATTTACATATACCCAAAATTACTTATGCTCATATATTAAGGATG 

>seoa8051 .seq 

ACCACAGAAAAACACAGTGCCTGATCTCTCTCnAAGACTAGCATAGCATATAGTOGTGTATATAGGGCTCTCTATGGGGCACTAGAAAACGTGTGTGTCCAATCATAA^ 

CTGTGTGTAGATATGAGAAGGACATAATGTCTGCCTCCAGCCTTAAAAATTAAATATGAAATAGCGGGGTGCAGTGAGTCATGGCTGGAATCCCAGCACTNTGGGAGGCTGNGGCGAG 

TGGNCGCGTGATGCAGGAGGTGGAGCGGGCGTGGCGGACATGGGGAAATGCGTCTTTTGTAAAAAAAAAAA 

>seoa8052.seq 

AGAGAAAAACTACAGGCTGTOATGCTGAAGAATGGAATGTCGnGAGGGAAGATGGGTATGAGATGAATGGACAAATGCTGTGGTGAACTTCTOTCG^^ 

ACCACTACAGCAGAGTAAAGCATGTCCAAGGAAGGATGTGCTGmCGTCTGAnTCCAGTACTGGAACTAAATAAGGnCAnGTGCGTmGT^^ 

TGATAmCACTACAGCnTGATGAATAAAAAGTnTGTAAAACAAGCTTAAGAATCCAAAT 

>seoa8054.seq 

GGCATGATCnCAGTATGATCnGTGCTGTGCTATCCGCAGGAACCGCGAGATGGTCTAGAGTCAGCnACATCCCTGAGCAGGAAAGmACGCATGAAGATTGG^^^ 
C 

>seoa8055.seq 

GAGTGGGmACTGGTAAATTATGnAmmACAACTAATnTGTACTCTCAGAATGTTTGTCATATGCTTCnGCAATGGATATm 

AGATATAAAGAGAAnACnCAAAnGAGTAAnCAGAAAAACTCAAGAmAAGnAAAAAGTGGGnGGCTTGGGAACAG 

GGAAATTGAATGG 
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>seoa8058.seq 

CTACCATGGCTCCCGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTGCGAAATCATATGGCTGTAG^^ 

GmCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATnCTACAGAAACTACGATGTCATGAAAGATnTGAGGAGATGAGGA^ 

GGAATATAAAGAATTCnCAGGTTGAAnACCTAGAAGnGNCACTGACnGTGTTCCTGACTATGACACATGAATATGTC 

>seoa8059.seq 

AATCCAGAGGAACAAAGCATGTNTCTCTGCCAAGATCCATCTAAACTGGAGTGATGnAGCAGACCCAGCnAGAGTTCTTCmCm 

CAGCnCAGCTCAACTCACAGCnCTCCAAGGATCACCCTGGGAGmCCTGAGGGnTTCTCATAAATGAGGGCTGCACAnGCCTGTCTGOT 

TTTAAATGAAGTGAnCTAAGATTTGGGTTGGGATCAATAGGAAAGGATATGCAGGCAAGCAAGATGCAAATGGm 

>seoa8060.seq 

AAATACATACnCGAGGATTGACTCTATATAAGGAGCGTGGAGAAGTCTGnACACATATTmGACCCATATTAm 
GCTAATGTAAGGGCATCTGTAmAACTCCnGGAGGCATGAATnCTATCAAAANGTCTTTGACTGNAACAG 

>seoa8063.seq 

AGCACGAGGAAACCGGCAGACAAGATGnnNTCmGAAAGATAGAAAGTAATACAACTACGCAAAAAATANAGGCAATAGGGTACTAAGATA^^ 
AANTnAATAGCnAAGATTnAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAAAAAAAAAAAAAA 

>seoa8065.seq 

GCGCCTCmGTATnATTGGAAGTGGAGCTACTGGAGCAACACTGTATCTCnGGGTCTGGCATTGTTCAATCCAGATGnTGNTGGGACAGAA^ 

TGGGTCCCAATGATCAATAGAAGNTCTACTCAGTGAATGTGGATTACAGGAAGCTGAAGAAGGAACGTCCAGAmCTAAATGAAATGmCAC^^^ 

CnCCAGAAGCCACATCCGCACAATnTCCACnAACCAGGAAATATTTCTCCn 

>seoa8066.seq 

GACAGCAAAAATGACCCGGGAATGGAAGCAGCTGGGTTGACTGCTCAGGTGATTATCCTGAAGGATCCAGGGCAAATAAGCGCCGGCTATGCCCCTGT^^ 

/^AnGCATGGAAGTTTGCTGAGTGAAGGAAAAGATTGATGGGGGTCTGGNAAAAAGCTGGAAAGANGGCCTAAANTCTTGAAG 

qpGGCATGGGGGGTGAGAGCTTCTNAGACCATCCACCTTGGGGCGGmr 

>@)a8067.seq 

dolAAATCAACTmAAnGGCmGAGAAGTnGAGTTAATGAmTGAATTGCCCATGm^ 

A^GCTGNAATCCCAGCACTTNGGGAGGCCGAGGNGGGAGAATCGCTTGAGCCCAAGAGmGAGACCACCCTGGGCAATAAAGTGAGACCCCATC^ 
ifipAATAAG 

>^epa8070.seq 

/fgCCATCnGCAGGACGACAnGAAGACCGGTCTTCTGnGATCTAAGATG^ 
qffTTCnTGTTTnACmGTCCmGCTATCTGTGnATGACTCAATGTGGAmGmATACACAT^ 

>|epa8071.seq 

Tf^rfCTAGCCATmNCTnGCAAAmCATACCTTCTTAAGAGTGTAT^ 

TlirrnCTATTGATACCTGTnTAAAAATATmCCAAGGAAGTTGAT^^ 

T^GCTCnCGCAATACATCATGTCCAAGGGGATACCTATTGTCTCATGACACCCAAAAnGGA^^ 

>ffi)a8072.seq 

ATSTCTCCmCCAGGCGGAGACCTCNGCCGCAAACATGCTCCGCCAGATCATCGGTCAGGCCAAGAAGCATCCGAGGTTGATCCCCCTCTn^ 

QA0CAACACTGTATCTCnGCGTCTGGCATTGTTGAATCCAGATGTnGTTGGGACAGAAATAACCCAGAGCCCTGGAACAAACT^ 

GMTGTGGAnACAAGCAAGCTGAAGAAGGAACGTCAGATnCTAAATGAAATGTnCACTATAACGCTGCm 

> seoa8 073.seq 

GTTTTCTmCAAAGAAGCATCTGAACAGnGCAmCTATTnCCTATCCAAAGGCATCCACATGTAAGT^^^ 

TnGCmACCTAGAATGAmGACACACTCGTGGGAACTGAACATGAATGTCAAGTAGTAGTCTAAnATGGGAAGGGTAAACGNGNTAGA 
AAACTATGGAGTTGG 

>seoa8074.seq 

GTAAATAAGnGATGGTGGATGGTGGGTnNAGGmCTCTCTATTTGAGTAGGAT™CNTGATAAGCAAGGGGAGGCAGCTAGAAGAAATCA^ 
CCAGAATGAACTCATGCTnGCTTATAGACACAGTOCATATGGAAATACTOTCGATAAGGGAATAGGCAAATGnAGTATACACCGTATAm^ 
GAAGCAACAACACCCCAGTAGATGAATGTACCCACTTGCCAGATGnGAnTCTAAGACCATTCTCCAGTAAAAAGGAAGTAAGGCTCCTTGGAGAM^ 
GGGCAGGAAATACACAAAGNGAGCATGGGGCATCTTGCAGTGGTAGAAAGG 

>seoa8077.seq 

GGAGCACCCCATCATATAAAAAACnNAATTATATnAAACAGTAAGTCTnGGATTGTTTTGCCnnAATTTCCATATOCATAANAAT^^ 

AATTTTAGATAAmCTCAnGTATTCATGNGAAAmGNTTnACTGCATGTGCGGGnGGAGGGCGGGTTTTCACnCTGATO^ 

TGNAGNTGGGGGATTGCAGNnATAAnCCAATAAATGGGGGCAAATTCAATAATAACATAATACAAATGAGT 

>seoa8078.seq 

CAGAGGAACAAGCATGTNTCTCTGCCAAGATCCATCTAAACTGGAGTGATGCNAGCAGACCCAGCTTAGAGnCTTCmcmCTTAAGCCGTTTGCTCTC 

TGAGGTCAACTCACAGGTTCTCCAAGCATCACCCTGGGAGTnCCTGAGGGTmCTCATAAATGAGGGCTGCACAnGCCTGTTCTGCTTCGAAGTAnCA^ 

ATGAAGTGAnCTAAGATTTGGmGGGATCAATAGGAAAGCATATGCAGCCAACGAAGATGCAAATGTmGAAATGATATGACCAA^ 

>seoa8080.seq 

ATGAAACTGATGGTACI i 1 1 1 1 1 CACCAnGGGCTAACmGCTGCTAGTNTTCAAACCATGCCTGCAAATCGCCTCTCTTGGNACAGAAAGATACTAAAAGATCACAACTGTG^ 
TTCCGGAAGGAGTAGGTGACCTGACACAGATTGATGTCAATGTCCAGGATCAnTCTGGGATGGGAAGGGATGTGAGATGATCTGTTACTGCAACnCAGCGAAnGCTCTGCT^ 
AAAAGACGTmcmGGACCAAAGATCTCmCGTGAnCCTTGCAACAATCAATGAGAATCTTCATGTATTCTGGAGA^ 
ACTGCATTTCTAGGTTTCTATATAGTGGAATAGAG 
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>seoa8082.seq 

GACATCTGACGACGTGAAGGAGCAGATTTACAAACTGGCCAAGAAGGGCCnACTCCnCACAGATCGGTGTAATCCTGAGAGATTCACATG^ 

AGGCAATAAAATTTTAAGAATTCnAAGTCTAAGGGACTTGCTCCTGATCnCCTGAAGATCTCTACCATnAATTAAGAAAGC^^ 

AGGATAAGGATGCTAAATTCCGTCTGGATTCTAATAGAGAGCCGGATTCACCGGTTGGCTCGATAnATAAGACC 

>seoa8083.seq 

CTTAAATGCTACCCAGCATCTTAAACCAGCTTGGTGCNGGATAGNCTGACTAGTnAAGGAGACTGGCCGAAGCTCTGCCCAAACAATCT^^ 

GAGAGGATGATGATGATGAAGnCCAGATCTTGTGGAGAATTnGATGAGGCnCCAAGAATGAGGCAAACTGAAnGAGTCAACTTCTGAA^ 

CTGCTATmATAnATGACTGCnmAAGAAATTTnGmATGG^^^ 

>seoa8084.seq 

TAACGAAAGGAGGGACAAGTNTTGTAAGGAnCAAACCATnGCCAAAAATGAGACCAAGTGCATTTACTCTGnCCTGGCAnGATO 
AnnCCCNTATCAAmATGGGCAATCATCACCAAACTGTGCACCAGAATGTAACTGCCCTGAAAGCTACCCAAGTGCCATGTACTC^ 
GTGCCTCCTGGAATCAAGTATCmACCnAGGAATAACCAGAnGACCATAnGATGAAAAGGCCTTTGAGAATGTAACTGATC^^ 
AAACTCCA 

>seoa8086.seq 

ACTTCAAAGATGTTAACAGTAirnAAGAAGTTGCTGCNGATTCCmGGCCACTGTAmGTTAAmCnGCAATn 

CnAAAAATGCAmAAGnGTAAACGTCTinTAAGCCmGAAGTGCCTCTGAnCTATGTAACnGnGCAGACTGGTGn^ 

TTATAAGCCAGACAATTCTAATGGTAACTTTTG 

>seoa8087.seq 

AGTAGCTCAAGTTAmAAATNTGirmCTAACTGGGGGAAAAGAnCCCACCCAATTCAAAACAnGTGCCATGTCAM 

TTAAGACnGACAGTGGAACTACAnAGTACACAGCAGCAGAATGTATATTAAGGTGTGGCnTAGGAGCAGTGGGAGGGTACCAGC^^ 

ACGAGTAATATGCCTGCTAmGAAGTGTAATTGAGAAGGAAAATTnAAGCGGCTCACTGACCTGCCTGTAGC 

ISoa8088.seq 

tgfllvCAAAACTAGGCTGTCCCGAACCCCNGGTAATAGAAnGmACCmATACCAAGAAGGnGGGAAAG^^^ 

^GCTGTAAGACCTAAAGnCTOTGAGATTGTCCAAAACAAAGAAACATGTCAGCAGGGCCTATG^ 

TffCGAGGAGCAGAAAATCGnGTGAAAGTGTTGAAGGCACAAGCACAGAGCAGAAAGCTA^^ 

W^oa8089.seq 

C^ACCTTCTCAAACACACACCATCAGAATTCAATATTCAGCTGCCAGACTGGCTTATCAAGACAAAGGTGTC 
GtSGmCCTCAGCTATATCACTGCCCAACATCAGAAAACCTGACGGCTATGAnACTATGCCTmCT^ 
K&ACTCGTCTGGGCAGACCTOTCCAAAGTCTGGTACAACTGTCCnAGACTGATC^^ 

m 

?!seoa8090.seq 

feTAACnCCATGGCATGGATCnACCCGTNACAAAATGTGTTCCATGGTCAAAAAATGGC^^^ 
KrCTGTGTTGGTmACTAAAAAACGCAACAATCAGATACGGAAGACCTCnATGCTCAGCACCA^ 
liGACAAATGACnGAAAGAAGTGGTCAATAAATTGAnCCAGACAGCAnGGAAAAGACATAGAAAAGGCTTGNC^^ 
^TGCTGAAGAAGCCCAAG 

^oa8092.seq 

IfOAAGCCATGAAGNnTCACCAAGGCCATGGGCACCATGAACAGACAGCNGAAGnGCCCCAGATCCAGAAGATCATGATGGAGmGAGCGG 

S^GGAGATGATGAATGATGCCAnGATGATGCCATGGGTGATGAGGAAGATGAAGAGGAGAGTGATGCTGTGGTGTCCCAGGTTGTGGATGAGCTGGGACnAGCCTAACAGA 
fcfGTCGAACGTCCCCTCAACTGGGGGCTCGCTTAGTGTGGCTGCTGGTGGGAAAAAAGCAGAGGCCGCAGCGTGAGCCCTAGCT 

GAACCTG 

>seoa8093.seq 

TGTnACAAGAACTGGTTGATTCTGGGAGGGATCTNGCTACAGTCTCTTTnATATGGATATGTACATGTCCTATTC^^ 
ACrrTAGGTGTCAAArrTGGTGTnCATCACAnAAAAGAAAAAAAAAA 

>seoa8095.seq 

GAGGAATOCTACTCNnCTGGGCAGACCmTCCAAAGTCTGGTACATCTGTCCnAGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATA^^ 
AACATmAnAATAAAGAATATTGACATGAGTATACCAGTTTATATATAAAAATGTTmAAACnGACAATCAnACACTAA^ 
AGACCAmAATTAATAnTCCTCTGmAnCCTCCTCTCCCTCCCAnGCATGGTCACACCTGTAAAAGAAAAAAGAATCAAAnGAA 
CACnACCCTAGTCATTATAAAAA 

>seoa8096.seq 

TAGTGTTAAGCGGAGAATACANCATGAACATTCACAAGNGCATCCATGGAGTGGGCnCAAGAAGCGTGCACGTGGGGCACTGAAAGAGATTCGGAAAmGGCATGAAGG^ 

GAACTCCAGATGTGCGCATTGACAGCAGGCTCAACAAAGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCGGTGTGCGGGTTGTCCAGAAAACGT^^ 

GATTCACCAAATAAGCTATATACmGGGTACCTATGTACGTGTOCCACmCAAAAATCTAGAGACAGCAATGTGGA^^ 

>seoa8097.seq 

AGCCAAAGACTGTAAATAmATnATGTGnCACATGGTCAAAAmCACCAGTGAAAGCCTGCACTTAGCTAGAAGCTCAnTnAM 
GTTnCTGTAAAAAAAAAAAG 

>seoa8098.seq 

TCmGAAAGATAGAGAnAATACAAGTACTNAAAAAATATAGTCAATAGGTTACTAAGATAnGCTOGCGnAAGTm 
AGAGTTAGAAGAGTAGCATGAGAGG 

>seoa8099.seq 

TnGATAGGAGGGGATGGTANnGGTGTAAGnGGAATAGATTGCnCATCTOGTAATAAGATGATGAGTCTAGnAGGAGAAAANAGAGAnGAAT^ 
GAGTAAAGATGAGCAGATCTCTGCCTGGTTTTGTGAAAAAGAGTOGCACTGGTAAATAGAATATnCTACTCCTACACCATTC 
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ACACAGAncnCCTCGTAGTAATTCATAGTGCACTAGGTGAAAGAGATGAAGTATGTAnAAAAGTCAATGTGATGGCA^^^ 
GAAGAGTGACAGTTCAGTTA 

>seoa8l01.seq 

ACmATCTGAmGCACTCATNACTGAnCCATAmAnCACTGGCCTGACTCGGAACTCATACT^^ 

>seoa8102,seq 

GAGAGAGCGAGCGAGAGAGATnCCTTGNTNinCTCCCAAGGGCGAAAGNCAnGGAAmNCAAATCATAGGGGAAAAGCAGTCCTGnCTAA^^ 

ACAAAGAAGGAACTAAGAAGCAGGACAGAGGCAACGTGGAGAGGCTGAAAACAGTGCAGAGACGmGACAATGAGTCAGTAGCACAAAAGAGATGAC^ 

CCTGGNTGCCTCTGAAGAAACTGCCnCATTGNATATATGTGACTATTTACATGTAATCAACATGGGAACnTAGGGGAACCT^^ 

>seoa8104.seq 

GCTCTTOCGTGCTATAGGACCnCTCAAACACACNNTNTCAGAATOAATAnCACCTGCCAGACTGGCTNATCAAGACAAAGGTGTCCTO^ 
GGAGAGGACnCCAAATGTGGnACCTCAGCTATATCACTGGCCAACATCAGAAAACCTGACGGCTATGATTACTATGCCTmCT^ 
GAACAGCAAGAGCAATTACTACTCGTTCTGGGCAGAGCTTATCCAAAGTGTGGTACAACTGTGCTOGACTGATGAGCA^ 
GGCACTGAAAAAAAAAAA 

>seoa8105.seq 

TGGAGATnGATGAGAAGAGAAAnCCATGGAGGCAGGCmCCCAAGGAAATAGCTGAAGAGTnCCAGGGAnGACTCAAAGAnGATGGTGGTTnGAAGAAm^ 

AnTCmACTGGATCTTCACAGnGGAGmGACCCAAATGCAAAGAAAGTGACACACACmGAAGAGTAACAGCTGGCnAAnGnGAAAGAGATA^ 

CACTTTAAATGAAGCTAATAAnCTNCACCTAAGTCTCT 

^seoa81 06 seq 

TGnAATGTCTATCTTNTGTCTCmAACCNTGTATATCTGCTGmTGCTmGGATAGATmCTAATTAGAAGTCACATGATm^ 
ATACTCAATAAATAAATGACTGCAnGTTGTAAAAAAAAAAAAAAAA 

I:^oa8107.seq 

MTACAATAGCCTTCATmGAGAGGATAAATrCACCCTCCTCAAATAGnGTAAATAGTCCATTGCTCACTAGGAATG^^ 
flbGAATAGnAGGAAnAGATACmCACGTAGTGnAGAAnAGGTACTGAAACCTCCTGAG™^ 
^TTnGACAGATGGTAmATAAAATnACACAAATATGnACAAAATGGAAAAGATGTTGCTATCCACT^^^ 
PVCGCAGCTCATCTGCAGCTTACTA 

ii^^a8108.seq 

iiGATGAACACTTTnGCGAGCCGTCGGACCCTGAGCAGGAGACnGAACCAACATGCTGCTGGAGCTCGCAAGGNCACNNnCAATAGGA 

ifAGAnGGGACCACCACCTGCCTCCACCAGCTGCCAAGACTGTGGnGAGAACGTCCCCAGGACAGTCATCAGAGGCTCTCAGGC 

torGAGGAGGAGGAGACTGCCATTGAGATGCCTTGCATCACCTmCCATTCCAGCTGCATTCTGCCCTG^ 

JGATGACG 

^oa8109.seq 

liTAAnCAAnCNTATAGGCNCGCTGTAAGAACnAGTCNTAmGACTTTmATmATG^^ 

iGCTGAAAGCAAGATGTGnCCnAnGNGAAGAGCGACAGAACTGCGTGCTGCmCCACAGCTATAATGGACATCAGGTGACTCTAAANCAAGGAT^^^ 
I^CACAAAAmCACAATGACTGCTGAGGAATCATTCTTTTTGCCTGTAAAATATAACA^ 

S'^oaSHO.seq 

pTCTGCTGAGGGGGCAmTGGAGGTTGAGGAAACCGCAGATAAGnnTnCTCTTTGAAAGATAGAGATTAATACAACTACTNNAAAAATAT^ 
WGCGnAAGTTmAACGTAATnTAATAGCTTAAGATmAAGAGAAAATATGAAGACnAGAAGAGT^ 

GATGAAGCncnCATGGAGTAAAAAATGTATTTAAAAGAAAAnGAGAGAAAGGCTACAGAGCCCCGAAnAATACGAATAGAAGGGGAATGCT^ 
AACAGGTAAAGGTTAGTTAAAAAGT 

>seoa8111.seq 

CnCTGCTGAGGGGGCATmNGAGCTTGAGGAAACCGCAGATAAGirnmNTCnTGAAAGATAGAGAnAATACAACTACTNAAM 
TAGCGTTAAGTmTAAGGTAATnTAATAGCnAAGATTTTAAGAGAAAATATGAAGACTOGAAGAGTAGCATGAGGAAGGAA^ 
GATGAAGGTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTAGAGAGCGCGGAAmATACCAATAGAAGGGCAATGCTm 
TAAACAGCnAAAGTTTAGnAAAAAGnG 

>seoa8113.seq 

AATAnCnGCmCAATCAAmATACTGAGCCGNAACmAGGAmCTGCTAnAAATGCATGCTCTCTATCCTGCTTCAGmGTGGG nTG 

TCCTCTTTTGTACAACAAAAAACTCAnCTCACmACTAAATATACTGTAGGAGCATGAnGATGGTATTTT^^ 

CAATGATGCTATAACTTGGGATGGnGCATGATGTGAAGGTTmGAAGGAGNGAAAAAGGGGTACTATGTTm 

>seoa81 14.seq 

TGTCTGAGAAACCCGATATGGCTGAGATCGAGAAACCGGATAAGTCGAAAGTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTNCCAAAGAAACGAT^^ 

AAGCAGGCGAATCGTAATGAGGGGTGCGCCGCGAATATGCACTGTACAUGCAGAAGCATTGGGnGTOTTTTAGnGmTAGCTGTNTAAGm 

AAGNNTAAATGAGTGNGCTGNCCCTTTCAGATCAAAGAACTACTGACAACGAAGGCCGCGCCTGCnTCGCATCTGTCTATCTATC^ 

>seoa8115.seq 

ATAATGAAAGCTAAGCCTCGGGGTAAnTCCCCATAGGGGTGGGGTGACnCCCTGGTCACCAAGGGAGTGCATGGATGnGGGGTnCCmAGCTmCT^^ 
ATCCACTTAAGncmGATTTGTACGATTCCTTCAAATAAAGAAATTTGGTACCCAGAA 

>seoa8116.seq 

TGACAAACCCGATATGGCTGAGATCGAGAAACCGATAAGTCGAAACTGAAGAAGAGAGAGGGGGAAGAGAAAAATCCACTGCCTTCCAAAGAAAC 

GGCGAATCGTAATGAGGCGTGCGCCGGCAATATGCACTGTACATTCGACAAGCAnGCCTTCTOTnTACTTCTnTAGCTGTnAACm 

TAAATGACTGTGCTGCCCnTCACATCAAAGAACTACTGACAACGAAGGCCGCGCCTGCCmGCCATCTGTGTATGTATCTGGGTGGCAAGGGAAG 
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>seoad118.seq 

TTAGCTACGGCAATCCTGAACTCCCTGAAGATGTCCnGATGTGCAGCTGGCAnCCnCGACTO^ 

ATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAATGAAGGTGAATTCAAGGCTGAAGG^^ 

GTGCACGAAACAGACTGGGGAATGGAGCAAAACAGTCTmGAATATCGAACACGCAAGGCTGTGAGAC^^^ ^^^^^ai^ 
>seoa8119.seq 

TTGCTACCTAGTTFGTTAGTGCATnGAGCACACATmAATmCCTCTAAnAAM 

AATATCCTAGGCATCTGCTGTAATAATATTnAGAAAATGTTTGGAATTTAAGAAATAACnGTGTTACT^^ 
AACA 

>seoa8120.seq 

GACAAACCAAAACAnCAATAGAAGGGGNGGAAGATNAAGTCAAGAGACTCTCCCAGAAAGTAGAANGAAAAGAAAGACTCAG^^ 
NGGNAGATCCAAAAmAACTAAGACTGTmNTAGANGAAAGAATGGAAAAACAAAGAAACAAACATO^ 

>seoa8121.seq 

TTGATACAAAATATACTmAAACTNCATAACCmTOTAAAAGnGNTGCAGCAAAATAATAGCCTCGGNTGTATGCAW 

GAAAATOGAGAAAGGCACAnTAGGGmATTmTACACnGGCAGTAAAATAGGGTAAATCCTATTAGAATm 

AAGTGGATAAGAAATGACmGAACCACTTTGCAAnGTAGATTCGCAACANTAAAAnGAAGATAAAAAAAAAAAAA^ 

>seoa8122.seq 

AGGAAGTGGCACACANCTCNGATGATGGGAACCAGGACACTTCCCnAnACACAAGGGGNCCTACTCCTGGCCNAGTGCTAATGTAGGCCAATG^^ 

CATAACTNCTCTTAACCAAGAAGCCAGTNTGGTAGGGGnCAAGAGAAACATCATNTGCNATGACCAGGTGAGAGAG vinini .v^ouamv, 

>seoa8124.seq 

GCCTCnGTAAGCGAGGAGACAAAGCNGTTGAGTGGNAGCAAGTGAAACTGTGGGGAGCATTCTGAAAATAGATGATGTGGTAAACACTCGATA^^ 

TMGATCANCAGTAnGNGGCTGGAATGGAAGAAGATCACCTTGGTGnCCnGNTTGGAAGATTATnCCTCTGAAT^^ 

TgAAACAATTAATGAAAATATTAAATATTNGGGmCAAAAGGGAGAmATCTTNTCCCAACAn^ 

>|^a8126.seq 

A|grACTTTGGCACTGACTACAGAAGCNGATCAAAATAACCCTNGGAAAAAGATATGTTGGGGGACACAAAGNAAGCCTC 

^JS^'^^^^^'^A^^^AGATAGnCACmCTACTGAAT^^^ 

TffipTGAAGGAACAATAATGATGAGA 

>sepa8127.seq 

(SGAAGAAAAnGAAATCAGCCAGCACGCCAAGTAGACnGCTCmCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGA 
^CTATMim^ 

>lBa8129.seq 

GlpAAAAACTANGAAACACTGTTGTAGACNACTGATTTmAAAAAAT^^ 
Cg[;TGAAAAAAAAAAAAAA 

H^8131.seq 

T^GGGGATACTAGACnCTAGCACCGTGNGTNCGATC™nCCCTAACTNCATGnGCTCCGTGAACACGGATGTGATGGTCAGAGC 

G||ATGTCCCAGGGATG6NAGTGCAATGAGCTAGAAGGATGTGAGTrCCTAAGGAGTGCATGGAGC ^f^^^^^i^ 
>seoa8132.seq 

nGGAGGATGCACTGGGCCTGCNGCGGAACAGGGCATGTGCCTGGAAGGCCTGGCACAGGCCCCAGAATTGAAGAAGTAGATTAAnCTr^ 

CGCTCACATCCTGTnCTGACTnGGAATGGACTCAGGAAAACTAGGCCCCTCmAAACCGGGTGATGTAm 

>seoa81 33.seq 

TCCTGATTCTTCCTITTCGGATACTATTGATGAATAAAGAAAnAA v. o . .. . . o i mmv. 

>seoa8134.seq 

AATATAAATATCATACCTNCTATATATATATAAAATOTNAAAAAGACTGAGmTAATACATGAAGAGNAGGAAAM 

CACACAATATGTAATAATOTACTnTAAAANGCCAGNAAGGIsiAATATATACAAATAGCTAATTAAAGCTTA^^ 
G 

>seoa8137.seq 

GGCACTAGNACAGCACTGTNGCAAAGTAmAAGCACCCCCCATCTCAGCCCTnAmTATCnGCATGTGGGGTAATGTGAGGATAATCmCAGAT^ 

AGCATCTNCCGAGAAAAATATCTCATTAAAAAGGCGATAAATAATAGGGGAGAAGAAAGGT 

>seoa8138.seq 

GACATTCCATGTTAAACTACGGTCATGTTCAGCTTCAnGCATGTAATGTAGACCTAGTCCATCAGATCATGTGnCTO 

>seoa8139.seq 

ATGACGGCTACCTGGCTAAAGACGGCTCGAAATTCTACTGGAGATAAACCTGTACnGCAAAGGGAAnTGAAAAAGATC^^ 
GAAGATAnTTTAAGAAGAATGACCATGATGGGGANGGCTTCATTTGTCCCAAGGAATAGNATGGATACCAACACGATGAAGTA 



■1- 
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>seoa8141.seq 
>seoad142.seq 



>seoa8146.seq 
>seoa8148.seq 

>seoa8149.seq 

TCACMGAAAmAnCTGTNTTAGmCCTGCGTGGTAAATCATAGAAAGAnCAAGnCAmGGGTTAAATGTGCTAATAGGATGTAGCTmAAATTC^^^ 

CCTTTTAATACmAAATGTGnAmGTATGGCCCTOTAAAGGTGmGCTGTAATTCTGTTAAAAGACnCGCC^^^^^^^^^ 

GJGGTACTCATTTCAGTATACCTGAACTGTACATmGTGCAATGCTnATCTAAAAGAATGACGCTCGGGAAAGCC^^^ 

>lSa8150.seq 
>sei3a815lseq 

a'S?SS 

>seoa8153.seq 
>S0pa8154,seq 
>^8156.seq 
>seoa8158.seq 

GGAAGACATAATGCTOCTTCCmCACAGATGGCATGATATACAT^^^^ 
>seoa8160^eq 

GGTGGGTGATTATTTmATACTGTATGTGCCAAAGCTnACTACTGTGGAAAGACAACTGTmAATAAAAGATTTACAAG I WiMAWbWM I IbfaFAIMTTAT 

>seoa8164.seq 

CTGCTAATACGGTATTATAAAACnACCTAGCTCCTGAATCTTCCTATCmTAGNCTAAAAAAATTAGGACATAGGCI^TCAGGTACC^^^ 
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>mioa0555a.seq 

AAATGTAGTTATmGACAAGTGTGATnGTrmAATTAATAAGATATCAGACTATACTAGTAACTGTCCTGTTGATM 
TCAGCACACCCCTACGCAACTCATGCmAGTCAGATGAAGGAmGGTnCATGnCAAGTGTGCCTTACCAGG 

>mioa0560a.seq 

GAmnGTATAAGGTGTAAGGAAGGGATGCAGmCAGCTnCTAGATATGGCTAGCCAGTmCCGAGCACCAmAnAAATAGGGAATCCm^ 
TTGTCAACGATCAGATAGnGTAGATATGTGGCATTAmCTGAGGGCTCTGTTCTGnCCATTGATCTATATATCTGTTTTGGT^^ 

AGTATAGmGAAGnAGATAGCGTGATGCCTCCAGCnTGncnnGGCTOGGAnGACTTGGCGATGCAGGCTCmnTGTnTCATGTGAACTnAAAGTA^^ 

tgtgaagaaagtcattggtagcttgatggggatgggattgaatctataaatogcttgggcagtatggcgatmcacgatattgancctggt^ 
aaacagacaaaactaaacttgttgctaaggtgtgtatatcaagtggctgaaacaataaagaaaagcaaggaactta™ 

>mioa0561a.seq 

ATGTCAATAmAGTAAAGCimCTmmAAmCCAGGAAAAAATAAAAAGAGTATGAGTCTTCTGTAATTCAnGAGCAG 
GCTCTGTAnAATCGCCATCA™CTGGTAAAGCCTCATnGAATGTGTGAAnCAATACAGGCTATGTAAAATTmACTAATGTCAT^^ 
AATTACTATTGTATACAAGCTTAATTGnAATAnCGCTAAACACAATTnATGAAGGGAGAAGACATTGGTnGTTGACAAT^ 
CCTCGTGCTAATCTACATTTGAGTATGGGAAGnATGTCATGGTATGGTTGAAT 

>mioa0562a.seq 

GTACACATGCTATCnGATACCTCTATATAGAATGTGTAGTCAGGAAATCAGGGTAATTGGGATATTCATGACCTCAAAGATTnCTTncm 
TGTTTTGAAATACATTGGGAGGCTGAGATGGGTGGATCTGAATGTCAGGAGmGAGAGTAGCCTGGCCAAGATGGTGAAACCGTGTCTGTACTAAA^^ 
GGTAGTGTGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGTGGAGGmCAGTGAGTCAAGATCGTGCCACTAGACTO 
GACAGAGCGAGAGTCCATCTCGA 

>mioa0563a.seq 

GmGTGnAAAnCAATCATGTGACTCAAAGAAATGAGTGTCTGTGGATGGAGAGACAGAATCATAATO^^ 
TGp4TGATAATTCTAATATCAmCTCTTTGTCCAAAACGCATGGTnATAAC 

>mi®8i0564a.seq 

TAfa-GAGATGTTTGCTGGGAACAGTGATAATGATAATGAGCATCATATTGAGGTAGAGGAAGAGGACTGGmGTGGGTAGTGGm 

TTTftGGCATGCAAAATAnAAGCTCAGAGCTTAGACACnGGTAAAAAACAAGGGTCTGTGTGAGGAGAGCTCTGAGA^ 

CCffiTAAACAGCATTAAGAAAAAAAAAAAAAAAAAAAAAAAAAA 

ifl 

>miBj0567a.seq 

CAMGTCTCCAAGAAAACACnCTGTCTTGATGGTCTATGGAAATAGACCTTGAAAATAAGGTGTCTACAAGGTGT^ 
CTWMTGGAAGAAAAACAACmCTGTTCTCAmACTAATGAAmCAATAAACTnc™ 

m 

>mjoa0573a.seq 

ATGACCTATTGGCnAACAGAGATCGAAATGGACATGAATACTATGGCGAnACTACCAACGTCACTATGAGGAAGACTCTGCAAnGGTCC 

GMCAGCGTCAAGTACGATGACTACTAACCATGACnGCCACACGCTGTACAAGAAGCAAATAGCGAnCTCnCATGTATCTCCTAATGCCnAC 

TAftlrCAGCAGATCTTTTCTACCTACTTTGTGTGATGAAAAAAGAAGAGTTAAAACAACACATC^ 

TWCAAA 

>rrfldi0574.seq 

T/fBAACAATGAGCTGAGGCTTTAnACAGCTGGTmGAAGnAAAAnGnGAATACTGATGTCm 
CiSAGAAAACATTGCCTAGATGTTCTGTGATTCTTGGCAAGTTTTATATATAnGTGTGCM 

S if;;? 

>mioa0575a.seq 

GAGGAAGGACGTTGGTGTTGAGGmGCATACGTATCAAGGACAGTAACTACCATGGCTCCCGAAGmTGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTGCGAAATC 
ATATGGCTGTAGCAnCGTGCTATCCCTGGGGGnGCAGCmGTATAAGTnCGTGTGGCTGATCAAAGAAAGAAGGGATACGCAGATnCTACAGAAACTACGATGTGAT^^ 
mGAGGAGATGAGGAAGGCTGGTATGTTTCAGAGTGTAAAGTAATCnGGAATATAAAGAAmCTTCAGGTTGAATTACCTAGA^ 
ACATGAATATGTGGGCTAAGAAATAGTTGGTGTTGATAAATAAAGAATTAAGAAATTAA 

>mioa3898a.seq 

ATAAGCGATTCTAAACCGCTGCTGGGTACTOCACAAATGGGTAAAGCCATCTACATAATATAGAAAGATATGCATATATCTAGAAGGTATGTGGCAnCACn^ 

TGAGAGAAATCATCTGACGGCCTATAGGCGTCGCCAGCTGAAAAGAAAACAATACCGTATGTAGnGTGGAAGCnATGCTAATATTGCGGAACTGATAnM 

ACCGTGGTGGAATAAAGATATTTTGAGCAGACTGTAAACAAG 

>mioa7636a.seq 

TTGTTCGCGGCCTATAGGCTACTGCAGCACTGGGGTGTGAGTTGTTGGTGGGACCCAGAAGGCTTCAGTTGTGGTGTGAAGGATATATAATAACTGAnGGT^^^ 

GAATATGGAAACTGAACAGCCAGAAGAAACCnCCCTAACACTGAAACCAATGGTGAAnTGGTAAACGCCCTGCAGAAGATATGGAAGAGGAA 

CTGATGAGAJGGTTGAAnACGCATTGTGGTTCAGAGGAAGAATGGTG 

>mioa7637a.seq 

AAGTAnGTACCAGAGTATTAAAAGATATGTAATATTTTATrGATAAATCTATCCTTTAAAAGGAATACGTmAGGATGCATCAT^ 

TTTATTATACAmAGTGTnCAAGAGATTCACnAATTGCGmnGCCCACGTATATTATGTAGTCTAmGCAACTGnCTTAAAA^ 

CATTAGTGGATGTTAAnGCTCCCCACCTATATTTATGGGTGmGCGCAACTGCnTGCTAGTTGCAAAGCTGTATOTCAG^ 

>mioa7640a.seq 

AnCATCTAGATGGTGCCATGACAATGGTGTGAACTAGAAGATTGGAGAGAAGTGGGACGGTCAGGGAGAAAATGGCCAGATGATGAGCTGCACATGTCTTGGGAACGGA^ 

AATTCAAGTGTGACCCTCATGAGGCAACGTGTOTGATGATGGGAAGACATACCACGTAGGAGAACAGTGCAGAAGGAATATGTGGGTGCCAmGCTC^^ 

CAGCGGGG 
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>mioa7641a.seq 

GGATACCTCAGCTATATCACTGCCCAACATCAGAAAACCTGACGGCTATGAnACTATGCCTmCTAAAGATCAATACTAT^^ 

TACTCGnCTGGGCAAGACCTTATCCAAAGTCTGGTACAACTGTCCTTAGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATG 

TTAATAAAGAATATTGACATGAGCC 

>mioa7642a.seq 

TGGCTGAGATCGAGAAATTCGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGATTGAACAGGAGM 

GAGGCGTGCGCCGGCAATATGCACTGTACATTCCACAAGCAnGCCTTCnAmTACTTCTTnAGCTGTTTAACTTTGTA^ 

CCCTTTCACATCAAAGAACTACTGACAACGAAGGCCGCGCCTGCmCCCATCTGTCTATCTATCTGGCTGGCAGGGAAAGG^ 

>mioa7643a.seq 

TTGAGACTCnAnTAATGGGCTmGAnCTAATGATAATTGTACCmATCmCAAAAGCTGATATTCCCTACCTAAGCATCTCCCGAGAAAAAT^^ 

GTAGGGGAGAAGAAAGCCnAGGTATCAATTCCAAAACAGTGATTGAAAmCCCAAAATAATTATGGCTTCTGTCATCTCCAGAGAT^^^ 

CAGAAAAGAAAGCmATnTAACACTCATCTGAATCAACAnAAAGCCTTTTCTGTCAAAGCGGTTATTGAGAA^ 

>mioa7644a,seq 

AAACGAATTTTCAAAGGAmGGAGGACTAACTGGACAAATAGTGGCAGCGCmCAACAGCTAAATATAAGAACTGGCCTG 

GCAGTATATnATAAACAGGAACCTGTACAGAAGTGCCCTGGAAGAAGGCCTGCTCTAAAnATCCAGTGTATGGAGAAACGACACAGGnAGGAGAC^^^ 
GGACCnCTCAAACACACACCATCAGAATTCAATAnCAGCTGCCAGACTGGCnATCAAGACAAAGGGGTCn^^ 

>mioa7645a.seq 

GAAGCGCAGTCAGCATOGACTCTAGATCnCATCTATGCAGCCCAGCCCTGTATCAAATCAGTCACTTTTATGAGAATCTGTAGCATCT^ 
>mioa7646a.seq 

AATCnAGnCAACmAAAmGGCCAGAGAACCCTCTAAATCCCCnGTAAAnTAACTGTOGTCCAAAGAGGAACAGCTCTnGGACAGTAG^ 
AA^TnAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTCAAGCTCAACACCCACTACCTAAAAAATCCCAA 

>m1©a7647a.seq 

AArmCAAAGAAAGTGGCAGnCCmCAGCCGTGCTGCTGGGGTTGATTTTGAAGTGGAGTCATmCTGAAAGGA^ 

ATifmGAAACmAAATTmAAAAAGGCnCTAGTTAAGnGCTTT^^ 

GAlffTATTTmAATCAmAAATATTAATCAACnTCCTTAAAATAAATA^^ 

>nrilQa7649a.seq 

ACJ^ifGCAGGCCATCTGTGATGGCAAGGAAAAAGCAACTATGTrCACAGTGAAATATTCGTGGAATAGGTOGGCCAmCAGTAGACAnGCAG 

TcWrATrTGnAGCAnAAACAAATTTTTTTnGCAAAnGGGmATnm 

TAi#TAGAGGGAATCGATAnGATGGCAAAAGAAAAnTGCAGCTATGCATTTGCnCTAACGGT 

>mj9a7650a.seq 

Gd@AGAGGTATGATGATATTCTGATCAATGGACnCCAGAnGGCGACAGCCTGTATTCTACTACAGGCGGGTGAGANAAATGAGCAATG 

CTa^CAGTGGGTCAnATGCTGTGGmGGTCAATGTACCTGGAAAAACAACTGGATGAACTACTAAGTNGAAAAAAGAGAGA^ 

TAppAAAACTCGGTGCTTCCGA 

>rTl0i7652a.seq 

C/Cr^GATAGGCGGAGTGTAAGTGAAATCAATTCAGATGATGAAnGTCAGGCAAGGGATATGCmAGTGCGTAmTAGTTAA^^ 

CTiS|AGGAAAATCTGAAGAAGTAAATGAAACATTAGTOTACCCACTGAGGAAGCAGAAATGGAAGAA^ 

CrtlgTACACTAATNAATGAAGGACAG 

>mioa7653a.seq 

AGAGAGGTGGCAGCATTCAGCAGTATAmATAAACAGGAACCTGTACAGAAGTGCCCTGGAAGAAGGCCTGCTCTAAATTATCCAGTGTATGGAGAAAGGACAGAGGTOGGAGAC 
TCGCmGAACGTGCTATAGGACCnCTCAAACACACACCATCAGAAnCAATATTCACCTGCCAGACTGGCTTATCAAGACAAAGGTGCCTTCATAATGAAGGTAAAG 
TGGAGAGGACTTCCAAATGTGGnACCTNAGCTATATCAGTGCCAACATCAGAAAACCTGGGGCTATGAnACTATGCCirnCTAAAGATCAATACTATAC 
ACAGCAAGAGCAATTACTACTOGTCTGGGCAGACCTTAT 

>mioa7654a.seq 

AATACGAGGATGAACTCAnGAATTCTTTTCCCGAGAGGCTTGACAATGTTAAAGAGAAACTTTGCAGTAAGCGAAGAGATC 
ATGAACCACTGGAGCAGCCACACTGGCTTGATGGATCACCCCGAGGAGGGGAAAATGGTGGCAATGCCnnATATAnATGnmACTGAAAT^^ 

>mioa7656a.seq 

CCAATGGCATGTGGTCACTTGGTGmCTGTGTGACAmGGGTAATTGTGACGATATTTCAAAGTmATTGTATCTGTTATGAT^ 
GTTTTGGGGTGCCATGAACAnGGCCATATAAGATGCAAACTTAAnGATAAATGTTGNATGTGT 

>mioa7657a.seq 

TTTAAGTGCTnTATTAnAAAGAAAAATGAATCCAGATGAACTAAGCATCCAAAGATATAAGAAGAAGATAAACAAAAAAAAGATAAGAAAAA 

CAAAGCAAAATTAATGAAATGCAAAATAGGAAAAAAAGAATAAAATGGATGTATAAATCCAGAGAACCAGAGAGCTGGnCTCTGTAAAGTCT^ 

CTAATTAAGAAAAGAGGGGAAAAAATCAAATAACCTAATTATGTAAAGCATAATTATAGAAAAAAATTCAGAAAAGAGT 

>mioa7659a.seq 

TATACTATTATATAAATGAAAACATTTATCCTACTAAAAGTAnGGAGAAAGAAATTCGTACATCTAGGAGCTATAGAAGTAGTACCGCAAGGG^ 
AACAAGCAAAGAnAAACCnGTCCTnTGGATAATGAACTAACTAGAAAACnCTAACTAAAAGAATTAGAGGTAGAAACGGCG^ 
GAACTCGTCTATGTGGCAAAATAGTGAGAAGATTmAGGTAGAGGTGAAAAGCCTAACGAGCnGGTGATAGCTGGTOCCCAAA^ 
AAACAACC 
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>mioa7660a.seq 

CnAGTGmACAAATATTAAGTACTCnGATACAAAATATACTmAAACnCATAACCTTGnATAAAAGnGTTGC^^ 

AAAAAATGTCAATAAGAnGTCAAGGAAAAnAGAGAAAGCACATnAGGGGTTATTTnTACACnGGCCAGTAAAAT^^ 

TTCCTAAATCTGTGTGTGTATTGTGAAGTGGTATAAGAAATGACmGACCACmGCAATTGTAGAnCCCAACAATAAAA 

>mioa7661a.seq 

GAGGAGGTACAAAAGmCTATTGCTCATAATGACmCAGGCTAAAATTAGmTAAAATACTATArTAAATTCTGAATGCAAl 1 1 1 1 It ITTGTTCCCTTGAGACCAAAATTTAAGTTAAC 
TGTTGCTGGCAGTCTAAGTGTAAATGnAACAGCAGGAGAAGnAAGAAnGAGCAGnCTGTTGCATGATnCCCAAATGAAATACTGCCnGGCTAGAGm 
CTGTGCCTGGCTAGAAAACAAGCGmATTTGAATGTGAATAGTGmCAAAGGTATGTAGGTACAGAAnCCTACCAAACAGCn 
TCCCTTACCTGAAGGCTTCAATCAnTGGATCAACAACTGCTACTCTCGGGAAGACTCCTCT 

>mioa7667a.seq 

AAAGGATCAGnCTGTGTCTAGGTACTCCGTTCCCACAGTACTGTCAGAAAGTAAGCAAGNGAATnGGGATGGAAmCTACCCAGTATGTO 

GGCnnCCATmATCACCTCCATGGGAAAGGACnAGGCAGCAGATGTGGCTGTGCCACAACTGCCACAGCTGTGGGCnGGGTGGA 

CCCATAGCACAGCTGACATCAGCCACACATGAAGCTGGGAAGCTGCTCTCTACTCTCAGCACCCTCAGGGCCAAGAG^ 

>mioa7670a.seq 

TGCGCCTCGCTTCGCTmCCTCCGCAACCATGTCTGACAAACCCGATATGGCTGAGATCGAGAAATTCGATAAGTCGAAACTGAAGAAGACAG 

CTTCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGTGCGCCGGCAATATGCACTGTACATTCCAGAAGCAnGCCTT^^^ 

TTAACmGTAAGATGCAAAGAGGTTGGATCAAGTTTAAATGACTGTGCTGCGCCnTCACATCAAAGAACTACTGACAACGAA 

>mioa7671a.seq 

TACCTTCTGGATAATGAAnAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAAGCAGACGAGCTACCTAAGAACAGGTM 

AATAGTGGGAAGAmATAGGTAGAGGGGCAAACCTACCGAGCCTGGTGATAGCTGGNTGCCAAGATAGAATCnAGTTCAACTnAAAn^^ 

NAAAmAACTGGTAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAnTM 

>dea7672a.seq 

nMAAGTTAATCCCnCAnAACAGGAGAAATGCAAATACCnCATATCCCCTGAGCAGAGATGGAGAGCTAAAGTCC^^ 

CTllATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGCTAT^^^ 

A/^AAAAAATCTCTTTTmCTGGAGGCTGGCACCTGATmGTATCCCGCT^^ 

>rTlll7673a.seq 

TG^yGATCTGGTGTAGTCAnCCGTGTTGTAATCAAGAATAAGAOGTGGAAGTTTGnGAAGGTCTCCCTA^ 

AGMGAAAAAGAAAGTGCnnGAAmCTITCCTCTGCCTGACTAGACAATGATGTOCTAAATGGTTCAAAGCTGA^ 

Gqfi|TACTTAAATTAGTTGTGAAAAACAACACATTnAAAGATTACGTGCnCTTGGTAGAGGm 

>mioa7677a,seq 

A/^TGTnAnCCTCAGGAATACTGAAGTGCCCTGGAGTAAGCTGCCATTCnCTGTAACAATGnAT^^ 

>rnll7678a.seq 

aalietaccgagcctggtgatagctggngtccaagatagaatcttagttcaacmaaatngcccacagaagcctctaaatccccttgta^ 

ct(3ttggacactaggaaaaaaccttgtagagagagtaaaaaamaacacccatagta6gcctaaaagcag 

aMaaaaaa 

>mioa7679a.seq 

AMcnGGATTAAATACATATGGATGTTACTCTCnGCACCAAATTATCnGATACATTGAAATnGTGTGGTOAAAAATAGATGGT^ 

GAAGCnCATGCACnAAAGAAGTATnnAGAATAAGAATnGCATACTTACCTAGTGAAACTmCTAGAAnATTTnCACTC 

ATGTTTAATAAGCTACTAGCAAAATAAAACATAGCAAATGGC 

>mioa7681a.seq 

TmAGTCTmCTCTCCCCCAACCCAGCCATCGCCACCAGCAAGAACTATCmCTAAAGCACCAATOTCTTTCCAAAACAGAAGAT^ 

GCATAGTCAGATAAAnAGCCAAAATATATGTGAAGAAGCTGTTCATGACAATATTGTnATOTAGTAAAAAAAGGAAAAAA^ 

ATACACAATAGTCAmCAnGGTAmTAGATGTATAATAAmGGAAATGATAnATAAAAAATTAnAAATAATGTGCATAGGA^ 

>mioa7682a.seq 

GAAATTCTACTAAGTTTTCCCATATTCnGATAAAGGCTAAATTTGAAATAAmAmAGATGAGTAATTGGCAAmGATAGT^^ 

TTAATTAGCTCAATATTATCnCTGTGGmAnGATCCAAAAGTACATATTTGTOTGTAAACTOTACTATGTAAACTO 

GCAAATCTAAGCCTTCATAGACTTTTCCAATCCTOGnAAATAnAAAAACTGAGTAnGTAGTOTn 

>mioa7684a.seq 

GGAGCGTCTCTCCCTACTGGTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGGCTGATCCTTCTTGCCATCCTGGCCGCCTTAGCGGTAGTAACmGT^ 
ATGAATCACATGAAAGCATGGAATCnATGAACTTAATCGCnCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGAGCTAAAGCCAAGAGAGG 
AAGGCTGTAAGCCTGTCACGAGCTCAATAGGGAAGCCTG TGATGAC TACAGACmGCGAACGGTACGCCATGGGTOTGGATACAATGCTGGGTATAATCG 
CGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTnTTCTG 

>mioa7685a.seq 

AAACAGGAACCTGTACAGAAGTGCCCTGGAAGAAGGCCTGCTGTAAATTATGCAGTGTATGGAGAAACGAGACAGGTOGGAGACGTNGNmGAACCGTG 
AGAGACACCATCAGAATTCAATAnGAGCTGCCAGACTGGCTOTCAAGACAAAGGTGTCCTTCATAATGAAGTTAAAGTGAGTATACTGTGGAGAGG^ 
GCTATATCACTGCCCAACATCAGAAAACCTGACGGCTATGAnACTATGCCTmCTAAAGATCAATACTATAACATTGATGTGGCM^ 
GGCAGACCnATCGAAAGCTGGTACAACTGTCC™GACTGATGAGCAAAGGA6GAGTCAACTAATGGAGAAATGAATAATAA^ 
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>mioa7687a.seq 

TTGACACAGGAGATGCAGnCTTAATGAAGCTGCTCAAAnCTGCGAnGCTGCACATAGAGGNGCTCAGAGAGCTACAGACAAAAATCAACGAAGCCAT^^ 

TATTGCTGATCCAAAGACAGACCAGAGACTGGGAAAAGTTGGAAGATGAACACnGAGGACTTCAGCnCTCACGTACnAGTACAGnGGGAACCATACAC^ 

ATCAAAATGTCGCAnCTGGGGGGAGGAAGGCCAGAAAATTGGGTATGTTCTAGAGATnACCACCAnGCnAnGCmmCmAATAAA 

>mioa7688a.seq 

CAAAGGACATGAACTCATCAmmTGGCTGCATAGTAnCCATGGTGTATATGTGCCAGATmcmATCCAGTCTATCATTGTTGA^ 
GTGAATAGTGCCGCAATAATGCTAmAAGAAAATOCAAATAGAAGCCCCGACCGTTCTATGTCAGAAAGAAAATATATGATATAGGT^^ 

>mioa7692a.seq 

GGCTTCTGACACAAGTGTGTTCACTAGCAACCTCAAACAGACAGCATGGTGCAGCTGAGTCCTGAGGAGAAGTGTGGGGTTAGTGGGCTGTGGGGGAAGGTGAACGTGGATGA^ 
GGTGGTGAGGGCCTGGGCAGGCTGCTGGTGGTCTACCCnGGACCCAGAGGTTCmGAGTCCTTTGGGGATCTGCCACTCCTGATGCTGnATGGCAACCCTAAGGTGAAGGGTCA 
TGGCAAGAAAGTGCTGGGGTGCCTnAGTGATGGCCTGGCTCAGCTGGACAACCnAAGGGCACCmGCACACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGATCCT^^^ 
CnCAGCTCGTGGCAACGTCTGG 

>mioa7693a.seq 

nGACATACGGACGTAGGCmCCTACAATACAGCCTCTAACAAAACTAGGCTGTCCCGAACCCCTGGTAATAGAAnGmACCmATACCAAGAAGGTT^ 
TGCATGTGGTGTGTGCCGAGCAGACnCGAGGGGnCGTGCTGTAAGACCTAAAGnCTTATGAGATTGTCCAAAACAAAGAAACATGTCAGCAGGGCTATGGTG 
TAAATGTGTTCGTGACTGGATCAAGCGTGCnTCCTTATCGAGGAGCAGAAAATCGTTGTGAAAGTGnGAAGGCAGAAGGACAGAGTCAGAA^ 
GAGTAATAAAAATGAAAAGACGCTGC 

>mioa7694a,seq 

ATCCTTCTTGCGATCCTGGCCGCCTTAGCGGTAGTAACmGTGTOTGAATGAGATGAAAGCATGGAATGTTATGAACnAATCGCTTCATTAACAGGAGA^ 
CCCCTCAGCAGAGATGGAGAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTA^ 
TGGGTTATGGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTT^^ 
CCpTGTAGCAGCATTACTGAAATACATAGGCnATATACAATGCTTCITTCCTG 

>mW695a.seq 

CT|ffl"GCTGTnCCCAATGATATGAnGGATACCTAGAAAACCCTAAAGACTCATCCAAAAAGCnCTAGAACTGGTA^ 
TGpCACAAATCCGTAGCTGTGCTATACACCTTCAGCGACCAAGCCAAGAATCAAATCAATAACTCAACCCTn™^ 

>nlS7696a.seq 

nOHAGAAGATAGAAGTnGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAG^^ 
ATAAATTTAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAAT^^ 
G^^TAnGTCAAGAGmCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAAAnAGAAGATAAA^ 
A^ilAAAAAAAAAAAAA 

>n3p07698a.seq 

cda^ccacgaacccaaactggaagccagctgggtgggaagtatggtggtaggmcctgcaatggcagtaagggaggttcctgagta^ 
acEStgctgcccaccgttagaagctgc 

>rTiiM7699a.seq 

AAllTAGACTTGAATrATrnTAGGGAAAGCCCCTATAATGAAnCAGAAATGACTACAAGCAGCAnAAGACTGAAGmGAAT^^ 

mTO'AGAATGTAAAAGGAATAnACAGTGTTAAGTGCGATATATGTAATATACACAAACTCAAmGGATTGTAATGGCC 

A/*^CAAATCAACTCTTATCCCCAACAGCTGCCTAAmTAGGAGTCTGACCCTCCACATCTGACTGGTGTGGGTGCA^^ 

>mioa7700a.seq 

AATAATCCTAATAAATATATATCTAATAGAGCTTCAAAATTCATGAAGGACAGACCGACAGAACTAAAGGTAAAACAAATCTGTGGTCACC 
CTTAGAAACTGATAGAAnACTAAACAAACAAAAGCAATCAGAAATATAGAAGATCTAAAGACTATTAACTTGACmm 
ATGnTTTTAAGTGCATATGGAAGTTTCACAGATACAGACCATATGCTGGGCnAAAAGTAAGTCTCAGTAAAmCAGAAGACTGAGATATC^ 
AnCAGTTAGAAGTTAATAAGATCTTAGAAAATGGTTGGNAATTAGATAACATAAnCTAAATACCATGGCTTA 

>mioa7701a.seq 

GCCTAAAACACACATTGAACAGAnCAGAAGCATmAGTGAGGGCAACAATGAAATGATACCTATGGAGTGTGATTCATTTTGCAGTGACCAAAATG 

AAATGGTGATCTTAAACAAATGAATGAAAATTCTGTGACACACTGTTCTGAAAATAATATGCCGTCTTCTGATCnGCGGATGAAAAGGTTGAAA 

AAAAGATACCATAGATAAAACCAAAAAGCCTCGACTCGAAGATCTAGAmCACTCTTCATCTACAACnGGTCACCCAACAA^ 

>mioa7702a.seq 

GAGGACACAGCAACAAGGCACCATCTTGGAAGGAGAGAGAAGCGCTCACCAGACAACAGTGCACATGCCTTGATCnAGACnCCCAGCCTCCAGAGCTATAATAAATACAmCT 

TCTnATAAATOCTTGGTCTCTGGTATTnGTTATAGAAGCACTAATGGACTAAGACAAAAAGATTCGATTATGAAAGTGAAAAGGCAAC 

TGAATATGTTTACTTCGTGAATTGCGGTGATGATACCATGAGTGTATACATATGTGTGTATACATAATGNATACAAATTG 

>mioa7703a.seq 

TTGATAAAGAGGATGATAAAnnGGTTAATGnGGTGAATnCAGCCmCCACTCAATAATAACTAmTCCATACCCCAnATTGCAGGGATCCATGGGM^^ 

GTAATGAATTCCTGCAGCCAGGGTGAACAATAAGCACCnmGTCCAAATATCAGGGTTATTGCTGATTTCTGCCnTGAA^ 

TCAGTCCTGATCAGCTGAAGTGGCTTCCCAAGGATTTAAATAAATAGTATGTGGmTCCTCCCmAGGAAGCAGCATTTAAGACM 

>mioa7704a.seq 

AACACTCTGCAGGATAmTCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACATTCAGATTCAGGAAATACAGAGAACGGCAGAAAGATACTCCnGAGAAGAGCA^^ 
GACACATAAnGTCAGATTCAGCAAAGTTGAAATGAAGGAAAAAATGnAAGGGCAGCCAGAGAGAAAGGTCGGGnACCCACAAAGGGAAGCGCGTCAGACTAACAG^ 
GGCAGAAACTCTACAAGCCAGAAGAGAGTGGGGCCAATATTCAACATTCnAAAGAAAACAATmCAACCCAGAATnCATG 
AAAATCCmACAGATAAGCAAATGCTGAGAGATTTTGTCACCACCAGGCCTGCCTTACAAGAGCTCCTGAAGGAAGC 



> 
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mioa7705a.seq 

ACACnGCCncmCAAAAAnAGTATCTCTAGCCGGGTGCGGTGGCTCACGCCTGTAACCTCAGNTACTnGGNAGGCCGAGGCAGGGGGATCACGAG 
ACCCTGGCCAAGATGGTGAAACCCTGTCTCTACTAAAAATACAAGGATTGGCTGGGCATGGTGGTGTGTGCCTGTAATCCCAACTACnGGGAGGCTC^ 
ATCTGGGAGGTGGAGGTGCAGTGAGCCAAGATCGTGCCACTGCACTCCAGCATGGGAGACAGAGCGAGACTTCATCTCAATAATAATAAAAAAAA^^^ 
CAGATTTCTGGAnCTCnOG 

>mioa7706a.seq 

CAGTAACAGCCAAGATGCTGCGGAATCTGCTGGCTCTTCGTCAGATTGGGCAGAGGACGATAAGCACTGCnCCCGCAGGCATmAAAAATAAA^ 

CCAGGAGGATGATGAAAnCCACTGTATCTAAAGGGTGGGGTAGCTTGATGCCCTCCTGTATAGAGCCACCATGATTCTOCAGnGGTGGAACAGCATATGCC 

TGTGGCTTCAnTCCCAAGAAGCAGGAGTGACTTCAGTCATCCCAGCAATCGCTTGGTCAGTTTCATTCAGCTCTCTATGG 

>nnloa7707a.seq 

GTAGCTTGCTACATGAAAATGCTAGGCTCTAGGGCATGTAAAACATGAATACAGAATACTAGATTGnCTAAGTAATGTCAnTCGGnTG^ 

ATAnGAAAATGCAAACAAACTGCTCTCAAGAACACCCAGAAGCTATCTGTGnACCAGATGTGTTGTGAACACTCTACTATnnCAT^ 

TGGTGGAGAGGGACTGGACTGTCTCAGGCTCmACnGCCAGTTGTCTCCCGCAGGTAATGGAAATATATATACA^^^ 

>mioa7708a.seq 

ACCTCACTGCTGAAAACCCAGAGGGGCGTGGCACACTCGCTTGTGTGGAAAAGCCTCTAAATGCATCCCTTCCmCmCCTGCTTCCTnGCCTOC^ 

CCATCACAGTATGCAGAGACnCCTCACCTnCATATCTAGGGACCACCCCCGATGCATTGGTGAGGGTGGGCACTTATAAATGCCTGCTATTGnAAGCCATT 

GAATAGACCAGACGCCCmCACnAGTTCAGTGCAGTGGTTTTGCnCCCAACCCTGCTGNTAGGCTGCTGGTCCCmGCTC^ 

AACTGAAnGG 

>mioa7709a.seq 

AAACATmCAGGGAAAAGACATGTATCAGATGTCnCAGAAGCAAGTCAGGmCATGTAACCGAGTGTCCTCnGGGTGTCCAA^ 
GTGATTnGTGTTCAGCCGTGAGTGACACTACATGCCCCCGCGAAGNTGGCATTGGTGACGTCCAGGnGCCnGAGTAATAM 

>nn3oa7711a.seq 

TGf^TATGGGTGAAnCAGGGTTGTAAAAATGGnCTAGAGTGAAAAATCnGTAGTATAAmATATAn^ 

GyfeGATTGCAGCTGCAATAAAAGGAmAATGTAmCAACATnACmGCACTACAATO 

ATlgvCTGAAnAATGnCAACATAACGnAGAAGCCTGACAATAAAATAAAACAAACAA^^ 

>mkd7713a.seq 

CT?M3AAGCGTCAGAGTACnGGAGTCTCGCTTCACGAmCCGACGGCATGTAGGGCTC^ 

CAfilATCTGCTTCATCCGCGAACTAATAmGAGTTTACATCGAAACATCACTnGGCnCGAAGCCGCCGCCTGAT^^ 

ATnT)\TTGATGAGGGGTTAAAAAAAAAAAAAAAA 

>mioa7714a.seq 

GQfeMAAGCCAAACACACCCCTGAGTCnCAGAGCTCAGAGTAATGGTGGGGTGAAACTGAATAGGnAAATGAAGGTCCmGT^^^ 

TC^(|eTCACACCTGTAATCCCAACACTCTGGGAAGCCAAGGCAGGAGGAnGCnGAGGCAGGAGmGAGACCAGCCTG^ 

G/llJmGCCAGGCACAGTAGCATGCACCAAGGATCGCTTGACTTGAGCCCAGGAGnGGAGGCCACAGTGAGCTATGACTATCCACTG^ 

A IIJ 

>nl6^7715a.seq 

TTi?iCGCATTTACTAAACGCAGACGAAAATGGAAAGATTAAnGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGm 
GdfMGAAAAGAATAGAGAAGATAGGGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAAm 
A/^?UGCTAAGGGCAAAATGTACAAAAG™GAAGAAAAnGGAAGATAGAAACAAGATAGAAAATGAAAAW 
TTGGAGAAGTATAGAAGATAGAAAAATATAAAGCTAAAAAAAAAA 

>m{oa7716a.seq 

AGTTAGGAGCAATGCAATTATGAAmcnGAGGGGGGAAAAAGGAGAGATAAGnCAGGGAAGTCAGCTAACATGGTATATGGGTAGGTCTGGGCAGGAAAAG^ 

TCATmAGATAGTCGCCTOGTAACAATCAGAGAGCCCAGGCTGTATCnnCGGinGTGGGGAATGTnAGAmACAGAGTAGCTOGC™ 

ATAAGGCnGTGAnAAAAACAGAATAAGATTCATTmATAATAnGTAAAGAAGAGC 

>mioa7717a.seq 

CCAAGATTCCCCTGTCTGCnGnCTCATTCAGACCAGnGTAnAAATAnTCAACTTCTGnATAAAGAAAGGTCAATATATACTATTCCACG 
TCAAATATCmCTCATTTAACTTCATTGCTTCCAGCCGTTCAAACCAGGGCCAGATGAGGTAATCAATCATAGAGATAGAATTGCCACCAAAG^^^ 
TGAACATTAAAGAGCATAAAAGTATnCnACnGTGCATGTAGTAAGACTCACTAGAAATGCTGAAGGGAAATAAGTAGAGCAGGTGAGAGA^ 
TTGGGI 1 1 1 II ICTGATCAAAAAGCTTAATTAA 

>mioa7718a.seq 

TGACATCAGGTGATAAAGCAAATGAACACAAGTGAGTAGATmGTGTCTOmAGTCAAGGCTGCTTCTGTGGCAGCAGGGCAAACAATG™^ 

CTTCAGTGTCTCnCCTAGCTCTTAAAAATCGAGCCTGTCTTGAGGTAAAACAATTAATCnGTTTGTCGATATCTCTAAACTACAA^ 

GGAGATAGGATATGAAAAAGATGATAGGGGTATAGCTCCAAATGTAGCnTATAAAnTATGTAAAAAATAGAAACTAGGTGGCAGAAAAA^ 

>mioa7719a.seq 

GTAGATAAGGCACAAAGCAGGAGAGCTGAGGGTGTCCAGGnCCATGCCCTGCATCACCAAGAACCCTTCTCCCTGGCnGAAATCmGGAAATTCCTGGmGAGTCAGAGAGM 

CATTGTCATGGGCTCAGTAAGCGTGGCACCCCTGmTCTCCATTCTCCCTTTGGTCACAGCAGGTGTGnAAGACACAAGACGATGCCTGGGGGCTACGTAGGCTGGCTGAGAA 

AGGTTGCTGGAATGGCnCCGAACTCCAGGGAGCAAGTGCTGCnCAGGTGAAAGmCCAGGGGCTGGGAATAAGGTGGAGGAATAGCCATCAGAAGAAAG 

>mioa7720a.seq 

AGCACTTGGACACGTTTCnGTAnCTGGCnAACTACAAAATGGTGGGGGGGAGGGAGACTAAGTirmCCAGGTAAAAGnGGAGGACATGGAT^ 

nAGTGACAAAAACTCAGAAGTCTTCCTGGmACTACTGTGTTTCCAGACTGTTnAAGCTCACTCGATACTATATGGCTATTCTCTAA^ 

GGTATTAAGAnGAGTTGGGGAAAAAAATCCACAGAAATAGCATATCAATATGTGTGAAmCAGAATCmCCCTm 
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>mioa7721a.seq 

TCACCCAmACTCAAAAAATATnGACGCCTACTATGTGTCAGGTCGTAGTCGGTACTAmGTTGGAGGGAAGAGGAAATACACCAAA^ 

GCTCGGTGCTCAGTGGAAGAGAAAAGAACTAAAGAGGCAGATCAGTGAGAAAAATGTGCAATATAACACATOnAAAATGAGAAGAGAGAGT^ 

GGCATTTCCTTAAGATATCATGAATTATAAGACATCCTmCnAACATCAGGTAAAGGAAAATCmCATTAM^ 

>mioa7722a.seq 

TATCAAGCACATmAAAAAGAAGTGTACTGTAAATGGAATGCnGACnAGCAAAAmGTGCTCTTTCAnTGCTG™ 
mCACTATTCnAnCmAGTAACnGGGTAGTACTGTAATAnmAATCATCnAAAGTATGAnTGATATAAT^^ 

AAGTAAmcnAAAATAAAGCCnCAGTAAATGGTCAnACCAACTTGATAAATGCTACTCATAAGAG^^^ III 1 1 1 1 ii i 

>mioa7723a.seq 

ACCnGAAGAATAATCCTAGAAAAGTCACAAAATGTGTGATGCnTTGTAGGTACCTGGAAACnGTCTCCAGTGAAAACmGATGAnATATG^^ 

CCAGGAAAGTGGCTGGCATGGCAAACCTAACATGATCATCAGTGTGAATGGGGATGTGATCACCATOAATCTGAAAGTACCmAAAAATACTC 

AATTTGACGAAGTGACTGCAGATGACAGGAAAGTCAAGAGCACCATAACCTTAGATGGGGGTG 

>mioa7725a.seq 

GATTGCnGAAGGAGAAAGCACGGAAGGTGTACACCATCATGAACTCGTTCTGCAGGAGAGATTTGGTAnCCTGnGGATGACTGCAATGCCnGGA^ 

CGGTCCTGCCAGATCGTCAGCGCTAAGGGAACTGAGACCAGAGAAAGAACCGAAGAGAACTAAAGTTATGTCAGCTACCGAGACnAATGGGGCAGAGCCATGACCCTCACAGG 

TGTGnAGTTGTATCTGAAACTGGTATGTATCTCTCTACCTTCTGGAAAACAGGGCTGGTAnCCTACCCAGGA^^ 

ACTCATGTCnGCCA 

>mioa7727a.seq ^ 

CTCCCAACATGCCTGTGCTCTCATmACGCTGTGGCGTCCACTTGAATATCTTGAGACAGACAGAGCTCTGnACAGCACmATGCATGGTCAC^ 

TGACTGAGAGCGAAAAGCACCAGGGTATGCGTGACACAnGGAAGAACCCACTGCCCAGCTTGGCAGGGCGCCTCAGAGTGTCnCCAAATACCAC 
TGCACGnAAGGTGCAGATCATAGGACTCCACCCCTGGCTACCCAATCAGCCmAGGTGGCAGCACCTAGAAATCTGCATTnAACAA 

>n5iQa7728a.seq 

Ad©CCAGGCACGGTTGCTCATGCCTGTAATCCCAGCACmGGGAGGCCAAGGTGGGCAGATCACTTGAGATGAGGAGmGAGACCAGCCTGGCC 

CtilTGAAAATACAAAAATOGCTGGGCATGGTGGCATGTGCCTGTAATCCCAAGTACTAGGGAAGCTGAGACATG^ 

G#GTACCACTGCACTCCAGCCT6GGCAACAGAGGGAGACTCTGTCTCCAAA 

>n^i)l7730a.seq 

GAfnCAGTACAAGATmCTAAATCAGnGCTACAAAAACTGAnGGGTmGTCACTTCATCTCnCACTAAT^ 

AmfTTACTAAAATTGGTAGmACCGTTCAGAAGTATAATAGAAATAATCmAGnGCTCTm 

TCftCAAAGAGATTGCCTGCAAGGGAAATAAAAATGACTAAGATAnAAAAGTArrTGAATAGT 

>nEuoa7731a.seq 

GiMGCTACCAAmAAAGTOCGGAATGTACCAmTAAAGTTAAnGGnGTCAAGCTATAACCACAAAAAT^^ 
T4efGCTmAGAAAAGCAGAATAAAAGCGAAAAGAAATGAAAATGTTACACTACATTA^ 

>ftiBD07732a.seq 

Tf||AATAAGAAmGCATACnACCTAGTGAAACTmCTAGAATTATTTTTCACT^^ 

Ai^tAGCAAATGGCATCACTG 
>n(ticEa7733a.seq 

GMcAACTGTGnCACTAGCAACCTCAAACAGACACCATGGGGCACCTGACTCGTGAGGAGAAGTCTGCCGnACTGCCGTGTGGGGCAAGGTGAACGTGGATGAAGTTG^^^ 

AGGCCCTGGGCAGGCTGCTGGTGGTCTACCCnGGACCCAGAGGTTCmGAGTCCTnGGGGATCTGTCCACTCCTGATGCTGnATGGGCAACCCTAAGGTGAAGGCTCATGGCA 

AGAAAGTGCTCGGTGCCmAGTGATGGCCTGGCTCACCTGGACAACCTCAAGGGCACCmGCCACACTGAGTGAGCTGCACTGTGACAAGCTC^ 

>mioa7735a.seq 

CCACTGCAGCTGGCCCAGATGATATAATTTAACTGTGmTAGGTAAGATGTTAATGAGGGAAAATGmACCAGTGTAGCAnGGATCAAAAAGm 

GnTAnCTGCTOCCTTAmGAATTGTCATOTAATnTATATGCAACCTTAAmGTCAAGTAAATACmCAmAAm 

AAAATTTAAGGTTATTACCTGAAAAAAAAAAA 

>mioa7736a.seq 

AmGTGTCTOGATGAAACAATATTmTATTAAATTGACTGTmAAAGTGTGTGTTGGGGGGTGCTTGTGTGCAmG 

TGGAmcnGGTAGAGAGCAGATATGAACCGCAAnnGTATCAGGTGATAGTCTACAGGTTTOTCAGATTCTCTGATAGGTnGAGGGAAAAAAAAA^ 
>mioa7737a.seq 

CnGGGAAGCTGAGATGGGAGCATTGmGAAGCCAGGAGGTCAAGACTGCAGTGAGTGTTGATCATGCCACTGCCCmCGCCTGGAT^^^ 

>mioa7738a.seq 

TmGGTGTGGGAGGACATGGGGTACCACCTACACCCAAGAAGTGAATGAGGGACnCTmTAAmGGTAGGAnnGACTGGTmGCAACA^ 

TGACAAAAAATAGGGGTTACCTAGATAATGCCAAAGTCAGCAmGTCCTGGGTTCCCTTGTGTGATCTGmGGACTATGTm 

CCAnCTAGTTCnTTACCAAGAmTTGTGTGACGATGnGAGnCATTTGGATGCCCTCTTTGAAnTCCnG 

>mioa7739a.seq 

AAAGAGGCCAGTAGAGACTGAAnATGAAATATTGATATCCCACTCATACATCnGGTGCCATTCACATGTGCGTGTGnCAACTTGTAnCTTAGGAGGAATAGTAATAG 

AAAGCATATTTmcmGTAAACAmACAGGTGnAAGTCACTTTOCAAAnCAGTGCmAT^^ 

TGGCACATAATAGGTTGAATGG 
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>mioa7740a.seq 

ACGATAAAAGGTAATAACATTnATACAATnCCATATAGTCTAnCAnAAGTAATCTTmACAGnGCATCAGGCCTG 

TGTTCTATACGAGTGACCGATOTGCmCmGGCCTACAnCTTTATTCTGCGGTGAAGTTGAGGCTOTAAGnAAAACAAAGGAACTAA 

CACAGTACCTATGACTTTmAAACTAAGATGTGTTAAAAAAGAAATCTGTTTCAACAGATGAGCGGGACAATACCG 

>mioa7741a.seq 

TTAGTCCTTTCCTCTTGAI II II ITCCTATAATTTCATTCTTGTTTmCATCTCATTATCCAAGTTCTGCAGACCACACAGGAACTTGCTTCATGGCTCTTO 

GGTTCCCCACTCTAGTCACTAAAGAAGGATnTACTCTCCCAGCCCAGAAAGGTGATTCmCTTOCCAmCTGGGGACTnAGCnAATTAGGTA^ 

GGTACCTTCTCTGTGGAACAATCTGCAATGTCTAAATCGCCTTAAAAGAGCCCAmCTOGCTGCTC^ 

>mloa7745a.seq 

AATGATACCAnCAGATTGAmGGAGACTGGNAAGATOCTGAmCATCAAGnCGAGACTGGTAACGTGTGTATGGTGACTGGAGGTGCTAAC 
CAACAGAGAGAGGCACCCTGGATCTTTTGACGTGGTTCACGT 

>mioa7754a.seq 

CAGAAGTGCCGGACGTCGGGCAGCGTCTATATCACCnGAAGAAGTATGACGGTCGAACCAAACCCATTCCAAAGAAAGGTACTGTGGAGGGCTTTGAGCCCGCAGACAA 
CTGnAAGAGCTACCGATGGGAAGAAGAAGATCAGCACTGTGGTGAGCTGCAAGGAAGTGAA 

>mioa7755a.seq 

TAGCTTAAGAnnAAGAGAAAGTATGAAGACnAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGmCTAGAACATGACGGAGGnGAGATGAAGCTO 

TGTATnAAAAGAAAAnGAGAGAAAGGACTAGAGAGCCCCGAAnAATACCAATAGAAGGGCAATGCTTnAGATTAAAATGAA 

TAGGTGATTAAAATAAlTTGAAGGCGATCTTTTAAAAAGAGAnAAACCGGAG 

>mioa7757a.seq 

CnAAAATATGCATGTCACCnCAAGGTmATAAnGCACTGTTTGTmATGTATGTACAGATTA^ 
ATf:SCACAGGAAATTCACCmCCAGCTAGTGAATAGAATTTGTTTAACAACCTC 

>nil0d7758a.seq 

GyslSCAGAAGAGAAGCCCACTATCTCAmAATCmACAACTCTCnGCAAGGGTCCCTGGnGTGAAAATACATGAGATAAA 
AAafrTCCTGGGCTGGACCGTnCAACAGAGAGGCnAmGACmATGCTAGAAGATGAGGCTTCTGGGATAGGGCCAG^ 

>rTlf^7762a.seq 

CA©|CCnGAACmCCnGCTTCAGCGATTCCTAGCCTAGGAACTGAGTAAAAGCCCTATTnTCnAA™ 
AQ/|flTGGGTGGTOGGTGmGCTAACTTCATC^ 

GfAtGTGTATGTGTGTGTGGGTGTGCGTGTGTTAAAGAGAGAGAGACACGGGAGTAAACATCACGTGCTTATCAGGACCCA 

>rT^loa7763a.seq 

TAiAGCAAGGACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCC 
Gd/*ACGCGTGTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGGTGTCCAAGATAGAATC^^^ 

AdlU 

>miS7766a.seq 

A#fATGTAGAAAACCAAATCAAATCCA™CTAAG™CTGAAACCAGCAAGTGAGmCGCAACACAGCAGGATATATAATTGATA^ 

Gia\GAATTAGGAAnGAAAATnAAAAATAATACCAT™CAATAGCAnAAAATATAAAAn 

TQflAAGAAAAATTAAGACCTAAGTAAATATCTTGrrGATAGGnGAGAGACTCAACAnGnGATGTTAAnCTTTCCCA 

aMa 

>mioa7767a.seq 

TAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGnnACCCACATGAC™nATGCATAAAGCCAAATnCCAGTTTAAGTAATTGCC^^ 

TGCCAnnCAGAATCATCTTnGAAGCTTTCTGTTGATGTTAACTGAGCTACTAGAGATAnCTTATnCACTAAATGTAAAAmGGAGTAM 

CrrrrTTAATTTCCAGGAAAAAATAAAAAGAGTATGAGTCTTCTGIAAnCATTGAGCAG 

>mloa7768a.seq 

GGGTCACACAAGGTCTACATTACAAAAAGACAGAATOAGGGGATGGAAAGGAGAATGAACAAATGTGGGAGnCATAGTmCCTTGA^ 
CAAAATGTGATTGTTGAAGTAC 

>mioa7772a.seq 

mCTCmGAAAGATAGAGAnAATACAACTACnAAAAAATATAGTCAATAGGTTAGTAAGATATTGCTTAGCGTTAAGnnTAACGW^ 

ATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGTnCTAAAAGATGACGGAGGnGAGATGAAGCnCTTCATGGAGTAAAAAATG 

AAGGACTACAGAGCCCCGAAnAATACCAATAG 

>mioa7773a.seq 

CTACATAGTAAGGTGCTGCCAAATAATAmGAAGTCATCTGTCTCmGTAAAnAimATATGACCTATAAAmAAAM 

CCTGCCAAGGGAAnAATGTTATCTTGTGAAAGGGGTGCTGTnGAATTGATGAGAAATGGAAGATGAGAACTCCCTAAGA^^^ 

TACAGAGGTAAAGTGG 

>nnioa7775a.seq 

ACTnGTTAGGAAGTGAGGCTAGCGACACCCTCCTGAGTCACTGGGTCmACTATCCTGGGGTAGGCAATATCTmGTTCAGCTGATAAAAGCmGTCAnGTGA^ 
GAATGATAGGAAACTGCTGGTGATGAAAATAAAGGGGCTTAAAGATTATTCTCAGGAGAAAAAATAAAGTGTTAGAAAAAAAAAAAA 

>mloa7776a.seq 

AGAAGAATCAAATAGATGAAGCAAAAAATGATAAAGGGGTATCACCAGTGATCCCACAGAAATAGAAACTACCATCAGAGATATTATAAACAGCTCT^^ 

GAAGAAATGGATAAAnCCTTGACACATACACTCTCCCAAGACTAAACCAGGAAGAAGTTGAATCTCTGAATAGACCAATAACAGGCTCTG 

ACCAAAAAAAATCCAGGACCAGACGGGnCACAGCCTAATTCTCCAGAGGTACAAGGAGGGACTGG 
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>mioa7780a.seq 

ATACAmTATGAGGGAATGGGCCCTGTCCnGCCCCAGTCACTCCTGTGCCTGTGGTAGAGAGCCnCAGnGAATGGCGGTGGGGACGTAGCAATGCTTGAACTTACAG 

AmCACTCCAAATTOCGAGTGTGGnTGGGGATGTAGAAGCTGAAACTATGTACAGGTGTGGAGAGAGTATGCTCTGTGTCGTCCCAGACAmCT^ 

ATGGGTCCGGCAACCAGTCCAGGTTCCAGTAACmGGTCCGAAATGATGGAATCATTTATTCCACCAGC 

>mioa/783a.seq 

TTGGAGGCnAATCCAGTTAAAAGAAACTTCTGGGAACGAATATCAGAAGATnGGCCnAATATAnTCCATGCGACCAGCAGGCTCCC 

AAGGATGATGAAGCAAGAGCTGTATTTTAAATAmAGAGAGTCACTGnGGCTGGTTCCTAGTTGGATGGTOTCAGTGCTGCCGTGGTGCGGCCTCCW^ 

TAACTGTTAAATGTGCTACCCACCAATGATGAAATAGACGGnATGAAAACCGTCCATGGGGNGCATGNnGGTnATGTCCm 

>mioa7788a.seq 

TAGATGAAmTGTGCTCAAAmGACCAACTCAGTTTAAGACACAAAACAGTAATTTGAAGAAGGAAAAATGAAGAGAGTTTCTAGnT^^ 

AGTTOGTCTTCTOTAATAmCTAAATGAAAAATCATAGGTAmGnACCATGTGTGAAGATOGTTTGTOAAAGCAA^ 

TATGTnAAATCACGCCAAACAAATTATGTCTGTGCCATCCAGGGCTGnGGTAATCTTm 

>mioa7789a.seq 

GACAAAGAAAnTACTATTCGGACAAATAGGACGACGAGNAGmGAGTATGGAGATGTCATGCTGCCCAAGGACATAGGCAAGCTGGCCCTAAAACCC^^ 
TGGAGGAATCTTGGCGTTCAGCAGAGTCAGGGATGGGTGCAmTATGATCGATGAACGAGAAGCTCACATGTTGGTGTCCGGCGCCCAGTACCGAAGAAACC^ 
GCAAGCTACmTCAGGCTCAAGCmAGACAGCTGTCCNTACmCTAACATGTnCTGATAACATTAnATGGTGCCnCTTGGTTCTCACm 
TTTGAATGTGCTGGAACTGCnTGCT 

>fnioa7790a.seq 

CTGAAGATCAAGGGCCTGAGAAAGAAGTTTGCCCAAAAGATGCTTCGAAAGGGAAGGAGGAAGCTTATCTATGAAAAAGCAAAGCACTATCACAAG 

CTGAAATTCGAATGGCGAGGATGGCAAAGAAAAGCTGGCAACnCTATGTACCTGCAGAACCCAAAnGGCGTnGTCATCAGAATCAGAGGTA^ 

GAMGGTGnGCAGCncnGGCTOGCAAATCnCAATGGACCmGTGAAGGTCAACAAGGCnCGAnAACATGCTGAG^^^ 

^n^©s7791a seq 

AGlSCTCTGCCTrGAATGACTAmGCTCTCGAGAAAGTTCAGGGCnCnGTGATAGAGAATAAGGAGAGAAATGGGAG^ 

GAXACACAGATGTmATmAGTGAAGnGAAGAGAAAAGTGAAGCTGAAGAGAAAATTGCACAAA 

TAftJ^GGCAGTrnGCTGAGGAnATATATCCATmAmCCnAAAAAATACAAG 

111 

>nn(i9a7794a,seq 

ATmCCACAGTAGAAGTGACAGATAAGCCTGTGGATGAGGCTCTACGGGAAGCAATGCCCAAGGTCGCAAAGTA^ 

CAifcCCTAmCCTTTGCTGTGTTCCCCAATGAAGATGGCTCTCTGCAGAAGAAATTAAAAGTCTGGTTCCGGATTCCA^ 

Ad@[STTAAGAnGAGGACGGGAAGGCATGACTGTCTATTCCATGCAGmGGTGGTTATGCCAAGGAAGGAGACTA 

>m}Qa7798a.seq 

G/feeGATmATTTGCACAAGGTACTGAGATTrnnCAAGAAACAGCTGTCAAATCTCAAGGTGM 

AAllAATGTAAGCATGGGGmGTTTCTCTAAAnGATTGTAATCTGAAAnACTGAAGAAC 

AT|^CTCTAATTnAATGCCACCAAATTGGNTGNAATCAAATmAAAATAATAATAANTTGG 

>nri^7799a.seq 

CdGeAGATAAGTTTTmCTCmGAAAGATAGAGAnAATACAACTACnAAAAAATATA 
AlifirAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAAAGATAAAGG 

>mioa7800a.seq 

GGTAGAAAACTCAGAGAGGTAAACTCTGCTTTTGAGnmTCnCTTGAGAAAAATnCAGTTCAAAAAGTAGAGGCTAAAAGAlTAAG^^ 

GGCnGAGGGTGTGGTAATTGTAmAGGTCCTGTGAAAAGGCAGAAGCCCTAGTAAACAACCTAGGCmCAnGAGAACCCTGAGTCTAGGTGAAT^^ 

GAAGCCAAAACTCAAATAAmCAGAnAGTGCCCCTAGCGTAGATGTCTGCCTGAAGCCAGAATAAAAAnCTCmGGAG^ 

>mioa7801a.seq 

GAGGAAAGGGAnTAAAGAGTTmcnGNGTGTnGTCNTNACTmATTCCCTGTCTGTGTGCAGAGGGGATTCAACnCAATmTCTGCAGTGGC 
AAAGATCTGGAAAGGATGAAGACTGGGCTTTmTCCTATGTCTCTTGGGAAGTGCAGCTGCAATCCCGACAAATGCAAGATTATTATCTGATCATOCAAACCAAC^ 
GGACCCGACAACACTGCAATCCCCAGTnAAGGGCTGAAGATGAAGAAAATGAAAAAGAAACAGCAGTATCCACAGAAGACGATTCCCACCATAAGGCTGAA^ 
AGCAAAAGAGGNAAGCCATGAACAGTCAGCAGACAGGCAAGAGTCTAGCCAAGAGCTGGGATTGAAGGATCAA 

>mioa7803a.seq 

ACAAAnGAGGTGCCnCCTTGTATGCTnTTGTTAGTAmmGTTmGTTGCTTAACTGCTGAGCCTCAGCCAGCGTGGGTCCTGGG 

TATGGGGAAATTGGTmACTGGGTAAATTAATACTmAnTCnCCCCTATCCCTTCCnCCTAGTTGTGATAAACATGGGAGAGGAGTGA 

GAACCnATTCCCAAAATAAGCCAGGGATTATGTCAAGGCTTCrrrCAAGGAGCTCATAAAAGCAG 

>mioa7804a.seq 

AATnCCAAAATAATCTATATTAAATGAGGGnTCTGATCTGTACmGTGmAGCTACCTTmATAmAAAAAAmAAAATGAAAA^^ 

CmGTTTAAATGCCAAAATGTACTTAAATGAGmcmGAATGCCATAAAAnGCAGNTTCATGTATGTATATAATCA 

TTTTACTCTTAAATCATTTGG 

>mioa7805a.seq 

AAAAAGAATCGCTGAnCATGTGCAGGANGAAAGTGGGACTOCTGGGmGAATGCCGGTGTGGAAATGmACTGTGGTGTAGACCGTTACTCAGA 
TOCAAAGCCGATGCTGCTGAGAAAATCAGAAAAGAAAATCCAGTAGnGnGGTGAAAAGATCCAAAAGAmGAACTCCTGCT 
ATTGCnGAGGGl I i 1 1 1 II I CCTAGGCATTGGGAATGTAGAGCAG 
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>mioa7806a.seq 

AAACCAAATGAAGATGTmCAGATATGTACACATnCTGCnCTGCACATATmCATGGAAACCAnATGGTAAAGAACmGAGC^ 

TAGTGGCAGCCTGTCnGCTTTAATGCATGGATTCATAAACTTCTTCCCTACCTGCATCATGTGCATGTAGTGCATATTAA^ 

TTGGAnGAGCTGACAAGCTGGTAGTTTCTGGGTGNCTAACTAGGATATGAGCTAGAAAATGCCCAAAGGATAnCCnATCTG 

>mioa7807a.seq 

AAGATATCTGAAGATAAAGAGCTAGCAGmGCCTGAAATATGCTGGAGTAmGGAGAAAATGCAGAAGATGCTGATGGAAAAGATGTAnTAATACCAAATCTGnG 
AAAGAGGCAATGACmTCACCCCAACCAGGTAGTAGAAGGCTGTTGnCAGATATGGCTGTTACTmAATGGACTGACTCGAAATGAGATGCATGTGATGATGT^^ 
CCnAGGGCATnGGCATATTTTGAATGATGCAnGG 

>mioa7808a.seq 

GAGCCCTCAGAAATAATGCCACATATCTACAACTATCCGATCTTTGACAAACCTGACAAAGAACAAACAATGGGGAAAGGAITCCCTAnTAAT^^ 
CGATACGTAGAAAGCTGAAACTGGATCCCTTCC™CACCnAGACAAAAATTAAmAAGATGGAnAAAGACTTACATGTTAGACCCAAAACCAT^ 
GCAATAGTATTCAGGACATGGGCATGGGCAAAGACnCATGTCTAATACACCAAAAGCAACGGCAACAAAAGCCAAAATO 
GCAAAAGAAACTACGATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTnGCAACCTAATCAT 

>mioa7809a.seq 

ACAACCCTNTCTCCTCAGCGCncnCTnCTTGGmGATCCTGACTGCTGNCATGGGGTGCCCTCTGGAGAAGGCCCTGGATGTGATGGTGTCCACCnCCACAAGTA^^ 
AAGAGGGTGACAAGTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCAGCnCnGGGGAAAAGGACAGATGAAGCTGCTTTCCAGAACTGATC^ 
TTGGACAGCAACAGGGACAACGAGGTGGACnCCAAGAGTACTGTGTCnCTGTCCTGGATCGCCATGATGTGTAACGAATTCmGAAGGCnCCCAGATAAGCA 
ATGAAAACTCCTCTGATGTGG 

>mioa7810a.seq 

CCTATnCATCACAAGAACGCACAGATATACACGAATAGACATCAAACTCAATGGmAnGGTAAATTOGTGTTTmTAm^^^^ 
CATGGAAATCAGCCAA6TTnATAATCGnAAATGTTAATGTTGCTCAAAGCnGGATTAAATACATATGGATG™CTGTGn^ 
AAil^TAGGTGGTAGATAnGAGGCAAGAATAnGGAAAATACATGAAGCnCATGCACTTAAAGAAGTAT^ 
TTftCACTCTAAG 

>n@7812a.seq 

AWGCAmGCCATTAGTCAGAGnGTTTmAACATGCCAGAGAAAAAGTTGTAATG^ 
TT|mGnAAGGTGGCTnAACAAnGGnGCTATmCCncmAGTCAATATGACm^ 

aaI^cctttgaaaacacaaaa 

i. 1 

>mHS7813a.seq 

GA^CACnGGTAACGGCTGCTGTCAGCCnACACATGCCGGGACTCACACGGTGCmGGAGAAGAGGnGTTCACAACAGGTATCCAGCAATGAGG^^ 

AAyCTTATAAAGAACCTCnAAGAAATGTATCnGTGTGGAAAGCATGTAGAmTAAGAATGTACA 

Tli^CAGGTCmGTGGGAAGAAACAGAAAGAAATCACAAAAGCAAnAAGAGAGCTGAAATAATGGGGn 

>nii0^7814a.seq 

Adg(ICAGCAGATGACAAAAAACnCAGnCTCCTTAAAGAAG™GGGGTAAACAATATCTCTGGTATTGAAGAGGTGA^ 

cd?jV\AGnCAGGCATCTCTGGCAGCGAACACTnCACCAnACA6GCCATGCTGAGACAAAGGAGCTGACAGAAATGCTACCCAGC 

TAllfTTAAGGAGACTGGCCGAAGCTCTGCCCAAACAATCTGTGGATGGAAAAGCCCACnGCTACTGGAGAGGATGATGAT^ 

IS 

>n^^a7815a.seq 

TdWGCCAAGATGCATCTAAACTGGTGTGATGTTAGCAGACCCAGCTOGAGTTCTTCniCmCTTAAGCCCmGCTCTGGAGGAAGnCTC 

CllMAAGCATCACCCTGGGAGmCCTGAGGGTTTTCTCATAAATGAGGGGTGCACAnGCGTGTTCTGCTTGGAAGTATTCAATACCGCTC^ 

TTGGTnGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGTmGAAATGATATGACCAAAATmAAGTAGGAAA 

>mioa7816a.seq 

TAAAAAGTGAGATGAGAAGGCCAGGGGTGGNGCCTCACGCGTGTAATCAGCACCGTGGGAGGCCAAGGCAGGGGAATCAmGAGGTCAGGAGmGAGACCAGCCAGGCCAACAT 

AGGAAAACGCTGTCTCTACTGAAAATACAAAAATTAGCGAGGTGTGGTGGGTGCATGGGTGTAATCCCAGGTACTCGGGAGGCTTGTGGCAGGAGAAnGCCTAAACCCAGGAGAT 

GAGGTTGCAGTGAGCTGAGAnGCAACAnGTAGTCGAGCCTGCGACAGAGTGAGACCCTGTCTCCAA 

>mioa7817a.seq 

ATTCACAAGCGCATCCATGGAGTGGGCTTCAAGAAGCGTGGACCTCGGGCACTCAAAGAGATTCGGAAATTGGCCATGAAGGAGATGGGAACTGGAGATGTGCGCATTGACA 

GTCAAGAAAGCTGTCTGGGCGAAAGGAATAAGGAATGTGCGATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGATTCACCAAAT^^ 

CTATGTACCTGmCCACmCAAAAATCTACAGACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCAGATCAAATAAAGTTATAAAAn^ 

>mioa7818a.seq 

CCCTCCTGAAAACTGCAGCTTCCTTCTCACCTTGAAGAATAATCCTAGAAAACTCACAAAATGTGTGATGCTmGTAGGTACCTGGAAACTTGTCTCCAGTGM 

ATGAAAGAAGTAGGAGTGGGCTnGCGAGCAGGAAAGTGGGTGGCATGGGAAACGTAAGATGATGATCAGTGTGAATGGGGATGTGATGAGGAnAAATCTG^ 

ACTGAGAmCCTTCATACTGGGCCAGGAATTTGACGAAGCACTGCAGATGACAGGAAAGTCAAGAGCACCATAACCTTAGATGGGGG 

>mioa7819a.seq 

AATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAATTAAGTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGA 
CTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGAGAAAGCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATA 
nGAACmAAAmGCGCAGAGAAGGGTCTAAATCCGCnGTAAATTTAAGTGnAGTGGAAAGAGGACAGCTCmGGACACTA 
CCCATAGTAGGCCTAAAAGCAGCCCCAATTAAGAAAGCGT 

>mloa7820a.seq 

CCCTAAAncnGAAGTCTGGTGATGGTGGCAnGTTGATATGGTTCCTGGGAAGCCCATGTGTGTTGAGAGCTTCTCAGACTATCCACCnTGGGTCGCm^ 

GACAGACAGTTGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCT^^ 

CTGCCACCCCACTCTTAATCAGTGGTGGAAGAACGGTCTCAGAACTGmGmCAATTGGCCAmAAGmAGTAGTAAAAGACTGG 
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>mioa7821a.seq 

AATAAAAACACATAAATAAACnGGmGGTAnATnATGTGGTAACTGATmCAACAAAGGTGCCAAGGTAAnCAATGGGAA^ 
CGCGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGnGATCACGAGGTCAGGAGATCGAGACCATCCTG 

>mioa7823a.seq 

ACAGTCTGAAATACTCTCTGGAGCCAACCTCCAAATTCTCGTCTGTCACTTCAGACCCCCACTAGTTGACAGAGCAGCAGAATTTCAACTC 
AGAAGCAGAGCTAACGAGGAAAGGGATTTAAAGAGTnTTCnGGGTGTnGTCAAACTTTTAnCCCTGTCTGTG^ 
TCCAGCCCCnACnAAAGATCTGGAAAGCATGAAGACTGGCTTmTTCCTATGTCTCnGGGAACTGCAGCTGCAATCCGGCAM^ 
TGC 

>mioa7824a.seq 

TAACTATTAAACCATTGAAACTATTATmATAmGTGTTAATGAGAGTCAAAAmnGNGCATTGATGTCAAATA^ 



>mioa7825a.seq 

ACCAACATCGAGCAGATTmAGGNCTTTCGTGGTCAGTAAATTCCGGNAAAnCAACAGGAGCTnCCAGTGGAAGGAATGAAGGCC^^ 

AAGGAAACCAGGCGGGTGATGCAGnGCCTCTGCAAGGAGTCTACCAAATGAAGAAATAGTGCAGAAGATAGAGGAAGTACTnCTGGGGTCnA 

AGACTTGAAAGAGG 

>mioa7827a.seq 

TAGATGACAGGGAAAAGmCTGGTTnGGATTACTTCTGTCAAAGCTCAGTACTCGCAGGCTTGTATTTAATCCTCTCCCTnGCTACm 

AAGTCAAATGCATGCCAACATTCCAGTTTmAAGAAGGGACAAAAGGTGGGTGAATmCTGGAGCCAATAAGG 

TGAAAATATAACCAGCCAnGCTATnAAAACnGTAATTTmTAAmACAAAAATATAAA^ 

TT 

>mioa7829a.seq 

GAGiTTGGTGTTAAAAAGmGTGATOCAGGTGGAAATCTACAAGACAGTAAAGATGCACTGCAmGGCAC^ 

TGSfiGTGAAnTGAAAAGAATAACGCTGATCmACnAAAGGAGnGCTAAATCTTGCTGAAAAm 

CA^frnGTCCCAAAGATACTCAACTCAAATATmGAAAAACAGmGAAGTGTGAGAACAAACAAAAnAG^^^^ 

^fniEP97830s seo 

TTl^AAGCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACnG 
TGydTGCAAATCGCCTGTCnGGTAGAGAAAGATACTAAAAGATCAGAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACA 
GA'^GGAAGGGATGTGAGATGATCTGTTACTGCAACnCAGCGAATTGCTCTGCTGGCAAAAGACGTTncmGGACC 
TQipCATGTAnCTGGAGAACACCATTCCTGAnTCCCACAAACTGCACTACATCAGTATAACTGCArrCTAGGTO 

^n^iid7831a seq 

C/s^^GAAAAGGAGAAGTCACAGCACCTAGAAGGCAGCGCTTCCTCTTCACTCTCCTCTGAnAGATGAAACTGTTACCTTACGCT^ 

CTMTAGAGGTAATCACAGCCACCAACATTCCAAGCTACCCTGGGTACGmGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTC 

CrlfPGTGCCAAGAGTAGAAAGAAAGGCTGGGGATAmGGGnGCnGGGTnGAAnmGCTTGTO 

>n1l^$7832a.seq 

tatsaaangggggtanggtactgttcctgttggccgagtggagactggtgttctcaaacccggtatggtggtcaccmgctgttga 

cf^cttcagtggtgaggtganatcctgaaccatccaggccaaataagcgcggctatgccctgtangnattggcagacggntacangcatgcaagnngct^^ 

g40gatcgc 

>n!i§l7835a.seq 

CTGnGGmCAACTCAGAAGGAGAATGTTGTTGCTTGAGCCTCTTnGAGCmAAAAAGGACAAGGGAAGGCACTGTAGAGAGTGn™ 

CTGnGGATAnGAAAACCnGCATTTACTCGTGAATTGCCAGTCTGTGmGCGTATGGAGGAAGGTAAGAmGCAGGGCTGGAAnAT^ 

CnAGCTmCAnGAGCATTCTATAmATTTCTGTGTCATTATGTCATTCTTTGGGCATn 

>mioa7836a.seq 

CCTTTGGGGATCTGTGCACTCCTGATGCTGTOTGGGCAACCCTAAGGTGAAGGCTCATGGCAAGAAAGTGCTCGGTGCCmAGTGATGGCCTGGCTCACCTGGAGAACCTCAAGG 
GGAGGTTTGCCACACTGAGTGAGCTGCACTGTGACAAGGTGGACGTGGATGCTGAGAACTTCAGGGTCGTGGCAACGTGGTGGCTGTGTGCTGCGCATCACTnGGAAAGAATTCAG 
GCGACGAGTGCAGGCTGCTATCAGAAAGTGGTGGGTGGGGTGGCTAATGCGGTGGCCACAAGTATGACTAAGCTGG 

>mioa7838a.seq 

AAAAAGCACTGTAACAGAAATGAAGAATGCGAnGATGTTCnAnAGTAGTCTAGACATGGCTGAAAAAGAATCAATGATGnTAAAATATGCCAGT^^ 

AAAGAAGACTGAGAAAAAAATGGAACAGAATATCCACGGCTGTGGGCAAmCACATCACATACACAGAATGGGAATACCAGAAGGAGGCAAAGAGCAAAAGGAACAGAAG^ 

TGACGCAATAATGACGGAGAACnCCCAAACGAGATATTCAGGAAAGTCAGAAAACACCAAATAGCATGAATGCCAAAAATGACATGTAGGCATATTC 

>mioa7839a.seq 

AAATTTAACTGnAGTCCAAAGAGGAACAGCTCmGGACAGTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAmAATACCCATAGT^^ 
GnCAAGCTCAACACGCACTACCTAAAAAAAAAAAAAAAAAAA 

>mioa7840a.seq 

ATATOTGAATOTTAAACATmTGGCTTGAAAAGTmnATATGTATGATATAGTATCAGTTGAGCATCCCTAACCCAAAAGTTA^ 
AGTACCAATGTGATGTCAGAAGTGGAAAATnTACATCTTGAGGTOTGTAATGTGnGGAGTGAAAATGGAGGTAGTGAACAGAGmATTGAGGATGCT^ 
CGAGCTATCTTCATGTGTAATATATCmCCTGNGCACTCCCAGATTCnCTATGGAAACAnCCCACAAAGGGTAACACAATGACAGAGCTA^ 
CCATGATGCTCC 



>mioa7841a.seq 

ATmGCCTCCTCTACAGTTTCnATTGCAGAGGGACTAAGGATAmGGGAATGnNGTAAATATCnCTATGCCACACTGACA^ 

ATGATCATACATnGCCAAmACAGAnGCTGGTGTGACAGACAGTTCACAGCTGCnGCnCCTAATGnCCCTGGAAATTAAAGTC^^ 

AAGTAAAATCACTAGAACTAATAATGGAAACAACTCTTGTATGCAAGAATACAAGGAAAGTAAGGATmCTnTGATAAGGA^ 
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>mioa7842a.seq 

TACACnAGGCAAGAAmAmTCCCAnAAAAmGAAAAATACACnnClTTGCTTCTACCCTTGCAGTTO 
CATnACTAAGAAACTATmTGnAAnATACTGAGCAAAGnTGCTCCAAATGAAAAGTCAnACGAACTATGTATAGTACCCAAGAAAA 
CCACTTnGGCGCTCCAGAGATAAACCnGTCACACTGCAGTAGACAGGTGAGTAGAAAATATGAGCTATAAATAGATAmn^ 
ATGCAGGATAAAAANTATCAGGGAATTAACCTTATGGCACAGACCAAAT 

>mioa7844a.seq 

GGGGGAAAACTGTGGAAAACCAGAGnCCCAGGTGmACACCAAAGTGGCCAATTATnTGACTGGAnAGCTACCATGTAGGAAGGCCTmAm^ 

TTATCTCTCTCnCAnCTAnCTmTCTCTCAAGAGnCCAmAATGGAAATAAAACGGNATAAnAATAAnCTCTAGGGGGGAAAAAT 

GTCTCACAGAGTT 



>mioa7845a.seq 

ACTGTTATAAAATCTTTTTAACCTCTmCTGAmCAGGAGTAATTAGTAAnGTGGmACTGGAAAATTCAATGAAT^^ 

ATTGGGAGACTGAGGCGGGTGGGTGACGTGAGATCAGGAGTTCGAGACCAGCCTGGCCAACATGGCAAAACTCCGTCTCTACTAAAAATACAAAAA 

nCCTGTATTCCCAGGTACTCGGAAGGCTGAGGCAGGAGAATCACCTGAACTCCAGAGGTGGAGGTTGCAGTGAGTC^ 

>mioa7846a.seq 

TGTGCAGAAGTGCATAATCCCACATCACCACCATCnCAAAGAAAGCACCTCCACCTTCAGGAGCATCTCAAACCATCAAATCAACM 

GAAGACTAAGAAAGTTATAGAATCAGAGGAAATAACAGAAGAACAnCTGTTTCTGAAAATCAAGAGTCCTCGTCCTGCTC^ 

GTCnCCAAAAAnCAGCTGCTAATAGAGAATTACAGGAGAAACTC 

>mioa7848.seq 

GGGAGTGATGCACCTGTACTGACAGCTACnGGGAGGCTGAGGTGGGATCATCTGAGCCCGGGAGCCAGmGCAGTGAGCGATGATCATGC 
GA^AAGACCCTGTCCCAAAAAAAAAAAAA 

>rTW7849.seq 

G/|®TAGGCAACACAGAGAACAGAGCTGTGCCAGCCAGCCAGCGAGCGATGCTGGTCTTCGGAGACCCGTnCATAGACG^ 
CTipCTCCAnCCTCGCCATATGGGTTnGTTmTAAGTCAmGGm^ 

>nllll7852.seq 

AC^AGGCAAGAGGATGGAAATACAACAGAAGAAmGACCCTmCGAATATTTAGATTGGTGGGATGTC^ 
AT^^CTCCATnCnACmACAACTTGCGGACATGGGATTATACAAATATmCCCAAGAGTGAA^ 
GQfe&AAGTGATAAATCGATCAATGGATACCTATAGCAAAATGGGCGAAGGCnCAGAGATCTCTGTGGC 
GA^iSGACCATGAAGCGTGGAGGAACTGAGAAGGAGAAGCCTACAAAAAAAAA 

Si 

>miQa7854.seq 

AGefccCCAGGTACTAAGATAnGCTTAGCGGTAAGTTmAACGGAATTnAATAGCnAAGAT^ 

G^ltCTAAAACANGAGGGAGGTTGAGATGAAGCnCTTCATGGAGGAAAAAATGTATnAAAAGAAAATTGAGAG^ 

TT^I^GATOAAATGAAGGGGCnAAACAGCTTAAAGTTTAGGTTAAAAGGTGGAGGG 

>mj6a7855.seq 

ATpACTGACAGTCCACAAGCAnGCCnCTTAnGTACTGCTTTGAGCTGmAACnTGTAAGATGCAAAGAGGTTGGATCAAGm 
AQfACTGACAAGGAAGGGCGGGCTGCCmCCCATCTGTCTATCTATGTGGCTGGCAGGGAAGGAAAGAACTCGCATGTTGGTGAAGGAAGM 

>mioa7856.seq 

AAAAAAGAGAAGGTAGGAAACAAAAAGCNNAGGGCAAAATGTACAAACTTAGAAGAAAATTGGAAGATAGAAACAAGATAGAAAATGAAAATATO 
AAAACAAGCTAAGACAAGTAnGGAGAAATATAGAAGATAGAAAAATATAAAGCCAAAAATTGGATAAAATAGCACTAAAAAM 

>mioa7857.seq 

CCTGGAGGTTAAnCCTCTTGCCCAACGGGNGATGGAGTGCCCCATTGCTAAAAAGGATTCCGTCTCCTTCAAAGAAGmTAmTTGGNCCAGAGTACnG 

GCCAGCTCCGCAGCAGCTTTTCAAAATGCACTATGCCTGATTGCTGATCGGGNmAACTmTCTnTCCTGNTTTTAT^ 

ATATATATTATATAAATATATTAAAAAGGAAAA 

>mioa7858.seq 

CGAAnGnNTTTCTCTCAACTACCCCCAACTAAAANmCAAACGNATATAAAAATCCTGmGTACTTGGnGGCTCGnAGAGAA^ 

GCTGCCGCGAGGTGAAAAGAAGCAAAATGCACATTAAAAAAAAATAAATATGAGATCCATAAGGGGAAAATAAAATATTAGCAT^^ 

TAGATTTGAAGCTGGATAAACTTGATGGATTGTAGGAGGAGCAGATGTTnGCTAAATGGG 

>mioa7859.seq 

GGCACnAAAACTTGGGNGACTGACATGCAGATAAGTGAANnCCTTrrmAAAAGCAAATGTAGA™ 
A 

>mioa7860.seq 

CCAAGGTCAACACCCTGATTCGGCCTGAGGGAGAGAAGAAGGCATATGnCGACTGGCTCCTGATTACGATGCmGGATGTTGCCAACAAAATTGGGATC^^ 
CTGCCTAAnCTGAATATATATATATATATATCTTNTCACGATAAGAAAAAAA 

>mioa7861 .seq 

TmCAGGAGCTGCGANCCATGAGAATGAGAnCCAAANTGCGAAAAGTOCTNGCAACGGACTGANCCAGATGATTGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTO 
TGAAAATGGGGCTnCCAGGGAATGAAGAAGCTCTCCTACATGCGCAnGCTGATACCAATATCACCAGCATTCCTCAAGGNCnCGTCCnCCCnACGGAATOCATCn 
AGAAAANCAGCAGAGTTGATGCAGCTAGGCCTGAAAGGACTGAATAAmGGCTAAGnGGGAnGAGNTTCAACAGCATCTCTGCTGGTGACAATGGCTCTC^^ 
TCTGAGGGAGCTTCACTTGGACAAGAACAAGCTTACCAGAGTACCTGGGGGCTGGCAGAGATAAGACATCCAGGNGGCTACGTTGATAACAACAATATCTCTG 
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>mioa7864.seq 

CCAnCCACCTAGGAGGCnCCATCTCTGCnAGGAGCTGAGTAATGGAGGAGAnGGGGTAAGAGnCAGGACCTATGAAGACCTAACTCTTGAGG 
CCTACTCAATACTGCCGAGAAA 

>mioa7866.seq 

ATAnTACTGTACTTCCCAGTAACCGTAAGNNGGTAACCCAAAAAACCGCATCCCAGGnCTGTTAAmAGTAAATAAACAAG 
TTTAAATTCTCATAAGNAGCAnCATGTAATAAACAGGTmTAGTTTGTTCTTCAGATTGATAGGGAGTTTTAAGG^ 
CAAACTGCTTATGAAAAGACTAATAGAACnGNTAACCTnCTAACCnCACGAnAACTGTGAAATGNACGGCATnGTGCAAGGACC 
GGGTCCTGACAGTGAATAAACAGCATTGGAAAAAAAAA 

>mioa7867.seq 

AACTGTGTACnAGACAACAATTTGATCAGCAACATCCCTGATGAGGATTNCAAGCGCCCNAATGCATTGCAGTATCTGCGTnATCTCACA^ 
GAAATTCTTTCAATGTGTCATCCCTGGTNGAGCTGGATCTGTCCTATAACAAGCnAAAAACATACCAACTGCGAA 

>mioa7868.seq 

TATTGCCnAAGTCnAATAnAAATANATGATTAGCCNGGCACGGTGGGTGACACCTGTAATCCGAGCACTTTGGGAGGGCAAGGTGGGGGGATOCCCGAGGTCAG^^ 

CCAGCCTGACGAACATGGAGAAACCCGGTCTCTACTAAAAATACAAAATTAGCCGGTCATGGTGGTGCATGTCTGCAAACCCAGCTACTCGGGAGGCTGAAGCAGGAGAATC^ 

ACCTGGGAGGCAGAGGTTGTGGTGAGCCAACATCACACCATTGCACTCCAGCCTGGGCAACAAGAGTAAAACTCTGCTCAAAAAAAAAAAA 

>inioa7869.seq 

ggacaacaacaagctgacgagagtacctggtgggcgggcagagcataagtacatccaggngtataccttcatagcaacaatatgtctgtagtaggagcaagtgacttctgcccac 

ggacacaacaccaaaaaggcctc™tncgggagtgagctttgcagcaacccgngcagtactgggagatacagccangcacctgcagatgnggctacggcgcnctgcgnttcaagn 

cggaaactntaagtaagtctcaagaaagccctcatttntataacctggcaaaatcngtaatg 

>mloa7870.seq 

ATlCICCACACI^GCAGAGACCAACCGAACCCCCTTCGACCTTGCCGAAGGGGAGTCCGAACTAGTCTCAGGCTrCAACATCGAATACGCCGCAGG 
A^i^AAAAA 

>iiS7873.seq 

CT^ATGGCCAAGAGAGAATCGAAGTGCATGmAAATTTGCCCACAGAACCCGCNAAATCCCCCCGCAAAmAACTG™^ 
A/|jj;TNGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACANAAAAAAAAA 

>rfifQa7874.seq 

C<M*GTmGCCAAAACCNCGGATGCGCGGCCTTCTGGCCAGGCGTCTGCAGAAATCATATGGCTGTAGCATTCGTGCTA^^ 

CtliTCAAAGAAAGAAGGCATAGGCAGATnCTACAGAAACTACGATGTCATGAAAGATTnGAGGAGATGAGGA^ 

AMrCTTCAGGTTGAATTACCTAGAAGTTTGCACTGACTTG 

>r^k97875.seq 

GG^^GTTGGGACGGTGTGGCGCATACnGTCGCTCGTGTCCTTCTCATGCCCGGCGACGCGTCTTTGTGGTAACGCCCTGCTGCCATCTC 
GllKGTGAGAATAAGAGACAACGAnCACGCTACmCTAGGATGACTTCCATGTGCTCCATCTCGCGCGTCCTGAGCATGTNG 

Si? : 

>TO£a7876.seq 

TdMCAAAACAAAACAACAACAAAAAACAmTAACAAAAAAGCTATGGCACTAGAATNTAAGAAACGNTnGGnTCAm™ 

AGBGAAGAACTGNTTmGGGTGCTGGTACATOGATTTCCGGAGGCTTGGGTGAATAATAGTmCCCAGTCTCCCTCGG 

AQIGGTTGGATCTCTAGCTACTGGCTCTAAATAGAACCCTTGnTACA 

>mioa7878.seq 

TGTnGACTGCnGGGAATGGCCnAAAAATAAACGTAATAAAGTCAGAGTGGTGGTATGAAAACATTCGTAGTGATCATGTAGTAAATGTAGGGn 
GTATGTACTGTTAAAAnGAGGTCACATATmGTTnGTATCGTGGCAAATAGTCCTGCAGGCCAGGAAGTATAATAGGAAAAAGnGAA 
TGCCACTGATTTTTTmAAATGGNAAATGAGGTTGNATATAAATAnGCCATATCATGGGACCTATA^^ 
GTGNAAAAGGTAGGTTTGGGAAnTTTTTTCTGG 

>mioa7879.seq 

GGGACAACTACTCACAAAATATAGGCAATAGGnACTAAGATAnGCTOGCGGnAAGTnnAACGAATmAATAAGCTGAA 
GATGGAGGAAGGAAAAGATAA 

>m(oa7880.seq 

TGGAAATGCTAAATAGTACTGGCGTGGAATnGAAACATTCGATATATTGGAGGATGAAGAAGNCGGGGCAAGGATTAAAAGCTTACTCAAAn 
GAAAGGGGAGCNGGTGGGAGGAnGGATAnGTGAAGGAAGTGAAAGAAAATGGTGAAnGCTGCCTATACTGAGAGGAGAAAATTAATAAATGnAAA 
AAGAAATAmAATTAGATTGGGAGCAGnCATGAmAAGTGCTCAGAAATGGACTAGGAATAGAAAAnCCTGCTnCTCAAGTTACAT 
TAAATGTATGTOCATTnTTTCGCACCAAAAATAGAATGCAATAAACATCTTCAAATTATTAAC 

>mioa7881 .seq 

CCTTGCTGATTTGCAGAATGATGAAGTTGGATnAGAAAATTCAAGCTGAnACTGAAGATGTTCAGGGTAAAAACTGCCTGACTAACTTCCATGGCATGG^^^ 
GTGTTGCATGGTCAAAAAATGGCAGACAATGATTGAAGGTGAGGnGATGTCAAGAGTAGCGATGGNTACTTGGTTCGCTGTTGTGNGGNGGmACTAAAAA^ 
CGGAAGACCTCmTGCTCAGCAGCAACAGGTCGGCAAATCGGGAAGAAGATGATGGAAATGATGACCCGAGAGGGCAGCAAATGACTTNGAAAGAAGGGGCCAATAM 
GACAGGAnGGAAAAGACATAGAAAAGGTNGCAAATCTATnATCGTCTCCATGAGGCCTCGGTAGAAAAGGAAAAAAGGTGAAGAAGCGCAGGn 

>mioa7882.seq 

GAATAGAGAAATTmACAGATAATCATOGCCCAGATACCAGnTNTTATACnAAAGATGGGATGGAGnGTAAAGAGCCCnATA^^ 
GnTGTmATlTTGACATGGCATGTCCTGAAATAAATATTGATTGAATATGGAAAAAAAAAAAA 
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>nnioa7883.seq 

ATGGGGGAGACCGAGAAACCCGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGATTGAACAGGAGA^ 

TGAGGGGTGCGCCGCCAATATGCACTGTACATTCCACAAGCANNGCnCNTAnNTACnCTmAGCTGGTTAACNnGNAAGANGCAAAGAG^ 

GCNGCCCnTCACATCAAAGAACTACTGCAACGAAGGGGGGNCTGCmCCCATCTGCTATCTATCNGGNGGAAGGGAAGGNAAGAACCTGCATGNNGGNGM^ 

AGGAAGAAGGGGGGCGGGACCGACAGGGAAANCTAGGGGAAAACCAAGCNGGCCAAGGNGGCCCGCAGGCNGGAAAGCAGGTAANCAGAGGGCNCCTTTT^ 

GGAGnNAAAAAGGGGGGAGGGGCCAAAnnNGGANAAGGGCAAANAANGGTNAAAAGNNTGCGGGNANAAANGGGAANGNCNAAANNNNNNNGGGGGGGGCCGGGCG 

CCGCC 

>mioa7884.seq 

TTOTATGCCAGTATCACCCTAATACCAAAACCAGGGAAGAACATAGCAAAAAAAGAAAACTACAGACCAGTATTCnGATGAACATAAATGCAAAAATCCT^ 

CTGAATCCAACAGCnATCAAAAAGATAATGCACCATTATCAAGTGGGTnCATACCAGGGATGTAAGGATGGmAACGTATGCAATCTAAAAATTC^ 

ACCATOnCTTCACAGAACCAGAAAAAAAATAAAAAAATCCTAAAAnCATATGGAACGAAAACAGAGGCCAmGCTAAAGCAAGACTAAACA^ 

AmGGGGCnCAAACTATACTACAAGGCCATAGTCACAAAAACAGCATGGTACTGGGGATAAAAATAGGCGGATAGACCAATGGAGAGAArc^ 

TAGAACGAACTGGACTTCAACAAGGCAATGGAAAACATAAAA 

>mioa7885.seq 

CAGGACATCCCGATGGTGCAGCCGCTAnAAAGGTTCGTTGTTCAACGATTAAAGTCCTACGTGATCTGAGnCAGACCGGAGTAATCCAGGTCGGmCTATCTA 

CCTGTACGAAAGGACAAGAGAAATAAGGCCTACTTCACAAAGCGCCTTGCCCCGTAAATGATATCATCTCAACnAAGTATAATACCCACACCCACCC 

GGC 

>mioa7886.seq 

CCTTCATCCCTCTCCAGAAGAGTTGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCCCCAATTCCTACnCATGGATGTGAAATGCCCAGGATGCTATAA^ 

mAGCCATGGACAAACGGTAGmTGTGTGTTGGCTGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAAAGCAAGGCnACAGAAGGATGnCCTTCAGG 

AGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACATTTTGGATA 

>rT|M7887.seq 

CAsSAGGnACTAAGATATTGCTOGCGGTAAGTrmAACGGTAATTnAATAGCn^ 
TIsfeMAAAACATGACAGAGGGTGAGA 

o 

>miii7889.seq 

TClffiGGGAGTAAAAAATGTATnAAAAGAAAATTGAGAGAAAGGGCTACAGAGCCCCGAATTAATACCAATA^ 

AAilTnAGmAAAAGGTGGGAGGGTGAnAAAATAATnGAAGGCGATCTmAAAAAGAGAn^^ 

GOMTTTAAAGCCTAGGTAACGCATrTACTAAACGCGGCCGG 

>nS^7890.seq 

cts^tggctgcgagaccttgagcatgcctmaggctcancncnatctgtaaaatgtgaaagggatggtgtrcagaaagng^^^ 
adcctgtggtagagtagncaagagtgnaagnccagctmctgcctgctggctgtgtgaccttcagcatgccama 
gtagctcacagganan6tgaggatcaangagataatgtgnaacgg™cn6gacatggctggcgcagtgctcacgcctgtaatcccagcacn^ 
gt]|^tgacatcaaggagatcgagaccatcctggctaacaaggtgaaaccctgctctactaaaaaaatacaaaaaa™ 

>mj537891.seq 

AC^TnAGAAAAGCCCTCCCTATTGGTAACTACCTCAACTGGTCAGAAACACAGAnGTAnCTATGAGTC^ 
TTiJrrAATCTCCTGGAAGAnGGTTTAAAAAGAAAAGTGTGTACAAAAAAAAAAAA 

>mjfa7892.seq 

CTf^CACCnGAAGAmTCCTAGAAAACTCACAAAATGTGTGATGCTmGTAGGTACCTGGAAACTTGGCTCCAGTGAAAAC 

TGCACCAGGAAAGTGGGTGGCATGGCAAACCTAACATGATCATCAGTGTGAATGGGGATGTGATCACCATTAAATCTGAAAGTACCmAAAAATACTGAGATTTCCTO 

CAGGAAmGACGAAGCACTGCAGATGACAGGAAAGTCAAGAGCACCATAACCnAGATGGGGGNGCCTGGTACATGTGCAGAAATGGGATGGAAAATCAACCACCAT^ 

ACGAGAGGATGATAAACTGGGGGNGGAATGCGCATGAAAGGCGCACTT 

>mioa7893.seq 

GGAAAAAGGCCCGGTCnCAGAAGGTGAGTGGGTTGAGGGAGGCAGTAATATGAAGTGACTGCTGTGTATnTAACTACCAGATTTmATAm 

GGAAAnCTGAnAAGCGAAAGTGGGATCATCCTAGGTAAGCmmCAGAACAAGGCTAATAmCAAGATTCTnCmTCGACTmTACTC^ 

GGGATATGAAACCTCCATGCATTnCCAGGATGGACTGCNAATATGCACAGGAAAACCATGGCnGGTNGGNTnCTANTAAAAAGCAATCAAGAAAGAN 

AATTTAGAGGGANGGGNAAAGAAGAANGGCAGACAmGGAGGACCANAGGAAAAAGGANAACACTAAATATACnGGGAAAACmGnAAAATGC^^ 

TnGGAAAAGGGGAAAAGGGAAACAAGGCATTCCCNAGGGGANACCCGGATAAANAAGGGGGNGGGGGGGGACCCCNGGGAAGGCCNANCGGNN 

GC 

>ni)oa7894.seq 

CGGAAATGCTmGTGTCTCCTGAAGACnCCCTGAAAAnAGCTCCGAGTGAAAAATCAAAAGAGACAAAAGACATCTTCGAATCCAT^ 
CAGAACCTTTCCAAAAGTTnATATTGAGATTCATAACAACACCAAGAATTGATTnGTAGCCAACATTCATTCAATACTGTOW 
CTGGAAAAGCAAAATGNACTTAAGAATAAGAATAACATGGCCATTCACCmATGGTATAAGATATGNCmGGGGAAATCAmGGTnG 
TGTTGGGTGNACAATGACCACTGTAlTGTACTTTGACTTTTGAAGAGACACCCnCCCCTGGGTTTTGGATATTAATGG 

>mioa7895.seq 

AAAnAAATGGTGGCAGACATGTCCAAGGAATATTGCGGGGAmGATCCCmATGAACCTTGTGATAGATGAATGTGTGGAGATGGCGACTAGTGGACAACA 
GGTGGAATACGAGGAAATAGTATCATCATGnAGAAGCCTTGGAACGAGNATAAATAATGGCTGTCAGCAGAGAAACCCATGGCCTCTCTCCATAGGGCCTGNT^^^ 
AAATOGGCATGTACATmCATATTAGACTTTnGGTAAATAAACTTTGGAATAGNCAAAAATGCnCTCAGANGTCTGAATA^ 
AnTTCCTGGGTGACATTGATTCAAAGGGGTTTATGCA 

>mioa7896.seq 

GGAGGCAGAGACATACTNTTGGAAGTGAAGTTCTGATGGAAGCATGCCTGTCANCANGAGGTCTTGAAGCGGANGCGCAAATAAAAGAGTATATTnATC^ 

CATmATGCAGNTTAAATGAATGGAATATmCCTCnGnTAGGTGTATCTGnTGTATTTncm 

GCTTnAAGAACTATGTGGTGGCACTTAmCTCTAAAATTATCTCATTGCCTGCAATCAGNCnCTCnGNATACnGCCT^^ 
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>mioa7897.seq 



TACCTCAAGCAAAAGGGCTACTTCTTCACAGAAGGGGAGCTGTACTGCGAAACCCACGCAAGAGCCCGCACAAAGCCCCCAGAGGGCTATGACACGGGTCACTCT^ 
TTAAGTCTCTGCAGGCGTGGCACGCACGCACGCACCCACCCACGCGCACTTACACGAGAAGACATTCATGGCTTTGGGCAGAAGGATTGTGCAGGATTGTCAACT^ 
NCAAGGCnTAGACCTTOTCCTATTGTTOnGAGGAAAAGGAATGGGAGGCAAATGCCTGCTATGTGAAAAAAACAT^^^ 
AATGANATTTAAAGCAATAATmTTGGATG 



ACAGACCTAAATAGAAAAGCTGTATCCCCAAAGCTAATAGAAAAAACATAGAATATCTTCACAAACnGGAATAGGTAAAGAm 
GATGACAAAnAGACTTCATCAAACTOAAAATAmGCTCAACAAAAAATACCACTAAGAAAAAGGAAAAGCAAGTCACCAAA 
GACAAAGCACTTGTATCTAGGATACATGTAAGAATGCAAACAGTCAGGmnAAATGGACAAGCGAmAGACACmACAAAAGAAGAT^ 
GGNnAAGATGAGTAATCAGGGAGATGCAAAnAAAATOCAATGAGAATACCACTTCACACCCAnAGAATACCACTTCACACCCAA^ 

>mioa7899.seq 

TGGAAAGGTAACTGTTAGACCAAAGAGGTTTTGCTCnTGGACACTAGGAAAAAACCnGTAGAGCGAGTAAAAAAm 
AGCGTTCAAGCTCAAGACCCACTACCCTAAGAAAAAAAA 

>mioa7900.seq 

GAAAGAGGGCTTCAACATGAnGATCAGAACAGAGATGGTTTCATCGAGAAGGAAGAmGCATGATATGCTTGCTTGAnGGGGAAGAATCCAACT 
TGAATGAGGCTCCAGGCCCCATCAAnTCACCATGTTCCTCACCATGnTGGGGGAGAAGGTAAATGGCACAGATGCTGAAGATGCATCAAGAA^^ 
AGCAACTGGACCATAGAGGAAGANTACTTGAGAGAGCTGCTGACAACCATGGGGGGA 

>mioa7901.seq 

CGTAGCATAGTATATACTnGTTACCACGTTAGCATnACACGGGAATOCTGACAAGAAAGGAAGAAGnGGTGAATAAM 
CTAATGTATAATCCCnTAACCTTCCATATGG 

>rrffoa7904.seq 

A4i;ATATGACmCAnAnTCTnnAATTCTCAGTCTGGGTATGATATGGGnGTATTACTm 

Aqg;AGGCACmGGGATTCGAGGNGGGCATATCATGAGGTCAGGAGATCAAGACCATCCTGGCGAACACGGNGAAACGCCGCTCTACT^^ 
>mrol7905.seq 

TTpAATAACmGCAAGGAGAGNCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCT^^ 
AQ&SGGGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGnCAACTnAAAmGCCCACAG^ 
AQ^GAACAGCTCmGGACAGTAGGAAAAAACCTTGNAGAGAGAGTAAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCACC 
Cfi^^ATCCCAAACATATAACTGAACTCCTCACACGCAATTGGACCAATCTATCAGCCTATAGAAGAACT^ 



TTjeiGAAGAAGAAGGACGCTGGAAAGGCCGGCAAGANCNGACAAAGACGCAGTGAACAAANCCGGGGGCAAGGGAAA^ 
AfycnAGNCnGNnGACAAAGCTACGTATGATAAACTCTGNAAGGAAGTCCCAACTATAAACTOTAACCCCAGCTGTGGTCTC^^^ 
G(||j\GCCCnCAGGAGCTCCnAGTAAAGGACTTATCAAACTGGNnCAAAGCACAGAGCTCAAGTAATnACACCAGA^^ 
AtgSATGAATAGGGCCAACCAGCTGGACAmGGAAAAATAAAACmATTAAATCGGAAAA^ 

>n^7907.seq 

TC^GAAAATGGTGCAGACNCCGATGAAGATGATAACAGCnCCTCAAACAACAATCTCCACAAGAACCCAAGTCTCTGAATGCGGACGAGT^ 
T(|6?^CTACTCAGAATCAGAAANCCCAGGATGGGGAAGTC 

>mioa7908.seq 

CAAAAGAAATGCAGATGAGTGTAAAACATCTGnCTCAAmTGGTGATCTGTGTGCGCAGTACTGGAGCAmACCCAnCATGnGAGCCTC^^ 

AAGACAGTTTATACATTT 

>mioa7909.seq 

TGGnGTTGCTGACCTCGGAGCAGAACCCAACCTCCGAGCAGTACATGGTAAGACnCACCAGTCAAAGCGAACTACTATACTCAAnGATCCAATAACTTGACCM 
CCCTAGGGATAACAGCGGAATCCTAnCTAGAGTCCATATCAACAATAGGGmACGACCTCGATGTTGGATCAGGACATCCCGATGGTGCAGCCGCTAnAAAGGTTC 

>mioa7910.seq 

TGCAAATAACAAGTnACTACNGCAGGCAAACTCCGCGGTOTTCAmGACAGATTTATATTGAGGGGCACTGNTCTAGGAGCTGGGGAmGATA^ 

TAACCTCATAGAGCnACACATAAACTGNmGCmAAAATAnGNACATTCAGAGGNGTTGTGCTCCGACCATATGACTGCAATATGCAm 

CCCACCCAGAACnAGCTrTAAAGCTATCAGAnGACAGGAGGAGAGAACACTGGCnTAGATGACA 

>mioa7911.seq 

AGGnnAATATCTAGAATATATGATAAACTCAACAGCCCCCAAACAAATAATCCCnmAAAATGGGGAAATGATCTGACT^^ 
GTGTATGAGAAAACGCTTGACATCGCTAGTCATCAGGGTAGTGCATATCAAAACTATGATGAGATGATGAnCACCAGAGTOGAATTACT^^ 



TAAAAATGTrGATCTCATGAAGGTAGAGTNTTGAATAATGGmCCAGAGGGNGAGAAGGGTAGGNGGAAGAGAGAATGAAGAGAGGTTGGTTAATGGGTGCAAA^ 

AGAAGGAATAAGTmAGTGnTGATAGCACAGTAGGGTGACAGTAGTTAACAATAATnAnATATAnTCAAAATAGCTAGAAGAGTGGATnGGAATGTTCC 

TTGATTAATATnGAGGTGATGGATATCAAATTATGCTCATTTGATCAnACACATTGNATGCATGW 

TAAAGNCATGATAAGCAGTATTmTAATGGTTAAC™CACGAAGAAAACCACCACCACAAAACCATGGTTmACAAA^ 

ATACnTAAAATTATTTAGGTAANATTACTTTTACTCAACAAAAATCCTACG 

>mioa7915.seq 

TTATTGGTACGTGAAAAAAAAAAGCCATACTTCCCNGCCAGGNGCAGTGGCTCACGCCACTnGGGAAGCCAAGGCAGGCGGATCACCTGAGGCCAGGAGTT^ 
CAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAAmGATGCCTGGNGGTACGTGTTGTACCAGCTACnGGGAGGCTGCAGCAGGAGAACTGCnGM 



>mioa7898.seq 




>mioa7913.seq 



■J 
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GGTTGCAGTGAGCCGAGATCACACCACTGTACTCCAGCCTGGAGAACAGAGNGAGACTCTGTCTCAACAACAAAATAAAAA^ 
GGAAATGAAmAGGTAGGTCCATGAmGGGGCAAGGATCTGNAAGCAAAATAACTCCTCATATAGGAAAAAAAAACn^ 

>mioa7916.seq 

AAAAAGAAATATGAACCTCCTGTACCAACCAGAGTGGGGAAAAAGAAGAAGAAAACAAAGGGACCAGATGCTGCCAGCAAACTGCCACTG 
AANNACTGAAGNTAGAGAGAATTAAAGACTATCnCTCATGGAGGAAGAATTCATTAGAAATCAGGAACAAATGAAAC 

GATCTGAGGGGGACCCCGATGCAGTAGGAACCnGGAAGAGATCATTGATGACAATCATGCCATCGGQCTACATGTGNGGCTCAAGAACACTACGGCAGCATTCmCAm 
CAAGGATCTGCTGGAACCTGGCTGCTGGGCCTGCTCAACCACAAGGGGGCATGCCGGGGA 

>mioa7917.seq 

CCATCCGACAnGAAGnGACTTACTGAAGAATGGAGAGAGAATGGAAAAAGTGGAGCATCCAGACnGTCmCAGGAAGGA 

CCCCACTGAAAAAGATGAG 

>mioa7918.seq 

ATGGAAAAAACGGATGCCGAnCTCTACTNCACATCAnCATAACAAAnGTAGATGGACGGnGATGTAAATGTGANAGGCAAAACAATAGAGCN^^^ 
TATGATCnGAANACACCAATATTTCnAAACTACATACATAAAGNACTAACCATAATGGAAAAAGTTAATNACATATAATACAA 

>mioa7919.seq 

TmATAGGGAGAGGCAGACAAACGTACCGAGmGGTGATAGCTGGNTGCCAAGAGAGAATCTTAGCCAACmAAAmGCCCACA^^ 
GTTAGTCCAAAGAGGAAGAGCTCTnGGACAGTAGGAAAAAACCTTGTAGAGAGAGCTTAATA 

>mioa7920.seq 

GAGCTCAAGGCCGCAGNTAGCTATGATGACACCAATGCACNCCAGCCTGGATGATGCTGGCNTAAAAATAnAAAACGAAAATATGGCAGGAGNnGAGAGCAGCT^ 
AAGACCCCATCTCAAGAAAAAAAAAAAGGNGGAAAAAACCAATAAAAAANCCAAAACAmCGGGNTGCAAGCATrT 

>mjoa7922.seq 

TTi56cnGGAGGCTATCCAGCGGNCTCCAAAGANCAGGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAAT^^ 

AA<gTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACnGCmCAGCAAGGACTGGCm 

TGpTATGCCTGCGGGGNGACCATGTGACnTGCACAGCCCAAGA 

>ni^7 923.seq 

TTpfGCTGnCGACCAAATACAATrCAAATGCTTmGNmATTT^ 



>n|^7924,seq 

GQQIGTGCATACCTGTGGTCCTAGCTACTCGGGAGGCTGAGGCATGAGAGCGCnGAACCTGGGAGGNGAAGmGCAGTGAGCCAAGATCATGCCACTGCA 
ACAGAGTGAACTCTGTTTAAAAAA 

>rT|§7927.seq 

gqIIcaaagcagtggacaagaaggctgctggagctgcaaggcaccaagctgcccagaaagctcagaaggctaaatgaata^ 

GdG^GAAAGAACGG 
>rT^||7928.seq 

TT|i5TGGGAGGAGCATCACCmCTCmATATGGCAAGGAGACTGATGCAT6CAGAGnGAAGTAACTO 
CC|||i^TTCTGTGnCTTCTGTGTGAAAAAAAAAAA 

>mioa7929.seq 

TnGAAGTAACAGACACACGATGGGGCAAGGATGCCCNTGGGACTAGAGGCTCAGTGGNGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGNnGCTGAGGCTGTAAGTG 
AGAGAAAGAnCTGGGGCTGNGnATGAAAATATAGAGATTCTCACATAAGCCCAGTTCATGACCAmCCTCCmACCTTTGAGTGCAGGTTCTmC 
ACTnTGGGGAGCACGGCTGCAAGTCTCTGGGAAGGGGCAGCGCATCGTGCAGGCnCTCCTCCTCTGCTmGGAGAACCAGGGCTCnCTCAGGGCTCTAGG^ 
NTCAGCCAGGAAGCCAAAACAAGAG 

>mioa7930.seq 

GGAAACTTAAAATATTAAAGGAACACTAGAGGCTGCAmGAACGAATGAAGAAAAGAATTAAAGCTATAGAACACTAAATGA^^ 

GGGAAAGGGACAAAGAGACAATAAGAGATAAGAAAAGGATATATATGGGGGGATAAAAATATATACCCCAAGTAAAAATCAGTGmCTAG^ 
CG 

>mioa7931.seq 

GCTGCTGCGTTGGAATGCACCAAAAGAAACAGTTATTGAAAAGCCCAAGTCAGCAGGAGAAAATAGGTGACGTGTGCCACGAAAACTCAAATCCGnG 

TGAGAAGACAATGACCAAAAGGATAACATACAAACCGGTGTGGAAAATGnGCCnTGAGTGGCAAGAATTAGAAAAATCTTCAAAAATATAGT^^ 

GnTAGNnCATTTTGCCATGTGACGGGATGAAGGAGNGAAAnAAAAAAAAAAAACTCAnGG 

>mioa7932.seq 

TTGTGATATAATACAAAAATGCTNAGGAGGCGACAGNCTAACCAGnTTACACmGATCTTTCCnCTAGGCTGTAGATOTTT^ 

AACGCGGGACACATGTTCGACGTGGGAAGGCTTGGATAAAAAGAmGGTGAACGAATAAAGNAACAAAAAGTTAGAGTGAGACTCTCAAATTGGT^^^ 
TACAnAAGCTAAGGCnCCCCCC 

>mioa7933.seq 

GCAATGAAATATTAAAGGGATAGGTAGGACCATGAAATGAAGAATTGTAAGAAGCACAGAAnAAGACATGmGAAGTGATNAATGG 

TAAGTCTCTGTAGTCAAAAAGTGGCACTACTAATTGAnTTCCCAmTGGGATGAACnAGCnATACTGATATAAAAATGGGGGAGAATGATC^ 

AATATCAmTACTAACAAGGCATAGAGCTTAAGAAAAAGTGCAGCnAAGGCAnCTnGACCACTTGGTGCATAAATTGTATCG 
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>mloa7934.seq 

GAAATACACAGGCnATATACAATGCTTCmCCTGTATAnCTCTTGTCTGGCTGCACCCCTTmCCCGCCCCCAGATO^ 
GAGTCAACATATGTGATTGTCCATAATAAACTTCTGGTGTGATAAA 

>mioa7935.seq 

GGGGmAAGANCCTGTACAAGGATTGGGGANGAACTTGCCCAATGGGGAAATTATCGACATCTTCAAGCCAGTGCGCAAGCACn 

GATGGGACTGTGTACAnGGGAGATGGTCATACCAACACCGGGNGGAAGTTCACCTTGACTGAGAAATGGGAACANCGATCAGnAAAAAGGGTGGCAn^^ 

GCAGATCTGAAGACAACTCGGGACGAGTCAGGAAGAGACTGGGAAGATTAAGAGGAAAGGAAGGGGGGC 

>mioa7936.seq 

TCAAACGGCCGAAGTTGCGTCTmAGGAATCTCmGGAAnGGGAGCAGGATGACTCTGAGmGAGCTAn 

>mioa7937.seq 

GTAAATGAGACCAAAACGGGGmGCTTTTTTCATAAAATAAmCTAnGGGGGCACTGnCAATGACAGGAGGTAACCTATAACTC^ 

AnCATAAAAGTGTGCAAGTCCTGTGACTCCCAGCnAACTGAAATACTGnATGCCACCTAACnGAGTACAGCAAACTGGTmAGGmCA 

TGAATAAAAAGTATHGTGnTGG 

>mioa7943.seq 

GGCGTCAAATCAGACACTGAGCTTGncnCACGGnCTGCAAGATGTCCCAGTAAGAGATCTGAAACCAGCCATAGTGAAAGTCTATGA™ 
CTGAGTACAATGCTCCTTGCAGGAAAGATCTTGGAAATGCTNGAAGACCACAAGGCTGAAAAG 

>mioa7946.seq 

ATACAAGTGTGAGTnTGnCCACAlTGGGGACANGNATTTAGCGCAGGAACTmTGmTGTCnAGAACATGTCTAAAGTAACACATGCACTAGNG 
ACTGNAATNCAAAnGGAAAAAAAAANGNTCCAGACnGGGCCAACAriTATTCCTATGGGAAAGGAAAT 
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>cr0026.seq 

CTCGTGCCAATTCGGCAGGGGGnTCAMGGCTGTTAnGAGACAGCAGATAGAGCCMGCTGCMCCTATAGCTTTMGCTGTGTACTGMTATTGGGGCnGTA^ 
CAAATTGGCAGGGAGCAAmACAGAnGmTAGAGGGCTCmAACTAGAGCCCTCAAATACCAAAGCATTnAC 

>cr0045.seq 

CTCGTGCCAmCGGCAGCTCCCCAGCTGCCACCACCAAGATTGGCCCCCCCGCATCCACACAGTCCGTGTGCGGGGAGGTAACAAGGAATTCCGTSCCCTGTAG 
GGATTTTnCCTGGGGCTCAGAGTGTTGTACTCGTAAAACAAGGGATCATCGGATGTTGTCTACCAATTGCATCTAATTACCGAGCT 

GTGCTCATCGACAGCACACCGTACCCACAGTGGTACGGGTCCACTAnCGCTGCGCCTGG>crO304.seqCGGCACGAGCCCCTGTGTGTGGGGATGAATGCTTCAAGGn 
GGAAAncnAATCnTGAAmGTATCTTATAAGTCAAGTGCAATGGAATGTCCATGAGAGGGCTGGGCTTTGGATTGGAGACAGTGCTGCCACCTCCC^ 
CACCTTCTGGCCGCCCGGCATGnAGGCGCTGCCAGACCTGGCTATCnCGTGCTACGTAGAGACnCTACTGCCCTCTACCGCGGAAGAGACATGGGTGTGAGCACGGGAGGGTn 
GGGGTCAAGTGCACACTCCCTGGGTATCnGGGAnGGAGCGTGGTGGTACCAGCCCAGTCTGGGCTGGCAACACTGCTGTnGn^^^ 

>fcr1334.seq 

GGGCACGAGAGTAGTTCTAGAGCGGCCGCGGGCCGATCGATTnACACCCGGGnGGGTACCACAGTAAGTGTACGCATTCGCGCTATATGTTAGTTGTATA^ 
>fcr1597.seq. 

GGTCGCAATTGnCGGCGATGAACnCCCnGGCCAAATCGCTGGAGnAAACCTTGGGGCGTCAATATGGTCCCGCCGGGT^ 

>fcr2013.seq 

GAAAGTAGGATAGTGGmACCAGGAGTGAGGAGGAAAGATGGTGAGGAGTTAnGTmATGCATAGAGAGTnCAATTGGGAATGCTGAAAATTTCTGGAGATA 

AnGTCCAGAATTGTGAATGTACTCAGTGCCACTGAAnTGTAAACTTAACACCAGmAATGGTGAAGnGATGTCGCATATAnTCACACGAGTACnCTA^^^ 

ATCGATTnCCACCGGGGTGGGGTACCAGGTAAGTGTACCCAATTCGCCCTATAGTGAGTCGTAT 

>fcr3109.seq 

CATCCCACCCTCTCACAGnCGGACTTTTCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGnCTAT^^ 
PpGTCAAGGCAGAGGCAGGAAACTAACT 

3>lr3110.seq 

f'"' TTAAGTAGAGAAGGnATAGAATCTCAAGTCATAmTGmCTTCmGGTAGGmTAGGGTACCTTGCTG^^ 
rrAGnCAAACAGCCAnGTGGAGTTAAACCCAAAnCATTGAAAGGnACTCCACTTAATATmGCCATnCCTTGG 
GGTAAAGTATCTCTGTCCACAGTTTCCTCT 

i>f6r3117.seq 

(^CACGAGGCTGGCTATGTGmAGAGATAAGGTGATGTCAGAGTnAATAACAACnCCCGCAGCAGATG<3AAGAAnACCCGAAA^ 
ISiBATGCAAGGCAGAnTTAAGGT 

'>fel38.seq 

^TCCCTTGCCACCCGTGGCGAGTCnCGACTACAATACTAGAGTTCAGGCATCTTTTTnGCAATACGAGmA^ 
©CAATrATTnGTGACTCTCnAAATGTTGCCncnrrcnGAGGCCTGTCACCnACm 

■5lr6r3141.seq 

SfGACAAGGACGCCCGAAGCACAGTGGACGGTCATGAAGGAGCGGGGGTTTGGCAGGCGGGnACGTCCAGGAGAGGGAGCGCCCCTTGCTGCCCCTCGGCCGCCGACnGACG 

|®CGGGCCnGCCAGCGAGCACCCTCATCGGGCTGTCGCCTGAGAGCATACCTCAAAAGGCCCTAGCTAATAAACCTGUAGCC 

ii^AAGGnGTGTACACCTCCACGAGGTGAAAAATAnCAGTAACTTGmAC 

Sr3142.seq 

GTGGAGATGACCCCTCCCTGTGCCGGCTGGTTCCTCTCCCTTTTCCCCTGGTCACGGCTACTCATGGAAGCAGGACCAGTAAGGGACCnCGATT 
>fcr3144.seq 

TCAAGTCCAATGGCAGCGTCTTCGTCCGGGACTCCTCTCAGGTGCACCCGCTAGCTGTGCTGCTGCTGACCGACGGGGACGTGCACATCCGTGATGACGGGCGCCGGGCCACCAT 
CTCACTGAGCGACAGnACCGTCTGCGGCTGGAGGGTGACTCGCGTACCGTGCGGCTGGTGAAGGAGCnCGGCGGGCCCTTGGCGCAAT 

>fcr3146.seq 

CGAAAGCAGAAGGGAAGCTCCTGCCCCTCCTAAAGCnAAGGCAAAGCGAGGCmAAAGGCCAAGGAGGGAGTTmAAAGGTGTTCAC^^ 

GTCACACCCACCTTCCGCG 

>fcrb1332.seq 

TCGTAGGATGGGTGAGTCAGATGATTCCAnCTCCGAnGGCCAAGGCCGATGGCATCGTCTCAAAGAACTTnGACTGGAGAGAATCACA 

ATGA 

>fcrb1333.seq 

GGAAGGAGTGnGCTGTAAnAGAGACCAnAGGCATTGCTTGAGCCAmGTCTATOCTTmGATATATTGGATTnCTG 

TCTAAmCTnGTAATCACAGAATCAGCATCTTGTCTCTAGAGAGTmGCTAGATAATTGGGCTGCTCGATGCCTAGCCTAGAGGCTnGGGAGTAGAACCGAGAC™^ 

TGTCTTCCAAATGnGCATCACTCAAnACTGTATGAAnCTTGCCnGTTGATGTGTCATnAAGAAACAGCTTATATACAAATC^^ 

TCATAAGATTGAAGAAACTGCAAGTTnGAGAACACTTTTAAGCAAmAmAACCTCTAAnGGCTACCnATO 

>fcrb1334.seq 

GGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAAGACGATGAAACCCCGTCTGTACTAAAAATAGAAAAAATTAGCGAGGGGTGGTGGTGGGCGCCTGTAGTCCCAG 
GGGAGGCAGAGGCAGGAGAATGGCNTGAAGCCAGGAGGCAGAGCnGCAGTGAGCCGAGATCGCGCCACTGCCCTCCAGCTTGGGCAACAGAGCGAGACTCCGTCTCC 

>fcrb1335.seq 

ACTTGGGCTOGGAGTTGCTAAGTATGAGCAATAATCTGGAATCAGCATCATCATAAnCATCATAAGmAGAATATCmGGGCAAGCCAAGGn^^ 
GGGTCAGGTTGCTmCTTATGCATmACCCAGTGGAATAAAmATmAAACAGAGACTATGGCAGATAGGAAT^ 



Figure 14A - Fetal Cartilage cDNA Library EST Sequences - Page 2 of 81 



>fcrb1336.seq 

GCAGACTTCGAGGGGTTCGTGCTGTMGACCTAMGTTCTTATGAGAnGTCCAAMCAMGAMCATGTCAGCAGGGCCT^ 
GATCAAGCGTGCmCCTTATCGAGGAGGAGAAAATCGTTGTGAAAGTGTTGAAGGCACAAGCACAGAGTCAGAAAGCT^^ 

>fcrb1337.seq 

GAAAAATATGATCCCAnAACTCGATGCTGAGTATCTACATGGATACATTAAATATAniATGCGAGTTGCAACTATGCTGGCA^ 

TCTGGCTTCTCTGCTACATCAAATATCTTGmAATGGGGCAGATATGCATTAAATAGTTTGTACAAGCAGCnTCGTTGAAGmAGAA^^ 

CCGGTAATGTGATGCCTCAGGTCTGCCTTTTTTTCTGGAGAATAAATGCAGTAATCCTCTCCCAAATAAGC 

>fcrb1339.seq 

AnCCTGGAGATCCAGATAGCTCACATGTGGTGACCACAGnCAGGCTCTGGACTGGAGCTGTGTGGCATGGGGGTGGGGCCTCAGATGCTGGGGCCCAGTCTGC^^^ 
GCTGGACCTTAAACCTGTACAGTCAmnCTACTGACTTAATAAACAGCCGAGCTGTCCCTT 

>fcrb1340.seq 

GCCATCCTACACTCCCCCAGGGCGTGCGGGGCTGT6CAGACTGGGGTGCCAGGCATCTCCTCGCCACCCGGGGTGTCCCCACATGGAGTACTGTATACCCCCCATCC 

TCCAGTGAACnCAGAGCAGnCCCAnCCTGCCCCGCCCATGTTTnGTGTCTCGCTGTGATAGATCAATAAATATm 

GATATTCTCTTTTGGTTTTATTGTrGTGGTTCATTG 

Mcrb1341 seq 

CCCCACCTCTGTGTGTGATGTAGCmCTCTCCCTCAGCGTGGAAGGGTCCGAmGCCATCGAAAAAGACAACCTCTACT^^ 
GTTAAAmATCnGGGGAAACCTCAGAACTGGTCTAmGGTGTCGTGGAACCTCnACTGCTnCAATACACGAnAGTAATCA^ 
CAAACAAGCACTGTAAnATAGCTATTAGAATAAAATCTCnAACTATT 

>fcrb1343.seq 

CTAGGTCGCGGCGACATGGCCAAACGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGAAAATGGTGAAGA^ 

qG.CCAAGTACACTTGCTCmCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGGATCTGGCACTGTGGTTCCTGCATGAA^^^ 

G^CTTCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGAGGCTCCTCTACTCmGAGACATCACTGGCCTATAATAA^ 

>jfedDl344.seq 

4^GCACACACCAGTGGnGGACGGCTCAGA0TGTGTACTCCAGGCCCCTGGCAACACnCCTGCCTGCTGCA™CATGCCTCAGGCTCCCAGTGCAG^^ 
aSATTCCCTGACCTCnCTCAGAGCCTCTCTGCCGAGGTCCCATCCTCCCCCTGCAGGCAAATCTCACAAGGAAGGGAGGATGGCnCCTACTC^^ 
/|®GATACTCAGGCTAGATATGAGGATATGTG6GGGGGTCTCAGCAGGAGCCTGGGGGGCT0CCCATCTGTGTCCAAATAAAAAGCGGTGGGCA^ 
GQfTGTCAGGACGACTGAGGGGTCAAACACACCAC 

3ii)1345.seq 

GAGTCnACATTAATGCTCAmGAGCTAATOGTAATCTGTnAAACAGATTTGGCAATACTnA^ 
GGGAAAAAATTTmAATmACTCTTCmTGTACTGAAAACTTTTm 
GtGTCCAGGTGCAGCCTCCnCACCCTTCCTGCCCACGGTGAGGAnGAATAACCAGGACnGGGGATATTGmGTTGTCAGGGnATO 
Tfi^ACATmCTTTTTCCACTCACGTAAGmCTATCnGAGAGCATAGTCCAAAGT^^ 

III 

>|gil346.seq 

d^CCTGGTACCTCTmGTGAAGCGGCAGCTGAGGAGACTCCGGCGCTCGGCATGGCCGAGGAAAAGCCCAAGGGAAGGAGTC^ 

OTGGCGGGGCAGGATGGnCTGTGGTGCAGmAAGAnAAGAGGCATACACCACmGTAAACTAATGAAAGCGTAnGTGAACGACAGGGATO 

CIMTTTGACGGGGAACCAATCAATGAAACAGACACACCTGCACAGnGGAAATGGAGGATGAAGATAC 

>liil348.seq 

CCGCTCTGGACCGTCTCAAGGTGTnGACGGCATCCCACCGCCCTACGACAAGAAAAAGCGGATGGTGGTTCCTGCTGGCCTCAAGGTCGTGCGTCTGAAGCCTACAAGAAAGm 
CCTATCTGGGGCGCCTGGCTCACGAGGTTGGCTGGAAGTACCAGGCAGTGACAGCCACCCTGGAGGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTACCGGAAGAAGAAACAGC 
TCATGAGGCTACGGAAACAGGCCGAGAAGAACGTGGAGAAGAAAATTGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAGACTGn 

>fcrb1349.seq 

TAGGCGCAGACGGGGAAGCGGAGCCAACATGCCAGTGGCCCGGAGCTGGGTTTGTCGCAAAACnATGTGACCCCGCGGAGACCCTTCGAGAAATCTCGTGTCGACCAAGAGCTGA 

AGCTGATCGGCGAGTATGGGCTCCGGAACAAACGTGAGGTCTTGGAGGGTCAAATnACCCTGGCCAAGATCCGCAAGGCCGCCCGGGAACTGCTGACGCTTGATGAGAAGGA 

ACGGCGTCTGnCGAAGGCAACGCCCTGCTGCGGCGGCTGGTCCGAnGGGGTGCTGGATGANGGCAAGATGAAGCTTGGATTACAT 

>fcrb1350.seq 

GGATGnGAAATCTTTGCCTCCTCAGTCGGGAAGAGTCCTGCTAAAAATCAGGCTAAAAATCAGGCCAAAAATCAGGCCAAATGACTTGGCAAAT^^ 
GTGTCTATCmGCTAGCAGCnGTATACCTCAGGCCAGGTGAGCTGCCCAAATncnTmCAmACTCCAGTGAGTTTCTGC^ 

>fcrb1352.seq 

AAAGAGTAAGTGCTATTATCAGnGGAGAAAGCAGAATGGAGTCCAGCCAGCTAACAATGGAAATAACATGGGATCTGGTGCAGTAATGGGAAACGGAGAAGGAAA^ 
AGGCACTTAAATAAGAAGTGAACCGTGGG™mGGCAAAAACAAGAGAAAATGATAGTGTAGGGTGATAGAATAAATGmATTACAmCACAGTA 
GGACGTGAGTCTGAAAAGTGGGAGCAAATTCTAAAACCTCTGTGCnGGGACTAAAGGAAGGTAATGTCACAGTAGTTACTGAAGAGGATCTAATTGAGTG 
AACACCATATCTGAATmACATAGGAGmCACTTTGGTGAmCAGCTAGTGATmCAGTCTGTCCTGCAGAG^^^ 

>fcrb1353.seq 

GAAAGAGAAGAAGAAGAAAGACAAAGAGCACAGGCGGCCAGCTGAGGCCACCTCCTCTCCCACATCTGCTGAGAGGCCCAGGCACCACCACCATGACTCCGAGTCCAACTCCCCGT 
GCTGTAAGAGGAGGAAGCGGGGACAGAGTGGGGAGAGGAGGAGCCCGTCTCGCAGGTGGCATGACAGAGGCTCTGAGGCCTGATGGCTGGACCCTGCTCACTGCTGTTGTGGGAG 
CGTGAACCCTCCCTTCACCnGCTTGCCTGCTGGCTCGGAAGCTCCnGGGTGTNGGGTGAAGCCCGAGGCTGCTCCTGTGGAAGTGGCTCTGGGCACCAGCCTGTGGGGCTAA^ 
ACTTGACAGCTAGCTCTGGAGCAGCCGGCTTCCTGGAAAACCTCCAGGTTTCGCATACCAG 

>fcrb1354,seq 

CGACTAGTGGATCCAAAGNAATTGCGCACGAGGCTAGAGGTATTTCAmGATAmAGCTTCTGAAAGCCCmGTOTAAAGGGAAGTGATmCT^ 
CAAGCACCACAAATGTAAAATTGCATGGnCTTTTTnACTAAmAATnTm 
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TAGACTAAGTATATGTATGTGATATMTATATGTGTACATGTGGCTMACTGCTMTGGGCAMGAnGnGGTTCTTCTGATGCTGAGTATACATCMGn 

TTACGAGCTAnGCTGATGTGATGCTACTCnAGCTGCACCACCAGTATAAAGCTTAACTGAGAAAGAACACCCCTCCCTCnAGnCCGTGCCAGACTGGTn^ 

TCTTAGTGCTCTAG 

>fcrb 1355. seq 

ACmATCAAAAACATGAmCAGGGAGATCTCAGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGTTGGTGAAmGAAGCTGG 
GCCCTTCTGGCmCACACTGGGTGTGAAACAACTAATTGTCGGTGnAACAAAATGGAnCCACTGAGCCACCCTACAGCCAGAA 
CTTACATTAAGAAAATTGGCTACAACCCCGACACAGTAGCAmGTGCCAAmCTGGnGGAATGGTGACAACATGCTGGAGGCAAGTG^^ 
AAGTCACCGGTAAGGATGGCAATGGCAGTGGAACCACGCTGCnGAGGCTCTGGACTGCATC 

>fcrb1356.seq 

GATGGTCGAGGCGATGTCCTGGGCCGCCTGGCGGCCATGGTGGCTAAACAGGTACTGCTGGGCCGGAAGGGTGGTGGTCGTACGCTGTGAAGGGATCAACAmCTGGGAAT^^ 
ACAGAAACAAGnGAAGTACCTGGCmCCTCCGCAAGGGGATGAACACGAACCCTTCGGGAGGCCCGTACCACTTCCGGGCCCCGAGCCGCATCTTCTGGCGGAGCGTGCGAGGT 
ATGCTGCCCCACAAAACCAAGCGAGGCCAGGCCGCTCTGGACCATCTCAAGGTGmGACGGCATCCCACCGCCCTACGACAAGAAAAAGCGGATGGTGGTTCCTGCTGGCCTCAA 
GGTCGTGCGTCTGAAGCCTACAANAAAGmGCCTATCTGGGGCGCCTGGCTCACGAGGnGGCnGGAAGTACCAGGCAGTGACAGCCACC 

>fcrb1357.seq 

GAAAACATCCCAGCCAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAGAAACTATCAATGCTGGCAGCCAGmGAATATAATG 
AAGGAAATGGCTACCCAAGTTGCCTTGATGCGCCTGCTGGCCAACTATGCCTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGCATACATGGATGAGGAGACTGGCA^ 
AAAAGGCTGTCAnCTACAGGGCTCTAATGATGTTGAACTTGTTGCTGAGGGCAAGAGCAGGTTCACnACACTGTTCTTGTAGATGGCTGCTCTAA^ 
ACAATCATTGAATACAAAACAAATAAGCCATCACGCCTGCGCTTCCnG 

>fcrb1359.seq 

CAAAAGGAACCCCTCTCCCACCGCnCAACGAGTTCATGACCTGCAAACGCAAAATCCACTGCnCAGGAGCCTAAAGCGTGGGCmCTCTCAAGCTGGGTGGA^ 
TCAGCAACCTCCCACCTGAACAAAGAAGGAAAAAGCTGCAGCAGAAAGTGGATGAGTTAAATAAAGAAAnCAGAAGGAGATGGATCAAAGAG^^ 
I^ACCTAAAGAATCCTCAGATGGGAGACCCAGGCAGTnGGATCACAAATTAGCAGAAGTCAGCCAAAATATAGAGAAACTGCGAGTAGAGACCC 
jSAGGTnGAAGGCCGGCTCCCAGCACGCAGCGAGCAGGCGCGCCGGCAGAGCGG 

prb1360.seq 

I^TGGGTCACCAGCAGCTGTACTGGAGCCACCCGCGAAAAnCGGCCAGGGTTCTCGCTCnGTCGTGTCTGTTCAAACCGGCACGGTCTGATCCGGAM^ 

;QPGCCAGTGTTTCGGTCAGTACGCGAAGGATATCGGmCATTAAGTTGGACTAAATGCTCTTCCnCAGAGGAn^^ 

'f^TAAAATAAACATTTGAAAAAACCCnCNN 

51^1361 .seq 

^dtCCTATGnGGATAAAGAAAnCCACCCAGTATnCAAGAGTCACTTCmACnGGTGCAGGAAGGCAGTCmGCT^^ 
WTGTAnAATAGCCTAATAAnATTATAATTGTGAAGTAATGTAAGCATTGTGGAAGAAAGGTGATAATGT^^ 
.GATTGAATmAnACATAAGTGmAATGGGTCCnCTGCATTAAAAAGTTGATAAAGATA™^^^ 
,^GAGTTCTTAATTnCCA7mGTAGCTCACTCATAACnCATTGAATGTAATO 

Sirb1362.seq 

pOinCTGnCCTGTCTCAGTACAAAGTAAGGATGATGTCTATGAGGCnTCATGAAAGAGATGGAAGGGCTACTGTGACAGCTTTTGATGCCAGA^ 
iftCATGGAGAAAGAGGCTCmnAAACnAGATGAAAGAGCTGCTTCCAnGTCAGGGTATTnCTAATTTCAGTTCAAGGA^ 
WAAAAAAGGGTATnCATCCAGAATAGATCAGTTAnGAAGCAGTGCTGCTAACATCCAnCCCmCATACCACCAlTTTCACCCTGm 
PGATCGGGGGATCTTAGTTGCnATnGTmGACTCnGTGTGCTGTGGGCACTGGAGTAGAGAmCTGGAGAA^ 

Sitcrt)1364.seq 

TCCACAAGGAACATACTCCAAGAnAACCACATGCTGAATCATAAAGCAAGTCTCAATAAATmAAAAATnGAAATCATACCACCAATACAC 
ATAAATACCAAGAAAATCCCCCCAAACTACAAAAnATATAGAAATTAAACAACnGCTTCTAAATGACTmGGATAGA 

TAAAAAGAGAGACACAATATACCAAAATCTCTCAGGTGGAGCAAAAGTAGTGTAAGGAGGGAAAGmATAGTGCCAAATACCTACCTCAAAAAGTTGA^ 
AGCATCACATCTAGAAGAACTACAAAAACAAGAACAGTATAGTCCCAAAGCTAATA 

>fcrb1366.seq 

CTCGTGCCGAACTGAGACnTCAGAAGAAAAAAmCAnCTGAATATGGAAAAATGGGAAACCAAATGGTGCAGAAGTAGAGACAATTCnGCGAnGAATA^^ 
TATTCATCCAACTAACAAATGGmCCAGGGACCCTTCACTGCAGCmCTGTGTAGAATnAAACTAAGTAACTTAAGAAnGAGAACATAACC 
CCACTCCAAATAnACTGCTAAnAGAAGCACATGnGAAGGAAAAACTCTAATAAGACATTCCAGTATAAGATCTGGGTTTGCTnAAATCCCCGM 
GTAmAGCCTTnGCCTmGmAAATGGAGAnATmGGAGTOTCAATAGTGCAATACTC^ 

>fcrb1368.seq 

CACCTGTGnGGTGACTTCCAAAlTTGTATTTCTAGTCCTGGGCTAGAGATCCTCmGTCTTCTGGCCATCAGCATnTGATGnTAT 
AAACTCATTACCTTCCCnCAAAATCTTGGCTCTGTCCAAATTTCCTAGTTTGGTGAATAGCC 

>fcrb1369.seq 

CAGCmGGGCmTTTAAACATOAACAGGTAGCAGATCAACCTTATGTTCAACAGACATTCAGCCmTACTTCCACTGTTGGGATT^ 
TTCAGGCAGTAACmGCAGACCTCGCTACTTAAATTAGAGCnCCTGACTATGnCGmGGCAATGTTGGATTnGTATCTTCmAGG^^ 
CAGAATTCTGCCCAACCTGTCCTGTATGmGCCnACTGCTAGCTGAGAGGAGnGGCTGCTAGAACAACATACCTTGGAGGCGmACTCAGnCGCTGAGGGAACA^ 
GAGATAGTTCCACAGTGTCTCAGTTCTGAAGAAACTAAGAACAAAGTTGTATCCTTTCTGG 

>fcrb1370.seq 

GTTGTCTGCAGGCACTCAGAATGGTCCAGCGmGACATACCGACGTAGGCmCCTACAATACAGCCTCTAACAAAACTAGGCTGTCCCGAACCCCTGGTAAT^^ 
TATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGGCCAGGCAGACTTCGAGGGGnCGTGCTGTAAGACCTAAAGnCmTGAGATTGTO 
ATGTGAGCAGGGCCTATGGTGGTTCCATGTGTGCTAAATGTGnCGTGACAGGATCAAGCGTGCmCGnATCGAGGAGCAGAAAATCGnGTGAM 
AGAGTCAGAAAGCTAAATAAAAAAATGAAACTTTTTTGAGTAATAAAAATGAAAAGACGC 
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>fcrb1371.seq 

GGAAATAGGGCAACGAGGGGT^TAMTnGCAGTOGGTGGAATGCTGATAGCAAGT^ 
TAmAATTnATATGnAmATTTnGAGATGGGATGTAACTCTGTAGCCCAGG 



>fcrb1372.seq 

GTCACCAGCAGCTGTACTGGAGCCACCCGCGAAAATTCGGCCAGGGTTCTCGCTCnGTCGTGTCTGTTCAAACCGGCACGGTCTGATCCGGAAATATGGCCTC^ 

AGTGTnCCGTCAGTACGGGAAGGATATCGGmCAnAAAGnGGACTAAATGCTCTTCCnCAGAGGATTATCCGGGGGATCTACTCAATGAAAM 

AAAT 

>fcrb1373.seq 

TAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGTTnGTGGACCACmGGTmCTTmTGGGTGTC 
ACAACnGACCAAAAAmGTCACAGAATTTTGAGACCCATTAAAAAAG 

>fcrb1376.seq 

CAGACTACCACCTnCGAGATCNGGACCAACCTGGAAAATGGCAGAGTTGGCTATGCCTmCAGACAnGATnGGACAGCTCACCAACCCC^^ 
TnTCTACCTACTCCGAGTGTCCTCCCCTGCCGCACCAGATTGCTGCAGGGGCGCGGTGTGGCTGGCAGCCAAATTGTTGACACTTCnnTTCCTA^ 
CATTmCmCAAAAnGCAGCAGTCCCACAGATGTGTGGAmGGACAAATAGTACTTAAAAACAAAACAAACAAGCAGTGAGGCCAGCTCCTCAATACT^^ 
CATTATTnCAATAAATATCAAAGCA 

>fcrb1377.seq 

CACATACnCCTATTCTAGACCGTAGTAGGCTCGCTTCCCGTACTCATCGCACTAAmACACTCACAACACCCTAGGGTCACTAAACAlTCTACTACTC^^ 
ATCAAACTCCTGAGCCAACAACnAATATGACTAGCnACACAATAGCnnATAGTAAAGATACCTCmACGGACTCCACTTATGACTCCCTAA^ 
TGGGTCAATAGTACnGCCGCAGTACTCnGAAACTAGGCGGCTATGGTATAATACGCCTCACACTCAnCTCAACCCCCTGACAAAACACATAGCCTAGCCCn^^ 
TATGAGGCATAATTATAACAAGCTCCATCTGCCTACGACAAACAGACCTAAAATCGCTCATTGC 

|5tot1378.seq 

iljaCGAGCGAGGTGAGATGCCGGTGGGCGTGGGTCCCTACGGACAGTCCCAGCCAAGCTGCnCGACCGTGTCAAAATGGGCTTCGTGATGGGnGCGCCGTC^ 

ligGCGCTGTTCGGCACCmTCCTGTCTCAGGATCGGAATGCGGGGTCGAGAGCTGATGGGCGGCAnGGGAAAACCATGATGCAGAGTGGGGGCACCT^^ 

IgrGGGATGGGCATCCGATGCTAACCATGGTTGCCAACTACATCTGTCCGnCCCATCAATCCCAGCCCATGTACTAATAAAAGAAAGTCm 

3Mb1379.seq 

?4rANGGGGGTNCCAAAGAAATmGGGCNAGAGNCTCGCGNACANNCACAGCAAGAANGGNNTGNNNGCCTNCC 
P&b1380.seq 

llSAATnGAAAGTAGnGncmCATAGATCTAAGGmATACCAGATGATAnACTmGATGATGAGCCTM 
pCACTTCTGCTGCAATGGGAACATCAACGGTGGAAATCACTTGGGATGAGACTGATCATGAAAGAAnACAATGCTCAACAGGA^ 
J^GGCTACTOGCnCCTCTAGTGAAGATGAAGAGGAGACAGAAGAGGAGCTACAAGGTGATGATGGAGTCAATGTAGAA 
5|s^GAAGAAAnGCTAAATACAGGCA6CT 

mb1381.seq 

IS^AACTGGnCTCCACCCCTCCCCCATACAAAATCCAGAACAAAGCGCAGTGGTCTCnGTGAATGACTGACACAGAT^^ 
^TGGAGCAGGAGGAGGGGATATCATATAmAGGGGAAAGACnAAGCCTnGAGCTCTCCAGCnGGACCACACATTGCCCT^ 
m^VGGGCAGGGGTmGTAAGTGGAACTCTGGAnGACTGGTCAGTTGCTACAATCAGAATATGCmCTTGGACCATGm 
f^TAGTGAAGAATGCCAGCAGTTTCTITGTATAAAGAGACCTGCCTTTAAAATCATA 

>fcrb1382.seq 

CTGAAAACTCGCTCTnATAAACGAGGCAAAAGCAmAATTCCCACCCCCCCACCCCCCGCTCCCTTCTGCTCCnCAATAAACCGAM 
>fcrb1386.seq 

AAGTACTTCTAGAGCGGCCGCGGGCCCATCGATTnCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAAnCGCGCTATAGTGAGTCGTATTACAAnCACTC 
>fcrb1387.seq 

NACCACCACCACCACCACCCCTTCTGGGGTCACTCCATCCATGCTCTCTCCAGCCAGCCATCTCAAGGAGAAACATAGTTCAACTGAAAGACTCATGCTCTGAnGTGGTGGGG 
GATCCTTGGGAAGAAnAGTCCCAAGAGTAACTCTGAnATCTCCTCGACAGAAAACACACAGCTTCCACAACTTCTCTGnnCTGTCAGTCCCCCAGTGGCCGCC 
CTACTTCAATGGTAGGGGCGGTTTATnAmATTTTTTGAAGGCCACTGGGAGGAGCCTGACCTAACCmTAGGGTGGTOGGACATCTCCCCCACCTCCCCA 
ACAAGACAATCGAGGTCTGGCnGAGAAGGAGCmGTncmATnCTCAGCGTGGCCnGGGGAGATGAANGGAGCCGTGTGTGCGmnGGATGT^^^ 

>fcrb1388.seq 

GTGGTGGAGGCTGTGACCATTGTAGAGACACCACCCATGGTGGTTGTGGGCATTGTGGGCTACGTGGAAACGCCTCGAGGCCTCCGGACCTTCAAGACTGTCTnGCTGAGCACATC 
AGTGATGAATGCAAGAGGCGmCTATAAGAAnGGCATAAATCTAAGAAGAAGGCCnTACCAAGTAGTGCAAGAAATGGCAGGATGAGGATGGCAAGAAGC 
TCAGCAGCATGAAGAAGTACTGGCAAGTCATGCGTGTCATTGCCCACACCCAGATGCGCCTGCnCGTCTGGGGCAGAAGAAGGCCCACCTGATGGAGATCCAGGTGAACG^^ 
ACTGTGGCCGAGAAGCTGGAGTGGGCCCGCGAGAGGCnGAGCAGCAGGTAGCTGTGAACCAAGTGTrTGGGCANGATTGAAAATG 

>fcrb1390.seq 

TGATAGTCTGCGCAGCGTATGCACACGAACTGCCAAAATATGGTGTGAAGGTTGGCCTGAGAAAnATGCTGCAGCATATTGTACTGGCCTGCTGCTGGCCCGCAGGCTTCTCAA^^ 
GnTGGCATGGACAAGATCTATGAAGGCCAAGTGGAGGTGACTGGTGATGAATACAATGTGGAAAGGAnG 

GAGAACTACCACTGGCAATAAAGTTTnGGTGCCGTGAAGGGAGCTGTGGATGGAGGGnGTCTATCCCTCACAGTACCAAACGATTCCGTGGnATGATO^ 
ATGCAGAAGTACATCGGAAGCAGATGATGGGGGAGAATGTTGGAGATTACATGCGCTACTTAATGGAAGAAGATGAAGATGGTTACAAG 

>fcrb1391.seq 

CCAGACTGAGGAAGACCCGGAAACTTAGGGGGCACGTGAGCCACGGCCACGGGCGCATAGGCAAGGACGGGAAGCACCGGGGCGGCCGGGGTAATGGCTGGTGGTCTGCATCAC 
GAGGGGATGAACTTCGACAAATAGCACCGAGGCTACTnGGGAAAGTTGGTATGAAGGAnACCACTTAAAGAGGAACCAGAGCTTCTGCCCAACTGT^^ 
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TnGGTCAGTGMCAGACACGGGTGMTGCTGCTAAAMCMGACTGGGGCTGCTCCCATCAnGATGTGGTGCGATCGGGCTACTACAMGn 
GCAGCCTGTCATCGTGAAGGCCAAAncnCAGCAGAAGAGCTGAGGAGAGATTAAGAGTGGTTGGGGGGGGGGCCCTGGGTCCCTGGGGGGCTTGGAAG 

>fcrb1392.seq 

GAAAGTGTTGGACmGTCAATTACCATGCCTGATATCAATGTGTC™CCTGACTATATCACTCCTAAAAAmCACTGCGGGCCGTGGT^ 
TCCCCATTCCTGTAGACGAGCACACAATGGTATAAGACmCCTGTAACACAnACAGTCTTCAGAGGnAACGTGATGTCATCAATATAAT^ 
TGCCTGTAGTCCCAGTGACTCAAGAGGCTGATGCATGAGAATCACTTCAGCCCAGGTGmAAGGCTGTAGCGAGGTATGACTC^ 
GACCCACCCTGTCAAAATAAATTAGATAGATAGAT 

>fcrb1394.seq 

TGACAGACGACTGGCTGATCATnTGGGGGTAAACTGCACCTGGGATTOTTGAAATAAGAGAGAAGCTTGAAGAATTAAAGAGAGTCGTAGCTGAGM 
GAACGGCTGAAACGAAGAGAAGAGAGAGAGAGAGAAGAAAGGGAGAAGCTGAGGAGGTCCCGATCACACAGCAAGAATCCAAAAAGATCCAGGTCCAGAG 
ATCTCGCTCCATGTCACGTGAAGGCAAGAGGAGAAGTCGATCCAAATCTCGGGAGAAACGCCATCGCCACAGGTCCCGCTCCAGCAGCCGTAGCCGCAGC^^ 
GTCGGCACAGTTCTAGAGATAGGAGCAGAGAACGATCCAAGAGGAGATC 

>fcrb1395.seq 

GCTGnGTAGGTACTAAGGAnCAAAACTGAACAGATTGAGTCCCTGGCCTCACATmcnGGGGGAGAAAGACAGTGAACAAGACAGATAGA^ 

TGGGAAGAGATGCAGAAGGGGCCGGCTGCTGGAGGGAGCATGGCCAGAGGATGGTGmCTCAGTCTGTAATAAGAGGGATAAAGGTGCTCCTGCnGATTC^ 

CTCTTGCCAGGCGTGGTGGCTCACACCTATAATCCCAGCACnAGGGAGGCAGAAGCAGGNAGGAnGCTGGAACCCAGGAGTTGGAGACC^^ 

ATCTCTGC 

>fcrb1396.seq 

GnCTGGACCCAGCCCCTGGAGACACCATTCACmTACTGCTTTGTAGTGAGTCGTGCTCTCCAACCTGTCTTCCTGAAAAACCAAGGC 

AGACTTGAGGAGAACAGGGGCnCCCCAAGnGCCCAGAAAGACTGTCTGGGTGGAGAAGCCATGGCGAGAGCTTCTCCGAGGGAGAGGTGnGCACGAGGGAOT 

TnTGGGGGTAAAGACACCTGGATCAGACTCCAAGGGCTGCCCTGAGTCTGGGACnCTGCCTCCATGGCTGGTCATGAGAGCAAACCGTAGTCCCCTGGAGACAGCGAC 

pMCCTCnGGGAGACAGAAGAGGCATCTGTGCACAGCTCGATCnCTACTTGCCTGGGG 

'5?fi5rb1397.seq 

igAAAGACAATGTGCmATGTTATACCTATAGCmGGTCCCATCmAAnGAGAAACAmATC^ 
SSGCTCTAAAAAGCAmGAGGAAAATAmGGTTCCCTmCTATAATCATCCmAAGATTCTTA^ 
&ACATCnGTTCCCCAmCTCACnGTGTCAGCAGCTGmGTGCCATTmAGTGTAAAAGnGCAGACCTAnA 
WrCrrTCTAGCTGnAACCTACTTCCTGGAAAAAGTAGTAG 

•?^rb1399.seq 

Kgcctgggcttcatagcattcgcctactccgtgaagtctagggacaggaagatggttggcgacgtgaccggggcccaggcctatgcctccaccg 
'^ctganctgggcatcctcatgaccattctgctcatcgtcatcccagtgctgatcncgaggcctatggatagatcaggaggga 

iATCCCACGTACTCCAACnCCAnCCTCGCCCTGCCCCCGGAGCCGAGTCCTGTATCAGCCCTnATCCTCACACGCTm 
■^rb1400.seq 

iMaaaatatctgtaaagtgagatgaagcaaagtgaagtaacatgaggtatgtctgtagct^^ 

Srb1401.seq 

1$acccaagtactttccaatctcagtcactctaggactgtgcactgaatggctgacctgacctgatgtccattcatcccaccctctcacagttcg 
iiolgacctgaactggggagactggaaaataaaatctgggtgnctatttamattgtcttcgtgtaagacgttcgggtcaagg^^ 

:^gctgagtgactgcccccaggcgaggccagaagacctcccncaggtgccgggggcaggaactgtgtgtgtcctagagaatggtggtanctgtgtgaaagaggtgtgtam 
tsccatcaattgatattaaaaatgaaaaggattanng 

>fcrb1402.seq 

CAGnGCAACTGTGGGGCCCATTTCTGTTGGTATTGATGCAGGTCATGAGTCCTTCCTGnCTATAAAGAAGGGAmATmGAGGGAGACTGTAGCAGT 
GTGCTGGTGGTTGGCTACGGAmGAAAGCACAGAATCAGATAAGAATAAATATTGGGTGGTGAAGAAGAGGTGGGGTGAAGAATGGGGGATGGGTGGGTACG^ 
GACGGGAGAAACCATTGTGGAAnGCCTCAGCAGCGAGGTAGGGGAGTGTGTGAGGTGGTGGAGGGTGATGAGGAAGGAGnGAGTGGGGATGGCGGATGCATGGGAGGAATTGAT 
CnCAGTCTACCAGCCCCCGCTGTGTCGGATACACAGTCGAATCATTGAAGATCCGAGTGTGAmGAAnCTGTGAATATTTTCACACTC^^ 

>fcrb1405.seq 

GTCACnGnmCTTTAGATmTAAATTTGAGCTATnTTTnAGAGGTGCTmTAAAAATCCAATAGATACAAGAGATGmCCm 
CTGATGATmAAAGAAAGCCACACAGAGCTGAATGGGGAGTGTAATCAATAAmAAAAGACATGAATGTCATTAGATGGTnATAACGTAGATCGAAGCG 
CAACATTTCATATCACCAGACACACCAGGCAACAGAAGTTGAAGGACAAGCACTGTAGCAAAATACGTTGAGTGGTTGTGAGACCATTAGCATTGCAGGCCAA^ 
TTCTCATAACCTCAAGGAACCATATGTGCTACCCACAACAGCTCAnCTTACCCAGGGTGCGCTGCGTCCTCATGGTAC 

>fcrb1406.seq 

TGTATmGGGGAATAGCAAAATCTACATCACAAAnnGACACATTAGAGGTGAAGGAAGAGGATGACCnCCAAGAGAAAACAGTGnCATGGGGGAAA^ 
GnTGGnCTTGTGATTGAACTGAACGTGTAAGGATTCATGGATAAAATGAACAGGAATAGATGTGAATAAAGCAAATCTGGATAAATGGTAACGAGTAGCTCTAC^ 
TGCnAACTGnnAmGAAGGAAAGCTGTGTGATnAAAAAGTTATAGGTmGGAACnTATTACTGGTTATATAGATnGGGG 
TAAATGGTrGTTTnGTAGTAGmGTTCnGTTAAAAATGmATATGATAATGTCTGT^ 

>fcrb1407.seq 

GnAGTGGATCAACGGGATACAGTTCCATATTGCGnAAACCTCCnGTTnAGACACAGTAAGAmATAGGAAAnGCAGATTATO^ 

ATTTAGTATGAACTTTmCAGAATATAATAmCTTAGmTCAAAAGTAGTTGGAAAAGATnGCAAGACTATGAAOATAG^ 

ACTGCCTTATAnAlTTATTTCTGAAAGAAAAGAGGCATTTTTGAATAAAACTACTGAAAATnG 

>fcrb1409.seq 

GAAAAATGAGGAGGCTGGTATTGTGGAAGGCATCAGAAGAAAATGmCACAAAAGGAAGGTAGTAnGAATGGNGTGAAATGTTA^^^^ 
TnTTAAGTAAATGTGATAGmGTACTGCAAATAACTTTCCATATTGCTmCAGATCATGATAT^ 
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ATCATTAAAGAAAC 
>fcrb1411.seq 

>fcrb1412.seq 

GTGCTMGAAMGGAAGMAGMGTCTTACACCACTCCCMGMGAATMGCACMGAGAMGMGGnMGCTGGCTGTCCTGAMTATOTS^ 
AGTCGCCTTCGTCGAGAGTGCCCnCTGATGAATGTGGTGCTGGGGGTGGTTTATTGGCAAGTCACTnGACAGACAmTTG 

>fCTb1414.seq 

?;^?^^GmGTCATACCGTAGAAAAGATGGCGTGTnCTnATmGAAGATAATGCAGGAGTCATA 

AAGGAGTGTGCAGACnGTGGCCCCGGAnGCATCCAATGCTGGCAGCATTGCATGATTCTCCAGTA i AW\(j(3Mt.UAb I Abl,A 

>fcrb1416.seq 

CCCCATCCCCTCTGACAGCACTCGCAGGAAGGGGGGTCGCCGTGGTCGCCGTCTGTGAACAAGAnCCTCAAAATATTTTCTGTTAAT/^ 

>fcrb1417.seq 



^1419.seq 

QTTGGAAGTCAGTCGTAGTCCTCGCAGGTCTCGGCGGGAGCTGGAAGTGCGCAGTCCACGACAGAACAAATATOGGTGCTmACCT^^^^ 
q^CGTGTGGCTGCTGGTGAAAAGCTOTXGAGAGTGGAATCAACTATGAAATOTAATCATAGATGATGGAAGCCCAG^^ 

qijACACCATCCAAAAmAnCCTGAAmATOGGAAGCAAAAGGAGGGTAATTTTGATATTGTCTCTGGAACTCGCTACAAAGG 
^1420.seq 

^^I^^^^^T®5GGGGnAGAGCAGGACCACAGCCTGGTGAGTCCCCGGGCAGCCGTCCTGCAGCCGCCACTCCTGCG^ 
il2!^S?PJ^$JI'^^^'^^^^'^'^^^^^^^'5°^™C'rC<5GAG^^^^ 

KmTACmAGACACTGGOJCAACTCCANGCGmCCmwnCCCTCAGTGCTTCTCnCTGAXTGCATGTTGA^ 
>fcrb1421.seq 

>fcrb1423.seq 



>fcrb1425.seq 

^I'i^il^I^^I^TTAGNCCAAAGAGGAACAGCTCm 

GCGTTCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACCCAATTGGACCAATCTATCACCCTATAGAAG^^^^^ 
>fcrb1427.seq 

gJJJ^^'^'^C'^^^^ATGGGCTTGTCTGTGmGCACCnGTCCTGTGTCTGAGGTC^^^^ 
>fcrb1428.seq 

S7agSa?ac 
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>fcrb1429.seq 

AmCAGATACTTGAAGAATGTTGATGGTGCTAGMGMTnGAGMGAMTACTCCTGTAnGAGnGW 

AGCAGAAAAAnAAAnGTACCTAnTTGTATATGTGAGATGrrTAAATAAATTGTG ii i ^ 1 1 1 v. ii ^.k^^oA 

>fcrbl430.seq 

GTCACCCGCTCCTACCTCCTGGGCAACTCCAGCCCCCGAACCCAGAGCCCCCAGAACTGCAGCATCATGTAATCTGGGACCTGCCAGGCAGGGGTGGGGGTG 

TCCTCCTCACCTCATGCCCACCCCCTGCCCTGCACGTCATGGGAGGGGGCTTGAAGCCAAAGAAAAATAACCCTTTGGTm 

TACAGTGG 1 1 II ATACTGAAGG 

>fcrb1431.seq 

CTTTTCCTGAGGAAAAAAGTTGACCTGACCAGTGTATGAAATTCAAACACTGTATAGGAACAAGGTAAAAGCACAGGTAGGA^ 

ATGTTAGTGTGTGAGTmGTGTGTACTGTTCATGTAGGCACATCTAAAAACTGCTGTGCACTATC 
>fcrb1432.seq 

CnGTGATCTAAATCCACTCCTTCCACAGTACCGGATTGTCTCTTTAACCCTCCCCnCGTGmCCCCCAATGTn^ 
I^^S^I^^^™GTGAATACAnAACGGTGCTAAAAATGAA^^ 

AAACTAATACnACCGAGTCAGACmGTGTTCAmCATnCAGGGTCTTGGCTGCCTGTG^ 

>fcrb1433.seq 

iqGCCAGnCTGGTCATAAATTAGGAAT^CTGTAAAAGTC^ 

>pb1434.seq 

^SggSJ^^^^ 

^ftl435.seq 

Ql^AACmGGGGAGCTGCAGGGnCTTmGGGAGGTGGGAGGAAGGGAGATGAGTmGmTTnGGGGTm 
G5qnTAAAGTAAAAnCAn™TnGCAGAGTACACTTGTnGGTAG^^ 

>|r||)1436.seq 

gTTATGAAAAATCATGTAATAnATCTCAGATAATAATGTTATCTCAn^^ 
>@}1437.seq 

>fcrb1439.seq 

CCCCATGGCTGGCCTGGGT6GCCAGGGAGGAAGTGCCCAGCCCGAGAGGCTGGGAGGTTTTGTTGAGG ov:»v.uh^l,^ov30 u 

>fcrb1441.seq 

GGMCTGGTATCCTGCCAAGCCTGGTrGTAAmGTAACCATmCTATTTGTGCAAACTCTGTAA^ 
>fcrb1442.seq 

^^I.^^™$'^*TA^^<3CTGAAMTGTCACCACTATCTGGAGAmCGAC^^^ 

CsOCCTTTCTTT 

>fcrb1443.seq 

TGmGTAAAACAGTAACATCAAATTGGCTAGAGAGATAAATGTATCATGTmAAATOGGTmGTGAGTAGACAGAmCAAnC^^ 
>fcrb1446.seq 

GCAGnCACATAAAGACAAAAGCATCTGmTGAAATGAGTAGTAATAnGGGTGGTTGATnGTTCnAGCAGACnGGCnCATmGGTCTTGAG^^ 

TGTTTATATTCACGTTrrCCTAGGTGTGGNGTGTGCAGGCCACAGCAGCATGCCCTTGGTGTAGTCAGTGCCGAM 1^-^11.1 1 WVfaATAAMTGGCCAGCATAAATGC 
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fcrb1448.seq 

GAMGMTGGNATATTTTmCCCCmGAGAMGTGCTCTCATmcmCGAGCTm 

TOTGGTAATAGTTmCTAmmGTCACATTTGACACrmAAAAmGTTNANGCTCGAAAGGACACAGAAG N i AAOAAOAbATT 

>fcrt)1449.seq 

>fctt)1450.seq 

AAAAACACCi 1 1 1 1 1 iGGAAGCTCGCGCGCCTGCAGGTCGACACTAGTGGATCCAAAGmCTGCCCTGGGTGCTCATGGGATTTTCCTTGTTGTTGGGGAACTCAATCAnGTGGAr 

>fcrb1451.seq 
A/W\ I A I \3 1 AAA t A ! 

>fcrb1452.seq 

5^(gb1453.seq 
^;i^TCMGGCC^^^^^^^ 

|GGgCaA^g^^ 
»fefc1454.seq 

I^^AMTGTGGCAGAGCATAACTGGGCAAAGTCnGTAATAATmGCAATCCTGTAnAAAAATTAATGTAAnGA^^ 
^CT^GGGGMGCT-J^^^ 

>^pTGCTCTGCCGCACATGTACACAAAGTQCTTTTTTGCCTCATGAAGTTTCTnGCnCTCAAAGATGA^^ wv^w^^/wi bbui At^UA 

^1455.seq 

qilTTCTAGAAnATTmCACTCTAAGTCATGTATGmCTCTnGAnAmGCATGTOTGTTTAATAAGCTAC^^ 
>tM)1457.seq 

>fcrb1458^eq 

^°^S^I'!^^P'^''"^C'^''"<5CATCGTAA^ 

GTACnTTTAATGGAAACAACnGACCAAAAATTTGTCACAGAATTTTGAGACCXATTAAAAAAGnA i m aa(. 1 1 ft 1 1 m ii AAAATOA 

>fcrt)1460.seq 

GGCAGCACGGCCCGGCCCXJTCACCCTCTGTCCCCACGAGGGGACCXJATGGGGGGCnGTCTmGCAGGGCACAGAT^^^^ 
>fcrb1462.seq 

^^TI3y^^?"''JI^"^^"^'^^'^Q'^TGATGTCCGC^^ 

^SIoI^^^^^^'^'^^^^^^^^^'^^^^T^'^CTCTGAAGAAGCAGCGTACCAAGAAAAATAAAGAAGAGG 
GGAGMGCGCCAGGAACAAAnGCGAAGAGACGCAGACTTTCCTCTCTGC^^ 

>fcrb1464.seq 

^^^^ni^^^^^^C£'^<5GAAAACCAGAGATTGTCmCCTGTOGAAAAGGCAATCACTAGGGAAGCACAG^ 

>fcrb1465.seq 
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>fcrb1466.seq 

GAAATGTACACATTAAAAGGCCTTGCTGACAACTTGCACAATGTTGAACATAGCCTnAAGCATCAmAAATm 
AAAACAAGATGGCAACATATATGCTTTCAGGGTCAAAmGAGCAAACTGTAAACTGTCAGGGTGATAAAATGTnCTCTO 
GTGTGAAGAAATGAATGCCAGATTCCTGTTTTGCGCAnGTCATGGGAncnAAGTGAACCTnCTAAATGTGGTCnGnC^^^ 
TGCAGTTTGTAAnGACTAAAGCAnCCAGTGTCGTCTnCTAGATTGCGAGCTCATGACATGGTGCTTAT 

>fcrb1469.seq 

CTGGGGCAGGCCTATAGTTCCAGCTACCCAGGAGGCTGAGGTGTGAGGATCGCnGTGCCTAGGAGATTGAGGCTGCAGTGAGCTGAGAn^ 

ACAGCAAGACC 

>fcrb1472.seq 

AAAGAGTCAAAGACAAAGGACAmATGAGCGAAGAGTGTGACGCATTCnCGCATCTAGTCTGTAGTAGTGTCTGTGCTCTGGGATGGATACCGTCTGATGTC^^ 

GGGCAGCCACTGCAAAACTAGTCAACTCCCATCTATAAGTGnACnmCTAGTGCTGCTnGTGCTGAGAGAACATmAGTmCTGCACnGACCTGTA^ 

ATTTOGGGATAAATTAGGTGGnAATnAAAGAAGAAATTTCAATGTTGCCTnACATCACAnAAAATATAACnCm 

TTTTTAGCnTG 

>fcrb1473.seq 

GTACTTTGGAATCTGAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCACCCTCTCACAGnGGGACTmCTCCCCTCTCmCTA^ 
AGTGGGCAGACTGCAAAATAAAATCTCGGTGTTCTAmAimATTGTCnCCTGTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTAAC 
GACTGCCCCCAGGCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTG^^ 
TTGATATTAAAAATGAAAAGGAnATTTGGGN 



>fcrb1474.seq 

iQiGACCACGGCAGGCGCTGTCACGCAGTGCTACCGAGAGATGGGTGCCCGGCACCGGGCCCGAGCGCAGTGCAnCAGATCATGAAGGTGGGAGGAGATCGCGGCCAGCAAGTGC 

;e6CCGGCCGGCTGTGAAGCAGnCCACGACTCCAAGATCAAGnCCCGCTGCCCCACCGGGTCCTGCGCCGTCAGCACAAGCCACGCnCACCACCAAGAGGCCC^ 

||AGGTGCAGGGCCCTCGTCCGGGTGTGCCCCAAATAAAGTGAGGAACGCCCCGG 

pferb1476.seq 

j&atgtggcccccnggaggttggtgcccgagaccaggaattcggcttcgacgttggccctgtc^^ 
Wttcgcccgaacgcggaaacagacaagcaacccaaactgaaccccctcaaaagccaaaaaatgggagacaatttgacatggactto^ 

'i^CnAGmTTATCTTTGACCAACCGAACATGACCAAAAACCAAAAGTGCATTCA 
?ferb1477.seq 

S(SAGAGACATGGAnCAC™TTCGGCAAACAmACTGGGCATGCCACATGCCAGATACCGGGCTAAGTATCTGGCATGTG 
ACATGnACATGATmAATAAGnCCCTGATAGAAGAGCATTGGGGTGCTCTGGGGAAATAnGGAGGGTCAT^ 

|^rb1478.seq 

OiTCTATCTCATGAAGnGCATTACATAACTAAAATAnTAGmCAGCTGTAnAGGGAACTCnA^ 
IWGATGATGAAAATAACAATAGCATAAGCTACAAGCTAACTCATTGCTACCACTAATACATCAGATCTCACACTAGGCA^ 
MGTAnTnATAATACTCATmATGGnAAAGGCACTATATCTAAGGAAmAAATTGATTG 
g^ATTmGTCATGTAGCATGCAAAATGAACAGTACTAATATnGTAAACAATAAAGTATAm 

3St1479.seq 

bMGGACTnCCTCAGTGACTGTGTGTAGGGGGGTTTCAGGGCTGAACCCCACCTCCCTCCCACCTTCGTCCGACCTCACGTGTCGCACGCACTGTGAAAGnG 
CTGGCCTCAGGGCTCTGACTCTGCCAGGGTGGGGCTCTCTAACCCACAGGTGTTGGGTGCCTGGCCCATGTGCCCACTGTGTCnCGACTTGGTCTGGGTTTGGGAGGCACTGCCT 
GGTACTTGAGGGCCAGGATGCTCGCCCAGGGAAGAAACGGAATAGTGTGGGGGTGTGTGCAGGGGTGCATCCCGCAGATGGCTGGAATAnAAAAncnCTAT^^ 
TTGCCATGGGCCTGAGCCACTGAGTATGTTCAnGCCAGCCGTGTCCCTGCGCTGGGGACCC 

>fcrb1480.seq 

ATGGCGGACATTCAGACTGAGCGTGCCTACCAAAAGCAGCCGACCATCmCAAAACAAGAAGAGGGTCCTGCTGGGAGAAAGTGGCAAGGAGAAGCTGGCGCGGTACTACA^ 
ATCGGTCTGGGCTTCAAGACACCCAAGGAGGCTATTGAGGGCACCTACATTGACAAGAAATGCCCCTTCACTGGTAATGTGTCCATTGGAGGGCGGATGCTCTCTGGCGTGGTGAGG 
AAGATGAAGATGCAGAGGACCAnGTCATGCGCCGAGAGTATCTGCAGTACATCCGCAAGTACAACCGCTTCGAGAAGCGGCACAAGAACATGTCTGTACACCTGTCCCCCTGCn^^ 
GGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCTTGAACG 

>fcrb1481.seq 

GTTCACTCTACTTAGCATGTCCCTACCGAGTCTCTTCTCCACTGGATGGAGGAAAACCAAGCCGTGGCTTCCCGCTCAGCCGTCCCTGCCCCTGCCTTCAA^ 
TGTCAACAAGTATGAATAAAGAGACGTAGTGAG 

>fcrb1482.seq 

GTCGCGCGGAGGCGGAGGCnGGGTGCGTTCAAGATTCAGGTTCAGCGGTAAGCCACGGCCATGGCCGAGGAAGGCAnGCTGCTGGAGGTGTAATGGAGGnAATACTGCm^ 
AAGAGGnCTGAAGACTGCCCTCATCCACGATGGGCTAGCACGTGGAAnCGCGAAGGTGCGAAAGCCnAGACAAGCGCCAAGGCCATGnTGTGTGCnGCATCGAACTGTGATGA 
GCCTATGTATGTCAAGnGGTGGAGGCCCmGTGCTGAAGACCAAATCAACGTAAnAAGGnGATGACAACAAGAAACTAGGAGAATGGGGT^^ 
GGGGAAACCCCGTAAAGTGGTTGGTTG 

>fcrb1483.seq 

GCAGAGCATAGAAAAAAGATGAGTGAATCCGGAATCAAGTACCATACACCCCTGnCTCCCGCnCCTAGCTnGTGTCCmGACAAGAAACTATGTTGCCTCm 
AAATGGTAATATnACAGCTCACATAAGATmGTGAATCTTAAACCAGTGCCACTCATCAAACATOnCAAGTGGGAAnCCTATOTTAACn™ 
AnATCAACTCATCACTATTmAGAnCAAATGACTGGTAGTGTAAGGTCCTGGAAGGCAGAGACGATACCACACAmACATAGCAGCTAGACAGACAT^^^ 
AATTCAAGTTTAGATGGTGGATAAAGGGAAAAAGNmGCTNAATmAAAAAAATTAGCTCAAGGGCTGGGCACTGT 
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>fcrb1484.seq 

ATACACnMTGnGTTATTGTATGnGTTACTGAAGTACTOGATmTAAMmCAMTCCTAMTCACnCnGTAGGAGGGTTn 
GGGTTGTTTGAGTmTTGTGTGCTGTATncmCTGTTrrnAATACCTGGTTTTGTACATATC^^ 
TTAATTTGNGTTmTAATTnGAnCAGAAGTAGTCCCAGCTCATAGGNGTTCATACTGTTACATCCAGAACAmGT^^ 
ATGGGAGTTAGGCACTTCCTGGAI 1 1 II i ill iATGG 

>fcrb1485.seq 

GTCCGACCTCCACGGCCTCACGGAGCTCATGGTGGTGCCCCCTCCGTGCCGTGGCAGmCAATGCGGATGAGGACGAnCGGGTGGACATCCTGGGGGGCCAGCCGGAG^^ 
CCAGCAACTCTCTGCCAGCTCCGACACCGACTAGGCTTCCATCCCCAGGTAGGTGGGGCAGCCTCTGCCAGGCnGGGTGTGCGTGGCCTGGGAGTGAGGGGTCCAGGCGAGCAG 
AGCTGGCTGTACAGGAATGTCCACGAGCACAGCAGnCCAGCTACTTGGGAGGCTGACATGGGAAGATCACnGAGCCTGGGAGTTCGAGGCTGCAGCGAGCAATGATTGCGCCAC 
TCCACTCCAGCGTGGGTGAGANAAGTGAGACCCCGTrr 

>fcrb1486.seq 

GnGCACGAAAGACACTGGGGAATGGAGCAAAACAGTCTnGAATATCGAACACGCAAGGCTGTGAGAGTACCTATTGTAGATAnGGACCCTATGACAnG 
AmGGTGTGGACGTTGGCCCTGmGCTn™TAAACCAAACTCTATCTGAAATCCCAACAAAAAAAAlTTAACTCCATATGTGnCCTC 
GACCGAGAAAATTCCAGnAmATnCGAAAATGTnGGAAAGAGTATAATnGACAAAGAAAAATGATACnCTCnnnTGCTGT^^ 
TTTimACCAAnCCAAmCAAAATGTCTCAATGGTGCTATAATAAATAAACTO 

>fcrb1487.seq 

GTTTTGTCnGCGGGTCTGTCAGGGTTGGAAAGTCCAAGCCGTAGGACCCAGTTTCCTnCmGCTGATGTCmGGCCAGAACACGGTGGGCTGTOC^^ 

GGTTTGCAmAGGCCTGTAAATGTATTCAITCnAAnTATGTAAGGnTnmGTACGCAATTCTCGAncmGAAGA^ 

AnAGGCCCCAGCAACACGTCATTGTGTAAGGAAAAATAAAAGTGCTGCGGTGCG 

> fcrb148 8.seq 

CTTTnAAAGAGTCTAATGGACTOTAACAGCC™™GCAGAnAAGTTCTAAGAGCATCATCACTGW^ 

>5rb1489.seq 

%^AACATGGCGGNGGCGGACCTCGCTCTCATTCCTGATGTGGACATCGACTCCGACGGCGTCnCAAGTATGTGCTGATCCGAGTCCACTCGGCTC^^^ 
©AGAGAGCAAGGAGATCGTGCGCGGCTACAAGTGGGCTGAGTACCATGCGGACATCTACGACAAAGTGTCGGGCGACATGCAGAAGCAAGGCTGCGAC 
^GGGCGCATCTCCCAGCAGAGTCAGGACAAGAAGATTCACGTGTACGGCTATTCCATGGCCTATGGTCCTGCCCAGCACGCCAmCAACTG 
jtjTACGAGGTCACCTGGGCTAACGACGGCTACTGAGCACTCCCAGCCCGGGGCCTGCTGCCTCCAGCAGCCACTTCAGAGCCCCCGC 

%il 

't^rb1490.seq 

JlifTAAATGnAGGAAAAAAAnCTGAAGmACTGATACATTGCnGGACGCCAAAGTGCGTGCACTGC 

iAfCCACTAGTATACTCCAAGATGTCGCGAGTCCCTGAATCCCCCACATCTCTGAmGGTCnCCAGCAACTAnG 

liSGAAAGAGGGAAGGAAGGATAG 

J?l6rb1491.seq 

MGGAACAGGCTCCGACGAGATCTTCCTGGCACCCTGAGGGTCGTCCTCCAGCAGGGGCnCTTGGACCCCTGTCTGAG 
iAATAAAAATGGATTCAAACCC 

g^rb1492.seq 

#rGCATGCAAGmGCTGAGCTGAANGAAAAGAnGATCGCGGTTCTGGTAAAAAGCTGGAAGATGGCCCTAAATTCnGAAGTC^ 
@AGCCCATGTGTGTTGAGAGCTTCTCAGACTATCCACCTnGGGTCGCmGCTGTTCGTGATATGAGACAGACAGTO 
ii^AGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGGTCAGAAGGCTAAATGAATATTATCCCTAATACGTGCGACCCCACTCTT^^ 
WTCAATTGGCCATnAAGTrTAGTAGTAAAAAGA 

>fcrb1493.seq 

GAAAAATGGGTGAAGGATAAACCGTTGAGAGGTGGCCCCACTGGTAGGATGGTCCTCTTGTACTTCGTGTGCTCCGACCCATGGTGACGATGACACACCCTGGTGGCATGCCCGTGT 
ATGTTGGlTTAGCGnGTCTGCAnGTTCTAGAGTGAAACAGGTGTCAGGCTGTCACTGTTCACACAAATTTnAATAAGAAACATTTACC 
AAACCnCTGAACCATGACTrGGAGCCGGCAGAGTAGGCTGTGGCTGTGGACnCAGCACAACCATCAACAnGCTGTTCAAAGAAATTAGAGTnACGTCCAnCCAA 
CTAGTCI 1 1 1 1 1 1 1 1 1 1 1 1 INCCAATAAAAANACCTTTTCNT 

>fcrb1494.seq 

CTTCCCTCCCAGGCTCCTTACCnGGTCnTTCCCTGTTCATCTCCCAACATGCTGTGCTCCATAGCTGGTAGGAGAAGGGAAGGCAAAATCmCTTAG 
TTGAAnCATnAGTTACTGGGCATAACmCTGCnnTACAAAAGAAACAAACATTGTCTGTACAGGmCATG 

mCTACGnCnnCCTCCGACGGTCCCCTTCCCTCAGATGCCATCCAGTGAGAAGACCTGCTCCTCAGTCTTGTAAATGTATClTGAGAGGTAGGGAGCAGAG 
GAAGCTGAAATGGTAGACCTGTAATTGTGGGGAAAACTATAAACTCTCTTGTTACAGCCCCGCC 

>fcrb1496.seq 

GTCGGGTCCGCGGCCTGCGCTGTAGCGGTCGCCGCCGTTCCCTGGAAGTAGCAACTTCCCTACCCCACCCCAGTCCTGGTCCCCGTCGAGCCGCTGACGTGAAGATGAGCAGCTG 
AGAGGGAGGTGTCCTGGAmCCTGGTTCTGTGGGCTCCGTGGCAATGAATTCnCTGTGAAGTGGATGAAGACTACATCCAGGACAAATnAATCTTACTGGACTCAATG^ 
CCCTCACTATCGACAAGCTCTAGACATGATCTTGGACCTGGAGCCTGATGAAGAACTGGAAGACAACCCCAACCAGAGTGACCTGATTGAGCANGCAGCCGAGATGCm 
ATCCACGCCCGCTACATCCTTACCAACCGTGGCATCGCCCAGATGTTGGAAAAGTACCAGCAAGGAGACTrTGGTTACTGTC 

>fcrb1497.seq 

CCACGATGGCCTAGCACGTGGAATTCGCGAAGCTGCCAAAGCCTTAGACAAGCGCCAAGCCGATGTTTGTGTGCTTGCATCCAACTGTGATGAGCCTATGTATGTC^ 

GGCCCTTTGTGCTGAACACCAAATCAACCTAATTAAGGTTGATGACAACAAGAAACTAGGAGAATGGGTAGGCCTnGTAAAATTGACAGAGAGGG 

TGCAGnGTGTAGTAGTTAAGGACTATGGCAAGGAGTGTGAGGCGAAGGATGTCATTGAAGAGTAnTCAAATGCAAGAAATGAAGAAATAAAT^^ 

>fcrb1498.seq 

GmGTTTATATCACTGTCTAGCTGmCAAAAnTAGGTCCCTTGGTCTGTACAAATAATAGCAATGTAAAAATGGTTmTG^ 
TCCAAGCCCCCAGTATAAAmCTGTCTnGTGCTATGTGTGGTACmGCAGCTGCTTnGCAGAAATCACAATmCCTGTGGAA^^ 
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TATATATATAnAGTMTTTATATAGATGTCAGCMTOGGCAGATCMGGTTOGmMCnCCACTGTTAAMTAMGCTO^ 
ACATAGGTTmAAAGACTAGGATAnGGAATGTGAAACATCCCGnTTCATTGTTCACTTCTAAACCAAA^ 

>fcrb1500.seq 

GGTTCACTGnCTATAGGCTGTGCAGGAAGCATAGTGGCnCTGGGGAGGCCTCAGGAAACnACAATCATGGCAGAAGGGGATGTGAGATGTCTTAC^^ 

AGAGAGAGCAGGGAGGTGCCACACACGTnAAACAGTCAGATCTCCTGAGGACTCTATCGTGAGAAAAATACTAGCAGGGTGTTAAGC 

TCACCmCACCAGGCCCCACCTCCAGCACTGGGGATTGCATnCAACTTGAGATnGGGTGGGGACACAGATCCAAA 

>fcrb1501.seq 

GCCCACTCCTGGAAGCCGCTGnCCCmCTACCnCTOCCAGAGCCCAAGGGCAGGCCTGGTCCCGGGGAAGCAGCAGCnGCTGACATAAGTCAGCTGC^ 
GTGCCCTCAGAGAAGCACCGCCCCCCAGTCTTGTGCCAGCGCCTAGAGCCGCAGCTCCCAGGGATGCTCCnCCCTGGAGGCAGCCCAGGAGAGGGACTCTGGCAGCGTO^ 
GATTTGTGGCCACTGTTTCTCATnGCTGGnGACTGTmTATTTCTTAGGCmTGCTAGTmAGAAAATAGGGM 
ATGCACAACAGTCCAGGAAAATGGGCGGTGGACACTTGANGCTGAAGATGGGGAGTTGACATGAGC 

>fcrb1502.seq 

GCTGCTAGGGTGTCTGGCTCCTGGCGGCTnGCCATCCATGAGGCAAGGGCTGGGAACACAGTGTCTnGCCTATGGTAGATCCATGTGAATGTCAGGAAGC 
GGAGATGATnCTGCTACAATTCTGTAGAAAGATTAAGGATGGCAGAGTAAAAGGnACCAAGAATGCCAGGATGTTmCTTGGGCGTAGGAGGTCCAGA^^ 
AAAGAGTnGGAAGACTGTCCCATCTCTCTGGCTTGAGAAATCTCTGCCATmAAACATCACTGTGAAATAGCAATO 
ATAATAGGTAAAAATCGTCTTGCCTACTCATTCCAAAGATGATCAAGTCAnAATCTAGCAAAGTATO 

>fcrb1503.seq 

GTGGAnCTAAAATATATATATAmATATAAACACCATATAAGTCAAATATGTAmAACAAAGCAATATGTATTCATTCACm 
AGATGGAGTTGCTTCTGnGAAmGCTCTGGCACGAATATGTATCnCATAGAGGTTTGGAAATGnTCCTGGAGCATTAGGTATGACTTGnCT 
GAACAAAGAATTTGTACTTAATGGCATGGACTCTGGAGAATCTATGCGAATCAACCmCTACCTTAATATCTCCCCAAAAATGT^^ 
AAAAAGTnGCTCTGCATTmGATGATGGGNnGGGAACATOTCTACAATrnAGTGTC^^ 

;y5rb1504.seq 

yTGCAAAAGCAATTnAGTGGAGTAATAGAACTGCAAATCAAATACCAGTATmGAGAAGCAGGA^ 
SCCTGAGTGGAAGACGGTGGTAATAGCTAGGAGAGGATGCTATGnGAAGGCCAGTTnAAnACTT^ 
I^CAAAAAGGCAGCAGAGAGGAAGACCAATACGGGGAAATGGGGTGGTAATTGATGAGGCAAGTGTCCTGAGAAmGAG^ 
lypGrGAATAWATCGAGATAATGAlV^ 

^rb1505.seq 

^ACGATGAGGTGACAGTCACGGAGGATAAGATCAATGCCCTCATTAAAGCAGCCGGTGTAAATGnGAGCCTTmGGCCTGGCnGm 

!ie5GAGCGTCATCTGCAATGTAGGGGCCNGGTGGACCTGCTCCAGCAGCTGGTGCTGCACCAGCAGGAGGTCCTGCCCCCTCCACTGCTGCT^ 

ia^AGCAAAGAAAGAAGAATCCGAGGAGTCTGATGATGACATGGGCTmGGTCTnmGAGTAAACC^^ 

J?ferb1506.seq 

■igeCCGAGGTCCCCCTGGCTCTGCTGGTGCTCCTGGCAAAGATGGACTCAACGGTCTCCCTGGCCCCATO 

!f4CGCCCGGCCCTCCTGGACCTCCTGGTCCCCCTGGTCCTCCCAGCGCTGGmCGACTTCAGCnCCTGCCCCAGCCACCTCAAGAGAAGGGTCACGATGGT^ 

iSGGCTGATGATGCGAATGTGGnCGTGACCGTGACCTCGAGGTGGAGACCAGCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCGCAGAGGGCAGGCGCAAGAAC 

SeeCCCGCACCTGCCGTGACCTCAAGATGTGCGACTGTGACTGGAAGAGTGGGAGA 

Iilrb1507.seq 

fIGCCAGGCCmCCCAATACCAACCGCTGGTTCCTCACCTGCATTAACGAGCCCCAGTTCCGGGCTGTCTTGGGCGAAGTGAAACTGTGTGAGAAGATGGCCGAGm 
T^GTTTGCAGAGACCCAACCTAAAAAGGACACACCACGGAAAGAGAAGGGTTCACGGGAAGAGAAGCAGAAGCCCCAGGCTGAGCGGAAGGAGGAGAAAA^ 
GGTGCTGAGGAGGAGATGGATGAATGTGAGCAGGGGCTGGGTGCTGAGCCCAAGGCGAAGGACCGCTTCGCTCACCTGCGGAAGAGTACCmGTGnGGATGAAmAAGGGC 
GTACTCCAATGAGGACACACTCTCTGTGGCACTGCCATAnTCTGGGAGGACTTTGATAANGACGGCTGGTCGCnGTGGTACTCAGAGTAT 

>fcrb1508.seq 

GAAAAATGTTAACAAATGTGGCAA™mTGGATCTATCAGGTGTCATGATAAGTGGGTTGTGCTTGTCATCCACACAAGAGCAGGAGTTM 
CTGTTGATTTATmGACTGTGAmAmGGAGTGGAGGCAnGTTmAAGAAAAAG^^^^ 

>fcrb1509.seq 

CTGTCTGAGCACAAAAnGTCnAATAAGGACGGAAATAAGCAAAGCGTTGATATATCATAAATCnAATCAAAGACAGTGmAAAGnCTCCAGM 

ACATAAAAGGGAGGATTGACTGTGnGGCAGAAAGAAAGTGTCAGACAGATAGCAAATGAGGGCATCATTTCTGATAGTGCAGGGGACCCCAGACATGCACATGGATGCACAGAGAG 
ATGCACACAGAGACAGTGATAGACACAGGGAGAGAGAAAGAGAGATGCAAATGCCCAGAGATGGAGAGACAGACAAAGAGAGAGATGTAGAGAGAGAGAAAGATGTAGACAGAGAGAA 
AGATGCACAGACAAAGAGAGATGTACACACAGAGAAAGATGGAGACAGAGATGCA 

>fcrb1510.seq 

TGGTTCGTGACCGTGACCTCGAGGTGGACACCACCCTGAAGAGCGTGAGCCAGCAGATGGAGAACATGCGGAGCGCAGAGGGCAGGCGCAAGAACCCCGCCCGCACCTGCCGTGA 
CCTCAAGATGTGCCACTCTGACTGGAAGAGTGGAGAGTACCTGGATTGACCCCAACCAAGGCTGCAACCTGGATGGCATGAAAGTCTTCTGCAACATGGAGACTGGTGAGACCTGCG 
TGTAGCCCAGTGAGCCCAGTGTGGGCCAGAAGAACTGGTACATCAGGAAGAACGCCAAGGAGAAGAGGCATGTCTGGnGGGGGAGAGGATGAGCGATGGAnGGAGTTGGAGTATG 
GCGGCCAGGGCTCCGACCCTGCCGATGTGGGCATCCAGCTGACCnCCTGCGCCTGATGTCCACCGAGGCCTCCCAGAAGATGAGCTACCA 

>fcrb1511.seq 

GCCCCTTGNNCAAAGGCTGACTGAGCGCGAGAGAGGAGGmCCAACTGAAAAATGCAGGNTCAACAGTACGACCATCAGCGTAGAAAAmGCANCTGNGTTCn 

CATACTGGCAGCTGTGGATACTGCTGAAGCAGGGAAGAAAGAGAAACCANAAAAAAAAGNGAAGAAGTCTGACTGNGGAGAATGGCAGNGGAGTG^^ 

ACTGNGGTCTGNGCACACG 

>fcrb1513.seq 

GCGACCTTGGNAAGTGCCTGCGCANGGCCCGGCCGCCCTCCATCTGGGCCGGGTGACTGGGCGCCGGCTGTGTGCCCGAGGCCTCACCCTGCCCTGGCCTAGTCTGGAAGCTCC 

GACCGACATCACGGAGCAGCCTTCAAGCATTCCAnAGGCCGCATGTCGCTCTGTGCCCCTCCCGACCAGGGCnCAGCAGGAGCCCTGGACTCATCATCAATAAACACTGmC 

C 
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>fcrb1514.seq 

TCAAGGCAGAGGCAGGAMCTMCTGGTGTGAGTCMATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGMGACCTCCCTTCAGGTGCCGGGCGCA^ 
ACACAATGGTGCTAnCTGTGTCAAACACCTCTGTATTTTnAAAACATGAAnGATAnAAAAATGA^ 

>fcrb1515.seq 

TGTTCCAGAAATAAGCTGTGnCTACTATGCGTCTAAATGACTATACATTTCAGTATCACACnGATGTATTTnAAAnGTAGCT^^ 
TATGAnGCACTnTAAAGACATGCTGGGCTTCTGTAGmATAGGAAGAACATACTGTnGCTGGAAAAATCAGTGTCTC^^^ 
TAGATGTmTCTCCGTGGTACnACCACTGGCTCATATATTGTATAmGmGGmCGTCTGTCTTCnCTACCA^ 
ATCCTCGATGCTTTCAACAGTGCGTGGGACATAAATAGGTGTTAATATTAATTGA 

>fcrb1516.seq 

ACAAAAACCCCAAAACTGMTGCmAATTAATOGCmGCAACAmATAATOCATGTAATGCTTCTnGCAGGAACACACA 

GnGAACnACATGTCAAGAAACnATATACTAAGTTAAACGTAATnCTGGTTTAATATTGAGTATAGCATOmGTATG^^ 

TCAGTATTGAAGCAGCAGGCTTGGCTTGCAnTTATGAAGT 

>fcrb1518.seq 

GCCTAGCTCAGTGACACCAGCGTGGGCCACATGGCAAAACCCCGTCTGTACCAAAAATGCAAAAAAnAGCTGGGTGTGGTGTTGACGmGCGGTCGCAGCTA 

GGTGGGAGGAnGCnGAGTCTGGGAGGCAGAAGnGCAGTAAGCCGAGATCATGCCACTGCACAAGCTAGGTGACAGAATGAGACTCTGTCTCAAAAATAATTAAAM 

CCCAAACTCGnAAAAGATmATAACCACAACTGCTGmCTGTGTAGATGCATCTGCATGCCCAGGAGGAGTAAATGCAATAAAA 

GTTGAGGCTTTT 

>fcrb1519.seq 

NACCATGATTAAGGGTCTmCGGAATAAAGGATGATGTCTTCCTOGTGTTCCnGGATTTTGGGACAGAATGGAATCTCAGACCnGTGAAGGT^^ 
CCCGmGAAGAAGAGTGCAGATACACnTGGGGGATCCAAAAGGAGCTGCAATmAAAGTCnCTGATGTCATATCAmCACTGT^^^ 
eiGCATGTTGTCCTnTOTCTGATCTGTGATTAAAGCAGTAATATTnAAGATGGACTGGGAAAAACATCAACTCCT^ 
IJpATGCTGGATGGTAnAATCnGTGTAGTCnCAACTGGnAGTGTGAAATAAGnCTGCCACCTCTGACGCACCA 

®b1520.seq 

ifCAGACGCGCTATGGCGTCCGCCTCGACGCAACCGGCGGCCTTGAGCGCTGAGCAAGCAAAGGTGGTCCTCGCGGAGGTGATCCAGGCGnCTCCGC 
pCATGGACGAGGCTCGGGATAACGCCTGCAACGACATGGGTAAGATGCTGCAATTCGTGCTGCCCGTGGCCACGCAGATCCAGCAGGAGGnATGAM 
OGACGGGGNAAGGTGTCCnAAGmGCTCGCnGGTCAAGTCCTACGAAGCCCANGATCCTGAGATCGCCAGCCTGTCANGCAAGCTGAAGGCGCTC 
M)CACCCCATGGGCCTGCTGCTGGTGGCAGCGTGGCCGCCTCCTGAGAGTTGGGCCTCCCnGTGCGACTGCCAGGGGAAG 

|M-b1521.seq 

M)AGGCATGCATAGCCTCAAC™TATAAGTTATGCCAACnGTGTTCTGAAGTGGGCATGGCAGC™TGCTCCCAGCAGGAGTC^^ 
^mGGGATTGTGAGACCTCATGTmATCCATCTATTCAGCTGGAAGTGAAATGTCAGAGGGGTTm 
paTGTnCCCCATCTGTGAmGACCATTCAAGGTGmGCCTACTmCAATGGGTCTATTCT^ 
IgBAATTAATmATATGAATGCTGGGAGATAGAAATAAATTTTTGCCTGCmATCnCnACT^^ 

i^1522.seq 

IgSACTGGAGACAAAGTGGGAGCCAGCGAAGCCACGCTGCTGAACATGCTCAACATCTCCCCCTTCTCCmGGGCTGGTCATCCAGCAGGTG 
^GAAGTGCnGATATCACAGAGGAAACTCTGCATTCTCGCnCCTGGAGGGTGTGCGCAATGTTGCCAGTGTCTGTCTGCAGAnGGGTACCCAACTGTTGCATCAG 
^TCATCAACGGGTACAAACGAGTCCTGGCCnGTCTGTGGAGACGGATTACACCTTCCCACTTGCTGAAAAGGTCAAGGCCTTCnGGCTGATCGATC^ 
I^TGTGGCTGCTGCCACCACAGCTGCTCCTGCTGCTGCTGCAGCCCCAGCTAAGGTTGAAGCGAAGGAAGAGTCGGAGGAGTCGGACGA 

>fcrb1523.seq 

CnGTCCATGGNAAATGCTGGACCCAACACAAATGGTTCCCAGTTmCATCTGCACTGCCAAGACTGAGTGGTTGGATGGCAAGCATGTGGTGnTGGCAAA^^^ 
AATATTGTGGAGGCCATGGAGCGCTnGGGTCCAGGAATGGCAAGACCAGCAAGAAGATCACCAnGCTGACTGTGGACAACTCGAATAAGTTTGACTO 
GATCATTCCTTCTGTAGCTCAGGAGAGCACCGCTCCACCCCATTTGCTCGCAGTATCCTAGAATCmGTGCTCTCGCTGCAGnCCCTnGGGnCCATGm 
ATGCCTAGCTGGATTGCAGAGTTAAGTnATGAATTATGAAATAAAAACTAAATAAC 

>fcrb1524.seq 

NATTCCnCAAAGNnACTGTAAmCACATCTGGTGGTGAGACnGCAmATCCAGACAAAAAATCTGAGGGAGTAAGAAnTCATCATGGCGAAAGGAGAAACCAGG 
AGTGAATnAAGAGGGGAAAACTGCTnCATACnAGATGTTGAAGGAAATTCCATCAATATGGTGCAAATGACATTCCTGAAACTTCTGACTGCCTCTGCTCGGCAA^ 
CACTGTCATCAGTCAGCAGCCTGGTATGATGTGTCATCAGGAAGTTATGACAAAGCACTTCGCTTCCTGGGATCAAATGATGAGGAGATGTCCTATGACAATAATCC^ 
ACTGTATGATGGTTGTGCGTCCAGAAAAGGCTATGAAAAGACTGTCATTGAAATGAATACACCAAAAAnGATGAAGTACCTATTGTTGAT^ 

>fcrb1525.seq 

CAGCCCCAAATGCCAGCCTCTCCmCTTCCCATGCACCAGTATACTGCGGGGGCAniGTGGTCmGTCCAACAGGAAACCCAmCTGGTGGGATATGCCnCCAGTGCCACAG 
GCCACTCACCCCATGCATCTCTGTCCTGCCCGTCAGTGCTGGGACGGACAGCAAGGGCAAGCCCAGTGTCTGGCGGATAGGTGGGTGGGAACAGAGAGGGGAGAATGCCGTCCTA 
AGCTTGTGCTTGGGGATCCCCCACACGACCTGGGTACTGCCTGGGAAACCTGTCCTAAGTAAAACTATGGACCTCGCCTCGCCCACCGGCCTGCAAAGCCAGGATCTCCGTGAAGGT 
GGATGGAAGCGCCmGTGCTGATmGAGCTGCAAGGTGGGTGAGGGGCTCTGAAGGCGTGGAGTGACTTTGTAAGGCAAGACGGAGGGGGTGGGANGAGG 

>fcrb1527.seq 

GTCAGCAGGCAGGCTGGGGAGGCCAGTGTTGTGGGCTTCGTGCTGGGACTGAGAAGGCTCACGAAGGGCATCCGGAATGnGGmCACTGAGAGCTGCGTCCTGGTC^^ 
ACTGTAGnCTCTCATnCGAAACCATGAGGTGCnnAAAATAAGATCTCTnGTAGCGATGCTGnAAATTTGTAAACAATCTAAnAAATGGGATCA^ 

>fcrb1528.seq 

GCAGGAGCGGGGGGCTCCACCCAGCACCTTCAAAGGGACACCTAGGGCAGAGAACCCAGAGTACGTGGGTGTGGACGTGGCAGTGTGAACCAGAAGGCCAAGTCCGGAGAAGCCC 

TGATGTGTCCTCAGGGAGCAGGGAAGGGCTGAGnCTGCTGGCATGAAGAGGTGGGAGGGGCCTGCGAGGAGnGCAGGGGAACCTGCCATGCCAGGAACCTGTCCTAAGG 

TCCnCCTGCnGAGnCCCAGATGGCnGGAAGGGGTGCAGCCTCGTTGGAAGAGGAACAGGACTGGGGAGTGTnGTGGAnCTGAGGCCCTGCCCAATGAGA 
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>fcrb1529.seq 

TAnACMnANTGGNCGACTAGTGGATCCAMGMTTCGACGAGCMGGACCGGTTCAmGGCGGACTGTGACGCCACGTGACMGCCCAT^ 

CTGGCCTGAGCTCCCGGAAAAGAnGATGCGGTATACGAGGCCCCACAGGAGGAGAAGGCTGTGTTCmGCAGGGAATGAATACTGGAT^^^ 

GGTACCCCAAGCCACTGACCAGCCTGGGACTGCCCCCTGATGTCCAGCGAGTGGATGCCGCCmAACTGGAGCAAAAAGAAGAAGACATACATC^ 

GATACAATGAGGTGAAGAAGAAAATGGATCGTGGCrrCCCCAAGCTCATCGCAGATGCGTGGAATGCCATCGCCGATAACCTGGATGCCGT^ 

AGCTACnCTTCAAGGGTGGCTAmCCTGAAGC 

>fcrb1530.seq 

TACCAATGAGGGNATCCAGTATCTGCGTGATOCCnCATCTGCCCCCGGAGATTGTGCCTGCGACCCTACGCCGTAGCCGTCCAGAGACTGGCAGGCCTCGGCCT^ 

GGGTGAGCGACCTGCGAGACTCACAAGAGGGGAAGGTGACAGAGATAGCTACAGAGGGAGTGCTGTGCCACCTGGTGCCGACAANAAAGCCGAGGCTGGGGGTGGGTCAGGAACC 

GAAnCCAGTTTAGAGGCGGATTTG 

>fcrb1531.seq 

GCAGCGCCAGGTGACAAGATGTTGTGAGGGGTmGAGTCATCCAGTCCTGGGCACTGAGGTCTGmGATGAAAGGATATGAGAAAGGTAATAnGGT^^ 
AATGTAACAAATGTOAGTACAGAAATACATTAATGGGTGGTAAATAAAGATGTAAAAGAAGGGAATGCGATGGATGGTGGCAAAAGATCATCACAGAnM 
CnCTAGAAAACCACAGGCTGTCCATTAAATAATGAAGATCTAAGTGAACAAGTCAGTGAGTACCTAAATAGACAAGGATGAGGTGAATGAGAAGACAT^ 
TGAGG 

>fcrb1532.seq 

CTTCGGAGCGNNGTGTGTCCTACnCTGACmACnGTGGTGTGACCATGnCATOTAATCTCAAAGGAGAAAAAAAACCnGTAAAAAAA^ 

TATTCCGAGCATTCCAGTMCnimGTGTATGTACTOGCTGTACTATAAGTAGnGGTTTGTATG 

ATGAAGTTGCTGnTATTmnTGGCGTGTTTGATGTATGTGTGAAACAATGnGTGCAACAATAAACAGGAATmATnT^ 

>fcrb1533.seq 

GAAAGGCAAACCAGGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCAnCGACAACGAAAGTGATACCGTAGAAAAGATGGCGTGTnGmAT^ 

fJpAACAATAAAGGCGAGATGAAAGGnGTGCCAnACAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGATTGCATCCAATGCTGGCAGCAnGCA 
TATTTG 

fBb1535.seq 

&TAATACAATATCTTGTTCAAGnGAGAGAGCTAGCCAGCAGCAGGTGCAANACTAAAATCTAGTAATGTCATCGGAM 
THBNGGGGGATGAAGGTAAGTACAGCAGTGAGCmTGGCmGTNTmGGTGATGGATCnGCTCCTCTTACA 
^GAGAGAAGGAAACTGCCATCAGTOnAmCAAACnCACAATAAGGAATGGGAAmAGCCCAGATCCATCTACCTTAAAGCGCCA^ 
<^ATACTGGCAAGATGTACAATATCAGAGAAAmACAACAAGGmCCATCAGATAAATTCAATGCnCCTC^ 

Pt1536.seq 



>|Gfb1538.seq 

f|EfcnCTAGAGCGGCCGCGGGCCCATCGATmCCACCCGGGTGGGGTAGGANGGTAAGTGTACCCAATO^ 
>Sb1539.seq 

CpSACTCCnGGTAGTCTGTTAGTGGGAGATCCnGnGGCGTCCCTTCGCCTCCTTCACCGCCGGAGACCCCTTGAAGTTC^^ 

AeGCTGGTGTCCAGAnGGCAATGCCTGCTGGGAGCTCTACTGCCTGGAACACGGCATCCAGCCCGATGGCCAGATGCGAAGTGACAAGACCAnGGGGGA 

IpACCTTCnCAGTGAAACGGGTGCTGGCAAGCATGTGCCCCGGGCAGTGTnGTAGACnGGAACCCACAGTCATTGATGAAGnCGCACTGGCACnACCGCCAGCTC^ 

(gpGCAACTCATCACAGGGAAGGAAGATGGTGCCAATAACTATGGGCGAGGGCACTACACCATTGGCAAGGAGATCATTGACGTCGTGTTGG 

>fcrb1540.seq 

NATnGGAGATAGATAAATTTTAAAATGAAAATACTAGTAATGCATGGTAAAGGTGTACTCCAACATnAmGATAATAT^ 
ATmGnGCATCGTTAGAAnACATGCATGAnTAGATGTGTACATAATTGAACCAAACACAGAAAGAGnCAAGGGGAAAAGAAGGGTAATAC 
TGATACTAGTGAATACTTATGTGnGTAACGAGAACATTTGTGATTACnTGAGCnGGGGAAATATTATnCTAAGAmGnTGAGGnGGGGAAAT^^ 
GTCGTACCATGATAAATTCCTCCAAACTTGCACATCATTGTGCAGAAGTGCCTGGGACTTGAGAAGCCAGGTTAGCG 

>fcrb1541.seq 

AAAGCTCAGGATGAGGCAnTGCCCTGCAGGATGTACGCGTGTCGTCTGTTGTCCGCTGCATCATCGGGTCTGCCGGnGTCTGGGCAnCGCGTGGTGAAGGACCTCAGn 
GAGCTTGCAGCTnCCAGAAGGAACGAGCGATCTTGCTGGGTGCTCAGAAGGAGGCAGAmGGCTGGGCAAGAAGAAGGTGCGAAGAAGTGACCCTTGGCCCACCAACTCC 
TTCAAAGGAGGTAGTTGCAAAAGCTGTGGCCAAGGGGAGGAAGGAGGTCACACCAATATGATGATGGTmCATGACmGAATGAW 
TCAGGCCTGAATAAACATCCTTTGTT 

>fcrb1544.seq 

GGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAAW 

AGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATmTAGGTAGAGGCGACAAACCTACCGAGCGTGGTGATAGCTG^^ 

TAGAATGTOGTTCAACnTAAATTTGGCCACAGAACCCTCTAAATCGCCTTGTAAATnAACTGnAGTCCAAAGAGGAACAGCTCm 

TAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCGACGAAnAAGAAAGCGnCAAGCTCAAGAGCCACTACGTAAAAAATCGCAAAGATA^ 

>fcrb1545.seq 

GCGAAGACTGCGATGACTTCTGCGCTGACCCAGGGGCTGGAGCGAATCCCAGACCAGCTCGGCTACCTGGTACTGAGTGAAGGTGCAGTGCTGGCGTCATCTGGGGACCTGGAGA 
ATGATGAGCAGGCAGCCAGTGCCATCTCTGAGCTGGTCAGCACAGCCTGCGGTTTCCGGCTGCACCGCGGCATGAATGTGCCCTTCAAGCGCGTGTCTGTGGTCTTTGGAGAACAC 
ACACTGCTGGTGACGGTGTCAGGACAGAGGGTGTTTGTGGTGAAGAGGCAGAACCGAGGTCGGGAGCCGATTGATGTGTGAGCGTGCCGGAGGGGGAGGGTCGGAGAAGCGGATT 
GGGTCCTGGGCGTCTGTGATGAGGCAGGCAGAGCTGTGGGTCTTGGCTTGCTGGTAGAACTAGGGCGTTCTGCTCGGCCACGTCCGACGCCTAC 

>fcrb1546.seq 

AATATCnCCACAGAGGGAAGmAAAACGCAAACnCCAAAGGTTTAAACTACCTNAAAACACmCGCATGAN^^ 
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>fcrt)1547.seq 

CCCCTGCATATCnCTCAGCAATMCTCCATGGGCTCTGGGACCCTACCCCTTCCAACCTTCCCTGCnCTGAGACnCMTCTAC^ 
TGCAATTGGGTCTCTGGCAGGCAATAGnGAAGGACTCCTGnCCGTTGGGGCCAGCACACCGGGATGGATGGAGGGAGAGGAGAGGCCTnGCTTCT^^^ 
TGGGCAGCAGAGGCAACTCCCGCATCCTTTGCTCTGCCTGTCGGTGGTCAGAGCGGTGAGCGANGTGGGTTTGGAGAGTCAGCAGGCTCCGTGCAGCCCnGGGAAC^^^ 
GTTTGAAGGTCATAACGAGAGTGGGAACTCAACCCAGATCCCGCCCCTCCTGTCCTCTGTGnCCGGCGGAAAGCAAGCA^ 

>fcrb1548.seq 

GCGNGGGATNGNGAGATGAGATGCCnCTGGCnACnCACTGTAGGCCATCCTGGGAAAmCAAGTCGTTCATAAATATACATACCAAA^ 

ATGAGTAAGCAAAGATCAAAGTGAAGAAGGTGTGGAATmGGAGGGCGNGNGGGTAGAATGGTGTGCGATGGGAAGGAGAGAGGAGCATCGTGGAGACGGTCCmCACCA^ 
GGTAAGGGAGTGGnTATCAAATTTCTTTGGTCCATAGGTAnGACAAACGnGTGGGCTTCAGGTTCTAGCCTAGGGCAGAACAAAGCC 

>fcrb1549.seq 

AAATAAATGGCTGTGGnnGAGATATGAACCTATATATCCCTmTAAAAAAACTAlTTTAGnTnCATGTAATGGG^^ 
TncnATGTATOTnTAAGGAAACCTGACTCnTCTTCTACATCTGCmAATATGTAACAmAATTTTGCACTAAm 
GTAAATTATTAAACAAAGATAAGGTAAACA 

>fcrb1550.seq 

GTTmATGGCTnCTTATCTAAACTGCACTGATGAACTAGAnAAAGCCnGGGAGAmATACTATAAATTCAGTGATGGCAAGAACCAACACTGTT^ 
AACTAnACCTACCAGTATTGnCAGAGAGATTGAAACAGAATAAACGGGCTGncnGAAGAAGCAAAACCAGAATATGCATOCTnGGTnAATACn^^ 
TGGTGGTGATGGATmGTAGCnGCTGCTTGmCACCACTGGTCAAATmAACCATTAAATTGCCAnCACTTnAGAA^^^ 
TCATGTGTCTGTGAAGAAnGTACrnTTTAAAAGTGTGTGTCCTCTGA 

>fcrb1552.seq 

TGTAACCACAGNGAGTACAAGTAGTTCTTTGTCTAnGAATOnAGGTCCAGAATAGAAGATGTCAnGTACACmATTTCCCTCACACTGTGn^ 
TATCTGTCAGAGAnAGTAAAmTAAAACTCATGTGTACTACnAAGTTOTATCTTATGCTAGTmTAAGA^ 

>ifb1553.seq 

®\ATGTAAATAAGGTCAATAAGAAATGAAACAGGAGATAnACAACTGACACCACAGAAATGCAAAAGATCATACAAGGCT^^ 

fMTAGATGAATAAATTCnGGGAAAGATACAACCnGTTAGGnAAATCAGGAAGAAnAGATACCCTGAACAGATGAAAAACAA 

^AATAAAAAAAAAATGTCCAGGACCAGATGGATTCACAGCTAAAnCTACCAGACATTC 

|jpb1554.seq 

A^GATGGCGTGmCTnATTnGAAGATAATGCAGGAGTCATAGTGAACAATAAAGGCGAGATGAM 
eS^GGATTGCATCCAATGCTGGCAGCATTGCATGATTCTCCAGTATATnGTAAAAAATAAAAAAAA^^ 

:||#)1556.seq 

GCCAmCCCCAGTAnGGCATGGGCATGGAAAGAATGCTTCTTGAGnAATGATTAAGGAGAGGCTCTCnCCTGGGCATC^ 
(XCATGCCAGCCTCCnCCAGGCCATCTACACCCCCGTGGAGTCAGGAGGCACGGAAGCCCAGATCAAGCACCTGGCTCGGCT^^^ 
©^CAGGTGTAGAGCAGACCAAACAGTGCAAGGAGGAGCCCAAGGAGGAGAAGGTGGTGAAGACAGAGAGCGTCCTGATCAAGCGGCGCCTGTC^ 
{^^GGTGGGnCCCTGAGCTCCATGTCGCCCCTGGAGGAAGAGGCACCGCAGGCCAAGA 

:?fefb1557.seq 

{^AAATCGAnGCCCGTGnCTCACAGTTATTAACCAGACTCAGAAAGAAAACCTCAGGAAATTCTACAAGGGCAAGA^ 

feATGCGGCGCCGGCTCAACAAGCACGAGGAGAACCTGAAGACCAAGAAGGAGCAGCGGAAGGAGCGGCTGTACCCGCTGCGG^ 

igpAATAAAGCA 

>fcrt)1558.seq 

CmT GAAAA GAAGGCTGCGAAGCTGAAGGAAAAATACGAAAAGGTAAGAAGTGTGGGmGCTTGGTAAAATGATGACAAGTACGCCAGA 
ATAAGTTmAGGGTAACAGCTACAnAAGTATGGTGTTGATATAAGTCCTCATCCTTCAAAGAATGCAGAGGACCAAAT^ 
AAAGGCTGTGTACAnTATGnGGTmGTTATTCCCCAGTATGTTGAAGTTCATGAAAATGTTGGTAGTCACTTCAAGTCAAAAATGAGC 
AACAGGCTAGACAAAGTAATATAGGCTATAnmCTTAGTCATATCGTGAAACATnATGTTCTmGCTTTAGATAC 

>fcrb1560.seq 

GTCAGGTGACCnACTCAGGAGCAGATATCTCCnGGCCGCCATGGAGCCTCATCCATCCACACGTGCCTGTAGCAnCCAGAGCTCACTGCCCTTCTAGATGTGCCnCCCGCTTGG 
CTTCCAGGGGCTTGTGCTCACTCTGTCTGCCAGGTATGAGAAGAACACGTAAGACCGCCACGACACTCAGCGTCCCTCAAGGCCCTGTGGCATAGGGGTGGGCACCCGACGTGCCC 
CCAGAACTTnGGATACTGGAGGCAGTTGCATAGGTCTCCCTCTCTGGGCACCAGGACTCAGTCCAGCCGAAGACTACTCTGGGCAGGTGCCATCCCAGTGTGGGGCCAm^ 
GTCAGGAAAGGATTTCTAGAGTGTTGTATAAAAGCGAAAAGAGAGAGTGGGGTTTGGGNAAGA 

>fcrb1561.seq 

TCCACCTTGGCCAGGCCTCCTGGGAGAAGCTTGTCCCCCGTGTGGGAGGGAGGGAGCCGGACTGGACATGGTCACTCAGTAGCGCCTGCAGTGTCGCCATGACTGATCATGGCTCT 
TGCATmTGGGTAAATGGAGACTTCCGGATCCTGTCAGGGTGTCCCCCATGCCTGGAAGAGGAGCTGGTGGCTGGGAGCGCTGGGGCGCGGCACAGGCCTGGGCGTTCGCCTTGG 
CTCAAGGCAGGGCTCCTCGTCCTGTCGTGGGCTCAnGTGACCACTGGCCTCTCTACAGCACGGCGTGTGGGCTGTTCAAGGGAGAACCACGACCCTTGACTCCCGGTGGGGGAAN 
GGGGGCAAAGGATGCTGGAGCTGAATCAGACGCTGACAGTTCnCAGGCArrTCTATTTCAGAAT 

>fcrb1562.seq 

GCAGAGCTTCAGAGGTGGCCGCACCTGAGCCCCCAGCCGGGAGCAGTGTCCTGTGCmCTGCATGCnAGAGCATGncnGGAAGATGGAATmATAAG 

ACTTCG 

>fcrb1563.seq 

GCACAGAGGGGrrTGTCCAGCGCCACATGCCCACCATCGGGTGCCAGCCCAGCGGGCACTGGGAGGAGCCTCAGATCACCTGGACAGACCCCACGACCTACAAACGCAGACTACA 

GAAGCGGAGCTCACGGCACCCTCGGAGGAGCCGCCCGAGCACAGGGCACTGAGAAGAGCTTCGAGGAGGGACCGAGGACGCTGAGCGCAGGAGCCTGCCAGGCTGACGTGGATC 
CCAGCCAGACGGTGTCCTCTTCTTGTCGCTnTrGTCATATAAGGAATCCCATT 
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>fcrb1564.seq 

ACGAGCTACCTMGAACAGCTAAMGAGCACACCCGTCTATGTAGCMMTAGTGGGMGAmATAGGTAGAGGCGACAMCCTACCGAGCCTGGTGATA 
GAATCnAGTTCAACmAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAATTTAACTGKAGTCCAAAGAGGAACAGCTCnTGGACACT^ 
AAAAAnTAACACCCATAGTAGGCGTAAAAGCAGCCAGCAAnAAGAAAGCGTTCAAGCTCAAGACCCACTAGCTAAAAAATCCCAAACAT^^ 
GAATCTATCACGCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACATTCTCCTCCGCATAAGC 

>fcrb1567.seq 

GCAGTGGGGAGGAGAGTGGCCTGAGnACTTCACCCCGGCGTGGTGCTGGnAATGTCCCGCGTCTCTGCAGGTTCGGGTGGGAGCGGGGACTGATCTAGmCACAnCT 
TTTCTCATCTGCATOGAGGTGCCCAGTAGGTTCCCAGGnCCAGCGTGCCCCTCCCTCAGACACACGGACACAATCAGCCGAGAAGnCCTGGTCTGAATCACGAGAATGTG 
GGTGGGGGGTGTCAGTGGAAAGGCATAAGGCTGAGCTGAGACCAGnGCTGGTGAAACTGGGCCAATCTGGGGAGGGGAACATCCTTGCCAGGGAGmCTGAGGGTCTGCTn 
nACCmCGTGCGGTGGATTCTTmAACTCCGTCTACCTGGCGTmGnAGAAATGTCAGATAGGAA^ 

>fcrb1568.seq 

GCCCTnGAAAAGCTGnCAGAAATCATnACAGTGATCnTCATCTCGGTCGCTGTAGTGAAACAnTTAGTGTGATAAAmCAAAAnCTA^ 
TCTCTACCAGAAGTCCGTGTTCAmmAAGGCATAGAmGCnGTmCAAGATCAAGAATTCTGAGGTAGCmAAGTAGCAAACTGA^^^ 
ATGAATGATAGCCTmCATAnGAAAACTTTGCAGACGTTTTGTmGAAAATGGCATTGTATAGTAAATGCAAAn^ 
CCATGGCCAAAAAGTATGTATGAAAGTATGTGTGTAmGGmGNAAAAGGATGCCAATGTmACCTGAT 

>fcrb1569.seq 

GTTAAATnCGCAAACAmcnCTAGTTCTnCTTCCATGTCATGTAATnAnGTGTTmCCAnTATACAACCTAATGCTAGG 
TGTTGGTnCACCAGGGTnGTGAATACTGATTACAGTCmATACATAACAGTATTTnAAATGGCTGCTATATnGGGGAGCCCCTTGTCT^^ 
ACAGGTATATGCATCTnAAAATAATCAAATGTCCACCTCCACCTTGCCCCATTGnTACTAGAmAGACTTATGAGATGGAGCAGAGAAAAGC 
TGGTCnGTCnnGGCCnGAGACTTTAGGTACTTTCCATACCCACCAATATGTCTAGACTCAGAGGCTA 

>fcrb1570.seq 

pBTTGCTGCTCATGAmACATCCCTGACTTCTAATCTCTTTGAGTGTGAAAACnCCTTmAACACCACAAAn^ 
SQATTGTACTTACAAAATGTATGTACTGAGAAGATATGAAATAATGAGTAAATGCCAGGAAAnCTGACTC^^^ 
mAnGAACCAACTATGmAGGGGACACTGCCTGTGATGGGGAnATAGGGGAAAGAATGAGCAAGAAGTCTCTATCCTTG^^^ 
pAAATACTACAGAAAAGATATnATAGAnGTGATGACTGACATCAAGGGAATAAAGAAGGTGATGTATAATAATG 

Srb1573.seq 

igcgcgtgggtgaggaaggtcaggtctaggaactctaactccttgccactcaagaaatgtcctcccmcagaatatgccttccgcat^^ 
a^tcaccaggcctactaanccaagtctatgaaagtggtgaaactgmagtgaactgcccnggccaagaagaaggagacnatc^ 
i^atgcagacgctccgatncttggactctacagagatgagcatcaggatmatggatgagcaaaaacgactaaagaagc 
Mgagcagcaaaaaggaaatagtggttggtccctcaagagggagactttcttcctcagtggcggagagaagaaagtgcat 

i.;>fcrb1574.seq 

AJnCnCTTCTTCTTTmAACTGAAAGCTGAATCCTTCC Am 

WCAnAACTCCnCCCCCGCTCCCCCAAAAAmGAATTTTTTmCAACACTC^ 

giTAAACATTTG 

'b^rb1575.seq 

SlAATGAAAGAGGGGCnGAGGATGAGAAAAGAGAAGAGAAAGGGCTGAAGAATGACATAGAGGAGCGAAGCCTGCGAGGAGATGTGTTmCCCTAAGGTC 
#€GGCCTGAnCTGGTCCAAAGGAAAGCGCTAACnCGAAACTGGAACATAAAGAnTAAATATCTCGGTTGACTGCAGCTTCAATCATGGG^^ 
A^ATGATmGACTGGAATCCTGCTGATCGAGATAATGCTAnGGCTTCTATATGGCAGnCCGGCCnGGCAGGTCACAAGAAAGAGAnGGGCGAnG^ 
TGCAACCCCAAAGCAACTTCTGTTTGCTCTTTGATTACCGGCTGGCCGGAGAGAAAGTCGGGAAACnCGAG 

>fcrb1577.seq 

CAACCCTCTGGGTGGCnTGTCCACTATGGTGAAGTGACGAATGACmGTCATGCTGAAAGGCTGTGTGGTGGGAACCAAGAAGCGGGTGCTCACCCTCCGCAAGTCCnGCTG 

GGAGACGAAGCGGCGGGCTCTGGAGAAGATTGACCTTAAGTTCAnGACACGACGTGCAAGmGGGCATGGCCGCnGCAGACCATGGAGGAGAAGAAAGCAnGATGGG 

GAAGAAAGACCGAATTGCAAAGGAAGAAGGAGCrrAATGCCAGGAACAGATTnGCAGTTGGTGGGGTCTCAATAAAAG^^ 

>fcrb1578.seq 

CCAAGATGNNGGNCCCAAAGTATAAGCCGTCGAGCCTGCGCACTCTGCCTGAGACCCTCGACCCAGCCGAATACAACATATCTCCGGAAACCCGGCGGGCGCAAGCCGAGCGGTTG 
GCCATAAGAGCCCAGCTGAAACGAGAGTACCTGCnCAGTACAACGATCCCAACCGCCGAGGGCTCATCGAAAATCCTGCCTTGCTTGGTTGGGCCTATGCAAGAACAAT^^ 
ATCCTAATnCAGACCCACTGCTAAAAACTCACTCATGGGAGCTCTGTGTGGATnGGGCCCCTCATCTTCATTTAnATATTATCAAAACTGAGAGGGATAGGGAM 
CAGGAAGGAAAATTGGATCGAACAnTCACCTCTCATAnAAGTCTGGCAATGATGACTATATGTAnCCTGCCTAAATAAA^ 

>fcrb1579.seq 

GGAGATTAnGAAGTAGATCCTGACAGTAAGGAAATGCTGAAGCTnTGGACnCGGCAGTCTGTCCAAC 
GGACCTGmGAATTTmCTGTAGTGCTGTAmTmCAATAAATCTGGGACAACAGCN 

>fcrb1580.seq 

GTAATTmGGATAAGGTATGCTGAAGAATCTCCTGCAGAAGTCTGATACATGATTTTGATGnAAnGTAAATGTTAATTCCCTC 
TTCmAAGGAGCTGATGnGCACCTAAACATTCCAACCCTTAAAGCTAAAACAGCACAAAAAAAmCACTTnGAAATG 
ATCTTGCATCnAAGACAAATATTCTmATnCTGnAAAGTGAATATAGAATTGTTCCCTAGGCAACCAACTmGGnATAA^ 
GACAACTTTGTGAAGATCTAAnACAATAATAAATAAAATAAT 

>fcrb1581.seq 

gcagccatgagtatgctcaggcttcagaagaggctcgcctgtagtgtcctccgctgtggcaagaagaaggtctgg™gaccccaatgagaccaatgaaatcgccaa 
ggtcagcagatccggaagctcatcaaagatgggctgatcatccgcaagcctgtgacggtccattcccgggctcgatgccggaaaaacaccnggcccgccggaagg 

GGGCATAGGTAAGCCGGAAGGGTACAGCCAATGCCCGAATGCCAGAGAAGGTCACATGGATGAGGAGAATGGAGGGATmGCGCCGGCTGCTCAGAAGAT^^ 
AGATCGATCGCCACATGTATCACAGGCTGTACCTGAAGGTGAAGGG6AAATGTGTTC 
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>fcrb1582.seq 

GCAGGTGCAGGCGCTGCTGGGTGTGGCCMGTGCTGGGTGGCCAGGMGGCGCTGGACMGGCTCTGGATGCCATCGAGAGAGCCCAGGATCTGGCCGAGGAGGTGGGGMCM 
GCTGAGCCAGCTCAAGCTGCACTGTCTGAGCGAGAGCAT™CGGCAGCAAAGGGCTGCAGCGGGAACTGCGGGCGCACGnGTGAGGTTCCACGAGTGCGTGGAGGAGAC 
CTGTAGTGCGGCCTGTGCGGCGAGTCCATAGGCGAGAAGAACAGCCGGCTGCAGGCCCTACCCTGCTCCCAGATCnCCACCTCAGGTGCCTGCAGAACAACG^^ 
GTGGCAACTGCCGCCGCTCATCCATGAA6CCTGGCTTTGTATGACTCCTGGCAGCAGGCGTGGGCTTCCTCCTCGCCA 

>fcrb1583.seq 

AAACGAnCTCTGCTTmGGnCTGAACTTGA^ 

TGTGACTGTTTTTTmGTmGTmGmTTGTGTGTGTGTGTGNGGCAGTGGGAAA^ 

ATTCTCCCANAATGTACTTATCTOCCTCGGCATGTAGTGTAGTCACTCAGTAmGTATATGnGCTAGAATmANATTGTAAAAT^^ 
ATATATGTCTTGCTCAGATTATTTGGTTTAAATAAAACAAC 

>fcrb1584.seq 

GCMTGCGTCCTGCACCACCAACTGCTTAGCACCCCTGGCCAAGGTCATCCATGACAACTTTGGTATCGTGGAAGGACTCATGACCACAGTCCATGCCATGACTGCCACCCAGAAGA 
CTGTGGATGGCGCCTGCGGGAAACTGTGGCGTGATGGCCGCGGGGGTCTGCAGAACATCATCCCTGCCTCTACTGGCGCTGCCAAGGGTGTGGGCAAGGTCATCCCTGAGCTGAAC 
GGGAAGCTCACTGGCATGGCCTTCCGTGTCGCCACTGCCAACGTGTCAGTGGTGGACCTGACCTGCCGTCTAGAAAAACGTGCCAAATATGATGACATCAAGAAGGTGGTC 
GCGTGGGAGGGCCCCCTCAAGGGCATCGTGGGCTAGAGTGAGCAGCANGTGGTGTCCTCTGA 

>fcrb1586.seq 

CCAGGAGGAAAGCAGTGGGAGnGGGTAGCTGCTGGGGCCAGCATGTCCTCTTCGAGACTAGCTGCCmCAGAACTCTGCTCnGCGCTTGTCCCAAAGTCAGGGCTGGC 
CATAATCAAAGGGGAGnGGAAAAGAACAGCCAGTAAGAGGCCTCCATGGGAGAT 

>fcrb1587.seq 

CAGATGTGCGCAnGACACCAGGCTCAAGAAAGCTGTCTGGGGGAAAGGAATAAGGAATGTGCGATACCGAATCGGTGTGGGGGTGTGCAGAAAACGTAATGAGGGATGAA^ 
q^^AAATAAGCTATATACTnGGTOGGTATGTAGGTGTOGCAGnTCAAAATnCTGTGCTAAACAGTGnACAGTCGCCM 
"SaGCTTGGGTCTCGGCTCnCATTGCTTGCTGAGCTGCAGGAGATGCCmAGAACCAAGCTCACCGAGGACGTCTGTCTCCCATATOCCC 
^CCGGGGrrTGAACAAGGTACTGATGTCnCTGCCCnGCCTCnCGACAGGCAAGTAATAAGACnAAGTGAAGGAGAATTC 

o 

pCAACAGCCGNTTCACCTACAGCGTCAGTGTCGATGGCTGCACGAGTCACACCGGAGCCTGGGGCAAGACAGTGAnGAATACAAAACCACC 
'SATGTGGCCCCCTTGGACGnGGTGCCCCAGACCAGGAAnCGGCnCGACGTTGGCCCTGTCTGCnCCTGTAAACTCCCTCCATC^ 
'M^CCCC CAACCC GGAAACAGACAAGCAACCCAAACTGAACCCCCACAAAAGCCAAAAAATGGGAGACAAmCACATGG 
ifi^GnAGTTTnATCmGACCAACCGAACATGACCAAAAACCAAAAGTC^ 

Illt1589.seq 

ATAAACCAAACTCTATCTGAAATCCCAACAAAAAAAATTTAACTCCATATGTGnCCTCTTGnCTAAT^^ 

{^•TGGAAACAGTATAAmGACAAAGAAAAATGATACTTCTCTTTTmGCTGTTCCACCAAAT^^ 

I^TGGTATAATAAATAAACnCAACACTCTTTATGATAAC 

?f<rb1590.seq 

nIattggaaaaaagccaaaaacacaaacacaagaaaaagaagtcaaagaagaaca^ 

mGAi i M I lAAATTGACnAATTACTAAGTCATCTGTATTAAATmGTTATAATGTAAAGAGATTCAAGCCTTGTAAATAATGACATC 

taFGAnAmGATTmACATCAGAGCTTOTAACACGAACTTnGTACAGAATTGTGAGTTGTGACCATGTM 

iP'GGGGTGGGAGTnACCTGTAATGTGAAATmCACAmGAATTTmAAnGCCTGGCAA^ 

>fcrb1592.seq 

CTGTGTTTATGTll 1 1 i 1 1 iTGANATGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCCATNTCGGCTCACTGCAAGCTCCACCTCCTGGGnCACGGCATTCTCCTGCCT 
CAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACCANGCCCGAC 

>fcrb1593.seq 

GTGACATCGTCmAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGACAGGGCGACCTGGAAGTCCAACTACTTCCnAAGATCATCCAACTATO 
TATCCGAAATGTnCAnGTGGGAGCAGACAATGTGGGCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTTCGCGGGAAGGCTGTGGTGCTGATGGGCAAGAACACCATGATGCGC 
AAGGCCATCCGAGGGCACCTGGAAAACAACCCAGCTCTGGAGAAACTGCTGCCTCATATCCGGGGGAATGTGGGCTmGTGTTCACCAAGGAGGACCTCACTGAGATCA 
GTTGCTGGCCAATAANGTGCCAGCTGCTGCCCGTGCTGGTGCCATTGCCCCATGTGAAGTCACTGTGCCAGCCGAGAACACTGGT 

>fcrb1594.seq 

GAGTACnCTAGAGCGGCCGCGGGCCCATCGATmCCACCCGGGTGGGGTACCAGGTAAGTGTAGCCAAnCGCCCTATAGTGAGTCGTA™^ 

>fcrb1595.seq 

GTGTAnAAGNCAATATOGAATGAGGGGGATTCCAGGAACCTAAAAGATACTCAmTCATAAGAGGAAGTATGGTGAATAGCTAACTGGM 
ATTTAGCTnAAAAATATCTGAGGGAGmCTAGATTATATATCTAGmATGTATATGGAAAAAAATGnATGGGCAGCCATTAACAGTGATGCCM 
TTGAATnGAAACnAACAGATGGAGAGTGTCAAAATGGAAGGGCAGTGGTACCGTGCmCCCTATTCAGAGGGAAAAAAATCCnGAGCCGCAGnGAGCTGAT^^^ 
GTCATTGTGAATTCTAATCAATAnTCATCAnGCTGTCAAATGATAGCCTGTOCTAATGAAACAACATTCTGTCCCAGC 

>fcrb1596.seq 

AmCCTAGGCCCCAGGCATGGGAGTAATnGTCTCACAGGTGTGGnGCCTGGGCAAGTGCAAACATAGCCATGTTTGAAATGAGCAGTnCCAnGGT^ 
TTTAAGCAACACTTGGGCCCAGGnGTCTTGTAAAATGTCTnCAAAATCACTTGTCCATTCATATAAAAATATGTATTGCAC^ 
GATCnGCTCTCACAGAACnACCTTCTAGAGGAGAGAATAAAAAACAAGCAAGTAAATATATTAGTAAACATGATAGTGTAAGTACGGTGAG^ 
GAATGAAGGGAGTAAAAACTACTGGATCTmGGAATATATGATAAAACTmCCAAGnAGGAAAAG 

>fcrb1597.seq 

CCTAGACCTTTGGAAGGTGAGAGCAGGGCCGTGAGAAAAGGCAGCCACCTCCTCTCCCTGGCTGAACCCCTGCCACCCTACTCCTCACCAGAAnGTCAGTGGCCm^ 
GGTCCnCCTGCCTGAGCCCTGCACTGTCCCAGACCACACAGAAGTCTGGTCACCTCTGGGCGCCTGGGATGGTCACCGAAGAGAAGCACGCTGTCCC^ 
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CCAGAMATCGMCMGTGCMTTMCACACTGnACTGCCGAAGCCTGMACTCCCAGGACTTGTCCTTGATCCTTCCAGAMCCACCAGGTCCGGCACT^ 
GGGACCTCCCAGCCGAGCCCTCAAAGAACTCCATGAAATCAGGAACTGCnGATGAAATGTATCTCCTT 

>fcrb1598.seq 

CACCAACAGAGAGAGGCACCCTGGATCTTnGAGGTGGnCACGTGAAAGATGCCAATGGCAACAGCmGCCACTCGACTTTCCAAC^^ 

GGATnCTCnCCCCGAGGAAAGGGTATCCGCCTCACCAnGCTGAAGAGAGAGACAAAAGACTGGCGGCCAAACAGAGCAGTGGGTGAAATGGGTCC^ 

TTTGTACGTAATTAAAAATATTGTGGCAGGATTAATAGC 

>fcrb1599.seq 

AAAATCTTAANGGCAATCAGAGAAGAATACACAmTATACAAAACAGACAATGGAAGGATCACAGACTTCAmCACCTCCAACT^ 
GAGTGGTCAAAGAAAAAGGCAGGCTTGAAnCTATATnAATGAAAACATCnCAAAAACAAAGATGAAATAAAGTnATC^ 
AACAAGAAATGmAAAGGAAATTATTCAGGCCAAAGCAAAATGATACCAGATGGAAACTTGAAAGACACTATTTCAGAAGTAGTA^ 
TATTTnAAATnCTTGGAAAGCTAATTGACTGCATGAAGCAAAAATAGTAACAATGTAT^ 

>fcrb1600.seq 

AAAAACmCAGAGAAnACTATnACmAnAACTOCGGATTTAnATATAAATATATATTCACCTAGCAA 

CTCTGCGCGGGCCCCnGCTGATGGTCCTCCGGGTCTGCGTCGGGCANTGGGTGTCTGGGGACCCTCCAGAGGTGGAGGTGGGCTGATGGGCTGGCTGCCTGGTGGnGATGGn 
TTGCTCCCCCTACCTTTTTTrmGAGTTTATTCTGATTGAI 1 1 1 II I ICTTGGmCTGGATAAACCACCCTCTGGGGACAGGATAATAAAACATGTAATATTTTTAAGAAGGAAAAAAAC 
0 

>fcrb1601.seq 

GAGAGCAGTCGGnGGAGCGAGCATCCCCCAAAGTTCACAATGTGGCCGAGGACTnGATTGCAGAnGnGTnmTAATAGTGAnCCAAATATGAGATGCGnGnACA^ 
CGCnGCCATCCTAAAAGCGACCGCACTTCTGTCTAAGGAGAATGGCCCAGTCCTCTCCGAAGTCGACACAGGGGAGGTGATAGCATTGCTTTCGTGTAAAnATGTAATGCAA 
TTTTAATCnCGCCnAATACmnTATmGmTATmGAATGATGAGCCnCGTGCCCCCCCnCCCCCmmGTCC 
GAGTGGGTGGAGGCAGCCAGGGCmCCTGTACACTGACTTGAGACCAGTTGAATAAAAGTGCACACCTTAAAAAT 

5*irb1602.seq 

fgfrCAAnAATnAGCATAGAAAAAAAnATGTGCTTTnTnCTTCm 

fc^CTCAGTAAATCAGAGGATACTCACAnCAAACTGGTTCCAGAAAAAAAAAAAGGnAAmAnGmC 

ffl 

>|6rt)1603.seq 

trfrGGGAGCCCCCTGATGGGCnGTCTGTGmGCAGCTTGTCGTGTGTCTGANGTCCTGTGACTGTACCCT^^ 
fefijTACTTTC 

>f&b1604.seq 

tlSAAATGAAGATOTGTGACTGAAAAACATAAAGGAAGAGAGCGATCTAGATAACAGCAATCAAGGTGGTTAATTCTG^ 
PTTCACATGAAGATCTCCnAACAGGnGCCAACCmTCTTnATAAAACTAnACAmAAAATATTGG^^ 

iiprb1605.seq 

tM^AACCACACCATCAACTGACAGGATCTAAnGGCAnCATAGCACAATCTGTCCAACAACAGCAGAATACACATTT^ 
iilAGATCATAAAACAAACATTAAAAAGnCAAGAGAATTGAAATTATACAGACTATGlTACCTGGCCATM^ 
alCTTGGAAACTAAACAAAAAACATTTAAATAATCCATGCGTCAAAGTGGTAATCTCAAAGGAAArm 
ffiAnAGCTAAAGCAGTGCTGAGAATAAAATTGATAGGAGTAAATGCTTACATTAGAAAAGAGG 

|f(^1607.seq 

AACACCTTGGCCCAGCCCACGGTGTGGCTGACCATTGTGCTCACCACAGTCGTCTGCATCATGCGCGTGGnGGCTTCCGAnCCTCAGGCTCAAGCTGAAGCCGGATCTCTCCGAC 
AGGGTCCGCTACACAGAGCTCGTGAGGAAGAAGCAGAAGGCCCAGCACCGCTGCATGCGGCGGGTTGGCCGGACTGGCTCGCGGCGCTGGGGCTATGGCnCTCCCATCAGGAGG 
GCTTCGGGGAGCTCATCATGTGTGGCAAGAACATGCGGCTGAGCTCTCTCGCGCTCTCGAGCnCACCACCCGCTCCAGCTCCAGCTGGATTGAGAGCCTGCGCAGGAAGAAGAGT 
GACAGTGCCAGTAGCCCCANTGGCGGTGGCGACAAGCCCCTCAAGGGCTGAAGGCC 

>fcrb1608.seq 

ATCAGATCCnGCCCCACCCCnGCnCCAGAAAGGGTmAAAGCCCATGCCCCAACTCTGCCAGCCCCCACCTGGGAGGACGTTCTAGCAGGACATCGGTGCnTGCTGTCCATCT 
TCCCATGCTGCAATnCTTCCTGAGArrrCTATAAATATAAAATGTATGTATGTATTATATT 

>fcrb1611.seq 

CTCACCTGTGAGANCAAAnGAGCTAGGGGGGTGAGCCAGCCCTCTTCTGACACTAAAACACCTCAGCTGCCTCCCCAGCTCTATCCCAACCTCTCCCAACTATAAAACTAGG 
GAGCCCCTGGGACCAGGCACCCCCAGAATGACCTGGCCGCAGTGAGGCGGAnGAGAAGGAGCTCCCAGGAGGGGCTTCTGGGAAGACTCTGGTCAAGAAGCATCGTGTCTGGCG 
TTGTGGGGATGAACTmTGmTGmCTTCCTTTTnAGTTCTTCAAAGATAGGGAGGGA^ 1 1 1 1 1 1 1 IG 

AATAAAACnrrCCAATGNC 

>fcrb1612.seq 

GTGACCTNGAGGGGGACACCACCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCC6GAGCCCAGAGGGCAGCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGATGTG 
CCACTCTGACTGGAAGAGTGGAGAGTACTGGATTGACCCCAACCAAGGCTGCANCCTGGATGCCATCAAAGTCTTCTGCAACATGGAGACTGGTGAGACCTGCGTGTACCCCACTCA 
GCCCAGTGTGGCCCAGAAGAACTGGTACATCAGCAAGAAGCCCAAGGACAAGAGGCATGTCTGGTTCGGCGAGAGCATGACCGATGGATTCCAGTTCGAGTATGGCGGCCAGGGCT 
CCGACCCTGCCGATGTGGCGATGCAGCTGACCTTGCTGGGCCTGATGTGCAGCGAGGCGTGCCAGAAGATCACCTACCACTGCAAGAACAGCGTGGCCTACATGGACCAGCAGACT 
GG 

>fcrb1614.seq 

CTATCACAAGCCTGTGGGGCAAGGTGAATGTGGAAGATGCTGGAGGAGAAACCCTGGGAAGGCTCCTGGTTGTCTACCCATGGACCCAGAGGTTCmGACAGCmGGCAACC 
GCTCTGCCTCTGCCATCATGGGCAACCCCAAAGTCAAGGCACATGGCAAGAAGGTGCTGACTTCCTTGGGAGATGCCATAAAGCACCTGGATGATCTCAAGGGCACCm^ 
TGAGTGAACTGCACTGTGACAAGCTGCATGTGGATCCTGANAACTTCAAGGTCCTGGGAAATGTGCTGGTGACCGnTTGGCAATCCAmCGGCAAAGAATO 
GGCTTCCTGGCAGAAGATGGTGACCTGGGA6TGGCCAGTGCCCTGTCCTCCAGATACCACTGAGCTCACTGCCCA 



Figure 14A - Fetal Cartilage cDNA Ubrary EST Sequences - Page 1 8 of 81 

>fcrb1615.seq 

CCCAGGCmGnGGTACMnCTMnGATCAGCTGAGTCTCTGTAGTMTGCTCCAmcnGGTCAW 
GCTAACATATACTATAAGCTGCATTCmAATCCATATATAGGGAAAGAAAAACCTAGATO 

AAATACTTTTAAATGGCCTAGAGCTTCATCTTTTTATCTAATAAAAATGAATAA^ innuintui i 

>fcrbl616.seq 

CTCGTGCCGTGAGAGACCATTGTCTCGTTGGCTGGCGCTCACGGACATGCAGTCACGGTAGCGGGAGCAATCACAAAACTGTAATmCmCCAAA^^^^ 
GCCTGCCTGACTONAGAAAGAAAAGCAATANTmACAGGCATTTTGAGGNGTCTCTTTGGGnCTTTCTGnTGAAAGGATAm 

CTCGCCCTGGAAAAAAACCCAAAAGACTGGCATCTGAGTAGGAATNTGAAAATGA ^^^^^ 
>fcrb1617.seq 

TCGTAnACAATOANTGGGCGNCTAGTGGATGCAAAGNGCGGGCCGACCANGCAGGNGGNGGNGTGAGAGAGCATGAGGGCTGAGGTGGATGCGAGACTCAAGTGCGT^^ 

CAGATTGAGAGCATCCGCAGNACCCGAGGGCTCCCGNAAGAACCCTGCTGGCACCTGCNGAGACCTGAAACTCTGCCACCCTGAGTGGAAGAGTGGAGACTACTGGATTGACCCCA 

ACCAAGGCTGCACCnGNNCGCCATGAAGGTnTCTGCAACATGGAGACTGGCGAGACTTGCGTCTACCCCAATCCANCNAACGTTCCCAAGAAGAAC^^ 

AGGAGANGAAACACATCTGGmGGAGAAACCATCAATGGTGGCTTCCATnNAGCTATGGAGATGACAATCTGGNTCCCNACACTGCCAACGTGCANATC^^ 

GTCCACGGAAGGCTNCCAGAACATCAGCTA 

>fcrb1618.seq 

CnCAAGGTTGGCATCAACTACCAGCCTCCCACTGTGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGAGCTGTGTGCATGCTGAGCAACACCACAGCCATTGCTGAGGCCTGGG 

CTCGCCTGGACCACAAGmGACCTGATGTATGGCAAGCGTGCCTnGnCACTGGTACGTGGGTGAGGGGATGGAGGAAGGCGAGTnTC^^ 

CTTGAGAAGGATTATGA 

>fcrb1619.seq 

CCGAGCAGGAGGNGCCATCATGGGAGTGGACATCCGCCATAACAAGGACCGAAAGGnCGGCGCAAGGAGCCCAAGAGCCAGGATATCTACCTGAGGCTGnGGTCAA 
GGTnCTGGCCAGAAGAACCAACTCCACAnCAACCAGGTTGTGnGAAGAGGnGmATGAGTCGCACCAAGCGGCCGCCTCTGTCCCmCCCGGATGATGCGGAAG^^ 
TigeTGGCCGGGAAAACAAGACGGCCGTGGTTGTGGGGACCATAACTGATGATGTGCGGGnCAGGAGGTACCCAAACTGAAGGTATG^^ 
AGpCGCATCCTCAGGGCAGGGGGCAAGATCCTCACmCGACCAGCTGGCCCTGGAGTCCCCTAAGGGCTGTGGCACTTGTCCT^^^ 

5ii)1620.seq 

AfiGGACCNTGNAGAATGnGCAATATTGTTOCAGGGTCTGTnCACCCAGCCCGGAAAGTCAGAGATGTATAnGGAAAA™ 
Q|JAGCACAnACCCAAGAATCTACMCGATGATAAGAACACCTATAnCGnATGAACnGACTATATCnATAATm^ 
AiTTGCTrrGATnGGTGATGTAAAGTmAAAGATTGCAGATGAGTGTAGAACTGGTCATAGAGGAAGAGCTAGA^ 
H^AACAGTAAATGCCAGTAGTGACCAAGAACACAGTGAnATATACACTATACTGGAGGGAmCATm 

^iM)1621.seq 

GMICAATGCNATGCTGGGGAAAAAGACAGTGGTnCAGAGnCTATGATGAAATGATAmCAAGACCCAAGAGCAATC^^^ 
QAGCCTATAAGCATGAAACAGAATAATCAAGAATGAnGAGAATAGGAACGGCTCAAGAGGTTCACAACTAAGGCCATGAATAGCTAG 

C^ACAGACCTACTTGCAGGCACTTCTGTGAGAACTGAGCCATOCACCAGCCnGGAAGCCAGAGGCAGCTGGATCGTTCAGGCCTGGCATCTCCCAGGCCCGCGGTC 
G^GAGGAAGAGTGGGAACTGCTGTGCAnCCAACrrCAGnCCCTGTGTGTGCCGCTGCCACCATCGCTCACCTGC^ 

>ffrt1622.seq 

h||CAAAATAAANNNNGAAAAATAAAAACCATAAACATnGCACC 
^II92^ATGAG^^^ 

QMTGnGATGGTGCTAGAAGAAmGAGAAGAAATACTCCTGTAnGAGTTGTATCGTGTGGTGTAm 
QMTGCAGATOTnGCCCAAAGTTGTCCTCnCTTCAGAnCAGCATnGTTCmGCCAGTCTCATm 

>fcrb1623.seq 

AAAAAANTNGANNGNGGTmCATCCACTTCTTCCCAGGTAAATCCCCAGTGTAGmGGGTCACCATTCTTCTTTTGCTAGTC^^ 
GGAGAAACCTGGCCCACTGCCTGTmGTAAATAGAGTGTCACTGGAACACAGCCAGGCTCAmTmATGCATCGTCTGTGGCTGCmTC 
AACAGAGACTGTATAGCCCATAAATCGTAAAATATrrAGTmCTATCCmACAGAATAAGmCCTGACTCCTGATAATCC 
AGGAGAGAGAACGGGnGTCGGGGGGAAAACTTGGAGTGTGAGGTGATGAAGCCACnAAGTGCGCAGGTOGTTmCCnGAGCCTGGAT^ 

>fcrb1624.seq 

CGAAGATGGNGGNGGTGCAGGTCCTGGTGCTTGATGGTCGAGGCCATCTCCTGGGCCGCCTGGCGGCCATCGTGGCTAAACAGGT^ 
CTGTGAAGGCATCAACATnCTGGCAATnCTACAGAAACAAGnGAAGNNCCTGGCmCCTCCGGAAGCGGATGAACACCAAGCCTT^ 

AGCCGCATCTTCTGGCGGACCGTGCGAGGTATGCTGCCCCACAAAACCAAGCGAGGCCAGGCCGCTCTGGACCGTCTCAAGGTGTTTGACGGCATGCCACCGCCCT^^^ 
AAAGCGGATGGTGGTTCCTGCTGCCCTCAAGGTGGTGCGTCTGAAGGCTAGAAGAAAGTnGCGTATCTGGGGCGGCTGGGTGACGAGGTTGGGTG 

>fcrb1625.seq 

GAAAAGGTCAAGGCCTTCnGGCTGATGCATCTGGCmGTGGCTGCTGCCGCTGTGGCTGCTGCCACCACAGCTGCTCCTGCTGCTGCTGCAGCCCCAGCTA^ 
GAAGAGTCGGAGGAGTCGGACGAGGATATGGGATnGGTCTGTnGAGTAATCAGCAAAAAGCAAGCAACmGGCAGimATn^ 

>fcrb1627,seq 

GTTCGGACTATTNGTAGTCATGTACAGAACATGATCAAGGGTGTTACACTGGGCTTCCGmCAAGATGAGGTCTGTGTATGCTCACTO 
GTCTCnGnGAAATCCGAAAnTCTTGGGTGAAAAATATATCCGCAGGGTTCGGATGAGACCAGGTGnGCnGnCAGTATCTCAAGCCGAGAAAGAT^^ 
ATGACATTGAGCnGmCAAATTCAGCGGCmGATTCAGCAAGCCACAACAGnAAAAACAAGGATATCAGGAAATmTGGATGGT^^^ 
AGGCTGATGAATAAGATCTAAGAGTTACCTGGCTACAGAAAGAAGATGCCAGATGACACTTAAGACCTACTTGTGATATTTAAATGAT 

>fcrb1628.seq 

GCCTGGTGCTNnGGmGAGGGGACGTAAAGGTGACnGGGAGAAAAGGGGGAGCGTGGCCGTCCAGGAAGAGGTCGGAACGGTTTGCCTGGAGCTAT^^ 
TGGGTGAGAAACACCATCCAAAGCTGGGGCAAAGATGATTACCnCAGCATGAnACAATGTATTACCTTCAGTATGAnACCAGAAGTCCTACTTG^ 
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>fcrb1629.seq 

GGCATCGmMnTATATGTTATGnCTMGCACAGCTCTCTTCTCCTATmCATCCTGCMGCMCTCMMTATTTA^ 
TAAGTATTAAGAAATAnGGACnGCTGCCGTAAmAAAGCTCTGTTGATTTTGnTCCGmGGATnTTGGGGGAGGGGAGCACTGTGnTATGCT^ 
TCCGGTGCTGGGAACACACAAGAGnGnGAAAGnGACAAGCAGACTGCGCATGTCTCTGATGCTnGTATCATTCnGAGCAATCGGTCGGTCCGTGGACAA 
AAGAG 

>fcrb1631.seq 

CCCCACTACAnCAATGGAATTGGTGCTTAAAATCTCATGGATGTGCTGTCTCTGGAGTGATAAGAAAGGGCTACATCTCGGGAAATGAm 

CACCnGAACimGTTGAACTGTATGTACTTTACCCCAAACCTGTTAATATmGAGCGCTTCTATGTGAAAGCAAAG 

ATTATTTATmAAAGGTTTGAGGTAACATCTCTGGTTGTACCAAAGAAGAAATAAATATGGrriCTT 

>fcrb1633.seq 

TATGTAGTATTTTAAAATGAGTTAAAATAGATTTAGGAATATTGAATTAATnmAAGTGTGTAGATGCTTT^ 

AGAAGnGAGTAAAAAAAAAGACACAAACCTGmGmCAAAAATGACAnGGTTGCnAAAGGnCTGAAGTAAAGGCnGTTAAGmCTC™ 

AGnGTAGTTGCAGAATCCCAAACTAGGCTACATnCAAAAnCAGGGCTGTnAAGAmAAAATCAGAAACATTAACGGCAGTAGGCACCACCAT^^ 

TAAAAAATGmCCTTTATAAAAGCACATGGCGGTTGAATCTTAAGGTTAAATTnAATATGAAAGATC 

>fcrb1635,seq 

CTCAGGTGAGCCCTCTCTATAGTGCTTCCCTGGGCCAAGCTGACACCAGCCCCTGAGGGTGGGGTGGGACGGGTGGTGCTTAAAAGAGGAAGGGGACCAGTGTAGCAACnGCC 
GGACCCCACCCCTCCCTCTCTGGGCCTGTGCAGTGAGCATGGGGAnCCCATCAAGGGGCCTGGCACCTGTGCTAGTTACGTAGCCGCTGCTCACGCGCTCACTCCTGACCACATG 
CACGTTCCCTAGATGCAGACTGCmGAACTTTAAAGCTGTACAAmGGTOTGnTGTGCTGACTTAAAATATATTTTAATGAGGAAA^ 
nCTmGCTTCTCGGGGAACTGTAAGCCCTCGCGnCTGGGAATCGCTCTCTGCTGCTCTnCCTGGAAGCTAAGCCTGTCTCCACCGCCCGAG 

>fcrb1637.seq 

GCTATGAAAAGACTGTCATTGAAATCAATACACCAAAAAnGATCAAGTACCTATTGTTGATGTCATGATCAATGACmGGTGATCAGAAT^^ 
prGTmCTTGGCTAAGAnAAGACAAAGAACATATCAAATCAACAGAAAATATACCnGGTGCCACCAACCCATmGTGCCA^^^ 
C^TGCATATACAGGTACCAnTAGGAAATACCGATGCCmGTGGGGGCAGAATCACATGGCAAAAGCmGAAAATCATAAAG 
^ATTCTTGATTCCCAATTCTCAACTCTCCTmCCTATTTGAAnrCnTGGTGCTGTAGAAAAC 



|S)ATGAGCAGAAGAATGGmTATGCTAGnATTGCATTCATGGnGAAACTCAAC™GGGAAAGGGnCCAA 
amGTGTGGACTTCTCATCTAAAAGGTTAGTGGCTTnGCTTGG^^ 

^TGTGTGATGnCAGGCACAGGATGCTGAAAGCTATGnACTAnCTOGTTTGTAAATTGTCCTnTGATACCATCATCTO 
*Mb1639.seq 

SmGACAGATAACGCmGATTGCTCGATCTCTTGGTAAATACGGCATCATCTGCATGGAGGATTTGATTCATGAGATCTATA^^ 

mTGGCCCTTCAAAnGTCnCTCCACGAGGTGGAATGAAGAAAAAGACCACCCATmGTAGAAGGTGGAGATGCTGGCAACAGG^^ 

y^GTAAGGTGTCTACCATGATTATTTnCTAAGCTGGnGGTTAATAAACAGTAC 

iy 

*gb1640.seq 

ipSACGNGCGGNr^NGGCACCTCGAAAGGGGAAGGAAAAGAAGGAAGAACAGGTCATCAGCCTCGGAGCTCAGGTGGCTGAAGGAG 
(^CCnCAATGACACTmGTCCATGTCACTGATCmCTGGCAAGGAAACCATCTGCCGTGTNTCTmGG 

ISsnGGCTGCCCAGGATGTGGCCCAGAGGTGCAAGGAGCTGGGTATCACCGCCCTAGACATCAAACTCCGGGCGACAGGAGGAAATAGGACCA^ 
4fJ|rCGGCCCCTCACAGCCCTTGCCCGCTTCGGGTATGA 

>fcrb1641.seq 

ACATGGATCAGGATAGACGCCCTGAGTAAGCTCATGCCACAGTGGGAGGAACCTCCCCTTCAGGGGAGTCTGGGCTGGGCTCTGGGCCCAGGCACTGCCCTGGGGGTCATGAGGC 
CATTCCAGCATCTAGCTCAGTGTGAGGCACTGTTCTAAGTGCAGGGAACCACAGTATGGGGTCAGGTTCATGTCCTGTTTCTGCCTAAGTTAACTCCCAGGCAACCTCTCCCTGAM 
ACTTCCTCTCCCAAAGAGGGCCTTAGAATCCATGAAGCTCCTAGGCCAGGCCCACCTGTGATCCTGTAAACmTCTCTCAGAAAAGCCCCATCTCANGC 
CCTATAATCCCAGCACrrTGGAGGTCAAAGGTGGGCAGATCACCTGAGGTCCGGGAAGTTCGAGACCAGCCTGACCAACATGGT 

>fcrb1644.seq 

GCTGTGNAGANNGAGGAGCCCATCCCACAGGAGCCTCAGTGGAGTGTCCCAAGCAAGGAGTTGCCAGCGTCCCTGGTGAATGGCCTGCAGCCTCTCCCAGCACACCAGGAGAATG 
GCnCTCCACCAAGGGAGCCTCTGGGGAGAAGAGTCTGAGCCGAACACCAGAGACACTCCTGCCCTnGCAGAGGCAGAAGCCTTCCTCAAGAAAGCTGTGGTGCAGTCCCCGCAG 
GTCACAGAAGTCCmAAGAGGGTTTGCCnGGATCCGGGCACAGTTGTGAGGGCTCGTCTGCATCACCTACCAGGATGTCTTGGAGGAGAAAAAG^^ 
CCTGGGGCCCTGGGGGGGGGGNCC 

>fcrb1645.seq 

GGCATGGGNTGNGNTATATGTOTGTTCTAAGCACAGCTCTCTTCTCCTAnnCATCCTGCAAGCAACTCAAAATAnTAAAATAAAGmACAT^ 
ATAAGTAnAAGAAATAnGGACnGCTGCCGTAATnAAAGGTNNGTNGATmGTnCCGnTGGAnmGGGGGAGGGGAGCACTGTG^^ 
TTCCGGTGCTGGGAACACACAAGAGTTGnGAAAGnGACAAGCAGACTGCGCATGTCTCTGATGCmGTATCATTCnGAGCAATCGCTC^ 
AAAG 

>fcrb1647.seq 

CTCACTTNATNCGGNGACTAGCACCGCGTCCGGCAGGGCCAGCCCTACACTCGCCCGCGCCATGGGCTCTGTCTCCGAGCTCGCCTGCATCTACTCGGCCCTCAnCTGCACGACG 
ATGAGGTGACAGTCACGGAGGATAAGATCAATGCCCTCATTAAAGCAGCCGGNGTAAATGTTGAGGCTTmGGCCTGGCnGmGCAAAGGCCCTG^ 
GCCTCATCTGCAATGTAGGGGCCGGTGGACCTGCTCCAGGAGCTGGTGCTGCACCAGCAGGAGGTCCTGCCCCCTCCACTGCTGCTGCTCCAGCTGAGGAGAAGAAAGGGGAAGC 
AAAGAAAGAAGAATCCCGAGGAGTGTGATGATGACATGGGCmGGTCTTTTlTGACTAAAC 

>fcrb1648.seq 

GCAGGCTCAATGAATCGAATGAATGTGAACTTCnCATCTGTGAAAAATCTTTTmmCCATmGTTCTGm 

GGAGTNGTGGGGAGCCCTCGCGGCAAGCAGGGTGGGGGGGAGTNGGGGGCATGCCGGGCCCTCACTNTNTCGCCTGnCTGNGTCTCACATGCTTTrrcm 
nCCATGTNGAGCCAGCCAGAGAAGATAGCGAGATCTA 
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>fcrb1650^eq 

^I^II^IIAGCGA^^CCATCC^^^ 
$J^!^II^^CGTTTTTMTGAGAnAAA^^ 

TTCJACTTGTTTTATATATATGTATACACACACACACACACACGTATATGTATATAATGATTAAAAnC iwi n i i«i i n lui ia 

>fcrb1652.seq 

toSSgSS 
>fcrb1653.seq 

AGAACTAGNCTCGAGi 1 1 1 1 1 1 1 iGACGTATmAmACAAATATCATACACTGCTGGTGmCCATATGAAAGGAAATAAAGTCAATTGATAATTGCCTC 

>fcrb1654.seq 

CGGAGCCGAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCTTCGCCAACATGCTGGGCGTGTCGCTCnCTTGCnGTCGnCTCTATCACTACGTGGCCGTCAAC 
MTCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGnCCAGGACATAGTCTGAGGCAAGATGGAGGGTATGAGGGGCCTTCACACnCACnCATCCC 

C 1 1 1 1 CTACTCCCTCCCCCCAATATAAAAATATAGACTTT 

>fcrb1656.seq 

T??II^'?$^IH^5r^„^^CA™AC'^CTGATGCAAAGGTGGAAGAAGAGCCCGAAGAAGAACCTGAAGAG 

>|CJ|)1657.seq 
^fGAGCTGCCAT^^^^ 

T<^TCCCTGGCCTCnAGCACCACAnCGTGTTmCAGCnAmGAA6TCCTGCCTCA1TCTCACTG^^ 

>y4l659.seq 

(MGAGGGTGCCCACCAAGCCCACCnCCAGAAACTTGGAGAAATGGGGGTTGGGAACTTATGCAGACATGGATTTAT^ 

>fk»1660.seq 

^^^CMGACAMGGCGGm^ 

C?|AnCGTGGAGATGAAGAATTGGAnCTCTCATCAAGGCTACAAnGCTGGTGGGGGGTGTCATTCCACACATCCA(^^ amaoo^.uh.i,ioaoi h^oaactt 

>te§1661.seq 

A^AACTAACCTGCCACTAATAGmTGTCATCCCTCnATTAATCATCATCCTAGCCCTAAGTCTGGCCTATGAGTGACTAC^ 
>fcrb1663^eq 

TOTCCAGTGAAAACATGAAGCCAGCAAATCmCTCATCATTTGAAGACAAAACAnCAGAATTAGAAAACAAAC i«ioono«uH.o 
>fcrb1664^ 

^^^??®9?f^,^°^.^CA^^^^ 

TGAAAATGGTGGGAAAAGGACCAAGATGGCGGGCGCAAACTGACACCTCANGGACAAAGAGATCTGGACAGAATCGCCGGACAGGTGGCAGCTGCCA 
>fcrb1665.seq 

?H'^S?^^^'^^^'^^^'^^''^°^^'^'^^^'^^^™^^c'^™^QCctcagcctcccgagtagctggga™c^^ 

AGGCAGGAGGATCACnGAGTCCTGGAGGTCAAGGCTGCAGTAAGCGGTGATCGTGTCACTGAACTCCAGCCTGGGTGACAGAGCGAGAa 
>fcrb1666.seq 

^oI^I?5^^™™^'^^^*'^^^^^°*™^^^'^^^'^CACATGAAGTTTGGAACTnCCACCCTGC^^^ 

TGCAATGGTmGTGTAGCATCTTGTCTATCATGTTTTGTAAATACTGGAGAAGCTTTGACCAATTTGA 
>fcrb1669.seq 

GGTAAATAGAnTGATCAGAAAACTCCCTGCTAAAATTGCAGTnCTAAGCTGCCCTTGTTATACTrrnmCCTCTGAGGATACTTTAM^ 

CCTnAAAGTAACACACACTGAGCCCTGAGTAAGAGCCGGGCTCTGTGATAAGCACmGCAGGTGTGAGAACACnCAncnAAAACAACTG^^^ m i n,m it. 
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>fcrb1670.seq 

NAnACCnCNGNGT6A™CAGMGTCCTACnGACMTCACATATAGMGMCGGTGCTATTCAGTMGTTCTCmCCTTTCCC^ 
>fcrb1672.seq 

CATAGGGCCGGGCTGCTTCnGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmCCAATCTCA 
CTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGTTCGGACTmCTCCCCTGTCTTTCTAAGAGACCTGAACTGGG^^ 

>fcrb1673.seq 

CTGTGGCAAAACCAAGATGAAGAGAGGAGGTGTGGGGATCTGGCAGTGTGGTTGCTGGATGAAGACAGTGGCTGGCGGTGCCTGGACGTACAATACCACnCCGCTGTC^ 
GTCCGCCATCAGAAGAGTGAAGGAGTTTGAAAGACCAGTAGACGCTCCTCTACTCmGAGAGATCACTGGCCTATAATAAATGGGTTAATTW 

>fcrb1674.seq 

GAACAnTCTGTmAAAmCATnTAAAATATmATOTCTGCAAnCACCAGTGCTCTGGGAAAGCAAAAGGAAAGTO 

CCAGCCATAGTCAGCTATAGCTATTCAGAGACAGCAGGTTCTTCCAGTCTTTGTTCCTGGGACCTGATGTnTGAGCAACTCAGGTCACTGATAAAGTGGAAGGACTAAGACA 

GTCACAGATCCCAGCAACATCAACTCACACTCAATCCATGTGGTGGTCCACATTCTGCTACTC™TCCACCCATGTGGTCAnGAGAGCCmCTCAGAGACTCnCTGTGTGm 

TGTGCCCAGGTGGCCCAGGGCTAGCTGGCTCTAACAACTAGCATGACAGCCTCCAATCAGAAAGGCAGGTAAGGGGACAGGGTGAGG 

>fcrb1676.seq 

ACTACTGGNTNGACGGGAACCAAGGCTGCACCTTGGACGCCATGAAGGnnCTGCAACATGGAGACTGGGGAGACnGCGTCTACCCCAATCCAGCAAACGTTCCCAAGAAGM^ 
GGTGGAGCAGCAAGAGGAAGGAGAAGAAAGAGATCTGGmGGAGAAACGATGAATGGTGGGnCCATTTGAGGTATGGAGATGACAATGTGGGTCGGAACACTGCCAAGGTGGAGA 
TGAGGnGCTACGCCTGCTGTGGAGGGAAGGGTGGGAGAAGATGAGGTACCAGTGGAAGAAGAGGAnGGCTATGTGGAGGAAGGAGCTGGCAACCTCAAGAAGGCCCTC^^ 
AGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGGAGGTTCACGTACACTGGCGTGAAGGATGGCTGCACGAAAGAT 

>fcrb1677.seq 

CTGGTGnATCACCGTGGGCTCCCTGACTGGGAGnGATCGCCmCCCAGGTGCTAGACCCTmGCAGCTGGATGAGAAmGAGTGCTGTGATCGGTGTA^^ 
:^nCTGAAGGAGCCCCATTCCTGGGAAATATTCCCTAGAAACTTCCAAATCCCCTAAGCAGACCACTGATAAAA 
'iaTCTGAGCAGTGAATGAnCAGTGnAAATGTGATGAATACTGTATmGTAnGmCAAnGCA 
tgGCTTTAAAAAATAAATAAGAAACAACTCmGAGAAACAACAAmCTACTnGAAGTC^^ 

^^grb1678.seq 

;iSCAAGTTCGNCTCGACCATGGTCCACGCCCTCAACACCATCCTGCTGACCTCCACAGAGCTCTTCCAGCTAAGGAACCAGCTGAAGGACCT^ 
ffcTGCTGCCTGTACCGCTCCTGGTGCCACAACCCAGTCACCACGGTGTCCCTCTGCnCCTCACCCAGAACTACCGGCACGCCTATGACCTC^^^^ 
'l3©TCACCGTGGACTTCCTCGCAGAGGTGGACAAGCTGGTGGAGCTGATTGAGTGCCCCATCmACATATCTGCGCCTGCAGCTGCTGGACGTC 
a^CCCTCTACGGCCTGCTCATGCTCCTGCCTCAGAGCAGCGCCnCCAGCTGCTCTCGCACCGGCTCCAGTGCGTGCCCAACCCTGAGCTGCTG 

^rb1679.seq 

CAAACATCCACAAGCATCAAGACCTGCGAGGAAAATATAAGCTGAACAAATGAACTAAATAAGGCACTAGGGACTAATCCTGGAGAA^ 
i5|AGAAnGCTGTTnGAGGAAATTTAAAGAAATTCAAGACAACCCAGGAGAGAAATTCAGA^ 

ftlrb1680.seq 

■^iGACTTGCAGNTTAAGTATTGGAAmCACAAAAGACATAGGACTTAACTGGAAAATGAAAAAAAAAAGAAAAAGAAAAM 

jfeTCCGTTnATmGGCmGGrrGNGATnCANAGCATAATGCTATGNTTTmGTCTnTTACTAW^ 

]®TnCCTCCTCCCAnnGACAmGCACnGGANAACACnGAGTTGNGAAGGTnTGGGCATCCACCCCANAAAGNGGGAAm 

§fcrb1681seq 

^{jSAATAAGGATGGTNTAGAAAACAACGCTGCATATACAGGTACCAmAGGAAATAGCGATGCCTTTGTGGGGGCAGAATCACAT 
GGTGTGGCTAAGATGGAAACAGGGCTGATTCTrGATTCCCAATTCTCAACTCTCCTTTTCCTAmGAATTTCTnGGTGCTGTAGAAAAC 
TATGGTGCTCAnCTGATCCATCCAGGATGTACTAAAACAGTGTGnTAATAAAnGTAATOTTnGTGTACAGNTGTATACTGTO 
GAATTCCATCTGACTCTAATTTTATGAGAATTGCAGAACTCTGATGGCAATNAATATATGT 

>fcrb1682.seq 

TANNNGAAGAGGTAACACGGATGGCCAATAAATGTGAAATGATGCTCAACATCATTAAGAATCACCAAATGTAGTTAATCACCAAATAGTAATGA^ 
CATCAAAAAAATTTTTCAAGTCTGATAAmCAGGTGTNAGNAAGGATATGAAACCATATGAAnCCCATnACAACGGATGGAAGCATAAnGGTA 
ACAnATGTAGCAAAGnAAAGATAAACTCTAATCCTnGTTmATGCnCTAGGAATACTCTCACGCATGTACCAGCAGAAnGnGGTAA^ 
ACGTAAATGTTTGTCATGAGTGGAATGAATAAATAnACAAT 

>fcrb1683.seq 

GTCGTAAGGGNTGNGGATTmGGTCCGCACGCTCCTGCTCCTGACTCACCGCTGnCGCTCTCGCCGAGGAACAAGTCGGTCAGGAAGCCCGCGCGCAACAGCCATGGCn™A 
GGATACCGGAAAAACACGCGTGGAGCCGGAGGTGGCAATTCACCGAATTCGAATCACCCTAACAAGGCGCAACGTAAAATCGnGGAAAAGGTGTGTGCTGACnGAT^ 
AAAAGAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACCAAGACmGAGAATCACTACGAGAAAAACTCCnGTGGTGAAGGnCTAAGACGT^ 
GAATTCACAAGCGACTGAnGACTTGCAGAGTCGnCTGAGATTGTTAAGGAGATTACTTCC 

>fcrb1684.seq 

CAATTCnTGNNGCnAATCTAGAGCTATGCACACCAAAnGCTGAGATGmAGTAGCTGATAAAGAAACCTTnAAAAAAAT^ 
CATOTAGCATGTAATAnAAAnCCTCCTGTCTGCTGTGTCAGTTNGNGAAGTGAnGACAlTTTGTAGCTAGTTTAAAATTAn^^ 

>fcrb1685.seq 

GAAAAAGAGAAATATGAGATOCGGAGCAGCGCAAGAnGATCAGAAAGCTGTGGACTCACAAATTTTACCAAAAATCAAAGCTATTCCTCAGCTCCAGG 
TGGTGTGACGAATGGAATTTATCGTCACAAATTGGTGTTGTAAATGTCnAAGAACCTAAnAAAT 

>fcrb1686.seq 

CTCACATNCAGANNTATTnCCTACAGTGCAAACACACGAGATGAAAGTTTAAAATGTOGTTmGTA^^ 
CGACTAnnAATGATATACTAAAGATAACACTAnTAGTTTmCAGAAACATCTGCAnATATGTGTGnGGTO^ 
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CAnMGGACnAMGCMCMTMCCAMTAAAMCnGATAGGATCTnGMGTCTAmAMTATTCAnCCA™ 
AGTTGAAACATGATGTTTTGCATTAAATrTAAGATATGCAAAT 

>fcrb1687.seq 

TNNGGCACGAGGGCGGGCGCCCCTCCCCCAGCCTCACTGCCGCCnGCAGmGATCTCAGACTGCTGTGCTAGCAATCAGCGAGATTCCGnGGCGTAGGACCCTCC 
TGTGGGATATAATCTCGTGGTGCGCCGTmnAAGCCGGNCTGGAAAGGGCAATATTCGGGTGGGAGTGACCCGATmCCAGGTG 

GGGAACTCCCTGACCCCTTGGGCnCCCAAGTGAGGGAATGCCTCGCCCTGCTTCGGCTCGCGCACGGTGCGCGGACCCACTGGCCTGCACCCACTGTCTGGCACTCCC^^ 
ATGAACCCGGTACCTCAGATAGAAATGCAGAAATCACCCGTCTTCTGCGTCGCTCATGCTGGGAGCTGTAGACCGGAGCTGnCCTA 

>fcrb1688.seq 

GCCATCCTCGNGGCTGCAGCGACACACGCTCTCGCCGCCGCCATGACTGAGCAGATGACCCTTCGTGGCACCCTCAAGGGCCACAACGGCTGGGTAACCCAG 
GCAGTTCGGGGACATGATCCTCTCCGCCTCTCGAGATAAGACCATCATCATGTGGAAAGTGAGCAGGGATGAGACCAAGTATGGAATrCCACAGCGT 

CmGTOGTGATGTGGnATCTCCTCAGATGGCCAGmGCCCTCTCAGGCTCCTGGGATGGAACCGTGCGCCTCTGGGATCTCACAACGGGCACGACGACGAGGCGAmGTGGG 
CCATACCAAGGATGTGCTGAGTGTGGCCnCTCGTCTGACAACCGGGAGATTGTGTCTGGATCTCGAGATAAAACCATCAAGCTATGGAATACCG 

>fcrb1689.seq 

GAAAAAAGCAAGAAAAAGAAGGAAGAGGAGGAAGATGAGGAAGATGAAGAGGATGAGGAGGAGGAGGAAGATGAAGAAGATGAAGATGAAGAAGAAGATGATGATGATGAAT^ 
GGTTCTAGCGCAGTTTTTmnCTTGTCTATAAAGCAmAACCCCCCTGNACACAACTGACTCCmTAAAGAAAAAAA^ 

>fcrb1690.seq 

GTAAGGGTAAAGGAGCAGAGGCAAAGGAGAAAAGCAGAAGTTGCAGCTGATGCAGGTATGCTATGCCCTTGATGGATGAGACTAAAATAAAAT^ 

>fcrb1691.seq 

GGATGATCGCACAGACTGTCACTGCTGnGCCGGGnGACTTCCTATCCATTTGACACTGTTCGCCGCCGCATGATGATGCAGTCAGGGCGCAAAGGAACTGACATCATGTACACAG 
GCACGCTTGACTGCTGGCGGAAGATTGCTCGTGATGAAGGAGGCAAAGCTmnCAAGGGTGCATGGTCCAATGTTCTCAGAGGCATGGGTGGTGCTm 
rsSAAATCAAGAAGTACACATAAGTTAmCCTAGGAirmCCCCCTGTGAACAGGCATGTTGTAnATATAAC 
I^AACTAmACTGGnGAAAATGGGAAGCAATAATATOATCTGACCAGTTnCTCnAAAGCCAnTCCATGATGAT^^ 

*^^b1693 seq 

^^CTGAGGnATCAATAAGCTCCTAGTCGAGACGCCATGGGTCATnCACAGAGGAGGACAAGGCTACTATCACAAGCCTGTGGGGCM 
J^CCTGGGAAGGCTCCTGGnGTCTACCCATGGACCCAGAGGTTCmGACAGCmGGCAACCTGTCCTCTGCCTCTGCCATGATGGGCAACCCCAA^ 
MfeGTGCTGACTTCCnGGGAGATGCCATAAAGCACCTGGATGATCTCAAGGGCACCTTTGCCCAGCTGAGTGAACTGGACTC^ 
McCTGGGAAATGTGCTGGTGACCGTmGGCAATCCAmCGGCAAAGAATTCACCCCTGAGGTGCAGGCn 

>Srb1694.seq 

IMCAGCAGCTAGNCATGAAGGCCCCTGCCGCCATCCCTGGATGGCTCAGCmGCCTTCTACTTmCCTATAGAGTOGnGTO^ 
AGTAAAGCAGGAGATCCCCGTCAGmATGCCTCTmGCAGnGCAAACTGNGGCTGGTGAGTGGCAGTCTAATACTACAGTTAGGGGAGATGC 
^GAAAACTGGTGGACTGTCAGCmAmAGCTCACCTAGTGTmCAAGAAAAnGAGCCACCGTCTAAGAAATCAA^^ 
SgGTCAGAATGTGTGGCAAnCTGATCTGGATmCAGAAGAGGACAATCAATTGA^ 

Il4rb1695.seq 

^GCCCCTGAGCTGGAGGGGGGTCTCAnCTACAAAGAGAGAGGTGGCCCCCCTnCnGACCTCCTCCTCCnCAAGCTCAAACACCACCTGGCnATTCAGGACCGGCACnCn^ 
MGTTTGTGGCmCTCTCCAGCCTCTCTOGGAGGGGTAATGGTGGAGTNGGCATCTTGTAACTCTCCTnCTCCTTTCTTCCC^ 
ffeCTTGATTGTCAGTCTGTGTCACATCCAGTGATTGTnTGGTnCTGnCCCTnCTGACTGCCCAAGGGGCTCAGAACCCCAGCAATCCCnCCm 
IHGTTGGAAGGGACTGAAAnGTGGGGGGAAGGTAGGAGGCACATCAATAAAGAGGAAACCACC 

>fcrb1696.seq 

GTACCTATOAGACAAAATACnCTAAAGATACTTATGAAATGTATACATATTTmCTTGCACGmC^ 
>fcrb1697.seq 

GTGACTCAAGACTCGAGGCCGATACGAGGCTGTGATTCTGCCmGGATGGATGnGCTGTACACAGATGCTACAGACTTGTACTAACACACCGTAAmGGCAm^ 
HATAAAAGCnC 

>fcrb1698.seq 

AnGATGGNGGCCTGGAnAGCAAAGAGGAAGACAGCTTmACACAGTTCCCTGCCTTCACAAGAGGTGTGAGAnAAGATGTGAAAGCTGCAAGAATGTTGCAGTGM 
CAGAGCTCTCAGTGTGCAGTTCAGGAAnAAGATACnGGAATAGCTGNGGAGGAAGAACCTAAATTGCAAAGATCTGCTAnGCCAGCTCTCAACCCAAGTCAGTGAATTGTCAA^ 
GCATATCCTAAAAATGTCAAAATGCTGCATCTGGnAAATGTCGGGGTAGGGGGGAAGCTGAAGGTGCTCGCTTCAmGCCTTGTTTACTGATGCTGGCCT^^ 
GAAGATGGAATAAAnGTAACATTTAGTTTCTTTC 

>fcrb1699.seq 

GNGAAGGCCAAGGAGGGCACTCAAGAATTGTCCTGTCTCTAAAAAAAAAGCATCTGCAACGAACTTCCTnAATnnGAGnCA 
ATTTTCCCCAGAAGTTAAGAAATATTGCTGAACGAACCAATAAAAATAATTACAGCTCC 

>fcrb1700.seq 

GCCGAGTCGGGCGGAGGCGGAGGCnGGGTGCGnCAAGAnCAACnCACCCGTAACCCACCGCCATGGCCGAGGAAGGCATTGCTGCTGGAGGTGTAATGGACGTTAATACTG 
TnACAAGAGGnCTGAAGACTGCCCTCATCCACGATGGCCTAGCACGTGGAATTCGCGAAGCTGCCAAAGCCnAGACAAGCGCCAAGCCCATClTTGTGTGCT^ 
GATGAGGCTATGTATGTCAAGTTGGTGGAGGCGCnTGTGCTGAACAGCAAATGAACGTAAnAAGGTTGATGACAAGAAGAAACTAGGAGAATGGGTAG 
AGAGGGGAAACCCCGTAAAGTGGnGGnGCAGnGTGTAGTAGTTAANGACTATGGCAAGGAGTCTCAAGC 

>fcrb1701.seq 

ACGGGGAAGNGGAGCCAACATGCCAGTGGCCCGGAGCTGGGmGTCGCAAAACTTATGTGACCCCGCGGAGACCCTTCGAGAAATCTCGTCTCGACCAAGAGCTGAAGGTGATGG 
GCGAGTATGGGCTCCGGAACAAAGGTGAGGTCTGGAGGGTCAAATnACCCTGGCCAAGATCCGCAAGGCCGGCCGGGAACTGCTGAGGCnGATGAGAAGGACCCACGGCGTCT 
GnCGAAGGCAACGCCCTGCTGCGGCGGCTGGTCCGCATTGGGGTGCTGGATGAGGGCAAGATGAAGGTGGATTACATCCTGGGCCTGAAGATAGAAGGAm 
CTGCAGACCCAGGTCTTCAAGCTGGGCnGGCCAAGTCCATCCAGCACGGTCGGGTGCTGATCGGCCAGCGCCATATCAGGGTCCGCAAGCAGGTG 
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>fcrb1702.seq 

CMGTTmAGNNGCTTATATCCTATMnGAGCACATGATAGTTACAGCAGMnTMCMTAGATTm 
CATAAAGCTTCTCTCCnGTCAGTCnATAGTCTAGnCACATATTATAnACCCGTGAGTACCACCTAATCACAnCTACACTAGT^^^ 
TnTAAnAGTAAAnGnGGAAATAAACCTGCnTTCTCnCAAATTGCAGGCmCTAAnAAAAACACTTTn 
GGGAGAGTAGAAGAGGGGCGAGGGATGAGAAATTACCCACTGAGTAGGATAGACACTCnCGGGTGATGGCTTCACC 

>fcrb1703.seq 

GCGACCCAGCCCGNGAGCGAGATGCCGGTGGCCGTGGGTCCCTACGGAGAGTGCCAGCCAAGGTGCnCGACCGTGTCAAAATGGGCTTCGTGATGGGnGCGCCGTGGGOT^ 
CGGCCGGGGCGCTCTTCGGCACCTmCCTGTCTCAGGATCGGAATGCGGGGTCGAGAGGTGATGGGCGGCATTGGGAAAACCATGATGCAGAGTGGCGGCACCmGGCACAn 
ATGGCCATTGGGATGGGCATCCGATGCTAACCATGGnGGCAACTAGATCTGTCCCnCCCATCAATCCCAGCGCATGTACTAATAAAAGAAAGTC^ 

>fcrb1705.seq 

CAGAAGCGAGATGACGAAGGGAACGTGATCGnTGGAAAGCGTCGCAATAAGACGCACACGTTGTGCCGCCGCTGTGGCTCTAAGGCCTACCACCTTCAGAAGTCGACCTGTGGCA 

AATGTGGCTACCCTGCGAAGCGCAAGAGAAAGTATAACCTGGAGTGCCAAGGCTAAAAGACGAAATACCACCGGAACTGGTCGAATGAGGCACCTAAAAAnGT^^^ 

GGCATGGAnCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGnGCAGCATCCAGTTCATCTTAAGAATGTCAACGAnAGTCATGCAATAAATGTTC^ 

>fcrb1706.seq 

CAGAANNCCNGNGAGGGCCTTCTCGTGGCAGNGGGGGGAGGGCGGCACAGGTAACACCCATGTAGCTGGCATGGTCAGGACACGTGTGCCCGGGCAGGGCAGAACCCACACGGT 
GGGCAGCGGGGACTCTGGGTGATGGGTAGCCCCCAnCAATTCACGGCAGCTGGNGNNACAGTTAAAAGACACGGAAAACTGGAGCGCCGGCACCATCATTTOTOTAA^ 
TGTAAnATAAAAGGCTGAmGAATGTAAATATCTCTCTTAAACACATGAAAGGGGAnCTAAAmAAGAACCCCAAATCAGGAGGTAA^ 
TGAAATGCCAGAATGAAGGAAAGGGCGTTCCACGGGGCGGGGGGGAAAACCGCCCTGGTTnAGAAAGCGAGAAGCATCAGGGACGATTCCTTGTA 

>fcrb1707.seq 

GTCTTGmAAGNGNTAGGAAGTTCCTGTCTCAAGTATTCTGGGGCAACCAGGAAGAGGAGAATATTAGAGTCAmGGGGCACGTAAGTGGCCAAGTACm 
PCATTTTTAACCACCTAGGGTCATTGGATAAATTTGI 1 1! i 1 1 II lAAACNGNGATACTAT 

9rb1708.seq 

SSGATACGATAGAAAATGTAAAGGCCAAGATCCAGGATAAGGAAGGAATTCCTGCTGATCAGCAGAGACTGATCmGCTG^ 
mTATTCAAAAGGAGTCTACTCTTCATCTTGTGTTGAGACTTCGTGGNGGNGCTAAGAAAAGGAAGA^ 
^^CTGGCTGTCCTGAAATATTATAAGGTGGATGAGAATGGCAAAATOGTCGCCnCGTCGAGAGTGCCCTTCTGATGA^^ 
la^AnATTGTGGCAAATGTTGTCTGACnACTGmCAACAAACCAGAAGACAAGTAACTGTATGAGnAATAAA^ 

5!^rb1710.seq 

'CTCCTGGGCCGGNTGGCGGCCATCGTGGCTAAACAGGTACTGCTGGGCCGGAAGGTGGTGGTCGTACGCTGTGAAGGCATCAACAmCTGGCA^ 
I^^CCTGGGmCCTCCGCAAGCGGATGAACACCAACCGnCCCGAGGCCCCTACCACTTCCGGGCCCCCAGCCGGATCnCTGGCGGACCGTC^ 
^AAGCGAGGCCAGGCCGCTCTGGACCATCTCAAGGTGTnGACGGCATCCCACCGCGCTACGAGAAGAAAAAGCGGATGGTGGTTCCTGCTGCCCTGAAGG 
J^ACAAGAAAGTTTGCCTATCTGGGGCGCCTGGCTCACGAGGTTGGCTGGAAGTACCAGGCAGTGACAGCCACCCTGGAGGAGAAGAGGAAAGGA 

lllrb1711.seq 

i(lTAGGCACACGAGGAACATGCCTGTGGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCCCCA^ 
mTGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTnAGGCATGCACAAACGGTAGnnGTGTGTTGGCTGCTCCACTGTCCTCTGCGAGCGTACAGGA 
'j^ACAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACAT^ 

i§rb1712.seq 

TACGTAGnGTCmCGTAAGTTAAAATGATAATTGGGCCGAAACTTACTGCCmCCTAAAAGGCAGCGCAGTCAGGATAnGGTAGGTCGGGGGCGGC^ 
ACAAGCATGCGCGGACTTGAGTGCTCAnAGGTCGCCGGGCGTCCACGTGCAGCCCTGGACCCTGAACCCCGGCGTGCGTGGGCCGTGGGCCCTCGGGGAAAGGTTCCGTGCACT 
CGGGGACTCCGGTGAAGGCTGnCAGCCGTCTGTGTCATGTGGCCATCnGAGTCTACTCTGTCGCTCTTGTGCCCTAGCACCCCGAGAAGTGTCAGTnGAGCCAGATGGAAGCTG 
AGCTGAACACATTACGATGGATGATGGAAACATAAGACTATCAAGAAATCCAAGTGGTAATGGGCCGAAGTTTATTCAGCAT 

>fcrb1714.seq 

AAGAGAnGAGAAAAnGGTATATCATGCAGATAACATACAAAATCTTmGTAACGTAAAAAATGCAGTm 
G 

>fcrb1715.seq 

CTCGGATCCGAGAGGGCATGGCCGCCCTGCAGTCTGACCCCTGGGAGCAAGAGCTCTACCGCAAGTTCAAAAGCATCTCCAAGGCCTTGGTGGAGCGGGGTGGTGTGGTCACCAG 

GAAGCCACTTGGCTTCTGAATACTCCCGGCCAGGGCCTGTCCCAGTTATGTGCCTTCCCTCAAGCCAAAGCGGAAGGCCCnTCGnAAGGGCGTGGmGTCGGGM 

TGTTCCCAGCACTGTGCCTGCTCTCAAGAGCACnACTGCCTCGCAAATAATAAAAATTTCTAGCCAGTC 

>fcrb1716.seq 

ATCTmCCCAAGTACTGGATmAAATCTGTATGTATCTGTTTGAmTTmTCTAATAmCAGnGAGGTGGTGTnTCnCCATC 
GTGGTGAGAGTGCCCTGCTACATAAATAAGCAATTGGAGTGnTTGGATGCAAAATATAAAAAAmAAATTGTCCTGAnCTATmGTAAA^^ 
GTAATGGAGGAAGAGTAGTGGTnGTGGAnnGATATATTTGAGnCATTTTTTGGACAATGTGATAGTTTTGACGGAGTO 
GCTAAATAATAGTGTGTmAAGTTTnGTGnGCAAGAACAAATGGAATAAAGnGAAn^ 

>fcrb1717.seq 

GCTCTACCnGATCCGACTGCTACTTAmCTCTTCGGGCTTCTGTGATATAAATCTGGGTGGTTCGTGGCTGAGTGTGGTmGGTrTAGGACTCAAG 

ACCCGCTTTTCGGCTTCAGCTTCCAnCTTmGTnnCTCAATTTATACCTAAATGATAATCATmAGAACGTI i i II I ICCTATTATTTTAGTGTGGCTGTGAGAGGGAGCAGAGGTA 
AATATGTGACnCAGTGTmGTTmCAAAGTAAAGTGGAATGnCTTTGGAGAACTGAGAATTOGACTmCAGTT^ 

>fcrb1718.seq 

GGTAACAGGnCCAAAAATATOTGAAAGTAGAAGTGAGACATGnGAAGCATTTGTATATGGTGATCATGAmCGAGGA^ 
CGCAATAGAAGGGCTAGATAAnGCAAGTTCACCTTTCGCTATCnGTAATTCCTTCATGTGCATAAAATATCACmCCAGnATATA^^ 
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AGMTTCTGTMGTGAMGTGGAMTAGnTAnCAMTTGGAnMCTATCAGMGCAMTGTATTGGTMGnGAGMGMTC^ 
ATGTATGTTTAACAATGTCTACCATGTCTGTGGAAGAGAGAAATACCnTTTATATCnCTACATGGTTGNT 

>fcrb1719.seq 

GTTTmAAGCCCAnGGAAAAGGGCAGTAnAGGGTGGGAGTGACGCGATmCCAGTTGCCGTCTGTCACCGCmCTnGACTAGG^ 
CGGAATGAGGCAATGCCTTGCCGTGGnCAGCTCACGCACGGTGCAGTGCACCCACTGTCCTGCACGCACTGTCTGGCATTCCCTAGTGAGATGAACCCGGTACCTGAG 
GCAGAAATCACCCATCnCTGTGTCGCTCATGCTGGGAGCTGTAGACCGGAGCTGCTCCTATTCGGCCATCTTGGCTCCACCGTATCGnGTmAATAGA^ 
AATATTGGGAATGGnAAATACTGTTTTAGTCAnATAnGATAnATACAnCAnAGAAGATGACTrAATT 

>fcrb1720.seq 

CAAAATGGCTGGTAAGCAGGCGGTTTCAGCATCAGGCAAGTGGCTGGATGGTATTCGAAAATGGTATTACAATGCTGCAGGATTCAATAAACTGGGGn 

TACGAGGATGAAGATGTAAAAGAAGCCATAAGAAGACnCCTGAGAACCmATAATGACAGGATGmCGCATTAAGAGGGCACTGGACCTGAACnGA^ 

AGAGCAGTGGAGCAAATATGAAGAGGAAAATTTCTACCnGAACCGTATCTGAAAGAGGTTATT 

>fcrb1721.seq 

CAGAGGCCCTGGAGGTCTCCAGGGGCCTGCAGAAGGAAAGAAGGGGGCCCTGCTACCTGTTCTTGGGCCTCAGGCTCTGGACAGTCAAGCAGCCCTTGCmCGGAGCTCCTG 
AAAAGTAGGGATGCGGATCCTGCTGGGGCCGCCACGGCCTGGCTGGTGGGAAGGCCGGCAGCGGGCGGAGGGGATCCAGCCACTTCCCCCTCnCTTCTGAAGATCAGAACATTC 
AGCTCTGGAGAAGAGTGGnGCCTGGGGGCTTrTGCCACTCCnGTCCCCCGTGATCTCCCCTCACACmGCCAmGCnGTACTGGGACAnGTTCmCC 
CACCCTGCCCCCCCTAAGAGACACATACA6AGTGGGCCCCGGGCTGGAGAAAGA 

>fcrb1722.seq 

CCAAGGTCCTGGGCAGGACCGGTTCTCAGGGACAGTGCACGCAGGGNCGCGTGGAATTCATGGACGACACGAGCCGATCCATCATCCGCAATGTAAAAGGCC 
>fcrb1724.seq 

GNACCGATGCAATCGAGGAAGGGACTCTAGATGGCCTTGACCACTCTGATTTTCAGGATACAGACAnCCCnTGAGGTGCCACTCCCAGCTAAGGAGCATGTACCGGAGGCTGAGA 
DAGAAGAGGnCGAGACTGGGTGCTOCAGTCTCCATGGACCAGCGGCTGGAGCAGGnCTGCCTCGGGATGAGCGTGGCGCCTACGAGGCCTCCCTAGT^^ 
JSTTCGAGCCCTGCCCTGCCmnACAGGATACCCCAnCTGAGGAACAAAAnGAATnAAGCGGCCAGGGAAGGCTGCTAACAAGGA^^^ 
I^ACCTCCCACAGCCCAGTGTGCCAGGACGTGCTGAAATTCATCAGTCAGTGGTGTGGAGGGCTCCCCAGCACCAGCTmCCmC 

%b1725.seq 

A^AAATTTGTCACAAAAACmGTTGTCATAGnAAGnGATTGTAGATGGTAA^^ 
^l-ATGAGC 

■y 

I^grb1727.seq 

iSlACAnCCAGTGCTGGTGmGATGTCAATGATGATTmCTGAGGAAGTAACCAAACA^ 

'(#TCAGGCTGTGATCTGGGCTCCCTGACmCTGAAGCTAGAAAAATGnGTGTCTGCCAACCACCmCCATCCCGAGCCCC 
iSmGnAAnAnGTTAGACmGCCAnGnnCTmGTACCTGAAGCAnnGAAAATAAAGmACnAAG 

]fGrb1728.seq 

i%CATGTGCACmGnCCATGGATAAATAAACACTAGGAACGCAmCGACCCTAGAmCAGCAGAAATGCTGAATG^^ 
aSGTCTCCTAAGGATTCTCCCGGTGTCCGCGTAGGGATCTCATGCTATATAGGAGGGCCCTGCCAGGCACCGTCTCCTGTCTCCGGTCCGTGC 
mCAATGGTCGTGCCAAAAAGGGCCGGGGGCAGGTGCAGCGTAnCGGTGCAGTAACTGTGCCCGATGCGTGCCCAAGGACAAGGCCAnAAGA^ 
pAGGCGGCAGGAGTGAGGGACAmCTGAAGCGAGCGTCTTCGATGCCTATGTGCTTCCCAAGCTGWGTGAAGCTACA™ 

iferb1729,seq 

'Gl3CAGnCCTGGATTTTTm™TGANAAAAATACTGTNmAAAATGTA^ 

TGTTAAGATGAATOTCTCCTAAAAATATCATTGTTCnGGGAGCAGTGTNTGTTACTnACATAGCAGGGGnGCTGTCATGTGTTGATGTCANAATAT^ 
TGCCmGGCTGnGAnAGTACAGTNCAAGTGCGAnTCAAAAAGATGTTGAAAGTAATATATnAATGAATTAAAAT 

>fcrb1730.seq 

CGGGAGCGGCCAAAATGAAGTTrAATCCCTTTGTGACnCCGACCGAAGCAAGAATCGCAAAAGGCAmCAATGCACGTTCCGACAnCGAA 

AAAGAGCTGAGACAGAAGTACAACGTGCGATCCATGCCCATCCGAAAGGATGGATGAAGTTGAGGTTGTACGTGGAGACTATAAAGGTCAGCAAATTGGCAAAGTAGTCCAGG 

AGGAAGAAATATGnATCTACAnGAAGGGGTGGAGCGGGAAAAGGGTAATGGCAGAACTGTGCAGGTAGGCATTGAGCCGAGGAAGGTGGTOTCACTAG 

ACCGCAAAAAGATCCTCGAAGGGAAAGCCAAATGTCGCCAAGTAGGAAAGGAAAAGGGCAAATACAAGGAAGAAAGCAnGAGA^ 

>fcrb1731.seq 

AAAAGGTAAAAGTGAAACCGAmTGCACAGCGGGCCTTGTGACTGTTGAGTGGATnTATTmGCACTCCAGGATGCAGNGAAGACGGNGGAAGGnCAT 
CTNAGTGTCGANGTGACTCCGGGCCTGAGGAGGGCTGAGGCATCCTGAATmGAGAGTTCGAGGnGAGGTCTAAGAAGGTGTAGGTGCTGTAGTGATGATGCTGCAGGTTC 
AGGTAGTGTTGTCAAACGGGTGAGGAGGGAGTGGGGCTGGGTGTGCGGAGGAAAGAGGATGGGCATGAGACCAAGAGAAGGAGAGGTGTnATGAATGAGTCGGCTCACAGACAGG 
CGCTTAGCTAGGAAGCAnGTTGATGATGCGTATGTGTGAACAGCTCTnATGAATGAGTTGGCTGACAGACAGGGGGnACCTAGGA^ 

>fcrb1733.seq 

ACCACGCCCAGCCTCmTGCTGTTTCATTGCTGACAGTGTTCAACAATATGCCCCATCmATATATCCTAAGAAACACTAATCCTAGG™!^^ 
TAGTGTCACTGGGCCAAAAGATAGATCAGGACGACAGCCnTAGTTTTGCTGAAATCAGCAGGTCAGGGAGAAGGAGAAAAGGnGGTGGATACTGAGTAACnGGGTGGG 
AGGAGAAAGACAGTAACATGTGnCTGTAGTnGTGGGAAGATCGGTGAAGCCATCAGAGAGGGTCCGGAACTTCTGAGTGGCGGATCTGTTGCTGTGGGAG 
AAGGAGAGGGAGCTnGCTCTCTCTAGGTGGGGAAGmGCTGGGGTGTCTGTGTTGGCTCCCTGTGGGTTCnGGTGGGGTGGCG 

>fcrb1734.seq 

AAGGCCAAGCTnGTAGTGGTTGCACAGTCACACTGATATGGTGATnGCTGmCTCAnGTATGTGTATGGmGTCATGAGTGGTATAGTAAA™ 

GAACATACCCACAAATGCCTATGATTTAGGnACCAATGTATTCTnCTCATnGGGGnTTGCnCTGTCTGTCTGmAnGGAAAGn 

ATAACTCCTTAGCTAAGTTTTATTATTCAGGCAATAAACATGTnrCNTGT 
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>fcrb1737.seq 

CCTGAGAGCAGGMGMCTCGGMCCGCAGCTGMTGTATTGGATGAGMGGAGCCAGGAGGGCTACACCATCTGTATGAGGGAMAGCCTTG 
CTCCTGCCGAGGGTAAGCCGGCAGGAGAGAGCCATCAGAGGGACCTCCGCTGCCTGGGAGnGGGTTCCCTCCAAGGGTCCCTCmCAGTGTCCTCTCTCTCACCT^ 
ACCCTAACAGGTGGCAACTCGGCAGGGCTGGTGGGGGCACTTCCTGCCCAGGGGGGGGGTGCCGCCCAACCTTCTCCCCTCCCCACCCCCGCCCCCGGGACCGTGCAGGC^ 
NGGnCCGTGCACCTATTATATTTTTTGAAAACTGGAAGA 

>fcrb1739.seq 

AGGGCCAGGCATGGGGGCTCATGCCTATAATCCCAGCACnCGGGAGGCCGAGGnGGGAGGATTGCnGATGCCAGGCTGACCAATATAGCAAGATCC^^ 

CAAAAACAAAAATTAAAAAAATOGCTGGACGTGGTAGCACGTGCCTGTAGTCTCAGCTAmCTGAGGCTGAGGTGGGAGGmGGTTGAGC^^ 

GGGCCCATCGATTTTCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTA 

>fcrb1740.seq 

ACCAACTCATAAGATCAAATTTCATTGAATGGmGAGGTTGTAGCTCTATAAATAGTAGTmTAACATGCCTGTAGTATTGCTAACT^ 
CTAAGAAmCAnGACAnAATGACACTGTATACAATAAATGTGTAGmcnAATCGCACTACCTATGCAACACTGTGTATTAGGm 
GTATATTCTAATCTACGAGTTnATGACAAATAAAAATGC 

>fcrb1741.seq 

AnTCACTGTATCCGCCATGCATGGAGATATGGACCAAAAGGAACGAGACGTGATTATGAGGGAGmCGTTCTGGCTGTAGCAGAGTin 
CATTGATGTGCAGGAGGmCTnAGTGATCAACTATGACCnCCCACCAACAGGGAAAACTATATCCACAGAATCGGTCGAGGTGGACGGmGGG 
TGGTGACAGAAGAAGACAAGAGGACTCnCGAGACATTGAGACCTTCTACAACACCTCCAnGAGGAAATGCCCCTCAATGTTGCTGACCTCATGTGAGGGGC 
CCCCAGCCAGGGGTGAATCTCTGGGGGCTGAGGAGCAGCANGAGG 

>fcrb1742.seq 

CTCACTCTAAnAnAAGnGACTACAATTCAATATTATCAACCAACACATGAAnGCncmAGGACATTTGAATTTTACTTCTCTAGTAGC^ 

TGAmCAGACGTCAGCACATAGCATGATCmGAGGGTGTGAGTGTGAAnCATCCnnGGGATAAGTGGAAGTGGAAAAACATATGTGCCTGTCTCCCCAGCTACCTACC^^^ 

ggTTGGAAGATGAGCCAAGCTCGGCACTAAGGTATATTCCCATCATCACTGCTTCTGTGGGCCTGAGTCCCGCTCTCTCACACCTATAGGTCTGTCTGA 

Tig'CATCCTACATCGCCTCCAGAGCTCATCTTATCCCCCAAAAATCCCmCCCnCTCGCCATAATCACTCCTC 

®b1744.seq 

#TnTAAAAAAnTGATnAGCATTCATATTnCCATC™nCCCAATTAAAAGTATGCAGAnAmGCCCAAAT^^ 
tp:TTCCATGGTTCCACAGAAGCmGmcnGGGCAAGCAGAAAAATTAAAnGTACCTATmGTATATGTC^ 

ittc 

^b1745.seq 

CCFGAGAGCAGGAAGAACTCGGAACCGCAGCTGAATGTAnGGATGAGAAGGAGCCAGGAGGGCTACACCATCT^^^ 

tfeCTGCCGAGGGTAAGCCGGCAGGAGAGAGCCATCAGAGGGAGCTCCGCTGCCTGGGAGTTGGGTTCCCTCCAAGGGTCCCTCmCAGTGTCCTCTC^ 

iJsCCCTAACAGGTGGCAACTCGGCAGGGCTGCTGGGGGCACnCCTGCCCAGTGGGGGGTGCCGCCCAACCTTCTCCCCTCCCCACCCCCGCCCCCGGGACCGTGCAGGCACCAG 

©enCCGTGCACCTAmATATTTnGAAAACTGAAGATTNTAATATT 

|||t)1749.seq 

l^rAGGTTTGGGAAAACCATACCnAAGGTTGGTCAGCAGTCAGACAACTCTAATGTGTGTAGTGATAAGAGAnGAAGTAACATCAG 

tgCAGCCTGTGATTCTGATGGGGACTGGTAAATCTGTGCCTCTGCCTCCTAGGACmTTnCCCAGGAGGCCATn^ 

d^AGGGACnAGGTTTATCCTGmTGmGCTACTGGTTACAAAnCTATmCTGTACAAnAGTCAGACTAAAGm 

IB 

^Mb1750.seq 

GACCAGGTCGTCTACAGAGACCTGCTATAGCGCCATTCCCAAGGCATCCTCGGACGCCAGCAAGGTGACCTCTAAGGGGGCAGGGGTGTCAAAGGCCTTTGTGGGGCAGAAGA 

CCTTCCTGGTGGACTGCAGCAAAGCTGGGTGCAACATGCTGCTGATCGGGGTCCATGGGCCCACCACCCCCTGCGAGGAGGTCTCCATGAAGCATGTAGGCAACCAGCAATACAAC 

GTCACATACGTCGTCAAGGAGAGGGGCGATOTGTGCTGGCTGTGAAGTGGGGGGAGGAACACATCCCTGGCAGCGCTmGATGTCACAGTGCCnAAAACAGT^ 

G 

>fcrb1752.seq 

AAATGnTGAMmCCTAGAGACTTGGAGGGTTCAGAAGACAGGAAAATGTGTGAAAGTmGAACTTCCTAGAGACTTGTTGAATGGCmGAC 
AAAGTCCAGGCTGAGGTGGTCTCAAGAGGAGATGAGGCACTTGnGGAAACTGAAGAAAAGTAACTCTTAnATGCTTAGCAAAGAGACTGGnGCATm 
CTGTGGAAGTTTGAAATTGAGAGAGATGATTTAGGGTATCTGGTGGAAAAAAATGTCTAAGTGGCAAAGTGnCAAAAGAAAGCAGAGC 
ATGCAATAGAAAAGAAAAACCCATmCTGGGAAGAAACTCAAGCAAGCTGCAGAAAmGCATAAGTAATGAGGGGCCAA^ 

>fcrb1753.seq 

TGGGGrrCTAAAATnCCCTAGGAAGTATGGCCAAATGAGAAAAATCAGACTCCAAAnCTCCAGTTATGGGCCTGCTGTAGTGGCTTAT^^ 
AGGTGGGAGGAnGCATGAGCCAAGGAGmGAGACCAGCCTGGGCAACCTAATGAGACTACATCTCTACAAAAAAAAATAATCCAAAAAmGCCTGGCATGGTGG 
AGTCCCAGCTACTTGGGAGGCTGAAGTGGGATGATCACTOTGTCCACAAAAAGAGTCAAACTCTGTAAAATATnGAAAAGAnTAnCTGAACCAM 
GACACAGCCCTCAGGAGACCCTGAAAACGTGCCTAAGGTGGTCGGGGCACAGCCTAGnnATACCGriTAGGAAGACATGAGGCAAT 

>fcrb1755.seq 

CTGGTGCCGCTGGGGCTCGGAACGAGACTGGACGGAnGTmAAGAAAATGGCAGACAAACCAGACATGGGGGAAATCGCCAGCTTCGATAAGGCCAAGCTGA^ 
CGCAGGAGAAGAACAGCCTGCCGACCAAAGAGACCATTGAGCAGGAGAAGCGGAGTGAAATTTCGTAAGATCCTGGAGGAmCCTACCCCCGTCCTCTTCGAGACCCCAGTCG^^^ 
TGTGGAGGAAGAGCCACCTGCAAGATGGACACGAGCGACAAGCTGCACTGTGAACGTGGGCACTCCGGGCGGATGCGAGCGGCGTGTGGGTGTGTGAAGGGACCCCCCCCCAATG 
GGAGIGCCAAAnCTGCGGTHGCCGCGGGATAnATAGAAAAnAT 

>fcrb1756.seq 

CCTGGCCCCAnGGGCCTCCTGGTCCCCGTGGAGGATCAGGCGAAACCGGCCCTGGTGGTCCTCCTGGAAATCCTGGAGCCCCTGGTCCTCCAGGTCCCCCTGGCCCTGGCATCG 

AGATGTCCGGCTTTGCTGGCnANGCCCGAGAGAGAANGGCCCCGAGCCCCTGCAGTAGATGCGGGGGGACCAGGCAGGCGGTGGCCTGAGACAGCATGACGCCGAGGTGGATGC 

GACACTCAAGTCCCTCAAGAACGAGATTGAGAGGATCCGCAGGCCCGAGGGCTCCCGCAAGAACCCTGCTCGCACCTGCAGAGACCTGAAACTCTGCCACCCTGAGTGGAAGAG 
GAGA 
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>fcrb1759.seq 

CATCGCCCTTACCACGCTACTCCTACCTATCTCCCCTTTCATACTAATAAT ^^v.«v.i.ou«, ui> i 

>fcib1760.seq 

^^^^AGCTATOTGTACGCA^^ 

GGGTCnCTCCnGTCCTGTGAnAAAGTCCTCTCnGAAAGTGGAGAGCAAAGGCACACAGAGGTGCGCGCTCACAAGAAnCCT^ 

>fcrb1761.seq 

CCCTGGTCCTCCAGGTCCCCCTGGCCCTGGCATCGACATGTCCGCCnTGCTGGCnAGGCCCGAGAGAGAAGGGCCCCGACCCCCTGCAGTACATGCGGGCCGACCAGGCAGCC 

TGCGTCTACCCCAATrcAGCAAACGnCCCAAeAAGAACTQQTGGAeCAGCAAGAQCAAGGAGAAGAAACAGATCTG 

>fcrb1762.seq 

ACGACGTGCAGAAATGGCACCTCGAAAGGGGAAGGAAAAGAAGGAAGAACAGGTCATCAGCCTCGGACCTCAGGTGGCTGAAGGAGAGAATGTATTTGGTGTCTGCC^^^ 

GTCGGCCCTCAGAGCCCnGCCOSCTCGGGTATGAAGATCGGGCGGAnGAGGATGTCACCCCCATCCCCTCTGACAGCACTCG^^^ 

>fcrb1763.seq 

9ff*^^!®5'^^^^'^^'^*^^'^'^^^'^''^^^C'^<^'rGCCCTGGGGAAGGAGGATGGATT^^^ 

isSCTCCTTTAATACAAATTCAATAAAAAAGGTGA 

>^1764.seq 

I'M 

>lc34l766,seq 

TmACCCCACACGCAATGGAAAACACTGCCACCTCTnGTGGAAAGTTGnGCAGGTTGGCrrCCCTGGGAAGCAGACTCTGAGAGG uo«ioio^.i h,iai.oi 



GdCCTCCAACGAGAGCACCCGCCAGAGGCTGCAGCAGCAGCTGACCCANGCXCAAGAGACCCTGAAGAGCGTGGGTGCX^ 



>ml767.seq 

d^CTGTGGGACACAGATGTGGAATACAAGAAGAAGCAGGACCCCTACTTGCTGAAGACAGGCCGCTTTGAAGAGGCGGCGGGTGCCGCGCCGTGCCGC^^ 
q?SCGCCCAGGTCTTG6CCTTG6CCAGTGGCAGTAGTAnCATCTCTACAATAr.f:r.ftfiri;r!RRr.f3ir:iir^f;ir^Qir;Tf^^ 

C£tTTGACAT( 

(SSeCTCCAAC 

>fcrb1768.seq 

TGATTTGGGTCTGGACAAAGTGCCAAAGGATCnCCCCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACCGAAATC^^ ^^-i^-oa^i^i 
>fcrb1769.seq 

>fcrb1771.seq 

\3 1 I OuAAoA I AUOAAOO IvjlCaTGCCATCCACG 
>fcrb1772.seq 

^^I^^I^i^JCCACCGGTGGGAAAGCCGCCCGCAAACAGCTGGCCAGGAM 

TnCAGAGCGCAGCCATCGGTGCGCTGCANGAGGGTAGCGAAGCGTACCTGGTGGGTCTGnCGAAGATACCAACCTGTGTGCCATCCACGCTAAGA 
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>fcrb1773.seq 

CAACATGGTGnCANGCGCnCGTGGAGGnGGCCGGGTGGCCTATGTCTCCTnGGACCTCATGCCGGAAAATTGGTCGCGATTGTAGATGnATTGATCAGAACAGGGCm 
GATGGACCnGCACTCAAGTGAGGAGACAGGCCATGCCmCAAGTGCATGCAGCTCACTGAmCATCCTCAAGTnCCGCACAGTGGCCACCANAAG 
AGAAGGCAGACATCAATACAAAATGGGCAGGCACAGGATGGGCCAAGAAGAnGAAGCCAGAGAAAGGAAAGCCAAGATGAGAGATTnGA 
AATGAGGAACAGAATAATCAAGAATGAAGTTAAGAAGCnCAAAAGGCAGCTCTCCTGAAAGCnCTGCCAAAAAAGC^^ 

>fcrb1775.seq 

CATmCnGTCTAAGTCAGmTGTGATTCTGTTCCCCnGCCAGTGATTGGTGTGAGGTGGGGATGTGAGACAATGATGGCCAGTTAGATAGAAATGGAAGT^^ 
TAAGTCCGTTCTCATGCTGCTATAAAGAAATACGCAAGACTGGGTAATTTATAAAGAAAAGAGGCTTAACTGACTGACATnCCTTATGGCTGAGGAG^ 
AGCAGAAGGCACCmCCACAGGGCGGCAGGAAGGAGAATGAGTGCCAGCAAGGGAAATGGCAGACGCTTATAAAACCATCAGATCTCATGAGACTCACTCAmTCACGAGA^ 
CATGGGGGAAACTGCCCCCTTGTTCCAGTOCCTCCACGTGGTCCCACCCTTAACACATGGGGATTAnAGCATTCAAGGTGAT 

>fcrb1776.seq 

CAmCAGAAGATGGACACAAAGAAGAAGGAGGAACAGTTGAAGCTTCTCAAGGAGAAATATGGCATCAACACAGATCCACCAAAATAAATGnnCTACAn^ 

CCACGAATGACAACTACCACCTTTTmCCTrmAATTAATACTAAATATTGTGAnTC™ 

AAACTTGTAGCTTTTTGTG 

>fcrb1777.seq 

GTmATATTATAAAGTATGGAnCTTATGACCTAGTATATAGraGmGTAGAGTGAmCCCCCCAGTnCnGAACATGGTATC 
AnATTAAACACTAAAACmGGCGGnCnGCATAACATTGTCAGATTTmAGTGTATTTCTGTGAAGTCATnnTnCnGTCATO 
GATGTGTGATTTTnAnAAACAAATAGTAAACCCnCAATOTAGnAGTCnGGTGAAGTAAGATGmGT^^ 
ACCAAATAGTGTGTTGGCAATACTmCAAATGGCTGAAAACACCTAAAAATTGTTCATTCAGAAATATCTGTCA 

>fcrb1778.seq 

CTnAGTGTGCTATACCTATGAGTCnATNGNGGGCCACTGNGCCAATAAACAAAAACAACTGTnGGTTOCCTCAGTTGCAGT^ 

I^CAGTTATATAGAGGATOCTAGACTAGnATGAAGAAACCCCACTACAnCAATGGAAnGGTGCnAAAATCTCATCGAT^^ 

|)^GAAATGAmcmACGTCATGTATNGGTTTCCTTCnCACCTTGAACTTTTGT^ 

Sb1779.seq 

/^ATTTTAAGTTAACTGCTTAAGGATTGTAGACAAGTTCTCCCTAGAACAATGT^ 
f&GAATATTTmCAGAGTTGTGTCnGGGTAGATCAAGACCCAmGACTC^ 
ferACCAAGAGAAGGTmGAAGATCGGGGTGAACnACTGCTTmAnACnGGTT^ 
I^GTGAAGGCTCmCAGTGATGTGAnAATCTCnAGCCTmGTTAnCmAAAA^ 

^^b1780.seq 

I^TAAATCCAAGGnGAAAAGAAAAAGAAGGAGAAGGnCTCGCAACTGnACAAAACCAGnGGTGGTGACAAGAACGGCGGTACC 
AnATCCTACTGAAGATGTGCCTCGAAAGCTGTTGAGCGACGGCAAAAAACCCnCAGTCAGCAGGTGAGAAAACTGCGAGCCAGCAnACCCCCGGGACCATO 
f^ACGCCACAGGGGCAAGAGGGTGGTTTTCCTGAAGCAGCTGGCTAGTGGCTOTTACTTGTGACTGGACCTCTGGTCCTCAATCGAGnCCTCTACGM 
gtCATTGCCACTTCAACCAAAATCGATATCAGCAATGTAAAAATCCCAAAACATCnACTGA 

i>Mb1782.seq 

feMCTTGAAATTnAGGAAATAAGTAGTAATGGAGCATAGTGTmAGGAGTACAGCTCAAGCTCCACCAnTGCTA 
tt\mGTAAAGATAGTAGnCCTAGTTCATTGAGAnGTTGTAAGGAnATAATGAGCTGAGAGGCATAACAGTCTGTACACA^ 
S\™CTTAGAGAGCATAAGTGGATTGAGTTGAATGAAGTGGGAAAAAnGGCAAATTTGGTCCCTTTCATTACCCCTTGGnCCTA^^ 
ll?§ATGGGGAGAGTGAACAAGACTGGGAACnGAnAAAAGGTnTAGAGGTACTCCACTATCAnTGAGTCAT^ 

>fcrb1784.seq 

GCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGmTCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCATTGACATTGGACCCATGGACATAGGAGGGCCCGAGCAG 
GAATTCGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmC^^ 
GTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCGCAGGCTCTCACAGnCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAAT 
TGTTCTAmATTTTATTGTCnGCTGTAAGACCTTGGGGTGAAGGGAGAGGGAGGAAACTAAGTGGTGTGAGTGAAATGCCGCCTGAGTG 

>fcrb1785.seq 

GTGCTACCAGACCTGGCTTTnGnGnGTTGTTGnAAAGCTAGGGTCTGGTTATGnGCGGAGGCTGGTCnGAAGTCGTAGGCTTGGCAA^ 
CCGAACCTGGCCTGTGATAGGTnTOTATnCTAAAAAAACACTGnGGGATGnAATAGGATTGCAnGCCTCTGATGACGACTnGGGTAGTACTGAGATGTGAACM 
TCCAAGACAGGATGTCnTCCATTTAAnGTGTCmAAATGGATATAAnGAACACAGGATGTCTnCCAnTAATTATGTCTO 
TACAAGTGmCACCTCCTTGGTTAAnCCTATGTATTTTAnCTTTTTGATGGTATT 

>fcrb1787.seq 

GnGGAATGAACCTGCGGTCTGGAGTCAACnGCAAAAGCCCAGnGCAGAAAGGAATGGTGAAAGAAGCCATTGATTCTTATATGAAAGCAGATGATCCTTGGTC 
GnCAGGCTGCCAATACTAGTGGAAACTGGGAAGAAGTGGTGAAGTACTTGCAGATGGGCCGTAAGAAGGCTGGAGAGTCGTATGTGGAGAGAGAAGTGATAnCGCACTGGCTAAA 
AGAAACGGCCnGGAGAGmGAAGAAnTATGAATGGACCAAATAATGCTCATATCCAACAAGTTGGTGACCGTTGTOTGATGAAAAAATGTATGATGGTGCTM 
AATGmCCAATTrrGGAGGTmGGGATCTAGGGTGGTTGAGGTGGGTGAATATGANGCAGCTGTTGATGGGGGTAGGAAAGGTAAGAGT^^ 

>fcrb1788.seq 

GAGTGnGAATTmGGCAAGATTGGTGTCGGTAGGGGTGAGTTGAAACTCTGCnCCTTGGACAGATnGGCAATAGCTnGTAAGTGATGTGGACATAATTGGCTACAAT^^^ 

GGTAGAGGAATmmATTmCATmCGCCTTAGGGATAmAGTAnmCCCCGAGGGAGATGATTGTC^ 

ATAAAATAnCAATTTG 

>fcrb1789.seq 

GCATCCAGCGCTGAGACATGTAGGAAACACCmCAGACGCAGGCTCTGAAGATTCCGAGAAGCCACAAGGAnGAAGGGAAAAGGTGATGCTGGTAACTGTTGGA 

GGTnGAGATGGTATTGCTAAAmAAAAnAAAGAAGAAACGCAAGAACAGCTmAAAGTGTCTTGTATGTCA^^^ 

AATGATmGATGATTTnGTTTATGGTTTATAAAAAGGAAAAGAAATATA 
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>fcrb1790.seq 

TATTCCATMAGCTATCAGMGAMTCCTGACACCCAGTGGATCACCMACCA6TCCACMGCACAGGGAGATGCGTGGGCTGACATCTGCA6GCCGAMG 

AGGGGCACAAGnCCACCACACTAnGGTGGCTCTCGCCGGGCAGCnGGGAGAAGGCGCAATACTCTCCAGCTCCACCGnACCGCTAA 

TAATAAACAAHTAG 

>fcrb1791.seq 

CAATTNTCATnAAnAGCCATGGACTOTGCATGGCCmGCAnCATTCCTGCATTNGCATGCnTCmGAGCTGGTmCCTTC 
AGGCTGAGTAAGNCAAAGTCnTCTGGGTGGTTnTCAAAAATACTAmmAGTCTTCATGTTTAAAGAATATATTNATCT^^ 
AACACATCACTCCAnGGCTTCTGAATGTCAmmCTGTTCAAAAGTCAACTnAATCmTTGGTGCTnCTmACG 
ACCCAGGTGTGAmCCmACGGCTGGACATCATATCACTTCnGAATCTGNGGCnGATGNTGCTCACTAGCmGGAAAATTCTCTG 

>fcrb1792.seq 

GGCAAmAGAGCAACTACTCCnGCTGnGTGAAATCTATTCGAAGTATACCTGCCTACCnGCAGAGACCCTCTAnATGCTATGA^ 
CAGAGTCATGGmCCAGGAGTGAGATTGATGTGmAAGATCAGGAAGGAGnTAGGAAGAATmGCCAGGTGTCTnATTCC^^^ 

AAGCTCTTCTGCTGCTCTGTGGAGAAGATGACTAACGTGTCACGGGGAAGAGCTCCCTGCTGTGTGCCTGCACCACGCGACTGCCTTCCnCAGCACCTnAGCTGCAm 
AGTGCnAACACAnGCCnAnCATACTAGCATGCTCATGACCAACACATACACGTCATAGAAGAAAATAGTGGTGCTTCTnC 

>fcrb1793.seq 

GTCCAGTGTAGCTTmGTATTCTATOTTTGAGGCTAAAAGnGATGTGTGACAAAATACTTATGTGnGTATGTCAGTGTAACATGCAGATGTATA^ 
ACTGTGGAATGCTAAAAATACATTAAmCTAAAACCTGTGATGCGCTAAGAAGCATTAAGAATGAAGGTGTTGTACTAATAGAAACTAAGTACA^ 
AGCTGATGAGTTATOCCTCATAGAGACTATAATAnCTATTTGGTATTATATTATnTGGATGmGCTGnCmAAACAm 
TCTGATCACTnTGAGCTCTGAAGCTrTGAATCAnCAGTGGTGGGAGATGGCC 

>fcrb1795.seq 

GGCGGCTGCAGGCGGAGnCAAACCTAAGCAGCTGGAAGGAACCATGGCCAACTGTGAGCGTACCnCATTGCGATCAAACCAGATGGGGTCGAGCGGGGTCTO^ 
A^AAGCGTmGAGCAGAAAGGATTCCGCCTTGTTGGTCTGAAAnCATGCAAGCnCGGAAGATCTTCTCAAGGAACACT^^ 

6^TGAAATACATGCACTCAGGGCCGGTAGnGCCATGGCTGGGAGGGGCCTGAATGTGGGTGNAANACGGGCCGAGTCATGCTCGGGGAGACCAACCCTGCAGAGTC^ 
^ACCATCCGTGGAGACTTCTGCATACAAGnGGCAGGAACATTATACATGGCAGTGATT 

|grb1797.seq 

G&nGTGCTGCAGCCATGTCTCTAGTGATCCCTGAAAAGTTCCAGCATATTnGCGAGTACTCAACACCAACATCGATGGGCG 
OTGTGTGGGCCGAAGATATGCTCATGTGGTGnGAGGAAAGCAGACATTGACCTCACCAAGAGGGCGGGAGAACTCACTGAGGATGAGG^^ 
A^CACGCCAGTACAAGATCCCAGACTGGTTCnGAACAGACAGAAGGATGTAAAGGATGGAAAATACAGCCAGGTCCTAGCCAATGGTCTGGACM 
flCGAGTGAAGAAGAnCGGGCCCATAGAGGGCTGCGTCACTTCTGGGGCCTTCG 

^Mb1798.seq 

WCTCCCCTGGCCAAGTAAGAAAAAGTGACAGCAACAGGTCCCAGAGAATCTGTCTCTATCTGGATGCATCAGATGCCAGAGCAGAAAAGCCTGCACCAG 
^CCCTGGGGGGCGTCCCCTCCTGTCCCGAGAAGATACACTGGTGACTCCCTGCmCTAGGGTGGGGnGCACAnGTCnAATnACTGTA^^ 
MGCATGGTGAACACTGAGCTGGGGCAGTAAAGAAAGGGTCACATmACAACAGAGCTGGGAGCAnCTCCTTGCAGTGAGAAACGGCTC 
§flfcTCAAGTACCAGGGAAnAAGGGAGATG 

?^b1800.seq 

©nTCCCTGGTmCTGTGACTGGCACAGGAGGGTACAGTTGGGAGAGTGCGnCGTGGAGCTCAGTGCTGCATnGnCACGTGCCTCACAGCAGGCCTTO^ 
fe^ACATGGGGATGTGGTTGGTACCCAGAGCTCTGGTCATTGTGTCCAACCACACACCCCAGCCCATCCGTGTCCTCCATCTCACGCAGAACCACAGGGTGCCCACTA^ 
CgXAAAGTGCCAGCCTTCTCnCTGCGTTAGCTAGTCTACCTATTTAmCCTCCACTTmATGnA^ 
XgAGAAGTGGTGAGAGAGTAGAGCACAGAACCTGTGATGTGGGGAC 

>fcrb1801.seq 

AAAAGnAAGACAGGGAAGCCTGAAGAAGCCAGCCnGATTCTAGAGAGAAGAAAACCAACnGGCTCCCAAAAGGACAGCAATGAATGAGAGCTCTTCTGGAAAAGCTGGGAAGC 
CCGTGTGGAGCCACAAAGAGGTCCATCGCTGACAGTGAAGAATCGGAGGCCTACAAGTCCCTCTnACCACTCACAGCTCCGCCAAGCGCTCCAAGGAGGAGTCTGCCCACTGGGT 
CACGCACACGTCCTAGTGCTTCTGAAGGCGGGACTGGCACGGCTCCTGCCGCAGAAGGnGTTTAGmGCAGGTAGGCAGGTCGGTnGTGGGTGTGAGTGCGCTGCTGTG^ 
CTCTATAGTTCTGTGTCATAAAGCTGTCCTGGCCAGCCTTCAAGCTGGTGTGGCCAC 

>fcrb1803.seq 

CTCAAGTGGCGAAGGCAAGATGGGTCAAAGTCAGAGTGGTGGTCATGGTCCTGGAGGTGGCAAGAAGGATGACAAGGACAAGAAAAAGAAATATGAACCTCCTGTACCAACTAGAGT 
GGGGAAAAAGAAGAAGAAAACAAAGGGACCAGATGCTGCCAGCAAACTGCCACTGGTGACACCTCACACTCAGTGCCGGnAAAATOCTGAAGmGAGAGAAnAA 
CTCATGGAGGAAGAATTCATTAGAAATCAGGAAGAAATGAAACGATTAGAAGAAAAGCAAGAGGAGGAAAGATCAAAAGTGGATGATGTGAGGGGGACCCCGATGTC^ 
TGGAAGAGATCAnGATGACAATCATGCCATCGTGTCTACATCTGTGGGCTCAGAACACTACGTCAGCATTGTnCAmGTAG^ 

>fcrb1804.seq 

CAGAAGCGAGATGACGAAGGGAACGTCATCGnTGGAAAGCGTCGCAATAAGACGCACACGTTGTGCCGCCGCTGTGGGTCTAAGGCCTAGGACCTTCAGAAGTCGACCTGTGG 

AATGTGGGTAGGGTGCCAAGCGCAAGAGAAAGTATAACGTGGAGTGCCAAGGCTAAAAGACGAAATACCACGGGAACTGGTCGAATGAGGCACCTAAAA^ 

GGCATGGATTCCGTGAAGGAACAAGACCTAAACCGAAGAGGGCAGCTGnGCAGCATCGAGTTCATCnAAGAATGTCAACGATTAGTCATGCAATAAATGTO 

AC 

>fcrb1805.seq 

CCCATGAGTGTGATCCACATTGnAGGTGCTGACCTAGACAGAGATGAACTGAGGTCCTTGTmGTnTGTTCATAATACAAAGGTGCTAAnAATAGTAm 
GnGATGGTGCTAGAAGAATnGAGAAGAAATACTGCTGTAnGAGTTGTATCGTGTGGTGTATTmTAAAAAAmGAm^ 
GGAGATOmGCCCAAAGnGTCCTGTTCnCAGATTCAGCAmGTTCmGCCAGTCTCATmCATCnCTTGGATGGTTGCACA 
AAAnGTACCTATTnGTAnTGTGGAANATGTTTAAAnAAAnGTGAAAAAAATGA 

>fcrb1806.seq 

TAATGATGTCACnTCCnGCTGGTCATCAnAGGCnAAAnAAATGCTGAAGCTGTCATCAAAGAGnTAGACTAAAATCnCAGGGCm 
CACAATmCCACAmGCAGCTCCAATCTTCTTAAATAAAGCTCTGTTnCCTATATTmATGACTGCTGAGACC 
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CAnGmCACAATGAGnCTAATAAATGGGAmACTATAATAATCCAAGTATGACATAGCCGGTATGCm 

ATCTGTTTCCTG 

>fcrb1807.seq 

CGCCGATAGAGGGACGGCCAAGAATGTACGTCCAGCGTGCCCCGGAGGTGGAGGATCCCCTCCAAGCCTAAAAGGTTGTTAATAGmGGAGGTGAnCCAGTGAAGA 
CGTnGTCCTTmCAGGAGAATOGAmCTATAGGATnncmAGGAGAmATTTmGGACTTCA^ 

GAGGGAGAGGGTTTCGAGGGAGGGGCCGGCGGTGTGTGGAGGTTGGGATGTTATOGATGnACAAGmATATATATGTATATATATAATTTAT^ 
TGTAGACnAACACnCTTACGCAATGCnCTAGAGTnTATAGCCTGGACTGCTACCTTTCAAAGCnGGAGGGAAGCCG 

>fcrb1809.seq 

CCTAATCTCAGGTGGTCCACCCGAGACCCCTTGAGCACCAACCCTAGTCCCCCGCGCGGCCCCnATTCGCTCCGACAAGATGAAAGAAACAATCATGAACCAGGAAAAACTCGC 
AACTGCAGGCACAAGTGCGCAnGGTGGGGAAAGGAACTGCTCGCAGAAAGAAGAAGGTGGnCATAGAACAGCCACAGCAGATGACAAAAAACnCAGnCTCCnAM 
GGGTAAACAATATCTCTGGTATTGAAGAGGTGAATATGTTTACAAACCAAGGAACAGTGATCCACmAACAACCCTAAAGTTCAGGCATCTCTGGCA^ 
GGCCATGCTGAGACGAAGCAGCTGACAGAAATGCTACCCAGCATCTTAAACCAGCnGGTGCGGATAG 



>fcrb1811.seq 

GCCGCAGCCATGAGTATGCTCAGGCnCAGAAGAGGCTCGCCTCTAGTGTCCTCCGCTGTGGCAAGAAGAAGGTCTGGTTAGAGCCCAATGAGACCAATGAAATCGCCAAT^ 
TCCCGTCAGGAGATCCGGAAGCTCATCAAAGATGGGCTGATCATCCGCAAGCCTGTGACGGTCCAnGCCGGGCTCGATGCCGGAAAAAGACCTTGGCCCGCCGGAAGGGGAGGCA 
CATGGGCATAGGTAAGCGGAAGGGTACAGCCAATGCCCGAATGCGANAGAAGGTCACATGGATGAGGAGAATGAGGATmGCGCNCGGCTGCTCAGAAGATACC 
AAGATCGATCGCCACATGTATCCNCAGCCCTGGTNCCTGAAAGGTGAAANGG 

>fcrb1813.seq 

CmGCTGAAGTGAGAGGAAGAGTCTGAGTTGTCTGmCTAGAAGAAACCTCTTAGAGAATTCAGTACCAACCAAGCTTCAGCCGACT^^ 
TTCCAnCTCCTAGCTGGGGATGGGGCATGGTCAAACnAGGCATCCCCTCCTCAGCAAGGCATCTACCGGCCCCTCACAGAGACAGTACmGAAACTC^ 
CTGCTCCAACCATmGGGAAAATTATGGACTGGGACTCTTCAGAAAnCTGTCTTnCTTCTGGAAGAAAAT^^^ 
^kATCCATTmGTAGCACACTmCAAAAACAAmTATACCCTGGTCCCATCmCTAGG 

Mb1815.seq 

§^TCGAGTmTCATCCTnAAGAAAAAAATCAGCmAGAArrCTCTGCGGTCAGnGTGTGCAATGCAACAAAAC 
l&mGATACTAAGmCCCmCAATAATGAATGATGTGACCAACCAAGGAGAAmGmGTO^ 
^TGnTmGmAAGCGATGTCnCCATCCAAAGTAAGAATAATACTCTCGGAAGGTCGTm 
!S/!iAAAATGAATAAAACGAAAGTTCAT 

:>iirb1817.seq 

gSTTACAAGATAATCTAGTnACAGAAAAATCnGTGCTAGAATACnmAAAAGGTATmG^^ 
iilATAAATCTTNGG 

J*fGrb1819.seq 

StGCCGGATCCAGACACCTGACCTAGAATGCCTGCCCGCTATCCCTGTGGGAGGAAATATCCCCTCATGTCCCAGGGAATTGCAGATGGGTCnCT^^^ 
k^TCCATTmATCAAATAGTACATTGGCATmGAAGTmGGGTTTTGTCCnCATCmCCCm 
lltrTnAAATGGTGTGGAAATGCAAATAATACCAAGTAAAATAATACAGATAmTTAAAGmCTGGTmGAGGTGTO 
lypAATATGAAAAAGGGGGCAATAAAAGGGTATGTAAAATATGTATGAAGAAA^ 

Hlrb1820.seq 

CTCCGGGCCAGCTTCCCTCCAAGGAATGAGTGGATTTCATACAGGATCTCrnAnGCACAGACTGAATGGGTmCATGmCTAATGTGA^ 

ACCCGTGTCCCTCATGGGTGAGCCCTCCAGCTGTGAGCCCAGGCAGTGTGGTCACCGAGTGAGGACCCTCCTCACCAGGAAGCGCATCCCTGTGCTGCCTCGACCTGAGAGTTGCT 

AGGGGGTTCnGTCGAGATCATGTCATCAGCACCCCTAAGTCAAGTGACGGGTTTCCATAGCCAGGCAGTTGGTATGTACAAnCAGTTCAGCGTATGAACTT^ 

GTCCATTTTTATATTimGAAACTGAGCACAATGAAATGCTTTGnGAATCNTmCGTm 

>fcrb1821.seq 

GGTAAAGCACCCAGGAAGCAACTGGCTACAAAAGCCGCTCGCAAGAGTGCGCCCTCTACTGGAGGGGTGAAGAAACCTCATCGTOCAGGGCTGGTACTGTGGCGCTCCGTGAA^ 
TAGACGTTATCAGAAGTGCACTGAACTTCTGAnCGCAAAGTTCCCTTCCAGCGTCTGGTGCGAGAAAnGGTCAGGACnTAAAAGAGATCTGCGCTTCCAGAG 
GCTTTGCAGGAGGCAAGTGAGGCCTATCTGGTTGGCCTnnGAAGACACCAACCTGTGTGCTATCCATGCCAAACGTGTAACAATTATGCC^ 
TACGTGGAGAACGTGCTTAAGAATCCACTATGATGGGAAACATTTCATT 

>fcrb1823.seq 

GCTGTnGGGCTAACAGGATCTCCTCTTGCAGTCTGCAGCCGAGGACGCTGAnCCAGCAGCGCCTTACCGCGCAGCCCGAAGAnCACTATGGTGAAAATCGCCnCAATACCCC 
CGGCCGTGCAAAAGGAGGAGGCGCGGCAAGACGT6GAGGCCCTGCTGAGCCGCACGGTCAGAACTCAGATACTGAGCGGCAAGGAGGTCGGAGTTGCCACCCAGGAAAAAGAGG 
GCTCCTCTGGGAGATGTATGCnACTCTCmGGCCmCAnCATCTTGGCAGGACnAnGnGGTGGAGCCTGCAmACAAGTACnGATGCCCAAGAGCACCAnTACCGTGGA 
GAGATGTGCnTTnGAnCTGAGGATCGTGCAAATTCCGTTCGTGGAGGAGAGCCTAACTTGCTGCCTGTGACTGAGGAGGCTGACA 

>fcrb1824.seq 

GTAATTAAnnnGGAAGnTCCGTTAAATGTAATATTGGTTCTCTTGTTACGATACTGATTCTTTTCTAmATAAATGTATmG 
ATAGAGAAAATGTGCTnACAGAGnGCGTATAAAAAGTGCTCTATGnATCCAAGCAAnCATACTATAAGGTTCACTGTTAnGTTGTATGCAAn 
GGTAAATAAAACTAATAGATCACCTTAGAAAAnATGCAAnAATGTGAAAATAAnGATGmGCAATGTGTCnGGm^ 
GTATAAAGGTGTAmCTTTmATGAGmATGGCTATGAAAACAGCTATTTTGTTACAGCTGGCTGT 

>fcrb1825.seq 

CTCGTGCCGCTCCCnCTTCATGGAATAmGCACTmCCTCAGACAAAAAGCTTAAACTrnGTAAGAGGATAAAAAmG^ 

ACCCAGATACCTGGAACCTACCAGATGATAAGGTGATGATGAGCAGAGCCnCTAGAGGTCTCATGTGACCGTGAAACCTGGCAAnCAGGGGATTGATGCACT 

AATGTCnCTGGmCTCCTCATCCAnACGGGAGTGAAATmAACnGGCTTGTACACAGGTTGCnATnGGCTGGTGGG^ 

AACAGACCTGTGAGATAAAAGCCAGAGAGAGAAAAAAGAGCTAAAGTTAACAGGTAACATTGCCCCTACAGTGGGAGCn 
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>fcrb1826.seq 

CTGAGmCGCACnGATmCMTATmATAGTMGAMTGACAMCTGCmGGTTCAmCATAMCAMC^ 
TTTCmG™CTCGTTGGTACAGCTGTnGTmACTTGCAGATTTGTACATATACTTAATGTmCM 
GnTACCTCACAnmTGmCCATTANTAATAnCTAGGTACCTCACAAAATGTATTATGGTGGCATGGCTGnAGTTT^^ 
CCAnCCTCCCAAGGNGGCAAAAAmGCTATACTGATGTAATTGTCNTnACCTGGGTATGAATTCCCTGA 

>fcit1827.seq 

GnGCGCTGAGCTTGGCTGCTCGCTGGGTCTTGGATGTGGGGTTCGACCAGTTGGCCGATGGGAATGGTCTGTCACAATCTGCTCCl i III I !l GTCCGCCACACGTAACTGAGATGC 
TCCnTAAATAAAGCGnTGTGrrTG 

>fcrb1828.seq 

GTGGGGGCGACATGGGCAAAGGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCGTCCCTCCGGAAAATGGTGAAGAAAAnGAAAT^^^ 

AAGTACACTTGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCTGGCGGTGCCTGGACGTACAAT^^ 

TCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGTTGAAAGACCAGTAGACGCTCCTCTACTCnTGAGACATCACTGGCCTATAATAAATGGGnA^ 

>fcrbl830.seq 

CGGCCATCGTGATCGCCGCCCTGCTGGCCACGTGCGTGGTGCTGGCGCTCGTGGTCGTCGCGCTGAGAAAGTmCTGCCTCCTGAAGCGAATAAAG^^ 
GCGCGACTCGGCTGC 

>fcrb1833.seq 

GCTGCACGAAACATACGGGTAAGTGGGGGAAGACTGnATCGAGTACCGGTCACAGAAGACCTCACGGCTCCGCATCATTGAGAnGCAGCCATGGACATAGGAGGGCCCGAGGAG 
GAATTCGGTGTGGACATAGGGCCGGTCTGCTTCnGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGAGCCAAGTACm 
CTGCACTGAATGGCTGACCTGACCTGATGTGCAnCATCCCACCGTCTCACAGnCGGACTmCTGCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCA^ 
TGTTCTATTTATmTTGTCTTCCTGTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCC 

^teb1834,seq 

&CACACTGGGTGAGAAGATGACAGAGGAAGAAGTAGAGATGCTGGTGGCAGGGCATGAGGACAGGAAT6GTTGTATCAACTATGAAGAGCTC^ 
AebACCTTCCCAGTCTCCCCAGAGTCCGTGCCmCCCTGTGTGAATmGTATCTAGCCTAAAGTnCCCTAGGCm^ 

o 

>!tetb1835.seq 

CTSGAGAGCCCTGnCACCTGATAGGGTCTAGCTGTGACAGTAAATATAATACCGCTGmCCTTGGGTAGAGATnGAGTGn^^ 
#€TGTTTAAAAAAACATCTGAAGGATGAACTAAGGCTGCTGGTGCCCTGAGCAACTGATAATGCAAATGTGGACAAAG 
(!^CAAGGAACTCAAGGAAAATTTGTACCTGCCGTATnATGCTTTCATGTAAAAAAGGGTTGGGGGGA^ 
(^CTGTCTGGTTTTAAAACAAAT 

:^lBft)1836.seq 

^GATACCTCGCAAACCGAnCCnCAACTCAAACCCAGCGAAATCATCCTGACTGCATACCTGCCTGCCCACCnCTGCTCATCATCnACTAGAATG 
AGGCCAAAAACCAGACCCAnCTCTACCCCCACTCCAAGCTAATCATGGCCGCAGTGAATTGCACCATCAGAAAAmGAAGTGATGCTCTTGAATC 
GCTGAmCACTGCCTGATGCTCTCCAAnCAnCACTGTmCCCACCAGTCnCTCGAGATOTTTGCAGCTCTO^ 
iMmCTGGTCCTCCCCTCCCCTCACTCCAAAncnATCCCAAGCAATCnGTCACATAAAChfrGnGGATATGTCA 

:^p)1837.seq 

Af6ACCATGTGGTCCTGGGCGGTGGTCAGGAAGCCATGGATGTAACCACAACCTCCACCAGGATTGGCAAGmGAGGCCAGGTTCTTCCATTTGGCCm 
@5TCAAGGGTCACmGGACCTATCAACAGTGnGCCnCCATCCTGATGGCAAGAGCTACAGCAGCGGCGGCGAAGATGGTOCGTCCGTATGCA™cnCGACCCACAGTA 
(I^TTTGAGnTGAGGCTTAAGAAGCTGGATCTGCTGCCGGGCGTGGTGGCTCATGCCTGTAATCCCACCACI t II i t i t lAAGGCAGGCGGATCACCTGAGGTCAGGGAGTTTAAG 
AfeCAGCCTGACCAACATGGAGAAACCTCGTCTCTACTAAAAATACAAAAATTAGCCAGGCATGGTGGCACACGCCTATAGTCCCAG 

>fcrb1838.seq 

CnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnnmCTCmGAAAGATAGAGATTAATACAACTACTTAAAAAATATAG^^ 
TAGCGnAAGTTmAACGTAATnTAATAGCnAAGAnnAAGAGAAAATATGAAGACnAGAAGAGTAGCATGAGGAAGGAAAAGATA^ 
GATGAAGCTTCnCATGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGAAAGGAGTACAGAGGCGCGAAnAATACCAATAGAAGGGCAATGGTmAGATT 
AAACAGCTTAAAGTTOGTTTAAAAGTTGTAGGTGAnAAAATAAmGAAGGCGATCTTTTA^ 

>fcrb1839.seq 

GCCGACGCAGACCCCTCTCTGCACGCCAGCCCGCCCGCACCCACCATGGCCACAGnCAGCAGCTGGAAGGAAGATGGGGCCTGGTGGACAGCAAAGGCTTTGATGAATACATGAA 
GGAGCTAGGAGTGGGAATAGCmGCGAAAAATGGGCGCAATGGCCAAGCCAGAnGTATCATCACTTGTGATGGTAAAAACCTCACCATAAAAACTGAGAGCAC 
GAGTmcnGTACCCTGGGAGAGAAGTnGAAGAAACGACAGGTGATGGCAGAAAAAGTCAGAGTGTCTGGAAGmAGAGATGGTGCATTGGTO 
AGGAAAGCACAATAACAAGAAAATTGAAAGATGGGAAATOGTGGTGGAGTGTGTCATGAACAATGTCACCTGTACTC 

>fcrb1840.seq 

TACnCTAGAGGGGCCGCGGGGCCATGGAnTTCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAATTGGGCGTATAGTGAGTGGTATOGAATTCCACTGGCCGTCA 
>fcrb1841.seq 

GCCAAGCAAGGnACGTTATATATAGGATTCGTGTTCGCCGTGGTGGCCGAAAACGCCCAGnGCTAAGGGTGCAACnACGGCAAGCCTGTCCATCATG^ 
TTGCTCGAAGCCnCAGTCCGnGGAGAGGAGCGAGCTGGACGCCACTGTGGGGCTCTGAGAGTCCTGAAnCTTACTGGGTTGGTGAAGATTCCACATACAAAl 1 1 j f IGAGGTTAT 
CCTCAnGATCCATTCCATAAAGCTATCAGAAGAAATCCTGACACCCAGTGGATGACGAAACCAGTCCACAAGCACAGGGAGATGCGTGGGCTGACATCTGCAGGCCGAAAGAGCCG 
TGGCCTTGGAAAGGGCCACAAGTTCCACGACACTATTGGTGGCTCTCGCCGGGCAGGnGGAGAAGGGGCAATACTGTCGAG 

>fcrb1844.seq 

ATGTCGAAGCGAGGACGTGGTGGGTCCTCTGGTGCGAAAnCCGGAmCCnGGGTCnCGGGTAGGAGCTGTAATGAATTGTGCTGACAACACAGGAGCCAAAAACCTGTATAT 
TCTCCGTGAAGGGGATCAAGGGACGGCTGAACAGACTTCCCGCTGCTGGTGTG6GTGACATGGTGATGGCCACAGTCAAGAAAGGGAAACCAGAGCTCAGAAAAAAGGTACATCCA 
GCAGTGGTGAnCGACAACGAAAGTCATAGCGTAGAAAAGATGGGGTGTnGnTATmGAAGATAATGGAGGAGTCATAGTGAACAAT^^ 
AGGAGCAGTAGCAAAGGAGTGTGCAGACTTGTGGCCCCGGATTGCATCCAATGCTGGCAGGATTGGATGATTCTCCAGTATATT 
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>fcrb1845.seq 

CAMGCmCMCCAGTCCTCMACCTOTTGMCAMGTMTTCATACTGGAGAGAMCCCTACA^^ 
AGAACAnCATACTGAAGAGGAACCCTATGAGTGTGAAGAATATGGCAAAGCCTTCAACAAGTCCTCAATTCnACCAGACAT^ 
TAATCCCAGCACmGGGAGGCTGAGACGGGTGAATTACATGAGGTTGGGAGTTCGAGACCAGCCTGACCAACATGGTGAAATCCTC^^ 
TAGTGGTGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAAnGCnGAACCCGGGAGGCAGAGGnGAA^^ 

>fcrb1846.seq 

GnCGTCAGAGCTCTGGCAGCCTTCCTCAAAAAGTCCGGGAAGCTGAAAGTCCCCGAATGGGTGGATACCGTCAAGCTGGCCAAGCACAA^^ 
GnCTACACGCGAGCTGCnCCACAGCGCGGCACCTGTACCTCCGGGGTGGCGCTGGGGTTGGCTCCATGACCAAGATCTATGGGGGACGTCAGAGAAACGGCGTCAT^ 
CACnCAGCCGAGGCTCCAAGAGTGTGGCCCGCCGGGTCCTCCAAGCCCTGGAGGGGCTGAAAATGGTGGAAAAGGACCAAGATGGCGGCCGCAAACTGACACCTC^^ 
GAGATCTGGACAGAATCGCCGGACAGGTGGCAGCTGCCAACAAGAAGCAnAGAAC 

>fcrb1848.seq 

TGGAGGCTCTGGTGATGGAATGATAAAAGTGAAGAATCAGCTCCGCTTCCnGCAGAACTGGCCTATGATCTGGATGTGGATGATGCGCCTGGAA^ 

GGACAACGAGATAAGCACCmCACAACCTCGGGAACGTTCAnCCCCGCTGAAGCTTCTCACCAGCATGGCCATCTCGGTGGTGTGCTTCTO 

GCCCAGCACATGTGCTGCGCTACAGCACCCTGTGGTCTTCCTCGATAAAGGGAACCACTTTCTTAn 

>fcrb1849.seq 

CTCGTGGTCCCAAGAAGCATCTGAAGGGGGTGGCAGCTCGAAAGCAnGGATGCTGGATAAATTGACCGGTGTGTnGCTCCTCGTCCATCCACCG^ 
GTCTCCGCCTGATGATmCCTGAGGAAGAGACTTAAGTATGGGGTGACAGGAGATGAAGTAAAGAAGAmGCATGCAGCGGTTCATTAAA 

ACCTACCCTGCTGGATTCATGGATGTCATCAGCATTGACAAGACGGGAGAGAATnCCGTCTGATCTATGACACCAAGGGTCGCTnGCTGTACATCGTAmCACCTGAGGAGG^^^ 
AGTACAAGTTGTGCAAAGTGAGAAAGATCTTTGTGGGCACAAAAGGAATCCCTCATCTGGTGACTCATGATGCC 

>fcrb1850.seq 

GCACCATGAAGCTTTGAGTGAAGCTCnCCTGGGGACAATGTGGGCnCAATGTCAAGAATGTGTCTGTCAAGGATGTTCGTCGTGGCAACGTTGCTGGTGAC 
C^ATGGAAGCAGCTGGCnCAGTGCTCAGGTGATTATCCTGAACCATCCAGGCCAAATAAGCGCCGGCTATGCCCGTGTATTGGAnGCCACACGGCTCACATTGC 
q^AGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAAGGTGGAAGATGGCCCTAAATTCnGAAGTCTGGTGATGCTGCCATO 
TD^GAGCTTCTCAGACTATCCAGCriTGGGTCGCTTTGCTGTTCGTGATATGAGACAGACAGnGCGGTGGGTG 

>fSbl851.seq 

q/SCCGCCTCCCTTGCTGATGCCAGGATCTCGGCGCATAGACCACTOTGCCCCAGCGGTCGTCACAGAAAGGTCTCTCTGTTCC 

CSMAAAAGGTCAGCTCnCTAGTATCGTGCAGTGGTTAAAAACCGGGAGCTGCAGCCGGGCGCAGTGGnCATGCCAGT^^ 

TlgANGNCAGGAGTTCAAGACCAGCCTGGGGCAACACAGCAAGATCCTGTCnTGTAAAAAAGTAACCA^^ 

>|lt»1852.seq 

AyrCAACGAGAAGGCGATCCATAAGGAGGGCTGTGTGGAGAAGAnGGGGGCTGGCTGAGGAAAAATGTGCTGGTC 

TgGGAAnGTCmGCCT GCTGC CTCGTGAAGAGTATGAGAAGTGGCTACGAGGTGATGTAGGGGTCTGGTCTCCTCAGCCTCCTCATCTGGGGG 

mjGAATOAACGGATTATTTTTTCAGACCG 

>t^1853.seq 

q^CTTGGGAnACCTCAAGGAAGTGGATGTTmGTnCCATGGGATACCACAAAAA^ 
OTJGGTCATCACAGACCTCACTCTGGAAGATTATGGGAGATATAAGTGTGAGGTGATTGAAGGATTAGAAGATGAT^^ 
TS^^GCACGACTGGGGCGCTACAATCTCAATmCACGAGGCGCAGCAGGCGTGTCTGGACCAGGATGCTGTGATCGGCTGCTTCGAC^^ 
GSGGACTGGTGCAATGCCGGCTGGCTCAGTGATGGCTCTGTGCAATATCCCATCAGAAAGCCCAGAGAGCCGTGTGGGGGCGA 

>icf61854.seq 

CCACCCCGCCCCACCCCTCCAGAACACGGCTCACGCmGCTGAACCATCCTGGCTGCGGCGTCTGTCTGAACCACGCGGGGGCCTTGAGGGACGGTTTGTCTGTCGTGATGGGGC 
AAGGGGAGAAGTCCTGGATGTTGTGTGTATCGAGAGGCCAAAGGCTGGTGGCAAGTGCACGGGGCACAGCGGAGTCTGTCCTGTGACGCGCAAGTCTGAGGGTCTGGGCGGCGGG 
CGGCTGGGTCTGTGCAmGTGGTTGCACCGGGGGGCnGGGAGCACCAACATGTAACCGGCATGinGGAGCAGAAGAGAAAAAGAGAAAGATGAAAGTGTAG^^ 

>fcrb1855.seq 

ACGCTGGAGCACAGCACCGTCGTGGGGCTGCCCGGAGGGGCCGAGGAGCGGGCCCGGAAGGAGCTCGCCAGGAAGCACCTGGCTGAGCACGCAGACACTGTGCAGCTGGTGTCC 
GGCnCGAGGCCACCATCAACAAGTTTGACAAGAACTTCTCAGCCCACCTGCTGGACCTCCTGGCCCGGCTGAGGATCTATAGCACCAGTGACTGTGAGCACGGCATGGCCAGGGTC 
ATCTCCAGGCnGACTTCAATGGTTTCTACACGGAGCGCCTGGAGCGCCTGTCTGCAGAGAGGAGCCAGAAGGCCACCCGCCAAGTGCCTGTCCTGCGGGGGCCCCCGGCTCCTG 
CACCCAGGGTCGCAGTCACCGCACAGTGAGCCCTGGCTGTGACAGGAAAGGAAANG 

>fcrb1856.seq 

AATGGACCAGTGAAGGTGTGGGGAAGCATTAAAGGACTGACTGAAGGCCTGCATGGATTCCATGTTCATGAGmGGAGATAATACAGCAGGCTGTACCAGTGCAGGTCCTC 
ATCCTCTATCCAGAAAACACGGTGGGCCAAAGGATGAAGAGAGGCATGTTGGAGACTTGGGCAATGTGACTGCTGACAAAGATGGTGTGGCGGATGTGTCTATTGM 
CTCACTGTCAGGAGACCAnGCATCATTGGCCGCACACTGGTGGTCCATGAAAAAGCAGATGACTTGGGCAAAGGTGGAAATGAAGAAAGTACAAAGACA 
TnGGCTTGTGGTGTAATTGGGATCGGCCAATAAAGATTCCGTTGGATGTAGTGTGAGGGCGCnAACTCATGTGTTATCCTGGTA 

>fcrb1857.seq 

ATAACATATGGTGGACTGnAnAAGAGTATTTGTTTTAAGTCATTCAGGAAAATCTAAACTTTTm 
AAAAACTGAATmGTATCTATTTTAAGTAATATATGTAAGACTTGAAAATAAATGTnTAmCTTATATAAA 
TnATGACAAAAGAACATACCTGTAATAnGAAATTAAAAAGTGAAAmGTCATAAAGAATnCTm 
TAAATAAACTCAAGTCnGGCT 

>fcrb1860.seq 

CCCTGCTTCAGGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCTTCAACGTGCTCAAGGTCACCAAGGCTGCCGGCACCAAGAA 
GGAGTTGCAGAAGnCTGAGGCTGGACATCGGCCCGCTCCCCAGAATGAAATAAAGnAlTTTCTCATTCCC 
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>fcrb1862.8eq 

GGCMTGGTCTCATCMGGTGMCGGGCGGCCCCTGGAGATGAnGAGCCGCGCACGCTACAGTACMGCTGCTGGAGCCAGTTCTGCnCTCGGCMGGAGCG 

AGACATCCGTGTCCGTGTAAAGGGTGGTGGTCACGTGGCCCAGATTTATGCTATCCGTCAGTCCATCTCCAAAG^ 

AAGGAGATCAAAGACATCCTCATCCAGTATGACCGGACCCTGCTGGTAGCTGACCCTCGTCGCTGCGAGTCCA^ 

>fcrb1864.seq 

CGGGTTCAAGCGAnCTCCTACCTCAGCCTCCCGAGTAGCTGGGATOCAGGCATGTGCCACCACGCCAAGCTAATTmGTATm^ 
GGATGGTCTCGATCTCTTGACCTCGTGATCTGCCTGCCnGGCCTCCCAAAGTGCTGGGAnACAGGCGTGAGa 

GACAnCTGTAAACTGTCCCTCCCTAATTCCAAGGATCAGAAACTCCCCGTmGCTGACTCAnCCATAACTGGAG^ o.o/wmu«u 
>fcrb1865.seq 

^2^:i'l?$£^^^^^A<5^Q'^GATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTG 

CTmcnCACCCTCCCCTmTTCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCAC^GGCTGAGAACTC^^ 

TTCTTATTAATCATACAAACTCTCACCATGATGTGAAGAGTTTCACAAATCCTTCAAAATAAAAAGTAAT ^'^^'^^i H.Al,OIOUAAbt.AI rrOATGAAAAAGCTGC 

>fcrt3l866.seq 

CCCATCTCCAGGTGnCTCTGTGGGTCTGCCCGTCCCAAACCmCGATCCTCCTGGAGAGAAGATGGTAGCAGCAAAAGTAAAGGGTGAGAAACTGGATAAGAAGCTGAAAAA^ 

GAGCAAAACAAGACAGCAGCCACTAGGTACCGCCAGAAGAAGAGGGCGGAGCAGGAGGCTCTTACTGGTGAGTGCAAAGAGCTGGAAAAGAAGAACGAGGCTCTAA^ 

CGGAnCCCTGGCCAAGGAGATCCAGTACCTGAAAGAmGATAGAAGAGGTCCGCAAGGCAAGGGGGAAGAAAAGGGTCCCCTAGT^^ 

GTACATAGAGTGCTGTAGCTGTGTGnCCAATAAATTATTTTGTAGGG «^ vnn . « i 1 1 

>fcrb1867.seq 

^CAACCCCTACimC^^^^^ 

*^npCTGCGCT6GGCATCTGAGCCAGAGGAGGACCNTCGAAAANGCATGGGGCTCTAGATGnG 

>f@1868.seq 

CpATGACTGATT^CCACAGTGGnCCTACCTCTGGCTATAGCTAnGGTCCTAGa^ 
>fc^1869.seq 

TT^gGCTAmGTATATTAAAAGCATGmCTGTmACTCCAATrTGTAAGATCATTTAATGGAATAAAGATCA 
>fsjBI870.seq 

G|gX:GATGACGTCTCTCCTGACATGTTCACTGAAATGGGAGACAAGAAGTTAGATGGATGATGGGATCnATA 
>flfe871.seq 

CAGGCCTATCAGTCTCACAGAATCACaCTGTAGCTnGATATTCGACTTAGCTGTAGAGTCCATCTGmGTC(>^^ 
>fcrb1872.seq 

GACCAAGGGGACTGTGAGTCTTCCTAGAATTAATACnATTGAACACTOCmGGGnGGGACATAGTTCTOCmCAAAnCTGA^^^ 

>fcrb1874.seq 

GNGCTAGTGGTTAATAGTAACGTGTCAATAnGGTTCATCAGTTGTATCAAATGTACCACACTGATGCCAGATGTTAATAATCGGGGAA^ 
>fcrb1875.seq 

TCGAGAGTACnCTAGAGCGGCCGCGGGCCCATCGATmCCACCGGGGTGGGGTACCAGGTAAGTGTACCCAATTCGCCCTATAGTGAGTCG^^ 

>fcrb1876,seq 

TTCTAGAGCGGCCGCGGGCCCATCGATTnCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAAnCGCCCTATAGTGAGTCGTATTACAAnC ^v=«w^to 
>fcrb1877.seq 

CTGGTCCTGGCTnATGGAACACCATGnTTTAGCATGTTTTTAAATAAAAACGGATAAAGTGTCAAAAGC 

>fcrb1880.seq 

GAAACAGGCCGAGAAGAACGTGGAGAAGAAAATTGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCC(^TAAAG^^^ 
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>fcrb1881.seq 

AGTACTTCTAGAGCGGCCGCGGGCCCATCGAnnCCACCCGGGTGGGGTACCAGGTMGTGTACCCMTTCGCCCTATAGTGAGTCGTATOCMTTCC^^ 
>fcrb1884.seq 

GCNNCCTGGGNGACANANCNAGACTCCGTCTCAAATAAAAAACAAGAAAAAACAAAAAAAACnAAAATTCTTTGCnGnAGTGACCnGATC^ 

CATCTGTAnTCCACnGTGTGAATnGCCmAAATTTTGGTTATGGGTnCACCTnTAAAATAATCAAACATATTTATGT^ 

AACACACAGACCCCTCCCCAATCTGGACATTGAATAAATATTCATTTTGCTTTGC 

>fcrb1885.seq 

GACGTGCAGAAATGGCACCTCGAAAGGGGAAGGAAAAGAAGGAAGAACAGGTCATCAGCCTCGGACCTCAGGTGGCTGAAGGAGAGAATGTAmGGTGTCTC 
CGTTCAATGACACTTTTGTCCATGTGAGTGATCmCTGGGAAGGAAACGATCTGCCGTGTGACTGGTGGGATGAAGGTAAAGGCAGAGCGAGATGAATC^^ 
GnGGCTGCCCAGGATGTGGCCCAGAGGTGCAAGGAGCTGGGTATCACCGCCCTACACATCAAACTCCGGGCCACAGGAGGAAATAGGACCAAGACCCCTGGACCTGGGGCCCAG 
TCGGCCCTCAGAGCCCnGCCCGCTGGGGTATGAAGATCGGGCGGATTGAGGATGTCACCCCCATCCC 

>fcrb1886.seq 

TCTTAAAGAAACAGCmCAAGTGCCTTTCTGCAGnmCAGGAGCGCAAGATAGATTTGGAATAGGAATAAGCTC TAGTTCnAA CAACCGACA 

TTACAACATAATCTAGTnACAGAAAAATCTTGTGCTAGAATACTTmAAAAGGTATTnGAATAC 

AATAAATCHNGG 



>fcrb1888.seq 

GAGCTAAAAGCGAAGGCGGCGGGGAAGGGGCCCnGGCCACAGGTGGAAmAGAAATCTGGCAAAAAGTAAGCTGTTCCTTGTGGCTGAGGAGATGGTGACCCT^^ 
TATnAAACCTCTCTATTCCCTGCCATAACATCTmGCCACGTATAGCTGGAAnAAGTGnGTCnGGAGC 

>fcrb1889.seq 

(i^CCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAA^ 
GAACCCTCTAAATCCCCnGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAAC 
ckfeCCACCAAnAAGAAAGCGnCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACCCAATO 
^ATAAGTAACATGAAAACAnCTCCTCCGCATAAGCCTGCGTCAGAnAAAACACTGAACTGACAATTAACAGCCCM 

^f!ib1890.seq 

^AACAGCCACCTAAGGCAAGAATGGAACGGACACACCnGCTCCmCTGAGCCCGmCCCAAAACCCCCCTTCGAGGTGCTTCTAATG^ 
I^TCACAGCATTCmGAAATGGAACCAGACACAGCCTGGCTCTCAATCCTCAGCTGGGGGCTCCTAGCAGCCTCnGTAnTACTCAGAGnGA^ 
li^TCCTACCnACGGACGTCTCAGGGGTGACAGGACCAGGGCAGAGCCCCGGTACAAACAGACAAGGCTGCAGTCAAATGGGAGGGTCCAGGTGTCCGTG^^^ 
ftnGTAGGGCCTGTGCGTCCTGGCTGAGGATCAAACCACATATGnAnGGGAGAAACGAmCTGnGACGTAGATATTGAAA^^ 

:?fcrb1892.seq 

©eCGGACGCTGGCGAGTATGGTGCGGAGGCCCTGGAGAGGATGnCCTGTCCnCCCCACCACCAAGACCTACnCCCGCACTTCGACCTGAGCCACGGC 
MCACGGCAAGAAGGTGGCCGACGCGCTGACCAACGCCGTGGCGCACGTGGACGACATGCCCAACGCGCTGTCCGCCCTGAGCGACCTGCACGCGCACAAGCnC 
f^TCAACnCAAGCTCCTAAGCCACTGCCTGCTGGTGACCCTGGCCGCCCACCTCCCCGCCGAGnCACCCCTGCGGTGCACGCCTCCCTGGACAA^^^ 
l&GTGCTGACCTCCAAATACCGTTAAGCTGGAGCCTCGGTGGCCATGCncnGCCCCnGGGCCTCCCCCCAGCCCCTCCTCCCCn^ 

fMb1893.seq 

&33AACTCTGCTAGGGACTAAGTACTTTGTTAGAAAGGTGCTGATAATAGAATGGCGTGAAGGCGGGAGACGGAGCmCAGTGAGCCGAGAGCGAGACTCCGTCT^^ 
j^lCAAACAAACAAACAAAAATAAAATAGAAAGGTGCTCATAATAAAATGAGAAATAAAAAAAATTC 

ATAGATTCmGATTCAGAACAGTAAAAGAAAAATACCTAGAAAACAATAAACAAAAGGCATGAACAGGCATnCACAAAAGAGCTACTGCAA^ 
CCTAACTAACAATCAAATAAATGTAAAmGAGCAAGCAAACnGTTTnCCAmATGAACnGCCAAAGATnAAAAG 

>fcrb1894.seq 

GGGAAGAGATCAAGGTAATAGGAAGAGGGGnAGCCAGTCTmTGTACAGGTGCCGTGTGACACTTCCACATCGCGGGAGCAGGACCCGTGCTGTACCGAAGCGCAC™^ 
TGAGTGGGCAATACAAAGTCTGAATATGAAAATAAGATnCGTCTGAAAACACATTTTTGGCACAGATT 

>fcrb1898.seq 

GAAAATACAGGTGGGCCTTGGGGCCAGTGGCAAGGAGGACAAGAGCGAGAAGGAAGAGGAAGCTGGGGCAGCAGCAGTGGTGGATGTGGCGGAGGGAGAGGAGGAAGAGGAGG 
AGAATGAGGACCTCTAGTATGAAGGGGCAATGCCAGAAGTGTCTGTGCTTGTCCTGTCCCGACACTCCTGGCCTGTTGCCTCAATCTGCCACACNGTGAACCCCAGAACCTGCCTGC 
GCTCCTACCTGAGGGGCACTTTGAAGAGATACTCCAACTTCTACAACAAGAGTCAGAGCCACCCTGCCCnGAGCGAGGCTCACAGAGGCGACTGCAGTGGACGTGGCTGGGCTGG 
GCTGAGCTGCANTnGGGAACCAGACCCTGCATGTGTGCACGGTGCAGATGTGGCTACTGCTGTATCTCAACGACCTGAAGGCGGTGTCTGTGGANA 

>fcrb1899.seq 

CGGnGTCAACTCAGCTGAAGAACACAATCACCGATGCTGTCCTGTTGTTTTnAGGGGATTGCTATTAACAT^ 

GAGCAAGA 

>fcrb1900.seq 

CTCAmGGAGGGGGGAGCCAAAAGGGTCATCATCTCTGCCCCCTCTGCTGATGCCCCCATGnCGTCATGGGTGTGAACCATGAGAAGTATGACAACAGCCTCAAGATCATGAGCA^ 
TGCCTCCTGCACCACCAACTGCnAGCACCCCTGGCCAAGGTCATCCATGACAACTTTGGTATCGTGGAAGGACTCATGACCACAGTCCATGGCATCACTGCCACCCAGAAGACTGTG 
GATGGCCCCTCCGGGAAACTGTGGCGTGATGGCCGCGGGGCTCTCCAGAACATCATCCCTGCCTCTACTGGCGCTGCCAAGGCTGTGGGCAAGGTCATCGCTGAGCTGAACGGGA 
AGCTCACTGGCATGGCCTTGCGTGTCCCCACTGCGAAGGTGTCAGTGGTGGAGGTGACCTGCCGTGTAGAAAAAGGTGGGAAATATG 

>fcrb1901.seq 

GGTGATGAAAATGGGGAGCnCGGTOnGTGATCGATTGTGGAAGAGCTGCTGGATCAGTGCGTGGGAGCAGACACnCTGGGGATGGTAGAGGGGGTG^ 
ATG 

>fcrb1902.seq 

TAGTTCTAGAGCGGCGGCGGGCCCATCGAnnCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAATTCGGCCTATAGTGAGTCGTATOGAATTCACTGGCC 
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>fcrb1903.seq 

AAAMAGAmAGTAGMTCTGAMTCTGGAGnCAGTTnCCTGGAMmTCCTOTATGGMCCACAGAGAGAMTMGM 
GTACATGCAnAAAGCTCATGCACTCCACTCACTAAGCGCTCTAAGTGCACTAAAGCTCATGCATTTCTTTCAmGTGTT^ 
AGGTTTCCTATCAAAmGAATGGimATGGCAATCTAAACACAAGGTGATGAGCTCTTAGAGACAAGCTCATnGACAATAGTGAGAAGTG^ 
GGAACAGGAAAGCTnAAAAGCGGACTCAACCAAATCACACTAGCCGAmGTGTAGGGTGATTTGAAACAGCm 

>fcrb1904.seq 

GATGGATGTGmATACAmGGTCTAAACATTmCATCAATOGGAATOTTCCACCGCCnCGAGTTGTAATGTACC^^ 
ATTGGCGnGCAGCAGGCAGGmCATAGAGTCCTATGGACTAGAGAAGCTGTTTACACTATGGGACTAAATGGTGGACAAGTGGGTTGm 
TAACTGGTCCTCGTCAGGTCTCTGCCCnCACCATAAAGACATTGCTCTGTCmGGTTGCTGCAAGTGATGGAGCTACAGTCTGTGnA 
GACTATGAGTGCAAGAAGATGGCnCTAAACAGTTGAACTTGAAAAAAGTTCnGTGTCTGGGGGTCATATGGAATACAAGG 

>fcrb1906.seq 

GGTGGAGCCAGnTGCATAAACAAGAGAACAGGAGGTGCAGCCGGnCTAGGCAAGATCAGGCAGCATGCAGGCCACATCCTCATGGCTGTGATAAAAAGACAAGAA 
CAGCCTCTGCnGACGATGAGCTAAGCCTCCACnCAGCCTCTGAnGGTCAGAGGGCAATCCTTCACAGGCTGTAGCCAATTGGAGGCTTCTAAAGGGTACCTAGGGGTGTO 
GTTCTTnGGCTnATAAAAACCCTAAnAGGGCCGGGCGCAGTGGCTCACACGTGTAATCCCAGCACTnGGAGGCCAAGGCANGTGGATCACTCGAGGTC^^ 
CCTGGCCAACACAGCAAAACCCCCATCTCTGCTAnAAAAAAATACAAAAATTANTCAGGCATGGTGGCCCCGCACCTG 

>fcrb1909.seq 

GTCTGGGTGAACGnGGTGGTCnCGTGCTGCAGTTTACGTTCTGATACGTACACCTCAAGCmTGnCATCCnGAGAAGAAGACGGAGAAAGAGGAACTCTnGGCA^ 
ATGAAGATGACTAATAGTACTTGTACTTCCCACCACTGGAAATGTTAGCATAAAAGAACnGGAGAGGAAAAAAGTAnAACAAAAC^ 

>fcrb1912.seq 

CCTGTTCGGACACTATAGTCTAAATTmGAAACTGTGTGGTGnCGCTAAAAGTAGGAATAACAACGTAAAAGCTAAnAAGGTCACAAACn^ 
mnGATATTGTGAACCGTACCCCTTCCAGTTTAGmCTTCTGGACTTTCCTTACTTAACTGACAGTTACCTmAAA^ 
AHCCTATTTCCTCTCATGTmAAAGTGCAAACTAACATnAAGTGAACAmGCATCAAGTAGTGCAGACACTTGTATGCAm 
(|g\ATTGCACCATTTCGTAGATAAAGGAAACTAAGTATATTGCTGCACTTTTA^ 

>£(iDl913.seq 

GftCTGTGGAGGGCTGCTGGGAAGGGGACnCTAAAAGGAACTATGTCTGGAAGGCTGTGGTCCAAGGCCATTTn 
QA$CTCTTCnAAAATTGAAGGT6mACGCCCGAGATGAAACAGAATTCTAmGGGCAA6AGATGCGCnATC^^^ 
AMAAAACCAGAGTCATCTGGGGAAAAGTAACTCGGGCCCATGGAAACAGTGGCATGGnCGTGCCAAA 
/|^CTGTACCCCTCAAGGATnAAACTAACGAAAAATCAATAAATAAAnGTGGAmGTGGTCnGTATrm 

M)1914.seq 

GTOCTTCCAAGTTCTGGCTGCTTGCAGGTGGAACTCCAGCTGCAAGGGAGTTAGGGAAATGAAGGTCl 1 1 1 1 1 lAAAAGCTTCTCAGCCnCCTAGGGAACAGAAATTGGGTGAGCC 
ySii^CTGCAAmCTACTACAGGCAnGAGACCAGnAGAnATTGAAATAmTAGAGAGmTGAACACnAA^ 
(laiGAATTGACAGGGCATAmGTTGATGAAATGGAGTCAmGAGTCTCnAATAGCCATGTATCATAA 
MTAATGGACAGATTAATATTGTTCTCTGTCATGCCCACAATCCCTTTCTAAGGAAGACTGCCCTACTATAGCAGTm 

^f^1915.seq 

(^CGGGGGAGGTCATGAGAAACGTGGA™CACCCCCTTGTAAATOCTATmCACAAGATAATATATTGTAAGCCGG 
(l£jVGGGTCTCTCTCCCCCATATAAACCCCTCAmTGTAAGCTCAGGGCTGCCACCTCCGACTGGTGGAGAAGCCTGGCAGGnAAT^ 

>fcrb1916.seq 

TAACACTGAAAGnCTAGCTTAAGTGTTGAAACTmGTGGGAAAAAAAAATCACTmGAAACTCAGACnCAGTGTAT^ 
ACTCGTAATOCTGTmAATGATTCAGmcnCANAGTGGTAAnGTATAAAAnGCTATTGCAGCniATATTCAATATGATGTGCCTGT 
AGACAnGTAGATAATTGAATGmGATnTAGAAAGGTCAnAGmCTTGTTACACATmGTTAGTCTGGTTmGTTGCnAT^ 
TGnATGTATAAGTTTTCTAATAAAAGTTGTGTTATAAGCTG 

>fcrb1917.seq 

GCCGTCAGCAmGGTGTGAAGAAGAGAAAACGAGGACCCAAGAAGCAGAAGGAGAACAAGCCAGGAAAACCCCGAAAACGCAAGAAGCGTGACAGTGAGGAG^^^ 
AGCGAGATGAGTACCGGGAGAAGTCAGAGAGTGGGGGCAGTGAATATGGAACCGGACCGGGTCGGAAACGAAGAAGGA 

>fcrb1918.seq 

AAGTCGGAATCCGGAAGAAGATCCGAACATGACGTGGTGATGAAAGCCAGCAGCAGCCTGCCCAAGAAGCTGGCACTGCTGAAGGCCCCAGCCAAGAAGAAAGGGGCAGCTGCC^ 
CCACCTGCTCCAAGACACCTTCCTGAGGACGCTGGCCCCAGTGCAGGCCAACATCCCACGCGCTACCTCCATATGGGACCnGGAAGTCATGCCACAGGCTGCAGTGTCAGGAAGAG 
GACCGTGTGCCCCAGCACTGGGCTTCACCTAGAACTTCAGTGGGGGCCAAGGGTGCTGAGAACGCAGCAATGAGCAGGAAGATACAGTCACTAAGTTCATCTGTGCGCGTGCCCGTT 
CGCAGGTCCTGCGTCCAGAGGTTTAACGCAGAACAATAAACCTGG 

>fcrb1919.seq 

GGGGGGGACATGGCGAAACGTAGCAAGAAAGTCGGGATGGTGGGTAAATACGGGAGGCGGTATGGGGGGTGGGTGGGGAAAATGGTGAAGAAAAnGAAATGAGCG 
GTACACnGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGGCACTGTGGnCCTGCAT 

>fcrb1920.8eq 

GTTGAAGAGTCACTnCCTCAACCATTTTTnGTACTGGGGCTTTAAAAAAATAAATCCATGCAACm 

TGCAAAAACTTGTGATGTAAGAAATTTGTATGGTGTGGCAGTGGTCTATTCCTAAGGAACTAAATATGATATAGnM 

AATAAATATTTTCAnAACTTC 

>fcrb1921.seq 

ACAAGATGATGnGGGAAAGCAGATAACCCTGAATGACATGGAATCTGTGGATAGTGAATATOCAACTCTnGAAATGGATCCTGGAGAATGACCCTACTGAGCTGGACCTGATGTTC 
TGCATAGAGGAAGAAAACmGGACAGACATATCAAGTGGAmGAAGCCGAATGGGTCAGAAATAATGGTGAGAAATGAAAAGAAAAGGGA^ 
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AnTGTGMCAGGGTCCAGAAGCAGATGMCGCCTTCTTGGAGGGAnCACAGMCTACnCCTAlTGAmGATTAAMTTTnGATGA^ 
TCGGTGATGTGGATGTGAATGACTGGAGACAGCATTCTATnACAAGAACGGCTACTGCCCAAACCACCCCGTCAnCAGTG 

>fcrb1922.seq 

CGATGGCCGGGATCCTGGAGCACTCGGTGATGTACCCGGTGGACTCGGTGAAGACACGAATGCAGAGmGAGTCCAGATCCCAAAGCCCAGTACAGAAGTGTCTACGGAGCCCTC 
AAGAAAATCATGCGGACCGAAGGCnCTGGAGGCCCnGCGAGGCGTCAACGTCATGATCATGGGTGCAGGGCCAGCCCATGCCATGTATTnGCCTGCTATGAAM 
ACTTTAAATGACGTmCCACGAGCAAGGAAACAGCCAGGTAGCCAACGGTAnnGAAAGCGmGTCTGGAGTTAGAAAGTTCTCn 
CCCTGTGAGCGAGCCGCCTCGACTTCGGCCCGCTT6GTCACGAATAAAGAACTCAGAGTT6TGTGTGCAATGCACACGCAGACACAG 

>fcrb1923.seq 

CTCACGCAAGCATGGTTAACGTCCCTAAAACCCGCCGGACmCTGTAAGAAGTGTGGCAAGCAGCAACCCCATAAAGTGACACAGTACAAGAAGGGCAAGGAnCTCTC 
GGGAAAGCGGCGnATGACAGGAAGCAGAGTGGCTATGGTGGGCAAACTAAGCCGATmCCGGAAAAAGGGTAAAACTACAAAGAAGAnGTGCTAAGGCn 
GAACTGCAGATCTAAGAGAATGCTGGCTATTAAAAGATGCAAGCATmGAACTGGGAGGGAGATAAGAAGAGAAAGGGGCAAG 
AGAATAAAATCTTTGAGTTTATGTTC 

>fcrb1924.seq 

GTGGnGTGATTTTCmGAAAGnGAGGGTAnTCAGGTAAGGATGAGCTCCCGCAAGAAGAGGTACnATAGCAAGGGGACTCTCAAATCCATTACCTC 
TTGAAnAGTCTCAAAGTTTCTTTTAAACTCTAAAACAGAATGAGATAATGTATTTTACGnGTCTATA^^ 
AAAATAATGnGCATCmTCTCGCTTGCCATATACnTGTGATAAATGCnATCTCATmCAGTACTTCATTAAACATO 
GTAGCTAnCTGAATTGAAATCTCCTTTCATTGAACTGGATGAAAAAATCATG 

>fcrb1925.seq 

CnGTGTCCGCnCTCGCCCAACAGCAGCAACCCTATCATCGTCTCCTGTGGCTGGGACAAGCTGGTCAAGGTATGGAACCTGGCTAACTGCAAGCTGAAGACCAACCACATTG 
ACACAGGCTATCTGAACACGGTGACTGTCTCTCCAGATGGATCGCTCTGTGCnCTGGAGGCAAGGATGGCCAGGCCATGnATGGGATCTCAACGAAGGCAAACACCnU^^ 
AGATGGTGGGGACATCATCAACGCCCTGTGCnCAGCCCTAACCGCTACTGGCTGTGTGCTGCCACAGGCCCCAGCATCAAGATCTGGGATmAGAGGGAAAGATC^ 
MeTGAAGCAAGAAGTTATCAGTACCAGCAGCAAGGCAGAACCACCCCAGTGCACCTCCCTGGCCTGGTCTGCTGATGGCCAGA 

>ft)1926.seq 

MTAATGCCCCTCTCnACAGAACAGTCCTATnGTACCTCAACAAATGCAAATTnCCCCGmGCCCTACGCCCCTmG 

f^TnCTTAGTGTmAAATTGGAACATATCnGCCTCATGAAGCTTTAAAnATAATTTTCAGTTTCTC^ 

fpp-GCGCCAGATGTACCGTCCmCCAATACGATTnCTGTTGCACCnGTAGTGGAnCTGCAT^^^ 

>Mb1929.seq 

ll:CATGATGAAnGCTTGACnAGCAAAGTnCAmCGGTGACTCmATGCACACACAAAGGAGAAATACGAGCTCTGCGTCGCTGCA^ 
gQATGACAAGATGCCmGGGGCACCnGCAATAGGTGnGAAGCTGTTGGnGGGCACATCCAGATACAATCTGTCTCATGGTTGC^^ 
1%GGGGGAGGAATGAAnTATCTAGCAAGGTGGCCCAGGTCACTTGTCATGGCAATCm6CCATAGCTnCAGTCmCAAC 
IIATGGTTTGTGAATCATCCACTGnGCAGACATGGTACATGnGTTCAAAAAGAATGGATGCGACTCTGTACAAGTGTCACAG 

?|[crb1 930 seq 

y^ACAAGATGCTGGTGCAAACAAACAAACCCTACAAATGCAAGTTGTGTGACAAAAGATTCTCGACTCCCAATGAGGTTGnAA^ 

IIICTAGACGAAGGGCGATCCATTCTCCTGGGCAGTGGGGACTCGGAAGTAACGGAGGCTGACCACCGAGTGnAGCnCCATCAAAAAGGAACAAGAAACCG 
ISTGACTTATCTTmAAAAAACTCTCATTTnACAAAGACTATCTTCCGTCCCTTCC 

igCGTmGCACATCCCAGCCGCACCTGTGTAAAGGGTTTGTGCAnATAAACCTGGAATGTATCGACnTCm^^ 
||drb1932.seq 

CGGGAGAGAGGATCACAGAGTTCTGCCAGCGGnGGTGGAGGGCAAAATCAAGCCGCACCTGATGAGCCAGGAGGTGCGGGAGGAGTGGGACAAGGAGCCTGTCAAGGTGCnG^^ 

GGGAAGAACmGAAGACGTGGGTmGATGAGAAAAAAAACGTCTnGNGGAGCTCTATGCCCGATGGTGTGGTCAGTGCAAAGAGTTGGGTCCCAnTC 

CGTACAAGGACCAT6AGAACATCGTCATCGCCAAGATGGACTCNACTGCCAAGGAGGTGGAGGCGGNCAAAGNGGAC 

>fcrb1933.seq 

GTGGTCAGAGTGGCGTGAGCTGCCCGGCGGCTGCCCTGGCCAAGTGACGAGGGAAGTGTGTGTGTGTCCATGTGTATGCGTGTCGGTCTGTCTGTCTAGTGTCTGGGTTTGGCCCA 
AGACTGGGCTGTAGTTACATTAATGCCCAGCCAGCCACCCCTGCGACTGACGCCTCCTGGCCCAGGCGTrGGTGAGTGTGTGAGCTGGGGAGGTGGGAGGCCAGGCGAGCGTGACT 
GTGTTGATCTAGGGGTGCGTGGGGGGCTGGGCTGAGAGGGGATGGTAACGAAGGGGTAGAAAGGAGAGAACGGGGGTGAGGGGTGGACAGTGCACAGCTGAAGAGCAAGGTnCGT 
GGCAGCACGGCCCGGCCCCTCACCCTCTGTCCCGACGAGGGGAGCCATGGGGGCTGTCTTTGCAGGGCACAGATGAGCAAAGTGGGTTCC 

>fcrb1934.seq 

GAAAAAAAAAAGAmGCNCCATCATATCCGAGTCTTTAGTAATAAAATGAGGCTGCnAAGTACCCAAGNGGAGCAAGGGAAGAG mCTA CAGm 
ATACAGAGCATCTAGTTATTGAGCAAAGCCCCCTTTTACCTGTTCGCTTAnCAAAGAGAAACAATAGAAmGCTTCTCAGTACATGTT^ 
TCAATTmACAAAAGnGAAnAAAAACTmAAAAAnGCnGTCnTGGGGGTATGTCTACATATTCGmAA^^ 
NAGTAATCAAAAmCTATCACAGTTCACATACTGGAATACATAGTAAAATTGAGATGNGTCCAAI^NATm 

>fcrb1936.seq 

CAACAATGATAAGnAnTCATCTAGTTAACACATATATAAATGTATCTTmATAATTTAGCTAGCCACAGTAAGACAAATATTM^ 
TTAAACTCACATCAATATAAACAATAmGTAAATAAGGAAGCCATCCTCTACTCTCTTCCGTGTGACCACAGTATGAAATGCATAATGAGAATGAA^ 
CAGTGTATGnGCGATACCTCGnAAGAACAGAGTTAGAATATGTGTATCGAAAAGCTAGTAGGTGATAGAAATAACCAAGATGTTCCTCCT 
AGTCAGNGGTGATACTCCTTCCCTCTCTGCTrnAmATAACAAGTAGCTmGTnAAATGGCTCATG 

>fcrb1937.seq 

CGGTTCCGGTGTCCGGAGGCGCTGTTCCAGCCTTCCTTCCTGGGTATGGAATCnGCGGCATCCACGAGAGCACCnCAAGTCCATCATGAAGTGTGACGTGGACATCCGCAM 
GTGTACGCCAACACGGTGCTGTCGGGCGGCACCACCATGTATCCGGGCATTGCCGACAGGATGCAGAAGGAGATGACCGCCCTGGCGCCCAGCACCATGAAGATCAAGATCATCGC 
ACCCGCAGAGCGCAAGTACTCGGTGTGGATCGGTGGCTCCATCCTGGCCTGAGTGTCCACGTTCCAGCAGATGTGGAnAGCAAGCAGGAGTACGACGAGTCGGGCCGC 
TCCAGGGCAAATGCnCTAAACGGACTCAGCAGATGCGTAGGAnTGCTGCATGGGT 



Figure 14A - Fetal Cartilage cDNA Library EST Sequences - Page 36 of 81 

>fcrt)1940.seq 

ATGGCGGTGTGCATCGCGGTGAnGCCMGGAGMTOCCCCCTCTACATTCGCAGCACCCCTACGGAGMCGAGCTGMGTT^ 
GATGAGAAGATCTCCGCAATGGGGAAGGCCCTGGTCGACCAGAGGGAGCTGTACGTGGGCCTGCTCTACCCGACGGAGGACTACAAGG^^^^ 
GAAGmGTCATGGTGGTAGAnCCTGCAACACAGCCCTTCGAGACAACGAAATTCGGAGCATGnCCGGAAGCTACACAACTCCT^^ 
CCGGGGGACCGCATCCAGTCCAGGGCCTTTGATAACATGGTGACGTCGATGATGGATACAGGTGTGCTGAGTGAGCTGTGCTGC 

>fcrb194lseq 

CTGCAGCCCGGCGCCACCATCCTGCAGCCTCCTCCTGACCACGGACGTTTCCATCAGGTTCCATCCCGAAAATCTCTCGGnCCACGTCCCCCTGGGGCn 
CGTGCCCCGCCTCCCCGAAACAGGGTACTCTCCTCGGCCCCCTCCATCGGGCTGAGGAAGCACAGCAGGATCTTCAAACATGTACAAAATCGAnGGCm 
CCTCCCCCCAAATTATCCCCAATTATCCCCACACATAAAAAATCAAAACATTAAACTAACCCCC 

>fcrb1942.seq 

CmAAnnGTAATTCnTACTGTGGAATAGCTCAGAATGTCAGnCTGTmAAGTAACAGAATTGATAACTGAGCAAGGAM 

TTCCTTAAACAGTG 

>fcrb1944.seq 

CGGCGGGGACCGTGGAGGCnCCGAGGGGGCCGGGGTGGTGGGGAGAGAGGTGGCTTTGGCCCTGGCAAGATGGAnCCAGGGGTGAGGACAGACAGGATCGCAGGGAGAGGC 

CGTATTAAnAGCCTGGCTCCCGAGGnCTGGAACAGCTTTnGTCCTGTACCCAGTGTTACCCTCGTTATmGTAACCnCCAAn^ 

TATGTAATTGTAACTATACGTCTGGnCCCATTAAAAGTGACCATTTT 

>fcrb1945.seq 

GGCAAGmACTACGGAGGCATAGAGCACGAGATCCGCAAGGACGTCTGGCGCmCTGCnGGCCACTACAAGTTCGGCATGAGCAAGAAGGAGATGGAGCAGGTGAG^^ 

TGTTCCCATGGGGCTGAGATGGGGAGCTGGGGCAGGGGACGCCAGGGAGGGGACCTTGGAAGCCTCAGCCCCnCCCAGCCGGAAAGAAGCATGGCAGGGCAGCTCCACCGTCC 

TTACCCTGAGGCCCGTCTTGAGTCTGAGACTCAGGACCCAAGGTCCAGTGCAGGCCCAGCTCCTGAAGGGGAGGGCCTGGTGCACGCTTCCCCCATGGTCGTGGTGTGGT^ 

>fc!t1947.seq 

A|£AGTACTTCATAATAAGAATCTTnATAGCAATCTACAG™mATCTACTATCCTAAGAAAT^^^ 
Ai^enTAnTCCTTAAATGATGCCAATATATAATCTAGCCCATTGAAACTGATAAACAAAT^^^ 
TASAGATCTCnnGTCTGTTCTCTGGTATCTTGTCACTATAACCnCACACCATCTATCACATTGTTCTGm 
(^AGCGGGCAAAGTTATGTATACTCTGmCTTGGCTmGACCACAAAAAACTGGTACCATAGTC 

>Mll948.seq 

G^nATGTACCTCCACCCCAGTCTGGTCACnCAGCGGCCACCCTGCCCTCCAAAGGTTCAnCTGAAGnCAAACTGATGGCAACAGTCAGnTG 
TgQAACCTGTACTGATGTTCTACGGAATTCATTTAATACCAGTCCTGGAGTTCCATG 

>feil949.seq 

CGGGTGCTGCTGTGTCGCTCCAGTGAGTCACCCCmAGGGTCCTCCTGGGCTCTGGGTGCTGGGTAAAGTCCTGGGACATCTCGT^ 

TSGGGGAGTATTGGCTGTATGTAGCACGCGCTGCTGGGTGnAAGAAAGACTTGGAATACATAGCCC™ 

Tf^pTACAGTCTCTGGGATAAGGAAACAGTTGAAATGTTCACCCACTTTnAAGGCTG 

Tf^AGCGTTTTCGGAGGTCGAGGCGGGTGGATCAGTTGAGGCCGGGAGnGGACACCAGCCTGGCCAAGATGGTGAAACCCCGT 
>p1950.seq 

AliMGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGnCTCTAGGCCnmGAAAACATGGAG^^ 
G|®ACATCAAGGGAATGGGTACTGTTCAAAAAGGAATGCCCCACAAGTGnACCATGGCAAAACTGGAAGAGTCTACAATG™ 
AGil^TAAGGGCAAGATTCnGCCAAGAGAAUAATGTGCGTAnGAGCACATTAAGCACTGTAAGAGCCGAGATAGCTTCCTG^ 
CE^^S&^AGAGAAA6GTACCTGGG^CAACTAAAGCGCCAGCCTGCTCCACCCAGAGAAGCACACTTTGTGA^^ 

>fcrfa1951seq 

AAACTATCCAACCCnACATTAAACAGACCTCGAACCCTACACTACATCTGGGGAAGTCTTTAATATCCATGA n 1 1 HI HI I CNGGGGGAAACTCTTT 
>fcrb1952.seq 

ACATCTCCTCATGTAAnGAGGCAGnATGGGAGCCCTAGAGGGCCTGAGAGnGCTAnGGACCATGTAGAATGTTGCAATATTGmACAGGGTCT 
CAGAGATGTATAnGGAAAAmACAACTCCATCTACATTGGTTCCCAGGACGCTCTCATAGCACAnACCCAAGAATCTACAACGATGATAAGAACACCT^^^ 
CTATATCnATAATmAnGmATmGTGmAATGCAGAGCTACTTGACACCnAAACTTGCTrrGATnGG 
AGGAAGAGCTAGAAATCCAGTAGCATGATTTnAAATAACCTGTCTnGGTTm 

>fcrb1953.seq 

GCCATnGGTGGGCCTGTCCTGCTGACCAGCAAGTCTCTGTACTGAAmGGTGACmGATCTOTGATTCATGmCCCAGCGAGGTACTCTGTGTCm 
TTCAAGGGCTAGnGGAAGAnGCATATATAAAnGAAAACATmGTCTAAAAAGGGGTGTATAGAGAGAAAGAAAAmCAGCCAGAGAGAA 
CTTGCTCTGGAGTGCAGCGGTGCTATCATAGCTAACTGCAGCCTTGACCTCTCAGGCTCAAGCAATCCTCCCGCCTCAGCCTCCCGAG^^ 
GCCCATAAATTTmGTAAGGACAGGGTCTnCTTAGnGCCCCAGGCTGATCTCAAACTCCTGGGCTCAACC 

>fcrb1954.seq 

TGTGGATGAAAATAACTATGACAGGGAAAGGTGnGCACnACTTCTTGAGGTACAAAAACTGCCGGAGATTCTGGAAnCTATCGTGATGCAGAGA^ 
nATGCCTACGGCAGCAGAAAGAGATGAAATCTTGAGAGCAGTGGGAAATATGCCCTAnGAATGmGGAnAAAAGTGmATATAACn 

>fcrbl956.seq 

CnAGCTCTCTACATACCTATCATGTGCCCTGTATCACAGAAGATTCAGGAAAAATGCACTTGGGAATCAAAGAAAATGGAACTTCT^ 
TGACACATCCTCAAT 
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>fcrb1959.seq 

CmGGTGCTGTAGMMCAAAAAMGAAAMTATATAnCATAAAAMTATGGTGCTCATO^ 

AGnCTATACTGnATCTGTGTCCAmCCAAAACTTGCACGTGTCCCTGAAnCCATCTGACTCTAA^ 

TAAAGT 

>fcrb1960.seq 

CCGCCTCCCCGAAACAGGCTACTCTCCTCGGCCCCCTCCATCGGGCTGAGGAAGCACAGCAGCATCTTCAAACATGTACAAAATC^ 
CCCAAAnATCCCCAATTATCCCCACACATAAAAAATCAAAACATTAAACTA 

>fcrb1961.seq 

GAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAA 

AAAAAATCCCAAACATATAACTGAACTCCTCACACCCAAnGGACCAATCTATCACCCTATAGAAGAACTAATGnA 

CAGATTAAAACACTGAACTGACAATTAAGAGCCCAATATCTACAATCAACCAACAAGTCAnATTACC^ 

>fcrb1962.seq 

GTGCCmGGCCCTGCCTGGGGCAGCGTGCACCGCTGTGGGGTGGAAATGTAGTGCAGGCTCTGGGTCAGGnCTGCTCCTnATGGGACCGGACAT^ 
AATAATAAACCACCCTGTTCTGTG 

>fcrt)1963.seq 

CnCGGGAGACATGnGAGAmGACCGTAATGAAAGCCACATmCCTGAAnATGATGGTCTGCATOGTCTCATGTGAAAGGGGAATGTGGA^ 

TmGGTTnTAmGCTCAATmGTGTGTACTGATGTCATTCAGAAACCTGAAGTGTGGGTGCATGnGCTGCTAATGTGTO^^ 

GTGCCTACATTTAAAAATACTTCTCTCTCTTiTCTAAAAAG 

>fcrb1964.seq 

CTCAGTTTGGAGTTmGGmCTATTTGmGTGTAGAAAGAAAATAGTCTTAACTTCTAGTTTGAGATTATAGATAGCAGA 
TTCTGGTTnATACAAGTATAATGGGAAATACTGAAATACAGCAAGTTGACAATCCAnTTGGAACAGTTAGATACCn 
TTTTGAGAnCATCCACnCTATTnCCAmAAAGGGGACCTrGGTCCTATGACTTGAGAAAGGACAAGCCCCAAGGTCCCAGCTG^ 
A(?BrACCCCTAAGGTCATATATCTrrTGCTGnCTCTGTTGGATGAAGTAGC 

>f(3l965.seq 

C|#}ATGGAACGTGAnAATCGGACAGACTOCTGGTTTAAAAAGTATATTATCAAATGCGTGGCTCTGTGmAT^ 
TT&AAAAGCTATATGTACTmGTCCATCCACAGAAnGAATCACGGTAAGTTCCAAATGTAAAAACAATATAAGT^^ 

>Wl967.seq 

Af^CGGAGGTGCAGGTCCTGGTGCnGATGGTCGAGGCCATCTCGTGGGCCGCCTGGCGGCCATCGTGGCTAAACAGGTAGTGCTGG 
Al^CATCAACAmCTGGCAATnCTACAGAAACAAGnGAAGTACCTGGCmCCTCCGCAAGCGGATGAACACCAACCCnCCCG^ 

CATCTTCTGGCGGACCGTGCGAGGTATGCTGCCCCACAAAACCAAGCGAGGCGAGGCCGCTGTGGACCGTGTCAAGGTGmGACGGCATCCCACCGCCCTACGACA^ 
Gp^TGGTGGnCCTGCTGCCCTCAAGGTCGTGCGTCTGAAGCCTACAAGAAAGTTTGGCTATCTGGGGCGGCTGGCTCACGAGGm 

>lil1968.seq 

AlfMGACCAATAAGAGGCGTGGGnCTGCmATTACCmAAGGAAGAAGAACCAGTGAAGAAGATAATGGA^ 
GfgATGTCGAAGGAACAATATCAGCAAGAGCAACAGTGGGGATCTAGAGGAGGATnGGAGGAAGAGCTGGTGGAAGAGGTGGTGACC 
GpAGGTGGTCATCAAAATAGCTAC AAACCA TACTAAATTATTCCATTTGCAACnATCCCCAACAGGTGGTG^ 
Aip-GCTAATAGCAGTTCAAACTAAATTTmGTATCAAGTCCCTGAATGGAAGTATGACGTTGGGTO^ 

>f&'l969.seq 

CTTCACTGTGATCGACCAGAACCGTGATGGTATTATAGACAAGGAGGACCnCGGGACACCTTCGCAGCCATGGGCCGCCTCAATGTGAAGAATGAGGAGTTGGATGC 
GGAAGCCAGCGGTCGCATCAACnCACCGTCTrCCTGACCATGnCGGGGAGAAGCTCAAGGGTGGGGACCCTGAGGATGTGATCACCGGAGCCTTCAAGGTCTTGGACCCTGAGG 
GAAAGGGCACCATCAAGAAGAAGTTCCTGGAGGAGCTGCTGACCACGCAGTGTGACCGCTTCTCCCAGGAGGAGATGAAGAACATGTGGGCGGCCTTCCCCCCCGACGTGGGCGG 
CAACGTGGACTACAAAAACATCTGCTACGTCATCACGCACGGCGACGCCAAGGACCAGGAGTAGGGGCACCCGCGGGCGTCCGCTGGC 

>fcrb1970.seq 

CTCTGnGCTGAGGAGGAGCAAGTCTATAAGCAGCCCTGGAAGCAnCCATCnCCTTTGCnGTGACAACAGCCATAAAACTCTCAmTCCCTTGCACGGCTGCTATC^ 
ACCGCTCACCGAATTCTCTGCTCACAAACAGACTGACGGGGCCCAmGCAnCTGAAGTGCAGCTCCCCTGAGTCCCCTGTCCCTCCAGGGAGGTATOTTAGTCCCCTTGT^ 
GGGTGACTCTGAATGGGAGGCTGTnACGGGCTGGGTTCCTAATAGAAGGCnGGGTTCCGTCCTAATAATGTATCCCGTGGTGGGTTTTA 
GCGGTGTTGGGAGrrTATTGGG 

>fcrb1972.seq 

CATGTCATGAAGGCCATGCAGTCTCTCAAGTCCCGAGGCTACGTGAAGGAACAGTnGCCTGGAGACAnTCTACTGGTACCnACCAATGAGGGTATCCAGTATCTCC 
TTCATCTGCCCCCGGAGAnGTGCCTGCCACGCTACGCGGTAGCCGTCCAGAGACTGGCAGGCGTCGGCCTAAAGGTCTGGAGGGTGAGCGACCTGCGAGACTCACAAGAGGGGA 
AGCTGACAGAGATACCTACAGAGGGAGTGCTGTGCCAGCTGGTGCCGAGAAGAAAGCCGAGGCTGGGGCTGGGTCAGGAACGGAATTGGAGTTTAGAGGCGGATm 
AGGTGGTCAGCCACCTCAGTAAAATTGGGAGAGG 

>fcrb1973.seq 

CTGGAACCATGGAGGGTGTAGAAGAGAAGAAGAAGGAGGnCCTGCTGTGCCAGAAACCCTTAAGAAAAAGCGAAGGAAnTCGCAGAGCTGAAGATCAAGCGCCTG^^ 
TTGCCCAAAAGATGCTTCGAAAGGCAAGGAGGAAGCTTATCTATGAAAAAGCAAAGCACTATCACAAGGAATATAGGCAGATGTACAGAACTGAM^ 
AAAAGCTGGCAACTTCTATGTACGTGGAGAACCCAAAnGGCGnTGTCATGAGAATCAGAGGTATCAATGGAGTGAGCGGAAAGGTTCGAAAGGTGTTGGAGCTTCnC^ 
GAAATCTTCAATGGAACCTTTGTGAAGCTCAAGAAGGGnCGAnAACATGCTGAGGATTGT 

>fcrb1974.seq 

AGGAGGTTGATCAACATCACCCCAGGGCCTGTGAGGGTGTCAGGGGCTAGGGGAGGGATAGCATTAGGAGAAATACCTAATGTAGATGATGGAnGATG^^^ 
GGCACGTGTATACCTATGTAACAAACCAGCACATTCTGCACATGTACCCCAGAACnAAAATAAAAniAAAAAAAAGAAAGAGTAGAATGATG 
AAAATACGTACGACTAnATATATCAATTATGAATnAATGGATTAAAAATAAGCCTGCTGGATTGGAAATGTGAGnCATGT^^^ 
AAACTTTTGATCAGTCAGTAGAAnAAATAAATTTGGAAACCATATTGCCCAATAAGGG 
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>fcrb1976.seq 

ATTmMnTCTMGGnGGMTANMCnAnCTCAAMnCCmAGGGTTAnAMTATm 
TTCTGTAATCnCAATTiTTAATAAATGTGAGTTAGATNCT 

>fcrb1977.seq 

CAAGTCTGGGACACGGCTGGCCAAGAGCGGTTCAAGACAATAACTACTGCCTACTACCGTGGAGCCATGGGCATOTCCTAGTATACGACATCACGGATGAGAA^ 
TTCAGAACTGGATGAAAAGCATCAAGGAGAATGCCTCGGCTGGGGTGGAGCGCCTCnGCTGGGGAACAAATGTGACATGGAGGCCAAGAGGAAGGTGCAGAAGGA^ 
AAGnGGCTCGAGAGCATGGAATCCGATrmCGAAACTAGTGCTAAATCCAGTATGAATGTGGATGAGGCTTnAGnCCCTGGCCCGGGACAT^^ 
GATCAGGAAACGGCAACAAGCCTCCCAGTAGTGACCTGAAAACTTGTGACAAGAAGAACACCAACAAGTGCTCCCTGGGGTGAGGAG 

>fcrb1978.seq 

CTCTCCTGGTGAACAAGGTCCCTGTGGAGCCTCTGGTCCTGCTGGTCCCCGAGGTCCCCCTGGCTCTGCTGGTGCTCCTGGGAAAGATGGACTCAACGGTCTCCCTGGCGCCATTG 
GGCCCCCTGGTCCTCGCGGTCGCACTGGTGATGCTGGTCCTGTTGGTCCCCCCGGCGCTCCTGGACGTCCTGGTCCCCGTGGTCCTCCCAGCGGTGGTTTCGACTTCAGCTTCCTG 
CCCCAGCCACCTCAAGAGAAGGGTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTTCGTGACCGTGACCTCGAGGTGGACACCACCCTCAAGAGCCTGAGCCA 
GCAGATGGAGAACATCCGGAGCCCAGAGGGCAGCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTG 

>fcrb1979.seq 

ATTmnAATCTTCGCCnAATACTmnAnnGTmATTnGAATGATGAGCCTTCGTGCCCCCCCTTCCCCCmm 
CTGGGAGTGGGTGGAGGCAGCCAGGGCTTACGTGTACACTGACTTGAGACCAGnGAATAAAAGTGCAGAC 

>fcrb1980.seq 

CTCGTGCCGAATTCGGGCACGAGGCGTGAGCCACCnGCCCAGCCCACATCATACAGmGAAATGAAACTTTGCCACAACCAGCCTnGCTGTA 
TGTTTGAAATAAAGTTTTT 

>ferb1981.seq 

tIsagacgacgtgcagaaatggcacctcgaaaggggaaggaaaagaaggaagaacaggtcatcagcctcggacctcangtggctgaaggagaga^ 
cwgcatccncaatgacacttngtccatgtcagtgatcmgtggcaaggaaaccatctgccgtgtgactggtgggatgaaggt^ 
cts^tatgttggctgcccaggatgtggcccagaggtgcaaggagctgggtatcaccgccgtacacatcaaactccgggccacaggaggaaataggaccaagacccct^ 
gescagtcggccctcanagcccntggccggtggggtatgaagatcgggcggat 

>flSl982.seq 

CCACCCTAGCCTTGCTCTCAGCCACCTTGATAGTCACTGGGCTCCCTGTGACTTCTGACCCTGACACCCCTC^ 

Ti^TTCTGTACTGGCTGAGGACAGGGGAGGGAGTGAAGTTGGmGGGGTGGCCTGTGTTGCCACTCTCAGCACCCCACAmGCATC^^ 

AA^CCCCATCTGAT 

>fgb1984.seq 

Gl^CTGCAACATGGAGACTGGCGAGACTTGCGTCTACCCCAATCCAGCAAACGnCCCAAGAAGAACTGGTGGAGCAGCA^ 
A(^^^TCAATGGTGGGTTCGATn"CAGCTATGGAGATGACAATCTGGCTGCCAACACTGCCAACGTCCAGATGACCnCCTACGCCTC^ 
AfO^CTGCAAGAACAGCAnGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATC^ 
AfgTACAGTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAAGAC 

>^1985.seq 

GigEAGATnGCTATGCGAGGTACmCTGTGTAmTGmCAGAAGnCCAGGCATGGGAAGGTGGCTOGGCCTG 
Gl^TCAGGAGmGAGAGCAGGCTGGGCAACATGGGAAAACCGCGTCTGTACTAAAAATATAAAAATOGGGGGAGGTGGTGGTGGATGCCT^ 
A^CAGGAAAATCGCnGAATCCAGGAGGCAGAGAGTTGAGTGGGGCAAGACTGTGCCACTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTACCTCAAACA^^ 
CAAAAAAGAAGnCCATGTCATATAAAnATCAGnGlTTCACAGATGAGGAAACTGAAGCTTAAAGTGAnAAGnGGTTC 

>fcrb1986.seq 

GAAGGAGTGACnCCAAGGAAATGGCTAGCCAACTTGCCTTGATGCGCCTGCTGGCCAACTATGCCTCTCAGAAGATCAGCTACGACTGGAAGAACAGCAnGCATAGATGGAT 
AGACTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGnGAACnGTTGCTGAGGGCAACAGCAGGTTCACmCACTGnGTTGTAGATGGCTGCT^^ 
AATGAATGGGGAAAGACAATCATTGAATACAAAAGAAATAAGCCATCACGCCTGCGCnCGTTGATATTGCAGCmGGACATCGGTGGTGGTGACCAGGAAncm^ 
CCCAGTCTGmCAAATAAATGAACTCAATGTAAAnAAAAAAGAAAGAAATnGAAAAAACmCTGmGCGATnCTT 

>fcrb1988.seq 

CGGGAGCCGCGGCTTATGGTGCAGACATGGCCAAGTCCAAGAACCACACCACACACAACCAGTCCCGAAAATGGCACAGAAATGGTATCAAGAAACCCCGATCACAAAG 
CTGnTAAGGGGGTGGACCCCAAGnCCTGAGGAACATGCGGnTGCCAAGAAGCACAAGAAAAAGGGCCTAAAGAAGATGCAGGCCAACAATGCCAAGGGCATGAGTGC^ 
GAGGCTATCAAGGCCCTCGTAAAGCCCAAGGAGGTTAAGGCGAAGATCCCAAAGGGTGTCAGCCGCAAGGTGGATCGACnGCCTACAnGCCCACGCCAAGCTO 
TCGTGCCCGTATTGCCAAGGGGGTGAGGCTGTGGGGGCGAAAGGCCAAGGCCAAGGCCAAGGCGCAAGGGCAAGGATCAAACCAAG 

>fcrb1989.seq 

TCGCCCTGGACTCGCATCGCACTAnGTGAGCCTGCATCACCAGAGACCCGGGCAGAACCAGGCGTCCAGGACGCCGCTGACCACCCTCAACACGGATATCAGCATCGTGTCCTTG 

CAGGGnCTGAAnGCGTTCTGAGTTMTGTGAAATGAGAGGAAAGGACTGTGTGGCTGAATAAGGGGTGTTCATGAm 

GAATCTTnAAGTGCTGAACTTATTmCAACCAmCACAAGGAGGACAAGTTGAATGGACCTm 

>fcrb1990.seq 

CTCCGTCAnACCATAGGGGACTTGGTnTAGACTCTGATGAGGAAGAAAATGGCCAGGGGGAAGGAAAGGTGAGTGGGAAGGAGCAGAAAGCTGGGAAAGGGGATGGGTA 
AGACTGAGAAATCCACATGCnCAGAATTCAGAGGGTTCAGGGAATGGmCGGATAGTAGGCTCTCCCTGCTCCCTTCTCTACAGGAATCTCTGGAAAACTATCAGAAGACAAAGn 
GACACGTTGATACCCACTCTCTGTGAATAGCTACCCCCTTCTGGCCACGGTGCCATAGCTGmCnGCTGTGACTGTAGAGACAGTTCTAGACGmGTGATAGAAGTAAAA^ 
CTGTACTCTAGTCTCCTGCCTCCTCAGCTCTGCAAGTAGTTTTAGTAGGGAATTGGAAGTGGAAGTCCAGGCTTGG 

>fcrb1992.seq 

GAAAGGCTGGCCAGTCAGGCGGCCAGGACCATGTGGGAGGGTGGAnTGAAAACCTCnCATGCmCCGGAGGTCTAAAAGTCTTAGCTCAGAAAnCCCGGAAGGACTG^ 
GGTTCCCTGCCAGCATCTTGCCAGCAGGCCCnCCTCCTGGGTCTGCCCGGAAACGATCCAGCCCCAAAGGGCGACCCCTACCAGCTGAGAATAAA^ 
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nAMAMGATAGMTAnATCTGGMGAGGAGCMGGGCCTGCAGATCATCCTAGCCGACTGMCCMGCTAACTCCTCCGGM 
CAGAATCTGCCAGGTGGCGGCCCCGCCAGCCACTCAAACCCCCGCTCCCTCAGCAGTGGTCACCTGCAAGGCAAACCCTGGAAGTA 

>fcrb1993.seq 

TACnCTAGAGCGGCCGCGGGCCCATCGATmCCACCCGGGTGGGGTACGAGGTAAGTGTACCCAATTCGCCCm^^ 

>fcrb1995.seq 

GGATGAGGAAGGGGAAGAAGAAGGAGATGAGGAAAATGATGCAGACTATGACCCAAAGAAGGATCAAAAGCCAGGAGAGTGCAAGCAGGAGTGAAGCAG^ 

GGATAACCTGCACTGGTCTACCTTCTGCTTCCCTGGAAAGGATGAAmACATCAmGACAAGCCTATTnCAAGTTA 

AAATHCAAATAC 

>fcrb1996.seq 

GnTGAGGCTGCAGTGAGCTATGAGGGTGCCTCTGTGCTCCATCCTAGGCAACAGAGTGAGACGCTGnTAAAAAGGAAAAAATCCnCCCTAGAGCTAGTATCCTAM 

CTANCCGAGACCTCATTGGTTTCCnGTCCTTGGGGTGCTmCCTGAATCTTTGGGGGTGAAGGGAGTGlTGCTCCCAGTCGANAGGCCTGAnCTGTTC 

CACGACCAGGTTCTCAAGACAGGAGTCCCCTTGTTCCTCCCCAnAAAGGGGGmGTCATAAGNAAGAACANCCCCTCTCCGC^^^ 

CTGGTTCGCCCCACCTG 

>fcrb1998.seq 

TCACTnGTATAACTGGAAGCGTTCTGTGAAAnmGmTGAAAGCATTATCTGGTGATGGGCAACCCAGGGCAGCGAATCATT^^ 
MTCAATAAGGACmGAAAGTAAGTCCACTGGGnCAGGAAACTGAGTGTGGCCGCCCTGTGGGGTGGTGmGGTGAGTGCnGGCGGAGGTGAGTAGn^ 
GTAATGGCAGCGTCCGACTCACTGCTCCnGCGGGGTCATGGTCTCAAGGGGTCACTGCATGCACTGGGGATGTCAGCTCATTACAGAATGATATAnCGGGAAGTGTC^^ 
AGTGCCTTTGAGGGAATTTGGACTTCCGTTGCCAGACAGCCTTGGATTGTGTGTGTTAGA 

>fcrb1999.seq 

CAGAACATCACCTACCACTGCAAGAAGAGCATTGCATACATGGATGAGGAGAGTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATC^ 
Af^CAGGTTCACnACACTGTTCTTGTAGATGGCTGCTCTAAAAAGACAAATGAATGGGGAAAGACAATCAnGAATACAAA^ 
CAfipmGGACATGGGTGGTGCTGACCAGGAAnCmGTGGACATTGGCCCAGTCTGmCAAATAAATGAACTCAATCm^^ 
CGArrrCTTCTOTTCTmnAAGTGAAAGCTGAATCCnCCATnCTTCTGC 

>fefeOOO.seq 

CpTGACGACCATGACTCCGTGGATAAGATTGTCAnCAGAAATACCATACTGTGAATGGCCACAACTGTG 

A^AAAGAGGTCGAAGTGGTTGTGGAAACmGGTGGTGGTCGTGGAGGTGGnTCGGTGGGAATGACAACnCGGTCGTGGAGG^ 

CA^gDCGTGGTGGTGGTGGATATGGTGGGAGTGGGGATGGGTATAATGGATnGGTAATGATGGAAGCAATTnG 

>®001.seq 

A^GTGAGACCTGCGTGTACCCCACTCAGCCCAGTGTGGCCCAGAAGAACTGGTACATCAGCAAGAACCCCAAGGACAAGAGGCATGTCTGGTTCGGGGAGAGCAT^^ 
AnCCAGnCGAGTATGGCGGCCAGGGCTCCGACCCTGCCGATGTGGCCATCCAGCTGACCnCCTGCGCCTGATGTCCACCGAGGCCTCCCAGAACATCACCTACCACT^ 
C^epGTGGCCTACATGGACCAGCAGACTGGCAACCTCAAGAAGGCCCTGCTCCTCCAGGGCTCCAACGAGATCGAGATCCGCGCCGAGGGGAACAGCCGCTTCACCTACA 
CWCGATGGCTGCACGAGTCACACCGGAGCCTGGGGCAAGACAGTGATTGAATACAAAACCACGAAGACCTCCCGCCTGCGCAT 

>fe^2002.seq 

C(^GCGAAGAAGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCnTAAAGGCCAAGAAGGCAGTGnGAAAGGTGTCC^ 

C£€ACCCACCTTCCGGCGGCCGAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCCCAGGAGAAACAAGCTTGACCACT^^^ 

T^CACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACTTGTGTTCAnGTGGATGnAAA^ 

G||pCCAAGG 

>fcrb2003.seq 

AmATCCTGGGCTnATGTACCTCTGGmGAGGGACTCnGAACTTCATTnAAGAAACATGGCCCAATGAGTACACAGTCAAGTCTTCATG 

GGACTGCnGnCTnGTATAnTGTGnATCAAATAACTATGTGAnATAATCTGGGTTCTGATATACCATAAGTGCAGAAGAGAATCA^ 

AATTTCCCGTTGTATATTAATAAAATTTGTATCGTTTCA 

>fcrb2004.seq 

CGGTCTCAGAACTGnTGmCAATTGGCCATTTAAGmAGTAGTAAAAGAGTGGTTAATGATAACAATGCAT^ 
GGTnTCTTTmGCGTGTGGCAGTmAAGTTAnAGmnAAAATCAGTACTTm 

>fcrb2005.seq 

CTCATTGAAAGTGGGAGGGGCAnTTCAAATTCTGCCTACCACAGGCAATAACTGCCCATCTCAGCTGTAGGTGGAATTmA^ 

TCTCCATGGAAAAGGACAGCCCTCTGCTGCAGCGTTCAACTTGTGTGTnACTGACAGAGTGAACTACAGAAATAGCTTTTCTTCCTAAAGGGGAnGn^^^ 

TTAATAAAATTGAAnATGnGTGTAnGTGGnCTTAATAGGAAATGCA™nGGACTGTTmGTAACATCCTGTmnG 

nGTACATAnAGCAATGTCTAAT 

>fcrb2007.seq 

GACACACATGCnCCCmCCTGAGTCCCATCCCTGGGTGATTTTGGGGGTGAAGAGTGGGTTGTGAGGTGGGCCCCATGnAACCCCTCCACTGm^ 
CAAACACCT6 

>fcrb2008.seq 

TCNAAAAGGGGGACACTAGTGGATCCANNTACNTCNGNACGGAGAnATGGTAAATCTACTCTGCCTCTGCTCTATAAATGGAACACTGCAANNCTGG^ 
AGCGNGGmCCTGAATATmAAGCCCACTGnGAGACCTGCTCAGAAAAAAGGAnCCTTnAAAACATT 

>fcrb2011.seq 

CCGCTCCGGCTGCACCGGGCTCGCTCCGAGmCAGGGTCGTGNTAACCTAGCGGCGTCGTCGTCTCCCTTCAGTCGCCATCATGAmTCTACCGG 
GATGTTCTCCGACATCTACAAGATCCGGGAGATGGCGGACGGGnGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAAGGTAACAnGATGACTCGCTC^ 
ATGGCTGCGCTGAAGGGCCCGAGGGGGAAGGTACGGAAAGCAGAGTAATCACTGGTGTCGATATTGTCATGAACCATCACCTGCAGGAA^^ 
AGTACATCAAAGATOCATGAAATCAATCAAAGGGAAACnGAAGAACAGAGACCANAAAGAGTAAAACCTTnAT^^ 
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>fcrb2012.seq 

GAMGGGAGCGAGGACAGCGCTGGnCCCGGCTCCCCGCACCATCATGGCnTGCCTCTGAGGCCCCTGACCCGGGGCTTGGCCAGCGCTGCCAMGGAGGCCACG 
GGAGCTCGTACCTGGCGTCTGCTGACCnCGTGCTGGCGCTGCCCAGCGTGGCCCTCTGCACCnCAAGTCCTATCTCCACTCGGGCCACCGCCCGCGCCCCGAGnCCGTCCCTA 
CCAACACCTCCGCATCCGCACCAAGCCCTACCCGTGGGGGGACGGCAACCACACTCTGTTCCACAATAGCCACGTGAACCCTCTGCCCAC^ 
GACGCCGGGGGACACAATAAAGGTGTGAAGCnCG 

>fcrb2013.seq 

GGGAGGAGCATAAGAAGAAGCACCGAGATGCnCAGTCAACTTCTCAGAGTmCTAAGAAGTGCTCAGAGAGGTGGAAGACCATGTCTGCTAAAGAGAA^ 
GGGAAAAGGGGACAAGGCCCGTOTGAAAGAGAAATGAAAACGTATATCCGTGCCAAAGGGGAGACAAAAAAGAAGnCAAGGATCCGAATGCACCCAAGAGGCCTCCn 
CnCCTCTTCTGCTCTGAGTATCGCCCAAAAATCAAAGGAGAACATCCTGGCCTGTCCATTGGTGATGTTGCGAAGAAACTGGGAGAGATGTGGAATA^^ 
CAGCCTTATGAAAAGAAGGGTGCGAAGCTGAAGGAAAAATAGGAAAAGGATATTGCTGCATATCGAGCTAAAGGAAAGCCTGATGCA 

>fcrb2015.seq 

TGCGTnGCATTmATAATCAAAAGCTTAATATATTCGCATCTTTTnAGTTAACCCmcn^^^ 
AATGNGATTTAACGTAAGCAGTG 

>fcrb2016.seq 

CCAACATGGGCCGCGnCGCACCAAAACCGTGAAGAAGGCGGCCCGGGTCATCATAGAAAAGTACTACACGCGCCTGGGCAACGACTTCCACACGAACAAGCGCGTGTGCGAGG^ 
ATCGCCAnATCCCCAGCAAAAAGCTCCGCAACAAGATAGCAGGmTGTCACGCATCTGATGAAGCGAATTCAGAGAGGCCCAGTAAGAGGTATCTCCATCAAGCTGCAG 
GAGAGAGAAAGGAGAGACAATTATGnCCTGAGGTCTCAGCCnGGATCAGGAGAnAnGAAGTAGATCCTGACACTAAGGAAATGCTGAAGCTnTGGACnCGGCAG^ 
ACCTTCAGGTCACTCAGCCTACAGTTGGGATGAAn 

>fcrb2017.seq 

CGCnGCCAAGATGGTTGAATCCCAAGATGTAAAAATCTGATGGTTAAACCATCGGAGGAGAAACTCTAGACTGCAAGAACTG^ 

AiS^GATGnAACTTGGnCTGAGACTCmCTTCACTACGTGTTCACAGGCTGCTAATAnAAACCmCAGTACTC™ 

AWGGACAGCmATmAAATGTGGTTmGATGCCTTTTTnAAGNG^^ 

nssa? 

>Sl2018.seq 

AftAGGACAGTCATGTCTGCTTACAGGTG™mGTCTGTrAAAACNAGTCTGCAGATGmCTTGAATGCTTTGTC^ 

GjgGTGGTGTATCnGmCTAATAAGATAAACTTTmGTCmGCTTr^^^ 

AMfeAGAG 

>|3^2020.seq 

Ag^AAACGCTGACmCTTmAAGTGTGGCACATAAGGATCTGCAGAATmCCGTAGACAAAGAA^ 
Tl^TACTGTGACCACAAATATOTGCAATGCACCAmGTTTTnAmCATTAAAGGAA 

?> 

>forfe2021seq 

cMATTTGAGAAGCCCCCCGGCCTCTCCTGGGCGGGCTGTAAGTCTCCAGGCmGCATCCGTGTGCCTGTGTCTCAGGCAGAAGGCCC 

C^GTAAGCAGGCAGCAGGGACTCAGGGGACATTGAGGCAGGCAGAAGAGGAGAAGCGGCGAGACCGCAGGGAATGCTGGGAGCCGCCCAAAAGGACTCTATGATCCAAAAAGCA 

CiC^AGAGGTGmGGGnCGGCTGTAAAGCCCCAACCGTTGGAACAGGGTGCCTGTGTCTCTCGCGGAGGGCCCCCACAGGCAAAACGGGCCCGCAGGGTGGCGT^ 

C|^TGACTCAGGGTGACAnGTCGCAGGCAGAAAGGAGAAGTGGCAGG 

>@2023.seq 

G»CATTAAAAGTTATAGTATGTACAnGCAGTCTGTTCTTAGAGAAGAGGAGGTGGCCTGTCGATATCTAATGAAAAATAACAm^ 
(^^GAGTTATAATmGAAACACATAAGGAGCCAGCAGTAAAATGAAAGTTTATACGTTTTAGTGTTAATCTOTm 
TATATAnAAGTmCATTTmCnGrnGGAAAAAAATACTAATCmrrCAmAGGnTCmmA^ 
CGGATTGAGTTTGGAGCTTACTCAGAGGACTACAGGAGAGTATCCAGGAAGTAGCAAGAAATG 

>fcrb2024.seq 

GTAAGATCAGAATAATAATAmGGnTGTCTATCGTACAAGATTCCTGTATCGnTGAATAnGCTmAAAGAAATATTO 

AATCGGAATCCAAAATCAAAGTAnAAAAAATAATGCTGAGTGmAGGATTCACATACCTCTGAGCTCTGGTGGCTnTGCCAGTCCTGTCCCTCTGCTGA 

AGCAGTCCTGCCGGTGTGmCTGTGCACCTGGGGATGAAGTGTGCTCCTCCCCCAGCGGTTAGCCTCAATGCmNGCTCCCTCTGTTTTATTATTTGAAAnAGCC 

GCAGGGGGCACTGGTGATCATCACTGGACTGGTGGGTCGTACTGTTTGACAGA 

>fcrb2025.seq 

TACnCTAGAGGGGCCGCGGGCCCATCGAnTTCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAATTCGCCCTATAGTGAGTCGTAnACAATTCACTGGCCGTCA 
>fcrb2028.seq 

CGGAAACTGCCCTCCTTACCTGGCGACCCCCCCGGGCATCAGTCACCGGTTACCTGCTGGTCTATGAATCAGTGGATGGCACAGTCAAGGAAGTCAnGTGGGTCCAGATACCACCT 
CCTACAGCCTGGCAGACCTGAGCCCATCCACCCACTACACAGCCAAGATCCAGGCACTCAATGG6CCCCTGAGGAGCAATATGATCCAGAGCATCTTCACCACAATTGGACTCCTGT 
ACCCCnCCCCAAGGACTGCTCCCAAGCAATGCTGAATGGAGACACGACCTCTGGCCTCTACACCAnTATCTGAATGGTGATAAGGCTCAGGCGCTGGAAGTCnCTGTGACA 
CTCTGATGGGGGTGGATGGATTGTGTTCCTGAGACGCAAAAACGGAGGCGAGAAGnCTACGAAAAGTGGAAGGCATATGCTGCTGG 

>fcrb2029.seq 

AAATGATCTATCCCCTCCAGTGTCTmAACnAATGnGAAGAGmCAnGGGCCTGGAGGAAACATGCCTGGGTACTTGAGACCAGAAACTGGACAGGGGAT^ 
ACGACnTTGGAGnCAACCAAGGAAAGTTGCCTmGCTGCTGCCCAGATTGGAAATTCTmAGAAATGAGATCTCCCGTCGATCTGGACTC^ 
CAGAAATTGAGCACmGTAGATCGCAGTGAGAAAGACCACCCCAAGnCCAGAATGTGGCAGACCnCACCTnATnGTATTCAGCAAAAGCCCAGGTCAGCG 
GAAAATGCGCCTGGGAGATGCTGnGAACAGGGTGTGATTAATAAGAGAGTATTAGGCTATTTCATTGGCCGCATCTAC 

>fcrb2030.seq 

GGGGCCTTCGTGTCCGAGGCCAGCACACCAAGACCACTGGCCGCCGTGGCCGCACCGTGGGTGTGTCCAAGAAGAAATAAGTCTGTAGGGCnGTCTGnM 
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>fcrb2031.seq 

GGAGCTCCAMCCTGTAGAGGACCCAGGAGGGCTTCGGCAGATTCCACCTATMnCTGTCnGCTGGTGTGGATAGAMCCAGGCAGG 
CTGGAAGnCTGTnGGAGCCCATnCTGTGAGACCCTGTAmCAAAmGCAGCTGAAAGGTGCTTGTACCTCTGAmCACCCCAG 
ATGTGTACATCTGTGTCCATGTGTGACCATGTGTCTGTGAGGCAGGGAACATGTAnCTCTGCATGCATGTATGTAGGTGCCTGGGGAGTGTGTGTGGGTCCTO 
CCCCCnGCAGG 

>fcrb2032.seq 

GGCAGCCATCTCCTTCTCGGCATCATGGCCGCCCTCAGACCCCTTGTGAAGCCCAAGATCGTCAAAAAGAGAACCAAGAAGTTCATCCGGCACCAGTCA^ 
AGCGTAACTGGCGGAAACCCAGAGGCATTGACAACAGGGTTCGTAGAAGATTCAAGGGCCAGATCTTGATGCCCAACAnGGmTGGAAGCAACAAAA 
CCAGTGGCTTCCGGAAGnCCTGGTCCACAACGTCAAGGAGCTGGAAGTGCTGCTGATGTGCAACAAATCnACTGTGCCGAGATCGCTCACAATGirrC 
CATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGTGAGGAACCCCAATGCCAGGCTGCGCAGTGAAGAAAATGAGTAGGCAG 

>fcrb2033.seq 

TGCnGCCCAGGGTCCTGTnCCCTGCTAACTCCAGAGAAGCATCCCAGGGCmGTGACAGTCTCTAAnCCCnGCCTTCTCGTTAAGAATC^^ 

AGAGTATTCATTGGGnACTCCTATTATOTCAAGTAGCTGGAATTGTGAAGGTCGGAGTAGTTAGATGTTTAGGTmAnCC™ 

ATCATGnGCTGGCTmATAAACTCTAAGCGAAGGAGGAGCACTGCCTCAGCCTTTGCACATGGTAATGAAGCACTGTT^ 

>fcrb2034.seq 

ATTAmGmCTTCAGACAAGGAAATGATTTGGTCAGAGnCNTNTAAGCTGTCTGTTCCCTGGAGATGGGAATAGAGGATGATGACAGm 

TTGTATCACCmGCTATCTTGGGGAAAGTGCAAAGGACAAACATCTCAATTGTATGAAGGGAGAAAGGAGAATTGAAAGAAGAACTGG 

ACCCCTGCCCAAmATATAGCTCmGTGGAGATAATTAGGGGTGGGAGCAGmGAAGGAGTAAGCCTGGTTnATACT^ 

>fcrb2036.seq 

gtgaaaccccgtctctaccacaaaatacaaaaa™gccaggcatggtgntgcacaccctgtaatcgcagctactcaggaggctgagacaggagaatcg 
aggttgcagcgagccaagatggtgccagtgcactcgaggctggatgagagagcaagaccctatctga 

>fc^037.seq 

CG^AACATCCTCCTGGACTGAGTCATGGCnGTGGTCTGGTCNCCANCAACCTGAATGTCAAACCTGGAGAGTGCCnCGAGTGCGAG 
C@CTGAACCTGGGGAAAGACAGCAACAACCTGTGCCTGCACTTCAACCCTCGCnCAACGCCCACGGCGACGCCAACACCATCGTGTGCAACAGCAAGGA 
G(^CCGAGCAGCGGGAGGCTGTCmCCCTTCCAGCCTGGAAGTGTTGCAGAGGTGTGCATCACCTTCGACCAGGCCAACCTGACCGTCAAGC 
Gt^CCCAACCGCCTCAACCTGGAGGGCATCAACTACATGGCAGCTGACGGTGAGnCAAGATCAAATGTGTGGCCmGACTGAAATCAG 

>fc!t|038.seq 

G|#CTGTAGGGGCCGCCTGGGTAGCGGGAGGTGGnCATGAGTACCAGGAAAGCTGGCGCTGGGGCAGACCTGGGCAGGGCAGAGCACAGCTTGCAGGAGCTAGTACACAGTGT 

TSSBAATTGAATnGGGmTGACCmGAAGCTGTGCATAAAGTCTAAAACAAGAAGAGGAGTGGAGGCTGGGGTTGTA^ 

AQmCAGACCAGCGTGGTTAACACAGCGAGACC 

>fQi&2039.seq 

G/iSj^TnGAAAAAACTnCTCmGCCAmCTTCncnCTTTm 

TmJNCAGAGCATTGTGCAANACAGTnCAnAACTCCnCCCCCGCTCCCCCAAAAAmGAAnnTTT^ 
CQI^ATAAAAAnGAAAAATAAAAACCATAAACAmGCACCACTTGNGGCmTGAATATCTTCCACAGAGGGAAGm^ 

tt^bSccatgagngtgatccacattgitaggngctgacctanacagagatgaac 

m 

>fdS2040.seq 

AAf^GCAACCCCCCGGAGTATGAGTTCCTCTGGGGCCTCCGTTCCTACCATGAGACTAGCAAGATGAAAGTGCTGAGATTCAnGCAGAGGT^ 
AdlfeCACAGTOATGGAGGCTGCAGATGAGGCCnGGATGCTCTGGATGCTGCTGCAGCTGAGGCCGAAGCCCGGGCTGAAGCAAGAACCCGCATGGGAAn^ 
GTCTGGGCCCTGGAGCTGGGATGACATTGAGnTGAGCTGCTGACCTGGGATGAGGAAGGAGAnTTGGAGATCCGTGGTCCAGAAnCCATKACCTTCTC 
GAATGCCCGCTCCAGArrCCCTCAGACCmGCCGGTCCCATTAnGGTCCTGGTGGTACAGCCAGTGCCAACnCGCTGCCAACrrrG 

>fcrb2041.seq 

GCCGCTTTAAGTGGGTCATCATCGGCTTGCTGTTCCTGCmTCCTGCTGCTCTTCGTGGCCGTGCTCCTCTACTCTTTGCCGAACTATTTGT^ 

TAACAAAGGCAAAGGGTTCAmCAAGAGTCATCCAGCAATGAGAGAATCCTGCCTCTGTAGACCAACATCCAGTGTGAirnGTGTCTGAGACCACACCCCAGTAGCAGG^^^ 

ATGTCACCGAGC CCCAn GAnCGCAGAGGGTCmGTGGTGGAAAGTCAGGGCAAGAAGCAACGTnGCATGATGnATGTCTTAAGTATTAAAAGTm 

TGmnCAAAATATTmCAAGGTGGCTGGnCCAnTAAAAATCATCTTTnATATC^^ 

>fcrb2042.seq 

TACnCTAGAGCGGCCGCGGGCCCATCGATTnCGACCCGGGTGGGGTACGAGGTAAGTGTACGCAAnCGGCCTATAGTGAGTCGTATOGAATTCA^ 
>fcrb2043.seq 

CAGGTACGAAACCATCAATGGACAACTTGAAAATGGATGTTCCTCAGGCCTATGCAGTTCCCAGAGACTCTTGAGACCGGTCTCTGCTGAGGCTCCCAGCCTCAGmCCCC^^^ 

AGCACGGGCCCCACTGTGCTGCTCTTGAGGTGCCCACAGCGCTGCCnTGGTTGCTGGACATTTGGTAnGTGCCCTGCACTGTGGTAGTATGAGAGTAGGGCAGGCTGTGGATTAAA 

GCTTTTAGC 

>fcrb2044.seq 

GCAACCTGAATCTCMACCTGGAGAGTGCCTTCGAGTGCGAGGCGAGGTGGCTCCTGACGCTAAGAGCTTCGTGCTGAACCTGGGCAAAGACAGCAACAACCTGTGCCTGCAC^^^^ 
ACCCTCGCTTCAACGCCCACGGCGACGCCAACACCATCGTGTGCAACAGCAAGGACGGCGGGGCCTGGGGGACCGAGCAGCGGGAGGCTGTGTTTCCCTTCCAGCCTGGAAGTGT 
TGCAGAGGTGTGCATCACCTTCGAGCAGGCGAACCTGACCGTCAAGCTGCCAGATGGATACGAATTCAAGTTGCCCAACCGCCTCAACCTGGAGGCCATGAACTACATGGCAGCT^^ 
CGGTGACTTCAAGATCAAATGTGTGGCCmGACTGAAATGAGCCAGCCCATGGCCCGCAATAAAGGCAGGTGCGTCTGGTCCCTGTG 

>fcrb2045.seq 

TCACAAAmTACCAAAAATCAAAGCTAnCCTCAGCTCCAGGGCTAGCTGCGATCTGTGmGCTCTGACGAATGGAAmATCCTCAGAA^ 
AnAAATAGCTGACTAC 
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>fcrb2046.seq 

AMAGAGCCCGCATCGCCMGTCNATCCTGAGCCAAMGMCAMGCTGGAGGCATCACACTACCTGACTTCAMCTATACTACMGGCTACAGTTACCMMCA^ 
ACTAAAACAGAGATATAGATCAATGGAACAGAACAGAGCCCTCAGAAATAACACTGCATATCTACAACTGTGTGATCTTTGACAAACCT^ 
CTAmAATAAATGGTGCTGGGAAAAGTGGGTAGGGGTATGTAGAAAACAGAGCGTTTCnTCTAGCmTATCTGGGGATAnCTGTm 
TCCCTTCACAGATTCTACAAAAATAATGCTCCAAAACTGCTGAATCAAAGGGAAGATnAGCTTTATGAGATGAAT^ 

>fcrb2049.seq 

AAACATCAATCmAAACCAATTGCTGCTACmTATAATTGCCAAAAAGTGAAATAATGTGTAGnCATGTAAATAATACAmT^ 
TTGTAAAATGAGAATCATGTGTGTTAACCCAGTGCTTTCCAnCGTGAAAACACAmGCnmGTGATATGCACAATGTAGATAAGTGTTCTG 
ATAAAGAATTGTGGrrTATATATTTAAAAGTGTCAAGCTGAGTAnAAAATGTATGCATGnGTCTAAGAAATTGAATACmG^^^ 
TACTTCnGTGTGTATGCACATGAACnAGATmACATGAAGTATTTTnCAGTAnATATGTACC 

>fcrb2051.seq 

AGAATACTOTCTGTGGCGCACATCACTATATTTGGCTGCCTCTGCCAGTGCTGAATTCmGCTGACATTGCGCTGGCTCCTATGGAAGCTGCTAAGGnCGAAnCA^ 
GGTTATGGCAACACmGAGGGATGGAGCTCCCAAAATGTATAAGGAAGAAGGCGTAAAAGCAnCTACAAGGGGGTTGCTCCTCTCTGGATGAGACAGATACCATACA 
AGTTCGCCTGCTnGAACGTACTGTTGAAGCACTGTACAAGnTGTGGnCCTAAGCCCCGCAGTGAATGnCAAAGCCAGAGCAGCTGGTTGTA^ 
GGAGTCTTnGTGCAAnGmCTCACCCTGCTGATTCTGTGGTATCTGTGTTGAATAAAGA^ 

>fcrb2054.seq 

AGAGTCGCnCTAAGATGCTCCGAGGGAAGCCGGCAGTGGCCGCCCTGGGTGACCTGAGTGACCTGCCCACGTATGAGCACATCCAGACCGGCCTGTCGAGTAAGGACGGGCGCC 
TGCCCAGGACGTAGCGGCTCnCCGGTAGAACCGCTGCCCGGCCTGACAGACCCAGGGAGCTGCAGCTGGAGCCCGTTCCCGTGGGTGTTAGmGGACACGAATTTAGTCTAAAA 
AGCTGTCTGGTTGTATAAACGGTGCAAACAATGTCGCCACAGCACCCACGCGGTnGCAnCTnTGGAACTCAATGTGCCGATCAGTGGAGTCAGTATCGAGCCTG^ 
CCAGGAAGCAGGTGAAGTGCCCAGCGCTGGAGTGCAGCGTGGCACGAGGAGGGCGGTCGGTGCnCCCTCCTCGGGCTGTGGGCACATGGGGCCCCGCAGGnCCTT^ 

>fcrb2055.seq 

llQMGAnCAGTAAGATGGCAAAACCAAATCCAAGGAAAATAAGAATCACAATAA^ 

dF^AATAACACAATACAAGAAnTCACAATGTAATCACAAGTAnAACAGCAGAATAAACCAAACTGAGGAAAGAATC^^ 
^Iq^|}2057 seq 

mGGCCCTGCGCAGGGCCAAGnCAAGTnCCTGGCCGCCAGAAGATCCACATCTCAAAGAAGTGGGGCTTCACCAAGnCAATGC 

G^GCTCATCCCAGATGGCTGTGGGGTCAAGTACATCCCCAATCGTGGCCCTCTGGACAAGTGGCGGGCCCTGCACTCATGAGGGCnCCAATGTC 

deAATAAAnCTACnCCTGT 

>lrc&2058.seq 

dMAGCTGGAGCTCGCGNTTCTCCAAGANGNACTAGTGGATCCAAANmNCGGCACGAGGGAAGAnTATAGGTAGAGGCGAGA^^ 

AAGATAGAATGmGnCAACmAAATnGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGnAGTCCAAAGA 

/^GTAAAAAAmAACACCCATAGTAGGCGTAAAAGGAGGCACGAATTAAGAAAGCGnCAAGCTCAACACCCACTACCTAAAAAATO 

Tj5GACCAATCTATCACCCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACAnCTCCTCCGCATAAGCCTGCGTCA^^^ 

GMCAATGAACCAACAAGTCATT 

>S)2059.seq 

QSfTACTGCACAGGTGCATCACTTCATGGAGnATGTTGGGATAAATGTGTGGAGAAGCCAGGGAATGGGGTAGACTGTCGCAGTGAAAAnGTCTGTGGAG 

4SGACACCACTCTTGCCATCACCAGTCGGmGCCCAGAnGTACAGAAAGGAGGGCAGTAGGCCATCCGCCAGGAGAATGACAGAAGCAAAGGACnGnACTM 

GfJCAGTGGGGGAAGGCTATCAACGCAnGTGAGATGAGCATGAGGGTGTTATCAAGTGTGTTGGTGGTAAAAAGTAAAAGATGAAATGTTG 

>fcrb2060.seq 

AnTTCGGTGmAAAAAATGAGGCGAGTTGCTCAAGTGmGGTTGAAAAGCnGCTCATTTmAATGCGAAGGGTAAGTGTGACC^^ 
GGGCCAAGGAAAGAAAGACATmnAGGGGGCAGCGAGTCGAAATGCCAAAAGAAGACGAGnCnGCCCTGATTGTATGAAATnGAGA^ 

>fcrb2061.seq 

GGGCACTGCGCAGACCAGACnGGCTCGTACTGGTGCGCCTGGGTTCGCTTTTCCTCCGCAACGATGTCTGAGAAAGCGGATATGGCTGAGATCGAGAAATTCGATAAGTCNAAACTG 
AAGAAGACAGAGACGCAAGAGAAAAATGCAGTGCCmCAAAGAAAGGATTGAACAGGAGAAGCAAGCAGGCGAATGGTAATGAGGCGTGCGCCGCCAATATGCACTGTACAnCC 
GAAGCAnGCCTTCTTAirmGnCmTAGGTGmAAGmGTAAGATGCAAAGAGGTTGGATCAAGmAAATGAGTGTGGTG^ 
GCCGGGCCTGCGTnCCCATGTGTCTATGTATGTGGCTGGGAGGGAAGGAAAGAAGnGCATGTTGGTGAAGGAAGAAGTGGGG 

>fcrb2063.seq 

CTGGGACCTAGGTCGCGGCGACATGGCCAAACGTACGAAGAAAGTCGGGATCGTGGGTAAATACGGGACGGGGTATGGGGGGTCCCTCCGGAAAATGGTGAAGAA^ 

GGGAGCAGGCCAAGTACACTTGCTCmCTGTGGCAAAAGCAAGATGAAGAGACGAGGTGTGGGGATCTGGCAGTGTGGnGGTGCATGAAGACAGTGGCTGGCGGTGCGTGGAGG 

TACAATACCACTTCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGACGCTCCTCTACTCm^ 

TTATGTAAG 

>fcrb2064.seq 

GAAAGCTGGAGCTCGGGTTCTCGCANGANGACACTAGTGGATCCAAANNTTCGCGGACGAGCGGGGGTTGGGGTGGTGGGGGCCCGGGGGGCGTTGACCATGACTCNGCACGGGG 

CGGCGCTGCAGAAGTACAACAAGGAGCTGGTCAAGTGCATAGAGGAGCTGTGCCAGAAGCGGGAGGAGGTGTGCCGGCAGATCCAGGAGGAGGAGGACGAGAAGCAGCGGCTGC 

AGAATGAGGTGAGGCAGCTGACAGAGAAGGTGGCGGGCGTGAACGAGAACGTGGCACGCAAGATTGCGTCTGGCAACGAGTTCGACGGGACCATCGCGGAGACGGAGGCCGCCTA 

GCTCAAGATCCTGGAGAGCTCCCAGAGnTGGTGAGGGTTGTCAAGAGGGAAGCTGGGAACCTGAGCAAGGCTAGAGCGCCAGACGAGAAAAGTAGGGGCGGGAGGGAGAGCT 

CAGACCACGGGCAGGGCCTGCCTCCGTGTGCCCCTCAG 

>fcrb2066.seq 

TGGAGCTCGCGTTCTCNAAGAGGNGACTAGTGGATCCAAATTnCCCGAANGAGGGGGACATGGGCACCTCGGGAGGCCCGGGCCCTGCC 

AGGACCAATGACTGAGGTCTATGCCAGTTCCTGATCCCATCTCACTCTCTGGACCTACGAGGTGACTGCTGCTGGGTGACTCCCCTGAGGCGGCTATACCCn^ 

ACTTCCnCCCTGCCTCCCAGCTCAGTATTTAAACATCATCTCCCTTCTCTTTCTCGCATAACTCCCCACCCCmCTCCCCGATCCACCCAG 
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>fcrb2067.seq 

gctgtatagcctgtgactctccgtgtgtcagctccttccacacctgattagmcattcatmgccaca™ 

tgaaccaaatgtgaaaaaacctccttcatcccattgtgtatctgatacctgccgagggccaagggtgtgtgngacaacgccgctcccagc^^ 

acaagagccgcncgggatggctcttcccaagggaggaggagctcaagtgtcgggaactgtctaacttcaggtcgtgtgag 

>fcrb2068.seq 

ATAAAAATAGGGCTGAnATATTTnAGGAACCATCCTAGAGAGGAGAGGATGGGGAGAGGCAGCTGCATCCTCCTCmACTAAAGCAATATAGOT 
AACACTAACGTOCAACACAAAGGGGAAAAATCTTGAmATGTATCAAAACCnGGATAATTCACTAmGAGCCCTCTCTTGTCAGATG^ 
CAAAATCnGCCnTTGGGCTGATGAAATGAGAATTGTGTCnTTGCTTCTCTGGAmGACTGACGTGGCCAAAGAAATGAA 
CTGTCnCAAGGTGAAAGCTGTGGCTTCAGAGCGGCTTCCCAAAGTGCTGTCTGCCTGCTGCATTCTGGGCTTTGCAG 

>fcrb2069.seq 

CAGAAAGCTATTTCTGACTGCATGTTGAGGAACCCAATAAACTCAAGGAGGGAGGAAAAAAAGAGATATCCAATGATCTCAGTAAGCCGGCCAGGAAATA^^ 
GGGCATCAGCATATCACAGGGAGCATTTCCAAGATGCACATCTAGCTCTTACCCCTGACATCCTACATAGAAAnCCTTGGGTTGAAGATCATGCACCCAAGnnA^ 
GnAATTCnnTCAGGCCGTTCATTAACnCTGCTCTAAGGAGCTGTCCCCTAAAACACTGTCTAAAACAACAGGTATGTCTCTmGTC^^ 
GGATGCACAGGnGTCAAGmTTATTTTGTGAGTGTATCATCTGTGCCTGTACCTGGGATTCCATCCTGAGCCAGGGAAG 

>fcrb2070.seq 

CCTTGCTGAAGGGTCAGGAATGATTAAAGCCACnnGGGTGAGTTAAATGAAGCACTGAGTAGTGAAAGGATGTGCCCAAATAnCATGGAGGCAGGGTCAAAA^ 
AnGACCAGTGTAGACACAGCCCAGTGGATGCACCTGCCTATGTACCmGGCCAACCAACCTCAAAGGAnTCnAGATAAATAATCAGTAAATGTCTACTATTGnA 
TTGTCGACACATATGACAACGGCAATGCAATGmTCAATAACGAGGGTGmCTGCTGnAATAAGnGGAGGAATTGAGTCmAGnCmM 
TTGTTGTGAATCTAATATAGTmAGAGTATTGCrrTGAGTGAATCTGTGAATAGATGnnGnGAATGCTCAGCTAAG 

>fcrb2071.seq 

AAGAATTGGCATAAATCTAAGAAGAAGGCCmACCAAGTACTGCAAGAAATGGCAGGATGAGGATGGCAAGAAGCAGCTGGAGAAGGACnCAGCAGCATGM 
GF^TCCGTGTCAnGCCCACACCCAGATGCGCCTGCnCCTGTGCGCCAGAAGAAGGCCCACCTGATGGAGATCCAGGTGAACGGAGGCACTGTGGCCGAGAAGCTGGACTGGG^ 
CteCGAGAGGGTTGAGCAGCAGGTACCTGTGAACCAAGTGmGGGCAGGATGAGATGATCGACGTCATCGGGGTGACCAAGGGCAAAGGCTAGAAAGGGGTCACCAGTCG^^ 
A|CCAAGAAGCTGGGCCGGAAGAGGGACCGAGGCGTGCGCAAGGTGGCCTGTAnGGGGCATGGCATGCTGCTGGTGTAGGGnCTCTGT6GCACGCGCTG 

>S2072.seq 

G^&CGGCGACATGGCCAAACNTACGNAGAAAGTCGGGATGGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGAAAAT^ 

AMirACACTTGCTCnTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCTGGC 

T6&CTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGACGCTCCTCTACTCmGAGACAT^^ 

m 

>fM2075.seq 

Gt^GACTAGTGGATCCAANTTnCCCCAAANGAGCCACATTGTTGGAGAGACAGCTGCCTnCTATGCCCCAGGCTGNnGCTN 
GGGTTCnGGCCTCAGTGATTCCAGTGGAGAGGCGTCCAGGAGCTCCAAACCTGTAGAGGACCCAGGAGGGGTTCGGCAGAnCCAGCTATAATTCTGTC^ 
AMGAGGCAGGACAGTAGATCCCTATGGTTGGATCTCAGCTGGAAGTTCTGTnGGAGCCCAmCTGTGAGACCCTGTAm^ 
T^CCCAGAGTTGGAGnCTGCTCAAGGAACGTGTGTAATG 

>f|tj2076.seq 

AliBNGCGTCTGCATATCmAnGAAAATnTCTTGTAmATGGCNmNTCGCCATni^ATA^^ 
TfdACACACnGACAAATATGTGATCACmACTTACCAATTTCnCATGAAGnCTGACTGTGCATAGT^^ 
TC&TACnGACCCTCATGTACTGAATGTAnTATTCCTAATGATACATTnACTGTATGG™ 
AJirATTTTCCTTCCTmATATTAATATGTCTAmCCCTATACTATACACATGm 

>fcrb2077.seq 

CTGGCnCTTGGCGCGATGAGGnCCGGTTCTGTGGTGATGTNGACTGTCCCGACTGGGTGCTGGCAGAAATCAGCACGCTGGCCAAGATGTCCTCTGTGAAGTTGCGGCTGC^^ 
GAGCCAGGTACTAAAGGAGCTGCTGGGACAGGGGATTGATOTGAGAAGATCCTGAAGCTCACGGCTGACGCCAAGTTTGAGTCAGGCGATGTGAAGGCCAGAGTGGCA 
GTnGATCCTCTCCAGTGCGGCCAAGCACAGTGTCGATGGCGAATCCTTGTGCAGTGAACTGCAGCAGGTGGGGCTGGCCAAAGAGGACGGGGGCAGGCTGTGCCGCTGnA^ 
GAGAAGCAAAGCCCCTTGCAGAAGGACTTGCGGGTGTGCAGCCTACGCATGAATAGGnGGGAGGTG 

>fcrb2078.seq 

GGTGCAAAGCACATOnAACTGGGGATTAAmCCTAGTAGTCATCTGTCGGGAGGGCTGATCCAGCCCGAGGCACATTAACTGGCGTGACmCAGGACGGCGGGGCTG^ 

CCACTGGACAGATCTGGCGCCCAACCCCTAGCGTCnGAAnACTCAAGTCCCTCAGCTCTGnGGCACAAATACGTGCTGGATGATAGAAGAAGCGmnCCCA 

TTTGGCnGAAncnACAAGGCCTGACnCTGGATCTGGAGAAAGAAGACnCTnGTGTCCCATCTTGAAAATGCCTCCTCCACTO 

CAGAAAGCCTAnAnATTT 

>fcrb2079.seq 

CANGTCGACACTAGTGGATCCAAAGATTNCGGCGAGGAAnCGTGGCCnCCGGGCAnAAGGGGCCCCCTGGTGCTCTTGGTTTGAGGGGAGCTAAAGGTGACTTGGGAGAAAA 
GGGGAGTAGGGmCTGTGAGCCAGCCTCCTGCACCATGCAGGCTGGTCAGCGAGCAnTAACAAAGGGCCTGACCCnGAAAGGCTTACTGCTGGATGGCTGTCTGGATGAACCAC 
GGCTGGTGAAGGAGCCTGGGTGAGAAACACCATCCAAAGCTGGGGCAAAGATGATTACCTTCAGCATGATOCAATGTATOCCTTCAGTATGATOCAGAAGTCCTACn 
GATATAGAAGAACGGTGGTAnCAGTAAGTTCTGTTTCGnTCCCTTGGAGGGAAGAGAGCAGAGTGATGAGTT 

>fcrb2080.seq 

GTTGGCCCGGGCCGAGAAGAAGGCTGCTGGCAAAGGGGACGTCCCAACGAAGAGACCACGTGTCCnCGAGCAGGAGTTAACACCGTCACCACCTTGGTGGAGAACAAGAA^ 
AGGTGGTGGTGATTGCACACGACGTGGATCCGATCGAGCTGGnGTCTTCTTGGCTGCCCTGTGTCGTAAAATGGGGGTCCCTOCTGCATTATGAAGGGAAAGGCA^ 
GTCTAGTCCACAGGAAGACGTGCACCAGTGTGGCCTTCAGACAGGTGAACTCGGAAGACAAAGGCGCmGGCTAAGCTGGTGGAAGCTATCAGGACCAAnACAATGACAGA^^^ 
ATGAGATGCGCCGTCAGTGGGGTGGGAATGTCCTGGGTGCTAAGTCTGTGGCTCGTATCGGCAAGCTCGAAAAGGCAAAGGCTAAAG 

>fcrb2081.seq 

GGGAGGTGGCAGCCATGTCCnCTCGGCATCATGGGCGCCCTCAGACGCGTTGTGAAGCCCAAGATCGTCAAAAAGAGAACCAAGAAGTTCATCCGGCACCAGTC^^ 
CAAAAnAAGCGTAACTGGCGGAAACCCAGAGGCAnGACAACAGGGTTCGTAGAAGATTCAAGGGCCAGATCTTGATGCCCAACATTGGTTATGGAAGCAA 



Figure 14A - Fetal Cartilage cDNA Library EST Sequences - Page 44 of 81 

GCAMG(XATCGTGG/^GAGCTGCCCMCTGGCCATCAGAGTCACCMC(X;CMTGCCAGGCTGCGCAGTGMGAAMTGAGT^^ "v^v^i^awwh,! iu,ii,OAAWWOC 
>fcrb2083^ 

ArMArSSSGSGSSa^^ 

>fcrb2084.seq 

^I^^^^^S^I^I^^pil'l'^'^GTGAA^ 

CTTCCTGGCAGAAGATGGTGACTGGAGTGGCCAGTGCCCTGTCCTCCAGATACCACTGAGCTCACTGCCCATGATGCA^^^ 

>fcrb2085,seq 

GGGTCnGGATGTCGGGTTCGACCACTTGGCCGATGGGAATGGTCTGTGACAATCTGCTCCTT^^ 
AAGTT 

>fcrb2086.seq 

^)^5,^^I^pCTATGGAATACC 

C|TCTCCTGTGGCTGGGACAAGCTGGTCAAGGTATGGAACCTGGCTAACTGCAAGCTGAAGACCAACCACATTGGCCAC^^^ 

>feife087.seq 

C^acCACGCATGGCAGACCAGGCTGCAGTGGCAGCGCTGAGGTGCCCCCCGCCGAGTCCCAGGGCCCTGCVVGGGGGCTCGACAGGAGa 

A^yeGG 

>fi|dE^089.seq 
^]2CA)TCAGGTTG^^^^ 

A^iAGCATATTOCCAAfS 
>fffS090.seq 

Gq®CTTTATTGTCTGGGACAGGCCCTCAGCCCCTCCTGCCCCATCCACCCAGACAAGCAATAAAAGTGGT loooov.MOMl^A.u-l,lbM^.t. 
>f(|f|091.seq 

?^°$I^!?PI^5TIC1'C'^GAGGACACTAGTGGATCCAAATNTTCCCGNACG 

GGGGAGGTGGCCAAGGATGCTGGAGCTGAATCAGACGCTGAGAGncnCAGGCATTTCTAmCACAATCGAAnGAACACATTGGCGAAATAAAGn 
>fcrb2092.seq 

ATCAGAGTCACCAACCCCAATGCCAGGCTGGGCAGTGAAGAAAATGAGTAGGCAGCTCATGTGCACGTTTTCTGTnAAATAAATGTAAAAACTGCCATCTGGCAT 
>fcrb2093.seq 

GCGCAGCCGAGCGTCGAAATGCAGAACGAGGCGGGCGAGTTGNTGGACCTGTACGTGCCGCGGAAATGCTCCGCTAGCAATCGCATCATCGGTGCCAAGGACCACGCATCCATCCA 
GCCAAGGCCGATGGCATCGTCTCAAAGAACrnTGACTGGAGAGAATCACAGATGTGGAATATnGTCATAAATAAATAATGAAAAC 'oi^i'^Ai 
>fcrb2094.seq 

TAGCCTGGAATAATGCCACCAGAGACTGAGTGGAAATCGCCCCTmGAAGGTGCCAncnATGAGCCAAAAGTnGTCAmAAAAGnCA™ 
>fcrb2095.seq 

GCTTGGGGTCTGCAGTGGCCAGCAGCTCTTGAAMGACGCATGCCTTTCCnCCAGTGTGTGAMGTGTCCTGACnTCACCT^ 
GCAGGGCCTCCTAGTACCAAACCTACAGTGGCTTCCCCT^^^ 

>fcrb2097.seq 
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>fcrb2098.seq 

TNCAMGGGGNGACACTAGTGGATCCAMTNTCCCATTMGATGGAnCTCAGATAnTATATTmAT^ 
GAAAAAmAAGCAnGmGCmnGTTCCAAGACATTGTCAATAAAAGCATTTAAGTTG 

>fcrb2100.seq 

ACCAAGGTGCAGAGATGGACAAGAGCAGCCAGGAGACCCAGCGATCTGAGCATAAAACTCATTAAACCTGCCCCTATCACTAGTGCATGCTGTGGCCAGACAGATGACA^ 

ATGnGAAATTAACnGCTAGGCAACCCTAAAnGGGAAGCAAGTAGCTAGTATAAAGGCCCTCAATTGTAGnGTTTCC^^ 

GATnCTGnCACCTGGTAAGAAAAGAATGATAGGCnGTCAGAGCCTATAGCCAGAACTCAGAAAAAAnC^^ 

TG 

>fcrb2101.seq 

ATTTTrrTATrrTTACAGGCTrATCAGTCTGACTGTTGGCTGTCATTGTGACAAAGTCAAATAAACCCCCAAGGACGACACACAGTATGGA 
AGAAAATGTTGCATGTGTTTTAGCTCGACTTGCTAAAATCGATTAGGAGAAAGGCATGGCTAATAATGTTGGTGGTGAAAATAAATAAATAAGT 

>fcrb2102.seq 

CTTCTGTTGGTGTGAATACnCTCTGAGTGTGAGAGGTNANGCGTGATGAAAGCAGCGnACTTCTGACCGTGGGTGAGTAAGAGAATGCTGATGCCATAACTTTATGTGTCGATACTT 
GTCAAATCAGnACTGTTCAGGGGATCCTTCTGTTTCTCACGGGGTGAAACATGTCTTTAGTTCCTCATGTTAACACGAAGCCAGAGCCCAGATGAACTGnGGATGTCTTCCTTAGM 
AGGGTAGGCATGGAAAAnCCACGAGGCTCAnCTCAGTATCTCATTAACTCArrGAAAGAnCCAGnGTATTTGTCACCTGGGGTGACAAGACCAGACAGGCTTTCCC^^^ 
GTATCCAGGGAGGCTCTGCCAGCCCTGCTGAAGGGCCCTAACNANAGTTCNAGA 

>fcrb2103.seq 

GGGACATAGGAAGCTGGGAGCAAGGAAAGGGTCnAGTCAGTGCCTGCCGAAGnGCTTGAAAGCACTCGGAGAAnGTGCAGGTGTCATTTATCTATGACCAATAGGAAGA 

CAGnACTATGAGTGAAAGGGAGCCAGAAGACTGATTGGAGGGCCCTATCnGTGAGTGGGGCATCTGTTGGAGTTTCCACCTGGTCATATACTCTGCAGCTGTTAGAATGTGCAAGC 

ACTTGGGGACAGCATGAGCTTGCTGTTGTACACAGGGTATTTCTAGAAGCAGAAATAGACTGGGAAGATGCACAACCAAGGGGTTACAGGCATCGCCCATGCTCCTCACCTGTAT^ 
G-pTCAGAAATAAATTGCnTTAAAG 

>f(Sll04.seq 

ATpGAGAAGAAATACTCCTGTATTGAGnGTATCGTGTGGTGTATTTTTTAAAAAArrTGATTTAGCATTCATA 

TTgCCTCnCrrCAGAnCAGCAnTGnCTTTGCCAGTCTCATTnCATCTTCnCCATGGnCCACAGAAGCTrrGTncnGGGCAAGCAGAAAAATTAAAn^ 

Alfg^GAGATGTTTAAATAAATTGTGAAAAAAATGAAATAAAGCATGTTTGGTTTTCCAAAAGAAC^^^ 

ili i 

>fc42105.seq 

CmCTGATGCTTACTTCAAGAAGAAGAAGCTGCGGAAGCCCAGACACCAGGAAGGTGAGATCTTGGACACAGAAAA^ 

A/(«TGTGGACTCACAAATmACCAAAAATCAAAGCTATTGCTCAGCTCCAGGGCTACCTGCGATCTGTGTn6CTCTGACGAATGGAAnTATCCTC^^ 
CiMAGAACCTAATTAAAT 

>f{i^106.seq 

GmAGAAATGGCACCTCGAAAGGGGAAGGAAAAGAAGGAAGAANAGGCCATCAGCGTCGGACCTCAGGTGGCTGAAGGAGAGAATGT 
TGMTGACACTTTTGTCCATGTCACTGATCnTCTGGCAAGGAAACCATCTGCCGTGTGACTGGTGGGATGAAGGTAAAGGCAGACCGAGATGAATCCTCACCATAT^ 

GQWCCCAGGATGTGGCCCAGAGGTGCAAGGAGCTGGGTATCACCGCCCTACACATCAAACTCCGGGGGACAGGAGGAAATAGGACCAAGACCCCTGGACCTGGGGCCCANTCGG 
CqSrCANAGCCCnGCCCGCTCGGGTATGAAGATCGGGCGGrrrGNNGNTGTCCCCCCCCTTC 

>fctg107.seq 

GGflGATGGTrrTAGTAACAGTGAATTGAATTAAATCAATTGNAAAAGAnGGTAGCTGCTGTCCnATCCTGCAGGTCTGGnTAAAG 

CCn^^GGAAAGGCAGGCAAGATGCTGCTGGAGAGGAACAATATGCGTrCCTCTCTGAGACCATTTCCnTGAAACATGTTCTGGGGCAGGAGCTTGATT^^ 

AGTTGGGAAGCACCATGTCAGACATGCAAACCAGGGAGCGCCTGGGCCGTGTnAnATACGTGTTCTGACTGGCCGTTG 

>fcrb2109.seq 

CCCGGACGTCTAAACCAAACCACTnCACCGCTACACGACCGGGGGTATACTACGGTCAATGGTCTGAAATCTGTGGAGCAAACCACAGTnCATGCCCATCGTCCTAGAAnAATTC 
CCCTAAAAATCTTTGAAATAGGGGGGGTATTTACCCTATAGCAGCCCCTCTAGCGCCTCTAGAGCC 

>fcrb2110,seq 

GNTTACCAAAATGGCTGTTTACAGTGCATnAGTTCTGATATTTATANCNATGACATTTCACAGAATAACTTTAAAATAGTTTGAAATTCTATATAGT^ 

GAAAATAAAATGTGCAATAnnTTATGTAGGGGAGGTAAGACAGNGTACGTAATTGCAGAATTATGTGATTAATnGTAATAGATAAGnGTATAAGATmC^^^^ 

AGATCAATCTTGAAGTGAAATATTTTCAAAATAAAATTCTACAG 

>fcrb2111.seq 

GGGTCTGATTTTGAGTTATnATAATAAAGTTTGGGGATTATGATAACATCTCATATCTTTGTGTATGTTGTTTTAATGGTCGGGAGAGCACAACACTGATGATAAC 
>fcrb2112.seq 

CACAGACTGCCTCTGTGACTCCATCGAGCAGATCACTGACTCACTCTGCACCAAGGAATTCCAGGCCCGACGCTCTTCCTACTTCTGGCTTTGCAATGCACTGGACGTCTATTGCCCT 
GTGCAGTGGGAGTATGGCCGCCTCAACCTGCACTATGCTGTTGTCTCTAAGAGGAAGATCCTCCAGCTTGTAGCAAGTGGTGCTGTGCGGGAGTGGGATGACCCACGGCTCTnACA 
GTCACGGCCCTGGGACGGGGGGGCnCCGACCTGAGGCCATCAACAACTTCTGTGCGCGGGTGGGAGTGACTGTGGCACAAAGCACAATGGAGCCACATCTTCTAGAAGCCTGTGT 
GCGTGATGTGGTGAATGACACAGGCCGAGGA6GCATGGGTGTGGTGGAGTGACTACGGGTGATCATCACCAAGTTTCCTGCTGCCAAGNCC 

>fcrb2113.seq 

TCCAGGCTCACCCTCGCGCCTGTCTACACCAGCCCCCAGCTGNACATGTCCTGTCCGCTGCTGCAGCAGAACAAGCAGGTGGTCCGAGTGTCCAGCCACCGCAACCCCCTGCTGGA 
GCTGGCTGCTTACGACCAGGAGGGCCGCCGGTTCGACAACTTCAGCTCTCTGAGCATCCAGTGGGAGTCCAGCAGGCGAGTGTTGGGCAGCATCGAGGCTGAGCTGCCCATGCAGG 
TGGTGTCCCAGGACGATGAGAGTGGCCAAAAGAAGCTGCACGGTTTGCAGGCCATTTTGGTTCACGAGGCATCAGGAAGCACAGCCATCACTGCCACTGCGACTGGCTACCAGGAG 
TCGCACCTGAGCTCTGCCAGAACAAAGCAGCCGCATGACGCTCTGGTGCCTCTGTCGGCCTCCATAGAGCTCATCCTGGTGGAGGACGTGAG 



•I 
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>fcrb2115.seq 

GMCATGTTCTCCMCCACMTGGACTCACTAGAMTCAGTMCAGMGGGCMCAGGMCACCnCMCACTTGG^ 
AGGTCTCGAGGGAAATCCAAAAACATACTGAACTGAATGAAAATGAGGATAAAATATCAAAAAlTGTGAGACATGGCm 
GGCAAGAAGAAAATTCTGAAATGAATAGTHATGCTCTTACCTCCATAACCTAGAAAAAGGAGAACAAACTA 
AmAAAAAGATACAGAGAAGTAATAGAGAAAATAAATGAAAGAAGTGGnCmGAAAAGATCAATAAAAnGACAM 

>fcrb2116.seq 

CACAAnGTGGAACCCACAnGGCCTGAGATCCAAAACGCnNNAGGCACCCCAAAnACCTGCCCATTCGTCAGGACACCCACCCACCCAGTGmTAnCTGCCTCGC^ 
GTGnCCCGGGGGCACTTGCCGACCAGCCCCnGCGTCCCCAGGmGCAGCTCTCCCCTGGGCCACTAACCATCCTGGCCCGGGCTGCCTGTCTGACCTCCGTGCCT^ 
CTCTCCATCTTGTCTCCTCCCCGTGTCCCCAATGTCnCAGTGGGGGGCCCCCTCnGGGTCCCCTCCTCTGCCATCACCTGAAGACCCCCACGCCA^^ 
CTGCCGCCTCGGTCCACCnGCGGCCCGTGTTTGACTCAACTCAGCTCCmAACGCTAATATnCCGGCAAA^ 

>fcrb2117.seq 

NGAACnGTCAATGATGGATGGTAAAnTTCATGGAAGTOTANAAGCGATAAATAAAAACCCTTGCTmACCCCTGTCAGTAGCCC 
CCTCCnCTAACmAnGCTGTAnCTCTTCACTCTATAmCTCTCTAmGCTAATATTGCATTGCTG™ 

>fcrb2118.seq 

ATCTCATCCAAGCAAGTTAGAGTCCAGCCTAATCAAATGTCATANnGTNGTACCTAnGAAAGTTmAA^^ 
AAGANATGATGAAGAAAGAAAnGATAGGTGTAAATGAAAAGACCATGTAAAATATGTAAAnCTAGTACCTGAAATCCmCA^^ 
TAAACTAGAAACTGGGCACATGGTAGAGGCTCACATGGGAGTTGTCCTCACCCTTGTTAATCTCAAGAAACTCTOnTATAATAGGnGCn^ 
mCTTCTTATGAGTATGTnACTCTCAGAGTATCTATCTGATGTAGACAGnGGTGATGCnCT^^^ 

>fcrb2119.seq 

GTAGAAGAGAAGAAGAAGGAGGTTCCTGCTGTGCCAGAAACCCnAAGAAAAAGCGAAGGAAnTCGCAGAGCTGAAGATCAAGC 
CGAAAGGCAAGGAGGAAGCnATCTATGAAAAAGCAAAGCACTATCACAAGGAATATAGGCAGATGTAGAGAACTGAAAnCGAATGGC^^ 

>f(l.ri2120.seq 

G(^CTCGNTTCNTCAAAAGGGGACACTAGTGGATCCANTnCCCCNNNANGAGGAGGCGGCACAGCTGCGGGAGGAGCGGCTAGG^^^ 

C(|SCACTGGTGGCCAAGTCCTCCATCCTGCTGGATGTCAAGCCnGGGATGATGAGACG6ACATGGCCCAGCTGGAGGCCTGTGTGCGCT^^ 

G(^GCnGCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAGTGTGTGGTGGAGGACGACAAGGTGGGGACAGAm 

G^^AGCAGGTGCAGAGTGTCGATATCGCAGCmCAACAAGATCTGAAGCCTGAGTGTGTGTACGTGCGCGCGTGCGTGAGGGCCTGC 

f 1 1 

>fc^p22.seq 

GA^CTTTGAGAnGTGnCTGAGAGATGATATGANTACCTAAAATACAATTAAAAATGTOTAATATA^^ 
AC^fnACAAAAAGAGGAAAACTAAGTGATAGAAMTATn 
Ays^SI-AAAATmGAAATGAACACmAGGTATTmGCCAAGAmAGATG 
GAAAAAAAGAATAAATGTATTTGAAAAn 

>fdFbll24.seq 

GlIlcnGTGACTTGCATGTCCGATCACGTGTACTGGCTCCmGTGGNGTCTGCCTGnGCGTGACACTC 

GCIfSGGTGGGGCTGCAGAGTGCCCCATCGGTCACCnGmCTCAACTACCTCGCATCAnGCAGATGCTAGCGCGnGCCTGTCGCmGGCTTGGAU^ 

Gt®CACATGGACTTACCGAGCATGGAGAGAGGATTTTAGCTAGGAmGAACACTTGGTGCTGGGAACCTGAGGGTATTGCTTGCCA 

ATifTGCCCTGAGnGGGGGGAAnCTCAGTGCCAACTGTGGCTGGTCCTCAnCAAAGGGACGGTCAGTTTGGTGTCAACAT^^ 

>f(ii|l26.seq 

A/l(5CAACAmCAAATGTCTCTCCACAAACCAAACTGAACAGAATACmGGCnGAAGCGGGCACAGGGAGGG™ 
GTATCTCCCGAATCATACAAAATTAAATGTGAAGACCGmATGCATACCTTCATGTGCCTGACAGTCTTGGCmTGAAGATTmTT^ 
TTAATAATACTCTGAAAAAAATGATTTCAAGGCATGGAAGnGTCTGTGATACAACAATAGTAmcnCAAATGCGCCTTAT^ 
TCCAGAGAACCATCATATAAATAAAGATTAATAGAAAAAT 

>fcrb2127.seq 

CAGTCnCATTTCTCCTGGnATTWrrTGnTGTCATTAAAGATATATNTTGAATCCA 

GTTnAATAAAATGTGTCACTGATTTTnAGCTCAAAATCATCACTGTTAATnCCAGTCACCCCAAATATGGTTA^ 

CTCTCCCCAnATTTCTTGGTmCCTCACTAATCTTmTTTnAGNCCAAAAGCCAAAAATAnTATCTNGGTm 

GAAACCAATATAATCNCATGTATAAAAACTTAAATATTTTACAAGTTAGATATAGCATGATTCTAAAAT 

>fcrb2128.seq 

AAAGAGCTCATGAGGCTACGGAAACAGGCCGAGAAGAACGTGGAGAAGAAAATTGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAA 

AnCCTCATGCGnGCCTGCCCTTCCTCCATTGTTGCCCTGGAATGTACGGGACCCAGGGGGAGCAGCAGTCCAGGTGCCACAGGCAGCCCTGGGACATAGGAAGCTGGGAGCAAG 

GAAAGGGTCTOGTCACTGCCTCCCGAAGnGCnGAAAGCACTCGGAGAAnGTGCAGGTGTCATnATGTATGACCAATAGGAAGAGCAACCAGTTA^^ 

AGAAGACTGATTGGAGGGCCCTATGTTGTGAGTGGGGGATCTGTTGGAGmCCACCTGGTCATATACTCTGGAGCTGmGAATGTGGAAGCAGnGGGGACAGCATGAGCTTGCTG 
TTGTACACAGGGTAnr 

>fcrt)2130.seq 

GCCAACACCAAGAnGGCCCCCGCCGGATCCACACAGTCCGTGnNGGNCAGGTAACAAGAAATACCGTGCCCTGAGGTTGGACGTGGGGAATnCTCGTGGGGCTCAGAGTGnG 
TAGTCGTAAAACAAGGATCATCGATGTTGTCTACAATGCATCTAATAACGAGCTGGTTCGTACCAAGACCCTGGTGAAGAAnGCATCGTGCTCATCGACAGCACACCGTA^ 
GGTACGAGTCCCACTATGCGCTGCGGCTGGGCCGCAAGAAGGGAGCCAAGCTGAGTCCTGAGGAAGAAGAGATTnAAACAAAAAACGATCTAAAA^ 
AAGGAAAAAGAATGCCAAAATCAGCAGTCTCCTGGAGGAGCAGTTCCAGCAGGGCAAGCnCTTGCGTGCATCGCTTCAAGGCCGGGACAGT 

>fcrb2133.seq 

CCACCCCACTCTTAATCAGTGGTGGAAGAACGGTG TCAGA ACTGTTTGGNTGAAnGGCGAmAAGTmGTAGTAAAAGACTGGTTAATGAW^ 

GGAAAGGAGAATGnnGTGGACCACTnGGTTTTCTrrnTGCGTGTGGCAGTTnAAGTOnAGrm 

ATTTTGAGACCGATTAAAAAAGTTAAATGAGA 
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>fcrb2134.seq 

CCGGCACAGGCCTGGGCCnCCCCnCCCTCMGCCAGGGCTCCTCCTCCTGTCGTGGGCTCAnGTGACCACTGGCCTCTCTACAGCACGGCCTGTGGCCTGnCMGGCAGM 

CACGACCCnGACTCCCGGGTGGGGAGGTGGCCAAGGATGCTGGAGCTGAATCAGACGCTGACAGncnCAGGCAmCTAm 

TTG 

>fcrb2135.seq 

ANnCCnAAAAAAGNGGGCTAGGGGATCCAAAmCTCCANANGAGNNGGGCTGTGAATnCAmAGATAGAGAAAGATAGATGTCCCTT^ 

GAATAATTAATCAATATGGCnAGAAGAAGCAATGAGTAGCCCTAAGnCATTCTGTACTCTAAGACAAGnCTGCTACAGGGAGGAM 

ACACTATTTTn™ATATGGGGAATmAAAAAAAAGAACTCCAGATGGATmAAACACAGTGGGGAACTGGGCGGTGT 

AAnCCAACTCCCCAATACCCAGGAGTGCTCTGAACTTGTGAAAAGGTmAAGGAAAAGGTGCAGTGTGATGCTCAAAGCGGANAGCTGC^^ 

ACTCNCCAATAAGAAAACAGCTAG 

>fcrb2136.seq 

AACGGCAATATAGATCTGCTTAnATCCTGAAGATCTCTTTATTGACAAGCAAAGTAnAAAAGnGGTCATGTAGAACATGAAGAAACCTOTC 
AAGnGAAGTCmCATCAGCTTCTATAGTGCmGCCTGGCTACATGTGCAGGCATAGCGCTGTGGCGGAAAACGACACCCTnGCTGGAATGGACAAGAACTC 
GCCAAAAGGCAGCAAGGAATGGAATGAAAAACCAGTTCAATCTCCATGAGCTGAAAATGAAGGGCCCTGAGCCAGTGGTCAGTCAAAnATTGACAAAC^^ 
CCTGAGAACCATGTCTATGCCCAAAGGTAGAGTTCTGGATAAAAACCTGGATGAGGAAGGGTTTGAAA6TGGAGAGT6CGGT 

>fcrb2137.seq 

TGGACCCAGAGGncmGACAGCmGGCAACCTGTCCTCTGCCTCTGCCATCATGGGCAACCCCAAAGTCAAGGCACATGGCAAGAAGGTGCTGACTTCCTTGGGAGATGCCATA 
AAGCACCTGGATGATCTGAAGGGCACCmGCCCAGCTGAGTGAACTGCACTGTGACAAGGTGCATGTGGATCCTGAGAACTTCAAGCTCCTGGGAAATGTGCTGGTGACCGTTTTG 
GCAATCCATnCGGGAAAGAAnCACCCCTGAGGTGCAGGCTTCCTGGCAGAAGATGGTGACTGGAGTGGCCAGTGCGCTGTGCTCCAGATACCACTGAGCTCACTGCCCATGATGC 
AGAGCTTTCAAGGATAGGCTTTAnCTGCAAGCAATACAAATAATAAATCTAn 

>fcrb2138.seq 

GNMACTAGTGGATCCAAAnnCCCCGNACGAGGNGGGnAAGCCATGGCGCnCTCACGGCAnCAGCAGGAGCGnGCTGCAACCGACAAAGACAGCnCGAATOA 

ctdsgattccagcaaagcaccgcaacatgaccgaaatgagcncctgagcagcgaggtgnggtgggggacttgatgtccc 
T;^tctcttagatga™cctggaggtggccaagcacttcaaacctcatgggttctccagcgacaaggcta^ 

>l3fe2139.seq 

CffiGACACGTACTACGnGTAGCTCACTTCCACTATGTCCTATCANTAGGAGCTGTAmGCCATCATAGGAGGCTTCAnCACTC^ 
AkFTACGCCAAAATCCATnCACTATCATAnCATCGGCGTAAATCTAACnTCnCCCACAACACmCTCGGC 
AbdACATGAAACATCCTATCATCTGCAGGCTCAnCAmCTCTAACAGCAGTAATAnAATAAnnCATGAmGAGAAGCCTO 
Cp:CATAAACCTGGAGTGACTATATGGATGCCCCCCACCCTACCACACATTCGAAGAACCCGTATACATAAAATCU^^ 

>Mli2140.seq 

GAAGAACCCTCCATAAAGCTGGAGTGGGTATATGGATGCCCCCCNCCCTACCACACATTCGAAGAACCCGTATACATAAAATCTAGACAAAAAAGGM 
T|$^TTTGAAGCCAACCCCATGGCCTCCATGACTTTTTC 

>l(M2141.seq 

TillGAGGAGGAAATOTGGAANTGGAANnACAATGATTTTGGAAATTATAACCAGCAACCTTCTAACTACGGTCCAATGAAGAGTG 
daTATGGTGGAGGAAACTATGGTCGAGGAGGCAGTGGAGGAAGTGGGGGnATGGTGGGAGGAGCCGATAGTGAGCTTCnCCTATTTGCCATGGGCITC 
At^SATGAGAGGCCAGAGGTAACAGAACAGCnCAGGTOTCGAAATAACAATGTTAAGGAAACTCnATCTCAGTCATGGATAAATATGGAGTGATATGGCAGAA^ 
T®AGAGAGCCATTrTGTGAATGGATTGGAnA"!TTAATAACAnAGCnACTGTGGAGGAAG 

>fcrt)2143.seq 

NGCGCACGAGGTTGGGGGCCGTGCCGCTGCTAAGGCAGGAAGATGGTGGCCGCANAGAACACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGnATGAAAAGTGG 
GAAGTACGTCCTGGGGTACAAGCAGACTCTGAAGATGATCAGACAAGGCAAAGCGAAATTGGTCATTCTCGCTAACAACTGCCCAGCTTTGAGGAAATGTGA^^ 
ATGTTGGCTAAAACTGGTGTCCATCACTAGAGTGGCAATAATAnGAACTGGGGACAGGATGGGGAAAATACTAGAGAGTGTGCACAGTGGCTATGAnGATCGAGGTC 
CAnAGAAGCATGCCAGAACAGACTGGTGAAAAGTAAACCTTnCACCTACAAAATTTCACCTGCAAACCnAAACCTGCAAAA 

>fcrb2144.seq 

GCAAGGTCCAAGATGGCCGCTGGCATCAGAGACTGTTCACGTmNGGAGCCAAGACCCCGAACAGCTGCGGATCATCAGTGTGGACAACCTCCCTCCTGCGTGATGAGGGA^ 
TACCGCCTGGAAGTTGGACCTGCGTGCTTCCTCTGACCTGTGACCTCGTGGCCACTCTAGGGCTCATGGAGGAGGGAAGAGGAAGAGGCAAGGGGAGGGTACTGAGGGGCAGATG 
GGTCCAGGAGAGGCAGGTGCCCTGCCCAAGGGTCGTTGGGGAGACGCGAGCTGlTGTCTGCCCAGTANAAGTGGGTGGGGGTAGGAGGGGATAGGGTGTCGnGGGAACAATGGA 
TCCCAGCTTAGCCCCAAAGACCAACCAAAGAGCCAGCCAGAGTAAGCTGGACCTGCAACCTGCCTGAGCCCCGTGGCCTCTCAGCTCTG 

>fcrb2145.seq 

GACAAGTCCCACCCCTAGATCTGAAGCAAGCTCTACCAGGAGCNTGTCCTGGAAGCCTGCCTGCCTGCCTGCGCGTGTGCAGAGGTGTCTTGATCCAGCCCTGCGTCTTCGAGCCCC 
TGTGCCACCGGTCCCCACGGCCCGCCAGGAGTCTCmGTACCCACTAGGCTTCCCTGATGACCATCTGTCTGTCCGTCCCTGTTTTTGCTGTACATAACTCCTGCTGCACCC 
GCGCAGACGCGTCACCGATGAGAGAGAGAAAGCTCTCTAGGGAAAGGGAGGGTGGGTGGACGCAGCAAGTAATGCAAATGGGAAATATTnGTAAGAAAATAGCC 
TCTGnGAATTCATAGAGTITTAGAGAnATATTGAAAGATGTCACTTGA 

>fcrb2146.seq 

GAAAGGTGGAGCTCGCGNTTCTCCANGANGACACTAGTGGATCCAAANTTTNCCCGCACGAGGTCGGGGCGACATGGCCAAACGTACGAAGAAAGTCGGGATCGTCNNTAAANAC 
GGACCCGCTATGGGGCCTCCGTCCGGAAAATGGTGAAGAAAATTGAAATCAGCGAGCACGCCAAGTACACTTGCTCmCTGTGGGAAAAGGAAGATGAAGAGACGA 
TCTGGCACTGTGGnCCTGCATGAAGAGAGTGGGTGGCGGTGCCTGGACGTAGAATACCACTTCCGCTGTCACGGTAAAGTCGGGCATCAGAAGACTGAAGGAGnGAA^ 
AGACGCTCCTCTACTCTTTGAGACATCAGTGGCCTATAATAAATGGGTTAATTTATG 

>fcrb2149.seq 

CTGAGAGAGCAGGAAGAGAAGAAGTGGAGAATCATAATCTAGGTmATCAGAGTGATTCTGGGAAGACTGAAATAGCTACnAAGAC 
CGAmCAAGGCAAATTAAGACAGGCCnGmGTGTGACAAAATACAnGGAAGTTAAATGGGAGGTGGCAGAAACAAnTCm 
TGAACCAATGATTCnAGTGCCCATGCGAGTAGTAAACTAAGTTmAnCCCGTGTCAAnCACnAGAACTGGTGTGT^^ 
CAGTCAnTGTACTATACAGAAGCGAnCCCAATACnATGTTnCTATAACTTACTAGAAGACAAATCAGAAGAGAG 
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>fcrb2150.seq 

CAMGCTGGAGCTCGCGCTnCCMGACGACACTAGTGGATCCAMNNmCCGCACGAGCAGCAGCATCCCACCCCTGGGAGTCTGGCCAGCTGAGCCCCAGGNTGG 

TTATAGCCTGGTGGACATGTGCCTTCAGGGnCCTCCGGGGCCACCnCCTCAGGCCAGTGCTGGGnCAAAGGGCTGTGTGTGTGTGTGTGTGTGTGTGTATGW^^ 

GTGCACACATCTGTCCCATGTATGCAGNGAGACCTGTCTACCTCCCACAAGGAGCAAGGGCTCTGCCCGCCCTCTGCTCAnCCTACCCAGGNAGNGGGACC 

GCCTGGCnGCCTGCnCTGCCCTnCCAGAGGGGTCTCACTGACAGCCAGAGACAGCAGGAGAAGGOnGGCTGTGGATCAAGGAAGGCTG^ 

TGG6TGCATGGCTGGATGCANAGGTGGAAGGCC 

>fcrb2151.seq 

CAAAGCTGGAGCTCGCGmCTCCANGAGGACACTAGTGGATCCAAATNnCCCCGNACGAGGCTATnCCAGGCTGGGCGCGGTGGCTCAAGCCTGTAATCCC^ 
GCCGAGGCGGGCGGATCAGGAGGTCAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCGCGTCTCTACTGAGAATGCAGAAGATTGGCCGGGCGAGGTGGCGG^ 
GGTCTTGGCTGCTCGGGAGGCCGAGGCAGGAGAATGGCGGAAACCCGGGGGGCGGAGGTTGCAGTGATCnGGCTCACGCGGTGAGCCGAGATCGCGCCACTGCACTCCAG 
GGGCGACAGAGGGAGA 

>fcrb2152.seq 

CAAAGCTGGAGCTCGCmCTCNANGAGGNCACTAGTGGATCCAAAnTTCCCGNACGAGATAAATCTAAGAAGAAGGCCmACCAAGTACTGCAAGAA^ 

GCAAGAAGCAGCTGGAGAAGGACnCAGCAGCATGAAGAAGTACTGCCAAGTCATCCGTGTCATTGCCCACACCCAGATGCGCCTGCTTCCTCTGCGCCAGA^ 

TGGAGATCCAGGTGAACGGAGGCACTGTGGCCGAGAAGCTGGACTGGGCCCGCGAGAGGCnGAGCAGCAGGTACCTGTGAACCAAGTGTnGGGCAGGATGAGATGATCGACG^ 

CATCGGGGTGACCAAGGGCAAAGGCTACAAAGGGGTCACCAGTCGTTGGCACACCAAGAAGCTGCCCCGCAAGACCCACCGAGGCCTG^ 

CATCCTGCTCGTGTAGCCnCTCTGTGGCACGCGC 

>fcrb2153.seq 

GAGTACTTCTAGAGCGGCCGCGGGCCCATCGATmCCACCCGGGTGGGGTACCAGGTAAGTGTACCGAAnCGCC^^^^ 
>fcrb2155.seq 

dWW^GCTGGAGCTCGCGNTmCCAAGANGACACTAGTGGATCCAAATm^^ 

AMCAGGAGAAAATGTGTAATnGTmCTCCAGATTTCAGTCTGTAAmGAAAAGGnAACTGAG^^^^ 

AjgnAATCAAGGGAAAACAACAACATCAGCACACAAAAACCCTGCAATOTCTAGAT^^^ 

AtFAmCATlTGAGAAAGCAnAGCC^^ 

(^TAAAAATGAATG 

>icrfa2156.seq 

dGfeGAGATGTAGGTGTAGAAmTTGCTTATGTGAmcnAATCAGTNCTGCTCnAATGCTTAAAAG^^ 
/flAAAnACTTCTGTrGAGTAAACnnTATGTCATCGTAAAAGCTGAAAAAATCC 

>iM)2157.seq 

QTGAAnmCTAAAGGTGCTAmAACATGGGAGGAGAGCGTNTGCGNCTCCAGCCCAGCCCGCTGCTCACTnCGACCCTCTCTCCACCT^ 

TgglGAGCTCTCTCCTGTGAAACCCTCGTCCACAGCTGCAGCCCATGCTCCCGGGTCGCTCCTAGTCTGTCCTGC GTCCTC TGTCCCCGGGTTTCAGAGACA^ 

dSlGTTinCCCCCTAGGGGTGGGAGGAAGCAAAAGACTCTGTACCTAmTGTATGTGTATAATAAmGAGATGT^ 

*4)2158.seq 

dgDAGGGGAAGTATTGAATGCCTAAnAAGAAATATGTGTTCTGmANCNGAAAACAATAGGGGAGTGTTTAATAG 

ytfiB^GGGGAGCCATGGCAGAGCAGATGCACATmACAGGGCTTGGTGACAGATGTGTGTTGTGAmCAGGAAAGAGAAACTGAAACTGTA^ 

alAGTnCTCTTGAAAACnGAGATTCCAGnCACCTAAGTAAGCAAGTCCTCTGTmTGmiTnGmGTT^ 

fGGCATCACTGAAATTAACAAGTTTnAAGAAAGAAATGATCGCTCAGAGCnA^ 

GCTGAGAGAGT 

>fcrb2159.seq 

CGACACTGAGCTGGAGGGAGGAGAGAAGGAGGGAGGAGAAAGACNGGGCNTGGGAGCGGGATCTAAGGAGTTAGATGAACCTGGAGTTCTGACmGGTAAAGTCTGACCCTAG 

TGCTGCTGAAGTGTGAACnGGGCCTCTGACCTGGGCCCmGACTTCCCCnCCTGGGATCTGCTCAGATGCAGATCCTGAAGnmGGTCAATAGGCTCTG^ 

GGGCTGAGAGTCAGAAATAAATCAACCAT 

>fcrb2160.seq 

GGGGNCTAGNGGATCCAATmTCCCAAANGAGAAAGTACnGGAGTCTGCAGGTGCGAGAGTTGTACCAGTAANNTTTnCCCNACAAANAANGACTATG 
TTAATGGAATCCTmCCCTGGAGGAAGTGnGACCTCAGACGCTCAGAnATGCTAAAGTGGCCAAAATATnTATAACTTGTCCATACAGAGm 

GTGGGGCACATGCCTTGGAmGAAGAGCnTCACTGCTGATTAGTGGAGAGTGCTTATTAACTGCCACAGATACTGTTGACGTGGCAATGCCGCTGAACnCACTGGAGGTCAAnG 

CACAGCAGAATGTTCCAGAAnTTCCTACTGAGTTGnGCTGTCAnAGCAGTAGAACCTCTGACTGCCAATnCCATAAGTGGAGCCTCTCCG 

TTAAAGAAGTTTTTCAATGT 

>fcrb2161.seq 

ACTAGTGGATCCAANTTTCCCCAAANGNGGGCGGGTGGTGTACGCCGAGTGACAGAGACGCTCAGGCTGTGTTNTCACGATGACCGAGTGGGAGACAGCAGCACCAGCGGTGGCA 

GAGACCCCAGACATCAAGCTCTTTGGGAAGTGGAGCACCGATGATGTGCAGATCAATGACAmCCCTGCAGGAnACAnGCAGTGAAGGAGAAGTATGCCAAGTACCTGCCra 

GTGCAGGACGGTATGCCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAACTCCATGATGATGCACGGCCGCAACAACGGCAAGAAGCTCATGACTGTGC 

GCATCGTCAAGCATGCCnCGAGATCATACACCTGCTCACAGGCGAGAACCCTCTGCAGGTGCTGGTGAACGCCATCATCAACAGTGGTCCCCGGGAGGACTCCACACGCAnGGG 

CGCGCCGGGACTGTGAGACGACAGGCTGTGGAT 

>fcrb2162.seq 

TGGAGCTCGCGnTCCTCCAAAGNNGNCACTAGTGGATCCAAATmCCCGNACGAGGGAAGAAGGGAGAAGAAAGGTGAGmGAGCTGCCTTCCCTANN^^ 

GCTCTGTGCAGTCACTGGAGGnGAAGCCAAGTGGGGTGGTGGGAGGAGGGAGAGGGAGGTCACTGGAAAGGGGAGAGCCTGCTGGCACCCACCGTGGAGGAGGAAGGCAAGAG 

GGGGTGGAGGGGTGTGGCAGTGGTmGGCAAACGCTAAAGAGCCCTTGCCTCCCCAmCCCATCTGCACCCCnCTCTCCTCCCCAAAT^^^ 
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>fcrb2163.seq 

CAGAGACACCAGCTTCAGTGGCCTGTCGnGGMGAGTACMGNTGATCCTGTCCACAGACACCTTGGMGAGCnMGGAMTAGATAMGGCATGTC 
GmGCCCCCAAGGGTGCTGAGGAGGATCATAAGGCCTGAGCTCAGGCCTTACCTCGTGCACATACCTAGGTGTGGAG 

>fcrb2164.seq 

CAAAGCTGGAGCTCGCGnCTCCCANGTGGAGACTAGTGGATCCAAATmCCCGCACGAGGAGGAGGAmGCAGGAAGAGCTCGTGGAAGAGGTGGTGACC^ 

GGGAAGGTATCCAGGCGAGGTGGTCATCAAAATAGCTACAAACCATACTAAATTATTCCAmGGAACnATCCCGAACAGGTGGTGAAGCAGTATm 

AGGTGGCTGCTGCGACCTGCTAATAGCAGnCAAACTAAATTTmGTATCAAGTCGCTGAATGGAAGTATGACGTT^ 

TTGCmCAnGmTAmCTTAATTGCTATGCTTCAGAATCAAnTGTGTmATGCCCmCCCC^^^^ 

TAGTAGTGTCTTAGTGGTTTT 

>fcrb2165.seq 

CGCCGCGCGGCCATGATGGAGACCAGCCGTGTGCAGCCTATCNTGCTGNCGAGGGTCACCAAGGTCGTGGGCAGGACCGGTTCTCAGGGACAGTGCACGCAGGTGCGCGTGGAAT 

TCATGGACGACACGAGCCGATCCATCATCCGCAATGTAAAAGGCCCCGTGCGCGAGGGCGACGTGCTGACCCTTnGGAGTCAGAGCGAGAAGCCCGGAGGnGCGCTGAGCn 

CTGCTCGGTGGGTCnGGATGTCGGGnCGAGCACnGGCCGATGGGAATGGTCTGTCAGAGTCTGGTCCTTTTTmGTC^ 

TnGTGTTTCAAG 

>fcrb2166.seq 

GCTCCGCTGTACCTGGATCCTGCTCCTCTGGGTTGAAACCCGGNCGCCNCCAAGATGCCGGCTTACCACTCTTCTCTCATGGATCCTGATACCAAACTCATCGGAAACATGGCAC 
TGCCTATCAGAAGTCAAnCAAAGGACCTGCCCCCAGAGAGACAAAAGATACAGATAnGTGGATGAAGCCATCTAnACTTCAAGGCCAATGTCTTCTTCAA^ 
ATGAAGCTGATAGGACCTTGATATATATAACTCTCTACAmCTGAATGTCTGAAGAAACTGCAAAAGTGCAATTCGAAAAGCCAAGGTGAGAAAGAM 
ATTnCCCATTCCTGGAGAGCCTGGTrTTCCACnAACGCAATTTATGCCAAAGCTGCAAACAAACAGGAAGATGAAGTG 



>fcrb2167.seq 

GCTGTACnCCCTGTGGCACGTTACCATGGAAGCCGCTCCAGGGTGGGNCAGGGTGCAAGCTGCTGGTGAGGTnGGAAGCATCAGGCTCACGGGTGTTCATGTGTGnCGT 

GSITGTGCGTACGTGTATATAACTGAAGTGTCTGTACGGAATGCCCTnGCTAGCCATGGGCTGGTCACCAGAnGTm 

T&AATAAACAATCAG 

>32168.seq 

GCr^ACCATGAACATCCCCnCCAGTCCATCCACnCATCACCTNTGANCTCCTGCAGGAGCAGGTCAACCCCCACCGGACCTACAACCCGCAGTC 
G|§CGGGGCCCTCGCCGCGGCCGGCAGGACCCCCCTGGACGTCTGTAAGAGGCnCTGAACACTCAGGAGAACGTGGGCCTCTCGCTC 
AfecCAATGCCTTCCGGACGGTGTACCAGCTCAACGGCCTGGCCGGCTAGnCAAAGGCATCCAGGCGCGTGTCATCT^^ 
G)^ncnCAAGTACmCTCACCAAGCGCGAGCTGGAAAATCGAGCTCCATACTAAAGGAAGGGATCATAGAATCTm 

>ISl2169.seq 

CMgCACATGGAAGAAGTACCAAGAGGCGATGAAGACATCCnGGNNAGnCCAGAACGTGGTGACCTGGAAGACCTGGAGGAGCATCTGCCAGGGCAGAC^^^ 
AGAGGGGnCACATGATGCAGGTGGACCCAGCCACACCGGCAAAGAAAnGGAAGACTCCACCATTACAGGCAGCCACCAGCAGATGTCAGCAAGTCCnCCTGTGC 
GAAGCAACAGAAAAGACCAAAGTGGAAGA6GAAGTGAAAACCAGAAAGCCCAAGAAGAAAACCAGGAAGCCCAGCAAGAAAAGCC 
AfeATATmAGAGACCTCTGAAGAnCCTCGACCACCAGGAAGGGCCCCGAGGTGGGGATGTC^ 

I ^-^ 

>fefr62173.seq 

TSAAGTGTAAAATAATmGACTGCAGCAGCTACAAATACAGACGGANTmCTTTTCATGCCTCAA^^ 

AfgGAGACCn 

>iii2174.seq 

CNCANGTCGACACTAGTGGATCCAAANNTTCCCGCACGAGCTTCCGAGGAAGCTAAGGCTGCGnGGGGTGAGGCCCTCACnCTTCCGNCGACTAGCACCGCGTCCGGCAGCGCC 

AGCCCTACACTCGCCCGCGCCATGGCCTCTGTCTCCGA6GTCGGCTGCATCTACTCGGCCCTCATTCTGCACGACGATGAGGTGACAGTCACGGAGGATAAGATCAATGCCCTCATT 

AAAGCAGCCGGTGTAAATGTTGAGGCTTmGGCCTGGCTTGTTTGCAAAGGCCCTGGCCAACGTCAAGATTGGGAGCCTCATCTGCAATGTAGGGGCCGGT 

GGTGGTGCTGCACCAGCAGGAGGTCCTGCGCGGTCCACTGCTGCTGCTCCAGCTGAGGAGAAGAAAGTGGAAGCAAAGAAAGAAGAATCCGAGGAGTCTGATGATGACATGGGCTT 

TGGTCITTTTGACTAAACGTCTTTTATAAGATGT 

>fcrb2175.seq 

CAAAGGTGGAGCTCGCGnCNCCANGANGACACTAGTGGATCCAAAnTTNCCGCACGAGNGATGCCCTCCGGGGCCAGGAGGACCTGAAGGAGCAGCTGGCGNTTGTGCNAGCG 
GAGAGCCAACCTGCTGCAGGCCGAGGTGGAGGAGCTGCGGGCTACTCTGGAGCAGACGGAGAGGGCCCGGAAACTGGCGGAACAGGAGCTCCTGGACTCCAACGAGAGGGTGCA 
GCTGCTGCATACCCAGAAGACCAGGCTCATCCACACCAAGAAGAAGGTGGAGACAGAGCTCATGGAGCTGCAGAGTGAGGTAGAAGATGCGAGGAGGGATGCAAGGAACGCTGAGG 
AGAAGGCCAAGAAGGCCATCAGGGAGGCTGCCATGATGGGGGAGGAGCTGAAGAAGGAGCAGGACACCAGCGCCCACCnGAGCGGATGAAGAAGAACCTGGAACAGACGGTGM 
GGACCTGCAGCATCGTCTAGATGAGGCCGAGGAGCTGGCG 

>fcrb2176.seq 

GNGGTCCCACTTGACTGTTCCAAAGAGCAGCTTCTCAGATCTTCNGTGTNCACTGGTAAAmCTAACAGTGTAmGTGTAAAGmGTCAmCATA CTCCA 
TCACTGATCCCTGTTTTGCTGGCTTnAAGCTACTTGGTCAAAAATCCTGCTTCCTTAAAACATAGAGAAnAATGAGCATC^ 
CAAGAGTATTCTAGTGnCTCTCmGTTTGGCATATAATCATGCACCAAACTTmAmcnTAAGGTGGGAGTATAn 
GTGTGnTGCAGGTGAAAAATAAAGATGTAnAAGGGGGGAAAAGGTGGTGTAAGTGCAAGGCAGACTTAGAGGGA 

>fcrb2177.seq 

GTGCCTTGCAGGAATnAAACTCTCTACGCnAAAGAAGGAAATNTAmGTACAAAAGCCACAGATAATGGTCCTmACTCAAGCGACCT GCTG 
TGAGmGGAGATCTAGTCTCAATTCTGCTTCCGATTTAGATGCAGnCACTmGTmTTAAAGTAAGmT^^ 

TGGGGGAGGGGGACATnATGGTTnGGGGTGTGGAGATCCnTAGGTGGAGAGACTGCTCTCTCATCCCTAGTGGAATGGAGGmGGGnGGTGAGmCTATCAA^^^ 
TCTATAGTGGGTCAGTGACTGGGACCAAAnGTAGTGGTGnGGATGGACAnGCGCTGTmGGTmATGAGGTTTT 

>fcrb2178.seq 

CTGAAGCCGGCGAAGAAGACAAAGGTTGTAGGAGGAnGGCATGCGGGTGTTCCAGCAATCmCCCATGCAAACCGGGGCTTGAGAGGGTCTCAGCnGGGGTGTGC 

CAGGTCTTGAAAAGACGCATGCCTTTGGTTCGAGTGTGTGAAAGTGTCGTGAGmCACCTCmGCAGACCATCTTCTGAGGTGAGGAAGTGGCTGGAGGGCCTC^ 

CTACAGTGGCTTCCCCTGGCTTCGTTCCCAAGCAAAAGAATCAGTCAAGAATCACATGTnGCTTATGGCnACAAAT 
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>fcrb2179.seq 

GGNGACTAGTGGATCCAMmCCCCNMNGAGMGGACATGGCGTATmGTATnAAMGTMnGTAnMn^ 

CAAAAATCAGCAGATGnGAAGACAGGGGTCTCGGGGGTGGGCTCCGGCACCCACATCCTGGAGTCAGGACmCCTCAGTGACTGTGTGTAGGGGGGTnCAGG 

CCTCCCTCCCACCnCCTCCCACCTGACCTGTCGCACCCACTGTGAAAGTTGGAATATGTGGTCTCCCTGGGCTCAGGGGTCTGACTCTGCCAGGGTGGGGCTCTCT^^^ 

TGTTGGGTGGGTGGCCCATGTGGCCACTGTCTCnCGACnGGTCTGGGmGGCAGGCACTGCGTGCTACnGAGGGCCAGGATGCTCCCC 

>fcrb2181.seq 

GTCAGATAAGTTTmCATGAACCCGnGTGGAAATTAnGGAAnANCTGAGCCAAAGTGAnATGCAnCnCAT^^^ 
ATGTATAACTTGTAGCTATAAACATTTTGTGCCATTAAAG 

>fcrb2182.seq 

GCTGATCANTAmmATCAACACCTGAGAACTGNTACACCTmATNNTGTCTlTTAGGAAATCCCTGTCTTNCCATT^ 
AnnACTnCAGAAATGAAGnTTTAATTGCTAnGmTATATAGGAnGAAAGAAAATTAACTCCnTATTAAAAACAAAn 

>fcrb2184.seq 

GNGGNTGATCAGTATTTmATCAACACCTGAGAACTGTTACACCimATNCTGTCnnAGGAAATCCCTGTCnTCCAm 
AATATTnACTTTCAGAAATGAAGTTmAAnGCTATTGTTTTATATAGGAnGAAAGAAAAnAACTCCTnAnA^ 

>fcrb2185.seq 

CTCACTCCTGTAATCCTAGCACmGGGAGGCCAAGGCAGGAGGATCNCnGAGCCCAGGAGnCGAGACCAGCCTGGGCAACGTAGTGAGAnCTATCTCT^ 

>fcrb2186.seq 

GCCGCCGCTGTGGCTCTAAGGCCTACCACCTTCAGAAGTCGACNTGTGNGAAATGTGGCTAGCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGCCAAGGGTA^ 

CCACGGGAACTGGTCGAATGAGGCACCTAAAAAnGTATAGCGCAGAnCAGGCATGGAnCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGTTGCAGCATCCAGnCATC 
TTMGAATGTCAACGAnAGTCATGCAATAAATGTTCTGGTTTTAAAAAAT 

>f(fp187.seq 

A/JplGGNGACTAGTGGATCCAAATmCCCNGAACGNGAGGATATCAAAACAGAGGTTCCAGAAGAAGATGCACTAAGT^^ 

CQIfAGAAmACTGAATATAmAATCAGATAGGTGAAmGAAAAAGAAAAAGGAAATAAGTCAAAAM 

GrorrTGGnGTATOGTCATAACAGTTGAGTGCAGAAATCTCTGCnCTAAAAnATnGTAGAGA^^^ 

Gi^eCCTTGTCACAGCTTGGnmAGACTTTTOTGTATATGmATGTACAGTATAmCTCTTGACAGmGAA 

TA^K5CGGTATATGAG 

>fdrl2188.seq 

GlIgACTAGTGGATCCAANTnCCCCCNACGAGCAAGAGGCGmCTATAAGAATTGGCATAAATCTAAGAAGA^ 

AQAAGCAGCTGGAGAAGGAGTTCAGCAGGATGAAGAAGTACTGCCAAGTCATCCGTGTCAnGCCCACACCCAGATGCGCGTGGTTGGTCTGCGCCAGAA^^ 
AGMCCAGGTGAACGGAGGCACTGTGGCCGAGAAGCTGGAGTGGGCCCGCGAGAGGCTTGAGCAGCAGGTACCTGTGAACCAAGTGTTTGGGCAGGATGAGATGATCGACGTCAT 
Cq§5GTGACCAAGGGCAAAGGGTAGAAAGGGGTCACCAGTCGTTGGCACACCAAGAAGCTGCCCCGCAAGAGCCACCGAGGCCTGCGCAAGGT 
COl^CTCGTGTAGCCnCTCTGTGGCACGCGC 

>f(iMl89.seq 

TCi^AGGGGANACTAGTGGATCCAANmCNCCGGAANGAGCTTGTAACCCTTTACCCTATAATTGGTATCCT^ 
TAprAGAGCGAAnGGACAIGGATAAATTTTTTAI 1 1 1 i i ITAAAAAATTAT 

>fdMl90.seq 

CACCTACCGGCTCnCGGCAACATCGTGGACAAGCACCGGCAGGTGGGCAATGCCGTGCCACCGGCCCTGGCCAAAGCCATTGGGnGGAGATCAAGCmGTATGnGGCCAM 

CCCGAGAGAGTGCCTCAGCTAAAATAAAGGAGGAGGAAGCTGCTAAGGACTAGTTCTGCCCTCCCGTCACCCCTGnTCTGGCACCAGGAATCCCCAACATGCACTGATGnGTGm 

nAACATGTCAATCTGTCCGnGACATGTGTCGTACATGGT 

ACmGTGCAnCTGGATTnAAAAGTTTmAnATGCATOTATCAAATCTAGCACTC^ 

>fcrb2191.seq 

NATACCCCnGGnCCTTGGGCTGGAAGACAGTTAAAGAACCANTATATNNCGTAGATGTATCCAAAGGAATTGnAATGCAGnAAGGATCGTGATGCCAA 
CGTTGGTCCCAGTCGGTACCTCCTmCCACCTGGTGAAGTACATCTTTGCTGTGGCTCACAGATTGnCCTCCCATTCCCCTTGCCGCTTmGCCTATCGATGGGT^^ 
TTGAAATAAGCGCAmGAGCGCTGGATAACAAGGGATAAAGTGGAGGGGATGCAGATCACAGACATGAAATTGGCTCACCTGCGTGGCnAGAAGAGCnGGTATTCA 
ACTGGAAGTCAAGGCCATTGAGGTGCTGCGGCGTCATCGCACnACCGCTGGCTGTCTGCTGAAATTGAGGATGTGAAGCC 

>fcrb2192.seq 

CATTAGGCTGTTGGnCAAACTmGGGAGCACGGACTGTCANTTCTCCGGGAAGTGGTCAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCTmGGAGAACCA 
GGGCTCTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTC 
GGATGATTGTCATAAGGTnnAGCATGnCCTCGnTTGTTGACCCTCCCCTnmCTTGTAnAATCAAGAGAAACTTGAAAGTTAAT^ 
CGnCACCTCCAAGCAmCATGAAAAAGCTGCTTCnAnAATCATACAAACTCTCACCATGATGTGAAGAGmCACAAAT^^ 

>fcrb2193.seq 

GTTGAAGGCAGAACCACGACCCnGACTCCGGGGTGGGGAGGTGGCCNAGGATGGTGGAGCTGAATCAGACGGTGACAGncnCAGGCATnGTATTTCAGAATCGAAnGAACAG 
ATTGGGCAAATAAAGTTGAAATTTTAGCAGC 

>fcrb2195.seq 

CTGACGCAAACATGCAGATCmGTGAAGACCCTCACTGGCAAAACCATCACCCnGAGGTCGAGCCCAGTGACACCAnGAGAATGTCAAAGCCAAAAnCAAGACA^ 
CCCACCTGACCAGCAGCGTCTGATATTTGCCGGCAAACAGCTGGAGGATGGCCGCACTCTCTCAGACTACAACATCCAGAAAGAGTCCACCCTGCACCTGGTGnGCGCCTGCGAG 
GTGGCATTATTGAGCCnGTCTCCGGCAGCnGGCCAGAAATACAAGTGCGACAAGATGATCTGCCGCAAGTGGTATGGTCGGCnCAGCCTCGTGCTGTC^ 
GTGTGGTCAGACCAACAACCTGCGTCCCAAGAAGAAGGTCAAATAAGGTGGnGTTTTCCnGAAGGGCAGCCTCCTGCCCAGGCCC 
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>fcrt)2196,seq 

AGCAGCCGGCGACTTCATCGAGCATGCCGAGnCTCGGGGMCCTGTATGGCACGAGNCMGGTGGCGGTGCAGGCCGTGCAGGCCATGAACCGCATCTGTGTGCT^ 
CCTGCAGG6TGTGCGGAACATCAAGGCCACCGATCTGCGGCCCATCTACA 

>fcrb2197.seq 

GTATGTGCTmCTGTGGGGGTGGGAmGGAAGGGGGGnGGGTTGTGCTGGATATCTnGTAGATGTGGACCACCAAGGGGTTGTTGAAA^ 
AGCCTTCTGCTCACATTTTTGTGAATGTCTGAAGTATATAGmGTGTATATTGACAGAGCTCTmATA^ 
CnGGnATAAAAATGnAAnCAGAAnAGmAATGCCnAAnAAACTAAnAATAGCmGGACACnAAAAGAGCTCTAAAm^ 
TAGGGTCAAGGGTGTCCTCCACTCmAACAGCTGCTGGACAGACACATOGAGCAGCTGTnGTTATTGAT 

>fcrb2198.seq 

CTTCGGTGAAGCGTCACAGAAAmGGATnGAAGTGGGGCCGGCTOCTTCATGGGCTAGGAGCCGCCGAGCCCGGGCTCCCGAGANCAACCTCGTGACCT^^ 
TTCGTGAGTGTCCCGTGCACGTCCTGATCCTGGACAGTGAAGGCTTCTCCCTCCCCTCCCACCTGACTTCATGTACGCCTCGGCAGCACGGGGTGTGGGACCCCAGCCCGG 
AGAGAGGGAAGGAGCCGCGCGCCCAGCTGGAGCTGAATCACATGACCTAGCTGGACGCCAGCGCCTGGGCCCGCCCCACGCTCTGTCCACACCCACGCGCCCCGGGAGCGGGGC 
CATGCCTCCAGCCCCCCAGGTCGCCTGACGGATCCTGTTCGTGAATAGGTGTNCAGGGGGTGTGGGGGGAGGGAnG 

>fcrb2199.seq 

GCGTGCTGTGTmAGTCCTGGTAGGAATAmATCAGAGTTCACACTATATAAAACCCAACAGCnCAAGTATTGCCCTnCAACAGm^ 
TCTCTGGATGGATGTGmGTGGmGTAACCATOCGGnTAAACCATGGmAAGAAmGCCCAAATAACAGAAATmGTTCGGGA^ 
TGTTmGAGTmAGATACmAnTGTAAATAACnAAAATAGCTnCTGAAACCGTGCATTCTGTAGmcnCCTn 
mAACCATTTAnAAATAAAAATTTTGTTAAAGAAG 

>fcrb2200.seq 

CTAGGGGGGCATATGACTACCCTGAGTGGTGAAGAAATCAGTTACACTGGTTCAGACGGCAnGAAGGGGGACTCCnGCTAGCATCAGAATGAACCACCAGGCC^^ 

gtccgagatctagaaaagacaggacataaatgagcataactga™cagggtacagttcttcaca6Ctgaaatgg™gcctgagatgctg 

Gf^TGG TTAAGGCCATCCCGAACTTmAAAGTAmATGAAGCATCAGAGACmTTnCCCTGTAATAGAATG 
A^qnGAGACTATmCATACAGnGTCATACACAAGGCGCATATATATAnTGTGAATTA^ 

>f|Fg201.seq 

CAisCCCCCACCTGCCCnAGTGATGTnGGAGTCGTmACCCTCnCTATTGAAnGCCnGGGAmCCnCTCCCmCCCTGCCCA 
Tt@GGAGCCTTCACCTCTGnGCTGAGGAAATGGTAGAATGCTGCCTATCACCTCCAGCACAATCCCAGGGAAAAAGGTGTGAAG^^^ 
AAAtAAAC 

■'3.= 

>fQ?§203.seq 

C(^!eGCCCTACCTCCnCCCTGTCCCCACCCCTGCATAAGGCAGnGTTGGTmCnCCCCAATTCTmCCA^ 

GC^TGCTTATACTCCCAAACCTTGAGTGTCCAGCCnCCCCTGTTGTTTTl^ 

AATGTCTTACTCAAGnCAAACCTCCAGCCTGTGAATCAACTGTGTCTCTTTm 

G|aTTTTmCTCCCACTGTTGTAAATAACTmAATGGCCAAACCCCAGAm^ 1 1 1 H I I I II I CTAACTG 

•JSSST 

>f|%S205.seq 

C(|fGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGC™CAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCT^ 
A 

ST: 

>f|©206.seq 

AlfpGCCAmmCACATCACATTTnGGGGGGGAAAGTGCTOTGAATGGTGCAGGTTGACTCTGATAnCAn^ 
AffilTTATGGAATCACTGTGGATAG^ 

TATCAGTGTACTATAAAGAGGTTTTTAGTTATCCGTGCATOTmTGCAAnAATCTnATATGCAATGAGATO 
AGTCTCACTGAmTGAGATGGCnTTGCTGCTCTGTTCTCCCTCTACATTTCTCTGCAGAACTCGCGTTAGAAACAC 

>fcrb2207.seq 

GmGmCAATTGGCCAmAA GmAG TAGTAAAAGACTGGmATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATG 
GTGTGGCAGnnAAGnATTAGTTmAAAATCAGTACmTOATGGAAACAAGnGACCAAAAA 

>fcrb2208.seq 

GGAGAGCTGAGCAGTCAAGATGTGTGACTTCACCGAAGACCAGACCGCAGATCTGATCCCAAGCACTGGAGTTCAAGGAGGGCnCGAGGTGmGACCGAACAGGTGATGGCAAGA 

TCGTGTAGAGCCAGTGTGGGGATGTGATGAGGGGGCTGGGCCAGAACGCTACCAACGCCGAGGTGCTCAAGGTCCTGGGGAACCCCAAGAGTGATGAGATGAATGTGAATm 

CTAGCCTAAAGTnCCGTAGGGmcnGTGTGAGGAAGnTGGCATCnGTGTGTGTTGGATGATGTTTGCGGTCAGCAnCAGCAAAT^ 

>fcrb2209.seq 

AGAGCACATACAGGGCTCCAGAACCAGAnAAAACAAGAAGTGAAGGTGGGAAAGAGAGAAAATGCAGAATTGGAAAGAAAGGGTGAAAGAATTGACAGG 
CAGCACAGGGTAGAAGGGCAGTGGCAGTTCAGCTCCCTGTCAGGTGTGTCTGCGGTGTAAAATAATAATACGGCCGCACCGATGGCTGTGTGGCCTGCACACTCGCAGATGGATGGG 
GAGACACAGACTGAAGGAAnGTAGGCGGTTGCGCAGGAGGTGGGCnTCTGTGTGCCAGGTGAGGAGAGCAGAGAGGGGGTGCTCCTTCATTCCAGGGGnGGGAGGAGAGAGTG 
ACCAGGAACGGAGCTGGCAGGATGGCTAACGTTGAGTCAAGGTGCAACTAGAGCAAGGAATGAGGGTTGGnGGTATAAGTGAGAGAGGGATGGTGGATGAGGGATT 

>fcrt)2210.seq 

ACATAATCTAGmACAGAAAAATCTTGTGCTAGAATACTmTAAAAGGTATmGAATACCAn^ 



>fcrb2211.seq 

CCCCGCTCTCCCCTGTCCGGAAGGATOCTCTGCCCCTCAGCGGnCCAGTGCCCTCAAAGCAATCTGTGTGTGAAGTACTGGCTATCnCTGAGGGTGTC 

GnGAAAAGCGAAGGCGTOGTCGGnAATAGAAAGGATCAGGGATAGCAGAAATGAAAGTATAATGGAAGGCAGCTGGGAGGNGAAnCCAGGTCCACm 

ACGGAAGGnCATCGAAACnCTTCAGCTGCAGATCTAGAAGTGAnAGCTAnCTAGCAAAGTATCTGGTCCACAGAAAAGGGGGCm 
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>fcrb2212.seq 

GCTnMGATGmGCTGTGGGTGTGGGCMTGCCGTGGAGGATGAGCTGAGGGAMTAGCCTCAGAGCCTGTGGCAGAGCACTACTTCTACACGGCTGACTT^^ 
AGATAGGCAAGAAGnGCAGAAGAAGATGTGTGTGGAGGAAGACCCGTGTGCCTGCGAGTCCGTGGTGAAATTGCAAGCCAAAGTGGAGGGGGTGCTGCAGGCCCTC 
CTGGAAGCTGTGAGTAAGCGGCTGGCCATCCTGGAGAACACAGTTGTCTAAGGCTGCCTGTCACCACTGTGGCGTCTCCAAGGGTCGTGCACGTGTCCGGCGTA^ 
AGTGAGGGAAGCCAGCCCGGGGGTGGGNAGGGGGTG 

>fcrb2213.seq 

GGCAACAGCAGGnCACnACAGTGnCTTGTAGATGGGTGCTGTAAAAAGAGAAATGAATGGGGAAAGACAATCATTGAATACAAAAGAAAT^ 
TAnGCACCmGGACATCGGTGGTGCTGACGAGGAATTCTTTGTGGAGAnGGCCCAGTCTGTTTCAAATAAATGAACTCAATCTAAAnAAAAAAGAA^ 
CTTTGCCAnTCnCTTCnCTTTmAACTGAAAGCTGAATCCnCCATTTCnCTGCACATCTACnGCnAAAnGTGG 
ATACAGTTTCAnAACTCCnCCGCCGCTCCCCCAAAAATTTGAAl i I II 1 1 1 ICAAGACTCTTACACCTGnATGGA 

>fcrb2214.seq 

ACAGGGCAAGTGTTmcnCCTAAAAAAAGnCmClTTTAnATmCACCTATTGGCTGCTGCATmACGAAGTGG^ 

ccttaagcaaatgagatcatmcagatttcamtattttttnttcagncmctactmgnaata^ 

agcgncgactgcggggmcnggctcacctgaaaacacctgncccaacgtagttcttggngcaagttgaccaaatcgnttaagnggtaactctncc 
tctg™agcaaagccganatccagngcaatac 

>fcrb2217.seq 

cgcagagtacagaagcggaggtcacggcaccctcggaggagccgccccagcacagcccactgagaagagcttccaggacgcacccaggacgctgagcccaggagcctgccaggc 

TGACGTGCATCCCACCCAGACGGTGTCCTCTTCTTGTCGCmnGTCATATAAGGAATCCCAnAAAGAAGGAAAAAAATAAATCCCACAmGTGT^^ 

ATCAGCAAAACCGCATCTAATnGTCCGCCGAATGCCAAAGCAAAGCAAACTTAnATAACCCnGGACTGAGmAGAGACAm 

TGCAGGGACAAGGGGGAGAAAGGGGAAGGGGnAAGTTAAATAAAGAAGATTATTTnGTTTCCTGACm 

>fcrb2218.seq 

CTISBGnCCGCGnCGCTGCACAAAATGCCCGGCGAAGCCACAGAAACCGTCCCTGCTACAGAGCAGGAGnGCCGCAGCCCCAGGCTGAGACAGGGTC^ 
Gt6ATGAATCAGTACCAGAGCTTGAAGAACAGGATTCCACCCAGGCAACCACACAACAAGCCCAGCTGGCGGCAGCAGCTGAAATTGATGAAGAACC^ 
GMGAGTGAAAAGAAGGCACGGAAGGCTATGTCCAAACTGGGTCTTCGGCAGGTTACAGGAGnACTAGAGTCACTATCCGGAAATCTAAGAAT^^^ 
AqSrGTCTACAAGAGCCCTGCnCAGATACmCATAGTTTnGGGGAAGCCAAGATCGAAGATTTAT^^ 

>fc'rte219.seq 

Tl^ATGGCGTGATGTCTCACAGAAAGTTCTCCGCTCCCAGACATGGGTCCCTCGGCnCCTGCCTGGGAAGCGCAGCAGCAGGCATCGTGGG 
GAQeCGTCCAAGCCGGTCCACCTCACAGCCTTCCTGGGATACAAGGCTGGCATGACTCACATCGTGCGGGAAGTCGACAGGCCGGGATCCAAGGTGAACAAGA^ 
AG©bTGTGAGCATTGTAGAGACACCAGCCATGGTGGnGTGGGCAnGTGGGCTACGTGGAAACCCGTCGAGGGCTCGGGACCTTCAAGAC 
AAl)|CAAGAGGCGmCTATAAGAAnGGCATAAATCTAAGAAGAAGGCCmACCAAGTACTGCAAGA^^ 

>fG^2220.seq 

T/s^CTAGAGCGGCCGCGGGCCCATCGAnnCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAAnCGCCCTATA6TGAG 

>f|||221.seq 

GGMAGAGTAGCTTCGCTGTATOCCTCCCCTACTCCCTTATCTGTTGTGTAnCCACmGGAAGA^^ 

TTffiTCAAATTGGTGAACAGTGTATAGGAAGAAGCCAGCAGGAGCTCTGACTAAGGnGACATAATAGTCCACCTCCCATTACTTTGATATCTGATCA^ 

Tl^TGCTAnAGGAAAnCTGATGAGCATOCTAnCACTGATGCAGAAAGACGTTCmTGCATAAAAGACmmTAACACTTTGGACTO^ 

CI@CCCACCCCCAACAGGAAnCTATAGTAAGGAGGGAGGAGAAGGGGGGCTCCTTCCCTCTCCTCGAATGACGn 

>fcrfe223.seq 

CAAGAAAGTAAGTCnAGTGCACAGTATCACAACAAAGAAAAAGCmGTTTTOTAACTGGTAAAAACAAGAAAAGAnCTCATCAAAATG^ 

GAGTATGCCTGGGAGCCTCCAGCTGTTAAAAGACAATGCTATTACTACncmTCAAAAATCTGTAATGCCCTGTGATmTATGATACTTCnCAATACA^ 

CAGTATAATAAGAAGGAACAAAATGCCACTnCAGAAAACTGTATGTAAATTimGTAACAATGTAM 

>fcrb2224.seq 

CAAGAAGGAGATGTCTGGGGATGTCAGGGATGCAmGTGGCCAnGnCAAAGTGTCAAGAACAAGCCTCTCTTCmGCCGACAAACTn^ 
GATGAGAAGACTCTGACCAGGATCATGGTATCCCGCAGTGAGAnGACCTGCTCAACATCCGGAGGGAATTCATTGAGAAATATGACAAGTCTCTCGACCAAGCCAn 
CCTGCGGAGACnCCTGAAGGGCnGCTGGCTCTCTGTGGTGGTGAGGACTAGGGCCACAGCTTTGGCGGGCACnCTGCCAAGAAATGGTTATCAGCACCAGC^ 
GCCTGATTGnCCAGCTCCAGAGACTAAGGAAGGGGCAGGGG 

>fcrb2225.seq 

AGACTGAGCGTGCCTACCAAAAGCAGCCGACCATCTnCAAAACAAGAAGAGGGTCCTGCTGGGAGAAACTGGCAAGGAGAAGCTCCCGCGGTACTACAAGAACATCGGTCTGGGC 
TTCAAGACACCCAAGGAGGCTATTGAGGGCACCTACATTGACAAGAAATGCCCCTTCACTGGTAATGTGTCCATTCGAGGGCGGATCCTCTCTGGCGTGGTGACCAAGATGAAG 
CAGAGGACCAnGTCATCCGCCGAGACTATCTGGACTACATCCGCAAGTACAACCGCTTCGAGAAGCGGCACAAGAAGATGTCTGTACACCTGTCGCGCTGCnCAGGGACGTC 
ATCGGTGACATCGTCACAGTGGGCGAGTGGCGGCCTCTGAGCAAGACAGTGGGCTTCAACGTGCTCA 

>fcrt)2228.seq 

TGCAGGACGCCTGGTCTGCCnGTGGGTCCTGGACGGAGCCCCTACCTCTGCAAAGATGACnGGAGACAGGCCGTCCTGCTGTCnGCTTCTCCGCCGTGGTGCTCGTGTGTATGC 
TGAGAGAGGGAACCAGTGTATCTGTGGGCACCATGCAGATGGCGGGAGAAGAGGCGAGTGAAGATGCAAAACAGAAGATTTTCATGCAGGAATCAGATGCCTCGAAmCCTCAAGA 
GGCGCGGCAAGCGGTCCCCCAAGTCCCGAGATGAGGTGAATGTGGAAAACAGGCAGAAGCnCGGGnGATGAGCTGCGGAGAGAATAnACGAGGAACAAAGGAATGAAm 
AACnCGTGGAGGAACAAAACGATGAGCAGGAAGAGAGGAGCCGGGAGGCTGTGGAGCAGTGGCGGGAGTGGCAGTATGACGGCCTGGA 

>fcrb2229.seq 

GmTATCTCCTGGCTTCAGAAGCAGATACTGAGCCTCAAATCTGCTAAGATTGCCCTGAGTGAGATTGTTATGTCCTGTAGAGAAAACTGAA^ 
TATTATGTGCATGGCTGACTTGCAATGAAAGGGGCAGGTACAGGGCTGCGAGGTGTCTACTGnAAAGTGAGGGCAnGATTGGAAAAAAAAAAATGG 
GNGGGAGGACCGTGATGAAGCTGGGGAGACANATTTrGTAAACmGATGAATCTCTmGCCANAAGGAATAGTTm 
CTGACATCAGCGTrTCCACCTTGGTCTGAGGAGATAAACCCTGNGCTGACTGACACAACAGTGATGGCCTCCCCTGAGGCAGTT 
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>fcrb2230.seq 

ATGATCTCAAGAGATGCAGAAAMTmTCMnACAnCTMTncmCATGAmTAAMCTnCmGCAGACCM^^ 
AmAGCGCCTCAGTCATAnTAATGATAAAATGGAAAGCmCCTmCAGATCAGGAACAAAACAAGGGTGCCTCCTGT^^^ 
GTGTACTAGTATAAGAAAAAGAAATAAAATATAAAAATOGAGGGGGGGAAACCTGTCCCmAmGCAGATGmTGAATATGT^ 
AnAGTATTAATAAGAGAGTAGGGnCCTGAGTATAAAATCTGTACATAAAAATCAGnCTTCCTGCCAGCAGAGGT 

>fcrb2232.seq 

ATGAGGTGGCAAGAAATGGGCTACAnTTCTACCCCAGAAAACTACGATAGCGCTOTGAAACTTAAGGGTCGAAGGTGGATmGGAGT^ 
GGGCGCTGAAGCGCGTACACACGGCCCGTCACCCTCCTCAAGTATACTTGAAAGGACAmAACTAAAACCCC^^^ 

>fcrb2234.seq 

GTGGGCGACTACGAGAGCGAAGCGAGGGGCGTGTAGGGGGGGTGAAGACAACGGCAGGTTAAAAATTnGCAGnAnTATCTTGTGGATAmCAGAAGTGCGTC^ 
TGTATGAGnATACGATCCATGTACTGTCATGmnCTTCAGGAACAAGCACATCATGAnGACTTGGGGACTGGCAACAACAACAAGAnAACTGGG 

ATGGTGGACATCATCGAGACGGTGTACCGCGGGGCCCGCAAAGGCCGCGGCCTGGTGGTGTCCCCCAAGGACTACTCCACCAAGTACCGCTACTGAGGCGCCCTCAGTCTGCGCG 
GATAAATGTCGTGGAGCCClTITrGTATGGAAACGTmAAGCTAmAAAGCCmGGAAM 

>fcrb2235.seq 

GTGATCTAGTCAATTGTCAGTCTACCAGAGAATTAAGAAAAACATTGAACTTCACAATTGAAAGGGGAGCAATCTGTTTm 

TTCCTCCTCCACTGTCnAATATCAAGACACAGTAGAGGAGACACnnTGTCAGGGTTCTAnAAATATTCTTCCnGGGATGTGGGAGCCTACnGACn^ 
GACTACTTGGTAAnCATCCAGGAAGAAAGATCCACTCTAGTGTTGAncmATmATAGATGAACAACAATAGCAACAAAACAmGAA^ 

>fcrb2236.seq 

GGCGGGTGAAAAAGnGAGAAGCCAGATACTAAAGAGAAGAAACCCGAAGCCAAGAAGGnGATGCTGGTGGCAAGGTGAAAAAGGGTAA^ 
GGAAGCCCCAnGCAGCCGCAACCCTGTCCnGTCAGAGGAATTGGCAGGTATTCCCGATCTGCCATGTAnCCAGAAAGGCCATGTACAAGAGG^^ 
GGTTGAAAAGAAAAAGAAGGAGAAGGTTCTCGCAACTGnACAAAACCAGTTGGTGGTGACAAGAACGGCGGTACCCGGGTGGn^^ 
GpGATGTGCCTCGAAAGCTGTTGAGCCACGGCAAAAAACCGTTCAGTCAGCACGTGAGAAAACTGCGAGCCAGCAmCCCCCGGG 



C@ACAmAGACTGAGCGTGCCTACCAAAAGCAGCCGACCATCmCAAAACAAGAAGAGGGTCCTGCTGGGAGAAAGTGGCAAGGAGAAG^^^ 
QmGGGCTTCAAGACACCCAAGGAGGCTATTGAGGGCACCTACAnGACAAGAAATGCCCCTTCACTGGTAATGTGTCCATO 
TllAGATGCAGAGGACCAnGTCATGGGGCGAGACTATCTGCACTAGATCCGCAAGTACAACCGCnCGAGAAGCGCCACAAGAACATGTCTGT^^^ 
AidTCCAGATCGGTGACATCGTCACAGTGGGGGAGTGCCGGCCTCTGAGCAAGACAGTGGGCTTCAACGTGCTCAAGGTGACCAAGGC 

>/^2238.seq 

XffTGGGACACCCTCTTACCGGAATCCnACCCCAGGCACAACACCATATGATTAGAAAGAGACTGCCAAACCGTCAGCT^ 

Tt?4GGAGCTCAGAGTAGCTTGTGTT6CCAGCCACATGGGGGGAGAATAGAGATGGGTGTlTGGCCnGTAGATTCTACAGnCCTGCTnCCCATGAGCACAGAGAG^^^ 

Aj^^TGTCAGCTCTCAACnCCTCCTGGGAGAGAAAGAGTTGATCCTTGTGTCCAGGGnCTAAGnCTCTGGGGGTGCCCCAGAGAACTGGTATGTGT^ 

G@GGTGTTGTGCAGTGTAACTGCCTGGGGGAGAACAGAGACAGTGGCnGGGnGGTAGATGCCATAGTGGCnCCCCTGA 

>Hi2239.seq 

GMAACAATAATGAAAAGCACCTGGTGTAAATCCTGGTTCACAGTAGGTGnCGATAAAmAGCTAAmGCTACTAGTGACAAnCM 

/^TJTnAAAAAAnAGCTGnGTTAAATAGGTACTATTGTAAGTGGnGTAAATAGTGTGAAACATCTGnTG 

X#CTCAGTTATGACGTAAGCTTGATTnAnGAGGTGTTAAAATGAGTmATGAGAGATCTGAAATGTAATCAn 

>if-eit2241.seq 

f(i^TCAGAGTCAGGCTTCTGGAACCACAGGTGGCCGAAGGGTCTCAAAGGCTCTAATGGCCTCAATGGCCCGCAGGGCTTCAAGGGGTCCCATAGCCT^ 
CAAGGACTCGGTTGGCTGCnGGGCGCGGAGAGGCnGCTCTCCCTGAGATCACGTAAAGCCCGTAGGGGCAAGGCTCGCCGTAGAGCTGCCAAGCTCCAGTCATCCCAAGAG^ 
GAAGCACCACCACCTCGGGATGTGGCCCTnTGCAAGGGAGGGCAAATGAmGGTGAAGTACCmiGGCTAAAGACCAGACGAAGAnCCCATCAAGCGCTCGGACATGC 
GACATCATCAAAGAATACACTGATGTGTACCCCGAAATGAnGAACGAGCAGGCTAncnTGGAGAAGGTATTTGGGAnCAATTGA 

>fcrb2244.seq 

CATGGCTGTTATACTGACnGTTnCmCAAATTCATGTTAGAAAAATCTGTGCGTGTGTGTGTGTGTGTGTCTGTGTACACAAATAm^ 
TGTGAGGCGGGGGAAGAGCTGnGAGGGTTmATAGATAAAGTTGATAATGCTTTTTTGACnGGmTCTGTTAGCATGnT m 
GAGAAATGACACAAATGCCAGTATACCAGTTCAAGATAGGATGTTGGnTGAmAGCTAAAAmACCCTACnATTGGTGCAATTm 
ATTmATCTGCACTnGGATmGAATATTAnGnAGTTGnGAAGAGGAGGTTTACTCTGCAGGAGAGCAAG 

>fcrb2245.seq 

CTCGTGCCGGCGCTTCGTGGAGCAGGAGAATAAGATCCTGCTGGCCGAGCTCGAGCAGGTCAAGGGCCAAGGCAAGTCGCGGGTGGGGGACCTCTACGAGGAGGAGATGCGGGA 
GGTGCGCCGGCAGGTGGACCAGCTAACCAACGACAAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGACATCATGCGCGTGCGGGAGAAATTGCAGGAGGAGATGGn 
GAGAGAGAGGAAGCCGAAAACAGCCTGCAATCTnCAGACAGGATGTTGACAATGCGTCTGTGGCACGTCnGACCnGAACGCAAAGTGGAATGmGCAAGAAGAGATO 
TGAAGAAAGTGGACGAAGAGGAAATGCAGGAGGTGCAGGGTGAGATTGAGGAACAGCATGTCGAAATGGATGTGGATGTTTGGAAGCGTGAC 

>fcrb2246.seq 

GAGGCGGAGCCGAGCCTCGAAATGGAGAACGACGCCGGGGAGTTCGTGGACCTGTACGTGGCGGGGAAATGCTCCGCTAGCAATCGGATCATCGGTGCCAAGGACCACGCATCGAT 

CCAGATGAACGTGGCCGAGGTTGAGAAGGTCAGAGGCAGGmAATGGCCAGTTTAAAAGTOCGGTATGTGGGGGGCGATTGGTAGGATGGGTGAGTGAG^^ 

ATTGGGGAAGGCCGATGGGATCGTCTCAAAGAACTTnGACTGGAGAGAATCACAGATGTGGAATAmGTCATAAATAAA^^^ 

>fcrb2247.seq 

nCAAGATGTCGAAGCGAGGACGTGGTGGGTCCTCTGGTGCGAAAnCCGGAmCCnGGGTCnCCGGTAGGAGCTGTAATGAATTGTGCTGAGAAGACAGGAG 
ATATGATCTCCGTGAAGGGGATCAAGGGAGGGGTGAACAGACTTCCCGCTGCTGGTGTGGGTGACATGGTGATGGCCACAGTCAAGAAAGGCAAACC 
ATCGAGCAGTGGTCAnCGACAACGAAAGTCATACGGTAGAAAAGATGGGGTGmcmATmGAAGATAATGCAGGAGTGATAGTGAACA^ 
ATTACAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGAnGCATCCAATGCTGGC 
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>fcrb2248.seq 

TCGGGTCMGGCAGAGGCAGGAMCTMCTGGTGTGAGTCAAATGCCCCCTGAGTGA^ 
GTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTAlTITnAA^ 

>fcrb2249.seq 

ATGAAATTGTACAnGTGTATAAnGTTCATTAGAAAGGAGAGmTACATGAATAnCATATATnATmGTm 

GATTCAGGAATTGG 

>fcrb2251.seq 

CAGGCATGTGCCACGACACCAGGCTAATTTmGnTTGACGAGGTCTGCCTATGTTGCCCAGTCTGGTCGCGAACTCCTAGCCTC^^ 
CTGGGmCTGGCGTGAGCCACTGTGCCTGGCCAAGGCTGCTTnAATCGGTTCTGAnACGACCCCAAAGTGACTGGGATGAGA^ 
TTGGCAGmGGCCATCTTGCCAGAGCCAGACGTACATGTnAGTAAGAAATGACTCAAGTATCTAAATAATCACGGGAGCAAGGATTGT^^ 
GTTCnATAAGTACTCAGAAAACAAncmGCTTAAGAAAAAAGCTTAAAAnGGGGGAAAAAAAATTCAAGA^ 

>fcrt)2252 S6Q 

GTCAGAGTGTGCCCGCTGCGCCGCCGCTGTCGGTACCTGCGGGCGCGGGCACCGCGACCATGCGCAACnCGCCGGCACCTGGAAGATGCGCAGCAGCGAGAATTTCGACGAGCT 
GGTCAAGGCACTGGGTGTGAACGCCATGCTGAGGAAAGTGGCCGTAGCGGCTGCGTCCAAGCCGCACGTGGAGATCCGCCAGGACGGGGATCAGTTCTACATCAAGACATCGACCA 
CGGTGCGGACGACTGAGATCAACnCAAGGTCGGAGAAGGCTTTGAGGAGGAGACCGTGGACGGACGCAAGTGGAGGAGTmGCGAGTTGGGAGAATGAGAACAAGATGCACTGC 
ACGCAAACTCnCnGAAGGGGACGGCCCCAAAACGTACTGGACCCGTGAGCTGGCCAACGATGAACTOTCCTGACGmGGCGCCG 

GTCGS:GCGTGAGACn^^ 

ATCAAGAAGATCTTGGACAGCGTGGGGTATCGAGGCGGACGACGACCGGCTCAACAAGGTTATCAGTGAGCTGAATGGAAAAAAGATTGAAGACGTCAnGCCCAGGGTATO 

GCTTGCCAGTGTACCTGCTGGTGGGGCTGTAGCCGTCTCTGCTGCCCCAGGCTCTGCAGCCCCTGCTGCTGGnCTGCCCCTGCTGGAGCAG 

AGGAGTCTGAAGAGTCAGATGATGACATGGGAmGGCCTTmGAnAAATTCCTGCTCCCCTGCAAATAAA 

jissSr 

>l6fb2254 seo 

rffiAGACTGAGGAAGACCCGGAAACnAGGGGCCACGTGAGCCAGGGCCACGGCCGCATAGGCAAGGACCGGAAGCACCCCGGGGGCCGCGGTAATGC 
ASGGATCAACTTCGACAAATACCACCCAGGCTACTTTGGGAAAGTTGGTATGAAGCATOCCACTTAAAGAGGAACCAGAGCnCTGCCGAA^^^ 
TPQGTCAGTGAACAGACACGGGTGAATGCTGCTAAAAACAAGACTGGGGCTGCTCCCATCAnGATGTGGTGCGATCGGGCTACTACAAAGnCTGG 
CpCCTGTCATCGTGAAGGCCAAAnCTrCAGCAGAAGAGCTGAGGAGAAGAnAAGAGTGnGGGGGGGCGTGTGTCCTGGTGGCn 

>fcil)2255 seo 

a^ACnCCAGGTCATGAGGGAGCTAGACCAAAGAACAGAGGACCTGAAGGCTGAAAnGACAAGTTGGCCACTGAGTATATG^^^ 
TGicCCTTCTCAAACAGATCCAGGAAGCCTATGGCAAGTGCAAGGAAmGGTGACGACAAGGTGCAGCnGCCATGCAGACCTAT^^^ 
A'e^CAGACCTGGCCCGnnGAGGCTGATCTCAAGGAGAAACAGAnGAGTCAAGTGACTATGACAGCTCnCCAGCAAAGGCAAA^ 
GFGCTCGTGCTCGTTCCAAAGGGAAAAACTCGGATGAAGAAGCCCGCAAGACTGCCCAGAAGAAGTTAAAGCTCGTGCGCACAAGTCC 

>^fi)2256 seq 

(llfcGCTTCACTCCTGGAACCnCACTAACCAGATCCAGGCAGGCnCCGGGAGCCACGGCTTCnGTGGnACTGACCCCAGGGCTGACCACCAGCCT^^^ 
IliACCTACCTACCAnGCGCTGTGTAACACAGATTCTCCTGTGCGCTATGTGGACATTGCCATCCCATGCAACAACAAGGGAGCT^^^ 
G#GGGAAGTTCTGCGCATGCGTGGCACCATTTCCCGTGAACACCCATGGGAGGTCATGCCTGATCTGTACTTCTACAGAGATCCTGAAGAGATO 
®AGAAGGCAGTGACCAAGGAGGAATnCAGGGTGAATGGACTGGTCCCGCTCCTGAGTTCACTGCTACTCAGCCTGAGGTTGCAG 

sfeih2257 SGQ 

dcbCAAGTGTCACACAGGCACTTTGTACACATCCTGGnTTCTAAGAAGGGAACTTGCCATCAAGAnCCTGTACCAGGCGCACGGGCGTCTCGGGCAGAGCCA^^^^ 

TGGAGCCGGAGACCCCGGCGAGCCCCTCCTCCCAGTAnCCCATCCCGGCATGCTTCTAGGGAGCGGCTCTTnCGGnCTTGAGGAAmCTGTTCTGGGGCTTGT^^^ 

AGCTGnnGAATGTAGTmCCTmCTAmAmGCACATTAAAGTTAATAATTGAATATTG 

TACTTCTAG^^ 
GMAMTAC^^^^ 

TnGAnCAGCAAGCGACAAGAGnAAAAAGAAGGATATCAGGAAAmTTGGATGGTATCTATGTCTCTGAAAAAGGAAGT^^^ 
GCTACAGAAAGAAGATGCCAGATGACACnAAGACCTACTTGTGATATTTAAATGATGCAATAAAAGACCTATT 

CCTGAM^^ 

GTGGCTCATTOTAAGATTACACAAAAAAAGCCTATTCCAAGnCCACACAACCTTCnGnGAnTCTTTnCCTTCnCAAACGTTCAm 

GTGCCTGGAAnCAGTGCTCTGCnGAAAGTTCCTATGGGCGAnGAAAAACCAAGTGAAAGGTCTTCAGTGAAGGTmGCT^ 

TAAAAACCCTCTCCCATCTTCTATGTTCCGCAGCATmGGATCTATCTTTTCACmTCTGmGCAT^^ 

>fcrb2262.seq 

TGCACAACCCGTGnCCAGGTGCACATCCTCCCAAGGAGACACCCAGACCCTTCCAGCACGGGCCGGCCAAGTTGCTGCGGCGGAGGCAGCATnCAGCTGTGAGGAAGGTCATTG 
GATTCATGTGnnATCTGTAAAAATGGTTGTCTTAACTTCnAACCTCATAnGGTAAGTGATTGATAAAAAnGGTTGGTGmCATGACATGTGGACn 
ATGTAGTGACCAAAnGTGGAAGAGAnTCTGTGAAATAGGAAATGTGTAAGnCGTCTAAAAGCTGATGGTTATGTAAGnGCTGAGGGACTGA^ 
GGGGAGTGTTCTGTGCCTCTTACATGCCCTGGAGGCCTCATGGTCTCAGTGCTGAGGGGGCACACCTGTAGCACACCTGCGT 

>fcrb2264.seq 

CTGAATGGCTGACCTGACCTGATGTCGAnCATGGCACCCTGTGAGAGTTCGGACTTnGTGCCCTGTCTnCTAAGAGACGTC^ 

TTAmAmAnGTCnCCTGTAAGACGTTCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCC 

TCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTAmnTAAAAGATCM 



Figure 14A - Fetal Cartilage cDNA Library EST Sequences - Page 55 of 81 



>fcrb2269.seq 

ATTnGTGGTGnMGTGTCTTmAAAMTTGmmAMTCCTGMGAGCATnGGGGTMTACnCCAGAA 
GTGAACAAGCTTCAGTAAGnATCTnGAATATGTAGTATCTATATGACTATGCGTGGCTGGAACCACAnGAAGAATGnAGAGTAATG 
CnGnGCTGTACAAAAGCAATGGnGATGATACnCCCACACCACAAATGGGACACATGGTCTGTCAATGAGAGCATAAmAAAAAW^ 
GTAAATACATGCATATAATGAATAAATCATTCnACTAAAAAGTATAAAATAGTATGAAAATGGAAAmGG^^ 

>fcrb2270.seq 

TAAAGCTTGAGAGCAACTnGCCTCCATTGTGmGCCATCATGGTGTTGGAGGGGCTTGGCCGCTCACTGGACCCCAAACTGGACATCCTGGAGGCAGC^^ 
CGGGCCGAGTGTGCCCCCCGTGATGGGGGAGTGGGCTCTGTGGGCCCTTGTCAAGAGCTGGAGGCGAGTCCCAAGAGCCTCTCCTATGGCAGCTGGGACGTmAAA 
CCAAmCAAATGTAACGCTCCAGTGGTGGAAGGCACACCATGGCTTCCTCTGCnGGnTGAGGGTCTGTTCAAAAGCmGGGCCAA™^ 
TCGATTCCATTGTGGAAGCTGGGCCAGGTGCCAGGGACACTCTCCTTCAGGGAAAATGTTATTGTGGAGGAGGACGA 

>fcrb2271.seq 

CAAGGTTGGGACCATCACTGGTTAACTGGCCTTCCTGCCTTTGGGCTGnGTTCnTAGCCCATTCTGCACACTGATACCAGAGTGATGATGCTACTGTGCCCATG^ 
CGTCTGCTCAAGAACmCTTTGGCTCCCTACTGCCTCCTGAATAAAATTCAAAGGTAGCCTGA 

>fcrb2272.seq 

TCGCCAGGAAGATTATGCGAGCTTGTTCAGGAGGGCnGATGTCCTCACCCGGGTCTGTATAACAGAAGAGCAGGTGACGGGAGAGGAGGTTGGAGGTGTAGCGATGGAGCAGGAA 
ACTGGAGnGAGGAGGGCAGCTCAAGCCACAGAGTCCAGGCCACCTCAGAGCCAGGAAATGCATCCTGCCACAGAGCCCTGGAAGGCCCCAGCCCTGCTCCCACCTGGACTGGCT 
CAGTGAGGCTAATTnATAATTCTGGCTGATrrTAGAACTCTAAGGGAATAAAnTGTGTT 

>fcrb2273.seq 

ATGACmATACCCTTGGTACTATACTAGGAACmACATAGTATCTCTACTTCTCACAGTCnGCAAAGTAGGTGATATOTTCCCATmATAG 
CCTATAACAGCAGTAAATGCAGAGCCAAGATTCTGACCCAGGTGTTTnGTTGTAGCATAAGmAAAAGATGAGTCTCATTmCTTGTGGT^ 
GTGTACATAGATAAAAAAAAGTAAAAGGGTAAGTAAAAAAnGAnGTGGTATATGnAnCTAATCAGCCAAAAAAGTTTAGAAG^ 
TAMATGTAAAACCAAGAAAGnATTTCAGGAAGGATAGTGACCCmCCTTGAACTGnAGAAGGGCAmA 

>fifi2275.seq 

CIpVGCCnATGTTTCTTTTAATGACTTCTGGATCCTGAGCTCCCmGCAGTCTGAAAAAGGTAnGCA 

>fy82276.seq 

CtffiTGCCGTmAAnGAATGTGTTCAmAAAATCCTCCTTAACAmCTAGAAAGACncmCAATAAATA^ 

C(j^TAAAAGTAACCAnGGAAACCTCGAATGAGGGCTAAAGTmAATCATAAGAGAAAAGGCA^^^ 

GSHGTCTGATAAAGAAATGTTAAGAGTAGTGAGGnGAGGAAGGAAAnGTGGGGAmGAAATATTCTCmATGTTGT^ 

m 

>fgb2277.seq 

G(p^GAACAAGCGCC™CGAAAGGCGGCAAAAAGGGAGCCAAGAAGAAAGTGGTTGATCCAnnCTAAGAAAG 
AlfrfeGAAAGACGCTCGTCACGAGGACCCAAGGAACCAAAATTGCATCTGATGGTCTCAAGGGTGGTGTGmGAAGT 
AfiljAAGGTGATTACTGAAGATGnCAGGGTAAAAACTGCCTGACTAACmCATGGCATGGATCnAGCCGTGACAAAATGTGTTCC 
CI^CGTTGATGTCAAGACTACCGATGGmCTTGCTTGGTCTGnGTGTGTTGGTTnACTAAAAAACGCAACAATCAGAT 

>tlB2279.seq 

CfSBTGCCGCTTGGnGCAGATCTGnCGCAGAAGCTACCTAGAAGATAmCAnCCmGTATGGGGAGACAnCAAATATTTGAAATCACAAAT^^ 
A0fMATTCncmGACTGTGTAGAATAAACATGCATACAGTTGTGmGAAGTGGnAGCTCACAnGAAAAGAAAAAGm 
C^mAATTnAGCTCATAGmACAATTCCTATATGACTGnTGGAAGGTAnTAmTAGAATGGATGGATGnCCGTAW 
TTATTAGGGGTGTAGATCTAGGCTGGACnTGAGAAATATGAAATAAAAAAATACGTCTnGGAGTGTGGTGnG 

>fcrb2280.seq 

AAAGGACCCAAGTACmCCAATCTCAGTCACTCTAGGACTGTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCACCCTCTCACAGTTCGGACm 
AAGAGACCTGAAGTGGGCAGACTGCAAAATAAAATCTCGGTGTTGTATT 

>fcrb2282.seq 

CnTCTATGCACAGATTTCAAGGTGCTAACATAGACACGACAGTGTGCGTAGTGTGGTGGAnGAGACTAGATGnCAAGAAGCCTCANGGAAACTGGAGAGGAAGGGCAGAACGTGT 
GATTGTTAAAAACGTCAGAGAAAAGGGCAAGGTTAGGTAAGGCATmGACTACTCAAGGTAGAAGTCTGAGAAGAGAGAAAGCTAGTAAGTGG™ 
AGGGGAGAACTCTGGGTTmGCTAAAAAGTGGAATAAAAGAAGGGAnnCATnCAAGCCTOGTGGCmGGGGTTCAnGTGA^^ 
AGCTGCCTAAGAAAAGGTCTCAGCTCGCACCACGTCAGAAGCCTTACAAAGGTGTAGGGTTTTTCCCTGCACCnTATCC 

>fcrb2283.seq 

GCmGTGTCATGTnGGATGCTGTCATATGCTGCmGAGTGAACCAGAGAAACAGCCATnGCAGCATGAGAAAGCCCCAAAAGCTCTGGGAnTACCTCCACmAGT^^^ 
ATATTTmAGCAnAGAATGTGTTATGTCAmGAATTAATmGACTACAGTnGGCnGGGAGAGGAAnATm 

AATGCATGTTTTATACTAAGTmAACCAGTCAGGAAAATTTTATGTAACTAGTGATAGTTTAl I I I ! I ! GTATGAATTTTGmAGGCTGCAATGmAGCTTTTGTTAACTCCTCAGTCn 
GCTGTCTTAAGTTCATTACTATGnTAATGGCCTACTTGCCAAGATATTOGGATGTAAAAAGCAGGGTTnGA 

>fcrb2284.seq 

GGCAACCGCCAAGCCCCCCTCAAGGTGGGACAGTACCCCGGACCCATCCACTCACTCCTGAGAGGGGTCCGGCCCAGAATGGGAACCTCAGAGAAGAGCTCTAAGGAGAAGAAAC 
CCCATAGGGTCAGAGAGGATATGTCTGGCTTCCAAGAGAAAGGAGGCTCCGTTTTGCAAAGTGGAGGAGGGACGAGGGACAGGGGTTTGACCAGCCAGCAACC 
GTCTGTGnmAAAACCACTAAAGTGCAAGAAnACATTGCACTGTnCTCCAGTTmATmCTCnAGGCTmGTnCTA^^ 
AGTrTAGTCAnTCACAGAGTGTGGCCTGCTCTGCTGAAATGCTTrTGGATGGGGAAAGGG 

>fcrb2285.seq 

CCGCATCnCTmGCGTCGCCAGCCGAGCCACATCGCTGAGACACCATGGGGAAGGTGAAGGTCGGAGTGAAGGGAmGGTCGTATTGGGCGCCTGGTCACC^ 
ACTCTGGTAAAGTGGATATTGTTGCCATCAATGACCCCTTCATTGACCTCAACTACATGGTTTACATGTTCCAATATGAnCCACCCATGGCA^ 
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ACGGGMGCTTGTCATCMTGGAMTCCCATCACCATCTTCCAGGAGCGAGATCCCTCCAAMTCMGTGGGGCGATGCTGGCGCTGAGTACGTCGTC 
CCACCATGGAGAAGGCTGGGGCTCATnGCAGGGGGGAGCCAAAAGGGTCATCATCTCTGCCCCCTCTGCTGACGCCCCCATGn 

>fcrb2286.seq 

GnCAAGTGTGCTCTCCAACTTGAGAAGCTCTCCCnCTCCTGGTGTCTATGATCCAAGGGTGTCTCCTGmACCCTCAGCCTCCTTCCCCAGTGT^^ 
ACCCAGGCCTACTGCCCTTAAGGCTGGTCTGCATGTAGAAGCCATAnCATCCAATCnCTGTCAAAAAATTGACnCTGTAACTAACGGT^ 
AACnCAGTAAATGAATnCTAAnGCCATTmACmAGGTCAGAGGCTGTAAAACTTGAAGAAAGGAGCCAAGATCGCCAGA^^ 
TAAGTCCTTrnrCAAAGCGTGGCTGCTCCCTGCAAGAGGAGGAACAGTGGGCAACGCACTCAATCAGCTGTTGCCATGTG 

>fcrb2288.seq 

CATAAGCnCAGTGCAGGATnnCAAAGACGAGCTGTTGTGCAAmGCTGTAmAATGCATGTTCTGAAAGGATTCACTmGACm 
CCCTTmTTCATTTCAAACnGAAACTGTGAATAAGGTAAGAAAACTATmGAATAAATAAACTAm 

>fcrb2289.seq 

CGGACACGAGAACATGCCTCTCGCAAAGGATCTGCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCCCCAAnCCTACnCATGGATGT 

GAAATGCCCAGGATGCTATAAAATCACCACGGTCnTAGCCATGCACAAACGGTAGTTnGTGTGTTGGCTGCTCCACTGTCCTCTGGCAGCCTACAGGAGG 

GAAGGATGnCGTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAAGCATCTCAATAAAGACATTnGGAT 

>fcrb2291 seq 

GGCTCGAAGCTGCAGGATGCTGAAATTGCAAGGCTGATGGAAGACnGGACCGGAACAAGGACCAGGAGGTGAAGnCCAGGAGTATGTCACCnCCTGGG GGCCnGG CTn 
CTACAATGAAGCCCTCAAGGGCTGAAAATAAATAGGGAAGATGGAGACACCCTCTGGGGGTCGTCTCTGAGTCAAATCCAGTGGTGGGT^ 

>fcrb2292.seq 

CmGAGAAGAAmAATTATGTCTCATGAGGTATCAAAGTATGTAATmGTCGTTGnAnmGmCCmGTA^ 
>f|jfe£293,seq 

A&GTCAnATTmGnAGCAAAGATTAAATGTGTGATTGGAAGCCATCCCmTT™GAnTCATACAACAGM 
TMAATATAATAATGATGATGATGATGATGAAAACTAAGGAnrrrCAAGAGATCnTCmCCAAAACA 

>f&294.seq 

AtiBTCGAGCGmGACATACCGACGTAGGCmCCTACAATACAGCCTCTAACAAAACTAGGCTGTCCCGAACCCCTGGTAATAGA^ 

A(i5«VCCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACTTCGAGGGGmCGnGGCnGTAAGAACCTAAAGnCn^^ 

AtepTGGTTCCCATGTGTGCTAAATGGGGTTCCGTGG 

m 

>f(|ffi2295.seq 

C^lfcCGTGGAGGAGGAAGGCAAGAGGGGGTGGAGGGGTGTGGCAGTGGTTnGGCAAACGCTAAAGAGCCCnGCCTCCCCAm 
CMTACACTAGTTGnrCT 

>f^297.seq 

g^Iaa™caatagtgcctatggtggtgatcaaaactatagtggctatggcggatatga™tactgggtataactatg 

cc§\i\cagagcacnatggcaaggcatctcgagggggtggcaatcaccaaaacaamccagccatactaaaggagaacato 

gfsggacgacangaaganggtcnctgttgatctaagatganatmgtaaaagactnctagtgtacaagacaccattgt^^ 

TtfjACTTTGTCCTnGCTATCTGTGnATGACTCAATGTGGATnGmATACACAmTAm 
>fS2298.seq 

GKCfAGATGAACAGCCGAAAGCTGGCCAGACCCTCCTGTATGCCTCTGCCCTTGTCCTGTGGGTTGAGGGGGTCTGACCAGGAGGCCAGCTACAGCAGGAAGTGAGGGTGCC 

TCCTTGAGACACAGCTGCCTCTCCCCAGCTCTGTCCCTGTAGTCACCTGCCGGTGGGCGAGGATCCTCTCCCTGGGATAAGCACTCCCAGCCCCGTTTATCANAAACACAGGCAAGG 

AAAnGGAACTGCCACCCAGCCCAGCATGGTGGCTCAAnGGTTGGnGCGTTGNCAGnGTCTCTTCNTTTTGTNAAGG 

>fcrb2299.seq 

GACATTGGAmTCAGGCnGTGGTGATAAATAAGATCGACCAATGCAAGTGnCATAATGACmCCAATTGGCCCTGATGnCTAGCATGTGAnACTO 
TCAGTGGGAGATGGAAGTTmCAGAGAACTGAACTGTGGAAAAATGACCTTTCCTTAACnGAAGCTACTmAAAAm 
GTCAAGATGACAGATAAGGTGAGAGTAATGACTAACTCCAAAGATGGGnCACTGAAGAAAAGGCAmT AAGAT TTm 
TTAGCAATTAATAAAGCTATACATGCAGAAATGAATACAACAGAACACTGCTCTTmGATmAm 

>fcrb2300.seq 

TCACCCTGTATGAGAGGGATGAGGACAACAACCTTCTGACTGAGAAGGAGAAGCTGCGGGTGAAGAAGATCCATGAGAATGAGAAGCGCCTGGAGGCAGGAGACGACCCCGTGGAG 
CTGCTGGGCCGGGACnCGAGAAGAACTATAACATGTACATGTTCCCTGTACACTGGCAGTTCGGCCAGCTGGACCAGCACCCCATTGACGGGTACCTCTGCCACACCGAGCTGGCT 
CCACTGCGTGGTCCCCTCATCCCCATGGAGGAnGGAGGAGGCGGTTTTTGGAGACCTGTGACCTGGACAATGAGAAGTACATCGCCCTGGATGAGTGGGGCGGCTGCnCGGCA 
AAGCAGAAGGATATCGACAAGGATCnGTGATCTAAATCCACTCCnCCACAGTACCGGATTCTCTCTTTAACCCTCCCCTTCGTGm 

>fcrb2301.seq 

gctoggcgcagacggggaagcggagccaacatgccagtgggccggagctgggmgtcgcaaaacnatgtgacccggcggagacccttcgagaaatctcgtctcgaccaagagc 
tgaagctgatcggcgagtatgggctccggaagaaacgtgaggtctggagggtcaaatnaggctgggcaagatgcgcaaggccgcccgggaactgctgacgcttgatgagaaggac 
gcacggcgtctgttcgaaggcaacgccctgctggggcggctggtccggattggggtgcctggatgaggggaagatgaaggtgga™catcgtgggcctgaagatagaggatttc^ 
tagagagacgcctgcagacccaggtcttcaagctgggcnggccaagtccatccaccacggtcgcgtgctgatccgccagcgccatat 

>fcrb2302.seq 

GGAGGGTGGAGTGGGCCTCGGGTCCCCCTGAACTGCGTGTATATGTGTATAAATAAGGGGAirnCATGGCGCGGGCGCAGCGGGAnATCACTGCGTGATGGTCTCAGTCAG 

CTCCGTGTCTCCACTCmCCCTCTAmAmCAGTCTCnGTnGGnCTACCCTGCACCCTGGGTCCGCnCCAGGnCCTGmATAAGCCCCAACCCC 

GTGAAAACTTGTCTCAATAAACGCTTTGGAGT 
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>fcrb2303.seq 

cctcagctctccctctgcagagttccctaccctmgagmtg™ccacctgmcagtcctcggtgmtctgagaggagaggatggggtmggcag^ 

aagggagctmggtggtagatcccctggtgtctcgaacctgactaggtggagagagctcaaagaggccctcttaccgctagcgaggtgataggacatctggcn 

tgttcgaccagacatatcctagctaagggatgtccaaacatcagaatgtgaggccaaccttctatcagagttaaacnngacaagggaacaaatct^ 

GCTAGCTGTAGAGCTTGCAACTTAATAGCAGCAGCTGCCCAATGCCATGTGAAGTAACAAACCTGGmT^ 

>fcrb2304.seq 

TGAACTCGTAGGTTCAAGCAATCnTCTGACTGGGCCTGCCAAAGTGCTGGGATOGAGGCGTGTOCAGCCTGTGGCCAGCTAATmnGT^^ 

GTGmGCCAGGAGnCAAGACCAGCCTTAGCAACATGGTGAAACACCATCTGTAGCGAAAATAGGAAAATTATCCGACnGATGGCAAATGCCTGT^^ 

GAAAGGCTGAGGCAGGAGAATCAGTTGAACCTGGGAGGCGGAGGnGCAGTGAGCTGAGATTGCACCACTCACTAAAGCCTGGGCAACGAGAGTGAAACTCCATCTC 

>fcrb2305.seq 

GCCGTTCTGGTAAAAAGCTGGAAGATGGCGCTAAATTCTTGAAGTCTGGTGATGCTGCCAnGnGATATGGTTCCTGGCAAGCCCATGTGTGTTGAGAGCTTCTCAGACTAT^ 
TTGGGTCGCTTTGCTGnCGTGATATGAGACAGACAGTTGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAA^ 
AAGGCTAAATGAATATTATCCCTAATACCTGCCACCCCACTCTTAATCAGTGGTGGAAGAACGGTCTCAGAACTGmGTnCAATTGGCCAmAAGm 
ATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATGnTTGTGGACCACmGGmTCTlTnTGCG 

>fcrb2306.seq 

CGCTGGTGTGCCTTGGTGTCATCATCTTGCTGTCTGCCnCTCCGGACCTGGTGTCAGGGGTGGTCCTATGCCCAAGCTGGCTGACCGGAAGCTGTGTGCGGACCAGGAGTGCAGG 
CACCCTATCTCCATGGCTGTGGCCCnCAGGACTACATGGCCCCCGACTGCCGATTCCTGACCATTCACCGGGGCCAAGTGGTGTATGTCTTCTCCAAGCTGAAGGGCCGTGGGCG 
GCTCTTCTGGGGAGGCAGCGTTCAGGGAGATTACTATGGAGATCTGGCTGCTCGCCTGGGCTAmCCCGAGTAGCAnGTCCGAGAGGACCAGACCCTGAAACCTGGCAAAG 
TGTGAAGACAGACAAATGGGATnCTACTGCCAGTGAGGTCAGGCTACCGCTGGCCCTGCCGTTTCCCGTCCTrGGCmATGCAAATACAATC^^ 

>fcrb2307.seq 

CCGGGGmGCCGCCGCACTCAGTGTGnCCnCAGGCTAGTGAGGmCATTCTGTTnAmGCAAGCnATCAAAAGTTTGTGGA^ 
CAJi3CTGCCCACATCTTGTTTGGGAAAGCAAAAGCTCCCAGTGAGCTGGT 

>fd$l308.seq 

TdaGATCCAGACTGTAAGATGnGTTTTAGGGGCTAAAGGGGAGAAACTGAAAGTGTmACTCTT^ 

AQfrCAGTACACnGGTGTACTGGGnAATGGCTAGTACTGTATTGGCTCTGTGAAAACATATnGTGAAAAGAGm^^ 

CfjjTCAATCCCAATTCTGTCCCAATCTTACCAGATGCTACTGGACTTGAATGGTTAATAA^ 

>f(5P^309.seq 

GO^iBCACGATGCCTGGAGTOCTGTAAAAGACGTGAACCAGGAGGAGTTCGTGAGAGCTCTGGGAGCCnCCTCAAAAAGTC^ 
GtCMGGTGGCCAAGGACAAAGAGGTTGCTCCCTACGATGAGAACTGGTTGTAGACGCGAGCTGCnCCACAGCGCGGCACCTGU^^ 

GAfeAAGATCTATGGGGGACGTCAGAGAAACGGCGTCATGCCCAGCCACTTCAGCCGAGGCTCCAAGAGTGTGGCCCGCCGGGTCCTCCAAGCCCTGGAGGGGCTGAAAATGG 
GMAAGGACCAAGATGGCGGCCGCAAACTGACACCTCAGGGACAAAGAGATCTGGACAGAATCGCCGGACAGGTGGCANCTGCGAACAAG 

>f(icB2310.seq 

GTl^CGGGGCAGAAGAATATGAAAAAGCAGAGGGACTCGGnAAGGGAAAGCGCCGAGATGACGGGCnTCTGCTGCCGCCCGCAAGCAGAGGGACTCGGAGATCATGCAGCAG 
G(i|LBAAAAAGGCAAACGAGAAGAAGGAGGAACCCAAGTAGCmGTGGCTTCGTGTCCAACCCTC^ 

CtS"AGTGCTCACAGGTCCCAGCACCGATGGCAmCCTTTGCCCTGAGTCTGCAGCGGGTCCCTTTTGTGGnCCTOGCCTCAGGT^^ 
G®GNGAGGG 

>fq|)2313.seq 

GttGTCATTTmGTCTOGTTCACCGTGATGTTCTCAGTGTTATGTGCnACAGTCTGTGCCATCmCAGACm 

AGATGCAnAACAAAATATGGACGAGAGTAGGGAGATCATGACAAAGAATAGCTAATGGATGGTGGGCTTAATACCTAGGTGATGGGGTGATCTATGCAGCTGm 
GTTTAACTATGTAACAAGCCTGCACAnAACCCCTGA 

>fcrb2314.seq 

CAGCCTCTAGCCnCACTCCTGGGCTCCAAAAGCTATCCCAGnGCCTGTTmCAAATGAGGTTCAAGGTGCTGCTTTGCATGCCTGCCAACCCAT^ 
CTCTCnAmATTAACGATGGTCTGAGAGTTGTlTTTGnCTATGTAACAGTATTGCCACAAAACTATAGGCAAATCGTGnTGCAGGGAGAmCTGATGC 
GTTAAAGTGGCCACAmAAGAAGGGCAAGCmGTAGTGGTTGGACAGTGACACTGATATGCTGAmGCTCTnCTCATTGTATGTCTATGCT^ 
AAAGAAATAGGTAGAnGTATGAACATACGCACAAATGCCTATGAmAGGTTACCAATGTAnCTnCTCATnG^ 

>fcrt}2315.seq 

GGCGGGTGAAAAAGTTGAGAAGCCAGATACTAAAGAGAAGAAACCCGAAGCCAAGAAGGnGATGCTGGTGGCAAGGTGAAAAAGGGTAACCTCAAAGC^ 
GGAAGCCCCATTGCAGCCGCAACCCTGTCCTTGTCAGAGGAAnGGCAGGTATTCCCGATCTGCCATGTATTCCAGAAAGGCCATGTACAAGAGGAAGTACTCAGCCGCTAAATCCAA 
GGTTGAAAAGAAAAAGAAGGAGAAGGTTGTCGGAAGTGnACAAAACCAGTTGGTGGTGACAAGAAGGGCGGTAGGCGGGTGGnAAACnCGCAAAAT 
,GAAGATGTGCCTCGAAAGCTGnGAGCCACGGCAAAAAACCCTTCAGTCAGCACGTGAGAAAACTGCGAGCCAGCAnACCCCCGGG 

>fcrb2316.seq 

GAAAAA AATGAA TGAAAAATATCmCAGAAATGmAAATATTGAmCATGTTGAAATGATAACATTGTGAACATATTGGTTAGATAGAAAT^^ 
TTmGCTTmAAATGTGGCTCCTGGAAATGTAAAGTCATGTATGCAGCTCACATGCTTTnGTAn 

AnATGGTGAGCATTAAATGAGATAGTGCCAGTAAAATGCTOGTTCAGGGGAAGCACmGTCAATAnAGGTAGAGGTAAGGATCAGACACTGGACTG^^ 
CCTGTCTCAGAGCTGAGOTCTAGTTCCCATTGCTGAGGGTGATncmCCTAGGAGTCTCCTGGGTCmCATGTAAATAGGG 

>fcrb2317.seq 

TATAAAAGCAGCAGCATCCCTACnGGGTGATGGGGATOATTnATAGCAnCCATTTTCCTAGTGCCACATGTGAAAnGGATmGATGATCnM 
AAGATCAAAAGATATATCTCCTATGAACAGATTGGAGATAGGAGATGAAAAGnGGGAGGATGTCTTTATTCTAATGTGAGGGTAGGGAAAATGTGGATAACA 
GGGATTGTTCnTAGnGGAGnCTCATTTnAnCTGCAGTACTGACnGTGGGGAAAGCATACmnGACTGCCAGGTACTGAATGCAGA 
TGCATGCAmCGTTTATOGCAAACATAGCTGGATTAAGACAAAGTTGnGGTnTGGAAAGGGGTTA 
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>fcrb2318.seq 

CTTTATAGTTTGGCTGGGGAGCACTTAAnCTTCCCAmCAAMGGTMTGnGCCTGGGGCTTMCCCACCTGCCCmGGG 

gcaaggactgttggaggagag™gcggaagtataggctctgcccagatgccatgacatgcctgatactgtgtatgctttgaagcaccttccctgagaa 

GACTACGnCnGGCTCCAGACCTGGAATCCACAAAAGCCAAACCAGCTGAmCAACAAAGGAGCTCCGATGTGAGGGGCAAGGGTGCCCGCTGCCCCAGGGCTC^ 
TCTGCATGTGAACACCATCATGCCTnATAAAGGATGC™™CAGGAAAAGCATGAGTGGTGGCTAAC^^ 

>fcrb2319.seq 

AGAGTnGGGGCGCGGACCGGAGTACCTTGCGTGCAGTTATGTCGGCGTCGGTAGTGTCTGTCAmCGCGGTTCTTAGAAGAGTACTTGAGCTCCACTCCGCAGCGT^^ 
CTGGACGCGTACCTGGTGTATATAGTGCTGACGGGGGGGCTGGAGnCGGTTAGTGTCTCGTGGTGGGGACCnCCCGTOAACTCnnCTGTCGGGCTTCATCTCTTGTGTGGG 
GnTCATCCTAGCGGTTTGCCTGAGAATACAGATCAACCCACAGAACAAAGCGGAmCCAAGGCATCTCCCCAGAGCGAGCCTTTGCTGATmCTCm 
CnGTTGTCATGAACmGnGGCTGAATCAnCTCATTTACTTAAnGGAGGGAGTAGGAGACTAAAAGAATG 

>fcrb2320.seq 

CCCACCTGAAGTnnATAAATGTCCAnACCCTGCACTGTGACCCAAAmCCAmAGATTmGCCTATCTGATGTGAnCTAA^ 

TAnGAGACATGTTCAATGGATGGATCTCAGTmATGCrrnGAGACTCmTTGAGGGCTTGGGnTTTTm 

TATATTCTCTTnGATGTATGNGmGNGTGTATCmATATATnAGGmATATCATCAAATTTAnAAAAC 

>fcrb2321.seq 

GCGGCTCTGTGCTGGTACGCCTCATCCCTGCACCCAGGGGCACTGGCATCGTCTCCGCACCTGTGCCTAAGAAGCTGCTCATGATGGCTGGTATCGATGACTGCTAGACGTCAGCCC 

GGGGCTGCACTGCCACCCTGGGCAACTTCGCCAAGGCCACCmGATGCCAnTCTAAGACCTACAGCTACCTGACCCCCGACCTCTGGAAGGAGACTGTATTCACCAAGTCTC^ 

ATCAGGAGnCACTGACCACCTCGTCAAGACCCACACCAGAGTCTCCGTGCAGCGGACTCAGGCTCCAGCTGTGGCTACAACATAGGGTTmAT^^ 

GCGTG 

>fcrb2325.seq 

TCAAAAGCTOCCAGTGTGGACnGGTGnAGCCACGCTGmACTCATACAGTACGTGTCCTGTmTAAAATATACAA^^ 
>fc*2326.seq 

CdfCGCCGCnGTGCTGCAGCCATGTCTCTAGTGATCCCTGAAAAGnCCAGCATATmGCGAGTACTCAACACCAA 
AldAAGGGTGTGGGCCGAAGATATGCTCATGTGGTGTTGAGGAAAGCAGACAnGACCTCACCAAGAGGGCGGGAG 
GaJ^AATCCACGCCAGTACAAGATCCCAGACTGGnCTTGAACAGACAGAAGGATGTAAAGGATGGAAAATACAGCCAGGTCCTAGCCAAT^^^ 
CCffeGAGCGACTGAAGAAGATTCGGGCCCATAGAGGGCTGCGTCACTTCTGGGGCCTTCGTGTCCGAGGCCAGCACACCAAGACCAC 

m 

>fd^g328.seq 

CC^GACAGAGATGAAGTGAGGTCCTTGTmGTTTTGTTCATAATACAAAGGTGCTAAnAATAGTAm^ 
TdetGTATTGAGTTGTATCGTGTGGTGTATTTTnAAAAAAmGAmAGCATO^ 
AlliAGCATnGTTCmGCCAGTCTCATTnCATCncnCCATGGnCCACAGAAGCmGTTTCTTGGGCAA 
Ti^TTGTG 

>f(!ft^329,seq 

GiMCCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTTGnGCTGAGGGCAACAGCAGGTTCACnACACTGTTCTTGTAGATG 

TQSGGAAAGACAATCAnGAATACAAAACAAATAAGCCATCACGCCTGCCCnCCnGATATTGCACCnTGGACATGGGTGGTGCTGACCAGGAAnCnTGTGGACAn 

Ct^CAAATAAATGAACTCA 

>fiii2330.seq 

GAiMCTGCAGAGAAAGAGCGAnAmCTTGTATATGCTAAGCAGTGGTGGAGAGAATAmGCAAATTCGACCCTCAC 
ATOTAnAGAATAATmATGCCTGTAmGAGATnACTGTTATGTGTGTAAAnTC^^ 

>fcrb2331.seq 

CCAGACCTCAGCGTGTGGGCTGAGATGCTGGACAAATCGCCCATCAGATACATCCCTCAGGTGAAGACACCACTGTTACTGATGnGGGCCAGGAGGACCGGCGTGTGCCCTTCAA 
GCAGGGCATGGAGTATTACGGTGCCCTCAAGACCCGGAATGTGCCTGTTCGGCTCCTGCTCTATCCCAAAAGCACCCACGCAnATCAGAGGTGGAGGTGGAGTCAGACAGGTTCAT 
GAATGCTGTGCTCTGGCTACGCACACACTTGGGCAGCTGAAGGCCTGCCAnCTGCATGAGCTGATCAGCCTGTGCCAGACTTGGCTCnGAGGAGCTCAACGGTCTGGCAGGGCAG 
CAGGAGGCTTTCTGGGCTCTGGACTCCACGGATGCGTGGGCAGAAGGAATG 

>fcrb2332.seq 

GGAATnGAGCTATCCCAGTCAAGAGACTAGmATmACCCCTATCCTGTGGCATATAGTAACTGCTAAGGTACAGGCTGAACTGAACTAGGCTAGAAGACAGG 

CTGATGATGTATCTTAGAAGnATGTCTAACTCCAAATACTGAGTCCmCCATTATACATCAAACTACCmTACCCCTATAATAmCTAA^ 

TTAAGAGAGAGGTGGAGAACnGGTAATAAAGACCCAAmATGCCTCGGATrTAACTGCTTGGCTTmAACCAGGT 

>fcrb2334.seq 

TGAGAAGCCATGAGCAGCAAAGTCTCTCGCGACACCCTGTACGAGGCGGTGCGGGAAGTCCTGCACGGGAACCAGCGCAAGCGCCGCAAGnCCTGGGAGACGGTGGAGTTGCAG 
ATCAGCTTGAAGAACTATGATCCGCAGAAGGACAAGCGCnCTCGGGCACCGTCAGGCTTAAGTCCACTCCCCGCCCTAAGTTCTCTGTGTGTGTCCTGGGGGACCAGCAGCACTGT 
GACGAGGCTAAGGCCGTGGATATCCCGCACATGGACATCGAGGCGCTGAAAAAACTCAACAAGAATAAAAAACTGGTCAAGAAGCTGGCCAAGAAGTATGATGCGm 
GAGTCTCTGATCAAGCAGAnCCAGGAATCCTCGGCCCAGGmAAATAAGGCAGGAAAGnCGCnGCCTGCTCACACACAACGAAAACATGGTGGCCA^ 

>fcrb2336.seq 

TGCATAATGAATTAAGTAGAAATAACTnGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGAGGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGT 
GGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTOGnCAACmAAAmGCCCACAGAACCCTCT^^ 
TAACTGTTAGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAmAACACGCATAGTAGGCCTAAAAGCAG 
AGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTGCTCACAGCGAATTGGACCAATCTATCACCCTAT 

>fcrb2337.seq 

GTmAAGTCATTCAGGAAAATCTAAACTTTTTmCCACTAAGGTA^ 

ATGTAAGACnGAAAATAAATGTmATnCnATATAAAGTGnAAAnAAnGATACCAGATnCACTC^ 
ATTAAAAAGTGAAAnTGTCATAAAGAAmCTmAmnGAAATCGAGnTGTAAATGTCCTTTTAAGA^ 
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>fcrb2338.seq 

GCCCCTCAGMCTCMGACATCCAMTTnATTGCGTCTCTACTTATACTGGmGCTmGATnATTCCTCTATTAGnCTA 
CAAAAGACCATAAATAGAGTAAGGmCTATAGATGTGAGACAGAmGAGAGAGCAmACTCTGTGTCCCTGTGGATGAAACTGCTGCTO 
TACCCACTTCA™mGACAGCTnCCTTGGTGACGCAAAGGTTGTAGCCTAAGCCATTTGTCnTTTCTCAGTGGAGGGAGTGTA^ 
ACCTGGCAGACTAAAGTCTCTAGTGTnGTnGCTCACAnTGCTGAGTGACAGCTATGTGCCAGACTGCATAAAGGGT 

>fcrb2340.seq 

GGAGGAGCCGTGGGnCTGCTGAGTAGGTGGAGCTCATTGCmCTCCAAGCnGGAACTGTTnGAAAGATAACACAGAGGGAAAGGGAGAGCCACCTGGTAOT^ 

CTGCTCTGnCTGAAAnCCATCCCCCTCAGCnAGGGGAATGCACGTTTTTCCCmCCnCTCACTTnGGATGTrm 

TTGGAGAGGAGGGCTGTAAGGCCnCAGTCAGTCTCTGGGGATGAAACTCnAAATGCmGTATATmCTCAATTAGATCTCnTO 

GTTCTG 

>fcrb2342.seq 

GGGGTGGCmCCAGATmATGCCAGnGCACCAGCATGCAGAATAmGTAATGCAmCAAAGTGGATATAATGGCACCCnTGTCAGAATCACAA^ 

CAAGAGGACACTGAGGAAAATCTGGCCCTATGAACCTAGTCAACCCCAAGCAAAAAGAATGAGTATGTGTGTGAGTGCAGCAGATGGCCAGTTCGTTTCTCACTG 

TGTGTGCCAAACCAAGGACGTGTCmCAGGGAAAGGTTAATmCCGAAGTTTAnAAAATAGAACnGGAAA^ 

CC 

>fci1)2343 secj 

GCAAAGTTAmAACATATGAGGAAATAATCTAGAGTAACAGCACAAATAACAAACAGAAGGACTAACCCCAAAGAACnCAGAT^^ 
AGCTGGAAAACAGATAGTCTAGTGACAACTGAmAGCAAACAGGAGAAACCGTACTGTAAAACTGCAGAGAGGAGCACTAGCAAGAGGCTCTCTGCC^ 
AACACTAACAGCCTGGCTCCTACTCCCTAAAnGGGGGTGGCAGTATACCTCTGGGTAAACTGAGCAGTGGGAAGATGAAGTCATGTGGGGGTGATC^^ 
CTTATCnGCCCCCACTCCTCACCTAACTGCCAGTCAACTATrTAATGTGAACAAAAAGCCAGGTATTTGGG 

>f^^2344 seq 

CC^ACnCTGAGTOCAGCTCAGGAAAAGCCTGCTGAATTTATGTTGTAAGCAnACTTAACAC^ 
GMCAAAACCnAAACTGGGAGAACCnAGTCCCCTCTCmCCTCnCCTCCTCCACnCCCACTOnGTCACCTTGTM^ 
A^GCTOCAGATAATCAnANCCCACATACCAGTAACnAAAGATGGGATGGAGTTGTAAAGTGCTTnATAATA^^^ 
A(|g■GGCATGTCCTGAAATAAATATTGA^^•CAATATGG 

>flllJ2346.seq 

G^j^lCAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATATOTCCCTAATA 

G0TCTCAGAACTGmGmCAATTGGCCAmAAGmAGTAGTAAAAGACTGGnAATGATAACAATGCATCGTAAA^ 

TtffcTTTTTTGCGTGTGGCAGmTAAGnATTAGTTmAAAAT^^ 

>fcrb2348.seq 

G0/WAGTGGATGAGmCCGCmGTGGCCACATGGTGTCAGATGAATATGAGCAGCTGTCCTCTGAAGCCCTGGAGGCTGCCGGAAmGTGCCAAT^ 
GteGCAAAGATGGCTTCCATATCCGGGTGCGGCTCCACCCCTTCGACGTCATCCGCATCAACAAGATGnGTCCTGTGCTGGGGCTGACAGGCTCCAAACAGGCATGCGAGGT^ 
TtSbAAAGCCCCAGGGCACTGTGGGCAGGGTTCACATTGGCCAAGnATCATGTCGATCCGCACCAAGGTGCAGAACAAGGAGCATGTGAnGAGGCCCTGCGCA 
AlpTrCCTGGCCGCCAGAAGATCCAGATCTCAAAGAAGTGGGGGTTCACCAAGn 

>Mg2349.seq 

cSAGACAGAGTTTTGCTCTGTAACCCAGGCTGGAGTGGAGTGGTGAGATCTTGACnACTGCATCCTCCCCCCTCCCAGGTTCTAGCAGnCTCCTGCCT^ 
Gf^ACTACAGGCATGTGCGACCACACCTGGCTATTTrTTrrTNCNTG 

>fcrb2350.seq 

CTCAGGGCCATGCTGAGGGCTGGGCCGCTGCCACGTTGGAGAAGCCCGTGTGAGAAGTGAATGCTGGGACTCAGCGTTCAGACAGAGAGGACTGTAGGGAGGGCGGCAGG6GCC 
TGGAGATCCTCCTGCAGACCACGGCCGTCGTGCCTGTGGCGCCGTCTGCAGGGGCTGGTTCCTCCTGGAAATTGAGGAGGGGTGTCTTGGGGAGAGCTGGCTCTGAGCGCGTGGAT 
CCAAGGGCAGGTTGTCCGTOGCTCCTGTGGGCGCACGCTGGGGCGTGGGCTGGAATCAGGAATATmGCAAAGAGTGATAGTCTTn^ 
GGmTTCGCCTGTACAGTANANTTTGCAAATGTAATAAAGnTAATAT 

>fcrb2351.seq 

GTAACACCTCGTTnCATCGTAACAGAGGAGTAGGTGCGAATGGCACCAGCATGGATCGnCGTTTGnGATCATOCTCATGGTTGGCAGTGTAGCAAGACAACAM 
AATTAATACTAGGGTAAAGACCnGATCAAAATGGGAGCTCAmACTGnGTATGAGGTATGTAAGTAACTTGTCTTGAGAT^ 
GCGnAGTACTAAGGTGATGmGATCTGTCCGAGACGAGTCGCATAnTCCTGTAGCTGGAGTGTTGCTCACCATAAATGGTCATmCAA^ 
GTGACCAGTGAGTTATCTGTCATCACTGTTGCCCACATAGCCGTCGTT 

>fcrb2352.seq 

CCCTCCCCCCGAGCGCCGGTCCGGCTGCACCGCGCTCGCTCCGAGTTTCAGGCTCGTGCTAAGCTAGCGCCGTCGTCGTCTCCCTTCAGTCGCCATCATGAnATCTACCGGGACC 
TCATCAGCGACGATGAGATGTTCTCCGACATCTACAAGATCCGGGAGATCGCGGAGGGGTTGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGAGAGAAGGTAACATTGATGAC 
TCGCTCAnGGTGGAAATGCCTCCGCTGAAGGCCCCGAGGGGGAAGGTACCGAAAGCAGAGTAATCAGTGGTGTCGATAnGTCATGAACCATCACCTGCAGGAA^ 
AAAGAAGCGTACAAGAAGTACATCAAGAGAnACATGAAATCAATAGGGTGAGGATGGTGTGACCG 

>fcrb2353.seq 

ggcgtcaaaggtgaagcaggacatgcctccggcggggggctatggggcgatggagtacaaacggaacngccgcgtcgaggactgtcgggctacagcatgctggccatagggatt 
ggaaccctgatctacgggcactggagcataatgaagtggaaccgtgagcggaggggggtagaaatcgaggagttggagggtcggatcggggtgttgccagtg™ 
cgaccggaggaccttgcagatgcncgggagaacctggaggaggaggccatcatgatgaaggacgtggccgactggaagggtgggggagtctgtgnccacacaacc 
gccccccngatcggggagctgtacgggctgcgcaccacagaggaggctctccatgccagccacggcttcatgtggtacacgtaggccctg 

>fcrb2354 seq 

GAAACGCCTTOCATTTGTGCGGATAGAGAAGnAACTCTCCCTCATATGTCACTGTGCTACCATAATCCCTACATTnCTC^^ 

GGACCAnAGCCCACAGATGCGTGTATTCTCTCAGACATACCGGTGTAGATGCCATATTTCTGATGTCTTCTTAATGTCTGTGAAAGCAA 

TGGnAGAGGACTCCCTCACTmGnGTCCATGTGGnCCCTTGCGTGGACCAGCCGTAATAAAGAGCCANGGGAGTGATGGTGGCCA 
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>fcrb2355.seq 

TAGMACAGCTGGAAMCTAMGGAAMATACMGTGirnCGGGGCATACATTTnmCTGGGTGTGCATCTG^^ 
ATGCCCCCATCCGGnCCTCnCTTCCCAGGTGTGCCAAGGAATTAATCTTGGmCACTACAAnAAAATTCACTCCmCCA^ 

GTCAGTGAATGGGAAnCTCnAAGAAACCCTGAGATTAAAAAAAGACTAmGGATAACTOTAGGAAAGCCTAGAACCTCCCAGTAGAGTG^ i 1 i i i ICTTCTTCCCTTTCTCTT 
nGGACAATAGnAAAnAGCAGTAnAGnATGAGTnGGTTGCAGTGnCTTATCTTGTGGGCTGATTTCC 

>fcrb2356.seq 

CTGCCTGCGGCCCAGCTAAGGGGCCTGGCCACTGGGTGCGACCCAGCCTGTGTGCGCTCCCTGGGGCTGAGGAGGCAGGCGGCTGCTAGnGTGGCCCnCCTGGAAGGAGA 

CCTGGAGGGCTCGACCCTGTGGGmCTGTCCCCAGGGAGCAGACTGTGCGGCACCCAGGGCCAGTGGCAGCAmCCCAGACCCCTCCTGnCCC 

AGTGGGCGGTGTCCATTAAAGAGCAGA 

>fcrb2358.seq 

GGTAAATAGAAGACAAGAnTTGAAAGACTTGAGTCAAAAACAGTAGGCAAATCAAAGAAGGAATCCGAAACAGATGCTATCmCAGAAATTAA 

GCATCCTAGAAAGGGCATTCCTGCAmCAATCAmATGCTTGGATAAAGGCAAAACGAACAGATGTCCAAGAACCACCCTCATTACCT^^ 

CTTGGAGTCTGAGTAGACnGATCAAAATCACCCACAGGTATAAAnCACATTATAATATCAC 

>fcrb2360.seq 

GCCTATCTGGAGGAAGCAGCTGGGAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCGAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGTTCACGTAGACTGCCCTGAAGGA 
TGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAANACCTCACGCCTCCCCATCATTGACATTGCACCCATGGACATAGGAGGGCCCGAGCA 
GGAAmGGNGTGGACATAGGGCGGGTCTGCTTCTTGTAAAAACCTGAACCCANAAACAACACAATGCGTTGCAAACCCAAAGGACCCAAGTACTnCCM 
CTCTGCACTGAATGGCTGACGTGACCTGATGTCCAnCATCCCACCCTCTCACAGTnGGACTmCTCCCCTCTCTTTCTAAGAG 

>fcrb2361.seq 

CTGAGGCTCCAGCTGCGGGACTACTGCGGCCACCACGTCATCCGGCTGCTCAAGTGCAAGCGTGACAGGTTCCCCAACnCCTGGCCTGCAAGCAGGAGCGGCACGACTGGGACTA 

CT(^GAGCACCGCGACTATGTGATGCGCATGAAGGAGTTTGAGCGGGAGCGGA6GCTGCTCCAGCGGAAGAAGCGGCGGGAGAAGAAGGCGGCAGAGTTGG^ 

AClSCGGGGAAGTGGACCCCAAGGTGGCCCTGTAGGGGGTGCACCCGCCACCCTATGGACCAGTCAAATAAAAGCCTTCAGGCCC 

>f®363.seq 

gajfi^atgggctcaataatgagcatagtgtatgcccatggaaaagagaaagcattctcanaagcamgtggt^^ 
aisggtaaangctggatttgccaaaggcagaactggatgagatggatgcncataaaataaatcaagggtagacaggatggcttcatcg^ 

t#|aat 

>fe«!e364.seq 

Gttt5CACGGTTAGTAGAGCnCAGATCTGAGGGAATGTACTCnGTCAAATAAAAGCCTGmAAATGGGM 

GlI^GGAACACATAGCGACATAAGCTGGGAAnCAAAGAAAAGCTGTGACCCTCAGTATGGAATTCAGATTGCTnGC^^ 

AApCTCTTGAATOCTGCTGTGTGGCTTCTGCTnCACCCATCATAGCCTTGCTCTnAAAATGmGGCAAAA^ 

>fM2365.seq 

Gttl3GCAAGAACAAGCGCC™CGAAAGGCGGCAAAAAGGGAGCCAAGAA6AAAGTGGnGATCCATTnGTAAGAA^ 
G|#TATTGGAAAGACGGTCGTCAGCAGGACGCAAGGAACCAAAATTGCATGTGATGGTCTCAAGGGTCGTGTGTTTGAAGTGAGTCTO 
A^Sw^AnCAAGCTGATOCTGAAGATGnCAGGGTAAAAACTGCCTGACTAACTTCCATGGCATGGATCnACCCGTGACAAAATGTGTTCCATGG 
G^CTCACGTTGATGTCAAGACTACCGATGGTTACnGCTTCGTCTGnCTGNGTTG 

>f^368.seq 

CfSAGCTATAATCAACGGTGAGCTTTAATGTCTATGCTGACAGTOGGTTnGCTGTCnnGTAACAGGmCGTAGACCA^^^ 
GTCCTATCGCG II 1 1 i I AAATGACTTTTTATTCTTTATCATAGCTAAGTAAAT 

>fcrb2370.seq 

CCTGTCTCTACTAAAAATACAAAATOGCTGGATGTGGTGGTGCACGCCTGTAATCCAGCTACTCGGGAGGCTGAGTGAGGCAAGAGAATCGCnGAACCTGGGAGGCACAGGn^ 
AGTGAGTCGAGATGACGCCAGTGCACTCCAGGCTGGGTGACAGAGTGAGATATTGTCTC 

>fcrb2371.seq 

CAAACATTCATAATGAAATAAGGAGAAAATACnAGAACAAnACAGncnGmCTGTAACTGGTCACATGGTTAnGCTGGTAmATM 
CCTTCTGCAAGAACCTCATGAnCTnACCCAGCAGGGTGACCCAAAGGTTTGGCCCAmGTAGnCTGCCTGGATTGCATTmGTAGnATCC^^ 
GTAATACTGAGAAACACCCTAAGGTATCTCCTGTACTGTAGACATACTCTTCAATTCTTCCAnGNGGAGTAGTAGnCAGmCTGCTO^ 
ACACCACAACTCCCTCTTTACCTGnGACTCAGAGGCACAAGGAGCCCAGAGTAGCTGGGTG 

>fcrb2373.seq 

GTGGCTTAATCCnGTCATGTrrTCGGCTCATGGACACAAGGACACATTnCATGCCrrCTCTCACAGGGCTCTGCGGCTCCGGTTCACnCTC^ 

CACnGCTCCCCCnCTCTCGnCTTGGCATCCCCTAGGAACnGCACACCCAGGTCTCTCGACnCTGGACCTGCnc™CCATGCCGTCTTAAGCAGTCAGGAGTCGCTGCCTGG 

GnCGAGTCCTAGTOAAnACTOGTGCTGAGACCnGGGGTAGGTAAACTnTCCAAGCCAGGnTATCTCAGTTTCAAAATAGGGnAATCGTCm 

ATGTCTCACAGGTAAGCACCAGATGCCATnGAAAGGCTTGAAGCAAAGTCAATAAAGCAnCATGGGAAAATACAAGTGGAG 

>fcrb2376.seq 

CCGCATCTCGCTGTGCCCTGAAGGGGGATGAAGGGCGATGCCTCGCCCGAGGGTrTGGGCTGCTGCAGTGCATGCTGGGACTGCTCCTACTCTCTGTCCCACCCCTCACCCAGCTG 
TGGTCCGGCTnGGGAGAGTGGTGAAnGCGCTGCCCGAACTCGGAGCGGAGCAGGGTAGGGACCGTGTACAGCTTGATAACCGTTAATAAAAAGGGAGTTTGA 

>fcrb2377.seq 

ACGACGTGCAGAAATGGCACCTCGAAAGGGGAAGGAAAAGAAGGAAGAACAGGTCATCAGCCTCGGACCTCAGGTGGCTGAAGGAGAGAATGTATnGGTGTCTGCCATATCm 
ATCCnCAATGACACTmGTCCATGTCACTGATCTTTCTGGGAAGGAAACCATCTGCCGTGTGACTGGTGGGATGAAGGTAAAGGCAGACCGAGATGM 
TGnGGCTGCCCAGGATGTGGCCCAGAGGTGCAAGGAGCTGGGTATCACCGCCCTACACATCAAACTCCGGGCCACAGGAGGAAATAGGACCAAGACCCCTGGACCTGG^ 
GTCGGCCCTCAGAGCCCnGCCCGCTCGGGTATGAAGATCGGGCGGGAAnGANGGATGTCACCCCCCATCCCG 
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>fcrb2379.seq 

CTCGTGCCGCACAnGCATGCAAGmGCTGAGCTGMGGAAMGATTGATCGCCGnCTGGTAAAMGCTGGMGATGGCCCTAMTTCTO 
ATATGGnCCTGGCAAGCCCATGTGTGnGAGAGCnCTCAGACTATCCACCmGGGTCGCmGCTGnCGTGATATGAGACAGACAGTTGCGGTGGGT^^ 
CAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATAnATCCCTAATACCTGCCACGCCACTCTOA^^^ 
TCAGAACTGmGmCAAnGGCCAmAAGmAGTAGTAAAAGACTGGTTAATGATAACAATGCA^^ 

>fcrb2380.seq 

CCGCCTGCAGCTGAACGACCTCCTCATCAAACCTGTGCAGCGGATCATGAAATACGAGCTGCTGCTCAAGGATmCTCAAGTA™ 

GAGCAAGCTGTGGAGGTCATGTGCTnGTGCCCAAGGGCTGGAAGGATATGATGACGCTGGGGAGATTGCGGGGATTTGAGGGCAAACTGAGTGCTGAGGGGM 

GGACACTnCTGGGTCACCGAGCCTGAGGCTGGAGGGCTGCTATCTTCCCGAGGTCGANAGAGGCGCGTCnCCTCmGAGCAAATCATCATCTTCAGTGAAGCCCTG 

GAGTGAGAGGTGGAACACAGCCTGGATATGTATACAAGAACAGCATTAANGTGAGCTGGCTGGGACTGGGANGGGAACGTCCA^^ 

>fcrb2381.seq 

CTCGTGCCGGAGAAAGCAAGAATGTAGGTnGCTGTGTAGGmGGTGCTCTATTGAnGGTGAGTGACCAGAGGAAGTATGAAGGTGATGGTGCCAAAGCAC 
GAAAATTCAAGTTAGAGTGGAGTATTTTTTTGAAGACCATATGCTTGGAGGTAGAAACA 

>fcrb2382.seq 

GGAAGATGAAGTCGTGCTCCTGGCAGGCGCGCCCCTGGAGGATGAGGCCACTGTGGGCCAGTGCGGGGTGGAGGCCCTGACTACCCTGGAAGTAGCAGGCCGCATGCTTGGAGG 

TAAAGTCCATGGnCCCTGGCCCGTGCTGGAAAAGTGAGAGGTCAGACTCCTAAGGTGGCCAAACAGGAGAAGAAGAAGAAGAAGACAGGTCGGGCTAAGCGGCG^^^ 

ACCGGCGCmGTCAACGTTGTGCCGACCTnGGCAAGAAGAAGGGCCCCAATGCCAACTCnAAGTCTmGTAATTCTGGCmCTC 

>fcrb2383.seq 

GGTCGAGCTGTGCAGTmAGCGGGTACAAGATCTACCCCGGAGAGGGGAGGCGCTACGCCAGGACCGACGGGAAGGmTCCAGmCmATGCGAAAT 
nCCAAGAGGAATCCTCGGCAGATAAACTGGACTGTCCTCTACAGAAGGAAGCACAAAAAGGGACAGTCGGAAGAAATTCAAAAGAAAAGAACCCGCCGAG 
GGCCAnACTGGTGCATCTCnGCTGATATAATGGCCAAGAGGAATCAGAAACCTGAAGTTAGAAAGGCTCAACGAGAACAAGCTATCAGGGCTG^^^ 
C/|ASCATCTAAAAAGACTGCAATGGCTGCTGCTAAGGCACCTACAAAGGCAGCACCTAAGCAAAAGAnGTGAAGCCTGTGAA^ 

>fi!iag387.seq 

CASvTGCCnCAGAnGTTmCAGCCTTnCCTGGCCTCTCnTTGAGTCTGTCAmATCTAAnCAGGC^^^^ 
A®AATCAAGTGCCCTATTAAGAAG 

>fM)b388.seq 

AAfMACAAACATGCCCTCTAATATATGAAnCATCACACAACACGCACACTGTCCCCACAAACACCnmGGT^^^ 

c|frG 

>flfl2^389.seq 

CFTACCTGATTCAGAAGAGGAGGGTCATGATAACCAGGAAGCTCATCAGAAATATGAAAGTATGCAGTGCnCGCTGTCTCTCAACCAAAGTCCATCAM 
CA^TCCTGCnGAmGGGTGGCAAGAAGAGnCCCATGAAGGAAAGACCAGncnCCCTCATCAGAAAGTmACTACTCGCCAGGATCTCCM 
AlJskAAGGAATGATinAGAATACnACATATnGGGAATGCAAGGACTCTAmAGAAGACTGTAAGGATGCTAGTACTAGC 
GiMiGGAGAGAGAGCCACTGGCTCTCACTGTATACCCTmGnCCATGTACnATGmCCTAGmAAATAAATACAm 

111 

>f0S239O.seq 

C(!^GATGGACACCAACCTCTTGAGCAATATCCAGAAGCTAnCTCTGAACGTATTGATGTGTTCAGCGCTGTGGAGTOAACAAGGTGTCGGTGCTGACC 
Ctl^AGACGCTGCTGGAGTGTGTGCGGCTGCGCACCTTTGGGCGCnCGGGCTGCAGCAGGTGCAAGTGGACTGCCACTTTGTGCAGCTCTACCTGTGGCGT^ 
A^CTCGTGCACTTGCTGGTGGACGAAGTGGTGGCCTCTGCTGCCCTGCGGTGCCCAGACCCTGTGCCCATGGAGCCCAGTGTGGTTGAGGTCATCTGCGAGCGCGGCTAGGCG 
CAeCCGCTGCCATGCACCGGTCTGTCCCTGCACCCCATGGCACCCAGGATCTGGTCTCGGTGGTCCnCCCCGCAGGCAGGTGTCAGGAC 

>fcrb2392.seq 

TAGAAnTAGTGATACTGGCTCAGAAGAATnAAGnCTATTCAGCniCCTGGGTGTTAGAACCTAGATOAAAATGGCnGTCmGCTACTm 
TGCCCTACCTTCTGmGTAAGGATGATmAATATTAAnCCAGGAACACATGTTmATnCCTCTGCTGGAATAGGAGM 
TCTGCATTTACCACTGTATATGCATATAGTGAGAGTATAACGTGTCTATAGTACAGNAGNTCCAGTCCTAACTnGTGAAnATTm 
CnCATACTCmCmGCAACAGCAGTGTTCTGGGTGATAATmGAATTGATACCTGnGCTTTnCTGGGn 

>fcrb2393,seq 

TAACAGTCCCCGTGGCCATCCCTGTGAGGGTGACGTOGCAnACCCCCAACCTCATmAGTTGCCTAAGCATTGCCTGGCCTTCCTGTCTAGTCTCTCC 
ACATTCCAAGGAGnGGAAGTGAAGTCTATGATGTGAAACACmGCCTCCTGTGTACTGTGTCATAAACAGATGAATAAACT 

>fcrb2394.seq 

AAGAmGTAGATAGTGTAmGTTAAGACAGCTnGTCGATCTGGCCAGATGmTnCTCCmGTCCAAAGGCGAGAGACCATCCCAGGAAGAGTGGTGGGT^ 
AAATGTTGGGmATGCTmTAAAAACACACGnAACnCAGAGGAAGGATGGGCAAATCTGGTCTAGCTGGGTGAAAGCCnAm 
GGTnAGGGTTCAGAGTCACnTTGnCCGTTGTGCAnCTGGAGAGGGACnCCCCTACATAGAGCCCTGATTmGTGGCTGTGGGGAnGGAGGT^ 
CnTTCCTCACmGGAGATGAACACTCTGGGTmACAGCATTAACCTGCCTAACCnCATGGTGAGAAATACNCCATCTC^^ 

>fcrb2395.seq 

CCGAGTCGCGCGGAGGCGGAGGCnGGGTGCGnCAAGATTCAGGTTCACCCGTAACCCACCGCCATGGCCGAGGAAGGCATTGCTGCTGGAGGTGTAATGGACGnAATACTGCT 
TTACAAGAGGnCTGAAGACTGCCGTGATCCACGATGGCCTAGCACGTGGAAnCGCGAAGCTGCCAAAGCCTTAGACAAGCGCCAAGCCCATCTTTGTGTGCTTGCATCCAACTGTG 
ATGAGCCTATGTATGTCAAGTTGGTGGAGGGCCTnGTGCTGAACACCAAATCAAGCTAATTAAGGnGATGACAACAAGAAACTAGGAGAAT^ 
GAGGGGAAACCCCGTAAAGTGGnGGnGCAGTTTGTGTAGTAGnAAGGACTATGGCAAGGAGTCTCAGGCCAAGGATGTCATTG 

>fcrb2396.seq 

TGCAAGCAAGmATCAGAGTATCGCCATGAAGnCGTCCCCTGCCTCCTGCTGGTGACCnGTCCTGCCTGGGGACmGGGTCAGGCCCCGAGGCAAAAG 
GAGGAAnCCAmCCAGACTGGAGGGAGAGATTCCTGCACTATGCGTCCCAGCAGCnGGGGCAAGGTGCTGGAGAAGTCTGGCnCGCGTCGACTGCCGGAACAC 
CTACTGGTGTGAGTACAGGGGGCAGCCCAGCATGTGCCAGGCTmGCTGCTGACCCCAAACCTOCTGGAATCAAGCCCTGCAGGAGCTGAGGCGCCn^^ 
GG6CCCCGGTGCTTAGGCCATCCGTGTGCAGGGAGGCTGGACCCCAGGCCCATATGCAGCAGGTGACTTCCAGCCTCAAGGGCAGCCCA 
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>fcrb2397.seq 

CAAMGCAAMTCGTCCCATTCCCCAGTGGATTCGGATGAMACTGGMATAAMTCAGGTACMCTCCAAMGGAGACATTGGA 

ATGAGATGGCACACATATnATGCTGTCTGAAGGTCACGATCATGnACCATATCAAGCTGAAAATGTCACCACTATCTGGAGA 

ACGTTGGTTGGCTGGAnCAGTAATAAATATGTAAGGCCmCTTTTTA 

>fcrb2398.seq 

CAAATCCATGCACCTGTANNAANGTCATTmGACAAAGGTGACAAGAAGATACACTGGAGAAAAGNAAGTCTGGTCA^ 
AT 

>fcrb2400.seq 

CCAAAATGAAAGCAACAGTGATGTATTGAAATCTTAGTTTTGATATTTTAAAGAAATGACnTCTAGATTAAAAAAATAGrrrrGTAGCAm^ 

CATCCATrTTTTATTTGCTTTTATAATTGCCTCCTTGTnTGGTATATTGTAAAATAAnTAAATAATGTATTTATAAATATGTATAA™^ 
TGTGTnCTGTATATGCACAGACATAAACGGCTTTGCCTAGCCAAGGATnTTTTTATCTGTATAAAACTrnTGTATAAAGTTTGCTTTCAATAAGAGCTAAT 

AAGTTTTGnGT 
>fcrb2401.seq 

CnGATnAGACATCAGTGAAAGAAGAGAAAAACGTCGAGTTGTTGTATAAGTATAnGnCATAAAAGATACGGTrrCCACTTCACCACACCTGCCTTAGnGTGG^ 
TTnATACCTGGAGGCTGGGACAATGAAAAGAAAATAGCTATTTTACATGAAAAnTTACAACCGTGAAGCCGGAAGATGCATATGAAGACTTTATT^^ 

GGTCCACGACAAAGAGTTGGCAGCAGAAGATGAGCAGGTGTTCCTAATGAAGCAACAGTCACTCCTTGCCAAGCAACCAGCCACTCCCACGAGAGCnCTGAATCTCGTGCAAGAGG 
ACCCTCTGGCTCTCCAAGGACCCAGGGGTCGGGGAGGGCCAGCCAGTGTGCCTAGCTCCTCCCCAGGCACGTCAGT 

>fcrb2403 seo 

ATCTGAfGAAGCGAAnCAGAGAGGCCCAGTAAGAGGTATCTCCATCAAGCTGCAGGAGGAGGAGAGAGAAAGGAGAGACAAnATGTTCCTGAGGTCTCAGCCTTGGATCAGGAGA 

TTATTGAAGTAGATCCTGACACTAAGGAAATGCTGAAGCTTTTGGACnCGGCAGTCTGTCCAACCTTCAGGTCACTCAGCCTACAGTTGGGATGAAmCAAAA 

GlPrGAATTTTrTCTGTAGTGCTGTATTATTrrCAATAAATCTGGGACAAC 



..^^ 404 seo 

C&GATTGAAGCCCCCATTCGTATAATAATTACATCACAAGACGTCTTGCACTCATGAGCTGTCCCCACAnAGGCTTAAAAACAGATGCM 
C41:GCTACACGACCGGGGGTATACTACGGTCAATGCTCTGAAATCTGTGGAGCAAACCACAGTnCATGCCCATCGTCCTAGAATTAAnCCCCTAA^ 

TAI^TACCCTATAGCACCCCCTCTACCCC 

>fcy2406.seq 

G®5GTGGCAGCCATCTCCnCTCGGCATCATGGCCGCCCTCAGACCCGTrGTGAAGCCCAAGATCGTCAAAAAGAGAACCAAGAAGTrCATCCGGCACCAGTCAGACC^^^ 
AMTTAAGCGTAACTGGCGGAAACCCAGAGGCATTGACAACAGGGTrCGTAGAAGATTCAAGGGCGAGATCTTGATGCCCAACAnGGTTATGGAAG 
T(l&TGCCCAGTGGCTTCCGGAAGTTCCTGGTCCACAACGTCAAGGAGCTGGAAGTGCTGCTGATGTGCAACAAATCTrACTGTGCCGAGATC^ 
CAAAGCCATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGTCACCAACCCCAATGCCAGGCTGCGCAGTGAAGAAAATGAGTAGG 

>fii32408.seq 

Gl;fccCAGATCTCCTAGGCCCAGGCTCTCTC^GACCCCAGAGAAGCCACTGTCAGGAAAGGAAGTGAACCCTACTGAAGCCAGAGAAT^CACCCCGGCN^WAAGCAGGCCC 

GgnCCAGCCCCTCATTCCACACCACACCAGTATTGCATCCATCTACTGCAGCTACACATCCTGAGGGCAGCACCACCCACTCTGGCCTGCTGGCCCATCGCA 

C|fpCCGGGCATTGCANGATATCCA6TGGGGCCTGTGACTGCTCCCTGATG 

>fefd2409.seq 

Al*GATCTTTCAAAGGTGTCCAACACCnATGAATCTGGTCTATCAGATTAATATCTGAAGATCTACAGTGTrrTTACATnAATTTAAATGCCAnCTTAGAA 
AGCCTTTACATAGCCGCACCrrGTCTCAGAAGCTAGAGnCATTATCAAAACTTAATTTCCATTTCATATAGCTCAAAATCTTAAAATCTAGG 
GTTTACCnCTCTGATGACAATTCCATCAAGCCTTAAATAGGAAAATGTGGAATCTAGGGTAATTTATCACTrrTGTGTGCATCTTATCTGAGTCCAGGCATCTGGTA^^^ 
TGAACACCGTGGGCATAAACAATTTGTTGAATTACTAAGTGAAAACAATAATA 

>fcrb2412.seq 

CAAnCACnAATATAAATGAAAGCTAAACAAAAGCTGTAAAAGTGATATACAAATGAAAAATAGTAATACTAGGATTAGGATGTTAAATGAACACTCATGACTG^^ 
AGATGAAAGAAAGGTAAGAAnAGCCATTATGGTGTCAAnAATAAATACAAAGATGTACTCAGAACCTAGTAGAATATATGCTTGTATGCTTGTTTTCTnCAGCGGATGGTCAAGAGT 
GTAGGTGAGTGrrTCAAGTGAAACTArrTGTTTGACATACAGAAAGGTAAAAGAACAGAATATTTGAAGCTAAAATAACTATAAAAAGCTCAGAACA^ 
TAAGTATAATAAAAACATTTTTTTGCCTGTCTGGTGGACAAAGGTAAAAAATAACArrTAATTACAGTAAAATAC 

>fcrb2413.seq 

GACGTGTnGCCAACATGGTGCTGTCTGGTGACACCGCCGTGTACGTGGGCATCACCTACATGATGCAGAAGATCACGACCCTGGTGCCCAGCTCCAAGAAGATCATCACGTTCCCT 
GAGCGCAAGTCCCTTGTGTGGATTGGCAGCACCATCCTGGCCGGCTTCCAGCAGATGTGGATCATCAAGCAGGGAGTAGGATGAATCAAGCCCCTGCATCACCCACTGCAAATGCn 
CTAAATGGACTGCAAGGAGACGCGTGTCATGTGGnCATGGAnAATGGAGAAGTATAAATTTGCCGCTGGCAAATGCATAGACCTCATGGTAGCCTGAATAAACCAGAATA 

>fcrb2414.seq 

GGTnGCTTTGTCCnCCAAAGCAGGTGAGTCAGCCCCACCGAGAGCCAGGCAGCnTGAGTGGCAGCGTGGTGCTAGGAGCTTCAGCGGAACAGGGTGAGAGTTAATTATGCAGTC 
TTCnGACAGCGGCATTAATnGGAAGGAAACTGACAAGTCATGGGTCAAGTTTCAGTGACTTCCTCCnCCTCTGATGGGAGTATATAGTTTTCACATTTTAATTGCTCC 
GCACTATACTTAAAACCAnCTCTCCCCTGGTAACAGAAGGGTGTGAATCTGGTTTACTTTGAGCATTAGGATnGGCCCTTTGGAATTCTGCACTCCAGnACTTM 
AATACATGTGGAAAGAAAGAAAGAAATAGCGATGACTCCAGnTTGGGGCTGTGGCACC 

>fcrb2416.seq 

AATATAAAACAGAAGAAGCTTTTCCCCCCTCAAGATTAACATCCCTAAGCGTGCTGTTCTCGCACCTCTTGTTTGAATTGTGTTTCAGGTCGTCATGTT GGCA^ 
GGAAGGAAGTGGACGTCAAGGTTATnCAGGTGGAAAGAAGATATCTGTGCTTTTAnGAGAAACATTGGACTTTTTTACTAGGGAATAGGTAATGTGTTTTTAAAA^ 
AGGAATATGTAAAGAATGAAGTATACAGGATnGAGACAGCCTAATGTAGACTTGTTAGAGATnATTTTAATnTmGAGATAGAGTCTCCCAGGCTGGAGTGCAGTG 
AGCTCACTGCATCCTCAACCTCCTGGGCTCAAGTAGTCCTCCTGCATCAGCCTCCTGAGTAGCTGGGGAnACAGGTGTGCACCAACATGCCTGG 
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>fcrb2420.seq 

GAMGCTGCACCAMTCATCTGCCTGTmnCTTGATACnACTGAMTAGMGGimAnGCAGGGm 
AATATCAAAnCACnATGAATAAACnGATAATGGAAACGGCC 

>fcrb2421.seq 

CTGGGATTAAGAAGGGGCCCCCACGCAAACTCAAAnCCCTGAGCCTCAAGAGGTGGTGGAAGAGTTGAAGAAGTACCTGTCGTAGG 

mGTGTCCCTGGTGATGTTGGAAGATTAATGATGGAACATGGCCAAACnCAGTCATGATCCTGAAGCCATGGTncnCCCT^ 

TAGTAAGGCATTGTAAAAGTTACTGGATTTGGTTTAAT 

>fcrb2422.seq 

CCGGGCCCGGGAACAGCTGGCAGCTGTGAGGCTCTATGTGGAGCTCCACCGTGGGGAGGAACTAGGTGGGGGCCAGGAGCCTGTGCAAnGCTCAGTGGCTO 

CTTCTCAGAAGCTGACATGGAGCGGCCTCTGCAGGAGCTGGGACTGGTGCCnCTGCTGnCTCAnGTGGCCAAGAAATGTCCCAGCTGAGGGCCm 

GACCCCTTCATCTTTGATAAAGCACTGACATCTCCTTCCTAATAAATAGACGCTGAGT 

>fcrb2424.seq 

GCTnGTCCTGGATGAACAGAGnGATGAAAGTGGGGTGTGGGCAACAAGTGGCTrTCCTTGCCTAGTnAGTGACGCAGCAGAGCCAGTGGGAGCTG^ 
GGNGCATGACTCTT 

>fcrt)2426.seq 

GTCCTCAnGATnATTATGTGATATAAGGGACATATAAGGAGACATATCAATCTCAAAAAnGTCTCAAAAGGTmATT^ 
mGATCGAAAAATAnGCATCTACCAGCATmCAGTGGATAAGTTATAAmCTGAAAGACCAAGAHGGAATGACT^ 

AGCTCGGGGACCTCCTGAGCCAAGmAATCTCGnTGCTAmGTGCATGGTGGCTGGTCACCAGGAGGTGGCCACCAGGGTTCTCCmGCCCGCTGnCTM 
AnTGCGGATAGCTCCAAACTGGGATAnGnCTCAGGCGGTGTGGTCTCACCnCCACTGGGGCAACAATGGGC 

>fcrt)2427.seq 

G<&3iAAATGAATAACATATGGTGGACTG™TTAAGAGTAmGTmAAGTCATTCA6GAAM 

TTf^AAAAnAAAAACTGAATniGTATCTAJmAAGT^^^ 

C/|^TGATAAmATGACAAAAGAACATACCTGTAATATTGAAAnAAAAAGTGAAATnGT^^ 

>f(i)ri^429.seq 

AAPTATTCAAAAATAAGTCATCTTGAAATGTAGnCAGAAGGAACTGGGAGAACATGTTCATCATAGAACCA^ 
AffATTTGTCAGGTGAGAAAACAGGGTAATAACnCCATGATTAAACACAnACTAGTGGGAGAACTCCAGAGnCTm 
Tf^AnAGGmAnCTAGCATGACGCCTmAAGGTnAAACTGGTGATAAATATAnATnGCTCATGTCATO 
CT^ATTGAGTCTTAAAAGGGGGGnGAATTCCGAAGGGATCAAATAAATCCAACGTAGTAGTTGCATCAG 

>flfe430.seq 

AHGCATGCAAGTnGCTGAGCTGAAGGAAAAGATTGATCGCCGnCTGGTAAAAAGCTGGAAGATGGCCCTAAATTCTTGAAG^^^^ 
GiekBCCCATGTGTGnGAGAGCnCTCAGACTATCCACCTnGGGTCGCnTGCTGnCGTGATATGAGACAGACAGTTGCGG^^ 
Gfe^GCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATATTATCCCTAATACCTGCCACCCCACTCT^^ 
TlttAATTGGCCAmAAGTTTAGTAGTAAAAGACTGGKAATGATAACAATGCATCGTAAAACCTO^ 

>f0&432.seq 

G®GAGCGATGGGCATCTCTCGGGACAACTGGCACAAGCGCCGCAAAACCGGGGGCAAGAGAAAGCCCTACCACAAGAAGGGGAAGTAT6AGnGGGGCGCCCAGaGCC 
cEGAnGGCCCCCGCCGCATCCACACAGTCCGTGTGCGGGGAGGTAACAAGAAATACCGTGGCGTGAGGnGGACGTGGGGAAmGTGCTGGGGCTCAGAGTGnGTACTCGTA 
Aifi^AAGGATCATCGATGnGTCTACAATGCATGTAATAAGGAGCTGGTTCGTACCAAGACCCTGGTGAAGAATTGGATCGTGCTCATCGAC 
GtSbCACTATGCGCTGCCCCTGGGCCGCAAGAAGGGAGCCAAGCTGACTCCTGAGGAAGAAGAGATTnAAACAAAAAACGATGT 

>fcrb2433.seq 

AAGACnTCAGGATTAAGCGATTCCTGGCCAAGAAAGAAAAGCAAAATCGTCCCATTCCCCAGTGGAnCGGATGAAAACTGGAAATAAAATCAGGTAC 

GAGAAGAACCAAGCTGGGTCTATAAGGAATTGCAGATGAGATGGCACACATAmATGCTGTCTGAAGGTCACGATGATGTTACCATATCAAGCTGA^ 

mCGACGTGTTnCGTCTCTGAATCTGTOTGAAGACGnGGTTGGGTGGATTCAGTAATAAATATGTAAGGCCTnCTnTT 

>fcrb2434.seq 

CAACATGGGCCGCGTTCGCACCAAAAGCGTGAAGAAGGCGGCCGGGGTCATCATAGAAAAGTACTACACGCGCCTGGGCAACGACTTCCACACGAACAAGCGCGTG^ 
TCGCCAmTCCCCAGCAAAAAGGTGCGCAACAAGATAGCAGGTTATGTCAGGCATCTGATGAAGCGAAnCAGAGAGGCCCAGTAAGAGGTATCTCCATCAAGCTGCAGGAGGAGG 
AGAGAGAAAGGAGAGACAATOTGnCCTGAGGTCTCAGCCTTGGATCAGGAGATTAnGAAGTAGATCCTGACACTAAGGAAATGCTGAAGCTmGGACTTCGGCAGTCTGTC 
CCTTCAGGTCACTCAGCCTACAGnGGGATGAAnTCAAAACGCCTCGGGGACCTGTnGAATTimCTGTAGTGCTGTATTAT^ 

>fcrb2436.seq * 

GnnAAGnAnAGTTmAAAATCAGTACTTmAATGGAAACAACnGACCAAAAAm^^^^ 

>fcrb2437.seq 

GTCAGAAAGACCCTGCTCCTCTGnCTCCGCAGCCTGATGGTAAGGTGGTCTACACCTCCCTGCAATGGGCCAGCCTGGAGTGAACTCCAGAGAGCTAGGGGATGT GGCTC^ 

GCAGCAAGAGCCmCTGGATGnCCCCAGCTCnCTCTGGGAGTCTAGAACATCCTCCTACCmCTCCGCGGTOGTTmGAnC 

CnGCnGmCAAAGCACnATTGGCTGTGTTTnGTAGTTACCTATmCACACTGTGAGGTTCCCGAGAA^ 

GAGGTCTCAATAAACTTGGTATATAAATGTT 

>fcrb2438.seq 

TGTCAACCCAACACAGGCATGCTCATAAGGAAAGGnAAAAAAAGTAAAAGGAACTCGGCAAATCTOCCCCGCCTGTnACCAAAAACATCACCTCT^ 
ACCGCCTGCCCAGTGACACATGnTAACGGCCGCGGTACCCTAACCGTGCAAAGGTAGCATAATCACTTGnGCnAAnAGGGACCTGTATGA^ 
CTCnACTmAACCAGTGAAAnGACCTGCCCGTGAAGAGGCGGGCATGACACAGCAAGACGAGAAGACCCTATGGAGGnTAAmAnAATGCAAACAG 
GGTCCTAAACTACCAAACCTGCAnAAAAATT 
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>fcrb2440.seq 

GTCGCGGCGACATGGCCAMCGTACCAAGAMGTCGGGATCGTCGGTAMTACGGGACCCGCTATGGGGCCTCCCTCCGGAMATGGTGMGAAM 

AAGTACACTTGCTCTTTCTGNGGCAAAACGAAGATGAAGAGAGGAGCTGTGGGGATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCTGGCGGTGCCTGGACG 

TCCGCTGTCACGGTAAAGTCCGCCATCANAAGACTGAAGGAGTTGAAAGACCAGTAGACGCTCGTCTACTCnTGAGACATCACTGGCGTATAAT^ 

>fcrb2441.seq 

GGAAGATTOTAGGGTAGAGGCGACAAAGCTACCGAGCCTGGNGATAGCTGGTTGTGCAAGATAGAATCnAGTTCAACTnAAAmGCCCACAGAACCCTCT^^ 
TnAAGTGTOGTCCAAAGAGGAACAGCTGTnGGAGACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAnTAACAGCCATAGTAGGCCTAAAAGCAGCCAC 
CAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAAGTCCTCACAGCCAATTGGACCAATCTATGAGCCTATAGAAGAACTAATGTTAGTAT^^ 
TCCTCCGCATAAGCCTGCGTCAGAnAAAACACTGAACTGACAAnAACAGCCCAATATGTACAATCAACCAACAAGT 

>fcrb2442.seq 

ATAAATAAGGAnCTGnmGnGAGTACTCCATCCTTAGCACCTAAAACAATGTTAAAACAACTAGATGATACTAAAAGCATATTT^ 
TTACTATTTOTCCCCTTGCAACTAAGGAATAAGGAAGGGGAAAAAAAGTGCATmCACCTmGACCTCTTCTTGCCCTTC^^ 

GCTGATGTGGTGCAAATAGCGTAGGCTTGAGGGTGAGGGTGAAGGTCGAGTTCCTATGATTGTATGCTCCAnGCAGCTCnGACAGTCTAnAGAAATCCA™ 
GCnCTAGGGGTTTCTnGTGAGCCTAAGAlTTAACTACCAACACCTATGTTGTCATGTGG 

>fcrb2444.seq 

AGAGACTGAAGATTCGAGGCTCCCCTGGCCAGGGGCAGCCCnCAGGAGCTCCTTAGTAAAGGACnATCAAACTGGnTCAAAGCACAGAGCTCAAGTAAmACACCAG^ 
AAGGGGTGGAGATGCTCCAGCTGCTGGTGAAGATGCATGAATAGGGTCCAACCAGCTGTACAnTGGAAAAATAAAACTTTAnAAATC 

>fcrb2445.seq 

GTGTAnAAAAAGGGATCACACCAAAAAATGAATTGCAAAAnCATGACCTCATGTGAAAGATAGTGACTGTGGTAGATAGAAW^ 
GAACCTGTGAATCTGCTACmACnGGTAAAAGGGGCTCTACAGATATGAnAAGTTAAGGATmGAGATGGGAAGGTC^^ 

GGTCCmAAAGATGGAGGCAGACTGTCAGAGGAATTGGCACAAAAGCAGAGGTCACACACACACACGGGGGGATAGAGAGAGAGAGAGAGAGAGAGGAAGA^^ 
CTpAAAGATGGNGGAAGNGNGTATTAAGTCAAGCAAGGCATGCANCCTCAAAAGCTCCAAAAAACAAGGAAATGAG^^^ 

>fdS447.seq 

GTBGGTCAGGCnCAGAAGAGGCTCGCCTCTAGTGTCCTCCGCTGTGGCAAGAAGAAGGTCTGGnAGACCCCAATGAGA 

tqifgaagctcatcaaagatgggctgatcatccgcaagcctgtgacggtccancccgggctcgatgccggaaaaacaccn^ 

gtjMgcggaagggtacagccaatgcccgaatgccagagaaggtcacatggatgaggagaatgaggattttgcgccggctgctcagaag^^ 

c/lgatgtatcacagcctgtacctgaaggt6aagggggaatgtgncaaaaacaagcggattctcatggaacacatccaca^ 

>fGii^2449 seq 

GQMATCGAAGTGATAACTCnCTGATAGCAGC™mAAAACTCAGTGTATCCCTOCTCACCTAAAGGGGAGAAAAG^ 
C/IO^CAAGTGAnCATGAAGTGACTCATCTmGAACCAATACCATTGACTATAAAAGCTATTmG^ 

>fQ^450.seq 

GdekCCTGTAGTCCCAGCTACTCGCGAGGGTGAGGCAGGAGAATGGCGTGAACCTGGGAGGCGGAGCnGCAGTGAGCAGAGATTGCGCCACTGCACTCCAGCCTGGGTGACAGA 
Gdy^GACTCC 

>fdrffi451.seq 

GfMAACTACATGGGCCTGTAGTmCACTGTGGGAAGGAmGATAAAnCAGTnAnTAATAGATATAGGGCTACnAGAnTCCAG 

TlOrAAAGAAAnTGnCATTGTAAmTTCCAnGATTAGCATAAAGnATTCAAAGTATATOTCAC 

TQ|;fiTAACTTTATGCTAATCATTGTATTTTTTCCC 

>fcrb2452.seq 

GGCGAGGGCTGACATTGAAGGTGACCCTGGAAGTTGGGGCGCTGCTGGACATGNGTGAGGCTGTGGCGTCCAGCTGTGTGAGATGGAAAACCAnCTGTTGTCATGACTCCAACGT 
GTCmACTTCTCnATAGGAAAATAGTGGCCGAGTATGAGAAGACCATGGCTCAGATGATAGAGGACGAACAGAGAGAGAAGTCAGTCTCCCACCAGACGGTGCAGCA 
GGAGAAGGAGCAAGCCCTGGCCGACCTGAACTCCGTGGAGAAGTCTCTGGCCGACCTCnCAGAAGATATGAGAAGATGAAGGAGGTCCTAGAAGGCnCCGCAAGA^ 
GTGTTGAAGAGATGTGGGCAGGAGTACGTGTCGCGGGGGTGAAGA 

>fcrb2453.seq 

GnGGGGGGACCGTTTTCTTTGTAGTTGTCTrTAAGGAAAAnAATTrTAC! 1 1 1 ! M i I IGTTCTGGCCGAAATTTTTATGANATATCTGTGACnGTCTTCCACTTTGAACCGGnAAAG 
GTCATAGCTGTCAGCTCTGAATGAGGAGGGGAGAAGCCCCTGGGTCTTTGTTTGAAAGGAATCCGGTGGTTGAGGGGTGGGTCCGTCATGGNGTGGGTGTCGmCTCnCGTGA 
CATCTTGTGATATCAGAGGTAACTATGCAAAGCATCCAGGGGGTTCTGAATGTGAAGCACTAGACCCAGCAGAGTCCCGGNGCCCTCTGTCCCCACTGCCGGCCCATGTTCTCTC^ 
GGAGGTCACCAAGGAATGCACAGGTTTGGACTACGAGAAAGGGGAGTCCCnGGGTTCn 

>fcrb2454.seq 

AGCATGTTCCTCCTmCnCACCCTCCCCnTmcnCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAGGCTGAGAACTCGTO 
GMAAAGGTGCnCnAmATCATACAAACTGTGACGATGATGTGAAGAGTTTCACAAATCCTTCAAAATAAAAAGTAATGACnAG 

>fcrb2457.seq 

GCAnnAAGAGTGAATnTAAAAAAnATTAATCTGnGGTGACTCnAATTCCTAmCAATATGTGTTTGCnGAAGAATO^ 
CACTATTmGTGGGTGTGTATATATCTGAmGGGAAGAAmAAAAAACACATAGGTmTAAmGm 

CCAATGGCATmAGTmATATTGTGTTTTCCACTAGTATATCCCTGTTGATnGTnGTGCCT^ i 1 1 1 1 ICAATAAAAGGAAGGAAGATGTG 

>fcrb2458.seq 

GGGAAGCGTCTCCGTTGGGTCCGGGCGCTCTGCGGGACTCTGAGGAAAAGCTCGCACCAGGCAAGAATACCCTCCAATACCGTCGGGTGGAGGGGGATCTGTCAACA 
GAGACCCCAACAAGCCGCGGGGCAAAATGTCCTCGTACGCCTTCTTCGTGCAGACCTGCCGGGAAGA6CACAAGAAGAAACACCCGGACTGTTCCGTC 
AGAAGTGTTCGGAGAGATGGAAGACCATGTCTGCAAAGGAGAAGTCGAAGmGAAGATATGGCAAAAAGTGACAAAGCTCGCTATGACAGGG 
AGGTGATAAGAAGGGGAAGAAAAAGGACCCCAATGCTCCTAAAAGGCCACCATCTGCCnCTTCCTGTmGGTCTGAAC 
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>fcrb2459 seo 

GGAGCGTGGCCCTCCAGGAAGAGGTCCCMCGGTTTGCCTGGAGCTATAGGTCTCCCAGGTGACCCAGGCCCTGCCAGCTATGGCAGAMTGGCCGAGACGGTGAGCGA 
CCAGGGGTGGCAGGAATTCCTGGAGTGCCTGGACCCCCGGGACCTGCTGGGCnCCCGGTnCTGTGAGCCAGCCTCCTGCACCATGCAGGCTGGTCAGCGAGCAmAA 
GCCTGACCCnGAAAGGC™CTGCTGCATGGCTGTCTGGATGAACCAGGCCTGGTGAAGGAGCCTG6GTGAGAAACAC^^^ 
AnAGAATGTAnACCnCAGTATGATOCAGAAGTCCTACnGACAATCACNTATAGAAGAAGGGNGCTAnC^^^ 

CTGCAG^^^^ 

GTGAAATTCAAGCAACnTGCGAGAGCAAAGGATACTATTmGAGACAACA^AnAAGGAACTTGAAAAGCTAAAAA^ 

TGGnnGAGAACAGGAACTGTAAATCTGTTGCCCAATCnAACATTmGAGCTGCAmAAGTAGACTnGGACCGn^ 

AGAGTCAAnCAGGGGAAAGATACAAGATTGAmGTAAAACCCnGAAATGTAGAmcnGTAGATGTATCCT^^^ 

GTCGCGGcL^ 

AAGTACACnGCTCmCTGTGGCAAAAGCAAGATGAAGAGACGAGCTGTGGGGATCTGGCACTGTGGTTCCTGGATGAAGACAGTGGCTGGCGGTGCCTGGAGGT^ 
TCCGCTGTCACGGTAAAGTGCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGACGCTCGTCTACTCTTTGAGACATCACTGGCCTATM^ 

>fcrb2462 seo 

CTOmMTGGGCTTnGATTCTAATGATAATTGTACCmATCmCAAAAGCTGATATnCC^^ 

GAAGAAAGCCnAGGTATCAAnCCAAAAGAGTGAnGAAAmCCCAAAATAAnATGGCTTCTGTCATCTCCAGAGATAAm^ 

AAGCmATmAACACTCATCTGAATCAACATTAAAGCGTmCTCTCAAAGCGmATTGAGA^^ 

CTGCTTGTGTCAAATGGAACCTGCCCTCTAAAGCACmcmCCmACTTGCATGGTTTCATGTAAGCTGTG 

TGGAG^^^^^^ 

cmGGGTGGAGATGCACCCATCCCCAGTCCAGGAAACCATCTCCCCCAGGACCnCTGTCTGGGACTCAGGAGTCCTAAGGA^ 

GASCACTGATGGGTGAAAAAGTGAGGCCAACACAGAGGGCAAGTGGTGTCGATGGAGTCGAAGCGCTGAAGGAATAGGGCGGCmCCTTCCAGCGAGCATC^ 

AA^CAAACATCTTAATCTGCACCTnCTCCACTGGCCATCnGTCCnGGGTCAGTGGGACATGGGCACCTCGGGAGGCC 

SIJataggcttgctatg^ 

TdAGACCGAGCCTCmGTAAGTACAGTAAAATAATCCACCGTTTmACAGACCCTAGTCAAAGGGTr 

AAcTrGCTAmTGAGmAGCAnGATAnGTGAAAATAAGTGCAAmGGATTTCATGTTTCnAA 

CT^GTGAGGTATATGATGAGTGTAnGTCnTGCACACACATATAGGTATAnCTGAATACAAGCnATTCAC 

': , ; 

cScASTAGATOmTTAACGCAAGTCCnAGTnACAnAGGG^^^ 

G^GGTmACTGGCCTAACATCCmGTGCTCCACCTATTCATGCTTCCTGCCCCGACTTCCCCAACCCCAGGTAACCACTGATCTnTTAATCGl 1 1 1 1 1 1 ACTCTGCGTTTTTCACT 

TlltAnATATCACAAAAAmCCGAGGGGATATTAAGTAGTGTCCAAAAAGCATAGnnGAAATTACGGT^ 

A|feTTCAAGGnAnGNGAGGTATTGATTGGTGCANTGTAGTCCAGCCTGGGNGGCANGAGCAAGACCCGTG 

cBsAACMCGATGGCT^ 

TmfCCTGCCTCAGCCTGCCGAGTAGCTGGGATOCAGGCACCTGTOCCATACCCG 

ScCTGTAT^^ 

CTGCTGCATTCTCCAGTCTGAACAGnCAGGTACAGTCTGAGTCTGGACAGGGGGTnCTGTTGCAAAAATACAAAAGAAAAGCGATAAAATAAAAGCGA^^ 
GAGTGAATOCGAACAGGGAATTGGGCCTTGGGGCTATGCGAmCTGTTGTAGTTTGGGGCAGTGGAGGGGACCTGTGTGGGGTGTGAAGGAAGGGACTACTGCGAC 

CGGCGT^^^^ 

GAGACGCCTGCAGACCCAGGTGnCAAGGTGGGGnGGGGAAGTGGATGGAGCAGGGTGGCGTGCTGATCCGCCAGCGGCATATCAGGGTCCGCAAGCAGGTGGTGAACATC 
CCnGATTGTCCGCCTGGAnCCCAGAAGCACATCGACTTCTCTCTGCGCTCTCCCTACGGGGGTGGCCGCCCGGGCCGCGTGAAGAGGAAGAATGCCAAGAA^ 

GGGGCTGGGGCTGGAGA 
>fcrb2474 seq 

CCAAGGTGGCnCTCCnGGCTGAGAGATGGAAGGGGTGGTGGGAmGCTCGTGGGnCGCTAGGCCCTAGTGAGGGCAGAAGAGAMCCATGCTCTCCCnc™ 
CCAAGATCCCCTCAGAAGGCAGGAGTGCTGCGCTCTCCCATGGTGCGCGTGCCTCTGTGCTGTGTATGTGAACCACCCATGTGAGGGAATAAAGCTGGCACTA^ 

CTOAC^ 
CCGCAG^ 

CCCGTCAGCAGATCCGGAAGGTCATCAAAGATGGGCTGATCATCCGCAAGCCTGTGACGGTGCAnCCCGGGCTCGATGGGGGAAAAACACCTTGGCCCGGCG 

ATGGGCATAGGTAAGCGGAAGGGTACAGCCAATGCCCGAATGCCAGAGAAGGTCACATGGATGAGGAGAATGAGGAmTGCGGGGGCTGGTCAGAAGATACCGTG^ 

GATCGATCGCCACATGTATCACAGCCTGTACCTGAAGGTGAAGGGGAATGTGnCAAAAACAAGCGGAnCTGATGGAACACATCCAC 

>fcrb2478.seq 

CAGGATCnCCTGGCAGGAATATGATAGGCCACCTGCTTCTmAGGGGAAAACAnCTGTmGAGGGTAAGAGAAGAmGAG^^^ 
ATAAnGCAGAAGTTCCATCTGTAAGATGCTCGAnAAAATTCTAGATGAAnGAGTAATCTCCACAAGGCCAAGAGAATCTW^ 
TAACCATGTGTAGTAATCAGACAAATTCTCCAAAACATACAGCCAGCTGGAmCTGAACmAACAAAGTTmATGCTGACT^ 
GAAACTCCCTTCnAAmAmATAAAGTACCmCGATATATAGACCCAATCTCTAATAAACCTTTTGGAGATCAAT 
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>fcrb2479.seq 

GTCATGTGGCCATCTTGAGTCTACTCTGTCGCTCTTGTGCCCTAGCACCCCGAGMCTGTCAGmGAGCCAGATGGMGCTGAGCTGMCACA™^ 

GACTATCAAGAAATCCAAGTGGTAATGGGCGAAGmATTCAGCATCCGGCAATGGACTOTCGTAGTTGGGGAAACGGGTGnCCGAATM^ 

mAAATATAGGCCTGAATTTTGTAAAGTAATAmAAGGTGGTCCGTGATAATTAAATAAAA^^^ 

>fcrb2480.seq 

CTCTAATGGATATGnTATATAATTCCAAACCCTCAGGNGTGTGAATGCAmAAAAACAnAATGGGAAAATAATGGCTO^^ 
AAAGACnGAACHTCTGAAATAAAAC 

>fcrb2482.seq 

GATGTTCCCAnGCCAGTGCCTACGAAGGGCTTGACGCATTCAnGTTAGACGCTCAGTAAGTGTGTATTGAGGCAGCCGTCTGTGCGACTCCAGGGCTCTn 

ATGTTGGTTTACCAGATGGAATGAGTAGCCTCncmGGATACATAAACAGCCGATGGATATTGTGGGTCACTGTGGAGGGAGAATGAACGTATGGGAT^ 

GGAAAACNGTTGACATnAGAGAGAGGNTGAATTCnGGGGTTGCGGTAGCCCGCATGCTGAGTGNGCCAAGAGGGGAGTAGAAGCATCTCTA^^ 

>fcrb2483.seq 

CTCAAGGAGGCAGAGACCCGTGCTGAGmGCTGAGAGATCGGTAGCCAAGCTGGAAAAGACAATTGATGACCTGGAAGATAAACTGAAATGCACCAAAGAGGAGCAC 
CAAAGGATGCTGGACCAGACCCTGCnGACCTGAATGAGATGTAGAACGCCCCAGTCCCACCCTGCTGCTGCTCCTCCCTCTGACCCAGACTCCGCCTGAGGCCAGCCTGCGGGAA 
GCTGACCTnAACTGAGGGCTGATCmAACTGGAAGGCTGCTnCTCCmCACCACCCCCTCCnCCCTGTGTCTnnCGCCA^ 
GGGCTAGAGGCTGAGCACCmGGAAACAACATTTAAGGGAATGTGANCACAATGCATAATGTCTnAAAAAGCATGTTGTGATG 

>forb2484 seci 

CGGCGCCGCATGCAGGAGGCCCGGGAAAGCCTCCCGCAGGACGTAGTGAGCCCCTCTGGAACCCTGGTGTCCTAGCTCACAGCAGCCCTGGCCCACAGTGCAAGAGGACAAGATG 
GGGGATATCTGAGGCCAGTGCTCTCCTGCCTCTTCGTCrrrCTGAmGAGACCACGTTGGTCTGCTGAGAACGAGAAAAGCTGGGAAATTCCCGG^^ 
GTGCAGGGTCnCTCCCTACCCTGTGGAAATAAAGCGAGAGACCCTGTGGCCCCCCCmATATTrGCAGCCACTGTCAATGGGCATGACAGCAAGG^^^ 
TdOTTGGGGTGACCCCATAAGTGAGTCTGGCCTTGACTCACTmCTGGCnGTCTCACAGTAGCAGGGGATCTC^^ 

>f(M485.seq 

A^SACTGTGCTCAAATmACATTTTmCCTnGCAAAnCTGTAAmCACTCM^ 

AafATCnGCTTCACTGnCACCTGCTACAAGTAAGAGTnGGTGCTGGTAGAAACAmGACTCT^^^ 

cffflTTGTCCCCnGGTCTTTTAAnAAAAG 

>fcf^486 seq 

GraACAAATGGTGGGGTAACAGAAAGGAACTGGCTACCGTTCGGACTAmGTAGTCATGTACAGAACATGATCAAGGGTGTOCACTGGGCTO^ 

AT§^TCACnCCCCATCAACGTTGTTATCCAGGAGAATGGGTCTCnGnGAAATCCGAAAmcnGGGTGAAAAATACATCCGCAGG 

Gf^tCTCAAGCCCAGAAAGATGAAnAATCCTTGAAGGAAATGACATTGAGCTTGmCAAAnCAGCGGCTnGATTCAGCM 

™gatgggtatctatgtctctgaaaaaggaactgttcagcaggctgatgaataagatc 

>fiS2487.seq 

Gri^GGATCTGTTCGTCCCCCCGCAGCCCTGGGGGGCGGCCCGGGTGAGCGCGGCGGCCTTATCTTCGGGGGGTCTnCTTAGGTGAAAGAm 
CttbTAAGTCCACCGGTGGGAAAGCCCCCCGCAAACAGCTGGCCACGAAAGCCGCCAGGAAAAGCGCTCGCTGTAGCGGCGGGGTGAAGAAGCCTCATCG^ 
GMGGGGAACAATGGCCGGGCGGTGGCCGGCTTTGTGCGGCAGCGTCCGCTCACTCCTCCCCTGCTCGCTGCAGGCCCGGGAGCGTGGCGCnCGAGA^^ 
A^GACCGAGCTGGTCATGCGGAAGCTGCGCTTCCAGAGGTTGGTGAGGGAGA 

>f|j|y2491.seq 

GtcbAGCCGACCGCGTGCCGACTTGTGTCATGCCCTACGTTGGTATAATCACATCAAGTCTTACGAAAAGGAAAAGGCCAGCCTGCCAGGAGTGA^ 

CCTGCCCGATGTGGAAGACACTAGAGGAAGTGGAGCTACAGATAGTAAAGATGATGATGACATTGACCTCmGGATCTGATGATGAGGAGGAAAGTGAAGAAGCAAAGAGGCT^ 

GGAAGAACGTCnGCACAATATGAATCAAAGAAAGCCAAAAAACCTGCACTTGnGCCAAGTCnCCATCTOCTAGATGTGAAAGCTTGGGATGAT^^ 

AGGAGTGCGTCAGAAGCATTCAAGCAGACGGCTTAGTCTGGGGCTCATCTAAACTAGTTCCAGTGGGGATACGGGAATTAAG 

>fcrb2492 seq 

GGTCTGGACAACAAGCTCCGTGAAGACCTGGAGCGACTGAAGAAGAnCGGGCCCATAGAGGGCTGCGTCACnCTGGGGCCnCGTGTCCGAGGCCAGCACACCAAGACCACTGG 
CCGCCGTGGCCGCACCGTGGGTGTGTCCAAGAAGAAATAAGTCTGTAGGCCTTGTGTGTTAATAAATAG 

>fcrb2493.seq 

CTGGGGTACAAGCAGACTCTGAAGATGATCAGACAAGGCAAAGCGAAATTGGTCATTCTCGCTAACAACTGCCCAGCTTTGAGGAAATCTGAAATAGAGTACTA^ 
AACTGGTGTCCATCAGTACAGTGGCAATAATAnGAACTGGGCAGAGCATGCGGAAAATACTACAGAGTGTGGACACTGGGTATCATTGATCCAGGTGACTCTGA 
TGCCAGAACAGACTGGTGAAAAGTAAACCTmCACCTACAAAATnCACCTGCAAACCTTAAACCTGCAAAAT^ 

>fcrb2494.seq 

TCTACTGGCGCTGCCAAGGCTGTGGGCAAGGTCATCCCTGAGCTGAACGGGAAGCTCACTGGCATGGCCTTCCGTGTCCCCAGTGCCAACGTGTCAGTGGTGGACCTGACCTGCCG 
TCTAGAAAAACCTGCCAAATATGATGACTCAAGAAAGGTGGTGAAGCAGGCGTCGGAGGGCCCCCTCAAGGGCATCCTGGGNCCTACACTGGAGCACCAGGTGGTCTCCTCTGACTT 
GAACAGCGACACCCACTGCTCCACCnGGACGCTGGGGCTGGGATTGCCGTCAACGACCACTnGTGAAGCTGATnCCTGGTATGACAACGAATnGGCTACAGCAACAGGGTG 
GGACCTCATGGCCCACATGGGCCTCCAANGAATAANACCCCTGGAC 

>fcrb2495 seq 

AAACTGCAGAGAAAACTGAAAGnATGTTCCAGATAAGTnCCGTTGTnAGCAAATnTCTOGATnGGTCATCATCAGGM 

CCATCTCGGACnGCTGAATCAATnGATAGGATTAATCTCCAGTGAAGCTGTGTnACAGGGCAnCCAAGTGAnCTTATCAGGAAATGTGAA^ 

AmAAAATmACTTAATAAGTGAACAAGTAATGAAGAmCACCTGTnACTOGGGTATCTACCCAGACCCATCGAT^ 

AAAGGTGCTCCCn 

>fcrb2497.seq 

CTTAGATGGACCTGTGCTGCCTCTnCCTCnGTGCCACTCTCCCAATCACTCAACCCTGCTCCAACTGTACTGGCTGCTATTCTTC^ 
GTGACTTACCCTGAGTCTCCTCATCCATAGAAGAGTGAACAATGGTACTTOGAATGGTAAAGCACTOTATACAGAGCTCCCTATA^ 
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GCAmGCTGMGGAGTGMGAGTGAGGATACTGCCTGCATmCCATMTTTmCAnATACTTMGCCATGTACAM^^ 
TTGmCAAAGnCAGACnCACAGCTGAAAGTGAGTCAGTTCTnATCTGGGNATGGTTATCTTGGAACAAGGGTCANA 

>fcrb2499.seq 

GCCCCCGGGAGCTACGGACGTGGCACGCACTGCCACTATAAGGCTCCCACCGTGGTCTTGCACATGACTAAGACGGACCCCTCmGGAGAACCCCACACACCTCTAGCCACAC^^ 

GCCTGGCGCGGGGTGGCTGCTGCCCCCTCCnGCCCTCCACGCCCTGCGCCCTGCATCCCCTAGAGACAGCTGACTAGCAGCTGCCCAGCTGTCAAGGTCAGGCAA^^^ 

GGGGACTGAGGGATCAGGGCGGGACCCCGTGAGGCTCAnAAGGGGAGATGGGGGTCTCCCCTAATGCGGGGGCTGGACCAGGCTGAGTCCCCACA^ 

TGGAGG 

>fcrb2500.seq 

GGGCAGAGGAGGCAGCAGAAAACCAAACATnCAGTGAGAAAGCCCCCTGGGTGCTGTAAGAAGGGGCTGCGTGAAGnGTTCCGAGA^^ 

nCTCnCATGTGTGTAAATCTGTAATATACCATrCTCTGTGGCCTGTTmCCTGGAAGAAGAAAAAAAAAGGm 

TAATAAAGTGCTCTTAAACC 

>fcrb2501.seq 

ATGAAGTCAGAGAGGTGGGGTGAGGGTGAGCTTACTCAGGGCCGCCAGAGGAAGGCGTGAGCGTCTGCCCTGCGCCCACACAGGGCGGGAGCCCAGGCGTGTTGCTGGGAGCTGT 

GGCTGCAGCTGTGCTCCTGCTCCCTCCTGGAATGTGCGACAAGCGCAAATGTTCGGGGGAGGCGGCCGGGGCAGGGGGGCTTANAAGTGCTAATATGGnCTGTGTTTTGCCTGAA 

ACGATACCAGGTTCCCCTGAATAGCAACTnACAAGGTCCATGTGGGAGGGACGAACCGAGATGCCCTGCTGAGTGTCCCTGAAACCATGGCAGGTCCATCTGTCAAGAT^ 

CC 

>fcrb2502.seq 

ACCGCCCAGACCCTGTCCCCCGATCCCCCAGCTCAGGAAGGAAAGCCCAGCCCnTGTGGATCCGACAGTGTATGGGAGCGCCTGAGTCCTCACGTGCCTGATCTGTGCCCTTGGT 
CCCAGGTCAGGCCCACCCCGTGGACCTCCACCTGCCCCAGCCGGTGCCTCTGGCGCAAGTGGGGGCAGCTGCCCTCACTTCTGGGGGTGGATGATGTGACCTTCCnGGGGGAGT 
GCGGAAGGGACGAGGGTTCCCTGGAGTCnACGGTCCAACATGAGGACCAAGTCCCATGGACATGCTGACAGGGTCGCCAGGGAGACCGTGTGAAGTAGGGATG^ 
GTGTACGTGGGTGTGCAGTGCACGTGAGAGCACGTGGCGGCnCTG 

>fgfe2504.seq 

Gt@AATCACnCATATATCATGTGCTGTAAAATAAGAACTAGCTGAAGAGACAACCAAAGAAGCATTAAGGCAGGn 

cdQnATTCnGACACTCnAACAGAATnTnCAATTGTmCCAGAACmAGTATATGCA^^ 

TTf^TGCATTGCmGCCATAAGTCnCCGTTGGnGTATCnCCAAAGCTATmGAAATAAA 

>f(ll>l505.seq 

AAWGTACATGTCTCCCATCAGAAAGATTCAnGGCATGCCACAGGGGAnCTCCTCCnCATCCTGTAAAGGTCAACAATAAAA^ 
Ty^03AGAATGTGnGAAAmAACm6TAAGCTTGTATGTGGnGTTGATCT^^ 

>f^506.seq 

cl=rtgggaggccgaggcaggctgatcacgaggtctggagatcgggaccatcctggctaacacagtgaaatcacgtctctactaaaaatacagaaaanagccgggca 
tg©?tgtagtcccagctactcgggaggctgaggcaggagaacggcatgaacgcggga6gcggagcngcagtgaaccgagatggcgccattgcactccagcctgggcaacacagc 

gMctctgtgtc 

>f(ifl^?507.seq 

CGAMACCTAGAAGATGCTTGTGATGACATCATGCnNGCAGATGATGATTGCnAATGATACCmTCAAATTGGTGATG^ 

TAmAGAAGGAAAGAAAAATTTGCAAGAAGAAATTGAGGCGmGAATGCAGAGTGGAATCAAnCAGGGAGTG™ 

AlpACCTTGAAGCTGATGAAAGTTAAACATTTOTAATACTTTm 

>fcrB5508.seq 

GGCGCAAAGGGATCTGCAGGTAATCCTGGGGAACCTGGCTTGAGAGGGCCTGAGGGAAGTCGGGGGCnCCTGGAGTGGAAGGACCAAGAGGACCACCTGGACCCCGGGGTGTG 
CAGGAATTCCTGGAGTGCCTGGACCCCCGGGACCTCCTGGGCnCCCGGTnCTGTGAGCCAGCCTCCTGCACCATGCAGGCTGGTCAGCGAGCATTTAACAAAGGGCCTGACCCT 
TGAAAGGCmGTGCTGCATGGCTGTCTGGATGAACGACGCCTGGTGAAGGAGCCTGGGTGAGAAAGAGCATCGAAAGGTGGGGCAAAGATGAnACCnCAGGATGATTAGAATG 
nACCmAGTATGGATTACAGAAGTCCTACTTGACAATCACATATAGAAGAACGGTGCTAnCAGTAAGTTCTCrnCCmCCCm 

>fcrb2509.seq 

CCAAAnGGCGmGTCATCAGAATCAGAGGTATCAATGGAGTGAGCCCAAAGGnCGAAAGGTGTTGCAGCTTCTTCGCCTTCGTCAAATCTTCAATGGA^ 
AAGGCnCGATTAACATGCTGAGGAnGTAGAGCCATATATTGCATGGGGGTACCCCAATCTGAAGTCAGTAAATGAAGTAATCTACAAGCGTGGnATGGCAAAATC 
AATTGCmGACAGATAACGCmGATTGCTCGATGTGnGGTAAATACGGCATCATCTGCATGGAGGAmGAnGATGAGATCTATACTGTTGGAM 
CnCCTGTGGCGCnCAAATTGTCnCTCCACGAGGTGGAATGAAGAAAAAGAGCACCCATTTTGTANAAAGGNGGAGAT 

>fcrb2510.seq 

GCAAGATOCTGATnCATCAAGnCGACACTGGTAACCTGGTGTATGGTGACTGGAGGTGCTAACCTAGGAAGAAnGGTGTGATCACCAACAGAGAGAGGCACCGTGGATCTmG 

ACGTGGTTCACGTGAAAGATGCCAATGGCAAGAGCmGCCACTCGACnTCCAACATmTGTTAnGGGAAGGGCAACAAACCATGGATTTGTCn 

CTCACCAnGCTGAAGAGAGAGACAAAAGACTGGGGGGGAAAGAGAGCAGTGGGTGAAATGGGTCCCTGGGTGACATGTCAGATGTTTGTACGTAAnAAAAAT^^ 

>fcrb2511.seq 

AAAATAATmCGCTGATAAmGATGATTAATTCTAGAAGATCCAATCGTnCAGGAAnGGAGAATGGTOGAA^^ 

>fcrb2512.seq 

CAGGGAGTGAGGAAATGTCTGnAATTGAATGCATGAmAAATGAAATCTGGAGTTGGCTGGATTGAGGGACTGATGCCTGTAATGGCAAGAGnTGGM 
GCTTGAAGTCAGAAGTCTGAGAGCAGCCTGGGGAAGATAATGAGA 

>fcrb2513.seq 

CCTGACCAACCTCCACAGGCTGGGTGGCCCGGAGGCTGGGCTGGGCGAGTATCTCnGGAAAGGCTCAGTCTCAAGCAGGAGTAAGAGGCTTCTGAGCG CAGCG ACTTGTGM 
CCCCnGCAAAGTAATAGGGCnCTGCCTAAGCGTCTCCGTCCAGCCAATAGGCAGCnTCnAACTATCCTAACAAGCCnGGACCAAATGGAAATA^ 
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>fcrb2516.seq 

CMGCACCTATATAGTATCACGGGGACAGnGAGGCAACTCGTAGATGGAGAmGGGAMAGACGATGTGGCCTCCTACCnTCCAGTTTCTGTTGGCA^ 
TGCCTCGCCTCTACACCTACTACCCTGTCGGCCCniTGCCATGCTGTCCTCGTATAACTCGGArrCTCTCCTCAGGTGTAGGTGCAGGGAGTCAGGG 
TGCAAGAGCCCAGGTGTTGGTGTGTCCCmAATGCTACTGTGCTCTCTGGTGTnCTGATnTCCTGCCmATTCTGTCT^ 
TCCTGATTACTmGnGTCCTGCCTCTTCAGGTAATGGTCACAGATnOGCTGTAGGCACGTTACCAGCC 

>fcrb2517.seq 

GACAGAGTCTCACnAGGCTGAAGGGCAGTGATGAGGmCACTATGTTGCCCAGGCTGGnATmGTTCATTAGnGATGCAGmcnCCT^ 
GATGTmGCAGTGGCTGGTACCAGnGnCCTnCCATGmAGTGCTTCmCAGGAGCTCTmGGGGCAGGCCTGGTGGTGACAAAA^^^ 
ATTncmcncnCACnATGAAAnCTGGGTTGCAAAnCTmAAGAATGTTGAATATTGGCCCCCACTCTC 
TAGGCnCCCnTGTGGGTAACCCAACCmCTCTCTGGCTGGCCnAACATGTmCCTTCAnGTTGATGTGTC^ 

>fcrb2518.seq 

GTAAATACAGmAAAGAGAGAATAAnACTTCAGAGCTACCCTmAAGAGAAAACCATCAGAAAnGATAATGmATATAAAGT™ 
AGAGATGnATmAGAATCGATTCCCATCTAAAGAACTCAATmGAGTCTGACATnCCAGGACCAGATAnGTCTTACTCACAmCCnTGCm 
GGCTATTmAGGCTAGGGATGTTAACATCAGGGATnGTGTGTGGAATAACTGGAATGTGATmTGCTmAAGCCATnCTGATGAT^^^ 
GATTmACATCnGAAACTAAATCAGAAATCCAGACATGAAAATAACCTnCTAGAATGCCTAGGAGC^^ 

>fcrb2520.seq 

GGTGCCCCCACTGCAGGTGTACCAGCTAGTCACGnGACCATGGGAGGAGCCCmATAATAAAAGAATCTCAGAATCCTGGAAAGCTGGGGATCCAC^ 
TGATGCCGTGCGCAAGTGATAATTmGTCATGGGGCTlTrrCTAGACACnCTAGTGAAACAA^ 
TAAAAGAGGTCATnAAAAAAAAAAAGTCTAGGTACTGGACTTGTAAGTAAAAATAAAAAGAnAAATACCTAAA^ 
GGGCTGCTGGGCGTGGTGGCTCATACCTGTAATTCCAGGACTnGGGGAGGCGGAGGTGAGGAGTONAGACGAnCTGA 

>fcrb2521seq 

CQOCATTTTmGGAAACCTCTGCGCCATGAGAGCGAAGTGGAGGAAGAAGCGAATGCGCAGGCTGAAGCGCA^ 

TTlseACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGnGTGGGACTGCATGCTACTGTCTAGAGCnGTC^ 

AT1!5^CCCTCTGATCGGCGATCACCTCTGAGACCCACGTTGCTCATAAACAAAATGCCGATGTTGGTCCTC^ 

GAS-GTAACAACCATATAATAAATCACCTCnCCGCTGTTTTAGCTGAAGAAn 

>fG©523.seq 

C/^ifcCTCTGAAGTAGCTGGGAGTAGAGGTGCACCACCACACCTGGCTAATTmGTATTTmGTAAAGAGG 

AG€|3GTCGAGGTGCCTCGGCGTGCCAAAGTGCTGGGAnGCAGGCATGAGCCACTGCACCCAGCCGTGTAncmTTCnCAGATAmAT^^ 



>f|{fe2524.seq 

CAGCAGCTGAAGGTCTCAGAGACGAGTAATGAGAAGGCATCGGACTGCATTAAGTGTGCAGCGCTGAAAAGAGATnACAAGTAGGGCAGGGATOGCGAGTGGTGGGAG 
AGk:AATGGnCAGTGGCGTGGCTGTTGGCAGGAACTCCAAGTGCCCAGGCCTCTTGGGCAGC™GGGCCCTGCCTCTGmCATGATGCATGGGTCAmGTCTTGGGTG 
TC^pATATGGAGAAGAAAGGGGGTGTAAGnGTGGGTGTTGTTTGmGGGGnGTGTGTACGTGAGGAAACGAGGGGGTGGGTGAGm 
AdlgTCAGGCATGCAAGGAGGACAGAATGGTGAGTGGGTGCCCmGGTGAAGCTGTGTAlTnGCGTAAGGAGGGA^ 

>fcEi2525.seq 

GfttACTGGAATTGCTCTGGCGATCGAGGGGTCCTAGTACAGCGCAATCATGTCTAnATGTCCTATAACGGAGGGGCCGTGATGGGCATGAAGGGGAAGAACTGTGTGGGCATCGC 
TdS^GACAGGCGCnCGGGATCCAGGCCCAGATGGTGACCACGGACnCCAGAAGATCTTTCCCATGGGTGACCGGCTGTACATCGGTCTGGCCGGGCTCGCCACTGACGTCCAGA 
CA^ITGGGCAGCGCCTCAAGnCCGGCTGAACGTGTATGAGTTTGAAGGAAGGTCGGCAGATCAAACCnATACGCTGATGAGCATGGTGGCCAACCTCnGTATGAGAA^ 
GCCfcnACTACACTGAGGCAGTCATTGCGGGGTTGGACGCGAAGAGCnTAAGCCGTTCATTTGCTCTCTAGACGTGATCGGCTGCG 

>fcrb2526.seq 

TCCTGATCAAGAATnGGTGTGGACGTTGGGCCTGTnGCTTTTOTAAACCAAACTCTATGTGAAATCCCAAGAAAAAAAAmAAC 
CCAGTGCAAGTGACCGAGAAAAnCGAGmmAmCCAAAATGmGGAAACAGTATAAmGACAAAGAAAAATGATACTTCTCTT^ 
CnTnGTmATTTTmACCAAnCCAAnTCAAAATGTCTCAATGGTGGTATAATAAATAAACnCAAGAC 
GCAGAGCAATGACTGTGCTCACCAGTAAAAGATAAGGTTTCTTTCTGAAATAGTCAAATACGAAATTAG 

>fcrb2528.seq 

GAAGAAGGTGAAGAAGCGGATGAGGGmTGAGGTCTTTGAAGAAGTGAAAAGCTGGAGTAAACTTnGCAAGGnGGCTGCAGTAACTATmGAATA^ 
>fcrb2532.seq 

GCCAGAACACAGGTGTCGTGAAAACTACCCCTAAAAGCCAAAATGGGAAAGGAAAAGACTCATATCAACATTGTCGTCATTGGACACGTAGAnCGGGCAAGTCCAC 
ATCTGATGTATAAATGCGGTGGCATCGACAAAAGAACCAnGAAAAAmGAGAAGGAGGCTGGTGAGATGGGAAAGGGCTCCTTCAAGTATGCGGCT^^ 
TCACATTGCATGCAAGTTTGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAAGCTGGAAGATGGCCCTAAATTCTTGAAGTGTGGTGA^^^ 
CTGGCAAGCGCATGTGTGTTGANAGCTTCTGAGACTATCGACGTTTGGGTCGGTnGGTGnCGTGATATGAGAGAGAGAGnGGGGTG 

>fcrb2534.seq 

CnTCAGTCTAAGACTGGCAAAAGGACAGCAGTCnCTATGTnAGTCAATATTCATTTCAGTAGAAGATAATCnATGTAATTTnGAGACCAGAA 
AATTATCATTnATGGTAATAGTGAGCATnTAGTCCCCTAGGmGAGATGGGAGATAGTGACTACAGTGGTGTCTGAGTTmTCGTAG 
TGGTGAGAGCAGAGTTGAGGTGATGATAGTTGGGCTGTGGTGTACAAAGAmCATAACTCCnGGAAAGCnCnATAATCAnGnAACTTCnGGTAGGT^^ 
GAAATGTITAGGAATGAAGTTGTGAGGGCGAAAAAATGTGAGTGACGGGAACAAT 

>fcrb2535.seq 

GGAAGACCCACCGAGGCCTGGGCAAGGTGGCCTGTATTGGGGGATGGGATCGTGGTCGTGTAGCCnCTCTGTGGCAGGGGGTGGGCAGAAAGGCTACGATCACCGCACTGAGATC 
AACAAGAAGATnATAAGATTGGGCAGGGCTACCTOTGAAGGACGGGAAGGTGATCAAGAACAATGGCTCGAGTGACTATGACGTATGTGAGA^ 
TTGTCCACTATGGTGAAGTGACCAATGACmGTGATGGTGAAAGGCTGTGTGGTGGGAACGAAGAAGCGGGTGCTCACCCTCC 
GCTCTGGAGAAGAnGACCTTAAGTTCAnGACACGAGGTGGAAGTrTGGCCATGGCCGCTTCCAGACCATGGAGGAGAAGAAAGGAn 
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>fcrb2536.seq 

ATCMGCAGGCTGACTATGTGCCGAGCGATCAGGACCTGCnCGCTGCCGTGTCCTGACTTCTGGMTCTnGAGACCMGTTCCAGGTGGACAMGTC^ 
TGGGTGGCCAGCGCGATGAACGCCGCAAGTGGATCCAGTGCnCAACGATGTGACTGCCATCATCnCGTGGTGGCCAGCAGCAGCTACAACATGGTCATCCGGGAGGACM 
ACCAACCGCCTGCAGGAGGGTCTGAACCTCTTCAAGAGCATCTGGAACAACAGATGGCTGCGCACCATCTCTGTGATCCTGnCCTCAACAAGCAAGATCT 
nGCTGGGAAATCGAAAGATTGAGGACTACmCCAGAATnGCTCGCTACACTACTCCTGAGGATGCTACTCCCG^ 

>fcrb2538.seq 

AAGACCTCCCGCCTGCCCATCATCGATGTGGCCCCCTTGGACGnGGTGCCCCAGACCAGGAAnCGGCnCGACGnGGCCCTGTCTGCnCCTGTAAACTCCCTCCATO 

TGGCTCCCTCCCACCCAACCAACmCCCCCCAACCCGGAAACAGACAAGCAACCCAAACTGAACCCCCACAAAAGCCAAAAAATGGGAGACAAm 

TTTTTNCCnTGNATTCATCTCTCAAACTTAGTTTTTATCmGACCAACCGAACATGACCAAAAACCAA^ 

>fcrb2540.seq 

CAAAGCTGGAGCTCGCGCGCCTGCAGGTGGACAGTAGTGGATCCAAAGAATTCGCCACGAGGATACTATAAGCATOTmAAATGACGCTGATCT^ 

CAGAAAAGGTGAGCCAGnGATnGAATGCATTGGATAmGTGnAGAAACAATGTATAGnTAGATTGAAACTGAACTGACmm^ 

GTTnTTnAAGACAGGTOGTGTGGTGATACTTAGAATTCTATGGmGATGnTCnnAGAAATGAGA^ 

ATTTGATACTAGnGmATAAACAnGTAAAATATATGTmAAACAAAnATCTTGGTAGTTAATTCATM 

GTCAnCAGAAGTGATA 

>fcrb2541.seq 

GmGGACTCCAGTACTCAAGACAGGCTCATAGCGCTGAAAGCAGTAACAAAnnGGCGnCCAGnGAAGTTmGACTCTGAAGAAGCTGAAAT^^ 
ACCACCAGATTGGTGAGGGAACTGCAGGAAGCCCAGAATGAACGTTTGAGGAGCAGACGGCCTCCGAACATGATCTGTCTCnGGGTCGCTCATAGAGAGAAATGC^^ 
AAGTGACCAATAATCnAAAGAACTTGCACAGCAAGTAACTCCAGGTGATATCGTAAGCACGTATGGAGTTCGAAAAGCAAATGGGGAmCCATTC^^^ 
CTnGTGGATTTGACAGAAGACACTGAAGAAGGTAAAAAGACGGATGTTGCTGAGTGTGGACCGTGGGGGGAAGnGAGGCTG 

>fcrb2542.seq 

GAO^GCGGAGAGCAGGGCATGAAGGCCTCGGGCACGCTACGAGAGTACAAGGTAGTGGGTCGCTGCCTGCGCACGGCCAAATGGCACACGCCGC^ 
TTlSGGCTAATCATGTCGTCGCCAAGTCCCGCTTCTGGTACmGTATCTCAGTTAAAGAAGATGAAGAAGTCnCAGGGGA^^^ 

cd^CGGGTGAAGAACnCGGGATGTGGCTGCGCTATGACTCCCGGAGCGGCACCCACAACATGTACCGGGAATACCGGGACCTGACCACCGCAGGCGCTGTCA^^^ 
CQpACATGGGTGCCCGGCACCGCGCCCGAGCCCACTCCATTCAGATCATGAAGGTGGAGGAGATCGCGGCCAGCAAGTGCCGCCGGCCGG 

>fcll6543.seq 

CdMGCAGGAGGCGGCATCATGGGAGTGGACATCCGCCATAACAAGGACCGAAAGGnCGGCGCAAGGAGCCCAAGAGCCAGGATATCTACCTGAGGCTGn^ 
GGOTCTGGCCAGAAGAACCAACTCCACATTCAACCAGGTTGTGTrGAAGAGGnGTnATGAGTCGCACCAACCGGCCGCCTCTGTCCCmCCCGGATG^^ 
Ta^GGGCGGGAAAACAAGACGGCCGTGGnGTGGGGACCATAACTGATGATGTGGGGGnCAGGAGGTACCCAAACTGAAGGTATGTGCACTGCGCGTGA^ 
AddOGCATGCTCAGGGCAGGGGGCAAGATCCTCACmCGACCAGCTGGCCCTGGACTCCCCTAAGGGCTGTGGCACTGTCCTGCTCTC 

111 

>fQrb2544.seq 

CAAITCTGAAAATAGCAAACTTAATAAACAGCCACmAAACTTGnCTGGCAAACCAGA 
TCMCATGAATCAGCAGnAAGAAGGnCTAGAACCCATGAAAGCnTTGTATGTATOCTAGGnnGTTlTTCmTC 

ATpiGTTTATGTGTAATATTCTAGTGCTTTAATGACTCI i 1 1 11 IGTnGGAGGGAGGGTAACATTATTTGGAGAGATGCAGAAGGAACTGnAGTGAGTCAAGACAAACACATCTGAAAT 
AA^GGAACTGTGTAnAACATGnAACAAnCATAACTGCACTmTATGACAmTGAAAA 

>fJS545.seq 

GGSBTGGCAACATGGCGTCnGGGGAGCTGGTGACCCTCTGGATTCTAAGCGTGGAGAGGCCGCGnCGCTCAGCGTATCGACCCGACTCGGGAGAAGCTGACACCC 
GGirnCCATGCGGCAGGCGGAGCnGCCCAGTGGCAGAAGGTCCTACCACGGCGGCGAACCCGGAACATCGTGACCGGCCTAGGCATCGGGGCCCTGGTGTTGGCTAm 
TMccnCTACTCGAmCCCAGGAGCGTTTCCTAGATGAGCTAGAAGACGAGGCGAAAGCTGCCCGAGCCCGAGCTCTGGCAAGGGCGTCAGGGTCCTAATCTGGATGG^^^ 
GATCATGTCCAACCTGCTGGAGCCCCTTCACATGGTGGATGATGGCCCATGACCCTGTAGAAAnGAATCCTGGTCACAACAnGTTGGC 

>fcrb2546.seq 

GTAGCACTGTTTTTGTATCATnnAATGATACTCTmcnCTCnCTOGAGTCGTTmCCCTTGGATATTGTGATnTGATnA^ 

TAAGAAGCATACAAAAAATATATGATGGGTGGTAGCCTAAmGTATTATGTCTACTTTAAGTGAATAnGGATTTTTTn 

TATATTTCTACTA 

>fcrb2547.seq 

CTCAAGGAAACCnTCCAACACAGATGTCCAAGCTGCCAAGAACAAGCTGAAAGCTGGATACCTAATGTCAGTGGAGTCTTCTGAGTGmCCTGGAAGAAGTCG 
AGnGCTGGTTClTACATGCCACCATGCACAGTCCTTCAGCAGATTGATTCAGTGGCTAATGCTGATATCATAAATGGGGGAAAGAAGmGmCTGGC 
GTGGAAAmGGGACATACAGGnnGTTGATGAGTTGTAATACTGATGCACACArrACAGGAGAGAGGTGAACGTTCTCTCAGCCCAGAGCAGCAAACA 
TAATATATCAmGTCTTTmCCAGNGAGGTAAAATAAGGCATAAATGCAGGTAAnATTCCCA 

>fcrb2548.seq 

GAGAGTTTGGGnCTCTCCAATTCCACCnmAATACTAAAGCAGTGGTTCTCAAACmAGCTACAGTAGAATCACCTGGAGAGTGTGnAAAGCAT^ 
GTAmGGTTGTGTAGGCGTAGAGTGGACCCCAAATnGCATTrCTAACAAAnCCAATGACACTGATGnGCTAmCAGGCACTATGCTAACCT^ 
TGAAATATCTTOTGGATGAGTGAAGAGAAGTTAAnGAAAAAGGCTTGGAAAATAAAATCAATAGGCAGTGGTGAGAATTAGATAA^ 
TCTCACATCTTTTAAGACAGTGTAATGAGGAAATGAAACATGTCCAAATTCAGC 

>fcrb2549.seq 

GGCGGTTTTGCTGTTCACCGCATCACAGTGGAAGAGGCAAAGTACAAGTTGTGCAAAGTGAGGAAGAnACTGTGGGAGTGAAGGGAATC 
ACCATCCGCTACCCAGATCCTGTCATGAAGGTGAAGGATACTGTGCAGATTGAmAGGGACTGGCAAGATAATCAACmATCAAATnGATACAGGCAAmGTG 
GGAGCCAACCTCGGTCGTGTTGGTGTGATCACCAACAGGGAAAGACATCCTGGnCTmGATGTGGTGCATGTGAAGGATGCCAATGGCM 
ATTmGTCATTGGCAATGGCAATAAACCnGGAmCCCTGCCCAGGGGAAAGGGCAnCGACTOCTGTTGCTG^ 

>fcrb2550.seq 

CTTTGCTGCCAGTOTCATAGGCTGmTAAGmGAAAACTGAATAGCAACACTGAATACTGTAGAAATGCACmGCTCAGTA^ 
GnGTTACAGAAAAATTCnAACTGTAAnGATGGnGTTGCCGTAATAGTATAnGCCTGTAmCTACCTCT^^^ 
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AGTGCACMGTCnnTAAMGAMCATGGTnACnGCACAAMCTGATCAGirnGAGAGATCGnMTGCCCTTGMGTGGT^ 
TTGGTCCCTCCTATTATAGTAnGAAAnAAGTCTACnAAmATCAAGTCATGTTGATGCCCTGATlTTATATAC 

>fcrb2552.seq 

TGGTACCCCAGATAGACATGGAAAGGGGATCGCAACATCTGGATCGTGAAGCCAGGAGCCAAGTCCCGCGGACGAGGCATCATGTGCATGGACCACCTGGAGGAGATGC^ 
GGTGAACGGCAACCCCGTGGTGATGAAGGACGGGAAGTGGGTGGTGCANAAGTATATTGAGCGGCCCCTCCTCATCTTTGGCACCAAGm^ 
TGCACCTGTGCAACAACTCCATGCAGAAGGACGTGGAGAAGTCATGCGATCGGCATCCACTGCTTGGGCCAGAGAAGATGTGGTCTAGCCAGAGGTTGCAGGCGC^^ 
TGGGTGCCCCAAATGCTTGGTCCACCATCATCGTGGCTGGCATGAAGGATGCTGTGATCCACGCACTTCAGACCTCCCAG6ACACC 

>fcrb2553.seq 

CAAnGGnCCTCTGAGCCAAAGCTGATTTAACTGCTGGGCCAGTATCTAAAAAATAAAGAAACCCCCAAAACCTAAAATrGAGTGAGTTCT^ 
TTCGAGCATAAACAGGAACCAAAATCATAATGAAAnGGAGAAATTGATCATGCAGCCCTCTOTmmCTTTCTTTTAGGGGACAAT^ 
CAGnGTTGAAATCACACGAAGGAGTGAAGGATATAGCTATTGAAAACTmGGAAAGGGCAGGCACGGAGGCTCACAGCTATAATCCCAGCG 
TCACCTGAGGTGAGGAGnCAAGACCAGCCTGGCCAACATGGTGAAACCGTCTCTACTAAAAATACAAAAAnAGTTG 

>fcrb2554.seq 

CTCACATGGAGTCAGCGCTCACCTCAlTCACACAATTATCATAGAGCTCCCTGGACACTGAACCTCTAAAGGGAAAAGGTCTACCCTGGAGCCAGGAGCATCAGGGnGGCTO 
GCATGAGAGGTGAGCCCAGGGCTAGGCCTGGGCCAGGCCCCGGCAGCACTGCTACTTGGGAGGAGCCACnCACCTTTGTAmGTTATTAAAAAATATAAmGGGC 
TGGCTCACGCCTGTAATCCCAGCACTnGGGAGTCCGAGGCATGCGGATCACnGAGGTCAGGAGTTCGAGACCACCCTGGCCAATATGGTGAAACCCCATCTCTACTAAAAATACA^ 
CAAAGTTAGCCGGGCGTGGTGGCAGGCGTCTGTAATGCCAGCTGCTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCTGGAGGTGGCGGTTGCAGTGAGCAC 

>fcrb2556.seq 

GTCTGGGTGACCGCGATGCGTGGCTGTGGGGGTGGCTGGTGCCAGTATGACCGACTTGGACTCACCCCCTCTTGGGGAGGGAGnCTGGGCCTGGCCAGGTCTGAGATGAGGCCA 
TGCCCCTGGCTGCTCTTATGGAGCCGAGATCGAGTGAGGGTGGGGGCGCTGGAGCCGTGGGAGGCCGGCCAGGGCAGGGGGCTGGTTGGTGTGGCA CGCGCT CTCTGCCAGCAC 
CAAGAGAnAmAATGGGCTAmAATTAAGGGGGTAGGAAGGTGCTGTGGGCTGGTCCCACACATCCAGGAAAGAGGCCAGTAGAGAAnCTGCCCACT^ 
C|4TGGCCCCAGCAAGGCCTAGACACGGCACTGGCCTCCCAGGAGGGCAGGGGCATnGGGG 

>^557.seq 

GgT^TACGCCGAGTGACAGAGACGGTCAGGCTGTGTTCTCAGGATGACCGAGTGGGAGACAGCAGCACCAGCGGTGGCAGAGACCCC 
A0gbATGATGTGCAGATGAATGACAmCCCTGCAGGA™CATTGCAGTGAAGGAGAAGTATGCCM 
GiffCAGTGTCCCATTGTGGAGCGCCTCACTAACTCGATGATGATGCACGGCGGCAACAACGGCAAGAAGCTCATGACTGTGCGC 
cffl^CAGGCGAGAACCCTCTGCAGGTCCTGGTGAACGCCATCATCAACAGTGGTCCCCGGGAGGACTCCACACGCAnGGGCGCGC 

>f^2558.seq 

TifATGCTCAGCCGTACACGCACGCGTTCCnGCTACTGCCATCTAAATATATGCACCGACACTCTATGCCCTGCAACGTGGCCGGTGTGmGTCCTC^^ 
AyTATGTGGGAGAGTCCAGGCAGGAACAAACAGCCACGCGCAATnAACTGCAGCCAAACTCAAAGAGACCTTGAGCCTGCCGAATTGm 
CCGGCTAnCTGCAATCAGTTGTGGAATCCTGCAAmnCATAAAATGTGCTGAAAATGTATTnAGGAAACGT^^ 
T^SmCTGCTTTTTAATGTCATACGTGTAGCCATCTGACCACTTmAnGGGTGACATAT^^^ 

>ffi2559.seq 

GSATnCCTGGATnCCTCCmCGTCTTTACAAGGTAGCCGTnGGGGTCGTGAGAGATTGGGTCTGTCCACATTGCCCCGGCTGCTCTCCAACCCCTGAGTO 
CCSTTGGCCTCCCAAAGTACTGGGATTACAGGCGTGAGCCACCGTGCCTGGCTGAGAAGATGGATnAAGACATATmGGAGCGGAAAGTGACCAGA^ 
GlIgTGGCCCATACAGACCTCCAACAGGTGCTCCCCTGTGCTGnACTCCnCTGCCAACTGGAAGCAGATGGTGACCAGGCTCTGGAGAAGGCAAGGCCTGAAGATGGG^^ 
ApTGGAGGAGAACTGTGCCTTACTGACCTAAATATCCACTCAGTATTGnATGTGAGAATAAATAAACTTGTGTTGACCG 

>ftM2560.seq 

AATAATCAAGAGGGTCGTAGCCTTACTAGTAATAATOTTACATTTTGAGTACCACAACTCAACGGCTACATAGAAAAATCCACCCCnACGAGTGCGGCTTCGACCCTATA^ 

GGGCGTCCCmCTCCATAAAATTCnCTTAGTAGCTATTACCnc™™TnGGATCTAGAAAnGCCCTCCmTAGCGGTAGGATGAGCGGTAGAAACA^ 

AGTTATGTGATCCGTGnAnAATGATGATGGTAGCGGTAAGTGTGGCGTATGAGTGAGTACAAAAAGGAnAGAGTGA 

>fcrb2562.seq 

CACATGTATAACnAAGTATCATAAAAAGAAAGAAATGTmGAnAATAATAmCTCACGTmGTAGATATAAAmAAnGAG 

CCAGCAGmGGGAGGCCGAGAGGGGGAGATGAGGAGGTCAGGAGATCGAGAGCATGGTGGCTAAGACGGTGAAAGCGGGTGTGTAGTAAAAATAGAAAAAnAGGCGGGCATG^^^ 
CGCAGGGGTGTAGTGGCAGCTAGACGGGAGGCTGCGGGAGGAGAATGGGGTGAACCCGGGAGGGGGAGGnGCAGTGAGTCGAGATCGCGCGACTGCAGTCCAGCCTGGGGGAC 

AGAGCGAAAGTGC 

>fcrb2563.seq 

GCGCGCTCAGACCCCTTGTGAAGCCCAAGATCGTCAAAAAGAGAACCAAGAAGTTGATCCGGCACCAGTCAGACCGATATGTGAAAAnAAGCGTAAGTGGCGGAAACGGAGAGGCA 
TTGACAACAGGGTTCGTAGAAGATTGAAGGGCCAGATGTTGATGCCGAACAnGGTTATGGAAGCAACAAAAAAACAAAGCACATGCTGGCGAGTGGGn 
GAAGGTGAAGGAGCTGGAAGTGGTGGTGATGTGCAAGAAATCnACTGTGCCGAGATCGGTGACAATGTnCGTGGAAGAACGGCAAAGCGATCGTGGAAAGAGCTGGC 
CATCAGAGTGACCAACCCCAATGGCAGGGTGCGGAGTGAAGAAAATGAGTAGGGAGGTGATGTGCAGGTTTTGTGTTTAAATAAATG 

>fcrb2564.seq 

AnTAmGTmnTGAGACAGTGTTGCTCAGTCAGGCAGGCTAGAGTGGGAGAATGTGAGCTCAGTGCAACCTGCGTCTGCCGGGCTTAAGCAGnGTCGT^ 
TAGCTGGGAnGGAGGCATGTGCGACCATGCCCAGCTAAmTTGTACTnTAGTAGAGATGGGGAnCACTGTGTTGAGGAAGGTGGTGTTGAAGTCGTGACGTG^ 
CAGCTCGGCCTGCTGAAGTGCTGGGATTGCAGGCATGAGCCACTGGGCCCAGCCTCTTGATATATmTAGTGATGAAAATATTGTATAGAGACAGATAAATA^ 
TGGTGGTANAAGCAGATGACATAAGAGTGATAAAGATCTnnGirrTTTGGGAnnAAAAAAAATGTTACGCTAGG 

>fcrb2565.seq 

GnGGnGAAGATAGTAGGAACTGATCAGGnATAAAGGTGATGGTGGGGAGnGTGTTGTGAGTGGAGTGTGCATAGGTCTGGCTCGGACCATGGCGGnAGGCTGTGAAAnGAm 

TmAAATGGnGTAGAGGGAnTGGGGTATAGGGAAAGAAATGAnGAGCAAGTGAGTCCTGmCTGTATTGCTCTATGAATAAGTAGnAGAGC 

GAnGAnGCCAGGGACACnATAGTTCTTTTACAnTGGTGGATTCAGCATCCTAGAAGGGGnT 
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>fcrb2566.seq 

GTGATATGTTTACTACCTACCTATMGAGmTATGGATTTGGAGMGTmCTCTGCAATATGAATATA 
TGTCATGGCACTTGAAGGAAAGAGAGGGTGGGCTGTGAAACTCCCTTAAAAATAACCCATTTTTGAACTCGACATAAAm 
TGAnGCTAGGTGTAGAAAAATGTATGTTGCCTGAATCTGAAGGCATGGATTGTAGGCCTGGTTATACCACAGnACnGTGGGAC^^ 
GmCTGCTATCnACAATGAAGATAATmCCCCCTACTTmAAACnAmGCAGTC^ 

>fcrb2568.seq 

AATGAGCGCCTTGCCmGCTTCCTGTGGCACAGAGGGAmCGGAATGCCAAGAAGGGGACAGGCATCGCAGCACAGACAGCAGGCATAGGCGC^ 

GGGCGTGATCCACATCCGAGmGTGGTGAAAGGCCTGGGGCGAGGACGCTTGTCTGCCATGCACGGACTGATGATGGGCGGCCTGGAAGTGATGTCAATCAGAGACAACACGCG 

ATCCCACACAAGGGCTGCGGCGCCAGGAAGGCTCGGAAGCTGTGATGGGGAAGGAGGCCTGCACTTGGACCTGACCTCAAGCCTCAGGTCCAGTGGGACCTTGTAAAATGCTCGCT 

GTCAGAGCTCTCCAGAATATGCTTGnGGAGATCCnCAGGCAGTAAGGGGAGAGTmGCCTCCmACACAGTGGCCTTTGCnGCACC 

>fcrb2569.seq 

GGGGAGCTGTGACTGCGCCATGGGGCTCAGCGACGGGGAATGGCAGnGGTGCTGAACGTCTGGGGGAAGGTGGAGGCTGACATCCCAGGCGATGGGCAGGAAGTCCTCATCAG 
GCTCTnAAGGGTCACCCAGAGACTCTGGAGAAGTTTGACAAGnCAAGCACCTGAAGTCAGAGGACGAGATGAAGGGATCTGAGGACTTAAAGAAGCATGGTGCCA^^ 
CGCCCTGGGTGGCATCGnAAGAAGAAGGGGCATCATGAGGCAGAGATTAAGCCGCTGGCAGAGTCGGATGCCACCAAGGACAAGATGCGCGTGAAGTACCTGGAGTTCATCTCGG 
AATGCATCATCCAGGTTCTGCAGAGCAAGCATCCCGGGGACTTTGGTGCTGATGCCCAGGGGGCCATG 

>fcrb2571.seq 

GTTTmcnGTCAnGCTGGTCAAGATOCTAATAmGGGAAGGCTTTAAAGACGCATGTOTGGTGCTAATGTACTTTCACm 

AACATAAATGCACAAAATCTGTACATGTCTCCCATCANAAAGATTCATTGGCATGCCACAGGGGAnCTGCTCCTTCATCCTGTAAAGGTCAACAATAAAAACC 

TTTGTCACACTAGCATAGAGAATGTGTTGAAAmAACTTTGTAAGCTTGTATGTGGTTGTTGATCTTTTT^ 

>fcrb2572.seq 

CTGACCAGCACCATGGCGGTTGGCAAGAACAAGCGCCTOCGAAAGGCGGCAAAAAGGGAGCCAAGAAGAAAGTGGnGATCCATmCTM 
GQTGCTATGnCAATATAAGAAATATTGGAAAGACGCTCGTCACCAGGACCCAAGGAACCAAAAnGCATCTGATGGTCTCAAGGGTCGTC 
GA|TGATGAAGnGCAmAGAAAATTCAAGGTGATTACTGAAGATGTTCAGGGTAAAAACTGCCTGAGTAACnCCATGGGATG^^^ 
A/^TGGCAGACAATGATTGAAGCTGACGTTGATGTGAAGAGTACGGATGGnACnGCTTCGTCTGTTCTGTGTTGGT^ 

>fdi^573.seq 

TdMGATGGTTACACAGGTGACATGmATGAAATACATmGGGTTTTmCNGAT^^^ 

Cr^JlACGAnGCTACGTAGCTCGAGCTGGmGGAATCNGnGGAmGGGTANCAAAGNATAnGGAnGAAACAGGAM^ 
AT^fCCTATAAAATCmGCAAAAGACTCTCNAGAACCGCNTOnCAATAAAATAATCNCTAGCCATATAACTA^^ 

>fdM574.seq 

G4giW\CTAGTCTCGAGAGTACTTCTAGAGCGGCCGCGGGCCCATCGATmCCACCCGGGTGGGGTACCAGGTAAGTGT^^ 
CCTGGGCGTCA 

>fj£l575.seq 

CGlMGTGGAnCTGAGACAGGCACCATCTCCTTGTTCGCCCTCTCTCTmGCCTCCCACTGACTGCCCT^ 

GteQTCAGAGGGAGCAGCCTATCTCCCCGAAGCTGGAGGGGGCAGAGGACTGGGCCAAGCCCCAACCTGCCTCCCAGCGAGGCTGCTCCAGGCCTCTGGm 

GA®CCAGGCCTGTGTCTAGCCCCAGTGGCTCACTGAACmCAGGGCAGTCAGGGGGTCCCTGC™GAAGCCAGTCACCAGCCCTCTGCCTGCAGCCATGGGA^ 

GC^GTGCCTTGTGTGTGTGTGGGTGAGTG 

>fq||576.seq 

Td^CATGTATAmAGnACGTATAATGCTTTCTGAGTGAGTTTTACTCTTAAATCAmGGTTAAATCATnG 
TAAGTCTACATTAAACAATGATCACATCTAAAGCmATCTTTGTGTAATCTAAGTATATGTGAGAAATGAGAAnGGCATAA 
CCTGGGCnGGTAAGTGAAmATGAGAmAGTGCTCTAGAAAGTATAGATGGCGAAAGGAGCGTTnGTAnGCTTCCTGAnACCAGTCT^ 
TTTTGTTATAGATTGTCTTAATGGTAGGTCAAGTAATAAAAAGAGATGAAATAAT 

>fcrb2577.seq 

ATTAAACCGAAGGTGATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCAnTAAAGCCTAGTTAACGGAmACTAAACGGAGACG 
GGTAGGATGAAACAATTTGGAGAAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTAGGGGAAGGCG 

>fcrb2579,seq 

CAGCAACTCmATACGnAAAAACTnGAAAGCTGTGGCCGGGCATGGTGGCTCGCGCCTGTAATCCCAGCAGmGGGAGGCCAAGGCAGGTGGATCACCTG 

AAGACCAGCCTGACCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGGATGGTGGGGGATGGGTATAATCCCAGCTACTGGGAGGCTGAGGGA 

nGAAACCGGGAGACAGAGGTTGTGGTGAGCCGAGATCACGCCATTGCACTCCAGCCGGGGCAACAAGAGCAAAACTCCATCTC 

>fcrb2580.seq 

CATGAnTGGCTCTCTGmGTCTCnATTGGTGTATANGAATGGnGTGATTTmGCACAnGAnnGTATCGTGAGACm 

TGAGATGATGGGGnnCTAAATATACAATCATGNCATCTGCAAACAGGGAGAAmGACnCCTCTmCCTAAnAAATACGCT^^ 

AACATCCAANACTATGnGAATAGGAGTGGT 

>fcrb2581.seq 

CGAAGATCGATCTAAACTGGAGTGATGnAGCAGACCCAGGnAGAGnCTTGnTCmCTTAAGCCCmGCTCTGGAGGAAGTTCTCCAGCTTCAGCTC^ 
GCATCACCCTGGGAGmCCTGAGGGTnTGTCATAAATGAGGGCTGCACAnGCCTGnCTGCTTCGAAGTATTGAATAGCGCTCAGTATmA^^ 
TGGGATCAATAGGAAAGCATATGCAGCGAACCAAGATGCAAATGTmGAAATGATATGAGCAAAATnTAAGTAGGAAAGTCACCCAM 
GGAATACTGTAGGAACAAGGATGATCTTGnACTGTGATATmAAATATCCACAGTACTCACTTmCCAAATGATCC 

>fcrb2582.seq 

ggaaaacataaaatcgntaaatcaataatcca™tagattgaatgagccttcaaggcaaagaatccccaaaggggcatctgtggagc 
gnactgagtggcagctttamgaggcagagtcnaggtgctgaagatgaaggtgagaccagtcangtcntgcagamcacatgtaaatgggtacgaagaca^^^ 
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GCMTMGAGCCATGGAGGGAAnATCTTGAGGTGTGCTGACAGTGAGMCTTCAGMGAGCCMCnTGGATACTGAGGTGTOGAGTCAGGMGACATACMGM 
AGGGTGAGAAGGGTCNAATTGGAGAGCANAGACA6CAGGTAGAGGAAAGTATGAGCACTGAGGCTTGANAGTGACAGCCGTGGGCATGTTGCAGGGGCCAGTA 

>fcrb2583.seq 

CTCCTGGGGACTTGGAATCAGTCGGCAGTCATGGTGGGTGTCCACGTGGTGTGmCGTGGGAAGAACTGGGGCTGGGATGGGGCTTCACTGCTGTGACnCCTCCTGCCA^ 
TnGGGGCTnCTTGAAAGACAGTCCAAGCCCTGGATAATGCTnACmCTGTGnGAAGCACTGnGGTTGmGGTTAGTGACTG^ 
GAGGCTGACTTCAGAGTGGACTTGTGTTTTrrCTmTAAAGAGGTAAGGnGGGCTGGTGCTCACAGCTGTAATCCCAGCACm 
CAACATGTCAAAACTACTAAAAATAAAGAAATCAGCCATGA 

>fcrb2585.seq 

CAAAAGAAGACGATTTnCTTATmTCAAGAAATATCTGnGTTTTGAGTGAAATNAmCACnGG^^ 
CCTAATTTTTGTCTGCNGCATTAATCACT 

>fcrb2586.seq 

GNACGAGGAGAGGAACAGAAAGGATAAGGATGCTAAAnCCGTCTGATTNTNNTACCCAGCCGGATTCACCGmGGCTCGATAnATAAGACCAAGGGAGTCCTCCCT^ 
AAATATGAATGATCTACAGCCTCTGCCCTGGTC6CATAAATTTGTCTGNGTACTCAAGCAATAAAATGA 

>fcit2588.seq 

CAGGACGTGCACnCGGGGGGTGCATGTAGAGTGGTGAGTGGCTCTCNCTGCTGCTGCGGGGAGAGCCCGTCATGGACCTATGGACAGGAGTAAAAACAGCCTCAGCACCTGGGG 
CAGGGCCTCAAGACCACCCTCTCCTCCCTGTGTGTAGGCAAGCCCAGAGGGCANAGCTGGGCTGCCCACTCAAGCTCTGAGACCCCAGAGTTGTCCTCAAGTTOTCTCCAAAC^^^ 
ATCTGCGGAAAGATCAGTGACCAGGGTGAAACTGAGCCAGAGCTTCCCCGCAGCCCACAATCTCTCTCANTCCAAGGGTAG 

Mcrb2590 seq 

GGTCAGTAGAGGTAATnTCAGACTGCTTAATmAACATGAACAGnTTGTTTnGTTCnGTTm 

TGCGCTTAAGCGATCCTCCCGCCnCTCCTCCCAAAnGCTGGGATOCACGCGCGAGCCACCACACGTGGCCATGAACAGTTTTTAAATCTTT 

GESTGGCTCATGCCTGTAAATCCCAGCACnTGGGAGGTGGAGGTGGGGAGATCGCnGAGCTCAGGAGTnGAGCTOGCCTAAGGAACATAGCCAAACCCC 

T|ApCAGGGCATGGTGGTGCATACCTGTGGTCCTAGCTACCGGACAGGCTGAGATGGGAGGATTGCnGAGCCCAGGAGGTAAAGG 

■IsssF 

>f<S2591.seq 

AfgpGCCCTATGGCGTCCGCCTCGACCCAACCGGCGGCCTTGAGCGCTGAGCAAGCAAAGGTGGTCCTCGCGGAGGTGATCCAGG 
T®^CGAG6CTCGGGATAACGCCTGCAACGACATGGGTAAGATGCTGCAAnCGTGCTGGCCGTGGCCACGCAGATCCAGCAGGAGGnATCAAAGCCTATG 
G'i^GAAGGTGTCCnAAGmGCTCGCnGGTCAAGTCGTACGAAGCCCAGGATCCTGAGATCGCCAGCCTGTCAGGCAAGCTGAAGGGGCTG 
C04:ATGGGCCTGCTGCT6GTGGCAGCGTGGCCGCCTCCTGAGAGTTGGCCCTCCCTTGTGCCACTGCCAGGGGAGGAAAGGCCTTGATGT 

>fcl62592.seq 

iWvVTTCTOTmATAAATAATGTGATGTAGATGTAACCGGTGCCCCCTCCCCGnGTGACTGAGGGCGAGTGTrATAGC 

AGCCTAAATACCTGTOGGAnGGAGGGTCTGGGTGGGCCTGGGCCTAGCAATCAAGCnCTACGTGTACCTTATGTAAGGTAGACCGTCCTAGTGTCAGTACCTG 

TC^TTGCGCAGGCAGGACAGCCGGTCCGGGAACCGTGAGTGAGAGTGAGTGTGGATGTGTACAGTACACACACTGGACGGCAGCGGGAGGCTGGGACmCCA™^ 

AggCATTGCTGnGAGTCTAGTTGGAATTrTTAGTATGAATGTGAGATTm 

>|fli2593.seq 

Al^NGCTTCCGAGGAACCnGACAGTTTAGAmTOCAGACACTTGNCCTTAAACTnCCTAGGTCATAGTGTCATOmTCACAAm 
Tf||V\nAAGTAAGCCCACCGTAGCTTCTCTAGGACTGA™TAAGTAAAAACTC 

>lt|2594.seq 

TGGGGACACNCAGTATATACATmGGTGCTGTGGAATGTTTATACCTGCAAGAATmGAAGATTGTCATTAT^ 
TTGATGATGTGTmCTCATAAACATCAAGTAGCAGGTGGAGAATGTGCTAAAGATTTTTmGTGAGTGAAGCTm 
GTGAACAAGTATmNAGGGGACNAATTnGNTnTATACTAAGTGATTGTOTGTGAACAAAGTAAAGNATGCnACAAA^^^^ 
AAAAAGGCATATCTATGATGGTGGGTG 

>fcrb2595.seq 

TGGGGACAATTAACCCACCnAAmACCTCATAGGGTmAATATGATAGAAAGTGAGAGTCCTmmGCAGTAAAGCCnAAAAGATGTAAGm 
mGCGTTGGGGCAAAATCACTTGGATGATAACTAGAAmGTGAAnTGnAGACTTAACATTGAnCTCATATGCTATmAGTATATGGTGAGCC 
ACAGGTTTATOATCTGCGAGmGCTGGTGTTGATAGACGGnGnATCAGTCAGCTCACTATAAATTCAAAATGATACACTGATTnA^ 
TTATTCTTAAATGAAGGCATAAAGAGTAGGAAATCGTrTTGTATTGTGTTATTAnAGGGGTGAI i I i i 1 1 1 

>fcrb2596.seq 

CTGATAAGCAGCGACCTTGTGGCATGGTGAAAAGGAAGGGATTGGmGGCAAGAACnGTTTAGAAGATTmGCAAATCTAAAGTTGCTGCAT^ 
nGGGCGGGCGCCATCnCCATTGCCGCCGCGGGTGTGCGGTCTCGAnCGCTGAAnGCGCGmGGATACAGGGTGTGTTGGnCGGTGTTnGTAnTnG 
TCGCTmATTTTAATATTGATGTCAGTAnrCAACTGCTGTAAAAmTAAACTmATACnGGGTAAGTGGGGGAGGGGCGA 
GTGCAGAGGTGCACTTGGCCTCAGCTGGCTGTATGGAAATGGACCCTCC 

>fcrb2597.seq 

GGTGGCTGGGGCAAACCTCCAGTGGATGAGACTGGGAAACGGGTCTATGGGGACGTGnTGGAACCAATGCTGCTGAAmCAGACCAAGACTGAGGAAGAAGAGAnGATC 
CCCnGGGGGGAACTGGAACCATCTGATGAAGAATCCTCAGAAGAAGAGGAAGAGGAAGAAAGTGATGAAGACAAACCAGATGAGACAGGCnTATOCGCGTGGAGAC 
TATCACTCCTGGAGGCnTTCATCAGTGGCTGCTGGAATGGAGAGCCGTGAACTCATTGAGCTGAGGAAGAAGAAGATTGAGGAGGCGATGGAGGGAAGTGAGACAGCT^^ 
CACTGTGnGCGAGAGAAGAGAAGAGGGACTGTTGGAGGGGGGATGATGGGATCAAGCGAGATTTAT 

>fcrb2598.seq 

ATTGGTGGTCTCCCTGGGCCCAAAGGAGACAGGGGmGCGAGGTGTGGATGGCCGTGATGGGATCGCTGGAATGGGTGGAACAAAGGGTGAACCAGGAM 
TGATGCAGGATTGCAGGGGTOCCAGGTGTACGTGGAATTGCTGGTGCAAAGGGTGnGCTGGTGAAAAGGGTAGCACAGGTGGTGGAGGGAA 

GGAAAGCGGGGCAAGAGGGGCCTCCAGGAGAGGTGGGACGCCGAGGAGGCGAGGGGCnCCTGGGAGTANAGGAGAAnAGGACGAGTGGGATCCCGAGGCCTACCAGGTAAA 

GGGTOTGTGGGTAGCCCTGGCCTCCCTGGGTTGGGTGGGCGCGGTGGACTTGCTGGAATGAAAGGTGACAGGGGTGTAGTGGGTGAAGGGGGTGCAM 

TCTGGT 
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>fcrb2601.seq 

GCAGCGCGGAGGCCGCACGATGCCTGGAGnACTGTMMGACGTGMCCAGCAGGAGnCGTCAGAGCTCTGGCAGCCTTCCTCMAMGTCCGGGMGCTGAM 
GGGTGGATACCGTCAAGGTGGCCAAGCACAAAGAGCTTGCTCCCTACGATGAGAACTGGnCTACACGGGAGCTGCTTCCACAGCGCGGCACCTGTACCTCCGGGGTGGCGCTGGG 
GTTGGCTCCATGACCAAGATCTATGGGGGACGTCAGAGAAACGGCGTCATGCCCAGCCACTTCAGCCGAGGCTCCAAGAGTGTGGCCCGCCGGGTCCTCCAAGCCCTGGAGGG^ 
TGAAAATGGTGGAAAAGGACGAAGATGGCGGCCGCAAACTGACACGTCAGGGACAAAGAGATCTGGACAGAATCGCCGGACAGGTGGCAGCTGCCAACAA 

>fcrb2602.seq 

AGCGGCTGGTGTTGGTTGGNGGCCCNCCGGCTCCTAAGGCAGGAAGATGGTGGCGGCAAAGAAGACGAAAAAGTCGCTGGAGTCGATCAAGTGTAGGCTGCAAGTCG 
GTGGGAAGTACGTCCTGGGGTACAAGCAGACTCTGAAGATGATCAGACAAGGCAAAGGGAAATTGGTCATTCTCGCTAACAACTGCCCAGCmGAGGAAATCTG 
TGCTATGnGGCTAAAACTGGTGTCCATCACTACAGTGGCAATAATATTGAACTGGGCACAGCATGCGGAAAATACTACAGAGTGTGCACACTGGCTATCATTGAT 
AGATCAnAGAAGCATGGCAGAACAGACTGGTGAAAAGTAAACCTTnCACGTAGAAAAmCACCTGCAAACCnAAACCTGCAA^ 

>fcrb2603.seq 

ATGGAATCAAATGAAATCATCATCGAAAGGATCGAATGAAATGNTCCACCAATGGAATCGAAGTGAACCATCAAATGGAAACTAATGGTATCATCATC 
TCATCAAAAGAAACCTAATGGAATCATCATAGAAAGGAATTGAATGGAATCAGCGAATGGAATTGAATGGAATCATCATCAAAAGGAAnGAAGTGAA 
ATGATCAAATAGAATCAAAAGGAATAATCAnGAATGGAGTTGAAnGAATCATAATGGGATTGAATCGAATGGAATCATCAAATAGTCTGAAGTGGA^ 
AATCATCATGGAATGGATATGAATGGAATCATCATCGAATGGAATCAAATGGAATCATCAATGAATGGAAGCGAATGCAATCACCAnGAAGG 

>fcrb2605.seq 

GGAAAAClTAnCTGAATATTAACGGTGGTGAAAAGGGGACAGTTTTOCCCTAAAGTGCAAAAGTGAAACATACAAAATAAGACTAA 
GATnGAATAGCAGCATTAGTGGTTTGAGTGTCTAGCAAAGGAAAAAnGATGAATAAAATGAAGGTCTGGTGTATATGmTAAAATACTC 
ATAnAGGCCCCTCTAmTGAGGATATAAnCTTAACTATGAnATnACCTGATmAATCATCAGATTCGAAATTCTGTGCCATC 
TGAAGATGGACTTCATGCAAGTTGGCAGTGGTTCTGGTACTAAAAATTGTGGTTGI 1 1 1 i ICTGTTTACGTAACCTGCTTAGTATTGACACT 

>ferb2608.seq 

a4cagatggctgcgcaccatctctgtgatcctgttcctcaacaagcaagatctgctcggtgagaaagtccttgctgggaaatcgaagato 

CteACTGCTGAGGATGCTACTCCCGAGCCCGGAGAGGACCCACGGGTGACCCGGGCCAAGTACnCAnCGAGATGAGmCTGAGGATCAGCACTC^ 
AQJj^CTGCTACCCTCAmCACCTGCGCTGTGGACACTGAGAAGATCCGCCGTGTGnCAACGAGTGCCGTGAGATCATTCAGCGCATGCACCTTCGT^^ 
AC|®AACCCCCAAAmAA™AAGCCTTAAGCACAATTAATTAAAAGTGAAACGTAATTGTACAAGC^^ 

>f|^2612.seq 

G^rCCTACAGCTACCTCTCTCTGGGCnCTATnCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCnCCGCGAACTGGCCGAG 
TQlpCTGAAGATGCAAAACCAGCGTGGCGGCCGCGCTCTCnCCAGGACATCAAGAAGCCAGCTGAAGATGAGTGGGGTAAAACCCCAG 
AG^^W^GCTGAACCAGGCCCTTnGGATCTTCATGCCCTGGGTTCTGCCCGCACGGACCCCCATCTC^ 
G44PATGGGTGACCACCTGACCAACCTCCACAGGCTGGGTGGCCCGGAGGCTGGGCTGGGCGAGTATCTCTO 

>fq&2613.seq 

CWGGCAGTGCAGTGGCAGACTCTmAGCAAAGGGCTGCNTCTCTAAATAACTCGAGCACCGTCmGGAATCAAGGTGTGATC^ 
TClllBTCCTAGCTGTGTGCnAGGAGCAAGGTGACTTGATGTAAGnAGTCTGCCTCCTCCTGCTCCCGACTnCTCCTATGAGTGAGAGCTGA^ 
CAGJGTGGCTGGGTGTAGTGGGCAAGGCAGGTGGTTGCAGAGCACACCGCACATGTCTGGTACCAGTAGCCGTGAACCTGAGTTCATTCCCTm 
C^^^gBCTCTATCCTGCnGGATTGTGTGTGTATCnTGTGAGGGGCCTTmCTCCCCTCGTGATATAGT^^ 

>fiirBp614.seq 

CtS?TCTCGAGAGTAGnCTAGAGCGGCCGCGGGCCCATCGATmCCACCCGGGTGGGGTACCAGGTAAGTGTACCCAAnCGCCCTATAGT^ 
Gf^ 

>fcrb2616.seq 

NCTGAAGTAGTGGGTmGAnGAGTTGACTGTTmAAAAAANTNmNGATmAAnGNGATGCAGAAGTTATAGTAAC^ 
GGATAAGTTCAATAAAGGTCAT 

>fcrb2618.seq 

CCGCACGAGNTGGTGTGGGGAGTCAAAACCACAGATGAAAGGTAAGGACATAnTCCACAAGGGATACAGAGTGTCAGAGCCTCAGCAGCATGAAGAAGGCATCTATGTGGM 

AGCCTGGCATGGGTTGTTGGAACCCAGGTTGAGAGAAGAGAGCATAAAGAGAAGCnCAAGATGGGGTCAGATACTTGGGTACGCAAGGnTNGAmATTANCAGGGGCCn^^ 

GGTnTCTAAAACGCACAGGTAGCTAnGGGTOTGCCAGGTCATACACTGTGGGnCCTGGGGTGAGAGAGAGAGTGGCAGGGAGAATAGGAGAAAGGGCTGGGATC 

>fcrb2619.seq 

CAAGTNGACAGTAGTGGATCCAAAGATnCCGCACGAGGGAAATTAGAAGATGGGTCAATGGAAATAGACGCTGGGAACAACTTGGAGACCmAAAATGGGAA^^ 

GCAATTGCAGTTAATGATTTCCAGAATGGCATCACAGGAATTCGTmGCTGGAGGAGAGAAGTGCTACAmAAGGGGAAGTGAAGGCTCGTAnCCTGAGGTGGGC 

AACAGAGCATCTCCTCCAAACTGGAAGGCAAGATCATGCCAGTCAAATATGAAGAAAAnCTCTOTCTGGGTGGCTGTAGATCAGCCTGTGAAGGACAACAGCTTCTO 

GTGmGAACTGTGCGGTGACCTTCCTAnTTCTGGCnAAACCAACCTATCCAAAAGAAATTmGCAGAAATGCAGAGGGAAAGAAGAGAA 

ACAAAAAGACCACACAGTGGACCAC 

>fcrb2620.seq 

CGGCACGGCTACATCAAGGGCATCGTCAAGGACATCATCCACGACCCGGGCCGCGGCGCGCCCCTCGCCAAGGTGGTCnCCGGGATCCGTATCGGTTTAAGAAGCGGACGGAGC 
TGTTCAnGCCGCCGAGGGCAnCACACGGGCCAGnTGTGTATTGCGGCAAGAAGGCCCAGCTCAACATTGGCAATGTGCTCCCTGTGGGCAGCATGCCTGAGGGTACM 
GCTGCCTGGAGGAGAAGCCTGGAGAGGGTGGCAAGCTGGCCCGGGCATCAGGGAACTATGCCAGCGTTATCTCCCACAACCCTGAGAGCAAGAAGACCCGTGTGAAGCTGCCCTGC 
GGCTCCAAGAAGGnATCTCCTCAGCCAACAGAGCTGTGGTTGGTGTGGTGGCTGGAGGTGGCCGAAnGACAAACCCATCTTGAAGGCTGGCCG^^ 

>fcrb2621.seq 

CAAGATGGGTCACCAGCAGCTGTACTGGAGCCACCCGCGAAAAnCGGCCAGGGTTCTCGCTCTTGTGGTGTCTGnCAAAGCGGCACGGTCTGATCCGGAAATATGGCCTCAAT^^ 

GTGGCGGCAGTGTnCCGTCAGTACGCGAAGGATATCGGmCAnAAGnGGACTAAATGCTCTTCCnCAGAGGATTATCCGGGGCATCTACTCA^ 

GTATATAAAATAAACAT 
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>fcrb2622.seq 

CAMTmAMGAGGACATAmMGnCATMTCATATTTnCAGTAMTATTGCTCAGTGM 
GATATmATAnAmAAGTTAGGTAACATmATAnACTTTCATATGAATAAAAGTAATCCATGCAn 
GCACTAGTGCTAGTAGATATTACTACCCTCCTGAGGGAAATCAGAAATGATnAAGCCCAGTGGAATACATTAATTCnA^ 
AGTAGnAAGGAAGCTAACAGTCnAGATCTACnnAAAACGGATGGCCnCTTAAGAATAAAGCAAAAGGTGATm 

>fcrb2624.seq 

GGACCCATGAAGGGAGGAAATmGGAGGCAGAAGCTCTGGCCCCTATGGCGGTGGAGGCCAATACTTTGCAAAACCACGAAACCAAGG 
TAGCTATGGCAGTGGCAGAAGATmAATOGGAAACAAAGCmGCAGGAGAGGAGAGCCAGAGAAGTGAGAGGGAAGCTACAGGnACAACAGAm 
AGTGGTGGCAGGGCCTAGCTGCTACAAAGAAGACATGmTAGACAAATACTCATGTGTATGGGCAAAAAACTCGAGGACTGTATTTGT^ 
TGnCTGTGGAAAGTGTAAAGCAnCCAACAAAGGGTmAATGTAGATTTm 

>fcrb2625.seq 

GACAAAGTGAGGTGATGAAGTGTGGGGCCAGTAAACGAAAGGCANAGGAGACGTCGGCCACTTGGTGTGGAGGTGGGCAGAGCGnGCTGCCAGnCCTGGTAGCCTTGACCA 
CGGTGGGGGGTCTTTGTGATGGTCATGGGTCTCAmGCACTTGGGGGTGTGGGATTGAAGnAGAAGnTCTAGATCTGGGCGGGCGCAGTGGCTCACGCCTGTAATCC^^ 
TTAGGAGGGTGAGGCAGGCGGATCATGAGGTGAGGAGATGGAGACCGTCCTGGCTAACACAGTGAAACCCCGTCTCTACTAAAAATACAAAAAAGTAGTGGGGTGTGGTG 
GCCTGTGGTCCCAGCGACTCAGGAGGCTGAGGCAGGAGAATGGCATGAACCTGGGAGGCGGAGCnGCAGTGAGCTGAGATCGCGCCACTGCAnCCAGCCTGGGC^^^^ 

>fcrb2626.seq 

CAAGTGGACAGTAGTGGATCCAAANNTTTCCGCACGAGCTCGGGCACGGTACGAGAGTACAAGGTAGTGGGTCGCTGCCTGCTCCACCCCCAAATGCCACACGCCGCCCCTCTACC 
GCATGCGAATCTTTGCGCCTAATCATGTCGTCGCGAAGTCCCGCTTCTGGTACTTTGTATCTCAGTTAAAGAAGATGAAGAAGTCnCAGGGG 

GAGAAGTCCCCCCTGCGGGTGAAGAAGTTGGGGATGTGGCTGCGCTATGAGTCCCGGAGCGGCACCCACAACATGTACCGGGAATACGGGGACCTGACCACCGCAGGCGCTGT^^ 

GCCAGNGCTACCGAGACATGGGTGCCCGGCACCGCGCCCGAGCCCACTCCAnCAGATCATGAAGGTGGAGGAGATCGCGGCCAGCAAGTGCCGCCGGCCGGCTGTCAAGCAGn 
CCACGACTCCAAGATCAAGTTCCCGCTGCCCCACC 

>fQrb2628.seq 

GfffcGAGGGTCGTTGTGGTGCGCTGTCnCCCGCnGCGTCAGGGACCTNTCCGAGTCAGTGGCCGCCATGGCATCAGATGAAGGCAAAC 
C(|pTGAGCAGTCGCTGGAGCAGGTCTTCTCAAAGTACGGACAGATCTCTGAAGTGGTGGnGTGAAAGACAGGGAGACCCAGAGATCTCGGGGAmGGGm^ 
AQAfrGACGACGCTAAGGATGCCATGATGGCCATGAATGGGAAGTCTGTAGATGGACGGCAGATCCGAGTAGACCAGGCAGGCAAGNCGTCAG 
G(|pGCTCTGCCGGGGGCGGGGGGnCTTCCGTGGGGGGCGAGGACGGGGCCGTGGGnCTCTAGAGGAGGAGG 

>f(|®629.seq 

Gt|AGGGTAAAAACTGGCTGACTAACnCCATGGCATGGATCTTACCCGTGACAAAATGTC^ 
CG^GGTTACnGCTTCGTCTGnCTGTGnGGTmACTAAAAAACGCAACAATCAGATACGGAAGACCTCnATGCTC^ 
A/^?CATGACCCGAGAGGTGCAGACAAATGACTTGAAAGAAGTGGTCAATAAAnGATTCCAGACAGCAnGGAAAAGACATA 
GliTTCGnAGAAAAGTAAAAATGCTGAAGAAGCCCAAGmGAAnGGGAAAGCTCATGGAGCnCATGGTGAAGG 



TCSS!?GCACGAGGTAAAATGCAGCATCTGGT6CTGTGGGTCTCTCTCAGGCCTTGATGGACNCnCCTTCCTCCCCACTCGCCTCCTCTCCAC 

GQfpCGGGTCTGAGGnCTTGCCTGCCTTCCCTCCCAnGGTCmGGTTGCTCATCCCTCTAACTGCACCCCTTCnGGTCCTTCCT 

GQIMCCAGACCGAATCmAGGGTGAAGAGCTCCCCAAAGCCATCTGGTGAGGTCAnGTGGGGACCAGGGACTGAnATn 

AG©eTGGTGGTGACAGGATCCTGACCCGTGGTCCTCTCCCGCTCCCTCTGCTGCACCAGGACACATGTATAGGACACTGTGCTGTO^ 

A/ffTTCAGACAGTGCCTCTAGATTGTGTTT 

>f(ii2631.seq 

GTatGTACACCTGTCCCCCTGCnCAGGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCTTCAACGTG^^^ 
CTGCCGGCACCAAGAAGCAGnCCAGAAGTOTGAGGCTGGACATCGGCGCGCTCCCCACAATGAAATAAAGTOrrnCTCATTCCCAGGCC 

>fcrb2632.seq 

CCAAAGCCTTAGACAAGCGCCAAGCCCATCmGTGTGCTTGCATCCAACTGTGATGAGCCTATGTATGTCAAGTTGGTGGAGGCCCnTGTGCTGAACACC^^ 

GnGATGACAACAAGAAACTAGGAGAATGGGTAGGCCnTGTAAAAnGACAGAGAGGGGAAACCCCGTAAAGTGGnGGnGCAGnGTGTAGTAGTTAAGGACTATGGC 

CTCAGGCCAAGGATGTCAnGAAGAGTATTTCAAATGCAAGAAATGAAGAAATAAATCTT 

>fcrb2633.seq 

GAACGNGNTGAGinCGCACnGATmCAATATmATAGTAAGAANnNCNNCCTGCTnGGGTCATTTCATAAACAAACTCTGCATTOG 

ATTTACTGnTCmGTOCTCGTTGGTACAGCTGTTTGTTTTACTTGCACAmGTACATATACTTAATGTmCA^ 

AAGGTCGGnTACCTCACATTTTTTGTTTCCAnAGTAATAn 

>fcrb2634.seq 

TCCGCACGAGGCTGGCGAGGTTnAGATAnAACCTGGCTGCAGAGCCAAAAGTGAACCNAGGAAAAGCAGGTGTGAAACGATCTGCAGGGGAGATGTACGGCTCCTCT^ 
GGACTATGACmCAACGGGACTAnATGATAGGATGTACAGTTAGCCAGCACGTGTACCTCGTCGTCCTCCTATTGGTCGGGCTGTAGTGGCCTCGAAACGTCAGC^^ 
AACACnCACGAAGGGGCAAAAGTGGCTTCAATTCTAAGAGTGGACAGCGGGGATCTTCCAAGTCTGGAAAGnGAAAGGAGATGA^ 
ATAAAACAAAAAGTGGATTCTCTCCTGG 

>fcrb2635.seq 

GTCGACACTAGTGGATCCAAANNTTTCCGCACGAGGTGAAAGTGAAAGACAmCAAATCTGTAGCATAGGCTAGTGGGCNGGTGCNCACAGTCGAAGCCACAGCTGGT^^^ 

GTGCACTGTAGCCTOGTGTCACCmCTTCTTGTGTCTCCTOTGGTACACTCCAGCGGnGCCTnTTTATCAnTCTACTGAAGTTGGGA^^ 

AAGGAGACAATGGnGTGTAGGGAGATGGAGAAAATGGTTAATCTGAGGATGAGACAGGGTmnCATTTnGTGGGGGCTAGAAAAAAGATAAAA^ 

TTAATGAAGGTGTGCTACAGAAAATAATCTGGTGTTCTTGGTAACmGCCGTTCACTGnGCmATTGTGAAGAGCCAAAAGCTATATGn^^ 

AGTGGTGnCCATGACnCAGA 

>fcrb2636.seq 

GCTAACATOCTGCAGGCCAGCTACTCATGGAGCTAATTGGAAGCGCGACGCTAGCAATATCAACCAnAACCnGCCTCTACACnATCATCTT^^ 
TAGAAATGGCTGTCGCCTTAATGCAAGCCTAGGTTTTCACACTTCTAGTAAGCCTCTACCTGCACGA 
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>fcrb2637.seq 

GMCCTCTGAMTATGCTGMCMCTTCCTGTAGCTCAGATMTACACCNGAMCCGMGCTGAMGACTGGCATCCTCCTGGGGGOTTAnC^^ 
GGTmmCAAAACTTATGGAATTAAGCATATGAAGTTCAnTmAGACnGATGATGAATGAAGAATGCATGGAGGACTGCAAAC^^ 
AAATGTGTnCTCTTGTATGAAnGGAAATAAGTATAAGGAAACTAAAinGAATCAACTATTAATmATAACn 
TCCAGnnGTAnnGTGTAnATAAAAGCGAATGAGACAGAGATCAGAATACAnGACTGnmGAAAATAGTAAmCCCCmT^ 

>fcrb2638.seq 

GTAAAATGCAGCATCTGGTGCTGTGGGTCTCTCTCAGGCCTTGATGGACNCnCCTTCCTCCCCACTCGCCTCCTCTCCACTAGACTn 

GAGGTTCnGCCTGCCnCCCTCCCAnGGTCnTGGTTGCTCATCCCTGTAACTGCACGCCnCTTGGTCCTTCCTCCACAGACTTCAGA 

GAATCTTTAGGGTGAAGAGCTCCGCAAAGCCATCTGGTGAGGTCA 

> fcrb263 9.seq 

ATTmTTGGAAACGTCTGCGCCATGAGAGCCAAGTGGAGGAAGAAGCGAATGCGCAGGGTGAAGCGCAAAAGAAGAAAGATGAGGGAGAGGTCCAAGNAA^ 
ACCGTGGAGGGCACAGGAGGAGAAACATGGAATGCCANAGGCTGGGGATGGTGGTACAANTTGTGGGACTGCATGCTACTGTCTAGAGCTTGTCTCAATGGATCTAGAACnCATGG 
CCCTCTGATCGCCGATCACCTCTGAGACCCACCnGCTCATAAACAAAATGCCCATGTTGGTCCTGTGGCCTGGACCTGTGACATTCTGGACTATnCTGTGm 
GTAACAACCATATAATAAATCACCTCTTCCGCTGTTTrAGCTGAAGAATTA 

>fcrb2640.seq 

GTCGACACTAGTGGATCCAAANNTTCCCGCACGAGNAGAACTACAACTACNGGTTCATGTGTCCTAAAAATATCAATGACTNGCACCCCCAAAAGTAAn^^ 
ATAAAAATGAAGGAGGAmCTGAGACACCAlslAAGANTGGCTAAAAAAATOTmATAGCTGTCAATANCAA 

>fcrb2643.seq 

CTGGCCTACCGCCTGACCCCTGGGGTGCACGAGCTGCCGGTGCATNCANCCGGAGGACCGCATCCTGAAGGTGTCCATGAAAGAGCTCAACAAGAAAACCCCTCTCCTCACCGA 

GCCAGGCCATCTGGTTCACCATCCTGGGCGTGCTCACCAGCCTGGTGGTGCTGGGCACTGTGGGTATCGTCnCCTCAACAAGTGCGAGACCTGGGTGTCCAACCTGCGCTACAAC 

CACi^TGCTGCGGAAGAAGAAGAACCTGCTGCnCAGTACAACAGCGGGGAGGACCTGGCCGTCAACATCATCTTCCCCGAGAAGATC^ 

CG^CGAGGAGATCTAAGCAGCGTTCCCACAGCCCCCTCTAGAncnGGAGTTCCGCAGAGCTOCTATACGCGGTCTGTCCTAATCnTGTGGT^^ 
TdarGAACGCTAOGCTTAGATAT 

>f9£2644.seq 

CA^TTCAAGNGATTCCCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCGCCTGCCACCACCCCCGCCTAATTT^ 

A(p\TGATCTCAATCTCCTGACCTCGTGATCCATCCGCCTCGCCCTCCCAGAGTGCTGGGATTACAGGCGTCAGCCACCGTGACCGGCTCAGA 

AGgirnCTAGGTAGAGATAGAnGNGTNNGGGTACAGnGTGAGGATAACAGAAACATGGCAGATTATnAAAATCATC^ 

AIlSGGAAATGmCAACGTGCGCAAGCGTTGCGGCGGCGGGCAGAGGACTACTACAGATGCAAAGTAAGGAGCTTCCTCCCCGCAGTO 

GA^CCACGGCCCnAGACTCTCTC 

>fcrb2645.seq 

TCfi^AmAACTGnAGTCCAAAGAGGAACAGCTCmGGACNCTAGGAAAAAACCnGTAGAGAGAGTAAAAAAm 

GtgrrCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACCCAATTGGACCAATCTATC^^ 

AainCTCCTCCGCATAAGCCTGCGTCAGAnAAAACACTGAACTGACAAnAACAGCCCAATATCTACAATCAACCAACAAGTC^ 

Ctfl^TAAGGAAAGG 

>f|^646.seq 

CmGGTCGCGGCGACATGGCCAAACGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGAAAATGGTGAAGAA^ 

AQgpCAAGTACACTTGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCTG^ 

CGA€TTCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGACGCTCCTCTACTCTnGAGAC 

>fcrb2647.seq 

GAAnCTGGTGCTGnATTACCCCATTCAAGTTGACAACTGAGGTAACGCAGACTCCAGTCTCCAATAAGAAACCAGTGnTGATCTTAAA 
ACCACACAAAGGAAAGCTAAAACCATGGGGGCAATCTAAAGAAAATAAnATCTAAATCAACATGTCAACAGAATTAAGnCTACAAGAAAACTTA 
GGAAGAGCAACGGAAGAAACGCGAGCAAGAACGAAAGGAGAAGAAAGCAAAGGTnTGGGAATGCGAAGGGGCCT 
nCCTGTAnCTCAACTTTTTTCCTnTGTAAA ri 1 1 1 i I ITTTNGCNGTCATCCC 

>fcrb2648.seq 

GNACGAGCCCCATTGTATCCAGGAAGTAACTAACCTGCTTTTGATTTTACTNGCTCCTAGGTGGAAGGGACTTGCCnGTCTCAGATGAGACnTAGAC 

CTGAAATGAGnAAGAGTTrGGGGGACTGnAGAAAGGCATGAnGGTnTGAAATGCGAGATCATGAGATnGGGAGGGGCCAGGGGCAGAATGATATGGmGGCTC^ 

CCGAATCTCATCTTGAAmCTGTGTGTTGTGGGAGGGACAGGTGGGAGGTCATTGAATGATGGGGGCAAGTCTmCTGTACTGTTCnGTGATAGTGAA 

ATGGTmAAAAAGAGGAGmCCCTGCTCAAGCTCTCTCTCmGCCTGCTGCCATCCATGTAAGATGTGACnGCTCCTGCTTGCCAT^^^ 

GTGGAACTGTAAGTCCAATTAAAC 

>fcrb2649.seq 

AAANGAGNAACnATATGGCnATCCTTTTAGCAAATGTAmCATAATGlTNTTCGNNAAAANTNAAAAAmGGCAAAGGTC 

TnGGGAGACCAAGGCGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTGATCAACATGGAGAAAACCCGTGTCTACCAAATATACAAAA™CGCAGGCATGGTG 
GCCTGTAATCCTAGCTACTCGGGAGGCAGAGGCAGGAGAATCACnGAACCCAGGAGGTGGAGGnGCTGTGAACCAAGATNGGGCCNTTGGACAACAAG 



>fcrb2651.seq 

AAGAAGAAGAAGAAGACAGGTCGGGCTAAGCGGCGGATGCAGTACAACCGGCGCTTTGTCAACGTTGTGCCCACCTITGGCAAGAAGAAGGGCCCCAAT^ 
TGTAATTCTGGCTTTCTCTAATAAAAAAGCCACnAGTTG 

>fcrb2652.seq 

CCTGCTCATCTCCACCCTGAAGGACAAGCGCGGGACCCGCWGACCTAAGGGAGAACAnGAGCAATTCTTCACCAAAmGTAGATGAGGGGA^^ 

GGCTCCTGTGGATATCTGTCTAAGTAAGGAnCCATATGGCTCTCATATCATTCCATTCCATCTCTGCCAAGAmGGATACCGCAAAM 

CmCATTCAAGGAACTACTACCATGAATCTGCATTCTGTTGCCCACACTGTGGTCnAGTAGATAAmGGGTGGTACTGAAGCACCTA™^ 
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TGnAAnCCTCTGATATGTTAAAGTAATGGGTGAGACCAGAAAAAGAAAmCAATAACAG^ 
TGTATACTT 

>fcrb2656.seq 

GAAAGTCAGAAGTCTCTAATATATCATnGTCTTTmCCAGTGNGGTAACNATAAGGCATAAATGCAGGTA^ 

>fcrb2657.seq 

GCCGCCGNTGNGGCTCTAAGGCCTACCACCTTCAGAAGTCGACCTGTGGCAAATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGCCAAGGCTA^^ 

CCACGGGAACTGGTCGAATGAGGCACCTAAAAAnGTATACCGCAGAnCAGGGATGGAnCCGTGAAGGAACAACAGCTAAACCCAAGAGGGCAGCTGnGC 
TTAAGAATGTGAACGAnAGTCATGNAANANATGTTCTGGTT 

>fcrb2658.seq 

CGAAANAGANTTTCTACTOTTTCGTTmGGAATCAGCnACAGAlTCCANNTCCGCNTTGAATATAnCT™™^ 
TATTAGTCAATGmCGTGnCCGCAnATnGAACCAmGCCCmCAGAAAGAGAAATAClTGmGTGTm^ 

>fcrb2660.seq 

GNGNTAACACATACACACAAACACACACACACACATACACACACCATNTNTCCCNATCTATGAAGTCAAAGAAACTCAGnCTTTCCACAATGCAATAAA^ 

ATGGAGmTAAAGTCATGTAAACCmGGAATGTTGTCnCTTOTATOCCAATGACACCTCTAGAGCCTACAAGAAAAAAGAAT^^ 

AAAAGAATAnAAATGTTCTAnmAGCnATCATGGTTGTGAAGAAATATCCACCTTAATCTACTGGAAGGTGGCCTOGTnCCAAC^^^ 

TCTGGCTnCCCATGAAAmAAAAGAAGTGAGAATGCCTTAAAAATmGAATGAAmAAAGATTAAACCCTTCTGGCm 

GGTAGAAAGGCCACTT 

>fcrb2661.seq 

NGCCCCTCCACnCTCTCCCAAGCCAGGTCCGGGCATGGGTGGGTTANGCTCATGCTGGCAATACTTGAAACGGGmATTAATGCTGGGTA^ 

>f9rb2652.seq 

^©^^^"^AATACCATAATmTCCATTTGTTCTGCATmGATTCTGAAA^ 

TCl^GTTAGCCATGTCTGTATGCCCTTCTCCCACAAAATAGTGTATAACTAGTGTGCnGTAGTAGTTAACTO^ 
A^jrnAATCATGTCAGTTCTTGAATGGGTATCTCCnAGCCTGCTGAnTCTTmcmCTA^ 

>flfy2664.seq 

Ar|®\GGNCAGCTTGTCTAACTTCATGTACATGTAGAACCACATGmGnGTCCNACTACGACTmCCCTAAGT^^ 

GTgfACCAGTAGCACCCTTGCTCnTCTAAACATAAGCCTAAGTATATGAGGTTGCCCGTGGCAACTTmGGTAAA^ 

CAGf\GGCGAGACTGGCTGTATCCmGCTGTCGGTCmAGTACGATGAAGTTGCAATATACAGTGGGACTGCTAG^ 

TGAGAAGCCCTCCCCAGCTACTGCTCTTCGTGGAGACTOGTAAGGACTGTGTCTACTTGAGCTGTGGCAAGGCTGCTGTCTGGGACTGTCCTGTGCCACM 
AIAIAGCGTTTGTAAAGAGAAAC 

>%2667.seq 

C1SCAnCCTATCCTTGAmAATAAAGCTTCAGTACACAAAANTGTCANATAmGC™CAAnCACAAATO^ 

GMgTCCTGGGAAAATTGGACATAGTGTGCCTGGCCTGTTAAAAGATAGCTAmGAGCCGGGCACGGTAGGTCATGCC^^^ 

C/Sf|TGAGATCAGGAGCTCAAGACCAGCCTAGGTAACATAGGGAGACC 

>f(|®668.seq 

ANg^GGNGGAATGCAAGTAGGCAGCCAGCGCGTCTGnCCCTCTCCGGNCCGCGCCGCCCCGCCCCCGTCACTGGGCnCTGTTATACCATCm 
GOTGAATGGCTAATGTGTATGTGAAATAAAGAAATAAAGAAAAACAAACGGG 

>fcrb2671.seq 

CGAACGAGAAAAAGmcnGGCCCTCGTGGGCCAGTGTGGAGGGGCTGTNTmCCCTCATGAGGAGCGTCACTTGGTGGmAGGGGGAAATAATCTAn 

GTGCAGGAmGGGGGGTTGACTCTACATCCTTCAGTATCAGGGCTTATCTCCTTGTCmCCTCCTAGGAGACCCTCCTGTTCTTAACTGTGGGCGATGAG 

TCmCTGGCAGGGCCACCTGCGTCTGTGGAGACCCTGGGGCCCAGGTAATTCmGTGGACTCTCnGCACATGTAGTAGAGCCTGTATCCTACAAATACATTC 

AGGACCATCACATCTGCGATCTCATnAAnCACATCATGGGCATGTGAGGTGGGCTGAGCAGAGATAATTAnACTAGTGTCAmCGAGTTTGACAGnGAAGGTCn 
ATCTCACATGTATGTTTTTGTTTTT 

>fcrb2672.seq 

ANGNGGGCCTCCTGGCCCCGTCGGTCCCTGTGGCAAAGATGGTGCTANTTTNANCCCCTGGCCCCATrGGGCCTCCTGGTCCCCGTGGACGATCAGGCGAAACCGGCCCTGCTGG 
TCCTCCTGGAAATCCTGGACCCCCTGGTCCTCCAGGTCCCCCTGGCCCTGGGATCGACATGTCCGCCTTTGCTGGCTTAGGCCCNAGAGAGAAGGGCCCCGACCCCCTGCAGNACA 
TGCGGGCCGACCAGGCAGCCGGTGGGCTGAGACAGGATGACGCGGAGGTGGATGCCACACTCAAGTGCCTCAAGAACCAGATNGAGAGNNTCCGCAGCCCCGAGGGCTCCGGCAA 

GAACCCTGCTCGCACGTGCAGAGACCTGAAACTCTGCCACCCTGAGTGGAAGAGTGGAGACTACTGGATTGACCCCAACCAAGGCTGCACCnGGAGGCCATGAAGGTrTrCTGCAA 

CATGGAGACTGGCGAGA 

>fcrb2675.seq 

CGTAATrGTACAAGCAGTTAATCACGCACCATAGGGCATGATTAACAAAGCAACCrrTCCCrrCCCCCGAGTGATTTTGCGAAAGCCCCnTTCCGnCAGCTTGCTTA^^^ 

TTTAGAAAGCTTAAGGCGGCCTAGAGAAAAAGGAAAAAAGGCCACAAAAGTTGCCTCTCACnTCAGTAAAAATAAATAAAACAGCAGCAGGA^^ 

AATGAAATAAATATTGNGnGTGCAGCATTAAAAAAAATCAAAATAAAAATTAAATGTGAGC 

>fcrb2676.seq 

GTTTCGCTrCTGACTGTTAAACACCGATGACGCATGCACTGCACTTCTTCGTTnCTTGTTGCTCGCCCATTGGCGTGAGTncnGTGCAnACTCCTCTCCCTCCT^^^ 

GTATATCAGCTGTGTAAATAGAGCAAGAAAACAGTATTCTGCATCTGTGGCATTTATGTAGAGnGCAGTTGTGTACTGCTGAAAATGCAGGCTmGTAACAGTGTGATCT^ 

GCACTCATGACAAGTACCCAATGNATTNTAGGTAnTAAGTAGNAnTGTTCAATAAAAACGCAANNTGTAAGGT 

>fcrb2677.seq 

GCAAGGTGTTGTGAArrrCCCATATGATGArrTGATTCAATGTGTCATGAGTGTrrAAATCAAGAGGAAGCTGCATGAATGTAATCAACATTCCAA 
CTTTGCCTTCGGTAATATGTATAAACTTAGATCAGGACTnCTCTTAACAGCTGTTGTAAAGTTTATTACTnATGTACAACTGAAGTrTTGTT^ 
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>fcrb2678.seq 



>fcrb2680.seq 



>fcrb2682.seq 

CTTGMTCAGTTnGATTCTATnGTMGTGmCnGTCGTGAGGCACCTGCCATGTCTGnGCGnnCCTCGGCAGCGTC^^ 

>fcrb2685.seq 
^^];^^JP^?GGGAGC^^^ 

CJGATACCCAGGCAG^^ 

ATACCGGGAAGACCTGATGGCGGGAATCATCATCGCAGGCTGGGACCCTCAAGAAGG ™o«o« iv, i u 

>fcrb2687.seq 

TGCAGTCCTCCGGGGTGGGTGGGTGGGCAGGGAGGGGCTGGGGCAGGCTCTCTCCTCTCTCTCmGTGGGTTGGCCAGGAGGnCCCCCGACCAGGTO 
^AGCGCTTCTGGTCTGGTAAATATGTATGATGTGTTGTGCTnTTTAACCAAGGAG^^ 

GtSGSScSGGCXCCCrS^^^ 



>fe(^689.seq 



Ct^CGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCTGATOTAATAGAGAGCCGGAnCACCGm 
CG|^TTGGAAATATGAATCATCTACAGCCTCTG(X;CTGGTGGCATAAATnGTCTGTGTACTCAA^^^^ 



>fGi)2690.seq 

^#^pJl^^^'^^<5CCACAGTCTCCAGACTCATGGCGnCCCTC^^ 



C/|fipAGCTGATGGACAmAGGnGmCCATTGMTGATGCTGCTCT^^ 
A^TTGnAnATnGTCTmCAATTATAGCCATCCTAGTGGGTGTGAAGCGATAAG^^^ 

ATlpTCATCTGTATATCTTCmGAGGAAATGTCTATTCACTTCCTCTGC^^^ ' '^^^^^tOTT 

93.seq 



CCTGCCTGAGCCTGGACATGGGGCCCnCCTTGTGTTGCCAAmATTAACAGCAAATAAACCAA^^^ 
>fcrb2696.seq 

TGGCAGACAATGATTGAAGCTCACGTTGATGTCAAGACTAGCGATGGTTACTTGCnCGTTTGTTCTGTG o i o n oom i i u/www 

>fcrb2697.seq 

>fcrb2700.seq 

CTAATmATGAGAATTGCAGAACTCTGATGGCAATAAATATATGTAnATGAAAAAATAAAGTTGT^ v^i^^v^.o^mi looMruik^Moi 

>fcrb2703.seq 

CCCATCCCCTCTGACAGGACTCGCAGGAAGGGGGGTGGCGGTGGTCGCCGTCTGTC^^ 
>fcrb2704.seq 
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>fcrb2705.seq 

GCCAGATCTTGATGCCCMCAnGGTOTGGAAGCMCAAAAAMCAMGCACATGCTGCCCAGTGGCnCCGGMGTTCCTGGTCCACMCGTC^^ 

GTGGAACAAATClTACTGTGCCGAGAnGCTCACAATGTnCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACT^ 

GGCAGTGAAGAAAATGAGTAGGCAGCTCATGTGCACGTrrrCTGTTTAAATAAATGTAAAAACTGCC 

>fcrb2709.seq 

GCCAAATCTGTCAAGATCAAGAAAAATAAGGACAACGTGAAGTTTAAAGCTCGATGCAGCAGATACGnTACAGCCTGGTGATCACTGACAAAGAGAAGGC^^ 
CCCTGCCCCCCGGTTTGGCAGTGAAGGAACTGAAATGAAGCAGACACACTGAnGGAACTGTATTATATTAAAATACTAAAAATC 

>fcrb2710.seq 

CGNACGAGACAGCACTCAGGCCAACGCCATCGTGGCCATCGAGCAGTTCGAANGTCTNGTGGGGACCCACTGCAGCCCCGATCTGGTCTTCTTCCTCTGTGCCATGTACGCGCCCAT 

CTGCACCATTGACTTCCAGCACGAGCCCATCAAGCCCTGTAAGTCTGTGTGGGAGCGGGCCCGGCAGGGCTGTGAGCCCATACTCATCAAGNTACCGCCACTGGTGGCCGGAGAAC 

CTGGCCTGCGAGGAGCTGCCAGTGTACGACAGGGGCGTGTGCATCTCTCCCGAGGCCATCGTOCTGCGGACGGAGCTGATmCCTATGGA 

G 

>fcrb2713.seq 

CCCGCAATTCCTTCCGCTACAACGGACTGAnCACCGCAAGACTGTGGGCGTGGAGCCGGCAGCCGACGGCAAAGGTGTCGTGGTGGTCAnAAGCGGAGATCCGGCCAGCGGAA 
GCCTGCCACCTGCTATGTGCGGACCACCATCAACAAGAATGCTCGCGCCACGCTCAGCAGCATCAGACACATGATCCGCAAGAACAAGTACCGCCCCGACCTGCGCATGGCAGCCA 
TCCGCAGGGCCAGCGCCATCCTGCGCAGCCAGAAGCCTGTGATGGTGAAGAGGAAGCGGACCCGCCGCACCAAGAGCTCCTGAGCCCCCTGCCCCCAGAGCAATAAA^ 

>fcrb2715.seq 

CCTCCTCCATGCACmACCAGCTCAACGCATCCACTCTCTGnCTCTTGGCAGGNCGGGNGAGGGGGGATAGGAGGTCCCCnTCCCCTAGGTGGTCTCATAATrCCAnTGTC 

AGAAGAGGAGGGCCAGATAGATAGGTCCTAGCAGAAGGCATTGAGGTGAGGGATCATmGGGTCAGACATCAATGTCTCTGTCCCCCCTGGGTCCAGCCAAGCT^^ 

CCAAGCCTCCTGGGAGGATCCAGCCAAATCTTGCGACTCCTGGCACACACCTGTCTGTAACCTGTTTTGTGCTCTGAAAGCAAATA 

>fcrj32717.seq 

AtlCCTCCCCATCAnGACAnGCACCCATGGACATAGGAGGGCCCGANCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCnGTAAAAACCTGAACCCAGAA^ 
CtSlTGCAAACCCAAAGGACCCAAGTACTTTCGAATCTCAGTCACTCTAGGACTCTGGACTGAATGGCTGACCTGACCTC^^ 
TC^CCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGnCTAnTAmATTGTCnCCTGTA^ 
Cii^TGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTC^^^^ 

>|||2719.seq 

AGT^AAACAGCCCAAGAAGCAGGCCAAGGAGATGGACGAGGAAGATAAGGCmCAAGCAGAAACAAAAAGAGGAGCAGAAGW^ 

AJ^GGCCCTTGGCCACAGGTGGAAmAGAAATCTGGCAAAAAGTAAGCTGTTCCnGTGCCTGAGGAGATGGTGACCCTTTAm 

A?)^ATCnTTGCCACGTATAGCTGGAATTAAGTGTTGTCnGGAGCTGTTGTACATTTAAGAATAAACT^ 

>fcrb2722.seq 

Cl^NACGAGGNCGAGACAGGGCGTGTTCGCTGnCAGTGCCGGTGnGCAGGNTNTGACGGCAGCTGGAGTGCGnCTGCCGAAGCnGTGGTTGCACGCCCATCGTCnAGGGG 

GyGCnGCGTGACCATGTCCAAGTCTCTGAAGAAGTTGGTGGAGGAGAGCCGGGAGAAGAACCAGCCCGAGGTGGACATGAGTGACCGGGGCATCTCCAACATGCTGGATGT^^ 

GggCGTCmACCTTATCCCATATCACACAACTGGTGCTCAGCCATAACAAGCTAACAATGGTGCCAGCGAACATCGCAGAACTGAAGAATTNGGAGGTGCTCAACm 

AMTCGAGGAGCTGCCCACACAGATCAGTAGCCnCAGAAACTGAAACACGTGAACCTTGGCATGAACAGGCTGAAGACTnGCGACGAGGCnCGGGTCCCTGCCAGCTCTTGAGG 

TfgTGGACTTGACGTACAACAACnGAGCG 

>p|2724.seq 

A|f;GCAGGTCTTGAGAAAAATGCTTCAGCTANTTNTNCCNGCTACACCNGGAACTCGTGTAnCCTGGACTTATCAACAAATTAAT^ 
(^TCAGAAAAGGACTGATGGGCACTGGGACTAACACAGGATGTACGTGATnAGATAGTGACTTCCTGTGTAACCCCGGGTAAGCCCAACACCCTCATG^ 
AACAGGTACCCAGCATAACCCCAnGAAGAGCTGTTCCCTGGGACCTGGAGAGGAACACNGNNGGCTGCCATGCCCACTGCACGTTCAGGTGAGGCAAGGCAGTAAAACAGAGAGG 
CTGTGACTATCCAGGCAAACAGTTGAGAGmGAATnCTGCTCTGCTGCTCATGGGCTGTGTAACCCTAAGACAATOmG^^^ 

>fcrb2725.seq 

GNACGAGCTGAGACAGCATGACGCCGAGGTGGATGCCACACTCAAGTCCCTNAACACCCANATTGAGAGCATCCGCAGCCCGGAGGGCTCCCGCAAGAACCCTGCTCGCACCTGCA 

GAGACCTGAAACTCTGCGACCCTGAGTGGAAGAGTGGAGAGTACTGGAnGACCCCAACCAAGGCTGCACCTTGGACGCCATGAAGGTmCTGCAACATGGAGACTGGCGAGA 

GCGTCTACCCCAATCCAGCAAAGAnCCCAAGAAGAAGTGGTGGAGCAGCAAGAGGAAGGAGAAGAAACACATGTGGmGGAGAAAGCATCAATGGTGGCTTCCAn^^ 

AGATGACAATCTGGCTCCGAACACTGCCAACGTCCAGATGACCTTGCTACGCCTGCTGTCCACGGAAGGCTCCCAGAACATCACCTACCACTGCAAGAACAGCAnGCCTAT^^ 

GAAGCAGCTGGCAACCTGAAGAAGGGCCTG 

>fcrb2726.seq 

ANNAGGGTCGCCGTGGCTGGAGCCATCTCTAGCnCATTGCTTACCAGATTNANACCCTATGCnCAAAGAAAATGCAGAACAAGGGGAGGTGGACATGGAGAGCCACCGGAATG^ 
AACGGAGAGCCAGCTGTTCAGCGTACTCTTnANAGAAATAGAAGATTGTCGGCAGAAACAGCCGAGGCGnGGCAGCAGGGTOGAACAGCTGCCTGAGGCTGCTCCGTGAAG 
ACCTGCCTGAGAGCAGAGATGGAGGGCnCTGnGACGGCGGATTCmGTmAATCnGCGATGTGCnTGCnGnGCTGGGCGGATGATGTnACTAACGATGAAT^ 
AAAGGGGGATAGGCACTTGGACCCCCATTCTCCAAGGCCCGGGGGGGCGGTTTCCCATGGGATGTGAAAGG 

>fcrb2727.seq 

CAAAAGCAAAATCGTCCCAnCCCCAGTGGATTCGGATGAAAACTGGAAATAAAATCAGGTACAACTCCAAAAGGAGACATTGGAGAAGAACCAAGC 

ATGAGATGGCACACATAmATGCTGTCTGAAGGTCACGATGATGnACCATATCAAGCTGAAAATGTCACGAGTATCTGGAGAnTCGACGTGTmGCTGTCTGAA^^^ 

AGGTTGGTTGGCTGGAnCAGTAATAAATATGTAAGGCGnTCTTTTT 

>fcrb2731.seq 

CCNCACGAGGGCAGATAAACTGGACTGTCCTGTACAGAAGGAAGCACAAAAAGGGNCAGCCGGAAGAAAnCAAAAGAAAAGAACCCGCCGAGCAGTCAAAn^ 
CTGGTGCATCTCTTGCTGATATAATGGCCAAGAGGAATCAGAAACCTGAAGnAGAAAGGCTCAACGAGAACAAGCTATCAGGGCTGCTAAGGAAGCAAAAM 
TAAAAAGACTGCAATGGCTGCTGCTAAGGGACCTACAAAGGCAGCACCTAAGGAAAAGATTGTGAAGCCTGTGAAAGmCAGCTCCCCGAGT^^ 
TTAGAnTnAAATAAAGATTGGATTATAACTCTA 



Figure 14A - Fetal Cartilage cDNA Library EST Sequences - Page 79 of 81 

>fcrb2732.seq 

>fcrb2733.seq 
>fab2735,seq 

^TCJII^^S.^IIP^'^CGGTGTATTGTCAGMNMGTATCMTGGGGTOTTT^ 

AAAGACAATATGAGCAAAGAmCCTTAAAMmATATATGACATTGAAATTTAAAAMATmGAAAmAAAAm 

>fcrb2736.seq 

GAATGTGCAAGCACTTGGGGAMGCATGAGCTTGCTGTTGTACACAGGGTATnCTAGAAGCAGAAATAGACTGGGAAGAT^ 

>fcrb2737.seq 

?Z^^^^^,^^,^,^CGGAGGCTTGGGTGCG^CAAGATTGAACn 

AGAGGnCTGAAGACTGCCCTCATCCACGATGGGCTAGGACGTGGAATTCGCGAAGCTGCCAAAGCCnAGACAAGCGCCAAGCCCATCTnGTGTGCTTGC^TO 
G^^AACCCCGTAAAGTGGnGGTTGCAGnGTGTAGTAGTTAAGGACTATGGCAAGGAGTCTCAGGCCAAGGATGTGATTGAAGAG oi«a««m w^Awwto 

>f8lE738.seq 

^S^^^^JI^o^S^SfS^^'^^^^^^^^'^CAGAeQACTGTGGCATTCACTGTCCnGAGTGmCAXTO 
>fdiE739.seq 

GGGAAAGCGGCGTOTGACAGGAAGCAGAGTGGCTATGGTGGGCAAACTAAGCCGATrrrCCGGAAAAAGGCTAAAACTACAAA 
^^^G^CTMSAGAATGCTGGCTAnA^^^ 

>f(gM740.seq 

TG^TCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACA^^ 
>fcrb2742.seq 

GAGTGTGATGTATGAACACACTGGGnGGGATmCTGnGAGGATATGCAGGGCATTTTGGCATGAGGC^^ 
TCCTCATTCCAATCTCTC^AAnCTCTCTGGCCCTGCCCACACTCTGTAmGAAAATCTTGmTTGCTCmCCGGAGCTTCACC^^^^^ 

>fcrb2743.seq 

aaSga^^^^ ^^^°™™°^^^^^^^^^ 
>fcrb2744.seq 

cctSgSSgSc'^^^*^'^^^^'^^^^^^^^^^^^'^'^^^'^ 

>fcrb2745.seq 

TCTmCCAAATCAnCCTAGCCAAAGCTCTGACTCGmCCTATGTGTmTTAATAAATCTGAAATAGG ■"'uvv'i iv/flvji 

>fcrb2746.seq 

^^^JSICIACACACTACAGCTATTGnAGGTTGCCTGCGGACACGCTGGGCCTCTGTCCTGATGCTGCTGAGCTCCCTGGre^ 
^^^^^^^TCMCCCAAGCCAGGCTGACCTCATCTGCnTGCmGGCATGTGAGCCnGCCTAAGGG^ 
SSaSgg" ^'^'^^^^^^^^^ 
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>fcrb2748.seq 

CTAGMCTTGTTTnGTTAACATGTGCmGATGTAMGMCTTNnNCGTA^ 

TGCAGAAATAAGTATATCTAGTATGCAGTTCATAnGTGAATGAAGCmGCTTnGTAATAA^^ ommm^oav^i iaa 

>fcrb2749.seq 

CGNACGAGATGCAGAGCGCCCTGGACGCCGAGGTGCGGAGCAGGAATGAATNCATCCNGCTCAAGAAGAAGATGGAGGGGGACCTGAATGAAAT^ 

CAACCGCCAGGCGGCGGAGACCCTCAAACACCTCAGGAGTGTCCAGGGACAGCTGAAGGATACGCAGGTCCACCTGGATGATGGCCTGCGGGGGCAGGAGGACCTGAAGGAGGAG 

CTGGCGAnGTGGAGCGCAGAGCCAACGTGCTGCAGGCCGAGGTGGAGGAGCTGGGGGCTACTCTGGAGGAGACGGAGAGGGCCCGGAAACTGGCGGAACAGGAGCTCCTGG^^ 

TCCAACGAGAGGGTGCAGCTGCTGCATACCCAGAACACCAGGCTCATCGACACCAAGAAGAAGCTGGAGACAGACCTCATGCAGCTCGAGAGTGAGGTAGAAGAT^^^ 
TGCAAGGAACGCTGAGGAGAAGGCGAAGAAGG 

>fcrb2750.seq 

GCAGNCGGGCAGCCGGTCTCTGTAGTAGCGCGTGGTACTGACTGGGGTAAGAGAAGCGCAGAGACCTGGGCGCGATGGCTGGCAGTACCCAGACAGTGGCTGGACTCAAGCTCGT 
GCTCCAGGGnCTACTGTGCGGGACGGAGCCGGTnCTGTGGTGGACTTGCGCCTGGTCGGAGCCAAATGGCACGCGTAGTGGGCGTCAGGTGATC^^ 

ACCCCCnGTCGTTGGCGCCCCAGCTCCGCCGCTTGGCCmCGGGAAAGGGTGGAGGACCAI^GACGGGGACTAGGAGCGCTCTGCCGACGTCAGCm 
CGGGGGCTGGTG 

>fcrb2751seq 

GACCAATCTATCAGCCTATAGAAGAACTAATGnAGTATAAGTAANNTGANAACAnCTCGTCCGCATAAGCCTGCGTCAGAnAAAACACT^^ 
CAATCAACCAACAAGTCATTATTAGCCTCAGTGTCAAGGCAACACAGGCATGCTCATAAGG 

>fcrb2753.seq 

GnCAnGTGGATGTTAAAGCCAACAAGCAGCAGATTAAAGAGGCTGTGAAGAAGCTGTATGACATTGATGTGGCGAAGGTGAACACCCTGATO 
TATGTTCGACTGGCTCCTGATOCGATGGTnGGATGTTGCCAACAAAAnGGGATCATCTAAACTGAGTCCAGCTGCCTAATO^ 

>fcrb2754.seq 

Allr#\GGATnAGTGGGCCTTACAAAmCCATTCACTCCACCmAGANTmNCCNCTTATGCnCTACACTTCCC 

G(p^GAAGTACAAGTAAGAATAACCATTAAmAAAAGTTGATGAAAGTGTGAAAAATAATmGAATTCm^ 

AQMAACTAGnnGGGCAGGTTGAAGTATnGGAGAGAAAAGCTOnGATGTGGATOTTGGCGAGAAGTTC^ 

CQ^GAGCGATGAGAAGCAGGGATnGACGCAAmGTACTGGAGAAACAGCATATnAAAGCnCATTTTAGGA^^ 
TUMAGTTTTTGCATCAG 

>f^ft>^755.seq 

G^^CTGCAACGTACCCTCTCTCTGCCTCAGCCmCACCCAAGNAGTANGTCTGTGCTCTCCCTGTCTCTAGGTCGCTG^ 
Tllp^CCAGGAAGATGGAGAATGGAATACTCACTCnGGGTCTAATC 
CGIfTTACTAACTGCCAGnCTCCAGCACTGAGGTGGGGCAGATAACAGGGCATAm^^ 
CTeTGTGCAAAGAGGAATAAAACATTnTTCCAAACTG 

>f(|®756.seq 

GQ^GGACGGCAGCCATGAGAGGAACCGGGACAGAGACCGAGATCGGGANCGGGATCGAGACCGGGATCGAGACAGAGACAGAGAGCGGGACAGGGGATCGGGATCGGGATCG 

AC^TCTATGTATATGGAGAAGACATGACACCCACCCTTCTCCGTGGGGCCnCTCTCCTmGGAAACATCATTGACCTCTCCATGGACCCACCC 

TQSAAGATGGAGTCAGCAGATCAGGCCGnGCTGAGCTCAACGGGACCCAGGTGGAGTCTGTACAGCTCAAAGTGAACATAGCGCGAAM 
GQfi^GTCTGTCTGGGGCTCC 

>f(i|l757.seq 

CAANACGNGCTGACATCTGCAGGCCGAAAGAGCCGTGGCCTTGGAAAGGNnNANCCNCCACCACACTATTGGTGGCTCTCGCCGGGCAGCTTGGAGAAGGCGCAATACTCTCCAG 
CTCCACCGnACCGCTAATATAAGTAAAGTTTGTAAAATTCATACTTAATAAACAATTTAGGACAGTGATGTCTGCTTACAGGTG™ 
GAATGCTnGTCAAAnAAGAAAGTTAAAGTGGAATAATGinGAAGACAATAAGTGGTGGTGTATCnGTTTC^^^ 
ATGTCAGTGTATAAAACATACTGTGTGGTATAACAGGCTTAATAAATTCTTTAAAAGG 

>fcrb2758.seq 

CGGCACGAGCTCTAGCCTTCACTCCTGGGCTCCA^AAGCTATCCCAGTTGCCTGmTNCAAATGAGGnCAAGGTGCTGCTTTGCATGCCTGCCAACCCATGG 
TCTmCTCTCnATTTAnAACCATGGTCTGAGAGTTGTnnGTTCTATGTAACAGTAnGCCACAAAACTATAGGCAAATCGTGnTGCAG 
GTGTAAGTTAAAGTGGCCACATnAAGAAGGCCAAGCmGTAGTGGTTGCACAGTCACACTGATATGCTGATnGCTCmCTCAnGTATGT^^^^ 
AAAnACAAAGAAATAGGTAGAnGTATGAACATACCCACAAATGCCTATGAmAGGnACCAATGTATTCmCTCATnGGGG 

>fcrb2759.seq 

GANACTAGTGGATCCAAAGNnTCCGCACGAGGAGCGAGGGACAAGACTCCGACTCCAGCTCTGACTnmCGCGNnCTCGGCnCCACTGCAGCCATGTCACTCCTCTTGCTGGT 

GGTCTCAGCCCTTCACATCCTCAnCTOTACTGCnnCGTGGCCAGmGGACAAGTCGTGGTGGACTCTCCGTGGGAAAGAGTCCCTGAATCTCTGGTACGACTGCACGTG^^^ 

AACGACACCAAAACATGGGCGTGCAGTAATGTCAGCGAGAATGGCTGGCTGAAGGGGGTGCAGGTCCTCATGGTGGTCTGGGTCATTGTCTGGTGTCTCTCCTTCATGCTGTTCATC^ 

TCCAGCTCTACACCATGCGACGAGGAGGTCTGnCTATGGCACCGGCCTCTGCCAGCTnGGACCAGCGTGGCGGTGTnACTGGCGCCnGATCTAT^ 
TGCTGGAGAAGCACCCGGGAGGGGGGAGC 

>fcrb2760.seq 

GCTTCGGCAGAAAACGATGAGACGTGCAGGTACGATCAGGAAGGAGCGGGATAAGCTGATAAAGGAAGGAAAGTACACCGCTCCACCTGAGCACATTGGCAAG 

GCTGAACAGAGCAGCTGCTGATGTCTGGAGGGTGAnTTGCTGTTGTCTGTTCTCCACTGGAAAGGnGnTACGAC^^ 

I u 

>fcrb2761.seq 

GCCmACCCAACGGGGTTTCGTAAGAAAGTTGGGCAGGAAATTTCTCACGGCCTGAACCCCCGTGGAATGmCACmGACCAGTGTCTGCGAA^^ 
CCTATCTCTACTAAAAATACAAAAAAnAGCCGGGCGTGGTAGCGGGTGCCTGTAGTCCCAGCTAGTCAGGAGGCTGAGGCAGGAG 
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>fcrb2762^ 
>fcrb2763.seq 

AGGCGCAAAAGAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACCAAGACTnGAGAATCACTACA^^ 
S^ATGAGMinX^^^ 

>fcrt)2764.seq 
IiJt^.fJGAAAn^ 

TTTGATOCACTGmcnGTAAATATGmCTGTATAAAATGAAACTTTTCAAGAGGATTCTATGTATATATTGNACTTATTAAAT^^ 

>fcrb2765.seq 

GGCCGCCAGnCCGTTCTCCTCACGGGCCGAACGGAACAAGGGGTCCAGCnGGGGGGGACCGTCGCCAGCCCAnCGTGCTGTCAAACAAACAAAACOT 

>f(3rti2767.seq 

^M^'^^S^i^^'^^^^^'^'^^^^^'^'^^^'^^^'^'^^^^^^^^CTCACGATGGTGGCCGCTACTACra^ 

?H$^°^'^^<^^'^^^^'^'^<^^*<^^^^°^^^^^T^C^Q'^QCCCAGAGGGCAGCCGCAAGAACCCCGCCCGG^^^^ 

AffTACTGGAnGACCCGAAGCAAGGGTGGAAGCTGGATGGCATC^^ 

?diScCTfcCTGCG?'^^*^^'^^^°'^'^^^°^^^^^^ 

>f(5r^i768.seq 

TQ«eCAGTACTCAGAACTATCCACAGTATAGAAAAGCACTCAATAAATGGAATAAATGAAAATGAATAGA^ 

>fcilS769.seq 

GG^TCTAAGATTTTmCTmAGAAATTCnGCACAAAAnACAAAGATATAAATACAAGTATmCATGTAACAT^^ 
CT^TGCCTATAATCCTAGCTACTCAGGATGGTGAAGTGGAGTGGGAGGATAGCTTGAGCCCAGAAGnCGAGACCAG(^^^^ 
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>contigapri02-010014.seq 

CGACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGMGMCGCAGCTAGCTGCGAGMTTMTGTGMTTGCAGG 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTGGCTTGC 

>contigapri02-010015.seq 

GGTAGGAGCCTCTCTCGCTACTGGTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATC 

GTGTOTGAATCACATGAAAGCATGGAATCTOTGAACnAATCCCTTCATTAACAGGAGAAATGCAAATACCTTCA^^^ 

TCCGAGAACGCTCTAAGGCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCT^^ 

GAAGCGCGGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTC:TmTTTCTGGAGGCTGGCACCTGATm 

CAATGCTTCTnCCTGTATATTCTCnGTCTGGCTGCACCCCnnTCCCGCCCCCAGATTGATAAGTAWKGA^^ 

TTGnCGATAATAAAGTTCTGGGKGTGATAGTTTCT 

>contigapri02-010016.seq 

GAGGAGGGTmCATCTGTCCCGCTGCGTGTTTTCCTCTTGATCGGGAACTCCTGCTTCTCGTTGGCTCGAAATGGAGCCCAAGTGCTCCTGGTCGCGTGnGGCTCCT 

CCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGACGTCA 

GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAnTTTnnn 

>contigapri02-010017.seq 

ACATONCGGTGCTAAAAATGAAAATTCTAACCCAAGACATGAGAncmGCTGTAACTTAACTAnAAGGCCTTnCCAC 

TnGCCCATTGTCTTATTGGCACATGGGTGGACACGGATCTGCTGGGCTCTGCCnAAACACACAnGCAGCnCAACmTCTCTTTAGTGTTCTGm 

CAGACTTTGTGTTGATnCATTTCAGGGTCnGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGnGTCAAGGATC 

GTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCGACCAACCAGAACGTGGTnGCCTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGTTATGAAAATATAGACAn 

ACATAAGCCCAGnCATCACCAmCCTCCmACCTTTCAGTGCAGTTTCnTTCACATTAGGCTGnGGTTCAAACTmGGGAGCACGGACTGTCAGTTCTCTGGGM 

GCATCCTGCAGGGCTTCTGCTCGTCTGTCTTnGGAGAACCAGGGCTCnGTGANGGGCTCTAGGGAGTGCCAGGCTGmGAGGCAGGAAGGCCAAAATCAAGA 

>contigapri02-010018.seq 

GfekSCATTGAGGCAGCCAGCGCAGGGGGTTGTGGTGAGGGGGCAGGCGGAGYTTGAGGAAACCGCAGATAAGTTTTnTCTCm^ 
TArAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATTTTAATAGCT^^ 
AilbTnCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAA^ 
AteJ^TmAGATTAAAATGGAAGGTGACTTAAACAGCnAAAGmAGTTTAAAAGTTGTA 

>c|||igapri02>010019.seq 

Gi:c5V\CCnAGCCAACCTnACGCAAATAAAGTATAGGCGATAGAAATTGAAACCTGG 

GGfeTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACnTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGAC^^^ 
CSfCTATGTAGCAAAATAGTGGGGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTNGGTTGTCCAAGATAGAATCTTA 
Aea:TCTAAATGCCCnGTAAATnAACTG™GTCCAAAGAGGAACAGCTCTnGGACACTAGGAAAAAACCTTGTAGAGAGAGTA^ 
G&CAGCAATTAAGAAAGCGnCAAGCTCAACACCCACTACCTAAAAAATCCC 

'si 

>dffiligapri02-01 0020.seq 

GkiGGNGACNACCCAnCGAACGTCTGCCCTATCAACmCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGTO 
A(^CGGCTACCACATCCARGGAAGGCAGCAGGCGCGGAAATTACCCAC 

>d®igapri02-010022.seq 

AQ*ACCTCCAATACTGCCATGAGAAACTAGAGGGCAGGTCnCATAAAAGCCGTnGAACGCGCTTCGTGGCCTGTGTO^ 

AMGGTCAGTCACTCTCAGCCATAGCACmGnCACYGTCCTGTGTCAGAGCACTGAGCTCCACCCTTnCTGAG 

WGTTTnGTATOTGTAYCTTTTTGTATGGTAAAGAGTATAnTO^ 

>contigaprl02-010023.seq 

AACTGAGGCNATGAnAAGANNGACGGCCGGGGGCAnCGTATTGCGCCGCTAGAGGTGAAATTCTTGGAGCGGCGCAAGACGGACCAGAGCGAAAGCAm 

ATTAATCAGGAACGAAAGTCGGAGGTTCGAAGACGATCATGATACCGTCGTAGTTCCGACCATAAACGATGCCGACCGGCGATGCGGCGGCGmTTCCC^^ 

CnCCGGGAAACCAAAGTCTTTGGGTTCCGGGGGGAAGTATGGTTGCAAAGCTG 

>contigapri02-010024.seq 

GGTOCGTAGAAATAGAGAGCCCATGTTGTGTATCAGTGGGAATGGAAGGGGAGGTCCTGTGGTAGCTTGAGGGTCAGGAAGCCAGGCCAAGAAAGCCACAA^ 
TAGAAGGGGAAGACCAGGCGCAGTGGCTCAYGCCTGTAATCGCAGCAYmGRGAGGCCGAGGYRGGWGGATCACGTTGAGGTGAGGAGTnGAGACCAGCYTGGSCAACATGGW 
GAAACCYCGTCTCTAYTAAAAATATAAAAAnAACTGGGTGAGGCAGCAGGCACCTGTAATGCCAGCTACTTGGGAGACTAAGGTACAAGAAnGCTT^ 
TTACAGTGAACTGAGATCATGCGAGTGGAGTGGAGCCT6GGTGACAGAGCGAGACTCCAACTCAAG 

>contigapri02-010025.seq 

ATTGGTGCTGTAACATACGCACTGmAnGAmGTTGTGACTGGTGAGAAAATTGTAGAGTCTCTAAAAAACnAACmAGGAGCATAAGTGCAnCAA^ 
AGCACAGCGTTAAAAAAAAATAGTCGTGGCACmGGGAGGCTGAGGGAGGCAGATCATnGAGGTCAGGAGTTYWAGACCAGMCTGGCCAACATGRTGAAACGCCATC 
AAATACTGAAAACAAACAAAAACAAnAGCCATGCGTGGTGACGGACACCTGTAATGCCAGGTACAGGGGAGACTGAGGGAGGAGAATTAAAGGTGGGAGGTAGAGGn^ 
CCAAGATCACGCCAGTGCACCGCATGCTGGGGAAGAGCGCGAGACTCGGTCT 

>contigapri03-010002.seq 

ATCNAGGGCTCCAATGACGTGGAGATGCGGGCAGAGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGA 
GTAGCGGTCTCAGAAGACCTCACGCGTCCCCATCATTGACATTGCACCCATGGACATAGGAGGGCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCnGTA^ 
TGAACGCAGAAACAAGACAATCCGnGCAAACCGAAAGGACCCAAGTACmCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnCAT^^ 
CTCTCACAGTTCGGAGTrTTCTCCCGTGTCnTCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGTTCTAnTA:mATTGTC^ 

CAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCGTOAGGTGCCGGGCGCAGGAACTGT:GTGTGTCCTACA 
TGGTGCTATTCTGTGTCAAACACCTCTGTATTmTAAAACATGAAnGATATTAAAAATGARAAGATTATTGGAAAG 



>contigapri03-010004.seq 
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CGCMTAGATATAGTACCGCMGGGAMGATGAAAMnATMCCMGCATMTATAGCMGGACTMCCCCTAT^ 

CCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAA^ 

CTGGTGATAGCTGGnGTCCAAGATAGAATC™GTTCAACmAAAnTGCCCACAG:AACCCTCTAAATCCX^ 

TAGGAAAAAACCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAA^^ 

ACTGAACTCCTCACACCXAATTGGACCRATCTATCACCCTATAGAAGAACTAATGnAGTATAAGTAACATGA^ 

GACAAnAACAGCCCAATATCTACAATCAACGAACAAGTCATOTTACCCTCACTGTCAACCCAACACAG 

>contigapri03-010006.seq 

GAAGGCTCTAGAAAAGGGGCGCAnGCGATCCAACCATCGGCAGCCGAnCCGTGTCTTGATCACGGGGTGGGAGGGAACCGTGGCGTCCYTGCGTGGGGCCCATC 

CTGCAGTACTGAGACCTAGAGTCGAGATGCTTGTAGGAGCCAAGTCGTGTTCTAAGTATTTATnAAAACAAAAGAATCACGTTTO 

ACAGCCGAGTACTGGCGAGTATGTTCTATGTTGGGCCTCCTGGTGCAAAACAATAAACAGAGGACGCAGAGGTCCTCCTGCCT 

>contigapri03-010007.seq 

GAGGCATTGAGGCAGCGAGCGCAGGGGCTTCTGCTGAGGGGGCAGGGGGAGCTTGAGGAAAGGGCAGATAAGTTnmCTCmGAAAGATAGAGAnM 
TATAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATmAATAGGTTAAGATm 

AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCnCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCGCCGAA^^ 
ATGCTmAGATTAAAATGNAAGGTGACTTAAACAGCTTAAAGnTAGmAAAAGTTGNAGGTGATTAAAAT^ 

>contigapri03-010008.seq 

AGAGAAAACAGCTCCTTGGTGAATTGATAAGTAAAGGCAGAAAASAnATATGTGATACCTCCAnGGGGAATAAGCATAACCCTGAGATTC^^^ 

ATGCCAAAAAATTTTAAGCAAATGAAAGCTACCAATTTAAAGTTACGGAATCTACCATTnAAAGTTAATTGCTO 

AGAGGCAATGTCGATCTCAAAATACTGCTTITAGAAAAGGAGAATAAAAGGG 

>contigapri03-010009.seq 

TAGGAGGCTGTGTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGTAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGGCTTAGCGGTAGTAACmG^^ 

nATGAATGAGATGAAAGCATGGAATCnATGMCTTAATCCCTTCATTAACAGGAGAAATGCAAATACCTTGATATGCGCTGAGCAGAGATGGAGAGGTAAA 

G«!AAGGGTGTAAGCGTGTCCACGAGCTCAATAGGGAAGGCTGTGATGAGTACAGAGnTGCGAAGGGTAGGGGATGGTnATGGATAGAATGCTGGCTAT^^ 

GlSGGGAGGGAGCAAATGAGACTGAGGGAAGAAAAAAAATGTGTTTmTGTGGAGGGTGGGAGGTGATmGT^^^ 

T^TTCmCGTGTATAnGTGnGTGTGGCTGGAGGCGTnnGGGGCGCCCAGATTGATAAGTAnGGAAAGTGCACTGCAGTGAGGGTC^ 

TlSpATAATAAAGTTGTGGGGGNGATAGTTTTC 

>ptigapri03-010010.seq 

AG<3ATGCAAACAAmGGAGAAGATAGAAGTnGAAGTGGAAAAGTG6AAGACAGAAGTACGGGAAGGGG^ 
TTlBAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGAAGiAAAAAAGACAAGCTAGGAAACAAAAAGCTA^ 
AtikGATAGAAAATGAAAATAnGTCAAGAGTnCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGA^ 
C|^GA 

>(^tigapri03-01001 1 .seq 

CljSCCCTCTNnGGCCCGGGTCTGGAACCTGCTGGGAAAACAGGGAGmAGGAAAAAAACCTGGTAAGnACAAACCCTGATGCT^^ 
Gj^TlCGCCATCmGTGTAnAGGGCCAGAAGCCTAAAATAAAAAGAATCmCCTAAGAGTGGTGAGAGTAAGTCCm^ 
TijfeTTGCnCACACATGAAGAGTGGGAGACGnACCTAACAGAATGTTGTCTTGGGnGTCGAGAAATAATO 
TTfGGAGACCGAGGCAGGTGGATCAmGAGGTCAGGAGTmAAGACCAGCGTGGCGAACAGGGGAATCCGGGTCTGT 

>(ie^'gapri03-010012.seq 

cteTAAAAAGCTGGAAGATGGCCCTAAATTCTTGAAGTCTGGTGATGCTGCCATTGTTGATATGGTTC^ 

C§^GCTGTTCGTGATATGAGACAGACAGnGC6GTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTO^ 

AAATGAATATOTCCCTAATACCTGCCACCGCACTCnAATCAGTGGTGGAAGAACGGTCTGAGAAGTGmGTrrCAAnGGCCAm 

CAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATGTmGTGGACCACTTTGGTmCiTmTO^ 

AACnGACCAAAAATrTGTCACAGAAnTTGAGACCGAnAAAAAAGnAAATGAGA 

>contigapri03-0l0013.seq 

TGAGGCTGTAACTGAGAGAAGANTCTGGGGCTGTGmTGAAiAATATAGACATTCTCACATAAGCCCAGTTCATGAGCATnCCTCGnTACCmCAGTGC 

GCTGTTGGTTCAAACTmGGG:AGCACGGACTGTCAGnCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAG^ 

CTAGGGACTGCCAGGCTGTnCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAAGnGTAAAATAGGAAAAAGTGGGA:GTTGGGTGAATCCGGT^^ 

TGGATGATrGTCATAAGGTTTTTAGCATGTTCCTCCTmCTTCACCCTCCCCTTTmCTTGTAn^ 

CTCGnCACCTCCAAGCATnCATGAAAAAGCTGCncnAnAATCATACAAACTCTCACCATGATGTGAAGAGmCACA^ 

>contigapri03-O10014.seq 

GNCCCCGGGACCTCGGCCCNTCTGGCCGGGGGRGCMTTTAAGAMGCATCCTCTGCCAAGNACCAANAGGAAAGAAGAMAAAGGGCCAAAAGCCAAAWKR^ 
TTTTCACCMnGGGCTAACTnGCTGCTAGGAGnGAAGCCATGCCTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGT 

GACCTGACACAGAnGATGTCAATGTCCAGGATCATTTCTGGGATGGGAAGGGATGTGAGATGATCTGTTAGTGCAACnCAGCGAATTGCTCTGCTGCCCAAAAGACGn^ 

ACCAAAGATCTCmCGTGATTCCTTGCAACAATCAATGAGAATCTTGATGTATTCTGGAGAACACCATTCCTGAmCCCACAAACTGCACT^^ 

TATATAGTGCAATAGACGYWTAGATTCTAT 

>contigapri03-010016.seq 

AAGGGmCAGTATGnGGCCAGGCTGGTNTCAAGCTCCTGACCTCAGGACATCCACCCAACTCGGCCTCCCAAAGTACTGGTATTAAGGGCATGAGCCACCGTGCTGTGCCTAAAT 

GTGGCTAGTTCTTAGCCTTAACAAAGCATCTGACAGGTCAGGACCTGATTTCTGCCTCAATTmGAGACTTGTTCTAAAGGAAAAAAACACACA 

CTCACCnGGAATGCAAAAACAAAATCCATCTAGCCTAGTCAACTAAAAATGAGTAAGAAGGCCAGGCGCRGTGGYTCAYGCCTGTAATCCCAGCASmGGGAG 

KGATGACCTGAGGTGRGGAGYTGRAGAGCAGGCTGAGAAAGATGGAGAATCCCGAACTCTACTAAAAATATAAAAnAAGGGGGTGTGGTGGTGGATGGGTATA^^ 

GGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCAGAGGTTGCAGCAAGCAAAGATCGCACCAnGCACTCCAGCCCAGGCGACAGCCCAAGACTCC^^^ 

>cx)ntigapri03-010017.seq 

TAGGAATTCGAGTAGGGCCTGACCAAGATGGTGAAACTCTGTGTCTAGTAAAAAATATAAAAAAAATTAGCWGGKGATGGTGGYRGGTKGGTG^^ 
GGCAGGAGAATCACTYRAACCCAGGAGGCGGAGGTTRCAGTSAGCTGAGAYCGCACCATTGCAGTCCAGCCTGGGYRACARAGCAAGAYTCCRTCCI\fl^ 
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>contigapri05-010021 .seq 

GACAGCCnCCCTMCATCCCGTAGGAGCCTCTCTCCCTACTGCTGCTACACMGACCCTGAGACTGACCTGCAGGAC^ 

GCCTTAGGGGTAGTAACmGTGTTATGAATCACATGAAAGCATGGAATCmTGAACTTAATCCCTTCAnAACAGGAG^ 

GCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACnTG^^ 

CCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTT^ 

AAATACATAGGCTTATATACAATGCTTCmCCTGTATATTCTCTTGTCTGGCTGCACCCCTnTTCCCGCC^^^ 

AGTCAACATATGTGAnGTTCCATAATAAACnCTGGTGTG 

>contigapri05-010022.seq 

CGCAATAGNATATAGTACCGCAAGGGAAAGATGAAAAAmTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATM^ 
GCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGT^ 
CCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGnCAACTTTAAATTTGCCCACAGAACCCTCTAAATCCCCnGTAAAnTAA 
CTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAnTAACACCCATAGTAGGCCTAAAAGCAGCCACGAAnAAGAAAGCGTTCA^ 

>contigapri05-010024.seq 

GGSATTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCT:CGCTCGGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTnGTGGCCTGGAGGCTATCGAGG 
GnTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATnCCTGAAnGCTATGTGTGTGGGnTCATGCATGCGACAnGAAGTTGAC™CTGAAGAAT^ 
GTGGAGCATTCAGACnGTCmCAGCAAGGACTGGTCmCTATCTCnGTACTACACTGAAnCACCCCCACTGAAAAAGATGAGTATG:CCTGCCGTGTGM 
ACAGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTnGAAGATGCCGCATTTGGATTGGATGAAnCCAAAnCTGCnGCTTG 

>contigapri05-010025.S8q 

TGCTAAAAATGAAAATTCTAACCCAAGTACATGACATTCmGCTGTAACnAACTATTAAGGCCmTCCACACGCATTAATAGTCCCAmn^ 
GTC™nGGCACATGGGTGGACACGGATCTGGTGGGCTCTGCCTTAAACACACATTGCAGCTTCAACmTCTCmAGTGTTCTGTTTGAAAC™ 

GnCAmCAmCAGGGTCnGGCTGCCTGTGGGCnCCCCAGGTGGCCTSGAGGTGGGCAAAGGGAAGTAACAGWCACACGATGTTGTCAAGGATGGTnNGGGACTAGAGGCT^ 

AGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGmTGAAAAW 

AiSfTCATCACCAmCCTCCTmCCTTTCAGTGCAGmCTmCACAnAGGCTGTTGGmAAACTmGGGAGGACGGACTGTCAG^ 

(^ICTTCTCCTCCTCTGTCnnGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGnTCAGCCAGGAAGGCCAAAATGAAGAGTGAGATGTAGAAA^ 
TAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCTTTCCTCACATTTGGATGATTGTGATAAGGTmTAGCATGn 
AmCAAAGTTAATGGGATGGTCGGATCTGACAGGCTGAGAACTCGTTGACCTCCAAGCAmCATGAAAAAGCTGCTTCT^^ 
d^AAATCCTTCAAAATAAAAAGTAATGACnAGA 

>c|iiitigapri05-010026.seq 

C|FGACCTGATGTGGGAGGAGACAGCCAACCTCAGGC™GATCAATGTATAGGGCTATAmTGGCAGCTGGGTAGCTCmGAAGGTGGATAAGA 
(^mGCnACCATCAGCATCTGCAATGGGCCAAACA GACCT CAAATTGGCTGAGTTGAGAAAGCAGCCCCAGTAGnCCAnCTYGCCCAGCACm 
T?a^TGGGTTmATCGACAAAGGTAGCGGCCACATGGTTmAAAGTATGAGAAACACAGnTGTCCTGTC^ 
CCAGGCAGCCCTGGACTTGCTAGCCCAAAGAAGGAGGATGTGGTTAATCTGTnCACCTGGmGTCCTAAGGCCATAGn 
A|GCCAGGCAGCCAAATGnGCCTGTGCTGGGGATACAACCCTCTGCTTTCACATCTCTGAGCTATATCCTCATTAGTGAANG 
M 

>^@tigapri05-010027,seq 

aSjCCGGAACCGCCATCnCCAGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGRGAGGCACCCGATATATGTTCTC^^ 
Cl^ATATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGnCAAAAAGGAATGCCCCACAAGT^ 
CpAGCATGCTGnGGCATTGTTGTAAACAAACAAGTTAAGGGCAAGATTCTTGCCAAGAGAATTAATGTGCGTATTGAGCACAnM 
CigGTGAAGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGTTCAAC 

>&tigapri05-010028.seq 

GTACGACTCnAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACATO 
GCCCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCG 

>contigaprl05-010029.seq 

CAGAGGAACAAGCATGTCTCTCTGCCAGATCCATCTAAACTGGAGTGATGTOGCAGACCCAGCTOGAGnCTTCmCTTTCTTAAGCCCmG 

CAGCTCAACTCACAGCTTCTCGAAGGATCACCCTGGGAGmCCTGAGGGTTnCTCATAAATGAGGGCTGCACATTGCCTGT^ 

ATGAAGTGATTCTAAGATTTGGmGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGGAAATGTTnGAARTC^ 

TGCmCACTTAAGTGTCTGGCCCGCAATACTGTAGGAACAAGCATGATCTTGmCTGTGATAnTTAAATATCCACAGTAGTCACTT^ 

ATCmCTCTOCCTGTTATnATCAAnTTTGGCAGTATmTATACGGAAAAAAnGTATTGAAAACAGTTAGTA^ 

TT 

>configapri05-010030.seq 

ATCGCCGTTCCGTGAGTYACCCTCTAAATCACCACGATTAAAAGGGACAAGCATCAAGGACGCAGCAATGCAGCTCAAAACGCmGCCTAGCCAC 

GAnAACCmAGGAATAAACGAAAGTTTAACTAAGCTATACTAACCCCAGGGTTGGTCAAmGGTGCCAGCCACCGCGGTCACAGGATTAACCCAAG 

GAGTGTTTTAGATCACCCGCTCCGCAATAAAGCTAAAACTCACCTGAGnGTAAAAAACTCCAGnGACAGAAAATAGACTAGGAAAGTGGGm 

>contigapri05-010031.seq 

GAGGCATTGAGGCAGCCAGGGCAGGGGCnCTGGTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGNATAAGTTmTTCTCYnGAAAGATAGAG 
ATATAGTCAATAGGTTACTAAGATAnGCTTAGCGnAAGTnTTAACGTAATmAATAGCTTAAGATTTTAAGAGAA^ 

AAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCTTCnCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAAn 
AATGCTTmGAnAAAATGAAGGTGACnAAAGAGCTTAAAGnTAGmAAAAGnGGGAGGNGATTAAAATAATm 

>contigapri05-010032.seq 

GGCGGGGRCTCnCCGGGGAGGTTGTCTGCAGGGACTCAKAATGGTCCAGCGmGACATACCGAGGTAGGCnTCCTACAATACAGCCTCTAACAAAACTAGGCTGTCCCG^^ 
GTGGTAATAGAATTGTTTAGCmATAGCAAGAAGGTTGGGAAAGCACCAAAATGTGCATGTGGTGTGTGCCCAGGCAGAGTTGGAGGGGTTGGTGCT^^ 
AGATTGTCCAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGTTYCATGTGTGCTAAATGTGTTCGTGAGAGGATCAAGCGTGCTnCCTOTCGAGGAGCAG 
AGTGTrTGAAGGGAGAAGGAGAGAGTCAGAAAGGTAAATAAAAAAATGAAACnTTTTGAGTAATAAAAATGAAAAGA 
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>contigapri05-01 0033.seq 

ATGATOCAGGGACATCTCAGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGnGGTGMmGMGCTGG 

ACACACTGGGTGTGAAACAACTAATTGTCGGTGnAACAAAATGGATTCCACTGAGCCACCCTACAGCCAGAAGAKAT^^^ 

ATTGGCTACAACCCCGACACAGTAGCAmGTGCCAAmCTGGnGGAATGGTGACAACATGCTGGAGCCAAGTG 

ATGGCAATGCCAGTGGAACCACGCTGCTTGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGACA^ 

TGGTACTGTTCCTGnGGCCGAGTGGAGACTGGTGnCTCAAACCCGGTATGGTGGTCACCTTTGCTCCAGTCAA^ 

TTGAGTGAAGCTCTTCCTGGGGACAATGTGGGCnCAAT 

>contlgapri05-010034.seq 

AGAGTACTATGCTATGnGGCTAAAACTGGTGTCCATCACTACAGTGGCAATAATATTGAACTGGGCACAGCATGCG 

GTGACTCTGACATCATOGAAGCATGCCAGAACAGACTGGTGAAAAGTAAACCTTnCACCTACAAAA 

TTTK 

>contigapri05-010035.seq 

CACTAGCAGATAGAGTTATCCTncnCTGGCTCnGmCCCTCCCAAGACAGCTACATCTCACCATnGCCTTGGCCTCCm^ 
TCCGCAAGGTGAGGAGAGTTGAGCTCAATGAAAAGAAGGANGGTTmGCCTTmTATGCAGAACAATGTCnCAAAAAA^ 
TGACACTTmGGTAATGAAGCTmAGnCCCATAGAGTTGTGTGTAGGTCAARAAAATCTGCCAAGTTTCTOCT^^ 
AACNGGGGGGKTGCAARAAAACAGGGGGKTGRGAGGTTTATCnTTTGTCCITTACnTCATCT 

>contigapri05-010036.seq 

AGGTTAATAGTAGTAGCTTAAGTAGmCTGCAAGTACTmGTGCTATGAATGAGTTCnCTCAAAAAATAAmGnAGGCCAGGCA^^^ 

GGGAGGCCGAATGGGCAGATCACTTGAGGTCAGGAGTTTGAGACCAGGCTCGCCAACATGGTGARAGCCTGTCTCTACWAAAAATACAAGAAm^ 

CTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGnGCAGTGAGCCGA^^^ 

>contigapri05-010037.seq 

CpCRGTGGCTCAWGCCTGTAATCCCAGMACTnGKGAGGCCGAGGCRGGYGRATCACGAGGTCAGGAGATCGAGACCATCnSGCTAAYRCGGTG^^ 
T^AAAAAAAATAAGCCAAGCGTGGTGGTGGGGACCTGTAGTGCCAGCTACTCAGGAGGGTGAGGCAGGAGAATGGGGTGAACTCAGAAGGTGGAGCnG 
TIgCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGCCT 

>|^tigapri05-0 1 0038.seq 

TClrAGAAAAAAATGTAAAAGTAGAGAAAGACCTATATCnAAAAAAAATCACGGACCGAGATAGCTATATAGGC^^^ 

Ag^CTGTTCCAGAGAGTAGAAAAAGATAAAGAAACTCATTCCAGAAAACTAACATAGCGCTGGTACAGAAACCAGAAA^ 

GCQAAACTCACmGAAAACAGATACAAAAGnCTAAATAAATTGCAAATTGAGGGCCGGGCGCAGKGGYTCACGCCTGT^^ 

CaAGGTCAGGAGmGAGACCAGCCTCAGCAATGTGGTGAAACCCTGTCTCTAGTAAAAATACAAAAATTAGCTGGGCATGGTGGTGCA 

GiSGCAGGAGAATCACTTGAATCCGGGAGGCAGAGGnGCAGTGAGCCGAGAnGTGCCACAGCACTCCAGCCTGGGCAATAGNAGTGGGACTCCATCTCAA^ 

>SBf)tigapri05-010039.seq 

TATGCmGTCCAGGGCnCNTAGGGGACAAGCAnATGGAGTTAmCTGAATTAnACCTCTGTTnACTGATGAGGAAn^ 
T|g3CACAAnCTAAAATGGCAACGCCAGGACACAAGTTGAAATCAGACTCTAAACCTGTCTCAGATCTGCTGAATC™T^^ 
C|f|AGGGGGGCAGATCACCTGATGTCAGGAGnCGAGATCAGCCTGGCCAACCTGGCGAAACCCCGTCTCTACTAAAAATA 

TI^ATTAACGAATAATAGAGnGAnTAATAAATCAACTCTAmnCTAGGCAGAmCATAGCCTA^^ 
A^AAGATrrGTGACTTCTATCTTGCTGGATGACCTTGGGGAAM 

T^GAAATTmCTCACCACATGGAACCACTAATGAGCTTGGGAAGTAAACATAGTTAAGTAGGCATAGnGCCT^^ 
T]J|\ATGAACTTCACAmGTAGCmAGGATTGACCAAACCAAACCGCAACAnATAAACTAmCCA 

>contlgapri06-010002.seq 

CGGTCTGCTTCnGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAACCCAAAGGACCCAAGTACmCCAATC^ 
CCTGATGTCCAnCATCCCACCCTCTCACAGTTCGGACTTTTCTCCCCTCTCmGTAAGAGACCTGAACTGGGCAGACTGCAAAATAA^ 
TGTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGAC^^^ 
AACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATTTmAAAACATCAAn^ 

>contigapri06-010003.seq 

GGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAAnATAACGAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGC 
AGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAnTATAG^ 
GCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTOGTTCAACmAAATnGCCCACAGAACCCTCTAAATCCCCTTGTAAAm 
ACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTANGCCTAAAAGCAGCCACCAAnAAGAAAGCGTTCAAGCTCAAC 

>contigapri06-010004,seq 

GATGCATTCTGAGAAAAGTGTCCTTAGGCAATTTmCTTGTGCAAACATCAnNTATGTACAAATCTAGATGGTAGAGCCT^ 

ATAAAGACATACCCGACACTGGGAAGAAAAGAGGTnAATTGAACTOCACTTCCACATGGCTGGGAAGGCnCAGAATCATGGCGGGAGGCGAAAGGCCCT^ 

GCAAGAGAAAATGAGGAAGAAGCAAAGGCAAGAACCCCTGATAAACCCATCAGATCTCATGARACTTATTCACTATCATGAKAATAGCACGGGA^ 

CCTCCCCCT6GGTCCCTCCCACAACATGTGGGAATTCAGGAAGATACAATTCAAGTTGAGAT 

>contigmar20-20010021 .seq 

AGACAACCTTAGCNAA:CCmACCCAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAA^ 

AGGACTAAGCCCTAiTACCTTCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCGCCGAAACCAGACGAGCTACCTA^ 

CCGTCTATGTAGCAAAATAGT:GGGAAGATnATAGGTAGAGGCGACAAAGCTAGCGAGCCTGGTGATAGC:TGGTTGTCCAAGATAGAATCTTAGTTCAACm 

ACCCTCTAAATCCCGnGTAAATnAACTGnAGTCGAAAGAGGAACAGCTCTnGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAm 

GCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACCCAAnGGACCAATC^^ 

>contigmar20-20010022.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGGCTGATGGTTCTTGCCATCCTGGGCGCCnAGCGGTAGTAAGm 
mTGAATCACATGAAAGCATGGAATCmTGAACTTAATCCCTTCATTAACAGGAGAAATGMAAATACCT^^^ 
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GAGMCGCTCTMGCCTGTCCACGAGCTCMTAGGGMGCCTGTGATGACTACAGACmGCGMCGCTACGCCATGGmATGGATACM^^^ 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTTnCTGGAGGCTGGCACCT^ 

>oontigmai20-20010023.seq 

CGACTCnAG:CGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGG 
CCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCGATC 

>contigmar20-20010024.seq 

GAGCAGAGNAAGAGGGAGAAAGCAGCATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAmAATC^ 
ATACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCnGCACAAGmCCTGGGCTGGACCGmCAACAGAG^^^ 

GGATAGGCCCAGAAGnCCTGATGACCGCGACnCGAGCCCTCCCTAGGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGTTCTGAm 

AAGTGCCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACCCGAAATCAAAGATGGAGACnnA^ 

TCAACAATAAAATTAGCAAAGTTAGTCCTGGAGCATTTACACCT 

>contigmai20-2001 0026.seq 

ATCTGTNTCCTCGMCAATATTnATGGmTGTmTCTGTGTGTCAGTn 

ACATTTAl 1 1 1 1 1 1 lAAAGAAAAGATGAAAGGCAGGCCTAmCATCACAAGAACACACACATATACACGAATAGACATCAAACTCAATGCTnATnGTAAA 

ACTGTCAAATGATGTGCAAAACCTmACTGGTTGCATGGAAATCAGCCAAGTTTTATAATCCTTAAATCTTAATGn^ 

CCMAATOTCTTGATACATTCAAATTTGTCTGGTTAAAAAATAGGTGGTAGATAnGAGGCCAAGAATATTGCAAAATACATGA^ 

AmGCATACnACCTAGTGAAACTTnCTAGAATTATTTTTGACTCTAAGTCATGTATGmCTCmGAnATnGC^^ 

GAG 

>contigmat20-20010027.seq 

GAGGCAYTGAGGCAGCCAGCGCAGGGGCTTCTGGTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmnTCTCmGAAAGATAGA^^ 
TATAGTGAATAGGTTACTAAGATAnGCnAGCGnAAGTmTAACGTAATmAATAGCTTAAGAlT^ 
AAQGmCTAAAACATGACGGAGGTTGAGATGAAGCnClTCATGGAGTAAAAAATGTAmAAAAGAAAATO 
ATCrCTmAGAnAAAATGAAGGTGACTTAAACAGCnAAAGmAGmAAAAGTTGTAGGTGAn 

Q 

>^Qtigmar20-20010028.seq 

ASSTCCAGGnGTCTACCTYMTAACAACAATATCTCTGTAGTTGGATCAAGTGACnCTGCCCACCTGGAC^ 

C^TCCAGTAGTGGGRGATACAGCCATCGAGCnCAGATGTGTCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAAnCTCAAGAAA 

AimGTTAATGTCATTGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGT^ 

GIGTAGAATAAAAAGAAATmGCCTGCCATmCAGAATGATCTmGAAGCmCTGn 

T^ETATATGTCAAT 

>laitigmar20-20010029.seq 

AGGCTGNnTCTAGGTAGGAAATGTGGTAGGCTCAGTTnAATGAACAAATGGCCTnAnAAAAACTGAGTGACTCTATATAGCT^^ 
TtLGATATGACTGTmTCGGACAGmATnGnGAGAGTGTGACCAAAAGnACATGnTGCACCTTO^ 

>G|ilt'gmar20-20010031.seq 

(3slTTGCCTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGACAnCTCACATAAGCCC^^ 
Te^tATOGGCTGnGGnCAAACTTTTGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGT^^ 

Cj^GGGCTCTAGGGACTG CCAGG CTGTTTCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGT^^ 

TTOGATGAnGTCATAAGGnmAGCATGnCCTCCTmcnCACCCTCCCCTTm 

Ap^GnCACCTCCAAGCAnTCATGAAAAAGCTGCnCTTAnAATCATACAAACTCTCACCATGATGTGAAGAGm 

>contigmar20-20010032.seq 

TGTCATGAAAGCGTGGACAAGNAAGGCTGCTGGAGGTGGCAAGGTCACCAAGTCTGCCCAGAAAGGTCAGAAGGCTAAATGAATATTATCCCTM^ 

AGTGGTGGAAGAACGGTC TCAGAA GTGnTGTnCAAnGGCCAmAAGTmGTAGTAAAAGGCTGGnAATGATAACAATGCATCGT 

GTGGACCACnTGGnnCTTTmGCGTGTGGCAGnnAAGmTTAAGTTmAAAATCAGTACT^ 

AAAAAGTTAAATGAGA 

>contlgmar20-20010033.seq 

CAAAGGATnGGAGGACTAACTGGACAAATAGTGGCAGCGCmCAACAGCTAAATATAAGAACTGGCCTGAATCTGTGTATTTnTCAA 

ATAAACAGGAACCTGTACGGAAGTGCCCTGGAAGAAGGCCTGCTCTAAAnATCCAGTGTATGGAGAAACGACACAGGTTAGGAGACCGTCGCTmGA^ 

CTCAAACACACAGCMTCAGAATTCAMTAI^CACCTGCCCAGACTGGCTTMTCAAGACCAAA 

ATGTGGnACCCTCAGCTATATCACTGCCCAACATCAGAAAACCTGACGGCTATGAnACCTATGCCTmCTAAAGATCAATACTAT^ 

CAATTACTACTCGnCTGGGCAGACCnATCCAAAGTCTGGTACAACTGTCCTTAGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGA^^ 

CATTTTATTAATAAAGGAATATTTGACATC 

>contigmai20-20010034.seq 

GAGGGCTACTGATAGTACCAGGGCAGGTCCTGGATGTCAGGCGTACnTTGTCCTOGCAGAGAGGGTCTCGTTGCTATCCTCTGACCATGCTACCTCACGCCAATGCCCAAAGCCAG 

GAATAGGTGAGGTAAGTAGGGCAAAACACnGGGAAGAAnCACACnGGGCACCAGCCCTGTGCAGGCATGGCCCTGAGAGGGAGTGGCTCTGCAAGTmGTGCATAACTCCCTT 

CGCnGCCTCACCTCTGTGCCACTCTAGACAATCCmAGTCTGGTCTCTGGCGTTCCnGnCAnCTCCCACCGTAAATCCTACCCAACTTCCTCGCAAGATCAGACACAGCm 

TTCTCTTACTGGAAATGCTGCTCTCGTGATCACCATAAGAAGAGAGGNTCANGCCGGGCATGGTGGCTCAYGCCTGTAAKCCCAGCMCTnGGGAAGCCTTGGCGG 

GGTCAGGAGATTGAGGCGATCGTGGCTAAGACGGTGAAACCCCGTCTCTACTAAAAGTACAAAAAATTAGCCGGATGTGGTGGCTTGTGCCCATAGTCCGAGCTACnGG^^^ 

AGGCAAAAGAATTGCTTGAATCTGGGAGGGGGAGGTTGCAGTGAGCTGAGTTTGCGCCAGTGCACTCCAGGTTGGGGAACAGAGTGAGAGTCGTGTC 

>contigmar20-20010035.seq 

ANAGTGTGGCCGGAGCAGANGGGTANTGTGGTAGAAGGGCAAAGAAGnGGAGTTGTANTCmGGAAAATGAAGGGCCGCAAAGGGAAATAAATC^^ 
AATAAAAGGTGTrTATTGTTTTGnGSCAG 



>contigmar20-2001 0036.seq 
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ATTGCCCACAGTGCCGACAGTTGTGGATAmGMTCnCTTGTCCTCTAGACTAGGGTCAGCAMCTTm 

CTCTGnGTGACGGCTCAACTCTGCCTCTGCCCmTAATGCAAAAGCAGCCATAGACTTAAATGAGTAGGTATAACT^ 

AACCTGTAATGnAGTGCTnGGGAGGCCAAGGCCAAGGATCAGTTGAGGCCAGGAGTTCAAGACCASCCTGRGCAAGATAGT^^ 

GGTGCAGTGATGGCGCGCCTGTAGTTGTGGmCTCCAGAGGCAGAGGTGGGAGGATGAGTCGAGCCTGGGAGGTTGAGGCTGCAAGTGAGCTCTC^^ 

CCTGGACACCAGAGTGAGATTCTGTCTCAAAAAAAGCAGAAGTGACCATGGAGAAATCATATnmCCTGTC^^ 

>(X)ntigmar20-20010037.seq 

AATGGAACAGAACAGAGCCCTGAGAAATAACACCGCATAGCTACAACTATCTGATCTTTGACAAACCTGACAAAAACAAG 

GAAAACTGGCTAGCCATGTGTAGAAAGCTGAAACTGAATCCCnCCTTACACCTTATACAAAAATGAAnCAAGATGTATTAAAGACTTAAA 

AAGAAAACCTAGACATTACCATTCAGGACATAGGCATGGGGAAGGACTTCATGTCTAAAACACGAAAAGGAATGGCAACAAAAGAGAAAAn 

AGCTGGTGCACAGCAMAAGNAAACTAYCATMAGNAGTGAACAGGCAACCTACARAATGGGAGAAf^ 

ACTTAAACTAATTTAG 

>contigmar20-20010038.seq 

GGGTGACAGAGnGAAACTCTGTCTCAAAAAATAAAATAAAATACAmTATATCATOACTTOCTCTTAGGAAnTT^ 

TACCTATGTGACnGAAAGTAGAGTmAGGCCAGGYGYGGTCGGCTCAYGCYTGTAATCCCAGCACmGGGAGGCCGAGRCGGGCRGATCACAAGGTCAGGAARTY 

CCTGKCYAACACRGTGAAACCCCGTCTCTACTAAAAATACA:AAAAAnAGGTGGGCDTGGTGGGGCACGCCTGTAATCCGAGCTACTBGGGAGGCTGAGGCAGGAG 

CCCGGGARGCARAGGTTGGAGTGAGCCGAGATCGGGCGACTGCACTCCAGGCTGGGGGACAGAGCGAGAGTGTGTCTGARMGG 

>contigmar20-20010039.seq 

CGAAAATTRACAGMMAnCATAGTACATMWATCCCCTCCTTCTAAATAGTAAAAAGCTCTGATTGKACAAGAAATTACCTGWGCTA^ 

AAAATGGATnGACAAGKACATAATCAGKTCTACTAACCAAAGCnGTATnGGAAAnTACTTTnGTAGAAA^^ 

ATAGTACTTAAmGTTTATACTGTAAAGTATATGnAAATGCTTnATGACmGAGAATAAAAAGTTAGT^ 

>contigmar21^10002.seq 

agttgaagtaaatccaaagagtgaagatgcaggtggtgctgaaggagaaacacctcatatgcttctcaggccccatgtgttcatgcctgaag™ctc^ 

at^mcccaatcaaggcattatcatcaatcccatgcmccgatgagaccaatatatgcaatggtaagccagtagatggactgactacmgcg^^ 

agstcanamctggatgctaagtccancagtccaccatctccagctcgcagaattactgaagmggggtattccttcccccangata^ 

aawctttcncmaagganctcagtactggcgtmaccaatgatataaaagatgcaggg 

GlffnCAACAGCTAAATATAAGAACTGGCCTGAATCTGTGTAmmGAAGAGAGGTGGCAGCAnCAGCAGTAm 

Gl^CTCTAAATTATCCAGTGTATGGAGAAATGACACAGGTTAGGAGACGTCGGTnGAACGTGGTATAGGACCnCTCAAAGACACACCATCAGAATO 
GfJfTATCAAGACAAAGGTGTCCTTGATAATGAAGnAAAGTGAGTATACTGTGGAGAGGACTTCCAAATGTGG™ 

>c§Rtigmar21-010003,seq 

T^ACCGGGGGGGTCAAATGAAGGTGAATTCAAGGGTGAAGGAAATAGCAAAnCACCTACACAGnCTGGAGGATGGTTGCACGA^ 

T^TATGGAACACGCAAGGGTGTGAGACTACCTAnGTAGATAnGCAGCCTATGACAnGGTGGTCCTGATCAAGAAnTGGTGTGGAGGnGGCCCTO 

ACTCTATGTGAAATGCCAACAAAAAAAATTTAACTGCATATGTGTTCCTCTTGnGTAATGnGTCAACCAGTGC 

Cji^GTATAAmGACAAAGAAAAATGATACTTCTCmTmGGTGTTCCACCMM 

ApW^TAAACTTCAACACTCTTrATGATAACAACACTGTGnATAncnTGAATGCTAGCCCAT^^ 

C^TACGAAATTAGAAAAGCCCTGCGTATmAAGTAGCTCAAGTGGTCAGAAACAGAGATTGTATTCTATGA 

TC5?gTGAnAATCTCCTGGAAGAnGGmAAAAAGAAAAGTGTAATGCAAGAATnAAAGA^ 

rm 1 1 I ICTTGTCATTGCTGGTCAAGATTACT 

>G^tig mar21 -01 0004.seq 

TA^AGCCTCTCTCCCTACTGCTGCTACACAAGiAGGCTGAGACTGACCTGCAGGACGAAAGCATGAAGAGCCTGATCCTTCnGCCATCCTG^ 
Gftl^TGAATCAGATGAAAGCATGGAATCnATGAACTTAATGCCTTCAnAACAGGAGAAATGCAAATACCn^^ 

CGAGAACGCTCTAAGCCTGTCGACGAGCTCAATAGGGAAGCGTGTGATGACTACAGACmGCGAACGGTACGCCATGGnTATGGATACAAT^ 
AGGGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTC^ 

>contigmar21-010005.seq 

GTACGACTCnAGTCGGTGGATCAGTCGGCTCGTGCGTGGATGAAGAACGCAGGTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATGATGGACACTTCGM 
GGCGCGGGTTCGTCGCGGGGCTACGCCTGTGTGAGGGTGGCnGGMRA 

>contigmar21^10006.seq 

CATACACAAnACTGTGTGCTGGACAAGCTGCGGGAGTnGTGGCCTCGCCCCCGTGTTGGAAAGTGGCCCAGGTAGAnCCnGAAGGACAAAGCACGGAAGCTGTACACCATCAT 

GAACTCGTTCTGCAGGAGAAGAmGGTATTCGTGTTGGATGACTGCAATGCCTTGGAATACGCAATCCCAGTGACTACGGTCCTGCCAGATCGTCAGCGCTAAGG^ 

GAGAAAGAACGCAAGAGAACTAAAGnATGTCAGCTACCCAGACnAATGGGCCAGAGCCATGACCCTCACAGGTCTTGTGTOGTTGTATCTGAAACTGTOTGTAT 

CTGGAAAACAGGGCTGGTATTCCTACCCAGGAACCTCCnTGAGCATAGAGTOGCAAGCATGCnCTCAnCCCTTGACTCATGTCnGCCAGGATGGTTAGATACACAGCATO 

TTTGGTCACTAAAAAGAAGAAAAGGACTAACAAGCTTCACTmATGAACAACTAnnGAGAACATGCAGAATAGTATTGT^^ 

>contigmar21-010007.seq 

AAGTAAAAGACTGGNTAATGATAACAATGCATGGTAAAACGTTCAGGAAGGAAAGGAGAATGTTTTGTGGACCACTTTGGTmCI HI 1 1 GGGTGTGGCAGTmAAGTTAnAGTTTTT 
AAAATCAGTACmTTAATGGAAACAAGTTGACCAAAAAnTGTGAGAGAATTTTGAGACCCAnAAAAAAGTTAAATG 

>contigmar21-010008.seq 

GAGGCCTTGAGGCAGCCAGCGCAGGGGCnYTGGTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnTTTCTCTTTGAAAGATA^ 
TATAGTCAATAGG™CT:AAGATATTGCTOGCGTTAAGTmTAACGTAATmAATAGCTTAAGATTTTAAGAGAAA^ 

AAGGTnCTAAAACATGACGGAGGn:GAG:ATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCGCGM 

AATGGTmAGAnAAAATGAAGGTGACTTAAAGAGCTTAAAGnTAGTnAAAAGnGTAGGTGATTAAAATAA:nTGAAG 

AGACCTTGAAATCCATGACGCAGGGAGAAnGGGTCAmAAAGGCTAGnAAGGCAmACTAAAGGCAGACGAAAATGGAAAGAn^ 

>contigmar21-010010.seq 

CTCGGCGAGAGACnCGTCTTCGnAAGTCGGGCnCCCAACATGGCGCAGTGTATTAACATGAGGGAGCTGAATGTGGCGCAGGTAGAAATGGTGAAGAAGCAGGTGGACGAG^^ 
GTGGAGTTCTTGTCCACGTCCATTGCTCAGCTCAAAGTGGTACAGACCAAGTATGTGGAAGCCAAGGACTGTCTGAAGGTGCTGAACAAGAGCAAC^ 
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CCACTGACGAGnCTATGTATGTCCCTGGGMGCTGCATGATGTGGMCACGTGCTCATCGATGTGGGMCTGGGT^ 
CAAGAGGAAGATAGATTTTCTAACCAAGCAGATGGAGAAAATCCAACCAGCTCTTCAGGAGAAGCACGCCATGAAAC^^ 
ACAGCCCTGGGGGCAGCTCAGGCTACTGCTAAGGCCTGAGAGTTnTGCAGAAATGGGGCAGAGGGACACCCm 
GCCAATAAATGTGCCAGCT 

>contigmar21-010011.seq 

GACACGCTmCATCTGTCCCGCTGCGTGTmCCTCnGATCGGGAACTCCTGCTTCTCCnGCCTCGA^ 
CGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTC^ 
ACAAGTGCAGCnGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAA^^ II 11 H I 

>contigmar21-010013.seq 

ACAGGGAACAAAAATAAGATNACAATCACCAATGACCAGAATCGCCTGACACCTGAAGAAATCGAAAGGATGOnAATGATGCTGAGAAG 
AGCGCATTGATACTAGAAATGAGTTGGAAAGCTATGCCTATTCTCTAAAGAATCAGAnGGAGATAAAGAAAAGCTGGGAGGTAAACmCCTCTGM 
GCTGTAGAAGAAAAGAnGAATGGCTGGAAAGCCACCAAGATGCTGACATTGAAGAGTTCAAAGCTAAGAAGAAGGAACTGGAAGAAA 
AAGTGCAGGCCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAAGATGAGTOTAGACACTGATCTGCTAGTG 

>contigmar21-010014.seq 

CTGGCGCAATAGATATAGTACCGCAAGGGAAAGTATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGC^^ 
GAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAARGAGCACACCCGTCTATGTAGCAAAATAGTGGGGAAGATTTATA 
CGGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGnCAACnTAAAmGCCCACAGAACCGTCTAAATGCCCnGTAAATT^^ 
GGACACTAGGAAAAAACCTTGYAGAGAGAGTAAAAAAT 

>contignfiar21-010015.seq 

AGCTGCAGGAATrGCCAGAAAAAATGCCGAmNCTCTTG6GGAGCTGCGTGCCCATGAGAATGAGATCACCAAAGTGCGAAAAG™cm 

TAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAAnGAAAATGGGGCTnCCAGGGAATGAAGAAGCTCTCCTACATCCGCATTGCTGATACCAAT^^ 

TCnCCTCCTTCCCTTAGGGAATOCATCTTGATGGCAACAAAATCAGCAGNAGnGATGCAGCTAGGCTGAAAGGACTGAATAATnGGCT^ 

ChteTGTTGACAATGGCTCTCTGGCCAACACGCCTCATCTGAGGGAGCTTCACTTGGACAACAACAAGCTTACCAGAGTACCTGGTGGG 

TfflACCnCATAACAACAATATCTGTGTAGnGGATCAAGTGACnCTGCCCACCTGGACACAACACCAAAAAGGCTTCnATCCGGGTGTGAGTCTnT^^ 

T0iGAGATACAGGCATCCACCTTCAGATGTGTCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAATTCTGM 

TfilTTGCT 

>|ltigmai21-010016.seq 

GAdATAAAGTAAGTGCTGmGGGCTAACAGGATCTCCTCTTGCAGTCTGCAGGCCAGGACGCTGAnCCAGCAGCGCC™CCGCGCA^ 
CCnCAATAGCCCTACCGCCGTGCAAAAGGAGGAGGCGCGGCAAGACGTGGAGGCCCTCCTGAGGCGCACGGTCAGAACTCAGATACTGACCGGCAAGGAGCT^ 
CllGGAAAAAGAGGGCTCCTCTGGGAGATGTATGCTTACTCTCTTAGGCCmCAnCATCTTGGCAGGAC™TTGTTGGTO^ 
CI^TrTACCGTGGAGAGATGTGCTTmTGAnCTGAGGATCCTGCAAATTCCCn^^ 

CAtrGCAATCATTGATGTGCCTGTNCCCAGmCTCTGATAGTGACCCTGCAGCANTOnCATGACmGAAAAGGG^ 
Ct^ATGCCCCTCAATACTTCTATTGTOTGCCTCCAAAAAATCTGGTAGAGCTCTnGGCAAACTGGCGA 
CtS^GGAGGAAATTCGTGATGnAGTAACCnGGCATCmATnACCAACTnGCAATAACAGAAAGTCCnCCGCC^^^ 
A|ff3ATAAATGCT6GAAGATTAGACACTTCCCCAACGAATTTAnGnGAGACCAAGATCTGTCAAGA 

>IMigmar21-010017.seq 

.C^CNNTmGGCCGGRKMTCATI\^ATCCmACGGCAAGGGTACCCTACGGTACCTGAAAA^^ 

GTs§AnCAGCAAGTnCATCTCAAGAGCnTCCTGTAAAGGCCGCTGCTTTGAGTCCTTCGAGAGAGGGAGGGGAGTGTGACTGCG 
CffiGAnATGAGAGmCTGTGCAGAAGTGCATAATCCCACATCACCACCATCnCAAAGAAAGCACCTCCACCTTCAGGAGCATCTC 
CmCCACCAAACAAGAAGAAGACTAAGAAAGmTAGAATCAGAGGAAATAACAGAAGAACATTCTGmCTGAAAATCAAGAGTCCTCCTC 
AACAATTTGGAAAATCAAGTCTT 

>contigmar21-010018.seq 

CAATGANAACCnGAAAACTAnACCTGGAGGTCAATCAACnGAGAAGmGACATAAAGAGCTTCTGCAAGATCCTGGGGCCATTATCCTA 

ATGGCAATCGCATCTCAGAAACCAGTCTTCCACCGGATATGTATGAATGTCTACGTGTTGCTAACGAAGTCACTCnAATTAATATCTGTATCCTG^^ 

TTCTGTGTGTCAGTTnCATAGTATCCATATTTOTOCTGTnAmCCTCCATGAAnTTAAAATCTGAGGGAAATGT^ 

CCTAmCATCACAAGAACACACACATATACACGAATAGACATCAAACTCAATGCmAmGTAAAmAGGTGGTTTTTnATn 

TGCATGGAAATCAGCCAAGTmATAATCCTTAAATCnAATGTTCCTCAAAGCTTGGATTAAATACATATG 

>contigmar21-010020.seq 

AGAGGACCAGTCCAAACCTGGGCCTGTCTCCTGGATGCACCGCAnCAGTAAGACTCTTTAAnTGGCAAAGGACACACACAGCCTCAGGGGTGACAGGACCTCAGAACACAGT^ 

TTCnCACTGTGCmCTCCTCNTGAAACACATGGTGCATGGAGAGGTTGGCAGnGCTmGGTTCATTCAACAGAAATTCTCCACTACGGGGCTGGGCAC^^ 

ATCCTAGCACTTTGGGAGGCTGAAGCTGGAGGACCACTTGAGCCCAGGAGTnGAGACCTGCCTGGGCAACATGGTGAAACMCTGTCTCTWCTAAAAATACAAA^ 

GTGGTGGCTGGCACCTGTAATTGTGCCACGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGGAGATGGAGGTTGCTGTGAGCTGAGATTGTGCCAnGCAC 

AACAAGAGCAAAACCCTGTCGCG 

>contigmar21-010021.seq 

ATAATAATTAACATTGAmAGGTCnAACAAAGTGCmCACTTATAGAGTGATAmAATTTGGTTCTCAACAACGAGATGGATG^^^ 
AGTTCnATATGTCnATGAGTrTOCCTTACTTAATTCTCCCAACAATCCTATGAGGAAGGTAATGTTnGACCCnGTTTAGAAA 

GCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCAnTTGGGAGGCCGAGATGGGTGGATGACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCT 

ACTAAAAAATACAAAAAmGTCGGGCATGGTGGCAGGCACCTGTAATCCCAGCTACTCAGGAGGCTSAGGCAGGAGAATYRCTTGAACIWrGGGAGGCRGAGG 

GATCGTGCCACTGCCCTCCAGGCTGAGTGACAGAGTCAGACTCTATCCC 

>contigmar21-010022.seq 

ATGNNCNAACTGCnGCNGAGNACNNNTGCNGNNNNCNNCTGCANGNCNNGGCATGGACTANATGAAACANAAATCANAAAGATAATAATTTCTGAATAGCTG 

TTGnGCTGAAAGAAAGACAGAAGATTAGACAAAAGTCmTCTACATGACAACCAGATGCATTTCTGCTmAAGGAGGCACTGTCAAm 

TCmGTCCATGAGCTCTCnnCACCAATnCTTAAATTATAnAAGTTGCAAAATAAAACATTCCA^ 

TnGTATTmAGTAGAGACGGGGmCTCCATGnGGTGAGGCAGTCTCAAACTCCCGACGTCAGGTGATCGACGCGCGTCGGCCT^^^ 
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CCGCGCCTGGCCACTCnTCmTAAAATnAAAGATAAAAATATmATnAAGGCCAGGATC^^^ 
AAATACTATnGAATAAGATGAATATAmAAAGCTAGAAGGCCAGnACTTGCATTTTAGGGTAG 

>contlgmar22-010003.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATG^^ 

TOTGAATCACATGAAAGCATGGAATCnATGAACTTAATCCCnCATTAACAGGAGAAATGCAAATAC^^ 

GAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTG TGATGAC TACAGACmGCGAACGCTACGCCATGGm 

GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTTnCTGGAGGCTGGCACGTG^ 

TGCTTCmCCTGTATATTCTCTTGTCTGGCTGCACCCCTTmCCCGCCCCCAGATTGATA^ 

CATAATAAACTTCTGGTGTGAGA 

>contigmai22-010004.seq 

GTACGACTCTOGCGGTGGATCACTCGGCTGGTGCGTGGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATO^ 
GCCCCGGGnCCTGCCGGGGCTACGCCTGTCTGAGCGTCGGTTGCCN 

>contlgmar22-010005.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnmCTCTTTGAA^ 

ATATAGTCAATAGG™CTAAGATA:TTGCTTAGCGTTAAGTnTTAACGTAAnTTAATAGC™AGA:mTAAGAGA^ 

AAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAG^^ 

CAATGCTmAGATTAAAAT:GAAGGTGACTTAAACAGCTTAAAGT™GmAAAAGTTG:TAGGTGAnAAAATAA:m 

AAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCAmAAAGGCTAGTTAACGCATmCTAAACGCAGACGAARRYRGAAAGA 

G:AGAAGATAGAAGT::TTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGGGAAGAAAAGAATAGAGAAGATAGGGAAATTAGAAGA^ 

AAAmAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACm 

AAATATTGTCAAGAGTTrCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAA:GTATAGAAGATA:GAAA^ 

GGAAATrAmGGTAACCAAmATTTTAAAAGCCCATCAATTTAAmCTGGTGGTGCAGAAAm 

>p^^tigmar22-0 1 0007.seq 

qmGGCCNTNTCTGGCCGGGCCCCCmCCTCNmAGCnTGGTGNAGmCTTTTCCCmGGCTGTTGGTTCAAACTTnGGGA^ 

QQpCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGnTCAGCCAGG^^ 

GWVGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCmCCTCACAnTGGATGAnGTCATAAGGT^ 

TrfVTCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAGGCTGAGAACTCGTTCACCTCCAAGC 

ApBTGAAAGAGnTCACAAATCCnCAAAATAAAAAGTAATGACTOGAAAC 

>cMtigmar22-010008.seq 

TijgmAAAAGAGGTAAGAGCAACGNGCTTTGGGAGGAGAGAAGAGGGAGAAAGCAGCATCnGCCTGGATGAGCCAGGGGACACAGAAG 
AfiMCTCTCTTGCAAGGTTCCCTGGNTGNGAAAATACATGAGATAAATCATGAAGGCCAGCTATCATCCTCCTO^ 

TTATTTGACTNTATGCTAGAAGATGAGGCnCTGGGATAGGCCCAGAAGnCCTGATGACCGCGACnCGAGCCCTCCCTAGGCCCAGTGTGCCCCTOC^ 

GAGTGGNCCAGNGTTCTGATTTGGGTCTGGACAAAGTGCCAAANGATCnCCCCCTGACACAACCTCTGCTAGACCTGCAAAACAACAAM 

ApACCTGAAGAAGCTTCACGCATTGATTCnGTCAACAATAAAATOGCAAAGTTAGTCCTGGAGCATnACACCmGG^^^ 

AiSAAnGCCAGAAAAAATGGCCAAAACTCnCAGGAGCTGCGTGCCCATGAGAATGAGATCACCAA^^ 

GGe?ACCAATCCGCTGAAGAGCTCAGGAAnGAAAATGGGGCTTTCCAGGGAATGAAGAAGCTCTCCTACATCCGCAnGCTC^^ 

CIlCCCTOCGGAAnACATCnGATGGCAACAAAATCAGCAGAGTTGATGCAGCTAGCCTGAAAGGACTGAATAAmGGC^^^ 

iC 

>caB,tigmar22-010009.seq 

AA^CAAAGACAAAAAAAATmACTACTmGAGATTGCCCCAATGTACAGAAnATATA^ 
AAI|:CAAGGAGGAACTCnGATCAAGATGGCGAACCCTGTGTTCAGAACCTCCAAATACTGCCATGAGAAACT^^^ 

TGTGTTAGGAGATAGGGATAnGGCCCCTCACTGCAGCTGCCAGCACnGGTCAGTCAGTCTCAGCCATAGCACmGnCACTGTCCTGTGTCAGAGCACTGAG 

TGAGAGnATTTACAGCCAGAAAGTGTGGGCTGAAGATGGTTGGTTTCATGT^ 

GATGGGGATATTCmGTAAAAAATGAAAATAAAGTTTTTTTAAT 

>contlgmar22-010010.seq 

GSATTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGGCTOGCTGTGCTCGCGCTACTCTCTCnTCTGGCCTGGAGGCTATCCAGCGTACTCCAAA 
TOCTCACGTCATCCRGCAGAGAATGGAARGTCAAAmCCTGAATTGCTATGTGTCCTGGGTTTCATCCATCCGACATTGAAGTTGACm 
GTGGAGCAnCAGACTTGTCmCAGCAAGGACTGGTCmCTATCTGnGTACTACACTGAAnCACCCCCACTGAAAAAGATGAGTATGCCTGCCG 
ACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCATTTGGATTGGGATGAATTCCAAAnCTGGn 

>contigmar22-01 001 1 .seq 

CAGCnAChJAACGACAAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGACATGATGCGCCTCCGGGAGAAATTGCAGGAGGAGATGCnCAAGAGAGAGGAAGCC 

AACACCCTGCAATCmCAGACAGGATGnGACAATGCGTCTCTGGCACGTCnGACCTTGAACGCAAAGTGGAATCTTTGCAAGAAGAGATTGCCTT^ 

GGAAATCCAGGAGCTGCAGGCTCAGAmAGGAACAGCATGTCCAAATCGATGTGGATGTTTCCAAGCCTGACCTCACGGCTGCCCTGCGTGACGTACGTCAGCAATATGAAAGTC 

GGCTGCCAAGAACCTGCAGGAGGCAGAAGAATGGTACAAATCCAAGTnGCTGACCTCTCTGAGGCTGCCAACCGGAACAATGACGCCCTGCGCCAGGCAM 

GAGTACCGGAGACAGGTGCAGTCCCTCACCTGTGAAGTGGATGCCCnAAAGGAACCAATGAGTCCCTGGAAGGCCAGATGCGTGAAATGGAAGAGAACmGCCGnGM 

AACTACCAAGACACTAnGGCCGCCTGCAGGATGAAGATTCAGAATATGAARGRRGGAAATGGCTCGTCACCnCGTGAATACCAAGACCTGCTCAATGnAAGATG 

TGAGAnGCCAGCTACAGGAAGCTGGTGGAAGGCGAGGAGAGCAGGAmCTCTGCCTCTTCCAAACTmCCTCCCTGAACCTGGGGGAAACTAATCTGGATTCACTC 

GATACCCACTCAAAAAGGACAGTTGTGAnAAGACGGTTGAAACTAGAGATGGACAGGnATCAACGAAACTTGTCAGGATCACGATGACCTTGA^ 

AGCAATATATTACC 

>contigmar22-010012.seq 

CGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATC^ 
CCAAAGCTAAGACCCCGGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACAGCCGTCTATGTAGCAAAATAGTGGGAAGAnTATAGGTAGAGGCGAC^ 

CTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCGTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGGTC^ 
>contigmar22-010013.seq 
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CATGCMGnACCAAMCTGTGATMCCCTTTTnACmCTGTAGAGAGTCAT^ 

AAAmAAGGGAAGCTCTATGTAAGGAGACTOGAGCCAAACTGmAAGCTGTATCATCCCAACAAAGTATCCm 
ATTAAGGAAAGTAAAGCTACYCAGNAGCAGCAGGnCCACAAGCACAAACmAGACAmGTACAATmG^ 
TTCmAGATAAACTGAGAGGTTATACAANAACTCAGmCACAAGGGAACAATCTATACCmCTAAM 
CCTTTCTGA 



>contigmar22-010014.seq 

GCmCCGGCGGTGANCGACCTACGCACACGAGTAACI\^GCCCTCTCGCAAAGGATCTCCTTCANTCCCTCTCCAGAAG 

GAAGCCCGAATTCGTACTTCATGGATGTGAAATGCCGAGGATGGTATAAAATCACCACGGTCTTTAGCCATGCACAAACGGTAGTm 

CGTACAGGAGGAAAAGCAAGGCTTACAGAAGGATGnCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTGAAGATGAGTGGGAAACCATCTCAATAA^ 

>contigmar22-010016.seq 

GCTCmCCGCCTCmCCGCGCCGCCACAATGGTGCGCATGAATGTCCTGGCAGATGCTCTCAAGAGTATCAACAATGCCGAAAAGAGAGGCAAACGCCAGGTGC™^^^ 

TGCTCCAAAGTCATGGTCCGGTnCTCACTGTGATGATGAAGGATGGTOCRnGGCGAATTTGAAATCAnGATGACCACAGAGCTGGGAAAATTGTTGTGAACCT^^ 

AAACAAGTGTGGGGTGATCAGCCCCAGATnGACGTGCAACTCAAAGACCTGGAAAAATGGCAGAATAATCTGCTTCCATCCCGCCAGmGGnTCAnGTACTGACAA 

GGCATCATGGACCATGAAGAAGCAAGACGAAAACACACAGGAGGGAAAATCCTGGGATTGimTmRGGGATGTAATMMWTATAmACM 

GTT 

>contigmar22-010017.seq 

CCCGGGACCTCGGCCCCTCNGGCCGGGGACTGNNGACCTGAAACTGATGAGATGAGATGATGAAATGAAATGGTGAGATGAAATGATGAGATGAAATGAAATAGTGAA^^ 

AAATAAAATCGAAATGAAGATGAAMTGATGACGATGMYGMAATAAAATGATGAAMTGAGATGTGATGAGATGAAATGATGACMTGA 

TAATGAAATGAAAnGAAATGAGATAAGATACGAGATGAGATGAAATGATGAGATGAAATGATGAAATGATGAGATAAGATGAAAAGGGnGAGA 

GATGAAATGATGAGATGAAATGATGAGATGAAATGAGGTGAAATGAACTTAGATGAAATGTAATGAGATGAAATGAAATGACMTM^ 

AATGAAATGATGAAATAATGAAATGAAAATGAAATGGAAATGATGAGATGAGAAGAAATGATGAGATGAAATGATGAAATGATGAGATGAGAG 

>contigmar22-010018.seq 

Cl^AGTCTCCACCTTTGGGTCGCnTGCTGnNGTGATATGAGACAGACAGTTGCGGNGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCAC 
C^AGAAAGCTCAGAAGGCTAAATGAATATOTCCCTAMTACCCTGCCACCCCCMCTCnAACTCAGTGGTGGAAGAACCGGTCTCAGAANCCTGm 
TS^GTAGTAAAAGACTGGTTAATGATAACAATGCATCGTAAAACCTTCAGAAAGGAAAGGAGAATGTTnGTGGACCACTTTGG 
TWTAAAATCAGTACTnTTAATGGAAACAACnGACCAAAAATTTGTGAGAGAAnnGAGACCCATTAAA^ 

111 

>f||tigmar22-010019.seq 

Cfy^AAAAAGAACTAGAAGTATCACAACTGTCACAACCTTCCGGAAGGAGTAGCTGACCTGACACAN^^ 
GAICTGnACTGCAACnCAGGGAATNGGTCTGCTGCCCAAAAGAGGTTNTCmGGACGAAAG^^^^ 

(^CATTCCTGAmCCCACAAACTGCACTNCATCAGTNTAACTGCATNCTCTAGmCTATATAAGTGCAATAGNAGCATAGATTCTATAA^ 
TglGTTAAACAAGTAGTAATAAAAGnAATTCAATCT 

>^tigmar22-010020.seq 

AlgTATCTCACTCAAGGTGATACAGCTAATAGTGGCACAGGCAGGAnCAGAGCTGGACGATCCTAAGmGCAmCCTAATCTGAAA^ 

TlSirACCCCCTCACTGTAACTAAATGAnCAATGTATGTAAAATGCCTTATACATAACAAGTACTAGAAACGm 

A111VCAGGGAAmACATAACmAAAAGTGACTATTCGGCCAGGCGCAGTGGBTCACG:CCTGTAATCCCAGCACmGGG^ 

AafcCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAAATACAAAAATOGCCAGGCATGGTGGCACGTGCCTATAGTCCCAG 

GipGGAAGCCAGGAGGCGGGAGGTTGCGGTGAGCGAAGATGCTCTACTGGACTCCAGCCTGGGTGACAGAGACAGACTCCATCG 

>Migmar22-010021 .seq 

AflteTAAGnNACNGGCCTAAAATGmCTANAAAnAGAGmGTI^CTnCTTCCCmGTACCTAA^ 

TACGCCTGTAATCTCAGCACmGGGAGGCCAAGGGGGGCAGATCAGGAGGTCAGGAGnCGAGACCATCCTGGCCAACATGGTGAAGCCCCGTCTC^^ 

GCTGGGTGTGGTGGCAGGAGCCTGTAATCCCGGCTACACRGI^GGCTGAGGYASGAGAATCGCnGAACYCRGGAGRTGGAGGnKCAGTGAGCCAAKATCAY 

AGCCTGGGCAACAGAGCRAGACTCCATCTGGA 

>contigmai23-010002.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGGTTGAGGAAACCGCAGATAAGTTTTnTCTCm 
TATAGTCAATAGGnACTAAGATATTGCTTAGCGTTAAGTTTnAACGTAATmAATAGCTTAAGAT^^ 

AAGGmCTAAAACATGAGGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAG 
ATGCTmAGAnAAAATGAAGGTGAGnAAACAGCTTAAAGmAGTnAAAAGTTGT:AGGTGAnAAAATAA:m 

AGACCTTGAAATCCATGACGCAGGGAGAAnGCGTCAmAAAGCCTAGnAACGCATTTACTAAACGCAGACGAAAATGGAAAGAnAAnGGGAGT^ 

GAAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAATTAGAAGATRAAAACAm^ 

TTAAACCWGAAAAGTAGGAAGGAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGGTAAGGGCAAAATGTAC^^ 

>contigmar23-010003.seq 

GACAACC™GCCAAACCnTACCCAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAG:ATATAGTACCGCAAGGGAAAG:AT^ 

AGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGM 

CGTCTATGTAGCAAAATAGTiGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCmGTTCAACm 

CCTCTAAATCCCCTTGTAAATTTAACTGTTAGTCCAAAGAGGAACAGCTCmGGAGACTAGGAAAAAACGTTGTAGAGAGAGTAAAAAA 

CACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTACCTAAAAAAT 

>contigmar23-01 0004.seq 

CTATCAACmCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGAnCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAG^ 
GCAGGCGCGCAAAnACCCACTCCCGACCCGGGGAGGTAGTGACG 

>contigmar23-010008.seq 

TCmGTGGCTCCGGAAARGCGmGGGATGCCAACGATGAGGCTGCTGTCATTTGTGGTGTTGGCTCTAmGCTGTCACTCAAGCAGAGGAAGGAGCCAGGCTm 

TCACTGCTGAACAGATACGGCGTGGAGGGACGAGACCTGACCnGCAGTACAACATCTACAATGnGGGTGAAGTGCTGCATTAGAGGTGGAACTATCTGATGAnGCn^ 

AAGACTnGGCATTGTGTCTGGAATGCTCAATGTCAAATGGGACGGGATTGCCCCTGCTAGGAATGTCTGCGACACTGTGGTGGTGCGCCCTCTCA^ 
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CTCGGCAACAATOCmCCTGGCCCAGGAGGATGGGCCCGTTGTGAnGGCTCTACCAGTGCACCTGGACAGGGAG 
CTCA 1 1 1 1 CT 

>oontigniai23-O10009.seq 

GANAGCCNCCAGGCTAGGGAGCTTGAGAGCTGTGTGGAAGCCCCCAGGGGAGAGGCTTCAAGGTGGACCACCTGAGTCACCAG^ 
CACTGGnCTGGGAGCAGTGCCAGGATGATGTGACCnCnGTAACAACTATTCCACCCTTTTG 

>contigmar23-O10010.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGAC:CTGCAGGACGAA:ACCA:TGAA:G 

GTGnATGAATCACATGAAAGCATGGAATCmTGAACnAATCCCnCAnAACAGGAGA^TGCAAATACCnCAT^^ 

TCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGTmTGGATA 

GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnnmCTGGAGGCTGGCACCTGATTnGTATO^ 

CAATGCncmCCTGTATATTCTCTTGTCTGGCTGCACCCCTTmCCCGCCCCCAGATTGATAAGTAATG^^ 

TTCCATAATAAACTTCTGGTGTGATACTTTCA 

>contigmar23-010012.seq 

GASCACGCTTnCATCTGTCCCGCTGCGTGTTnCCTCTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGACCCCAAC^^ 
CCGGGTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGGCAAGTGTGCCCAGGGCTC 
GACAAGTGCAGCTGCTGTGCGTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATRGAGCAACCTATATAAACCTC I II II I I I I II I I 

>oontigmar23-010013.seq 

GTACGACTCnAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGAT^^^ 
GCCCCRGGnCCTCCCGGGGCTAGGCCTGTCTGAGCGTGGCTTGCCGAAG 

>contigmar23-010014.seq 

GATTGAAGCCCCCAnCGTATAATAAnACATCACAAGACGTGTTGCACTCATGAGCTGTCCCCACATTAGGCTTAAAAACAGATGCA^ 

qSSTACACGACCGGGGGTATACTACRGTCAATGCTGTGAAATGTGTGGAGCAAACCACAGmCATGCCGATCGTGCT^ 

TPPCCTATAGCACCCCCTCTACCCCCTCTAGAGMC 

>Stigmar23-01 001 6.seq 

ApCCATGCAACAACAAGGGAGCTCACTCAGTGGGTTTGATGTGGTGGATGCTGGCTCGGGAAGTTCTGCGCATGCGTGGCACCATTT^ 

(^CTGTAYnCTACAGAGATCCTGAAGAGATTGAAAAAGAAGAGCAGGCTGCTGCTGAGAAGGCAGTGACCAAGGAGGAAmCAGGGTGAATGGACTG^^ 

ApT;GCTACTCAGCCTGAGGnGCAGACTGGTCTGAAGGTGTACAGGTGCCCTGTGTGCCTAnCAGCAATTCCCTACTGAAGACTGGAGCGCTC^^ 

GMGCTCCCACTGCTCAGGCCACTGAATGGGTAGGAGCAACCACTGACTGGTCnAAGCTGnCTTGCATAGGCTCTTAA 
Q%@TTTC 

>e;cntigmar23-010017.seq 

(^CCCTmCACAAGAATGGCGCCGAANGCGAAGCAAGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCTnAAAG 

^fflACAAAAAGAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCCGAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGA 

C^^TATGCTATCATCAAGmGCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACTTGTGTO^ 

TG^AAGAAGCTGTATGACATTGATGTGGCCAAGGTCAACACCCTGAnCGGCCTGATGGAGAGAAAGAAGGCATATGTTCGA 

Cl^f^ATTGGGATCA 

>ffiigmar23-010018.seq 

GffirGGAATGGCGCCAAATCTTAAAGGCAGACCACGCAAAAAGAAACCATGGCCACAAAGAAGAGATra 

GATGAACAAGCGTTGTTGGTGGCACTnATAAATACATGAAAGAAAGGAAAACGCCGATAGAACGAATACCCTAm^ 

>contigmar23-010019.seq 

ACAAAACCCTCAAGGCCGGGAAGACAGACTTGCAGTTTCCAGTCACCCGAAGCTGTGCCTGGTGACCTTGAGGATCAGTATCCCAAAACA 
GGAAGCGGCAGCAAAnGCAAACTTCTTGGGACAGGAAmAGACGTTGTATCTCCAGGGCCTTGATCAACTGGCTGTOACCACATAGGTGCTCAAG 
GTGACAAGGCAGCCATAGAAAnCATTGTGAAGnAAATGACTnAAGGTAGGAATATGmGTAACTACTACTAACATAGnAGTTA^^ 
MGTTGCTTTCTTCCATTGTGTCTnCTTnACCAAATTTCATGTTAAAGATAAAGGGGGM 

TGGATCACATGAGGTCAAGGAGmGAGACCAGCCTGCCAACATGGTGAAACCCCGTCTCTACTAATAATACAAAAATOGCCGGGTGTGGTG^ 
CAGGAGGCTGAGGCGGGAGAATCACnGAACCCAGGAGGCAGAGGnGCAGTGAGCCGAGATCGTGCGATTACACTCGAGCCTGGGCAACAAGAGGGA^^ 

>contigmai23-010020.seq 

AAmCATATGGAACTAAAAAAGAGCCCGTATAGCCAAGACAGTCCTGAGGAAAAAGAACAAAGCTGGAGGCATCACACTACCTGACTTCAAACTAT^^^ 
CMAACAGATATAAAGACGAATGGAACAKAACAGNAGGCCTCAGNAAAT^^ 

CTAmAATAAATGKRTGTTRGGAAAACTGGCTAGCCATRTGYAGAAAASTGAAAGTGGACGCCTTCCnACACCnATAY 

CCAGAATCTAC 

>contigmar26-010002.seq 

ATAGGCGATAGCAAATTGAAACCTGGCGGAATAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTA^^ 
AACTAGAAATAACTTTGCAAGGAGAGGCAAAGCTAAGACCCCCGAAACCAGACGAGCTACC 

GGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGA:TAGAATC™GTTCAACmAAATTTGGCCACAGAACCGTCTAAATCCCGTO^ 
CCACTACCTAAAAAAT 

>contlgmar26-010003.seq 
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CGGGGAGGCHnGAGGCAGCCMGCGCAGGGG:CnCTGCTGAGGGGGCAGGCGGAGCnGAGGAMCCGCAGATMGmTm 

AAAAAATATAGTCAA:TAGGTTACTAAGATAnGC™GCGTTAAGTTmAACGTAATTTTAA:T^ 

AAGATAAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAG 

AGGGCAATGCTTnAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGTnAGmAAAAGTTGTAGG 

ATTAAAAGACCTTGAAATCX^ATGACGCAGGGAGAATTGCGTCAmAAAGCCTAGnAACGCAmACTAM 

CAAnTGGGAGAAGATAG 

>contigmar26-010004.seq 

GTAAGCAAGTTTTTTmAGTGTAGGAGAAATACTmCCATOm 

TGTAACTGATTAAGAAnGTGATAGTTCAGCTTGAATGTCTCmGAGGGTGGGCTTTTGTTGATGAGGGAGGGGAAACI H I U U 1 1 ICTATANACTTTTTTCANATAACATCTTCTGA 
GTCATAACCAGCCTGGCAGTATGATGGCCTAGNATGCAGAGAAAACAGCTCCTTGGKGAATTGATAAGTAAAGGCAGAAAAGATTAT^^^ 
CCTGAGATTCTTACTACTGATGAGAACAnATCTGCATATGCCAAAAAATmAAGCAAATGAAAGCTAC 
TAACCACAAAAATAATGAAnGATGAGAAATACAATGAAGAGGCAATGTCCATCTCAAAATACTGCnnACAA^ 

>contigmar26-010005.seq 

ATTGCAAAATACATGAAGCTTCATGCACnAAAGAAGTAnTTTAGAATAAGAAmGCATACTOCCTAGTGAAACT^ 
AnATnGCATGTTATGTTTAATAAGCTACTAGCAAAATAAAACATAGCAAATGGCGAG 

>contigmar26-010007.seq 

TCCCGCGGGACTCTCGGCCNTNTnGGCCGGGCAGACCTnGTGTTCTCTTCNmCAGGGTCnGGCTGCCTGTGGGCnCCCCAGGTGGCCTGGAGGTG 

ACAGACACACGATGTTGTCAAGGATGGTmGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAAGCCACCAACCAGAACGTGGmGCCTGAGGCT^ 

AnCTGGGGCTGTGnATGAAAATATAGACATTCTCACATAAGCCCAGnCATCACCATTTCCTCCmACCmCAGTGCAGTnCT^ 

AGCACGGACCTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAGGGCTCnCTCAGGGGCT^ 

CAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCmCCTCACATTTGG^^ 

GTTCCTCCTTTTCnCACCCTCCCCTTTmCTTCTAnAATCAAGAGAAACTTCAAAGTTATGGGGATGGGTCGGATCTCAGAGG^^^^ 

MAGCTGCTTGTTATTAATCATACAAACTCTCACCATGATGTGAAAGAAGmCACAAATCCnCAAA^ 

>^tigmar26-010008.seq 

(^tACGCTmCATCTGTCCCGCTGCGTGnTTCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCA^ 

C^CTCCTGCAAATGCAAAGAGTGCAAATGGACCTCCTGCAAGAAGAGGTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCA^^ 
AlgAGTGCAGCTGCTGTGCCTGATGCCAGGAGAGCTGTGCTCTGAGATGTAAATAGAGCAACCTATAT^^ 1 1 i H 1 1 HI 1 1 1 I I GTANANCCCTG 

>f£ptigmar26-010010.seq 

cMcCGGAACCGCGTCTTCCGTAATTCGCCAAAATGACGAACAGAAAGGGAAAGAGGAGAGGCACCCGATATATGTTGTCTAGGGCm 

C^lATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGTTCAAAAAGGAATGCCCCACAAGTG™ 

(^GCATGCTGTTGGCATTGTTGTAAACAAACAAGnAAGGGCAAGATTCnGCCAAGAGAAnAATGTGCGTATTGAGCACAn^ 

T?BTGAAGGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGTTCAACTAAAGCGCCAGCCTGCTCCACCCAGAGM 

AGCCTGAGCTGCTGGAACCTATTCCCTATGAATTCATGGCATAATAGGTGTTAAAAAAAAAAATAAAGGACCTCTGGGCT 

>Stigmar26-010011.seq 

AKgACAATCCGnGCAAACCCAAAGGACCCANGTACTnCGAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCT^^ 
^TmCTCCCCTCTCnTCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGTTCTATnAm 
CftV^CTGGTGTGAGTCAAAT^CCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCTTf^G^ 
GJ^AAACACCTCTGIATITrTTAAAAGATCAATTGATATTAAAAATGAAA^ 

>||rltigmar26-010013.seq 

G'CATCAGGAGTATCAATCACCTGAGCTCACCATAGTCWAATAGAAAACAACCGAAACCAAATAAnCA^ 
TCAGAGTACTTCGAGTCTCCCTTCACCAmCCGACGGCATCTACGGCTCAACATTTmGTAGCCACAGGCnCC 

nCATCCGCCAACTAATAmCACmACATCCAAACATCACnTGGCTTCGAAGCCGCCGCCTGATACTGGCAmKKTAGAATGTGGGm 
GATGAGGGTCTTAGA 

>contigmar26-010016.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACGATGAAGAGCCTGATCCnCTTGGCATCCTGGCCGGCTTA 

nATGAATCACATGAAAGCATGGAATC™TGAACTTAATCCCnCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGAGCT^ 

GAGARCGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTTGCGAAACGCTACGCCATGGTTTACTGGATACAATGCre 

AAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCmTTTTCTGGAGGCTGGGACCTGATnTGTATCCCCCTGTA^ 

AATGCncmCCTGTATAnCTCTTGTCTGGCTGCACCCGmnCCCGCCGCCAGATTGATAAGTAATGAAAGTGCACCTGCAGTGAGG 

GTTCGATAATAAACnCTGGTGTGATACTTC 

>contigmar26-0l0017.seq 

CAAACTCCCCAGTGAGTGTGAGCAmAAGAASCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAA^ 

ACmGCTGCTAGGAGTTCAAGCCATGCGTGCAAATCGCGTCTCTTGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCTTCCGGAAGGAGnAGCTGA^ 

ATGTCAATGTCCAGGATCATnCTGGGATGGGAAGGGATGTGAGATGATGTGnACTGGAACnCAGGGAATTGGTGTGCTGCCCAAAAGAGGTmG 

GTGATTCCTTGCAACAATCAATGAGAATCTTCATGTATTCTGGAGAACACCAnCCTGAnTCCCACAAACTGCACTACATCAGTATAACTGCAmCm^ 

GCATAGAnCTATAAATTGTTACTTGTCTAAGACAAGTAAAATCTGTG 

>contigmar26-010018.seq 

AnGAATGTAAAGNAATGAAACCTTCTGACACAAAACTTGAGCCACTTGGATGnTACTGCTCGCACTTAAGTAmGAGTGnTTCCCATnC 

AAGGAGACTAGTAGCATCTmCTACAACGTTAAAATOCAGAAGTAGCTOTCATTAAAAAACAACAACAACAACAATAACAATA^^ 

GAAGGATATCAGCCTGnnTTCCCmnTCTCCTGGGAATAATTGTGGGCnCTTCCCAAATnCTACAGCCTCTTTCCTCTTCTCATGCTTC^ 

TGCAGGACTGGCTGTGTGGTTGGACTCGGCTCCAGGTGGAAGCATGCmCCCnGTTACTGTTGGGAGAAACTCAAAGCnCAAGNCGGTAGGTGTAGCCATmG 

ACTGTATmTGTACTGGCATTAACAAAAAAAGAGATAAAATATTGTACCATTAAACmAATAAAACm 

>contigmar26^10019.seq 
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ATGCTGANTCTCAnCGATGCTGTAACCTCCATGMGGTMGMCCATGTCTGnmCnACTGCTGTGTCCCTAGACCTTA^ 

GnGAATGAnAAATGAATTTnCTTGTCCACTAAAGACTnCCTGTAmCATACTNI^CTAGAGACCA^^^^ 

TGTTnTTTCTGAATGTAGCAGACCCnGGCAATGACGmAACTCTCmCTCACCTGAnCCTOT^ 

GCCCGGGTGTGGTGGCTCACGCCTGTARTCCCRGCACmGGGAGGCCGAGGTGAGTGGATCATGAAGTCAGATCGAAACCATCCT^^ 

AAATACAAAAAAmGCCAGATGTGGTGGTGGGGGCCTGTAGTGCCAGCTAGTCAGGAGGGTGAGGCAGGAGAATGGC^^^ 

ATTGTGCCACTGCACTCGAGGCTGGGCGACAGAGCGAGACTCTGTCT 

>contigmai26-010020.seq 

AANTCTCnCmACAGTACAATACTACCTAAGANNATGCAGGAGGAGCCAGGCACGATGGnCCTGACTGTAATCGCAGCAATTCGGGAGGTTGAGAGATGGGAGA^ 
CTAGGAGTnGAGACTAGCCTGGGCAATATAGTGAGACCnGTCTCTACAAAATAAATrriTAA^ 

GGTGGCAGGATCCCnGAGCCTGGGGGGTCAAGCCTGCAGTAAGCCAAGAnGCAACACTGTACTCCAGCCTGGGTGACAGAGCAAGACCKTGTCTC 

TTAGCTGAGTATAGTGGCACACACCTGTAGTCCCAGCTACTTGGGAGGCTAAGGCAGGAGGAGGATGACGTGAGGTCAGGAATTTGAGGGTGGAATGAGTTATGGTG 
ACTCCAGAGTGAGACCCTGTCTCCAAAAAACAAACAAACA 

>contigmar26-010021.seq 

ATATAAAGTCTCAAAACTGGCAGATGAATAATTAGAGAGTAAAATOTTAAGCAAAACAAGGAAATTATTAnATA^ 
GGATAnACTGGAATAAAGCACTTGAGAATTTTCATAGAAAAAAAGTAAGGAAAAGCACTCCCAGGGnAAATATACATTGCTCACAm 
TAmCATAATGGTAAnGATGACTCAGAGGCATGAAAATATCCAGAATTATTnAAGAAnAATOGTAACTAATAATTATCAT 
GCAGACAAATTTTGGTTAACATAGTTCAAAAAGCATTmCTTGCTTAACCCmGnAAGAATTAAAATATAGGCCAGATGCAGT^ 

CGAGGTGGGCAGATCACCCGAGGTCAGGAGTrCGAGACCGGCCTGGCCGACATGGAGAAACCCCAmCTACTAAAAATACGAAAATTAGCCGGGTGTGATAGCATGCGCCTGTM^ 
CCCTGAGGCAGGAGAATCACnGAACCTGGGAGGCGGAGGnGCAGTGACCTGACATCAGGCCACTGCACTCCAGCCTGGGCAACAGGGCAAGACTCCAT^^^ 

>contigmar26-010023.seq 

CAGTGTGGGAACAGTATCTTATnGTAAGACATTCCCAGAAAGTCAGACTCACTCATATTCAGGTGTAAGAAAATATATTCCAATACCA^^ 

ACCCTTCCATTATnTGAATGGTmGAATAGAATGTAmCTmCTATTnAGAACTACTTGGAAATTATTAAACTCAT^ 

QTMAGTAAAATGAAGAAAAAGAnGTCCmGAAGAATCCCTCTCTGTOTTmGATAATTATAmCTCCCAGG 

qefCAYRCCTGTAATCCYAGCAGmGGGAGGCTGAGGCAGGTGGATCATCTGAGGTGAGGAGTTHGAGACCAGCCTGGGCAAGATGGTGAAAGCCCGTGTC^^^ 
dSlCCAG^^^ 

><gitigmar26-010024.seq 

Aj%\GTATGCAmAAAGTACTCAGCTTGGNCGGGCATGGTGGCTCATGCNTGTAATCCCAGCATTnGGGAGGGGAAGGTC 

C'(^IGACGAATATAGTGAAACCGCATCTCTACTAAAAATACAAAA™GCTAGGTGTGGTGGCGCATGCCTrGTAATCCCAGCTACT^^ 

YfgGAGGCRGAGGTTGCAGTGAGGYGAGATKGCACYAYTGCACTCCAGCCTGGGTGTCGGAGCAGGACTCTGTCTCAAAAAGGAAAAGAAATGATGm^^ 

GA^GTGGATGAGAAAATGCATATTAGGTAGAAAnAAGGAAATCTGAATAATGTATGGACnCAAATTGT^^ 

Gi^ATTGGGTACAGGGNTTAGAAGAACTTCCTGTAATAncmCAAmTTCTGTAAACCTGAAACTAACCTAAAGTAAA^ 

AiATACCACAnAAAAAAAAGGGAAAGGAAATGnGGTATCTGATAAGGTAACAnCATAACCAAAAAAGT^^ 

>OTtigmar27-010002.seq 

GgAACCTAGCCCCAAACCCACTCCCCTOCTACGAGAGAACCTOGCCAAACCATnACCCAAATAAAGTATAGGCGAT^ 
C^jAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATA^^ 

A0l^CGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGT:GGGAAGAmATAGGTAGAGGCGACAAACCTA^^ 

AmtSAATCTOGTTCAACmAAAmGGCCACAGAACCCTCTAAATCCCCnGTAAAmAACTGTOGTGCAA^ 

a^iMAAAAmAAGACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGCGTTCAAGCTCAACACCCACTACCT 

G^CGAATCTATCACCCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACATTCTCCTCCGCATAAGCCTC^ 

ACAATCAACCAACAAGTCATTAmCCCTCACTGTCAACCCAACACAGGCATGCTCATAAGGAAAGGTTAAAAAAAAGT^ 

>contigmar27-010003.seq 

GAATGTGATAAGTTCmAAAAGAGGTAAGAGCAACGTGCmGGGAGCAGAGAAGAGGGAGAAAGCAGCATCTTGCCTGGATGAG^ 

ACAGAGAGGCnAmGACmATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGnCCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCGAGTGTGCCCCnCCGCTGT^^ 

GAGACmAAGAACCTGAAGAACCTTCACGCATTGAnCTTGTCAACAATAAAATTAGCAAAGmGTCCTGGAGCATmCACCTTO 

MTCAGCTGAAGGAAnGCCAGAAAAAATGCCCAAAACTCTTCAGGAGCTGCGTGCCCATGAGAATGAGATCACCAAAGTGCGAAAAGn^^ 

CATAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAATTGAAAATGGGGGCTTTCCAGGGAATG 

>contigmar27-010004.seq 

AAGCCATGCCTGCAAATCGCCTCTCTOCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACACAG^^^ 

^I^^^i^J?™^IGI^"^^^GGAGAACACCAnCGTGAn^ 
ACTTGTCTAAGACAAGTAAATCTGTGTTAAACAAGTAGTAATAAAAGTTAATTCAATCCG 

>contigmar27-010007.seq 

Gj^CATGAATCCAGATGGCATGGTTGCTCTATTGGACTACCGTGAGGATGGTGTGACCCCATATATGATm 

TAmGGAGTGGAGGGATTGTTTTTAAGAAAAACATGTCATGTAGGTTGTCTAAAAATAAAATGCATTTAAACTC 
>contigmar27-01 0008.seq 
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GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAMCCGCAG:ATMGTTTTTn^^ 

AAATATAGTCAA:TAGGnA:CT:AAGA:TATTGCnAGCGTTAAGTrTnAACGTAATmAATAGCnA^ 

GATAAAAGGnTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAnTAAAAGAAAAnGAGAGA^ 

GGCAATGGTmAGAnAAAATGAA:GGTGACnAAACAGCTTAAAGmAGmAAAAGnGTAGGTGAnAAAATM 

AAAAGACCnGAAATCCATGATGGAGGGAGAATTGCGTCATnAAAGGCTAGTTAACGCAmACTAAAGGCAGACGA^ 

>contigmai27-010010.seq 

ATAGGACCATTmAmGCAGCnGAGTTTnATATGAAGTTGCATTAnGTGGACn^ 
nGCTAnGTGAGATGGATmAACTGACCTATTAAGGGmcmCGAATGGCACTACTTTAGGGACAT^ 
AAAACAAATCTTGnGCTGATnGTCCAmCTnCCCTGCACmGnACATCTGGGATACAGTCTAACTGATC^^ 
TTTACAGACAGATGAAATAAATTTATTCCAACCNANT 

>contigmar27-010014.seq 

GGWAGGAGCCTCTGTCCCTACTGCTGCTACACAAGACCCTGAGAACTGACCTGCAGGACGAAAACCATGAAGAGCCTGATGCTTCTTGCCATC^^ 
TTGTGTOTGAATCACATGAAAGCATGGAATCTOTGAAGTTAATCGCnCAnAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCA 
ATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCGTGTGATGACTACAGACmGCGAACGGTACGGCATGGTnATGGRTACAATGCTGCGTATAA^ 
GGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnTmTCTGGGAGGCTGGCACCTGATnT^^^ 

>contigmar27-010015.seq 

CTGANTGCANTGGAGTGTGCAnACCTnGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGACAAAAATGACCCCCAmGTGTGA 
mCCTGAATGAGCAGGTGAAAGCCATCAAAGAATTGGGTGACCACGTGACCAACnGCGCAAGATGGGAGCGCCCGAATCTGGCnGGCGGAATATCTCm 
GGGAGACAGTGATAATGAAAGCTAAGCCTCGGGCTAAmCCCCATAGCCGTGGGGTGACTTCCCTGGTCAGCAAGGCAGTGCATGGATGnGGGGGmCCTTTACC^ 
AGnGTACCAAAACATCCACTTAAGncmGAmGTACCATTCCnCAAATAAAGAAATTTGGTACCC^ 

>contigmar27-010016.seq 

AnNGGCCGGGATCCCCACCGCCCTrACGAACAAGANTAANNCGGATGGGTGGnCCTGCTGGCCTCAAGGTCGTGCGTCTGAAGCCTACAAGAANAGTnGGCT^^^ 

aFSGCTCACGAANGTTGGCTGGAAGTACCAGGCAGTGACAGCCACCCTGGAGGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTACCGGAAGAAGAAACAGCT^^^ 

ififgCAGGCCGAGAAGAACGTGGAGAAGAAAATTGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAGACTG^^ 

>b^tigmar27-010017.seq 

Att<5TCnCCTGTNANACCnCGGGTGAAGGCAGTATGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCGTGANTGACTGCCCCCAGCCCANGCCA 
CgfGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCCTGTATnmAAAACATCAATT^^^ 

>cMtigmar27-010018.seq 

(I^AACAGNANACATCAAGGAAATTCTOGAAATTAAAAATATAGmnAAGACCAAAACACTCAGAATGACAGA^ 

AiG|AATCTTCAAGAGAGTAGAATATTAAGACATGCAGAAAATATGAGAAGAAAAAmGAAGTCATAGAGAAAGAA^ 

GCTCmAGATCAAAAAGGCCCACCTAGGCTGGGTGCAGTGGCTCACTCCTATAATCTCGATACTTTGGAAGGCCAAG 

r<|TGCAACACACTGAGAACTTATCTCTACCAAAAAAAAGTAAATAAATAAATAAAAGTAGCCTGGTATGGGTC 

^^CnGAACCnGGAGGCATAGGnGCAGTGAGCCGAGATTGCACCAnGCACTCCAGCCTCGGGGACAAGAGCAAGACTTTGm^ 

>OTtigmar28-29-01 0002.seq 

dSAACCTAGCCCCAAACCCACTCCACCTTAGTACCAGACAACCnAGCCAAACCAmACCCAAATAAAGTATAGGCGATAGAAATO^ 

(^AAAGATGAAAAAmTAACCAAGCATAATATAGCAAGG:ACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAM 

CiSAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGT^^^ 

(^le^AGAATCTTAGTTCAACmAAATTTGCCCACAGAACCCTCTAAATCCCCnGTAAAm 

AlfaAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTGAACACCCACT^^ 

GGACCAATCTATCACCCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACAnCTCCTCCGCATAAGCCTGCGTCAGAnAA^ 

ACAATCAACCAACAAGTCATOnACCCTCACTGTCAACGCAACACAGGCATGCTGATAAGGAAAGGTTAAAAAAAGTA^ 

>contigmar28-29-010003.seq 

TAGCCGAmAGACAATTmAGTATAAGATGACCTAAAAGCTAGAGAGTGGAAAAGGAnACCATAnCCCATCCCTAGCCGTO^ 

CCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAGCGAGGAGnGAATGGTGCATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCTGAn 

GTGGGAAGGACAGnATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAAGCAGTCCAGATOTATAAGCGGAAAGCCAATGATGAGAGCA^ 

ATGTGATTGATAGTCAGGAACmCCAAAGTCAGCCGTGAAnCCACAGCCATGAAnTCACAGGCATGAAGATATGCTGGnGTAGACCCCAAAAGT^ 

AAATTTCGTATmNCTNCATGGAAAnAAGATAGTGCATCTTCTGAGGTCAAnAAAAGGAGAAAAAATACAATTO^ 

GAAAGAGAACATGAAATGCnCTnTCTCANTTTTAnN 

>contigmaf28-29-010004.seq 

CAGGGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGnGTCAAGGATGGnnGGGACTAGAGGCTCAGTGGTGG 

GATCCCTGCAGAACCCACCAACCGGAACGTGGTnGCCTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGACATTCTCACATAAGCCCAGnCATC^^ 

TnCCTCCnTACCmCAGTGCAGTnCTTnCACATOGGCTGnGGTTCAAACTmGGGAGCACGGACTGTCAGnCTCTGG^^ 

CCTCTGTCTTTTGGAGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGGCAAAATCAAGAGTGAGATGTAGAAAGnGTAA^ 
GAGTrGGTGAATCGGTTGnCTTTCCTCACAmGGATGATTGTCATAAGGTmTAGCATGTTCCTSCTmCTTCACCCTSCCCTTT^ 

>contigmar28-29-010005.seq 

AAGAGCAAGGNAGAAGAAACACATCTGGTTTGGAGAAACCATCAATGGTGGCnCCAmCAGCTATGGAGATGACAATCTGGCTCCCAACACTGCCA^ 

CGCCTGCTGTCCACGGAAGGCTCCCAGAACATCACCTACCACTGCAAGAACAGCAnGGCTATCTGGACGAAGCAGGTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAA 

GACGTGGAGATCCGGGCAGAGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAA 

GACCTCACGCCTCCCCATCAnGACAnGCACCCATGGACATAGGAGGGCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCnGTAAAAACCTGAACCCAGAAACAA 

CACAATCCGTTGCAAACCCAAAGGACCCAAGTACTTTCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAG 

CTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGnCTAmAmATTGTCTTCCTGTAAGACC 

AACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAAGTGTGTGTGTCCTACACAATGGTGCTATO^ 
CAAACACCTCTGTATTTTTTAAAACATCAATTGATATTAAAAATGAAAAGA 
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>contigmar28-29-010006.seq 

GTACGACTCnAGiCGGTGGATCACTCGGCTCGTGCGTCGATGMGMCGCAGCTAGCTGCGAGMnMTGTC^nGa 
GCCCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCGAiVIAGAAAAAAAGAAAAG 

>contigmat28-29-010007.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTm 

TATAGTCAATAGGTTACTAAGATAnGCnAGCGnAAGTTTTTAACGTAATTTrAATAGCTTAAGAT^ 

AAGGmCTAAAACATGACGGAGGnGAGATGAAGCncnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAG 

ATGCTTrrAGATTAAAATGGAAGGTGACTrAAACAGCTTAAAGmAGTTTAAAAGTT::GGAGGTGA^ 

AAAGACCnGAAATCCATGACGCAGGGAGAATTGCGTCATnAAAGCCTAGTTAACGCATTOCTAAACGCAGACGAA^ 

GAGAAGATAGAAGTnGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAA^ 

AATTTAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAA^ 

AATATTGTCAAGAGTTTCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAAGTATAGAAGATAGAAAAATATA^ 

AAATTATTGGTAACCAAmATTnAAAAGCCCATCAATnAATTTCTGGTGGTNCAGAAGTCCGG 

>contigmar28-29-010009.seq 

CGGGCGTCGCGGCCGCCCCCGGGGGCrmCGATCCGCCATCTGCGGTGGGTGTCTGCACTTCGGCTGCTCTCGGGnAGCACCCTGTGGTGCCTTCTCn^ 

ACCTGTGTCnGCTmCGATGCGCCTCTGCGGTGGAGCCGCCACCAAAATGCAGATTnCGTGAAAACCCnACGGGGAAGACCATCACGCTCGAGGTO 

GAAAATGTAAAGGCCAAGATCCAGGATAAGGAAGGAAnCCTCGTGATCAGCAGAGACTGATCTnGCTGGCAAGCAGCTGGAAGATGGACGTACm^ 

GGAGTCTACTCTTCATCTTGTGnGAGACnCGT:GGTGGTGCTAAGAAAAGGAAG:AAGAAGTCTTACACCACTCCCAAGAAGAATAAGCAC^^ 

CCTGAAATATOTAAGGTGGATGAGAATGGCAAAATTAGTCGCCnCGTCGAGAGTGCCCnCTGATGAATGTGGTGCTGGGGTGTTTATGG 

GCAAATGnGTCTGACTTACTGTTTCAACAAACCAGAAGACAAGTAACTGTATGAGnAATAAAAGACATC^ 

>contigmar28-29-010013.seq 

ACACCCGGCGCTCCATTAAATAGCCGTAGTACGGAACTTCGCCTTTCTCTCGGCCTOGCGCCAmTTnGGAAACCT^^ 

Q^AGGCTGAAGGGCAAAAGAAGAAAGATGAGGCAGAGGTCCAAGTAAAGCGGTAGCnGnGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAG 

QmCAAGTTGTGGGACTGCATGCTACTGTCTAGAGCTTGTCTCAATGGATCTAGAACTTCATCGCCCTCTGATCGCCGATCACCTCTGAGACC 

IgTGGTCCTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGmAm^ 

^gitigmar28-29-010016.seq 

(^CCAGGGAACTTCGGNTCTTACGGSMKSSSGTAGGAGCCTCTCTCCCTACTGCTGCTAGACAAGACCCTGAG:ACTGACCTGCAGGACGAA^ 

QC^TCCTGGCCGGCTOGCGGTAGTAACTnGTGmTGAATCACATGAAAGCATGGAATCmTGAACnAATCCCTTCAnAAC^^ 

AGAGATGGAGAGCTAAAGTCCAAGAGAGGATCCGAG:AACG:CTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGAC 

q@TACAATGCTGCCTATAATCGCTACTTGAGGAAGCGCCGAGGGACGAAATGAGACTGAGGGAAGAAAAAAAATCTGTT^^ 

/MaGAGCATTACTGAAATACATAGGCTTAT 

>eontigmar28-29-01 001 7.seq 

(pCTGGTAAAAAGCTGGAAGATGGCCGTAAATTCnGAAGTCTGGTGATGCTGCCAnGTTGATATGGnCCTGGCAAGC^^^^ 

G^CGCTnGCTGTTCGTGATATGAGACAGACAGTrGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTGTC 

(^TAAATGAATAmTCCCTAATACCTGCCACCCCACTCTTAATCAGTGGTGGAAGAACGGTCTGAGAAGTGTnGTn^ 

q^lAACAATGCATGGTAAAACGTTCAGAAGGAAAGGAGAATGTmGTGGACCACm 

GmACAACTTGACCAAAAAmGTCACAGAATTnGAGACCCATTAAAAAAGTTAAATGAG 

>e0iltigmar28-29-O1OO21 .seq 

Gf^MACGCiTTnCATCTGTCCCGGTGCGTGTmCCTCnGATCGGGAACTCCTGCnCTCCnGCCTCG^^ 
GCCGGCTCCTGCAAATGCAAAGAGTGCAAATGCA:CCTCCTGCAAG:AAG:AGCTGCTGCTCGTGC:TGCCCTGTGGGCTGTGCCAAGTGTG^ 
TCAGACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAG:ATGTAAATAGAGCAACCTATATAAACCTGGAI 1 1 1 1 H I II U IT 

>contfgmar28-29-010022.seq 

GCATAAAGCCAAATTTCCGTTTAAGTAAnGCCTACAATAAAAAGAAATTTTGCCTGCCATTTTGAGAATCATCTTTTGAAGCTTTC^^^ 
rrrCACTAAATGTAAAATnGGAGTAAATATATATGTCAATATTTAGTAAAGCTTTTGTTnTTAATTTCGAGGAAAAAATAA^ 

CATnGAGATAAAGTCAAATGCCAAACACTAGCTCTGTATTAATCCCCATCATTACTGGTAAAGCCTCATTTGAATGTGTGAATTCAATACAGGCTATGTAAM 
TTTTGAAAAAATAAATTTAAAAATACATYC 

>contigma{28<29-01 0023.seq 

CCGGCGGTGACGACCTACGCRCACGAKAACATGGGTGTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGGAG^ 

TTCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTTTAGCCATGCACAAAGGGTAGTTTTGTGTGnGGCTGCTCCACTGTCCTCTGCCAGCCTACAG 

GAAAAGCAAGGCTTACAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTAAAAGCAGTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACAT^ 

>contigmar28-29-010026.seq 

AGCASCMRGGAGGAGGCAGAGCACAGCATCKTCGGGACCAGTACTCGTCTGAGGCCAGTTGCAGCCTTCTCAGCCAAACGCCGACCAAGGAAAACTCACTACCATGAGAATTGCAG 

TGATTTGCnnGCCTCCTAGGCATCACGTGTGCCATACCAGTTAAACAGGCTGATTCTGGAAGnCTGAGGAAAAGCAGCTnACAACAAATACCCAGATGCTGTGGCCACATGGCTA 

AACCCTGACCCATCTCAGAAGCAGAATCTCCTAGCCCGACAGACCCTTCCAAGTAAGTCCAACGAAAGCCATGACCACATGGATGATATGGATGATGAAGATGATGATGACCATGTGG 

ACAGCCAGGACTGGATTGAGTGGAAGGACTGTGATGATGTAGATGACACTGATGATTGTCAGCAGTCTGATGAGTCTCACGATTCTGATGAATCTGATGAACTGGTCAGTGATTTTGGC 
AC 

>c ontigm ar28-29-01Q027.seq 

GCTTTTGGGTCTCTGACCGCACCATGGCGGrrGGCAAGAACAAGCGCCTTACGAAAGGCGGCAATAAAGGGAGCCAAGAAGAAAGTGGTTGATCCATTTT^^^ 

ATGTGAAAGCACCTGGTATGnCAATATAAGAAATAnGGAAAGACGCTCGTCACCAGGACCCAAGGiAACCAAAATTGCATCTGATGGTGTCAAGGGTCGTGTGTTTGAAGTGAGT 

TGCTGATTTGCAGAATGATGAAGTTGCATTTASAAAArrCAAGCTGATTACTGAAGATGTTCAGGGTAAAAACTGCCTGACTAACnGCATGGGATGGATGTTACCCGTGAGA^ 

TTCCATGGTCAAAAAATGGCAGACAATGATTGAAGCTCACGTTGATGTCAAGACTACCGATGGTTACTTGGTTCGTCTGTTCTGTGrrGGTTTTACTAAAAAACGCAACA^ 

GAAGACCTCTTATGGTGAGCACCAACAGGTGCGCGAAATCCGGAAGAAGATGATGGAAATGATGAGCCGAGAGGTGCAGACAAATGACTTGAAAGA 
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>contigmar28-29-010028.seq 

GAGMGCAGGAGGTTnCMCCTAGTCACAGTAGCAGCACCTACCCCCTCCTCCmCCACACCTGCAMCT^ 

GGCTCCTGTGGCAAAnCCCGGAnAAAAGGTTCCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATC^ 

TCAACAGAGAGGCnATnGACmATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGnCCTGATGACCG^^ 

CAATGCCATCnCGAGTGGTCCAGTGTTCTGAmGGGTCTGGACAAAGTGCCAAAGGATCnCCCCCTGACACM^ 

TGGAGA 

>contigmar28<29-010029.seq 

GTTGGNGGATGACCTTGAlsiCCCTSAGGTAWCGAGTATGGCGGTTCTCTGGAGGCTGAGTGCCGTnGCGGTGCCCTAGGAGGCCGAGCTCT 

CCTGCTCATATCTCAGCAmCTTCAGGACCGACCTATCCCAGAATGGTGTGGAGTGCAGCACATACACTTGTCACCGAGCCACCAnCTG 

CTAGCGAGAGGGTTGTCAGTGTmGCTCCTGGGTCTGCTTCCGGCTGCTTAnTGAATCCTTGCTCTGCGATGGACTATTC^ 

CCnGGACAAGnGnACTGACTATGnCATGGGGGATGCCTTGCAGAAAGCTGGCAAGGCAGGGCnnGGCACmCAGCnTAACCTTTG 

GATGTGGGCAT 

>contigmar28-29-010031 .seq 

GACACCCCGGGAGGTGAGTGAnGCAGAAACTGGCCTTGCATCTCTCTCAGCACACCAAGCTGGAGATCCAGGCmTGTGGGAAAGTGAGGCCACCATGGCTCTG 
TGTCCGGCTCCTYCTGCTTGTCCTGATACTGCTGGTGCTGGGCTGGGTGCAGCCTTCCCTGGGGAAGGAATCCCGGGCCAAGAAAnCCAGCGGCAGCATATGGACTCAGAC^^ 
CCCCAGCAGCAGCTCCACCTACTGTAACCAAATGATGAGGCGCCGGAATATGACACAGGGGCGGTGGAAAGCAGTGAACACCTnGTGCACGAGCCCCTGGTAGATGTCCAGAAT^^ 
CTGTTTCCAGGAAAAGGTCACCTGCAAGA 

>contigmar28-29-010033.seq 

GAGATGGAGTCnACTCTGTCACCCAGGCTGGAGTGCAGTGGCGTGATCTTGGCTCACTGCAACCTCCACCTCGCGGGTTCAAGCAAnCTCCTGCCTCAGCCTCGTGAGCAGCTGG 

GACTACAGGCGCCTGCCATCATGCCTGGCTAATTTTTGTAmnAGTAGAGACGGGGnTCAACATATTGGCCAGGCTGGTCTCAAACTCCTA^ 

CTCCCAAAGTGCTGGGAOTMCAGGCGTGAGCCACTGCRCCTGGCCTAAAAmGTATnTOGnGACAATAATTGTATATCTGAGAAm™^ 

AGTAGTTGGTGAAAGAAAAGGACTTACATAmCTGGATGGAGCAACTATGTAAATGATGGCAGCTCTCATGAGATAGATAATATTGGAATAGAAAM 

ATTTATTTCAAATATATTAAGmGAAGTGTGTAGTATGCAAmAATAGTGAATCTGAAACTCAAAAAnGT™ 

GMATTGCTGGAGTCAGTTGGTTCACTGGGGGATATAAAGAC 

>l§itigmar28-29-01 0034.seq 

AMCATAAATATATGAnGTGAAAAGGTCCACAAATAAAGCCGGAAATAGAGGTGTCAAGATTCATAGTGGACnCAGGATCAAGATA 

qBCTCTTACACATAGAAATGACATWKKAAATGGTGTGTGTGTGTGTGTSTGTGTGTGTGTGTGTGTGTGTGTGGTTATATCTGGTCTCTCAG^^ 

T|^nAGGAAATAACAGACTTCTCAGCTCAAAAAGAAGAGCTGATCTnAAAAAGTCnAAAATATnGCTAATAGAAGATGGCA^ 

>Mtigmar28-29-010035.seq 

GB GGGCC TGAGNATTCTGGATnGTGACAANTCTGCGAAGGGATAGCAGTGCnCTAnCAGTGGAGCACATGTTGGATAGCAGGGTTCTC^ 
yi^GTTmAATCCTAGCTGTTTATCANGAATTGCCTTAGAGCCTTTAAAATATGTAGGTG 

rmTrrGAAAAGCACTACAGGGGGCTGGATCACACGTGTAAACCTAGCCCmGGGAGGCCAAGGCATGTGGATCACTTAAACTAG 

RACCCTGmGCTCAAAAAACACAAAAAGTAGCCAGGCGTGGTGGCGCCCACCTGTAGTCCCAGCTACTCAGGAGGCTGAAGCAGAGGATCACCTGAACCnGGGGGT^^^ 

(B^CTAGCTGTGATTGTACGACTGGACTCTTGCCTGAGTGACAGAGTGAGACACCAATCTCAAAAACAACAAAAAATGCATAnAA^ 

ClQAGAACCCCGTAAATATGGTATGTGnATCTTCTGGTAATnAATGTTTTCTCTC 

>|||itigmar28-29-010036.seq 

Q^AGTGGCTCACGCCTATAATCCCAGCACTTTGAGAGGCTGAGGTGGGCAGATCACGAGGTCAG^^ 

TggAAAAAATTATGCCAGGYGYSGTGGKGGGYGCCWGTAGTCCCAGCTACTYGGGAGGCTGAGGCAGGAGRATGGYGTGAACCYGGGAGG 
YiSGCASTRCACYCCAGCCTGGGCGAYAGAGCGAGACTCTGTCn 

>contigmar28-29^10037.seq 

AGATCGCGGACGGGTTGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAAGGTAACATTGATGACTCGCTCATTGGTGGAM^ 

AGGTACCGAAAGCACAGTAATCACTGGTGTCGATATTGTCATGAACCATCACCTGCAGGAAACAAGTnCACAAAAGAAGCCTACAAGA^ 

AAGGGAAACnGAAGAACAGAGACCAGAAAGAGTAAAACCTmATGACARGGGCTGCAGAACAAATCAAGCACATCCnGCTM 

TGAATCGCAGATGGCAnGGTTGCTCTAnGGACTACCGTGAGGAnGGGKGTGACCCCATATATGAnTTCnTAAGGATGGTTTAGAAATGG 

TmGGATCTATCACCT GTCATC ATAACTGGCTTCTGCnGTCATCCACACAACACCTGGACTTAAGACAAATGGGACTGATGTCATCTO^ 

TTGGAGTGGAGGCAnGTTmAAGAAAAACATGTCATGTAGGTTGTCTAAAAATAAAATGCAmAAAC 

>contigmar2B-29-010038.seq 

CAnGAGCAACGGGCCATGATGACAATGGCGGmTGTGGAATAGAAAGGGGGGAAAGGTGGGGAAARGAWWRAGAAATCGG 
TGGGAGAGTTTYCATmGTTCTGTACTAAGAAAAATTCnMTGCCTKGGGmGCTGTTAATCTRTGRCCm 

nAARTGGATTAAGGGCGGTGCAAGATGTGCTTTGTTAAACAGATGCTTGAAGGCAGCATGCTCCnRAGAGTCATCACCACTCCCTAATCTCAARTACC^^ 

GGAAGGCCGCAGKGTCCTCTGCCTAGGAAAACCAGAGACGYTTGTTCACWTGTnATCTGCTGACCnCCCTCCRCTAnGTCGTATGACCSTGCCAA^^ 

CCCAAGAATRATCAATAAATACTA 

>contigmar30-010002.seq 

GGAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGGAGGGGGAGCnGAGGAAACCGCAGATAAGTTmTTCTCmGAAAGATAGAGAnAATACA^ 

AATATAGTCAATAGGTTACTAAGATAnGCTTAGCGTTAAGmTTAAGGTAAnTTAATAGCnAAGATnTAAGAGAAAATATGA^ 

AAAAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACT^^ 

CAATGCTmAGAnAAAATG:AAGGTGACTTAAACAGCTTAAAGTnAGTTTAAAAGTTGTAGGTGATTAAAATAATnGAAGGCG^^^ 

AAGACCnGAAATCCATGACGCAGGGAGAATTGCGTCAmAAAGCGTAGTTAACGCAnTACTAAACGGAGACGAAAATGGAAAGAnAATTGG 

>contigmar30-0 1 0003 .seq 

CGACTCTTAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGAGACAnGATCATCGACACTTCGAAC^ 
CCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGGGTCGGTTGCCGAWAAAARARAAAAGGAGAAG 

>contigmar30-010006.seq 
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TAGGAGCCTCTCTCCCTACTGCTGCTACACMGACCCTGAGACTGACCTGCAGGACGAMCCATGAAGAGCCT^ 

TTATGAATCACATGAAAGCATGGAATCnATGAACnAATCCCnCATTAACAGGAGAAATGCAAATACCn^^ 

GAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGA 

GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAA AATCT CTTTTTnCTGGAGGCT^^ 

TGCnCTnCCTGTATAnCTCnGTCTGGCTGCACCCCTTTnCCCGCCCCCAGATTGATAAGTAAT^ 

CATAATAAACnCTGGTGTGATACTT 

>conttgmar30-01 0007.seq 

CCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGRAACACAAGAAGA^ 

TTCCTACnCATGGATGTGAAATGCGCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGnTTGTGTGTTGGCTG 

GAAAAGCAAGGCnACAGAAGGATGnCCTTGAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCA^ 

>contlgmar30-010008.seq 

AGTCTGTCGATCCCAGGCCGANACAAGGCAGACAAAGGTTGATTTGTAAAGAAGCTCCTTCCAGCACCTCGTCTCTTCTCGTmGCCCA 

AAGCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACTTGTnTCACCATTGGGCTAACT^ 

GCAAATCGGGTCTCnGCTACAGAAAGATACTAAAAGATGACAAGTGTCACAAGCYTCGGGAAGGAGTAGCTGACCTGACACAGATTGATGTGAATGTCCAGGATC^^ 

GAAGGGATGTGAGATGATCTGTTACTGCAACTTCAGCGAATTGGTCTGCTGCCCAAAAGACGTmCTTTGGACCAAAGATCTCmCGTGAnCCTO 

ATGTAnGTGGAGAACACGAnGGTGATTTGCGAGAAACTGGACTACATCAGTATAACTGCAnTCTAGTnCTATATAGTGCAATAGAGGATAGATTGTA^ 

CAAGTAAATCTGTGTTAAACAAGTAGTAATAAAAGTTAATTCAATCT 

>contigmar30-010010.seq 

GTnGGAGAAACCTAAATGGTGGCnCCATnAAGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCTTCCTACGCCTGCTGTCCACGGAA 

ACATCACCTACCACTGCAAGAACAGCATTGCCTATCTGGACGAAGGAGCTGGCAACCTGAAGAANGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATA 

GGGGGnCAGGTACACTGCGGTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGNCACAGAAGACCTCACGCCTNCCCATCRTTGACAnG 

CACGCATGGACATAGGAGGGGCGGAGCAGGAATTGGGTGTGGACATAGGGCCGGTCTGCncnGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAACCCAAAGGACCCA 

yM3TACmGGAATGTCAGTCAGTGTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCACCCTCTCACAGTTCGGACTmCTCCCCTCT 

/^TGGGCAGACTGCAAAATAAAATCTCGGTGnGTAmATTTTAnTGTCnCCTGTAAGACGnCGGGTGAAGGGAGAGGGAGGAAAG 

GiSACTGCCCCCAGCGGAGGCGAGAAGAGCTCCCTTGAGGTGCGGGGCGCAGGAACTGTGGTGTGTGCTACACAATGGTGCTAnCTGTGTCAAACACGTCTGTA^ 

q^TTGATATTAAAAATGAAAAGAnATTGGAAAGT 

>SAtigmar30-010011.seq 

qleCCGGCGCTCCATTAAATAGCCGTAGACGGAACnCGCCTTTGTCTGGGGCnAGCGGCAnTTmGGAAAC^^ 
C^GGCTGAAGCGCAAAAGAAGAAAGATGAGGCAGAGGTCCAAGTAAACCGCTAGCnGTTGCACCGTGGAGGCCACAGGAGCAGAAACATO 
TAiAAGTTGTGGGACTGGATGCTACTGTCTAGAGCnGTCTCAATGGATCTAGAACnCATCGCCCTCTGATCGCCGATCACCTCTGAGACCCACCTTGCTCAT 
(SWGGTGCTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGTTTATmGTGGG 

>cpntigmar30-010012.seq 

CjCASCAmGGGGACGCTCTCAGCTCTCKGCGCACGGCCCAGCnCCnCAAAATGTCTACTGTTCACGAAATCCTGTGCAAGCTC^^ 

GliaCATATGGGTCTGTCAAAGCCTATACTAACmGATGCTGAGCGGGATGCmGAACAnGAAACAGCCATCAA 

AfSCGCAGCAATGCACAGAGACAGGATATTGCCnCGCCTACCAGAGAAGGACCAAAAAGGAACTTGCATCAGCACTGAAGTCAGCCTOTC^^ 

T^GCCTAmGAAGAYACCTGCTCAGTATGACGCnCTGAGCTAAAAGCTTCCATGAAGGGGCTGGGAACCGACGAGGACTCTCTCAnGAGATCATCTGCT^^ 

AiSeTGCAGGAAATTAACAG 

>Mtlgmar30-010013.seq 

AllQCTCACTTTTANTGAAACAAATGGCCTTTNTTAAAAACTGAGTGACTCTATACTAGC 
TA*rrGnGAGAGTGTGACCAAAAGnACATGmGCACCTnCTAGTTGAAAATAAAGTGTATAT^^ 

>contigmar30-010014.seq 

GCAAAAGATAAGGAAAATATTAATGAAAAATTGAAATGGAGACTAGCCTTGATCCAGAAGGTCCAGCnCTCAGCnCAGGACACATGGCT^^ 

GATCCAGGACnGATGGGTGGGACACAGGCTGAATTTCAGCTTTCACTCnCAGTGGGATCTTCTAGTGCATGGTGCAACCTGCATAATOTATATAGCAGCCCTC^ 

ATAATAGGCCTAGAAAGAGAnAGAAACAAAATAGAAACGAAAGGAAAAAATAGAGGAAAATTTATCTGAGCTAAAGAAA^ 

GTCAAGAGAAGTAAGTGCAAAAGTATCCATAATOGTCTGCATTCAGATGCAGGAACCTGGTGCTAGAGAAGCTGCCTCATGCACAGGAACTGGGCAnGM 
GAGCCTGATGCTGGAGAAACCTGTATGGCAGGAATGAAGAGCTAGAGAAGCTG 

>CGntigmar30-01001 5.seq 

TCCCCATCTCCGCTCGCAGAMYTACCTGGAAGTTTGGGGGTMTTCCYTCCCCCAYTGATACTGmnACTAGGTGCAACTGTGAAGGAAAAACmCTTCm 

TGGCGTTTTACCAATGMTATAAAAGATGCAGGGTACCCCAAACCAATnTCAAAGGAmGGAGGACYAACTGGACAAATAGTGGCAGCGC 

TGAATCTGTGTATTTmCMGAAGAGGTGGCAGCATTCAGCAGTATAmATAAACAGGAACCTGTACAGAAGTGCCCTGGAAGAAGGC 

AACGACACAGGmGGGAGACGTCGCTn:GAACGTGCTATAGGACCnCTCAAACACACACCATCAGAAnCAATATTCACCTGCCAGACTGGC™TCAAGACA^ 

TAATGAAGTTAAAGTGAGTATACTGTGGAGAGGACTTCCAAATGTGGnACCTCAGCTATATCACTGCCCAACATCAGAAAACCTGACGGCTATGAm^ 

ATACTATAACATTGATGTGCCTAGCAGAACAGCAAGAGCAATTACTACTCGnCTGGGCAGACCTTATCCAAAGTCTGGTACAACTGTCCnAGACTGATGAGCAAAG 

TAATGAAGAAATGAATAATAAAimGACACTGAAAAACATmATTAATAAAGAATAnGACATGA^ 

>contigmar30-010016.seq 

TGGAAACCTAAGAGnnATTnCTAAAGCAGAATACATTCCATTAACTTGACATGCTTTAAAAAGTTAnAAGGCCGGGCATGGTGGC 
CGAGGCRGGCGGMTCAYGAGGTCAGGAGATCGAGACYATCCTGGCTAACACGGTAAAACCCTGTCTCTACTAAAAGTGC 

>contigmar30-010017.seq 

AGATTGAGGTTCATCATCAATAGNATAAATGATAGAACAATTAAACAAGAATAAATAAAGGTGAATCAnGTTCAATTATGAATAT^ 

AAACACAGATGCCCCTTAAAGAAATGGATCATGAGTCCCGCCACTGCACTCCAGCCTGGGYGACAGAGCGAGACTCCRmCAAATAAATAAATAAGTAAAM 
TAACTCnACnGAAmATTAAGAATACACAGATGATGnGCCAAAGTGGCAATCAAAnGCmGTCAmnTACnmATGTAT^ 

TGnCTGTCACTCAGGCTGGAGTGCAGTGGCGTGATGTCGGCTCAnGCGGTCTCTGCTTCCCGGGnCAAGTGATCTTCCTGCCTCGGCCTCAGGAGTAAC 
GCACCAAACA 
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>contigmar30-010018.seq 

TGCAGTGGCTCACACCTGTMTCCCAGCACTnGGGAGGnGAGGCGGGTGGATCACTTGAGGTCANGAGnCMGACC^^ 
GTACAAAAAATGACAGGCGCGGTGGCTCATGGCTGTAATCCCAGCACTnGGGAGGCCGAGGCAGACGGATCACGAGGTCAGVAGAT^^^^ 
CCCGTCTCTACTAAAAATACtAAAAAATOGCCGGGCGTGGTGGCGGGCACCTGTAGTCCCAGCTACTCGGGAGGCT^^ 
CAGTGAGCCGAGATCGCGCCAnGCACTCCAGCCTGGGCGACRGAGBGAGACTCYGTCACA 

>contigmar30-010019.seq 

aacggaaaaggagaatcgcttgaacccgggagacggaagttgtggtgagctgagattgcaccattgcactccagcctgggcaacaagag 

aataaataaataaataaatagaataaaaaatacaaaatttggccrggcrcggtggctcaygcctktrrtyccagcacm^ 

tcaagaccagcctggccaacrtggtgaarccccrtctstrctaarrwtascaaaaa™gccgggcgtggtggcaggcgcctc^^ 

GGATCGCTTGAAACTGGGAGGTGGAGGnGGAGTGAGGTGATAACTGCACCACTGCACTCCAGCCTGGGTGATA^^^ 

>contigmar30-010020.seq 

CCCAGCACTTACATTAATCAGnATGTGGCTGGGCACGGTGGnCACCCCTGTAACCCCAACACTnGGGAGGCCAAGGCGGAGGATCGCCTGAGCCCAGAAGGTC 

CGAACCATGATCACACCACTGCACnCAGGCTGAGTGACAKAGTGAGACCYTGTCTmCAAAAAATTOCAAATOGCCAGCATGGTGGCACGCCCCTGTAGTCCnG^^^ 

CTGAGGCAGGAGGATCACTTGAGCCCAGGAGTTGGTGGCTGTAGTGAGCTATGATCACACGACCACACTCGAGCCTGAATGACAGATTAAGACCnGTCACm 

>contigmar30-010021.seq 

ACAGACAmGTGGAAAACAGTnGTAGAGCTTCCTCAATAAAAACACATATGATNCCAGCAATCCCACTACTGGGTATTATATCCAAAAGG 

ACTTCCACGnCACTGAAGCATTGTTCACAATCGCCAAGACATCAACCTAAGTGTGCATCAACAGAAGATAGATAGGGCTGAGCGCGGTGGGCCACGCCTGTA^^^ 

GAGGCCAAGGCAGGTGGATCAmGAGGTCAGAAGTTCTTGACCAGCCTGGCCAACATGRTGAAACCGCRTCTCTAGWAMARAWAATACAAAAA 

GCCTGTAATCCCAGCTGCTCGCGAGGCTGAGGCAGGGAGAATTGCTTGAACCCGGGAGGTGGAGGTTGCAGTGACCCAAGATCATGCCACTGCACTCCAGCCTGGGCAACAGAGG 
GAGACTCCATCTCAAAATAAATAAATAAACAAACAAACAAAGGACTGAGATAATCAATTTGCTATTGAAGAAAGTGTGGTAAA^ 
GGTACAAATTnAGTAATGTGAATACGCAGTCTTAAAGATGGGCGTATCTCTTGCCTCAATAATCTCACnAAAAGTCTATGCCA^ 
CACTiTGGGAGGnGAGGCAGGAGGCTCGCTTGAGCCCAAC 

>t^tigmar30-010022.seq 

(^GnAATGAGAAmCCCCATTGTAGAGAATnCCTTCCTACTGAGAATGTACCTCTATTCCCCCTGCCCTAGCTCTTCTCTAACTTGG™ 

Ad^CGATTTCTCTTTAGTCGTTGGTGmGAAGTACCAGCACAATTTGAGCATTCCCATTAACAAAGGTGTTCACAGnGAGA^ 

TSICAGCACTnGGGAGGCAGAGTTGGGAGGATCACCTGATGTCAGGGGmGAGACGAGCCTGGTCAACATTGCAAAACGnGT^^^ 

C^T^GCGCATACCTGTAATCCCAGCTACTWGGGARGCTGAGGCAMRAGTAATCRCnGARCCCAGGAGRCRGAGGTTGCAGTGA 

Q|§AGAGTGAGACCCCGT 

>aSi)0481.seq 

TfSAATCTTAGTTAACmAAATTTGCCCGCAGAACCCTCTAAATCCCCTTGTAAAmAACTGmGTCCAAA 
Ajj^AAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCGACT^^ 

>(fcrb0484.seq 

AtSATCAGAAATTCTGAAGAATCTAAGCCGGTTGCAATGAGGTGTCGCTGCAGGAGCATGCACnCTTGGTAGCAGAATGGAATGAACCATC 

CijPTGATCTGTCCAGTGAAGAGGGTTGGAGACTGTTCAAGATCGACAAGGAGTACnGCT^^ 

TJIpAATAAATTCCCAACnCTCnGCmCTATGCTGmGTAGTGAAATAATAGAATGAGCACCCAnC 

>ep)0485.seq 

Cp^GGGCCTCATATAAGTGTAATCATACAGTAmGTCTTTnGGGTCm^^ 

CmGCTGAATAATATTCCACTGTATGGATAGACCCCATmGTTOTTCACACATCAmGGACAmGGAnAnTCTC 
TAy^AGTTnTGTGTGAACATATGTTnCAAnCTCTCAnATATACCTAGG^^^ 

>ncrb0487.seq 

GAGAGCCGCGGnCCCGGGCACAGGGGATGGACGCGGGAGGmATGGTAAAACAGGCAGAGAACATCTGCAGGCAAGCCACAATCCAGCCAAGAGATAATAAGAGAGA 
AATTGGAGGGCTCTGAAACAGCAGCnGTCAACAAGTTTACTCTCCGTCnGTGTCATGTGTTCAGCTGGCCAGCAAACTTTCCnCCGAM^ 
AAmCCTCCAGGCTCTAGGCTATCTACACACTAAAGAAGAACTGCTGGAATCAGAGCTTGATGTTmGAAGTCCTTGM 
GACGCTCCTAGAGGrmAGGATACAATGGCT 

>ncrb0488.seq 

AACGTCAAGGAGCTGGAAGTGCTGCTGATGTGCAACAAATCnACTGTGCCGAGATCGGTCAGAATGmCCTCGAAGAACCGCAAAGCCATCGre 
ATCAGAGTCACCAACCCCAATGCCAGGGTGCGCAGTGAAGAAAATGAGTAGGCAGCTCATGTGCACGTTTTCTGTnAAAT^ 

>ncrb0491.seq 

CGGGAAAGNAGAAAAAGTAGAGTAGTAACTAGAAAGAGTAGCGTGCTAGGGAACGGGAGAGAGAAAGAGAAAAAGAGAGAGATCGTGAAAGGGATAGAGACCGA 

GAGCGGGAAAGAGAGAGGGAACGAGACAGTGAAAAAGAACGGGAACGAGAAAGAGAAGAGAGAGAGAGGGAGAGAGAGCGAGAACGGGAGAGAGA^ 

CGAGAAAGAGGGAGAGNAAAGGGGGATTAAAGNAACGAGAACGCC 

>ncrb0492.seq 

ATAATTCTCTGCTGAAGCTGTAGCCTAAAAAGCCAAAAGAAAGTTGTCTTCATTGTACAAACATATTCATCACmAACAATAAGGGAACA^ 
TGTTTCAATGAGCATGTGCCTAAGATAAACCAGAATTGGCAGTTAATnAGGCATCTAGAAAATCTCAGTTCCCACCAGTAAAA™ 

GGCATACTGAATAAATAACATTAACnGGGAGCCAAGAGCTGGGTAAGCCnACCTTOGACTACTCTGTGACTACAGAAATAAAGCCAGCACTmGGAACTA^^ 
CAGTATCATAAAGAGTATTGCCCAACTGAACTTTGCTCCCAGTGGmAATAGTTACnAnTCTGCGTAAGCACTGACCnCCGAnnAGCCA^ 

>ncrb0493.seq 

CTGGCmAAAGC™CTATAAAGCTCAGATAATNATGTAGTGGGTACTGGTGAAAGAATAnCAAATAGACCAATGGAATAGAATAAAGAG 
AATGATCmGACAAGGGAGCAAAGGCAATACAATGGAGCAAAGATGGTCnnCAACAAATAATGCTGGAAAAACTACACATTAACATACAACAACA^ 
GTGTAAACACAGATCmTACCCTTTGCAAAAATTAACTTGAATCATAGACCTAAATGTAAAATGCAGAACTATAAAACTCCCAGAAGATAAC 
TGGGGAGTGGCAmmAGATACAGCTCCAAAGGCACGATACATGAAGGAAATGATTGAGAAGCTGGACTTAAGTAAAATTTAAAACTTC 



i 
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>ncrb0496.seq 

GACMTCGAGTAGTACTCCCGATTGMGCCCCCATTCGTATMTMTOCATCACMGACGTCTTGCACTC^^ 

TCTAAACCAAACCACmCACCGCTACACGACCGGGGGTATACTACGGTCAATGCTCTGAAATCTGTGGAGCAAACCACAGm 

TCTnGAAATAGGGCCCGTATTTACCCTATAGCACCCCCTCTACCCCCTCTAGAAC 

>ncrb0497.seq 

TACCTACCTTGGCCTCCCAAGTGCTTGGATOCAAGCATGAGCCACCGTGTCCGGCCCCCTCTGACATTCTTGCnGGAmC^^ 
AmAATATGTGACCTATGTAAAATATOmCTTAGAAAmCTTATCACTCAGGTGTATACAnTGTCACAAGGTC 
TTnACCTTATCAGGnAACAAATGTTACACCCTAGnAATAAmGCAnTTGTGGTGCTTAAGAGA^ 
ATCAATGTGTGATGAAGCAAGTAGGGT 



>ncrb0499.seq 

ATTAACAGGAnTACTCACATTTCTGGAACTAGCTAmTOGAAGACAATAATCAGGGCTTAATTAGAACAGGCTGNAm 
ATAGCATTTTACCCCTGGAnATAGCACATCTCATGTnTATCAmGGATGGAGTAATTTAAAATGAATTAAATTCCAGAGAACA^ 
AACCACTTGmGGAGCCTGGCACAGTCCTCCAGCCTGATCAAAAATTATTCTGGATAGTmCAGTGTGCmCTGGGAGGTATGTACTTCnCAAm 
ATAGTGAAAATACTTGGAAGCTACTTTAAGAAAACCAGTGTGGGCnnTCCCTCTAGCmAAAAGGGCCGCTTTTGCTGGAATG 

>ncrb0500.seq 

GnAmATTATmCACTTmAmmTGGGATGGGGTCmCTATGTTACCCCAGGCTGGAnAGAACTCCTGGGCCTCA^ 
GGCAGAGGAATGGCTTGAACCCGGGAGGGAGAGGTTGGGGTGAGTGGAGATCATGCCCATTGCACTCCAGCCTGGGTGATAAGAGG 

>ncrb0503.seq 

GATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGAnCCGGAGAGGGAGCGTGAGAAACGGCTACCACATCCAAGGAAGGGAGC 
AATTACTCACTCCCGACCCGGGGAGGTAGTGAC 

>iicrb0505.seq 

dAtAGGGAATGAAATCCCAGCGGACCTGCATCAAAAACTTGGCAAAGCAAnGAATTGGAAGCAATAAAACCGACTOTCAAGTCCT 
/^TGAAGnGAAAAGACAGCAAATCTTGTCATTAGCAACTGGAATCAGCAAATTAAGGCCAAGAAGAAATTAATGGTOGTACCAAG^ 
QejCCAAGCAATCTATGACTGAGAAGGAGAAGCGGAAGCTCCTCAATAAACTGACAAAATCAACTGAAAAGTTGGAAA 
T||IACCAGACTGAAATGGGAAAACACACTAGAGAACTGCTACCAGAGCATTCTGGAGCTGGAGAAGGGAAGAATTCAACTTTT^^ 

>yc|b0506.seq 

C€JTGGGGNAAnTCCGGCCNT™™GCCCCGGGCCGGGAAANNTGTAT^WNAGTGTGTAANCTAGNANGAGTGCCG 

a^Sgatcgtgaaagggatagagacccgagaccacgatcgagagcgggaaagagagagggaacgagacagtgaaaaagaa 
g^cgagaacgggagagagagcgagagcgagaacgggaacgagaaagagcgagagaaagggataaagaacgaga 

m 

>ncrb0507.seq 

(SaSGTCCCTATCAnAAAAGANGCAGCTCnGCCCAAAAAGACAGTTCCTCTGCTGACTOCCCCCAAAGGACCGACC 
T^AGTACTGTCAAGGAATOTCCAAGACAGACAGAATGGGCACCCAGCTGAATGTAGCCTGTAAACTCTCAAATAATCGCAmCA^ 
q/lgCCACAAnCTGATGACCTnCCAGAGAGGGAAATGCTAGGCCCATTTTCnCACTCGAAAGGACAAT^^ 
Aa^TCCATAAAGAAGATGAACCAGCATGGAAACCTGTGAAGnAGCTGGGCCAGGCCAAAGAGAGGnGCCAGACCGGCCCATAA^ 

>jib0509,seq 

GMTATCGAATmAAGGmGAGTCCTAnCTTGTGCCAGGAGAGAATGACAGAATAGTAAGTGAmCCT^^^ 
>h¥b0511.seq 

GCTGCTCTAAGCTGCAGCAAGAAAAGTGTGTGTGAGGGGAAGAGGCCTGTnCGCTGTGGGGTCTCTAGTTCnGCACGCTCTnAA 
CAGCTCCCTTCnGCAGAAGGGAGGGGGAAACATACAmATTCATGCCAGTCTGnGC 

AnCCGCCCACAGAGAGTCCTGGAGCCACAGTCTTTmGCrnGCAnGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCGCmCG 
ATCAACTGCnCA 

>ncrb0513.seq 

AGGGCTAAGTnAGGGTACAGTTTGGCTAGGTATCATTCAACTCTCCAATGTTGTATTAATNACCTCTCTGTAGmATGGCAGAAGGGAATTGC^ 

CCTGCCCTAAGGGACTTAACTTGmGGTAGTTAGCCATCTAATGCTTGTmTGATATTTCnGCmCAATTACAAAGCAGTOCTA^ 

CTmGTTGmATATACAGTACACAGATAGGTTGAAAGGAAGAGCTAATAAATCTCncmGCTGCAGTCATCTACT^ 

>ncrb0514.seq 

CGACTCTTAGCGGTGGATCACTCGGCTCGTGCGTGGATGAAGAACGGAGCTAGCTGGGAGAATTAATGTGAAnGCAGGACACAnGATGATCGACACnCGM 
CCGGGTTGCTCGCGGGGCTACGCGTGTCTGAGCGTCGCnGCCG 

>ncrb0519.seq 

TCCCCCGGGAATrCGGCCTTATGGCCGCTTCTAGAGCGTGGACACCCCCCCAACCCCCGCACCAAGCAGACAAAGTCAATAAAAGAGGTGTCTGA 

>ncrb0522.seq 

GAATGTOGnAACmAAATnGGCCACAGAACCCTCTAAATCCCCnGTAAAnTAAGTGnAGTCCAAAGAGGAAGAGCTCTnGGACACTAGGAA^^ 
AAAAmAACACGCATAGTAGGCCTAAAAGGAGCCACCAATTAAGAAAGCGTTCAAGCTGAACAGCGACTAGCTAAAAAATG 

>ncrb0523.seq 

AANCCTAGCTAATTAGTGGGANCTGTCGCGGCACCACAGGTAGTCTGTAAAGAGCGGGAAAGATAGCTTmCAAATGGGCCAGmCACAGACACAGA 

AAAGAGGAAAACATGGCCTAnCAAAGGAGCAAAATTAAnGGTAGAAATCAAACGTGAGAAAGGACAGACATCnACTAACTAGGGA^ 

AAAGAGTGAAAGGAAAGCATAT 



>ncrb0524.seq 
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CCGGGANnCGGCCNnATGGCCCGGGCAmGmnATnAnTAGTAGTGGGGTTOTmnCCCATGGCTGmmATATGTCTGCATCTGW 
CCAnCTTCTATTTGAACGTOGTATmAATACTGACTmAAAAAATATATGTGACAGGGATCAAA^ 
CACCTnCCCmCTCTCTmCTGTTCCTCATTCGTCTGCTCATAAGGAGGAATGTTGAACTCTGCTGACTGG^^ 
GAAAAAGCATGGACATATATTTTAAAAAAATAAGA 

>ncrb0525.sec| 

GTTGGCTAATTnGTNAGCACAGCTGTGGTGG GAAGAGn AGGGCCAGTGTCnGAAAATCAATCAAGTAGTC 

AAAGGAAAAATACAAGTGTTTTCGGGGCATACATTTTTTTTCTGGGTGTGCATC^ 

CTTCTTCCCAGGTGTGCCAAGGAATTAATCTTGGTTTCACTACAATT 

>ncrt}0526.seq 

AGAAACAACTAAAATACTCAGAACTTTTGnGAAGCCCACAACAGTATAATAGGGAGACCTGGGAAAGCAAAGGGAGCC^^ 
GCACAAATTGCACCCAGGGCAGCCACTAGAAGAATCAGTGAATTAACATGTGTAAAGTACCCAGAAATATCCAGAGGTGATATGTGTG^ 
CACAAGNTNGGGAATGATGGCTCCmTGCAATGGCCAGTAAGAAAGCTGGGGAGCTCAAAGGTTGAGATCAGCCCTGTAAGCCAGATGAGAGTC^^ 
TTCACCCGGAAGTGCCATATTnGAAGGAGGCAnCAATTCAGTAGCAACAGAGGAAG 

>ncrb0529.seq 

ACGGTGAGGATGGTGTGACCCCATATATGATmCTnAAGGATGGmAGAAATGGAAAAATGnAAGAAATGTGGGAAnAmTO 

CnGTCATCCACACAACACGAGGAGTTAAGACAAATGGGACTGATGTCATCnGAGCTCnCATnAlTTTGACTGTGATTTA 

ATGTAGGnGTCTAAAAATAAAATGCATlT 

>ncrb0530.seq 

GTCCTAGAGATTGGnAGAAGGACAGTTAGGAAGTAACAGnTAGCATnCCATCTGGGACTAACTATTTGTGTGATAmGACAATTnnAAAAM 
CACGATCGACATnCCACAATGGCAAATTAmATGCTCAGmCTTTGCCTATAAAAnAAGATGGGGGTGGGCGCAGTGGCTCACGCCTGTAATCTCAGCACm 
CAGGTGGATCACTTGAGGTCAGAAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCCACTAAAAATACAAAAATTGGCCGGGCACAGTGGCTCACGTCTGT^^ 
;5£JTTGGGAGGCCAAAGCAGGTGGATCACAAGGTCAGGAGTTCAATACCAGCCTGGCCGAGATGGTGAAACTCGATCTCTACGC 

>^0531.seq 

Q^TCCTGAAGCTGAGAGCAnCGGGCCGAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTGGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGTACTCCAAA 
TMTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCTGGGmCATCCATCCGACATTGAAGTTGAC^^ 
GiAGCATTCAGACnGTCnTCAGCAAGGACTGGTCmGTATCTCnGTACTAGAGTGAAnCACCCCCACTGAAAAAGATGAGTATGCCTGCCGT^^ 
/sfflCCAAGATAGTTAAGTGGGATGGAGA 

>nlb0536.seq 

y^i^ATATAGGATGTGAGGGGAGGGGTGAGAACAACTAGCTGTAGCATGTGTAGGCTATATAGmACCAmGACTC 1 1 1 1 1 I I I i I l A AATA 
>ncrb0538.seq 

ATGGCTCGGGNATTCACACAGNAGGGTAACGCATGTmCATTCCCmATAGATGAGGAAACTGAGGCCCTTGGAGGT^ 

d@GTCACTTCTATmCTTGTCTGTAATCATACTCAAACCCAGATCnCTAAGTCATCATCTAG™ 

T|^mATTCAATACCCACGCCAGGGACCGTTTTCTAGAATAGAGGTATGAAAACATAGAAAAAGCCTCTGTCCTC 

>hMb0540.seq 

(^AnATTTTGATGCTGnGTTGATCnCmTGAGAAAGTAGnCTA TCTCGAA AGGGGAm 

WjGTCATGTACTCGTGGAAAGTAGAAACTATCTTnGTGTmGCAAAATIT^ 

/^i|ACmGTGATTTTCCGA™CTAAAGTAGGCTAGAGCTGTTmACAATACCCCTGAG™^ 

>ncfb0541.seq 

AGAAATAGCTGGTCGTGATGGCTCCTGCCTGTGGTCCCAGCACmGGGAGGCCGAGGTAGGTGGATAGCnGAGGTCAGGAGnCGAGACCGGCCTGGCCA^ 

TGTCTGTACTAAAAGTACCAAAATTAGCTGGGCGTGGTGGCGCACGCCTGTAGTCCCTGCTACTTGGGAGGCTGAGGCAGGAGAATCACnGAACCT^ 

AGCAGAGATCGCACCACCACTCCAGCCTGGATGACAGAGTAAGACTCCGTCTC 

>ncrb0543.seq 

CTCCTGATNGCAGAGTTGATCmGCCGGAAAACAGCTGGAAGATGGTCGTACCCTGTCTGACTACAACATCCAGAAAGAGTCCACCTTGCACCTGGTNCTCCGTCTC^ 
ATGCAAATCTTCGTGAAGACACTNACTGGCAAGACCATCACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAACGTCANAGCAAAGATGCAAGACAAGGAAGGCNTNCCTCGTC^ 
CAGCAGAGGnGATCTTTGCCGGNAAGCAGCTGGAAGATGGGCGCACCCTGTCTGACTACAACATCCAGAAAGAGTCNACCGTGCACCTGGTGCTGCGNCTCAGAGGTGGGATGCA 
GATCnCGTGAAGACCCTGACTGGTAAGACCATCACCCTCGAAGTGGAGCCGAGTGACACCATTGAGA 

>ncrb0544.seq 

GAATCGGnGTTCTTTCCTCACATTTGGATGATTGTCATAAGGnmAGCATGTTCCTCCTTTTCTTCAGCCTCCCCnTmCnCT^^ 

GGTCGGATCTCACAGGCTGAGAACTCGTTCACCTCCAAGCATnCATGAAAAAGCTGCTTCnAnAATCATACAAACTCTCACCATGATGTGA^ 

AAAGTAATGACTTAGAAACTGC 

>ncrb0545.seq 

GCmTACCTCGTTGCACTGCTGAGAGCAAGATGGGTCACCAGCAGCTGTACTGGAGCCACCCGCGAAAATTCGGCCAGGGTTGTCGCTCTTGTCGTGTCTGnCAAACCGG 

TCTGATCCGGAAATATGGGCTCAATATGTGCGGCCAGTGTnCGGTCAGTACGCGAAGGATATCGGnTCAnAAGTTGGACTAAATGCTCTTCGnCAGAGG^^ 

ACTCAATGAAAAAGGATGATAATTGTITGTATATAAAATAAACATTTGA 

>ncrb0547.seq 

TGCTGTGGGCCACAAGCCTGATAAGCTGCAGCAGGCCAAGGACGAGATCCTCGAGTGGGAGTCTCGGGGTGACTCAATATGAAAGGGACTTCGAGAGGATTTCAACAGTGGTCCGA 
AAAGAAGTGATACGGGmGAGAAAGAGAAATCCAAGGACTrCAAGAACCACGTGATCAAGTACCTTGAGACACTCCmACTCACAGCAGCAGCTGGCAA^ 
CTTCCTGAGGCAAAGGCCATCTCCTAATGGACCAAGGACGCCAGAGCCCACCTGTGTGACGCTGCCTTTnATACAGTGTGCTCGTCCACCTTGATGGACCCCTAGTC^ 
CCTAGGCTGGACnAACCCCTTCCTCCCTGTCCCCACGACCAACTGTGCCCAGnACTCTAACCGnAmCAmAGCnCGATATATATT^ 



>ncrb0548.seq 
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GGGCCTCCTCCCGGTGCGTCGTCGGGAGCGCCCTCGCCAAATCGACCTCGTACGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAA 
AATGTGAATTGCAGGACACATTGATCATCGACACnCGAACGCACnGCGGCCCCGGGnCCTCCCGGGGCTACGCCTGTCTGAGGGT^^ 

^nc{i!)0549 sec| 

ATATGTGGGTCCCTAGAAGCCCTAGATGTGGGGCnCTAGATTACCCCCTCCTCCTGCCATACCC^^^ 
GCCTCTGACTCTGTCCCCATGGGCTGGTCTCCAAAGCTCTTTCCAnGCCGAGGGAGGGAAGGTTCTGAGCAATAAAGm 

>n crb055 0.seq 

CAT mATAAnA ATmAGTTTTCTTAGTATATTATTATAAATTGTGCCGTAAGTCAGGTACAAATGTAC^ 

GTGAATTTTmCAAAATmACTAACCAGAATTCTGnATAGGCACCTA^ 

CTTCATATGGTmGCmACTGGAnCCTTNAAAACTCTAATCTTATCATGGGTACTGGATI^ 

>ncrb0551.seq 

GGATGAGAATGGCAAAATOGTCGGCTTCGTCGAGAGTGCCCTTCTGATGAATGTGGTGCTGGGGTGTmTGGCAAGTCACnTGAGAGACAmn 
ACTGnTCAACAAAGCAGAAGACAAGTAACTGTATGAGTTAATAAAAGACATGAACTAAC 

>ncrb0552.seq 

GGACnCGGGCTTGnCGCTGGTGGCGTCGGAGCCGAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCTTGGGCAACATGCTGGGCGTGTCGCTC^ 
TCGnCTCTATCACTAGGTGGCCGTCAACAATCGCAAGAAGCAGGAATGAAAGTGGCGCrrTGTGCGCCGGAGGGnCCAGGACATAGTCTGAGGCAAGATGGAGGGTATGAGGGGC 
GnCACACTTCACTTCATCGGnCTAGCCATCAGAACATACAAAGCAACTACACCTGGATTmGCAAACAACnmnTCGTCAGAGTC^ 
ACTGAATAGGGCCCAGTATAGGGGCTTGGTmCTACTCGCTCCCCCCAATATAAAAATATAGAGTmAAAAC 

>ncrt)0554.seq 

AACGCAGGCCTmATTTTCTAAAATGATGATAGTATAAAAATGnAGGATAACAGAATGATmAGATTnCCAGAGAAT^^ 
TGATT 

>nab0556.seq 

ApCTTCNGGTACAGTGATAAANGCTANCGATOTTCCTGANAGCTNCTTAAATNGCATGCANACTGTCTTGTGAAATTNNTTCANAATAAAGTAGTT^ 
GA^ATAGATmTGTGAACAmCCAGTGTGTAGTGTGGTnGCTTTCTAnTCTGACCTCAAAAGTGCCTCACTTGTA^ 
y^GAAAAAGTGmAACTCATGTGATAATGTGTCTCCTCAGATATAGTTAAGTAGGTTGATAGTmGAGTATAT^^ 
A^CGTGTAATTGGACATAGCAGATGAnATCATAAGA 

>f\crb0559.seq 

GffGACCTGAAAGnAATCTraGGTCGATTTTGAAAAAGTGCGGCTCCTCTCTCCTTmAATAmcmCTTCC 
r<|gTGCmGTGGGGAAGAGGGCTGnGCnGTGAGGGAAAAAAGTmCTCnCCTACCCAGCATGCCTCTCTCTGG 
(IjigGTGTTTTGACAGGGGAGGTGTGGATGCAGCCTCnCTnGTGCTAACAAnCCmGnGATCTTGCCTGTGATGA^ 
MCAGAGAGTATGGTAAGCGAGAGATTGnCTGCGTATAnCAGTGTmCCATGCAGCAAnGnG 

>ISb0563.seq 

q^TAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCAGACCCGTC^^ 
ASQCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTOGTTCAACmAAATnGC 

A^AACAGCTCmGGAGACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGA^ 
>netb0564.seq 

AffSNCAATCNTCAnGAGTGTGCCAAACAGATGTGCGTGGTCATGnGGAGTCCCCCCCGAAGGGCGTGACGATGCCGT^ 

AlliTGGTCAGGCCTATACCAnCAAGGACAGTATGCCAnCCACAGCCAGAmGACCAAGCTGCACCAGnGGGAATGCAACAGTCTGATmCCGATG^^ 

TTCAGTGGCATTGAATCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAGGmGGATGGATCTGCTCAGACTACTTCTCATGAACTCACCAnCCAAACG^^ 

CGGGCGTCAAGGGGCCAAAATCAATGAGATGGGTCAGATGTCTGGGGGGCAGATCAAAAnGCGAACCCAGTGGAAGGATGTACTGAT 

>ncrb0565.seq 

ATAGTmTGGnCTCCAAAACAATTCTGATGGTAACATCAAAGATGACCAATCACAGATCACCATAACGGAmAAT^^ 

GACACAGAGACATGAGATGAGCCCATGTTGGAAAAATGGTACCAATAGACnGCACAACCTGGGGTAGCCACAAACCTTCAATnGTAAAAATAATAm 
AGTGCAGTGAGGTATGTCTCTAACTATTAAATTATCC 

>ncrb0567.seq 

AGGATTGGTTTCGTGTAAATOTGTAATGCAAAATTTnTTAATCTTCGCGTTAATAGTTTnTATmG 

CAACTTGAGATGTATGAAGGCTTTTGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGCTTACCTGTACACTGACTTGAGAGCAGnGAATAAAAGTGCACACCT 
>ncrb0568.seq 

GTTTAAATAAATGAACTCAATCTAAATTAAAAAAGAAAGAAATTTGAAAAAACmCTCmGCCATTTCnGn^ 

ACTTGCTTAAATTGTGGGCAAAAGAGAAAAAGAAGGATTGATCAGAGGAnGTGCAATACAGTnCATTAAGTGGnGGGGGGGTCCCCGAAAAAmG 
CACCTGTTATGGAAAATGTCAACCTTTGTAAGAAAACGAAAATAAAAATTG 

>ncrb0569.seq 

AAGTAGGGAGGGGAATATCCAAATGCTTAGAAATTAAAACTAGTACAGTATCAAAGnCAnGCTG™CCAAGGTrrGCCACAGAACTTACAGT^^^ 
CATGGCCAATGAGGCTnGGACTGAAAACTGAAATCCAATGTTGACTTTAGATACAATCTTACAAATTGGTTAAAATGTACAAGATATCCGCATCCT^ 
TGGCAAACTAAAnAAATGATCATTATTTGAGATGCTGTGGTTTATGAGATnCTACGACAAAAGGAAGCTATnGGA 

>ncrb0570.seq 

CTCGCAGGGGAATnGGAGTATTACACTTGAAGGnGTOTTGnAACCimCGGGAGCTmAATAGGAAAGnAAACGTnTAAA 
CCTAGCACTTAAATATGTATAAATGTAGATAAAGACAAACTAGTAAGCATGACGTGGGGAAATGGTGAGACCTTGTATTGTGnnTGGGGTTGAA^^ 
ATGGGAAGAGGGTTTAAAAAAGACGGnAAAAAGACAGTGTGTCAAGTGTGGTGnAGCACGAGCGAGGTCTCTGTAGATnGCTAGG™^ 
TTTTTAGAAAGTGGA 
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>ncrb0571.seq 

CAMCNACCGCACATGCAGATGGGGCTCCCGCCCGTGGTGTTATnAMGMGAMCGTCTATGTGTACAGATGMTGA^ 

GGCGGGCGGGCCGGnTCGAAGnGATGCAATCGGmAAACATGGCTGAACGCGTGTGTACACGGGACTGACGCAACCCACGTGT^ 

AAAGATGnCCTACGGGCTTGTTGCTGTTTGATGTTnG 

>ncrb0573.seq 

AGCCAGACCACTCCCTGCTCCGCACCAGCCCCTCCAGCTGACNCCCTGTTGGACCAGTACATCAGAGAGCAAGGCGAGAAGGAnCT^^ 
GACACTGnCCGGACTCGTAGCGAGCCTGmAGCCAGGCCTGCGCATAAATACACTCCGCGTOnGGCTGTGCTCTCCTCAATGGG^^^^ 
GTGmGTCACTTGGTmCACTAGTAATGATATTGTCAGGTATAGGGCCACTTGGAGATGCAGAGGATTCCAmCAGATGTCAGT^^^ 
ACGTGATAGGAGCAAAGTCTCTCCAnCTCCAGGTCCAAGGCAGAGATCCTGAAAAGA 

>ncrb0579.seq 

ACAGATGGACACACTGAAATACAGAGAAGmGGTAATACATGCAAGGTGAGTCAGCCAGTAAAATGTGGACTTGGAGGCTGGTAATCTG^ 
GnATGTTTGCTGGAAAACAnGCnCTTAATTTCCATATGCATATTCTAAGGATTCGAT 

>ncrb0580.seq 

TNGGGAGCTmAGGGGTAAANTGAAAAAATTnANnGGTANTmAAAAGTAGmCTAAGTGTTAGCCAAGAGCTGACC^^ 

ATAAACTGGAGACCCCTAAAGCAGGAATAGCCCAAAnATAGTGTCAGGATmAGGTGTACCCAGAGGCCCTnATGTGCTAGACATAATTTGTATAAM 

GTACATAAACAGTTCTCCAnTTTCTAAGGGAATGCAATAAATGTAGCATCGTGAATAAATATAACTmATAAT^^ 

>ncrb0581.seq 

ATCCTCAAGTGGCATAAAAATGTAGTNAGTTTTGTCTmACCAGTTmAnTCCACTCCAAmTTTAGAACTTTAmGTACA 

CCCCAAGAGAGnnACAGGCTGAGTGnGCAAATGTGTTCmGTCCTGnATATGTATATCAGGAATACAAGGATGTGGAATAAAACTG^ 

AATGTGAAATAAACATTAAAGAGAAGGTCTATTTTT 

>iicrb0585.seq 

G^feTAnCTCAGAGATACCATCAGAGAACAAACACTAATGTTAATTGCCCAATTGAGTGCTTCATGCCTTTAGATGT^^ 

ApCAGAGGAACAAGCATGTGTCTCTGCGAAGATCCATCTAAAGTGGAGTGATGnAGGAGACCCAGCnANAATTCTTGTTTCmcnM 

OgrCAGCTNAACTCAGAGCTGCTCCA 

>}fefb0586.seq 

TlBGCCCGGGCNTGGTGGGGANGGTGATTGGATCATGGGGGCAGnTCTTATGCTTTAACAACATCCGCGnGGTGnGTCAGAnGACAGTAAGT^^^ 

AMGTGTGTAGCATGTCCCTCTGTCTCTCTTCCTCCTGCTCTGGTCATGTGAAGATGCCTGCTCTGGCmGGATTCTGCCATGAGAAAAAGm 

CflGTACAGCCTGTAAAACTGTGAGCCAATTAAACGTAnTTCTTTATAAACCG 

>|jgb0587.S8q 

CATCTTCCCTCAGTTCCATAAAACGTTCAmCACATAAAGATAGACCGTGGGGGTCAGTGAATCTGCnGCGm 
MgTATAGTCACCCGTGTCCTAC 

>tf|b0588.seq 

cSfeGGTNTCNCGCGGGTTAAAAACCGCCAGAGNGGAGGANGGGAAATGACCNAGGAGTCGAAAGGGAGAAGATAAGTGCCCTCTGTGT^^ 
AyACTTGAAATCAGGAGAAAAnCAAATAGmTAACTmCTnATAATCCATCATGAAAAAGAGTAAC 

TOTGGACTCAAAGAATCCTCCTACCTCAGCCTCCCAAGTAGCTAGGACCACAGAGnGTGCTCTCCTGCAGCGmTGCGGACGGGTGGCTATC™ 
G|A§ACTGAAAAAAAAAAAAAGGGAAAAAANANCGG 

>iiM)0589.seq 

TCCGGCCNNmAATGGGCCGGGGGANCNAGAGNCCTCNAGTGGTGGGAAGAGATCCCTGCAGAACCCCACCAACCCAGAACGTGGTnGCCTGAGGCTGTAACTG^ 
TGTGGGGCTGTGnATGAAAATATAGACAnCTCACATAAGCCCAGnCATGACGAmCCTCCTTTAGCTTTCAGTGGAGTnGnnCACATTA^ 
CACGGACTGTCAGTTCTTTGGGNAAGTGGTCAGCGCATCCTGCAGGGCnCTGCTCCTCTGTCTmGGAGAACCAGGGCTCTTCTCAGGG 
GCGAGGAAGGCCAAAATGAAGAGTGAGATG 

>ncrb 0592.seq 

GNGGI II II t lACmCTAGCNGTCAAATGACTGTGCCAAAAACCCTmACCTGGGnGCATGGAAATCAGCCAAGTTTTATAATCCCnAA^^ 
AATACCNTATGGATGTOCCTCTCTTGCCCCAAATTATCnGATACATTCAAAmGTCTGGTTAAAAAATAGGTG 
GCACTTAAAGAAGTAmnAGAATAAGAAmGCATACnACCTAGTGAAAGnTTCTAGAATTAmTTCACTCTAAGC 
AAGCTACTAGCAAAATAAAAC 

>ncrb0599.seq 

CGNGGGAAAmCGGCCNTOTGGCCCGGGGCGTNANATTACTOTCNACAGnTGTCAGGAAATAGATCTACTCCATACAGTAGCTCCAGAAACCNCACTGATGGAAm 
GTATATCTGTACACCCTGGAACAnAGTCCnCACGGTGACCACCACATGGAAATAAAGAGCTAGAAGGTCnCTGTTGGCCGnAAATAmCAGCCATGAAA 
TCAGGCACTCACAAGGTAGTAACCAGAACTAGTTACCTTACCCTACTGGTAAGTGTCCGGGACATGTGGGAAGCACAGGTTGnnGGTGAACTGTAAATGTGTCTG 
CnCATCAAGAAATATGCGTAGGCTTTAAACCTAT 

>ncrb0600.seq 

CTACCCCTGGGGAANCTAGGCCATCTANTGGGCCNGGGAAACGTCCAAGTANGGAACCTnCCTTACGCCCTGCCTGTCGAACGGGAANGGCCTCCCAGAAANnCACCCT^ 

GTGCAAAGAAACNAGCATTTGCCCTAnCTGGGACCGAAGCNAGCCTGGCAACCCTCAAGAANNGGCCCTGCTCATCCCAGGGCCTCCAATGACGTGGAGATCCCGGGCAGAGG^ 

AATAGCAGGTTCACGTACACCTGCCCTGAAGGATGGCTGCACGAAAGATACCGGTAAGTGGGGGAAGACTGTTATCGAGTACGGGTCACAGAAGAGCTCAGGGCTCCCCATCAn 

CATTGGACCCATGGACATAGGAGGGCCCGAGCAGGAAnCGGGTGTGGACATAGGGGCGGTGTGGTTGTTGTAAAAAGGTGAACCCAGAAACAACACAATCGGn^ 

GAGCCAAGTACTTTGGAATCTCAGTCAGTCTAG 

>ncrb0601.seq 

GTAGCCTGAGATAGGCATGTGCCACCCACAACTGGCTAATTAmTmGTGCnmGTAGAGAAGGGGTnCATCATGTTGGCCAGGCTGGTCTCGAACTCCTC^ 

TGCCTGCCTGGGCCTCCCAAAGTGCTGGGATOCAGACATGAAGCACTGTGCCTGGCCTAACAAAGGAATCCTGAAGTTAAACTTGACACnGACCAACTGGACT^^ 

ATGCAGCCATCACCATAGAATGTATAnCTCATCTTCACAAGGAAnACGGCAAGATCAAGGACATGCnGGTCATAAAGCAAGTGTCAATAAAGnm 
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CCATACTCnGGACMCAGTGAMTAAAMTAGAMTCMTACCAAAMGAmCTCAMGCCNCACMmTATGCM 
A 

>ncrb0602.seq 

AAAGTAGGATTACNAAGCATGCCGCCGACGATGCCCCAGAATCCAGAACTnGTCTATCACTCTCCCCAACAACC 
>ncrb0605.seq 

ATAGATATATNCTTAAAATAmGGTTnAAATCACAAGAATATGTAncmAATAAAGATAAT^^ 
>ncrt)0607.seq 

CCCGGGAATTCGGCCimATGGCCCGGGGCCTCTTCCGGGGACGTTGTCTGCAGGCACCTCAGAATGGTCCAGCGTnGACATACCGACGTAGGCm 

CAAAACTAGGCTGTCCCGAACCCCTGGTAATAGAATTGmACCmATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTO 

GCTGTAAGACCTAAAGTTCnATGAGAnGTCCAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGnCCATC^^ 

CGAGGAGCAGA 

>ncrb0608.seq 

ATGGCCCGGGGANCNAAGGTAAAAAnAAGAATNAGTGAGAAATGGAAmGCAAAAGTGCCCTGCCAGATAATGTTAGM 

AGCGAGCnmnTCCTTCAAGATGCAGTTCAGmATTGCTmGTAAAnAGAGAnGTGmCnGATCmATTAA^ 

ACACACATGTATATGTATGTGTGTGTGNATATAC 

>ncrb0609.seq 

TGTGANGANCT ACAGA ACTTTGCCGAAACGCCTACGCCCATGGTmNGGATACAATGCTGCCCTATAATCGGTACTTCAGGAAGCCGCCGAGGGACCCAAA 

AAAAAAAATCTCTTmTTCTGGAGGCTGGCACCCTGATmGTATCCCCCTGTAGCAGCAnACTGAAATACATAGGGTO 

GCACCCCmnCGCGCCCCGAGAnGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAACATATGTGGATTGTTCCATAATAAAC 

>|icrb061lseq 

MGGCCANmATGGGCCCGGGGGGANTGAAGGGCAGAGAAnTOCATGCGGCAAAGGGGCCCCGATCAGTGGCACGGTGGTGA^ 

/^TCCAGCTGGACnGGAAATGATCAGTGTCAACACTGTCATCAACTTCAGAGGCAGCTCCGTGATCCGACTGCGGATATATGTGTCGCAGTAGCCAnCTGAGGCTCGGGCT^ 

GliCCGACGCTGCCTCTCATTGGCACCAAGGGACAGGAGAAGAGAGGAAATAACAGAGAGAATGAGAGCGACACAGACGmGGCATTTGCTGCTGAACGTnCCC^ 

q^CGACTTCCTGACTCTCACCTGTACTATTGCAGACCTGTCACCCTGGAGGACTTGCCACCCCCAGTTCCTATGACACAGnATCAAAM 

Hpb0618.seq 

C|!tGGANTACTTGGCCCTTCCnANm™NTACNAAAAATAAATCCCNNTnAANTANTCCNAAAATGANATCCTGnAAAAA 
AjSAAATGTAATAAAGTGAGAGTGGGTGGTATTGAAAACATTCGCTAGTGATCATGTAGTAAATGTAGGGn^ 
amTmGTmGTATCCTGGCAAATACTCCTGCAGGCCAGGAAGTATAATAGCAAAAAAGTTGAACAAAGATGA^ 
qGflAAATGACCCTTGTATATAAAATATrGGCCATATCATGGTA 

>ficrb0619.seq 

T®CTCGGGGNANCTCTGCCCTATCAAACmCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGG6TGACGGGGAATCAGGGTTCGATTCCGGAAGAGGGA 
(^JACCACATCCAAAGGAAAGGCAGCAGGCGCGCAAATTAGGCACTCCCGACCCGGGGAGGTAGTGACGAAAAANA 

>hM)0620.seq 

GpGATGTAGGTGTGTAGTCTCCTTCCTAGCTGCTCTAAGGGGGCTGGCAACATGGCTCAGCAGGCnGCCCCAGAGCCATGGCAAAGAATGGACnGW 

Cj^€CTOCTCCTGGACCAGACCACCAGCCACACATCCAGATTAAAAGCCAGGAAGCACAGCAAACGTCGAGTGAGAGACAAGGATGGAGATCTGAAGA^^ 

(iKAGAAGTCAATGCCnGAAGGAAAnCAAGCCCTGCAGACAGTCTGTCTGCGAGGCAGTAAAGTTCACAAGAA^^ 

Ali^GACTGCATTTCCAAAGGAGGAATCCTGGTOTCCCCAGGAACTCCGACGAAATGAACGCCCTCCAAGACTATC^ 

GCATCAAT 

>ncrb0622.seq 

TGCCGTCNGNCCTCnGTCGTGTGTGCCTGAmGAGTGGCTTAGCCnGCCCACAGCGCCAACCTCnCTGTCCCTTTCAGTCAmGCTGTACC^^ 

GGAAGCCCGCTCCAGGGTGGGTCAGGGTGGAAGCTGCTGGTGAGGmGGAAGCATCAGGCTCACGGGTGnCATGTGTGTTCGTGGGTGTGTGTGCGTACGTGTAT^^ 

GTGTCTGTACGGAATGCCCmGCTAGCCATGGGCTGGTCACCAGATTGTmGTAATGCCCGCCCCnGCCTCGATAnGCCAGmcnGTGGM^ 

>ncrb0624.seq 

AGGTCNTTCNAAGAAAAAANCNTmGCNTNCCNAAGTAAATNAGTATnnGAAAGGTGCCTTCTCTTGGm 
GAGGCAAATCGTAAGGGAAGCCTGmCTmAAAAGACAAACCCACGACCAAAAAmAAATGTACATAnGCTTAAGT^^ 

>ncrb0627.seq 

ACTGACTGGTOGGnCTTCTACACTAAACAAGATTGGGAGAAGCTATTAGGTTATCTAATGTGCAGAAAACAACACAGAGGGTAAAGGCAAATG 
ATAGAGAAACAAGATAAATTCAAAAAATACCTGAAGGAGAAGAAAGAAAAAGTGAGAGAAAACACTTTCAAAGATGTAAAGGCAGAAA^ 
ATCTAGAAAAnCAAAGGACACCGAATACTATCCATGCAAAGAGATCCmnAAGACATGnATAATCAATnGTGAAAAATTAAAGACAGAG 
CAACATGTTAAATACAAGGGTCCCCCACAAGACTATCATCAGATTTnCATGAGAAACCnGCATGCCAGAGTOGTG^ 

>ncrb0630,seq 

AGANAATGTGGGCCTCCAAGCAGATGCAGCAGATCCGCATGTCCCTTCGCGGGAAGGCTGTGGTGCTGATGGGCAAGAACACCCATGATGCGCAAGGCCCATCCCGAGGGGACCCT 

GGAAAACAACCGCAGCTCTGGAGAAACTGGTGCCTCATATCCGGGGGAATGTGGGGmGTGTTCACCAAGGAGGACCTCAGTGAGATCAGGGACATGTTGCTGGCCAAT^ 

CAGCTGCTGCCGGTGCTGGTGCCATTGCCCGATGTGAAGTCACTGTGCCAGCGCAGAACACTGGTGTCGGGCCCGAGAAGACCTCCTTnTCCAGGCTnAGGW 

TGTCCAGGGGCACCATTGAAATCCTGAGTGATGTGCCAGCTTGATGAAGACTGGAGACAAAGNGGGGAGCCAGCGAAGCGACGCTGCTGAACATGCTCAACATCTCCCCCTO 

TTGGGGTGGTCATCCAGCCAGGTGTTGGAC 

>ncrb0631.seq 

GATAGATAGATGCGAGAAGCAATGAATAGCATAGAGATAGATGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATCTAGAGAAACAGAATCAAT^^ 
ATGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATCGAGAGGAAGAGAATCAATAATGGAGAGAGAGAGAGGTGATAGAAACAGAGATGATAGGGATGAGATAGATAG 
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AAMTAGATATAGATAGMGATAGCTAGCTAGCTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATMTGATAGAG 
GCTCCTGTAAnAGAAAGGCTGGCAAGTCCAAAATCCGCAGAGCTGATATCCCAGmGAAGACCATCAGGCAGGA^^ 

>ncrb0632.seq 

AANTTCGGCGAnNTTGGGCCCGGGGCCmCGGCCCGGAANCCGCCNTCnCNGTAATTCGCCAAAATGACCGAAACCACC 
TCTCTAGGCCCTmAGAAAACATGGAGTTGTTCCTTTGGCCACATATATGCGAATCTATAAGAA^ 
CAAGTGnACCATGGCAAAACTGGAAGAGTCTACAATGTOCCCAGCATGCTGTTGGCAmGTTGTAAACAAACAA^ 
GAGCACATTAAGCACTCTAAGAGCCGAGATAGCTTCCTGAAACGTGTGAAGGGAAAATGAC 

>ncrb0634.seq 

TCCCCNGGGAAAmC GGCAAT TNAnNGGCCGGGCAGAAATCCNTTCTNTGANAGnTGCAGGCNAAANAATGTAATGTTGCAGATCCGCAGGCAGM 
CTATGTATGCAGTGTGCTTmCTTGCCAGCTTGGGCCATTCTTGCTTAGACAGTCAGCAmGTCTCCTCCmAACTGAGT^^ 
GTAGATAGAAGAAGCCCCACGGGAGGCAGGATGGGACTGGTCGTGmGTGCTnTCTCCAAGTCAGCACCCAAAGGTCAATGCACAGAGACCCCGGG 
TCAAACGGCCGAAGnGCCTCTTTTAGGAATCTCmGGAATTGGGAGCACGATGACTCTGAGTTTGAGC 

>ncrb0635.seq 

AAGANGTNAAAmAAATTAGnAACATTGNAAACGCAGGGTCCCCAATCNCACCTAGCNACAlTTCAAGTGCCTTGAGAGGCNTGCGATGA 
GAAGTAGAATCmTGATCATCACAGAAAGnCTAnGGACGGTGCTGTTCTAGATCATCATAAGAGTACAGAGCACTTTTGAAAGCTCAT 
AGCTGGGGNnTGAGACTCCCCTTAGAGATAGAGAAACAGACCCAAGAAATGTGCTCAAnGCAATGGGCCACATACGTAGATCTCCAGATGTCAm^ 
GGTAAGANTACCTAAACAATTAAAGCTNCC 

>ncrb0636.seq 

TGGGGCCCNGGGGGTGGCCCANTGGTCACNNNTAANGGAANNGGCNTNTTTGGAAAAAGGGTnAACNAGGANTACNAGCCTCGGGAGmGGTGAAGCNCCTCNTACCTGCCM 

GANCmAAAAmGnCNAGTAnAAAAATTGGTCCGnnmCCnGTGCCTGACCTAACCTATTAAGCCNTGATCCnGnAATGCCATTm 

TTACAAAGAGGTTnATGAAAAGAATAAAAATTGACTTCnGCnGTACATATAGGAGCAATACTAnAT^^ 

TgGAGAGT 

>ISb0638.seq 

Q0JGTAAAATACTGGCAAACCGAATNNGCNGCACATCAAAAAGC™TCCACCATGATCAAGTGGGCTTCATCCCTGGATGCAAGGCT^ 
C^GCATATAAACAGAAGCAAAAACAAAAACCACATGATTATCTCAGTAGATGGAGAAAAGGCCTTTAACAAAAnCAACAACCCTTCATGC 
GliGACGTATCTCAAAATAATAAGAGCTATCTATGACAAACCCATAGCCAGTATCATAGTGAATGGGCAAAAACTGGAAGCAnCCCmGA^ 
CpAGCACTCGTATTCAAGATAGTGTTGGAAGnGTGGCGAGGGGAATCAGGGAGGAGAAGGA 

>E^0639.seq 

(5*fNTGANTTAATAGAAGAGCCCTTCATTCCCTTGCCNGAGGCCTGGTGnGCTTAATCn™GTAGnCCACT^ 

TllSrAAAGAAGTGGAGCTAAGAGAGACGAGTATAGTAATAACAAGTCTGAAAAACTGCAAGAGGACACAAGA^ 

TgATAGnAACCTTCCATGGACTATCTCAGATCAncmGGAnCATAAAGTATTTmGNGT^ 

>l)©ii)0641.seq 

Tf^NTAGTTATGTCCNAAGCTCCCmACNGGnATACAACCCCGTGTGTCATCTCTGTAnAGGTTGTAAAAnTC^^ 
A|^AAAGAAATAAGTGC 

>lft)0642.seq 

A^GAAAGGTAAATAGCAATGCAAGAACTAATATAGAGTAAGGCCACAATCTATGATATACATAAGAAGCACATATAGGCTGGGCACAG^^ 
®GGCTGAGTTGAGAGGAAGATGTGAGCACAAGAGTTCAAGACCAGCCTGAGCAACACAGCAAGACTCTGTCTCTAC 

>ncrt)0643.seq 

GGTAGCGTCGGCGGCnnGGCATGGCGACTimCTGGGCCGGCTGGGCCAATCCTGTCGCTTAATCCGCAGGAAGATGTCGAGmCAAAAGG 
GCGCATAACCCAGCGAAAAAAACAAAGAAACAACmACTCCCTGGGAGTAGTCTTATGTGCGCCGACCCTACGCTAAACCCTACTnGACGA^ 
TCCCCAGTTnGGGCACTTGTGACACGGGmCAGGGCTGTCCCAGAAAGTAAAAAGGGACTGGGAAAATAGCAAAGGCTATGCAmG 

>ncrb0644.seq 

AnAATGncnGTTCTGTGTCACTCGGCCCTGGGTAGTCTACCAmACnCACCCCAAGTCCTGCTGCCCATCCAGTTGGGAAGCCATGATmCCTAAGAAT^ 
GATACAATTCCAAGTOTCGCnCCTCCTTTGGGCATCTCTTCTGCCTCCCAATCAAGGAAGCTCCATGGTCAGGCTCTCAGCTCTCGGGCCAGTGCTCTGCTCTGT 
AATACTGGGGAGACTCCTGTCTmACCCTCCCCTCGTTCCAGACCTGCCTCATGGTGGCAACATGGTTCTTGAACAATTAAAGAAA^ 
CAAACTGTGGCCCCCANGAGACACTACCCnCCATGCCCCAGACCTCTGTCTTGCATGTGACAATTGACAATCTGGACTACCCCAAGATGGCA 

>ncrb0646.seq 

NTNGGCCGGGGCTnCCGGCGGGTGGANNAmCNAGCCCGGCGGnCCGGGGCCGNCGGNCTCTCCATTCCNGAAACCNTGGCCCCAAmGTCCCGTAACCCnGTGGAGAAG 
ANCCGGGGCGCCTGGTGAACCGGTGCTGTGAGTTACCTGGAAGCCCTCGATTGGCCAGATTnGGTACCTACGCGCAAGGTTGAGGCTGGTTCCTGCCACGCCTGCTGAGATCCCTA 
GAGGTATTCAGAGCGTGAAAAAAATAGTGAATAGTGCTGAGAGTGGTAGGTTGAAACAGCTCAGAGnAAGGGAAGCTGTGGTGAATGGGTmGGGTGGGGAGTGAGGTG 

>ncrb0647.seq 

TCGGGCGNGTNTGGGGCGGGGTATTrrnTAGGATGAATATCCNTnTCNGAATTGTGATGCAATATGGCAAGAGTGATAAATATGCCCm^ 

GNTAGATGTAGAAATATATGTAGGAGAGATmGGTTmATTOTnATAATGTAATmATAGAATAAnGTGGGAnTGAGAGGATG 

AAAGTnGnTATATTCAGAAGTGTGAGTATGATGAATAAATCnAAATGGnTGTTTAATT 

>ncrb0648.seq 

CCGGGGAATTCGGGNNTOTGGCGGGGGGCGNCTNTGGAAAAAATANTATGAGGATNTATCGNCGCTGCACAGNmTCNATNGGGATATATGATCCTCCCNGAGATGCTCTGAGACT 

AAGAAGTGNAAATGACTACTTTGTGATGTCCCAGCCGCACGGTCTTTTATGAAATCATCTTGTCTAGGAAAATGnCAGTGGAAGAGAGA 

ATTTCCTCAGTAATTCTGAGAmTCCTGAGTOTTATGTTTNGGTGTGATGATTAAAGAAAAAAGAATTCTGCTCTTCGTGGT^ 

CTTTTTGTAACATCCTGGGTGACTGGGAG 



>ncrb0651^eq 
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CCCCGGGMNTTCGGCCNniAATGGGCCCGGGANNAGGMCCTGGATCCNTACCCTATGTTMnACCCTTATAGAACCTACCTAMGTTCCAGTAG^^ 

CAnAGGCACCmTCTGmATTTAAGAGTCAATTGCTTTCTAATGCTCTATGGACCGACTATCAAGATA^ 

TATAGAATTTTGCTGTAnCAATAAATCTGTTTGGAGGAAAACG 

>ncrb0652.seq 

CTCCGGCCNNnATGGGCCGGGGTTGGTAAATGTTTAAmGCATGTTTGACTGCTGGGAAGANCCmGA^ 
ATCCCCTCCAGATAAGAGATTTTGAGTGAAAAACATAATGATCCTGCCATTmCATT^ 

>ncrb0653.seq 

GGGTTCTTGATCmGCAGTAAmCTAGGAGCCTGmATGmGGAGGT^ 
ACnmAnGTAAAATAAAACATCAAACTGCACAGAACAGnGAATAGCTTAATGAATAACTACAGTAAA^ 

>ncrb0654.seq 

CTGAGTGACTCTATATAGCTGATCAGTTTTnCACGTGGAAGCATTTGmCTACTnGATATGACT^ 
CmCTAGTTGAAAATAAAGTGTATATTTTrTCT 

>ncrb0655.seq 

GGTAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCnGCCATCCTGGCCGCC^^ 
GTGmTGAATCACATGAAAGCATGGAATCTTATGAACnAATCCCnCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGAT 
TCCGAGAACGGTCTAAGCCTGTCCACGAGCTGAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTACGCGATGGTTTATGGATACAATGCTGCGTAT^ 
GAAGCGCCGAGGGACCAAATGAGACTGAGGGGAAGAAAAAAAATCTCmTTTTCTGGGAGGCTG 

>ncrb0656,seq 

CNCCCCNGGGAATTCGGCCCmTGGCCCGGGGAGNCNTTGAGGCAGCCNGCGCAGGGGCCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGnm 
TTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTACTAAGATATTGCTOGCGTTAAGmTTM 
ACJTAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGTnCTAAAACATGAGGGAGGnGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAm 
T^AGAGCCCCGAAnAATACCAATAGAAGGGCAATGCTTTTAGAnAAAATGGAANGGTGACnAAAC 

>lfif5b0658.seq 

AilETGGAGTGnNGGCCTACCGnGCCCCCNANGGCCTGGGTCCTTGAAAGTGGCTGGGTGGTTAAAGCCCAnTGGTGTGGCCTCAGCCCnCTAAA 

Tl^GAGCCCACCTAAGCCCCAGCCCAAGGAAGATGTTTTTATTGTTCACGTTTTATAGAAGAAGGGATAGAAAC^^ 

GltAGAATTGCTATTCACGCCCAGGTCTGTnAAATCnGAACCCAAGCTCTTAATGTCTGTACTCTGCTATGAAATGGGA^ 

>Bab0660.seq 

cMeGGGAAAnCGGCCNnATGGCCCGGGCNAGCCTATAACCNCCAAAAATAATGAAnGATGAGA^^ 

AIW 

>pb0661.seq 

^feCGGCNNTOTGGCCCGGGATACCmATAAAGTAGCCCGAmAGAmAAAGAGACnCAATTCTCTAAAGAATC 

A^TAAGGGACTAmnAAAAGACCTGTOmCTGGGATAGTACCACTnATATAAAATTAAAATAATAAATATAU^ 

T^TCTGAGGGACTOGAACAGGCACCAAAAAAAAAGGATGATGCTAAAAAnGATATGTAAAAAGCTGATACCCAAATATGTG 

>lii)0663.seq 

AgfNATCTGATmAmmCTTAAATmAGATmAnGAGTACCAmATATGATTGTA^ 
A|f%ATTT 

>ricrb0664.seq 

GCGCCTCTCCTGTCACAAATGCTGCACTAnGGTrCTTAAGTTTmATCTCCAGATCCTAAm^ 
>ncrt)0666.seq 

ATNGGCGNGGGGGnGCGCAGTAGTGCTAGCCGGCTTCGCGGnCGGTCCTCGCACCCGGCAGCCGCCACTGGTGCTGAGCTGCTAGGAAGCCCCTATCGCCGAGCTCGTTGGAG 
CnGAACCCATTGTCACCCCTCCGAGTCACCGGCN 

>ncrb0667.seq 

AGGGGGTGGCnGGTGAACAGGCCCTTGGTGCAGAGGGAACTGGGACACCATCATGGCCAGTGCCACCCAGCTGTGATGTCCGGCATTCCTTTGCCATGAmAGGGGCGGAGCA^ 

CCACACAAmGAATCCTCACACTGACTCATCAGTCACCCTnCTCCCTGGAGAGCAGAATACACATTGACTAATGCTCmCTGGAATAnCCACACAGAACCCTGCG 

ACATGAATGCTGTGGCAGGCAAGCTATAGCGGATGGAAGATGGCAGTGTmCAAAGTGTGCATCCTGGACTACGTGCCnAGAAmCTC 

>ncrb0668.seq 

TGGTNACCAAGGCAGTGCATGCATGnGGGGTnCCTnACCTmCTATAAGTTGTACCAAAACATCCACnAAGTTCm 
A 

>ncrb0669.seq 

CNGACACCCCCGCAAAGCAGGACTCTGTGGAAATTGACACGTGCCACCGCCTGGCGTTCGCTTGTGGCAGnACTAACTTTCTACAGmTCTTAATCAA^ 

GTAAAGAAAGGAnAAAAAmAAGATGTTCTAGTTCTGCTCTCnTGTTnAAAAATCACTGCTTCAATCTACTTCAAAAGAATG 

AAGTTACATTTAAGCCATAAGGTTT 

>ncrb0670.seq 

GGCACAAGCCT GTAAC ATGGCGGGAGCGACTGCGGCCTGAACTCTAGGGAGCCGGGnGATnTTAAAGCTTCAAAATCCTAAGACTCAGCACTGTTGC 

nGTCCTTGmTTTnTGGTCTmCnCAnTGAAGATTAAGTAnGGAGCCATGGGAATAAAGGTTCAACGTCCTCG^^^ 

GAGTTGTCTTTGAATTATmCTGATGTGTGCCCCAAAACATGCGAGAACTTTCGTTGTCTTTGTACAGGTGA 



>ncrb0671.seq 
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AnCTAGTMTGGTACACAGCCCTMGTGGAGMGGAGAGATGCAGGCMTTTGGTGGAGGGAGGTTAGCTGGGmAnA^ 

GACCAATGGCATGTCTCCCTTnCTTTTGCTAAAGCTCCTCCAnGGGGGATGATm 

mCCmTTAGAAAACATGCCTTACTTTGGGCnCCAACnGAAATCTGAGGCTGGGA 

>ncrb0672.seq 

CCCGGGAAnCGGCNNTTATGGCCCGGGATAGTTAAAATTnATACATCAAGTGATTGCTATTAnGAAT^^ 
AAGGGGGGAGGGGGAAGCAAATAmGAAAmGGAAAACCCTAAACCTmGGTAAGAGAnGTAATmCACn 
AATTGAACAATAACCATTGGTGACTGGAGCAGGTAATTATAGCCTGCAGAAAAAAnATCTAAGAAn^ 
GIGAATTTATAAACTG 

>ncrb0676.seq 

TCCTCTTCCTTTCTCCGCCATCGTGGTGTGTTCTTGACTCCGCTGCTCGCCATGTCTOTCACAAGACTnCAGGATTAAGCGATTCCTGGCCAAGAA^ 

TCCCCAGTGGATTCGGATGAAAACTGGAAATAAAATCAGGTACAACTCCAAAAGGAGACAnGGAGAAGAACCAAGCTGGGTCTATAAGGAAn^ 

TGCTGTCTGAAGGTCAGGATCATGnACCATATCAAGCTGAAAATGTCACCACTATCTGGAGATnCGACGTGTmCCTCTCTGAATCTGnATGAA^ 

>ncrb0677.seq 

ACTCTTAATNGTGGTGGAAGAACGGTCTCAGAACTGTTTGnTCAATTGGCCATTTAAGmAGTAGTAAM 

GAATGnTTGTGGACCACnTGGimCTTITTTGCGTGTGGCAGnTTAAGnATOGmnAAAATCAGT^^ 

ACCCAnAAAAAAGHAAATGAGA 

>ncrb0679.seq 

AnAACAnAAGTACCTAAAATAGTGGCAGACAGGAGTAGCTCAATAATAAATAATAAAATAAGGTAAAGAATATATAATAAA 
CCACAAATGGAAGTGCCAACAATTGGAGAAGAGACAATAATTCAAAAATTAATAGAAGAAAATmAnCAGATGAAGAAAG 
TAGTGTTTTCTGGTGCTACAAGmCATTTGCAAAAAAGGAGAAAAGAAAATAAGAATAGTGTCTCATCTGCAACn^^ 
GAGAGCTAGAGC 

>pb0680.seq 

(ISagcggacagggcgatggcaggttcgccgggtgtgaggcttcacagcggtccggtgaccaagtcgagatggtgagaacaagaccaagattgga^ 
^s^tacagcaaaaangaaccattgacagaagagtctagcagtctcagaatgnctccaggattctgaaggcam 

3Wfb0684.seq 

GgfGATGCGAGCGGGGGATGTGGGAGAGTCTGGGCTCCAGGCCAGCAnGAGTGGCTGCTGAGACCGAGATAAGGATGACATTCGGCTG^ 

q^AAAACGAGGACCCAAGAAGCAGAAGGAGAACAAGCCAGGAAAACCCCGAAAACGCAAGAAGCGTGACAGTGAGGAGGAATn^ 

q^AGAGTGGGGGCAGTGAATATGGAACCGGACCGGGTCGGAAACGA 

fsj 

>ncrb0687.seq 

/tGACAAATGGGACTGATGTCATCnGAGCTCnCAmATmGACTGTGAmATnGGAGTGGAGGGAnGT^ 
Ti^iAACCC 

>fKEb0688.seq 

C^CCTCTCACAGTTCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAA^ 

;#GCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGGCCCCTGAGTGACTGCGCCCAGCCCAGGCCAGAAGACCTGCCTTCAGGTGCCGGGC^ 
)«^TGGTGGTATTCTGTGTCAAACACCTCTGTATTTTnAAAACATCAAT^ 

>fillb0689.seq 

CGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACAGn^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGG 

>ncrb0692.seq 

GGAGCnAAACTGAAGCAAGTTCGGTGGACGCCGGCGGCGCCCTGATCTAAAGAAACGACTCAGGGACTGCGGCGCTTGCACGTCAACGGGAGGTGTGAGCCCAA^ 
CGTCGGTCATCAGATACTGAAGAAGAAAGCAGAAGCAAGAGAAAAAAGAAACAGCGTAGACGGTCCTCCTCGAGCAGCTCTTCAGATAGTAGAACATACAGCCGA^ 
AGGAAATCAAGATCAAAGTCAAGATCTTGGTCCAGAGATCnCAGCCTCGTTCACATTCTTATGATAGAAGACGCAGGCATCGATCAAGCAGTAGCTCTTCnAT^ 
AGGAAGTCGAAGTCGnCAAGGGGTCGAGGGAAATCCTATAGAGnCAGA 

>ncrb0693.seq 

AGTGATATATGGTATAAAGAAAGTAAAATAGGGGAAGAAAGCTTCTGTCTGATAGGAAGTTGAACACATCAATAnACTGCTGATAACAACT^ 
TTGmAACAGCnCAAGGGGTGTTAAAGCAAGGAGTCCTAGAGCGACTAAAGCTGCAGAGAGGTGATAATTTTGGAGAGATGAACTGATAATCT 
TGGTCAGACTGCTGATTCTGTGTATAGGCAAGAGGCTAAAAATCTGAGCTCAGCCTGTCTAGAGGGTTACTCTTTGAGGAGACAGAAATAGGTAGAGCTm 
AAGCAACAATAnGGAGACCCAAAAGGACTAAAAAATATTGCTGTCTCCnCTCAAGACATnGCAGAATOTGAAGCTGCGTGGCAGAn^^^ 

>ncrb0696.seq 

ACAGAAGCGAAACGAGAACAGACTGnmGAGACAGAGTTGTCGAAATGTTTCTGGCGAGCTCCGGCGGGTTmGTATGACACTTCTCTTCCACCCTGCACAGC 

ATTGTmAAmTAAAAGATGAAATGGCAGATGGTAGTAATTCACAGAATGGCGTCTTGTGGGGGTGGGTCTGAGGGAAGTCAGCTATAAAAGAn 

GGTGTGGATmTATAnATGTGTTTGTAAATGAGATGTGAGGGGTTGmCATGTnGGTAAAAGGAGAATAmGCAAGATnGT^ 

>ncrb0697.seq 

GTC™CCCACTTGCGACTGATCmGAAGnGAGGGCAGTCTTGTGAGATGGAACCGnAACCTATGGGATCTGCACTAACTCTGGnGGTGTCAGAATTGAACTGAAT^^ 

CCGAGTTGGGGAGTGGTGAGTAnGGAGAATTGGTTGGGGGTGGGGGGGAGGAAAGGACAGATGTGGTGTGAGAGCTGAAGCAGTGAGTGTTGTGAATGAGAGTGGAGAGAT^^ 

mGimGCCTTATGCAAGAGGACTCTAAGGAGTATAGAAAGAGGAAATATGAGAAGCAGCTAGmAGAAGAAA^ 

>ncrb0698.seq 

ATTTATAAGmTTAAnATTTAATTGAAAGGGATGAGATTTGCAAGGCTCCCTTGTGTGGAAGAAGGAAAGCGGGAAAnGTC 
TTATCCAAAAAAAAGGTTGTTAGAAATACnAAGACAGCTACAAAGTTGAAGGCATCCATCATGCGmGAGGAGAATGGAGTm 
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CATACCTTGTACATGACTGAAMTAMTGGCTCCTTTTAAMTTCnMCATTAGGAAMGACACC 
TAATAATGAATATTAnATATGGCATGTATTACCTTTAnCATATATCAGA 

>ncrb0699.seq 

CTCAGCAACCGAnGAGAGCATCCGCAGCCCCGAGGCTCCCGCAAGAACCCTGCTCGCACCTGCAGAGACCTGAAACTCTGCC^^ 
ACCCCAACCAAGGCTGCACCnGGACGCCATG 

>ncrt)0700.seq 

ACGACAGGCmCGTAGAAGCTTTTGTGAGATnTTAAGnGTOTnCTGATTAGAACTCTGTAACCCTC^^ 
TTAGAAGGATGAC 

>ncrb0701.seq 

TATACnAACATAnTGCCCACTATATCACTCGTGAATATTGACCCAAGAGAAACGAAAGCATATGCCATACAAATACnAm^ 

ACTAGAAACAGCTCAACAnCAAGAGGTGAAATGATAAATmTGTTATATCCATAAAATTGGAGTGCTACTCAGAAATO 

CCAGTGnCTGCTGGCAAATGTTTAAAAACTGGCTCTCC 

>ncrb0703.seq 

GGCTGCCGCCATGGC TCCTG TGAAAAAGCTTGTGGTGAAGGGGGGCAAAAAAAAGAAGCAAGTTCTGAAGTtCACTCTTGATTGCACCCA 
TGCCAATmGAGCAGTTmGCAAGAAAGGATCAAAGTGAACGGAAAAGCTGGGAACCTTGGTGGAGGGGTGGTGACCATCGA^ 
GGTGCCTTTCTCCAAAAGGTATTTGAAATATCTCACCAAAAAATAmGAAGAAGAATAATCTACGTGACTGGTTGCGCGTAGTT^ 
CCAGAnAACCAGGACGAAGAAGA 

>ncrb0704.seq 

ctccaacatggaagctgtcttaaatatctgtgtaaagtctactaacttcctgttgactgaagcaaattagaggagtgaat™ 

ggaggatactgcaggattatatgacaaaatgtagggtacttagaaacatnacaaaattgctgaatatmaanaaa^ 

tmgcataagaaacatgtttgataaacattattcattgtctgacaacgctgaatagga 

>tSb0705.seq 

QMCTGGAACNGCAGTGAATCTTAATGTTCCTTAAATNAGAACnGCATAAGAAAGAGAATGGGAGTCTGGnAAATAAAG 
WGATAGTGTATATGGCCATTTOGTGGGCACAGATCAGGATTTnACAGTnACnGGAGTGTCCA^ 
A^fTACATCCTGATAAAAACCCGAATAACCCAAATGCACATGGCAATTTmAAAAATAAATAGAG^^^^ 
/iSAGGGACTTGAGGATAATT 

>ac|b0706.seq 

TggCCCNGGGAAATTCGGCNCTOTGGCCCGGGAGCCGTTAAGnmAACGTAATmAATAGCTTAAGAnT^^ 
AyTAAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATO 
QGGCAATGCnmGAnAAAATGAAGGTGACTTAAACAGCnAAAGmAGmAAAAGnGTAGGTGATTAAAAT^ 
T?y^GACCnGAAATCCATGACGCAGGGAGAATTGCGTCAm 

>ii|)0707.seq 

ASQGTAAGTTATCTCCGATGCGAAATAACTAnACATGAAGCAAGAGGATACAAGCTGTACAA 
^^TACTTACACCCCTAGCTGCTGGGAGTGTCAAACACTTGCAGTTCACAGCTGAGTCCTCTACTGGGAA^^ 
QglAAAGAGAAATAAAnAATATGAAGAAAATGAAGmCAACATTAAAACTGAAATCA^ 
T|5pGAAAGAAGAATAATGTGTGATTAAAATTTiTGCAT 

>lll)0708.seq 

CTrrCCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTGGCAAAGGATCTCCnCATCCCTCTCCAGAAGAG^^^ 

CAAnCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTTTAGCCATGCACA^^ 

GAGGAAAAGGAAGGCnACAGAAGGATGnCCnCAGGAGGAAGCAGCACTAAAAGCAGTCTGAGTCAAGATGAGTGGGAAAGCAT^ 

>ncrb0709.seq 

CAAGAATAATGTGAATATTTNACATAAATATCTATGCTGAAnGGCnCTAGAmCAGAACAGGAAGAACATCTTC^ 

AGCGACAAAnCCATCTGGCTGGAGCTACATGCAGTCTCTCTATTGATTGGTOTATTGGGACnCATGGGAGTGTCCTTCAAm 

AAAAAAAAATAGAGACTAGAAAAGAAAAAAGGAACGTGCATTGlTTCAGTnGCATCCAACATGCAAAAC^^^ 

>ncrb0710.seq 

CTCCTGACTCTGTnCTGGCAGAAGATAACTCACCTCCGTTGATAAATGAGGCCAAATAAATAAmcnGTCACCATCTTGTCCT^ 
GTCAACTTTAAAATAnAAAATCATAGGTTTCTAGCACAGGCCGTTAAAAAAATGGTAGTAAAGTTGAAAGCCCAGGTGTATCGTGGCA 
GAATGAAGAGGAAGTGATGCTGCACATATATGGCCmGAAGGGTCnCTGACTTGAGAAGAATGACATGGAGGCATnATATGTmCTTATGAT^^ 
ACTTGATAATTAATATTAGGCCTnGTAGCATAAGA 

>ncrb0711.seq 

CGAGTGAGACCATTGAGAATGTCAAGGCAAAGATCGAAGACAAGGAAGGCATCCCTCCTGAGCAGCAGAGGTTGATCmGGCGGAAAACAGCTGGAAGATGGTCGNAGCGTGTCTG 
ACTACAACATCGAGAAAGAGTCCAGGTTGCACCTGGTGCTCCGTCTCAGAGGTGGGATGCAGATCTTCGTGAAGACCCTGACTGGTAAGACCATCAGTCTGGAGGT6GAGCGGAGTG 
AGAGGATTGAGAATGTGAAGGCAAAGATGGAAGACAAGGAAGGGATCCCTGGTGATGAGGAGAGGTTGATGTnGGTGGGAAAGAGGnGGAAGATGGAGGGAGCGTGTCTGAGT^ 
ACATGCAGAAAGAGTCGACGGTGCAGCTGGTGCTCCGNCTNAGA 

>ncrb0716,seq 

AGAGAAGATAGGGAAATTAGAAGATAAAAAGATAGniTAGAAGAAAAAAGATAAAmAAAGCTGAAAAGTAGGAAGGAGAAGAAAAA^ 
AAAATGTACAAACnAGAAGAAAATTGGAAGATAGAAACAAGATAGAAAATGAAAATAnGTCAAGAGm 

>ncrb0718.seq 

GAGACAGGNATGGGGANCTGGTGGTGATAACAGGGGAATGCGCCGTCTACGTGTGTCGTTGGTCGTGGAACAGCGCTACTGATGAGGAAGTAGCCACAAAATATAATAM 
ACTTGCTCAGTAGTmGTGAMGTCTCMGTAAAAGAGACACAMCAAAAMTTCTTTTTCGTGAAGAACTCCAAAMTAAAA^^ 
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>ncrb0719.seq 

GCncmGCTGCGTCTACTGCGAGNMTGMGACTAnCTCAGCMTCAGACTGTCGACAnCCAGAAMTC^ 
GAGGAACCCTGCGGAGGGACTTCAATCACATCAATGTAGAACTCAGCCTTCTTGGAAAGAAAAAAAAGAGGCTCCGGGTTGACAM 
TTCGGACTAmGTAGTCATGTACAGAACATGATCAAGGGTGnACACTGGGCTTCCGTTACAAGATGAGGTCT^^ 
TCTCnGTTGAAATCCGAAATncnGGGTGAAAAATACATCCGCAGGGTTCGGATGAGA 

>ncrb0720.seq 

GGCCCAAGTATGAAGTCTGTAGCTGGAAGAATAGATTCAGTGnGGGACAAGAGGTGCTCTTGACATTGAAGATAAGCCAGGAGTGAGAA^ 
OTGCCAGCACTACCCCATGATGGCAATGCCAAACTTAAGATTGTATCTCCTCTCCAGCATCACAAGTAATCAGTAAGAn 

GAGTAGTAGGAGAGGCGTGTGTCTGAGCACAGCATGTGAATGGTATAGATCATCTAGCCATGCCATATGCATGGAGAAAATAGATATCTATGTAGAAG^ 
CnGTGAAATGCCCTAACACAGGAGGCTCAGGGCTTGGGTGGCATGGAGTGACTATAGCnAACATAAGTCTGGGAAAGAAAGGCATCnC^ 

>ncrb0721.seq 

AAGGGAAGTGAGACCAGAGAAAGAACCCAAGTAGAACTAAAGnATGTCAGCTACCCAGACTTAATGGGCCAGAGCCATGACCGTGACAGGTClTGTGm 

TATGTATCTCTCTACCTTGTGGAAAACAGGGCTGGTATTCGTACCCAGGAACCTCCmGAGCATAGAGnAGCAACCATGCTTGTCAnCCCTTGACTCATGTCK 

GATACACAGGATGTTGAmGGTCACTAAAAAGAAGAAAAGGACTAACAAGCnCACnnATGAACAAGTATnTGAGAACATGC 

>ncrb0722.seq 

CATGCAGATGTAGAAGAGAGCGAAGTGATTGTGnmcmGGATTGAATAmGAATCTTATGTGTAACAAAAAGAAGTGGGTmAGnCm 
ATGAATOTCCAAGATTCGATGGGATTTATCAGTGTGTAGATAGCTCTATAATGCnGAATTGTACACTTCTAAGTGTGCAGTGCAAGAGCTTGTTTAT^^ 
GGAAAAAAAGTCAAAGAAAAATTGTAnTGAGGGAAAAAACCATGACCAAGTAAAGGATAAATTCAAAAAATAGCCTCATGAGACTTG 
GAGTGCTTCCATCCCTCTCCACCCCTTCCCCCCAAAAGGTmCTnGCAAGTGCTmGGAACTAAGAGCTAGTATC^^ 

>ncrb0723.seq 

GAGTCTNATGGATGACATCCCAGCCTCTGANNAGTAACATCCGGAATGTGTTGTAGCATTCCAGTGTGTTGTAACATTCCTGTAGCATO 
^ATTCCTGTAACATTCTGGTGTGTTGTAACAGnCCGGTGTGTTGTAACAnNGGTGnGGGCGGTGTGnGTAACm 

>lS50724.seq 

d^GAATmCTCCTTCCAAGTACAGTGTAAGAACAGACTGGAAGAGAAGnACCCCGATGAGTTGGmGGAAGGGGTTAAGGCACCAGTC^ 
T^lfGTGGAGnTAAAAACmACCGCACCCCAAAGAACAGCCrrCTCACTCCTCACTGAGTCCACTCTGAACGTGCTAAAATGGGAAGGAGG^ 
TpTGAAGmGCTTGATnCCAGTGGGTGCTGTTGmGAGTTTGGmGGAGGAAAACTGAGGTAGTCGTAACAmCTGGGACTG^ 

>agb0725.seq 

AS^GAAAGGAnCCCTAGnAATAAATGGTGnGGGAAAACTGGCTAGCCATATGCAGAAAACTGAAACTGGATGCCTTCCTTACACC™ 
CfliAAATGTAAGGTCTAAAACCATAAAAACCCTAGAAGAAAACCTAGGCM 

C'GAAAAnGACAAATGGGACCTAATTAAACTAAAGACCTTCTGGAGAGCAAAAGAAACTAGCATCAGAGTGAACAGAGAAGCTACAG 
GAgAAAGGGGTAATAnGAGAATGTACAAAGAGCnAAGC 

>ifigb0726.seq 

GpGAGAGAGACIGGAGACGCACAGNATCCCCCCAGGTCTCCCAAGCCTACCGTCCGACAGAnATrGTACAGAGCGCCAAAAATCGAAA^ 

Gi-^CGAAGGAATTCCTCAmGCAAGAGAGACAGTOCTGGAACATAGAGATnTATAGGACTGGACTAnCCTCmG 

C^GGATACCTACAAATTACCGC 

>tfib0728.seq 

dllGGAACATGGCGACTCAAGTGTGGGTGTGTGGAGTGGTGTGAATGTGGCAGGTGTnGTGTGCAGGAATTGAATC^^ 
AGTGCATAAGATGGTGGnGAAAGTGCCTATGAAGTCATCAAGCTAAAAGGATATACGAACTGGGCTATTGGATTAAGTGTGGCTGATCnAnGM 
GAnCATCCCGTGTCAACAATGGTAAAGGGGATGTATGGCATTGAGAATGAAGTCTTCCTGAGCCnCCATGTATCCTCAATGCCCGGGGAnAACCAGCGn^ 
AGGATGATGAGGnGCTCAGCTCAAGAAAAGTGCAGATACCCTGTGGGACATCCAGAAGGACCTAAAAGACCTGTGACTAGTGAGCTCTAGG 

>ncrb0729.seq 

GGGGAAGGGTAnCTAGAGATGCCACCTGCAACTGTGATTATAACTGTCAACACTACATGGAGTGCTGCCCTGATnCAAGAGAGTGTGCAGTC^ 
GCmGAGTCCTTCGAGAGAGGGAGGGAGTGTGACTGCGACGCCCAATGTAAGAAGTATGACAAGTGCTGTCCCGAmTGAGAGTnCTGT^ 
ACCATCnCAAAGAAAGCACCTCCACCnCAGGAGCATCTCAAACCATCAAATCAACAACCAAACGnCACCCAAACCACCAAACAAGA^ 
AAATAACAGAAGAACAnCTGniCTGAAAATCAAGA 

>ncrb0730.seq 

GGTGTGmCCAAAATGGCGGCAGCGATGGATGTGGATACCCCGAGCGGCACCAACAGCGGCGCGGGCAAGAAGCGCTnGAAGTGAAAAAGCATGCnTTCACTTCGAC 

CTCGCTGGCTCAAAAGAGGAGAGGTGTGTCCAnGGACAACAGAGAGTGGGAATTCCAAAAGTATGGGCACTAGGAAAAGAGTTCTTCCATCAAGGnAA^^ 

TGACmCCCTGCTGnACCTAATTACAAAnGGATGGAACTGTGnTTTnCTGCTnGTTTm 

TTCT 



>ncrb0732.seq 

GGGAGGGGCGCGAGGmCAAGNATGGCGGTAGCTGAGGG 
GTCCTGGGAGCACAGCAGAAGTGTTmCTTTTmAATGAACAAGTAAACCATACAAAn 

AGACCAAGCCCGAAAGGAAGCCCGGAAGAGAGAATTAAAGAAGAACAAAAAACAGCGCATGATGGTTCGAGCTGCAGTmAAAGATGA^ 
GAGAAATTGGATGAAATG 

>ncrb0735.seq 

GAATAGAGACTCAAAGTAGTGAATAATAAGTCCTTGTmCATGGGGGTGGGCATGAGAGGAGAGTATAAGnAGAGATAGAGACCAnAAAGGAAAA^ 

TGGCTCACACCTATAATCCCAGCACmGGGAGGCTGAGGCAGGCAGATCACAAGGTCAGGAGATCGAGGGTATCnGGCTAAGACGGTGAAACCCCATCTCTACTAAAAATAC^^ 
AATTAGCCGGGCGTGGTGGCAGGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCATGAACCCGGGAGGTGGAGCTTGCAGTGAGCCAAGATCATGCCACTG 
CACTCGAGCCTGGGCGACGGAGCAAGACTCCAG 
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>ncrb0736.seq 

MGAAAMCTGGCAGNMTGTCCGGGCCnNTATATCAAGNAGCACCATGGGCMGCCCCAGCGCCTATATTMGGCACAm 
>ncrt)0737.seq 

GGAAAATAAGACAATAGTAmCTCCTTTGCAATAGCAGnATAACAGATGTGAAAATAU^ 
CTATAATCAAATGATITCATATTGATCT^ 

nGCAGCAGATAACTTTTTTGAGTCATTGACTTCATmATATTTAAAAAA™ 
AGGAAAAAAACTGGGATAACTGATTTCTAT 

>ncrb0739.seq 

TGIGCCTAAACAAACCTCAAAAAAACGAAACGGAATGAGGAGGAAGAAAGTACATCCCAGATOAAAGA 
CTAACGCAGA 

>ncrb0740.seq 

AACTCTTAAAGAAATAAAATNCTAATCGCAAACCTCCCACCAAAGAAAAGCCCAGGGCCAGTTGGCmACTGGGGAAGTCTACCCAAC^^ 
CAAACTCTTCCAAAAAmGAAGAGGAGTGAACACTCTCTCACnGCTCTATGAAGGGAGCATTATCCTGACGTCAAAACTAGAGGCAn^^ 
CTAATGAATACAGATGCAAAAmCTTAACAATACTAGCAAACCATTCAGTAGTATAAnAAAGGGAnGTACAC^^ 
TAGAAATTAATCAGTGTAATGTCCCACATTAATAGAATG 

>ncrb0741 .seq 

ATGGCAAATTGGTTACAAAATGTCGGAAAGGCTGGAGATGCAAAAAAGAAGGTGGTGCAGnACCCAGAGATTGATGACAATATGAAGTCACTAGCACAT^ 
GAGAATGCTGTTACTCAGAGTCCACACTCACTGTAACTAGGGnACTGGAGTATCGACCCATGGTGTGGGCCCAnGGAACCACAACAGCTACTAC^ 
GAAACTCAAGAGTTACCTGCGCCCACCACAGCTGTTGnGGAATGAGATCCAAGGCTGCCAGAGTGTGCACTGCnCCGTCACCTCTGAAACC^^ 
ACCTCACACATACCTACTGCTGTTGTTACCGCCTAGGACAAGGTCAGAAAC 

>fiQrb0743.seq 

d:©CCGAGGAAGAnGGCGACGGTGTCGCCCGTGmTGGTTGGCGGGTGCCTGGGCTGGTGGGAACAGCCGCCCGAAGGAAGCACCATGAmCGGCCGCGCAGTO 

ASjrAATGGGCGGGGAGCGAAACCTAGCCCGGGACGAGAAGCGGAGCAACGTGCGGTGGGACCACGAGAGCGnTGTAAATAmTCTCTGTGGT^ 

qgATACAGGnCTGATCTTGATGTAmGGAAGAGGAGACAACATTAGAGATGTCAGCAAAT^ 

>lM)0744.seq 

d|"kGGATCATGAGGTNAGGAGATCGAGACTATCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGAGCGTGGTGGTG^ 
TISGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGTGGAAAnGCAGTGAGCCAAGATCACGCCATTGTACTCCAGCCTGGG^^ 

>teb0745.seq 

(^^jTGncmCCTCACATnGGATGATTGTCATAAGGTTTnAGCATGTTCCTCCTnTCnCACCCTCCC^^ 

GATCTCGCAGGCTGAGAACTCGnCACCTCCAAGCAmCATGAAAAAGCTGCnCTTAnAATCATACAAACTCTCACCATGATGTGAAGAGm 
AS^ACTTAGAAACTGCNN 

lass? 

>:f|fc0746.seq 

Tj^GAAGAGTGGGTGGCTGCTGCCTGTGCTGTGGAAGGTmAmATCGGTTACCACTTCAnCTCC^^ 
C^CGTGTTTTTCATAGGCATGmGTAACCAAGCTAGGCTGTCATnAATmAAGCTTAAGAATO 

AlSSTGGGCGGATCACCTGAGGTCAGGAGnCGAGACCATCCTGGCCAACGTGGGGAAGCCCCATCTCTACTAAAAATACCAAAAnAGCATGCATGGTGGCG 
ApTAGTCAAGAGGCTGAGGCAGGAGAACCGCTTGAACCCAGGA 

?» = 

>hl^748.seq 

GATGCCGACCGGCGATGCGGCGGCGTTATTCCCATGACCCGCCGGGCAGCnCCGGGAAACCAAAGTCTnGGGTTCCGGGGGGAGTATGGTTGCAAAGC^^ 
>ncrb0749.seq 

CACACTGGGGAGAAGCCCTATGAGTGTGATGACTGTGGGAAGACCTTCAGCCAGAGCTGCAGCCTCCnGAACATCACAGAATCCACACTGGGGAGAAGC^^^ 
TGTGGCAAAGCCmAGGCGAAGTTCACATCTCCTGAGACATCAGAGGATCCATACTGGGGATAAAAATGnCAGGAACCTGAGCAGGG^^ 
CAGTTGGAAAATGnGAAACTCCCATGTCnATAAATGTAATGAGTGTGAAAGAAGTTTCAGTCAGAATACAGGCCTCAnGAACATCAAAA^ 
TGTAATGCGTGTGG 

>ncrb0750.seq 

AGGGAAGCCTGTGATGACTACAGACnTGCGAACGGTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACnCAGGAAGCGCCGAGGGACCAA^ 

>ncrb0751.seq 

AGGGAAGCCTG TGATG ACTACAGACTTTGCGAACGGTAGGCCATGGmATGGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGGCGAGGGACCAAATGAGAGTGA^ 

AAAAAAAATCTCTTmnGTGGAGGCTGGCACCTGATmGTATCCCGCTGTAGCAGGATTACTGAAATACATAGGCnATATAGAATO 

CACCCGTTnTCGCGGCCCGAGAnGATAAGTAATGAAAGTGCACTGCAGTGAGGGTGAAAGGAGAGTCAACATATGTGAnGTTCCATA^ 

>ncrb0752.seq 

ATCTGATAACAATNAAATCTGAATGACAAAAACAGCTGCATTCACTGCGTGATGATTGTATGTOGGTATTGmGAAGTGCTTTACATGTG™ 

TTGCAGTTGnACGAnATCGTCATTTGAGAAAGAAGAAAACTGGGGGAGTAGAGCCCATGnCTGAAGCAGATGCTAAAGTGCCTGCCTTATGAAAAGACAGTGAAAA 

GAATT 

>ncrb0754.seq 

GAATACCGGTGAGTATmAAATGAAGTGAnGTAAGATnGGnTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGmTGAAATGATAT^^ 

GAAAGTGACCCAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAACAAGCATGATCnGTOCTGTGATATT™ 

CGTAGTAATTGCCTAGAAATATCmGTGnACCTGTTAmATGAAmnCCGAGTATTmATACGGAAAAAAnGTAnGAA^ 



>ncrb0755.seq 
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GCACCACACAGTATCACATGTGGCACACACAGTGCACGCACCACACAGCACCCGCGGCGCACACAGCACACGTGGCATATGGCCTCC^^ 

CnmGCmGnGTGTTGGAGCGGAATTTCTCCCCTGGCnCTATTGGAGTCCTAGATOmAAATCACTTCCTCTGnA^ 

CAGnAGnGCTCAGTATGGGTTTCTACACTAnAAAGCAACCTAGCGGTAGTACACAAGGTmGTTAGGATAGCT^^ 

>ncrb0757.seq 

AAGCTGAGAGGCCCAmGGAGCCnACAGAACTAGACCAGAAGACATTTGTGGATAAATCTGAACTCACnCCTC^^ 
CACATGCnGCTGAAGAGACnGTTTTCTTCnCTAAGACAGTGGTTTTGI 1 1 1 IIGGGTiTTT 

>ncrb0758.seq 

GAnGGGCGGAAGGGTCGCTGGCACTCCGnGGTCTTCCAGCTGGTGGGAGTTGTCGACGTGGTGCTGGGCGTTGGGACCCTACm 
CATACCTGTCTGTCTGCTCCCAGCmCTTGGGTTTCnCCGACGGCGTGGGGCCTCGCTAAGGAATTCCCGGCCCCTCAGGGCCACGG 
GTAAGTAGATCTTAAAGCTGTCAAGATGGnCTAGCAGACCTTGGAAGAAAAATAACATCAGCA™CGCTCGTTGAGCA^^ 
AAAAGA 

>ncrb0759.seq 

CAATTTAAAGTOCGGAATCTACCATmAAAGTTAAnGCnGTCAAGCTATAACCACAAAAATAATGAAnGATGA^ 
ACAAAAGCAGAATAAAAGC 

>ncrb0760.seq 

AAAGGAAGGCAAAGNAAGAAAGATAAATGATGAAGTGCTGGGAATCACmTACCAM 
AGTATTTTnAAATGTAnCATTGCTACAAATTAACTTTCATAAATmATGGCATGTCnCT^^ 
TCAAGTTTAmmTGCAAGTGTAGGTAAAATATmTGCAGGTAAAATAAAGCTGATAGTACATGTGnGTO 
CAGAAGGGAAATAGGAAACTATATATnGCnAAAAATTGGCATTTAGTAACCnAATTCnnTAT 

>ncrb0761.seq 

GGAGCATTNACAGCnTGGTGAAGNTGGAACGACTTOTGTGTCCAAGAAATCAGCTGAAGGAATTGCCAGAAAAAATGCCCAAM 
AfeACCAAAGTGCGAAAAGmcnTCAATGGACCGAACCAGATGATTGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAATTGAAAATGGG^ 
AplTCTCCTACATCCGCAnGCTGATACCAATATCACCAGCATTCCTCAAGGTCTTCCTCCTTCCCnACGGAAnACATCTTGATGGCAACAA^ 
Of^AAAGGACTGAATAATrrGGCTAAGnGGGATTGA 

>jibfb0763.seq 

OfiTGNATAGTAmGAGAAAGCAGACAmGCATTCATTOTAGGAGmCATAACCTAGTGAGATAGAGAGAGnGAT^^ 
TC^TCTCAAAGTGCACATGTAGATGTGGACCATGAAATAC 

>fifb0764.seq 

A||ACTATGAAAAnTTCGACATGnGTACATAAATGGCAnACAAACTAACCAAGGCATCGGTACATTGCCTTGAAACAGGCGAAW 
AAAAATACTTCGTTGGTACCCAAAAGnTTGAATCTGGGTCAAGCmGGAAAGAAGAGTACACAAAAT^ 
GCTAGTCTGGGCAGTTGAAAAGTAGAAAGTGATACATGATACCTGAAAATGAGmCATCACAAAGACGCCCCTCCGAGGAATC 
CSTTCnCATCATCAATAGGAAGTGCATCTAAATCGGATGAAAGCAGTACTGAGGAGACTGATAAATCAAGGGAGA 

>t||)0766.seq 

AWGTGTGGGGACAGTGTCAGGTGCAAGGTATATGTGGCTGnCACGAGCCGGCCCTAGAGGGAAAACACTCTAAGGAT^^ 

(gilGGTCAGTCAAGGCAAAGGCGGGCTGTCATGGTG TCCTCm CAGGGAGATGTCATGGGCACAGGCATGGGGATCAGTCnGCCX^ 

T^6<W\CCmGGCTGAGGC™CTrAAGGnCCTnCCTTTT^ 

Ag^GTTTGGGGGA 

i %^ 

>ncit0772.seq 

TCNCTGAmCACmCmATTCTACAAAATAAGAAAAATAATATCTATAnGCATGGnGTTATAGGGAnACATAAAAT^^ 
GCAGTAGGATAAATGmTGATGGGCATAGACAGATOTCATGGAAAGAAGTACCTAGCnAGCCTGGATGGGAGnCAGTGGCAGGGGGAGGTAGAA 

>ncrb0773.seq 

CACGiSCAAATCTGCCGAAGCCCGTCTCTCCTGGGTGGAnTCGTCTGTGTCAGATTGGCTCAnTCCATCGGTCTGCCCATGTACGCCGGCACCCTCTCCACCGC 
ACTGAGCCAAGTGCCTTCTCTGTCTCACACnGCCTTCAGGAGGCCGGCATCACAGAGGAGAGACAGATAAGAAAGCTCCTATCTGCAGCCAGACTCnCAAAC 
TGAGGCCATGTAGCCAGGCCCGGAATGGGCCTCTCTGGACAAGAGCCACCCTTTCACTGTGCATATGATGCTGATGCAATTCCTCCATCATCTCTGGACGTGCAG^^ 
AGAAAGGCCTGGCGTGTGGCCAAACAGCGTGAAACCnGGCACAGGACTGAGGATCCTCTCCTCCAGAAAAGCCCCCTCGAGG 

>ncrb0777.seq 

GAGACCAGCCTGGTNACATGGTGAAACCCCATCTCTACTAAAAGCACAAAAAnAGCCAGCCCATGGTGGTGGACAACTGTAAnGCAGCTA^^^^ 
CTTG 

>ncrb0779.seq 

GGTGCGTGACGCTCGTCAGTGGCnCAGTTCACACGTGGCGCCAGCGGAGGCAGGTTGCTGTGmGTGCTTCCTTCTACAGCCAATATGAAAAGGCCTAAGn 
AAACGCATGACCTGCCATAAGCGGTATAAAATCCAAAAAAAGGTTCGAGAACATCATC 

>ncrb0782.seq 

AAGAGAAGTCGmCATTCAAGTTGGTGTAATCAGTTGGGGAGTAGTGGATGTCTGCAAAAACCAGAAGCGGCAAAAGCAGGTACCTGCTCACGCCCGAGACTTO^ 
TTCAAGTGCTGCCCTGGCTGAAGGAGAAACTCCAAGATGAGGAmGGGmTCTATAAGGGGTTTCCTGCTGGACAGGGGCGTGGGAnGAATTAAAACAGCTGC 

>ncrb0783.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnTTTCTCmGAAAGATAGAGAnM 
TATAGTGAATAGGTTACTAAGATATTGCTOGGGnAAGTTmAACGTAATmAATAGCTTAAGATTnAAGAGAAAATATC^ 
AAGGmCTAAAACATGACGGAGGTTGAGATGAAGGncnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACT^^^ 
ATGCTTTTAGATTAAAATG 
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>ncrb0784.seq 

GAGATCTATACTGTTGGAAMCGCTTCAMGTAGGCAMTMCTTCCTGTGGCCCnCAMTO 
ATGCTGGCAACAGGGAGGACCAGATCAACAGGCnAnAGAAGAATGAACTAAGGTGTCTACCATGAnATmTCm 

>ncrt)0787.seq 

GGCAGCGAGTTCGACACACCATGCCGACTGTCAGCGTGAAGCGTGATCTGCTCTTCCAAGCCCTGGGCCGGAC^^^ 
GGAGCnGATGAAATTACATCTGAGAAGGAAATAATAAGTAAAGAACAAGGTAATGTAAAGGCAGCAGGAGCCTCTGATGnG^^ 
ATCTCCTGTGTCTGGAAGGATTGGTTCGAGGACTTCAGGTCTOAAAGAAAGGATAAAGGCTCCAGTGTATAAACGGGTAA 
GAGACAGCTAAGATACGTCGTT 

>ncrb078 8.seq 

CATATTCTTTnGATnAAATGTATGCTAGCTCTGAGGATGAAGTGGATGTGCnnACATGGAACTCCTGACCAA^ 

ATGTAGTGAAGATGAATTTGAAAA6GAGATGGAAGCTGAATTAAATTCTACCATGAAAACAATGGAGGACAAGTTATCGTCT 

TmGTAAGCTCTGTAAGGGCAGGAACCmTnGTGCTCTTCTATGTTCCCAGCACnTCAGTAGGTGCTGAATAAATAT^^ 

>ncrb0789.seq 

GGAGGGGGCAAGGCAGAAGAAATCTTGGAGAAGGGTCTAAAGGTGCGGGAGTATGAGTTAAGAAAAAACAACTTCTCAGATACTGGAAACm 

GATCTGGGTATGAAATATGACGCAAGCATTGGTATCTACGGCCTGGACTTCTATGTGGTGCTGGGTAGGCCAGGTnCAGCATCGCAGACAAGAAGCGCAGGACAGGCTGCATTGG^ 

GCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGnCCAGCAGAAGTATGATGGGATCATCCnCCTGGCAAATAAATTCCCGTnCTA^ 

AGTG 

>ncrb0794.seq 

AGCCGGGCCAATATGGTGAAACCGCATCTCTACTGAAAATACAAAAAmGCCAGGTGTGGCGGACACCTGTAATCCCAGCTACTCGGGAGGGTGAGGCAGGAGAATO 

CTGGAGGCAGAGGCTGCAGTGAGATAAGATCAGACCACTGTACTCCAGCCTGGGCTACAGAGTGAGACTCTGTCTGCAAAAGAAATAAAATAAAATAAGTGAATG^^ 

GTGGGTCATGCCTATAATCCCAGCAGmGGGAGGCTGAGGAGAGGGGATCACTTGTGGCCAGGAGnCAAGACCAGCCTGGCCAACATGGTGAAACC 

:^Wb0795.seq 

AttCTAAAnAACnCGmATACAGmTGGTmTGAAGmGTATT^ 
Ti^TCTAGTATC 

4Mb0796.seq 

rglGGnGCTCACACCTATAATCCTAAGTCTTCAGAAGCCCAGGGTGAGCAGATAGCTTGAGCTCAAGACTT^^ 

TAGAAAAAnAGCTGGGCATGGTGGCACAGGTAGTCCCAGCTACTCAGATGGCTGAGGTGGGACTACCTACCTGTAGTCCCAGCTACTCAGGTGGCTGAGGTGGGAGGATC^ 
QgPTGGGAGGTGGAGGCCGCAGTGAGCCCAGATTGTGCCACTGTGCTCCAGCGTGGGTGATAGAGCCAAACCCGTCT 

^Ib0797.seq 

GAtCGCCGATCACCTCTGAGACCCACCTTGCTCATAAACAAAATGCCCATGTTGGTCCTCTGCCCTGGACCTGTGACAnCTGGACTAm 
XCGATATAATAAATCACCTCTTCCGCTGTTTTAGCTGAAGAACTAG 

>jf||b0799.seq 

Cfi^ACAGCACTAAATnAAAAAAAAAAGTTTnGmCCmGCATATTnGAAnTGCACTTGCTC 

(JffAnGACTGAGACATGGCTCCCCAACAAATAGCCATGACAAATCCCTGGAACCTGTGAATGTOGT^^ 

Ai^^GATAATmGGAnATGTGGGTACACCCTAAATGTOTCGTATGTATCAmnAGAGATCGTTAGTGGGA 

>jfffb0800.seq 

Ai^GAAGTmATGAATTCCCACTAGTGAATGCAmGTCCTCACAAnATGTCAGTGAAATTm 
mmCCnGCACAGTOTATmCATATGnAAAGAGCCAnTGTAmCTTGGTGAAnGnCATAAACm 

>ncrb0803.seq 

TCTAAATCCCCnGTAAAmAACTGmGTCCAAAGAGGAACAGCTCnTGGACACTAGGAAAAAACCnGTAGAGAGAGTAAA^ 
CCAATTAAGAAAGCGTTCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACCCAATTGGACCAATCTATCACCCW 
AGTAACATGAAAACAnCTCCTCCGCATAAGCCTGCGTCAGAnAAAACACTGAACTGACAATTAACAGCCCAATATCTACAATCAACCAACAAGT^^ 
AACACAGGCATGCTCATAAGGAAAGGnAAAAAAAGTAAAAGGAACTCGGCAAATCTTACCCGGCCTGTTTACCA 

>ncrb0804.seq 

TGACCCACTGCACCTGGCCTAATAAACTCCmATCTACmCTAACATnTCGTAATOTnTATACCGTGTGCTATGCTGCATCTGAAATCTATGAAA 
TGTGAnCTCGATGnTAATAnGTATAAAAnTAACTTTAmAATTTAAAAAATTTACnTTAATmTAnTA^^ 

CCACnGAGGCCAGGAGmGAGACTAGCCTGGTCAACATAGTGAAACCCCATCTCTACAAAAAGAAnAAAAAAAAAATTAGCGTGGCATGGNGGTAm^ 
CTGGGAGGCTGGGACAGGAGGAATGCnGAGCTCAGGAATTCAAGACTTCAAGTGA 

>ncrb0805,seq 

GAAGGAACGAGATGGCGGTTCTCTGGNAGGCTGAGTGCCGTnGCGGTGCCCTAGGAGGCCGAGCTCTGnGCTTCGAACTCCAGTGGTCAGACCTGCTCATATCTCAGCAm 
CAGGACCGACCTATCCCAGAATGGTGTGGAGTGCAGCGGATACACTTGTCACCGAGCCACCATTCTGGCTCCAAGGCTGCATCTCTCCACTGGACTAGCGAGAGGGTTGTCAGTGTT 
TTGCTCCTGGGTCTGCnCCGGCTGCTTAmGAATCCnGCTCTGCGATGGACTATTCCCTGGCTGCAGCCCTCACTCnCATGGTCACTGGGGCCTTGG^^ 
TGTTCATGGGGATGCCnGCAGA 

>ncrb0806.seq 

CNGGGAAATTCGGCNnATGGCCGAGAGnAGTTGGTGACCACCTGCCCAGAGAGATGAAAGGTTCAnAnAGTTGAGCTCCACTAAnCTGAmAnAGTGCC^ 
TTGCAGCTGTGAGGGAAGTTrTCAAAGnGATCTATTTCTGAGCTGCACTAGCAGTACCACATGII 11 III inTCTTTTTT 

>ncrb0807.seq 

CAGCNCCAGCTTCCCAGNAACATCACATATCACTGCAAAAATAGCAnGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAAT^ 

TCAAGGCTGAAGGAAATAGCAAATTCACCTACACAGTTCTGGAGGATGGTTGCACGAAACACAGTGGGGAATGGAGCAAAACAGTCmGAATATCGAA 

ACCTAnGTAGATATTGCACCCTATGACATTGGTGGTCCTGATCAAGAAmGGTGTGGACGTTGGCCCTGmGCTTm 
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>ncrb0808.seq 

CATGCAAMCCTTCCCCAGCAAAMGATTCTGACTCACTGMGGCTCAGATGAnGCTMCGCTTT^ 
TATTGCACACTTAATAGAGTGCAGTATAGTGTAAACATAACnnGTATGCTCTGGAAAGCC 

>ncrb0810.seq 

GACAGCCAGAGCCTAAAGGCTAGAGCCGGATCTGGCGCGCCAGTCGCCTAGCAGGTCGTCTACCGGCnAnCGTGTGCCGGATC^ 
TGCCTaCTCmcnCCTCGGCTCmCTCnCCCTCTCGmAGnTGCCTGGGAGCnGAAAGGAGAAAGCACGGGGTCGCC 
CACTACCGCCATGGGCCTCACTATCTCCTCCCTCTTCTCCCGACTATTTGGCAAGAAGCAGATGCGCATmGATGGTrGGAnGGA^ 
TGAAGTTAGGGGAGA 

>ncrb0811.seq 

AnCCTCTAAAGAAAGATTTTGAGCAAGGCAGTTTAGAGAATCCTAATGTCTACAGTGGCATAGCAGGAGGCATGTAAGGTTCI 1 i I 1 1 1 1 CTATGCAAGAGTATTGATGTATGTGCTGAA 
TCTTCACAGACTTGTCAATACACAGGCAGTATTCTAAAATAGCACTGAACAGGGAGTCAGGAGACTAnGTCTCCTAAACCCAGGACTAGAGTTCCCTCGTACTGTCAC^ 
AnAAATGCACTGGGCTTGCCGGCACTnGGCCTTGCTAGAACGCTGCnCATAACCTGTCTGTCTGACnCTGCATCTCCnCCAGGTCAGCTCAnCACA^ 
TGGATGAGTTGCACCTTGCATCTTGAGCATGCATnCTCACAATAAmTTAAGGTGTGTGATAATmCTGGTTTCAGGA 

>ncrb0812.seq 

CACATAAGCCCAGTTCATCACCAmCCTCCTmCCnTCAGTGCAGmCTmCACATTAGGCTGTTGGTTCAAACTmGGGAGCACGGACTGTCAGn^ 

GGGATGCTGGAGGGCnCTCGTCGTGTGTGTTTTGGAGAACGAGGGGTGnCTGAGGGGGTCTAGGGAGTGCCAGGGTGnTGAGGCAGGAAGGCCAAAATCAAGA^^^ 

AAAGnGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGnGTnCCTCACATnGGATGAnGTCAT 

>ncrb0814.seq 

CTAATTAAATCGTGAAATGGCAGTATAGTCCATGATATGTAAGGAGTTGGCAAGClTAACAAAACCCATmTTATAAATGTCCATCGTCGT^ 
TTGTAAGAGACTTGCGGTTAAnATGGAAATGATAGTTTGTGATAAnGGTCCAGTTnACGAACAAGAGAmCTAAAmGAGAGGnAACAAGACA 
CJGTGTGCTCmGAAAGGAATGACAGCAGAGTACAAAGCAAATAAGATATAGTGAGCGTGAAGAGATTGGGTGCTCCTCAGAGTGTGTCGTA^ 
fjifgAAATGTrATTTATAGrrTAC 

>|^0815.seq 

(I^AGGAACGCGCAGCCGCCTTGGGAANCCCAGGCCCGGCAGCGATGGCGGTGGAAGGAGGAATGAAATGTGTGAAGnCTTGCTCTACGTCCTCCTGCTGGCGTm 

G^GTGGGAGTGAnGCCGTGGGTGTCGGGGCACAGCTTGTCCTGAGTCAGACCATAATCCAGGGGGCTACCCCTGGCTCTCTGnGCCAGTGGTCATGATGGCAGTGGGTGTCn 

CilCnCCTGGTGGGTnTGTGGGGTGCTGGGGGGCGTGGAAGGAGAACTATTGTGTTATGATGAGGmGGCATCTnCTG^ 

>(i2b0817.seq 

GMGCCCGCATGATTCAATNACTTCCCACCAGTATCGGTGCTCTAACACTGGGAATTACAATTGAACAGGAGAmGGGTGGGG^^^ 
(MTAGAACATAAAAACGATG 

>ificrb0818.seq 

TScnAATCTnAmCCGTAGATGATOTGTAGGAGGAAAAAAAGACAnGTGnAATAATTTGA 
A^lGAGAGACTGCCTAAAAGTCAGAGGTGGnAAAGTAGAAGmAATCATAACTmCTGGTTm 

rlpCG TGATGTTGGGTGACTGCAACCAGGAGTCCGGAGGnCAAGCGAnCCGGTGGCTCAGCGTGTGGAGTGGCTGGGAGTGCAAGCATGTGTC^^ 
TWTAGTANAGA 

m 

>lieib0819.seq 

a||;ctagcanagacggcaatgaagaagataangaaaatcaaggagatgagacccaaggtcagcagggagctcaacgto 

(IfeSAACCGTAAAGCACAAGATGGGAAAGAGACAAAAGCAGCGGATCCAGCAGCTGAGAATTCGTCGGCTCCCGAGGCT^ 

CTACCATCATCCGGTnAGTGATCCAACAAGAAGAAATATGAAATTCCAGCAATAAGAAATGAACAAAAGAnGGAGCTGAA 

ATAGAAGTATCTGGAmTCTATGCAGATGGGGTTmATOTTTnACGTAAAGACGTC^ 

>ncrb0820.seq ) 

GAGAAGGCAAAAGTCTCTGAATGTGGTAAGTGAAGAGGGAAATGATTGGGAGGATmGGGATCAGAACATAAAGGAACAGAAAGAAGGCATAA^ 

GAGAAAAGGATATTOGmGCAGTTATAACAGGAAGAGTAGGAAATAGAAGCTAGGAGGACATGTAGACCCAGCAAATGCTGTTTGCCCTGCATGTGG 

AATAAAGGAGAGGATAAAnGAAAAATTGGATTCTGGATGTGGTGAAAGAGAAGAGAGTGAC 

>ncrb0821.seq 

GATAANATGAAAmNTTGAATGGTnGAGGnGTAGGTGTATAAATAGTAGTTmAACATGCCTGTAGTAnGCTAACTGCA^ 

TGATTGAGATTAATGAGAGTGTATACAATAAATGTGTAGmGTTAATCGGACTACGTATGGAACAGTGTGTAmGGTTTATCATGGTCATGTAT^ 

ATGTAGGAGTnTATCACAAATAAAAATGGAATCGTT 

>ncrb0822.seq 

TGGGGNnGATCCTTAAAGCTTGATCCCAnCAGCGTATTGAACATCTGTCATCTGmGTGTGTGCAGTCTGAACCTAAGCnGACGTTm 
CTAmCTACTTGGCCAGGTGTGGGCTCAAGAGCCTTACTCmCCATCTCAGmAGGGGCGCAGCCAGCTCCTCTTCCCAATAGGGCTCmCTGCmCCCTC^ 
AmGTAATGCATGAAAAAGCAGAAGGTCGTGGCTGCnGGGGTCACATTGTGGnCTCTGTGTTnGTGGACTGTGCTGTCACTGTTCAGCGAGGACTAGCAGTAC^ 
TGGA 

>ncrb0823.seq 

AACAAGAATATTAACAAATAGAAnTAGGTATATAAAAGTAATTCTACTCTATGAACAAGTAGAGmATTCCAGAGATACGAGGCTGGTTGAGm 
GAGACGAAAAAmCATGAAAAGAAAAACTACAAnGATATGGAAAAGGCAmGACAAAAnCAATAGCCAnCnGAmAAAAAAAAAM 
AATCTCGTGAAGnGATAAAGAGTACGCAGAAAAAACGTACAGGTAAAATTATACATAATATGAAAGAGAATAnTTGCGTCGAAAAAGA 
ACCAATGGATCAGAACAGAAAATCCAGAAAGAAAGTTAGACAAAAATGCCCAGTTGACTmGACAAAGGTACAAM 

>ncrb0825.seq 

AGCCCTGGAGGCGATAAACGGCTGGGTTGCTAGACCGAGAAGAGAAACAACAATCAGTGTAGTAGAGCTCACAGGAAGGGAGATGCATAGGAAAAGGGGGAGAGTACTACATCAAGG 
GAACACCCTGTGG 
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>ncrb0826.seq 

CnGTGTTAGATGTACCAMGCnCAGCCTCATCCGGGAnGGAGMGAMGMGAGGMGMGMGMGMGMW 

GGGTGCAGTCAGGCCCCCGCACACCCAACCCCTATGCCTCGGACAACAGCAGCCTCATGTTTCCCATCCTGGTGGCCTTCG^^ 

TGTGAGAACAAATGACTATCCTGAACAGGGTGGAGGGGTGTGGGAAAGAAACCAGCCATATTGGTmGGTn^ 

>ncrb0827.seq 

TGTCANTCACTnAnGTGATATTCACmAnGTGGTGGTCTGGACCTGAACnACAATATATCTGGGGTATGTCTG^ 
CTCTCnCTATCAAAAGTGTCAAGTAAAGAAAATAACTCAGCCTCACTTGTnGGGAGCAGCCCTGTATTC^^ 
GTGAGAGTCCATAGAGCCCTAGACTCnGTnACCACACATAAAGGACmGCACCAGATAAATTAGGAAGTTCCAA^ 
nAAAGGCAAAGCTGTCTCAGCTCTAGTAACTAGGGATTGAGA 

>ncrb0828.seq 

GATTTGGGAAACAAmAAGTCnACATGCTCAAGAmTCnCCCCCnCACACCCACCCAAAAAGCATCATTGACTAAAAnn 

AGCTGnAAAGAAATAGCACnCAGGCCAGGCACAGTGGCTCACACCTATAATCCCAGCACTnGAGAGGCCAAGGTGGGAGGATCACnGAGCCCAAGAGGTC^ 

ACAACACAGTGAAACCTCATCTCTACAAAAAATAAAAAmGCCAGGCATGGTGGCACAnCCTGTAGTAGCAGATACTCAGGAGGCTGAG 

GGnGAGGCTGCAATGAGTCGTGAnGCACCACTGCGCTCCAGCCTGGGTGGAATGACAGAGTGACACCGTGAGACAGAGGGA 

>ncrb0829.seq 

GATTCCTGAAGCTGACAGCATTCGGGCCGNGTATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGGCW 
mCTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCTGGGTnCATCCATCCGACATTGAAGTT 

GGAGCAnCAGACnGTCTnCAGCAAGGACTGGTCnTCTATCTCnGTACTACACTGAATTCACCGCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACC 
AGCCCAAGATAGTTAAGTGGGATCGAGACAT 

>ncrb0830.seq 

CGACTGTTAGACGGTGGATCACTCGGCTGGTGGGTCGATGAAGAAGGGAGGTA6CTGCGAGAATTAATGTGAATTGCAGGAGAGATTGATCATCG 
GCCGGGTTCGTGCCGGGGCTACGCCTGTCTGAGOGTCGCnGC 

>mb0832.seq 

XtSCACAGGNACAAATACACCAAGGNAGAAGGAAGGGAAGAAATAAAGAAATCCAGGACGTGGAGGAGAGCTTTGTGCCTGnGCTGCACCCCTAGGT 

MACTCCAGTGATTCTGAGAGCCCCAGAGGAACTGGCAGTGGTGCGnGCCAAGTGGTCAGAAGCTGGAGGAGTTGAAGGCAGAGGAGCCAGATAACTTCAGCA 

OllAGGGGGCGAGAGTTCTnGACAGCAACGGGAACTTCCTGTACAGAATTTGAGTCGGGGCnGGCTTATGG^ 

>Mb0833.seq 

dSfeGTGAGTGmmGGTTCCTGCGTTGGGATTCCGTGTACAATCCATAGACATCTGACCTCGGCACmGCATCATCACAGCAAACTAACTGTAGCCT^^ 
/sfeGCTCTGCGCCATGAGAGCCAAGTGGAGGAAGAAGCGAATGCGCAGGCTGAAGCGCAAAAGAAGAAAGATGAGGCAGAGGTG^^ 
CCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGTTGTGGGACTGCATGCTACTGTCTAGAGCnGTCTCAATGGATCTAGM^ 
GCCGATCACCTCTGAGACCCACCTTGCTCATAAACAAAATGCCCATGnGGTCCTCTGCCCTGGAGCTGTGACATTCTGGACTATTTCT 

>fMb0834.seq 

A:^AACCAAATAACCTmGTGGTCCTGTAAAATTAATAnTGGTAGACAGAATCCATGTACCTTTGCTAAGGTTAGAATGA^ 

AifGAGCCAAGACTAGAGGGGAAACTATCACCTAAAATCAGTnGGAAAACAAGACCTAAAAAGGGAAGGGGATGGGGAnGTGGGGAGA^^ 

TipGATCTGAAAACCCTGCTTGGTTCTGAGCTGCGTCTAnGAATTGGTAAAGTAATGCCAATG 

>ii(b0837.seq 

AlfeTCAATGTCTTAAGAACGnCCTAATTCTGGAGAGGATGTCAAAATATCAACATGAACAGGAGmGGAAGAAGm 
CTATGGAGGAGGGGACTGTAGAAGTAGTGGAAATAGCAAGAGAACTAGAATGTGAAGTGGAGCCTGCCAGGTGTGTTGGCTCATAGCTG^ 
AGGAGGATCCCTTGAGCCTAGGAATTGCAGGCAGCAGTGAGCTATGTTCGTGCCACTCCCCTCACTCCAGCCTGGGTGACAAAAGCGAGACTCCATCTCAAm 
AGGTGGAGCATGAACAC 

>ncri30838.seq 

CAnGTOGGGAACATCTCAnCCCAGGAGTATGCATCCTGTACGAGCCAAGCCCACGAGCTmTGAATGATTAAGTCAGCCCTATTGGCAT^ 

TCAGTCCAGAGGTATGAAATGTTTGGATAAGAnCAGAAnGGAGAGACAGCnCTGAACGCTATAGCCAGGAGTTACATGTACAATGGGCATAGTC 

TCTGTCTCAGCAGGCCCACCCAGCCATCATCAGAAGTGGGAGGCAGGAAnCTCGTGGTATGGTAGAGGAAGGAlTTGAGGTAGACAAGAGGAACAAGGG 

>ncrb0840.seq 

AGnGAAAACATTmGTmGATTGGAAGGCAGAnATmATAmGTATTAAAAATCAAACCGTAT 

AGGAAAACCnTCCATncnAAAGTATTATCAAGTGTCAAGATCAGCAAGTGTCCnAAGTCAAACAGGTTmnGTO^ 

AGGAAAACGAAAAAnrCATTGAGATGAGTAGTGCArrTAATTAT 

>ncrb0841seq 

TGCAGTGGCTCATGCCTATAATGCCATCACTTTGGGAGGCTGAGGTGGGAGGATCACTTGAGGTCCGGCATTCGAGACCAGCCTGGCCAACATGGTGAAACCCATCTCTACTGAAM 
TGCAAAAATTGGCCAGGCATGGTGGCGGATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCTGGAGAATTGCTTGAGCCTAGGAGGCGGAGGTTGCAGTGAGCCGAGATTGCGC 
CACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCCATCTCAC 

>ncrb0842.seq 

GATGACCGCGACTTCGAGNCCCTCCCTAGGCCCAGTGTGCCGCTTCCGCTGTCAATGGCATCTTCGAGTGGTCCAGTGTTCTGATTTGGGTCTGGACAAAGTGCCAAAGGATCTTCC 
CCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACTGAAATCAAAGATGGAGACTTTAAGAACCTGAAGAACCTTCACGCATTGAnCTTGTCA^ 
TAGTCCTGGAGCATnACACCnTGGTGAAGTTGGAACGACmATCTGTCCAAGAATCAGCTGAAGGAAnGCCAGAAAAAATGCGCAAAACTCnCAGGAGCTG 
ATGAGATCACCAAAGTGCGAAAAGTTACTTTCAATGGACTGAACCAGATGATTGTCATAG 

>ncrb0843.seq 

CATATATnACAGTAGGAATAGACGTAGACACACGAGCATAmCACCTCCGCTACCATAATCATCGCTATCCCCACCGGCGTCAAAGTAmAGCTGACTCGC^^ 
CMTATGAAATGATCTGCTGCAGTGCTCTGAGCCGTAGGATTCATCmGTmCACCGTAGGTGGCCTGAGTGGCAnGTA 
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CGTACTACGnGTAGCCCACnCCACTATGTCCTATCMTAGGAGCTGTAnTGCCATCATAGGAGGCTTCATTCACTGATTT^ 
CCAAAATCCAmCACTATCATAnCATCGGCGTAAATCTAACmcnCCCACAACACTnCTCGGCCT^^ 

>ncrb0844.seq 

AmGACTGAAGTTCTTCCCTATGCACTOTTGTCAGncnGAGATGATGCTGTGGACTTAATAACmGATC^ 
AGGATACATGATGGCTAGAGACACAGGTGTAGCTTnAATAGATGCAGGCTAACAGCTGCCAmTCGCAT^ 

AGTGGTnCACTTCCTGAAAGAAACTGGCAGGATAGGGACCnACCATAGAAGAGAGTTCTGGGAGAAGGGAAGTGAAGCAGGTCCCn^ 
TCCTTGCnGCTTTCCAGACCCCATGCCACAGCTGGATGTGAGTGAGGCCAACAAGGAGTTCATGGAAGAGAGTGA 

>ncrb0845.seq 

tataagaattcaacagnagnaaacggcaggaagacccttactactgtccaagggatcgctgatga™cgataaaaagaaactagtgaaggcgttta^ 

tactgtaangagcatccggaatatggagaagtaattcagctacagggtgaccaacgcaagaacatatgccagncctcgtagaganggactggctaaggacgatcagc 

catgggrntaagtgcttgtggctcactgaagcttaagtgaggatttcct 

>ncrb0846.seq 

ATOTCNAACATGAATTGTATCTGCGTCTCGCAGACTAAAATATCAAGCATAAAAAGGTnGCTTAATGAATGGTTTGTmACnGTC™ 
AAATGGACAGTGATnGGCTGCCAGCTGGTGTTAAAAACAAGCCAACTCCAAGAAAGTTATGTAAGTCTCCCAATAACCAAAGCAAAAG™ 
TAGGATGGCGTACAATGACAnTCCTCTCTGTmGGGAnAGGTGTAAGTGAGAAAAAGGAAGCATTAGAACAACAAAGAAAAGAACAAM 
GACTTGAGAAGTATATTA 

>ncrb0847.seq 

AATGCAAATATATACAGGnGnTTGAGmGGCAATAAAACACAGAGCCAGCCCTAAGCAGGGCTGAAAACTGAGTATTTAAACCTTAAGTATTCTGCA^ 

ATGGGTCCTAGAGTCAGATAGAACTGAAATCTAATCTTGACTTCACCACTCAGCTGTAGATAAATTACTAGACCTCAGmTCnGnCGTGAAATC 

CTTGATATGGnGTCGTGAGGAnAAACAAAAATGTATAGCACAGTACGTGAGATGTAGTAAACAGTGTTGAAAGATTAGTGATTATTGAT 

>ligb0848.seq 

tCSGANCCTTGATATGGCTTCACmCCTAGGCTTGTAGGTAACACTAACACAGGGATOTmGTCCmAAAGAATACAG^ 
A©rCGTAATGACCnCACTCTCTCCTGGAGACAAGGATTGTCTCTGATCGTGCTTGTGGAAGGCTGGTCCnGGGTGGGCGTAGGCAAnGAGn 
QATAAAnGTCTGTGGATCATTGATCAGCAAAAGATCTGAGTCnAAAGCATCnGAAAGTCCTGCnnATTAGTCTATATCCG 
d^GCTGCCTGATTTTGTGTTAAT 

>lpb0849.seq 

GTGAAAGACCTTTCCCTGTACTOCCnTCAACATGCnCAATCmTCAACGCTACATmGTATmTCAAACAAGTATAAATTCTC 

T#rrGmG™TTTAmGTGAATGGnCATCAGTATGnAACTATACGTnTATCGAGAAGGAAAATGACTAA 

T^CCTAAAnAACCmCATCCTATGAAGTAATAAAGTTCATTTTAAAC 

>ncrb0850.seq 

CATCTTGGACTCAGTAAAAGTGATTCTAGCAATAGTGATTCGACTCAGAGTCAGAAGTCTGGCAGGAACTCGAACCCCCGGCAAGCACGCAAC 

AyGTGGACnCCTATTAAGAC™CTTGCATTGCTGGACTAGCAAAGGAAAATTGCACTATTGCACATCATAnCTAnGm 

IfgTGTmGGTTTCTGCnCTGTCTTCTCTCAACCCCnTGTAATGGmGGGGGCAGACTCnAAGT^^^ 

4^0851 .seq 

G^CTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAATGCAGCTAGCTGCGAGAATrAATGTGAAnGCAGGACACATTGATGATC 
CSS(^GGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCG 

>lilfb0852.seq 

AGGGTAAAAATATCTTAAATAGAAATTGTCTGAAATAGCnAAATmGGAGCAAGAATGCACCAAAAnCTm 
CAAAAATCAGCTAATCTGTGTTATGTACATGTAGACCAACCTCTCnCTGCCACACCATATCATCACGACTGGCTCAAAGm^ 

GCCCTACCTGGCACAATCCCGTATGTGCTGCAGCCTCAAGTCTAGGCTTCCACTATCCmCAGTATGTGCCCACCTCTCGACCCCAAAGTACAGTCTGAAA 
TGCCTCATGTCTTTGGGnGATTG 

>ncrb0854.seq 

GGGGCAnCCTGAAGCTGACAGCAnGGGGCGGAGATGTGTCGCTCCGTGGGCTTAGCTGTGCTCGCGCTACTCTCTCnTCTGGCGTGGAGGCTATCCAGCGTACTCCAAAGAnC 
AGGTnACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAnTCCTGAATTGCTATGTGTCTGGGnTCATCCATCCGACAnGAAGnGACmCTGAAGAATGG^^^ 
AAAGTGGAGCAnCAGACnGTCTTTGAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAAnCACCCCCACTGAAAAAGATGAGTATGGCTGCCG 
GTCACAGCCCAAGATAGnAAGTGGGATCGAGA 

>ncrb0855.seq 

GTNAGCAGACAGAAAGTAAGCTTGnATCAGAAGnACGCTGAAmATAGACAGGTGCATTTCACAGAAAAAGnTGGCAAAGATTAGGT^ 
GAATGGTTTATTCAACTTGCC 

>ncrb0856.seq 

gagacnccgggcctacagcgggagcgtgaggaaagccgtgcgttgcgttccaaggcatctgtgagcccgcggagtatacaccatgagcaaaggtcaccctcccgagttgaaaaaat 

ttatggacaagaag™tgattgaaattaaatggtgggagacatgtccaaggaatattgcggggatttgatgcct™tgaaccttgtgatagatgaatg^ 

ggacaagagaagaatanggaatggtggtaataggaggaaatagtatcatcatgmgaagccttggaacgagtataaataatggctgngagcagagaaacccat^ 

AGGGCCTGTnTACTATGATGT 

>ncrb0857.seq 

GGCAGGGNAGGGCAAGGGGAACACCAGCACCAGTAAGGCAGACAGAAAAGAAAAAAATGAAGGAGATGGGAAGTACACnGGAAAGGGTGGGAACAGGGTAGGGGCTGGC 
AAAAGGCAAGAGGATCAAGGCCTCGAGGAGAAAAAGCAAATAAAGAAGGAAATGGAATCAAATCAGATGAAGTCCTmAGGGGAAGGATGATGTGAACG 
AATGAGGAAAGGCACGGGTGAAAGCAGGAGAGGAAAGnCCAGCCAGCAGACAGGAGGGAGGAAAGCTCnGTTTGAAATGGAAGCTGATGCTGTAAAGGAGCAT^^^ 
GCAACAmAGATATGGGGGCCACTGAAGCTTCCAmGTTTACTGAGCACCTACCACAGGCTGGGTGCTGTACTAAGACT 



>ncrt)0858.seq 
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AMnMGAMGTTAMGTGCMTMTGmGMGACAATMGTGGTGGTGTATCnGmCTMTMGATAAACT^^ 
TAAAACATACTGTGTGGTATAACAGGCnAATAAATTCTCT 

>ncrb0859.seq 

AmCAAAAGTATCTGAAGCAAnCTCAGACTGAACTACTTCTTAGACCTCACTGTAAGAATAT^ 

TGCATGGGATAGGAGCATGTCTATTCTAACACATCAGCnAnCAAAAGCAAGAATmAAAAAT^^ 

TATATCCTTCTGCATCCTTTGGCCAATAAAAGTTGCTGGAGAATC 

>ncrt}0860.seq 

GGCACTGACTGAATGCTGnAATAmCTAAAAGmCTACATTCAGAmTATGCCTGAnCATAGTAAAATACCTCTAATAM 

nGTATmACATGGGCCAGmATATACTGCTATnACACTAnAinCCTATAGCTACATGnCmGTACCTmGTAGmTAm 

CTATCTGGTTnGGGTGTTmCATGnTTAGCATTTGTATAAAGAAACTGGTCCATGTAAATACTnCCATG 

>ncrb0861.seq 

GACTCCTGAACTGACAGCATTCGGGCCGAGTATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGTAC^ 
TACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCTGGGmCATCCATCCGACAnGAAGnGACTOCTG^ 
GGAGCATTCAGACTTGTCmCAGCAAGGACTGGTCmCTATCTCnGTACTAGACTGAAnCACGCCCACTGAAAAA^^ 
AGCCCAAGATAGTTAAGTGGGATCGAGA 

>ncrb0862.seq 

AGGGAACACCAGNAAAACCTCACAATGTGnATnAGCTrGATGAATmCTATAGCGTAATTGATGAGTGmCnAGnC 
TCAGTCTTTTGGGAATGGAGTCATGCTGAGnCAAAAGAGACCAATAAGTAAACCG 

>ncrb0864.seq 

GGGAANCCGGCGGGGGCCGAGGGGGGTGANTTCTCTGCAGTGTnGCCAATGTTGGAGCCGTCTGGAAAGTGTCCCCGGGAAGAAGAGGCTGCCTACCACAAGGACmAGC 

mTTAAAGATTGAAGAAAAAAAAGAAGACAGAAAAAGAAGAACTCAAAGATAGACAAAGTAAmGAACCAAG 

AjgGTCTTAACATGCnCAAATAAATCAGATGnCTCAGTGCAGCTGAGTCnGGTGAGCAGACATGGGAATCCGAA 

>jiferb0867.seq 

dtiAGnATGGACCGAGCATGGTAGCTCACGCCTGTAATCCCAGCACnTGGGAGTCAGAGGTGAGCGGATTACTO 

d6€ATCTCTAGTAAAAATACAAAAAmGCCAAGGATGATGGCACGGGATTGTAGTCCCAGCTACTCAGGAGGCTAAGGCA^ 

;|i|AGGCAGAGGTTGCAGTGAGCCGAGATCGCACCACTGTACTCCAGCCTGGGCAACAGAGTGAGACTCTATCTC 

>/i^b0868.seq 

AjfiCACnCACTAGCNTGANCAAGGGGATCCANNANNNTATGCAANGCATGCCNNGCANNNANCNNGNANNCr^GGCNCGNA™^ 

>ricrb0870.seq 

TteTAGTAANCTGGmACNCTGAAAGANNAAGANGCCTCCCCTGTTCNCTGAAATACCACCnGATC^^ 

GttTGTT 

>i^"Eb0872.seq 

d^CGCTmCATCTGTCCCGCTGCGTGTTTTCCTCnGATCGGGAACTCCTGCnCTCCnGCCTCGAA^ 

S&'CCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAG 
CmGTGGAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAAGCTGGATTn 

>ihlfb0874.seq 

CNCCCGGGAACmCGGCATTmGGCCGGGGAAGGTGCTGTGTAATChrrTAAGGAGCCGGAGGCTmG 

ANCCAAAGAGGATGAGAAGGACGACAAGCCCCATCCGAGCTCTGGATGAGGGGGATAnGCCnGnGAAAACnATGGTCAGAGCACmCTCTAGGCAGATCAAGC 
ATGACAnCAGCAACnCTCAAGAAAATTAATGAGCTCACTGGTATTAAAGAATCTGACACTGGCCTGGCCCGACCAGCACTCTGGGAm^ 
GAACAGCCTnACAGGnGCCAGGTGTACAAAGATAATCAATGCTGATTCGGAGGACCCAAAATACATTATCAACGTAAAGCAGm 
GTGGCACCTACTGACATTGAAGAAAGGAT 

>ncrb0875.seq 

GCmNACAnCGGGAAGCGTCGGGATTAGGTGAAAGAAGCTGAGCTGAACACATTGCGATGGATGATGGAAACATAAGACTATCAAGAAATCCAAGTG 
CAGCATCCGGCAATGGACTTATCGTAGnGGGGAAACGGGTGTTCCGAATAATATCCTGGAAGnATCAGGACACCTATTnAAATATAGGCCTGAAm 
GGNCCGGGATAAnAAATAAAATGCTTAATTCATGTGGCT 

>ncrb0877.seq 

TCCGGCCNNmATGGGCCCGGGGCCTnCCTGTTGATGTTAACCTGAGCCTACCTAGAGATAnCTTAmCACCTAAATGTAAAATnGGAGTAAATATATATGTC 

GCTmCTnmAAnTCCAGGAAAAAATAAAAAGAGTATGAGTCnCTGTAATTCATTGAGCAGTOGCTCATTTG 

CATTACTGGTAAAGCCTCATnGAATGTGTGAATTCAATACAGGCTATGTAAAATnnACTAATGTCAnATmGAAAAA^ 

>ncrb0878.seq 

CCTCCGATCTCAGAGCNAAGTGTCGGGATCACCTCAGATGCNAGCCCNAAGAANACNACNAGGCNCTGAAAAGGGGACCATCATAGGGACNAGGCGTGAACGATCTCGCTCCnTG 
AGAGGTGCCATAAAAGCNAGCACCATGGTGGCAGTCGCTCAGGACATGGCAGGCACAGGCCGCCTGACTTTCTGTTCCnTGAGCCCTGCATCAGnCTTGGnnGCCTATCT^^^ 
TGTGATGTATGGACTCAATCAAAAACATTAAACGCAAACTGATTAGGATmGATnCTTGAAACCCTCT^^ 

>ncrb0881.seq 

CNCCCNGGGAATTCGGCAnACCGGCCGGGATGGAAACTGGGGAAACATGCATAAGTGCCAATCCTTTGAATGnCCACGGAAACACTGGTGGACAGAnCTAGTGCTGA^^ 

CACGmGGmGGAGAGTCCATGGATGGTGGTmCAGTnAGCTACGGCAATCCTGAACTTCCTGAAGATGTCCTTGATGTGCAGCTGGCAnCCTTCGACTT^^ 

TTCCCAGAACATCACATATCACTGCAAAAATAGCATTGGATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAATGAAGGTG^ 

GGAAATAGCAAATTCACCTACACAGTTCTGGAGGATGGTTGCACGAAACGCACTGGGGAATGGAGCAAAACAGTCTTTGAATATCGAACACGC 

ATATTGCACCCTATGACATTGGGTGGTG 
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>ncrb0882.seq 

NTTGGGCCGGGAMNTCCATGAGATGGCTGGMCNTTCNACCMTGACCTGCNAGCCr^GCCmGGnNANNAGAAM 
GNCCACAnCGCACAAACCCNAACCGCllTCAAAAM 

GACCnCTTTAAGCNCCTCGACAACCTTmGCAGGGAAAACGCTCCCACAGGCCAGCAGGATGGGAGAAAATG^ 
GCTACGGGAATAAACAAACATnCTCAnGGCAAAATATGTTGAnGTAAATGGGTCCTATmGAnAATAAAGATATGG 

>ncrb0888.seq 

CTCCGGCCNTNTATTGGCCCGGGATGAGTAAACNGAAATGTATGCAGAAGAAGAGTGGGGTGnCAGGACnCTAAGTATAAGTCAGACATTCATCA^^ 
GGmAGAGTAGAAAAnGGGCTAACAGAGAAGCmGAATTCTCATAGnAATACTGGAGGAAATGAGTCATCAGTGA^^ 
AACTOTrTTAAGAATTTGGnGCCTmAGGTGAGCCAATGGTGGCAGCAGAAGTAGGCGTATGGGATAACTAnGTGTAAAGA^ 
GAAAACTAAACTGmGAGAATCATACTTTTTTCAT 

>ncrb0891.seq 

AAGANNCGCNAGCCTAAGCCNTGCCGAANANNTTAAANTGGTGGAANmGGGNAGGGANNACNAnGGANTCNNTCCGACAAGTTTCCGAAANGCCACCn^^ 
GGGTTTCCCnCCGCGGGGGNCNTACCNCCGCTGTCCTTGAAGCCGTCCGCrrTGNCCCGAATCNAATGCG 

>ncrb0892.seq 

GGTGNAGTCATTGGCCTCACTTGNAGCGTCTGCCTTCCTGGACTGAAAAGAATCCTCCTACCnCAGCCCTGCCAAAGTAGCTAGGACCACAGAGnGTGCTCTCCTGCAGCGT^ 
CGGACGGCTGGCTATCTTACCCAGAATCNAATCACACTG 

>ncrb0897.seq 

GTGANCTTGncnCCNTGGTGGGAGAGANNCTGGAAGGAAGGAGCCGAGGCGTGCCAAATAATGAAAGGAGCACCGGGGGCACCCCTTCAGTAGCACCCGGAATCAGCGGTG 
GCCGGTGACGTCTGCTATGGACAGCCCTGGAGCCCGCTCCAGCCCTAACTACATGCCCTGTGTGmGmGCAGAAGAATCnATCAAAAATTAGCAATGGAAACGCTGGAG 
AGACTGGTGnTAGACCAGCTAGAGAGGATACAGACCTAGCGGTGTGTCAGTGAGATGGGnCTAAGAAGnCAAAAGAATGCTGAACGGGGAGGTGACAGAGGTGTGAGAGATGAGG 
CGATCAGGGAACCAGGTGTCTGAATACAmCAAATACmCnAGACAAGCAGAATGATGGGGGGAAGATCCCCATCTCCT^ 

>yfb0899.seq 

TiilTGGANACNNNNTGCTCAGANAGACTGNCNAGNCCNGTCAANCAGCAGATTGmGCNAAGNGGAGGCATCAGGTGTCCNTGGGAGGCTGAmCTAGG 

G^CACnTTAATGAACAANTGGCCmATTAAAAACTGAGTGACTCTATATAGCTGATCAGTTTTnCACCCTGGAAGCA 

A^GTTGGAGAAGTGTNAGGAAAAGmCATGmGCACCTrTCTAGnGAAAATAAAGTGTATAnTrTTGC 

>l||)0901.seq 

CCATAGCCGACCACCCATAAGAAAAAnCCTTGCCATTAAAAAATAAACCnAGAAATGGnACCTGTmGTGGTC^^ 
ATjATAGAAGAAAAACACGCTGGmTTATGCTCTTAAATTAACGCnTTAATGGTGAACTTGn^ 

>|jrib0902.seq 

CSGCGNATCNATGGGCCCGGGGGCTTTTnCCCNGGTNGGGNGGCnGNTGGTGGANGTGTGCTCTNAGNGGTGATACGGTGGGGTGNAGAAAAN 
AlSeCCCAGCCGCGCCCTCGTCCGCCATTGCGCTGGGAAAAnGAGGAAATCNAAGGACnCCCTGCTCACNAGCCCCGACGAAAAGGGATGCCAM^ 
AMTAAGGACAACCGTGAAAGTTTAAAGnCGATGCCAGGCAGATAGCCmACACCGTGGTGATCACCTGACAAAGAGAAGGGAG 
TllgCAGTGAAAGGAAGTGAAATGAACCCAGANACACCTGATTGGAACTGTATOTAmAAAATT 

>flfb0903.seq 

(MAGCCCTACGTAGAAAATGGCAGAGCTGGAATGTAGGTnAACTCCTGACCACTATGCTATAAAGTCACCACATGTC 

WAAACTAGATCnCCTTGGTAGATGAAGCTATAGAACnCTATnTCCCTGCmCTGTAGTCTCTCAGAGTGACAGCAT^ 

ApCGTGCCTGAATAATAGAATCTAGAACAACAACAAAAATATTAATTTITrCTGTGW 

>ncri30904.seq 

GCGATGATGTGGCTCTNGI^GGCGTGAGCCACnCTTCCGCGAAnGGCCGAGGAGAAGCGCGAGGGCTACNAGCGTCTCCTGAAGATGCAA^ 
TCnCCAGGACATCAAGAAGCCAGCTGAAGATGA 

>ncrt)0908.seq 

TNGGCCCCGGGATTNTCnACCTGGGANCTGNGTCnCNANNTOnCCNGANCCTNTGAAGTACCCCTGGCCCTTGnGGGGNAGTGTGAGCGm 
CCTGGCCCAGCCAGGCCAGTCAAGANAACCAGCCACCAnAGnCCCAGAAGANAGATGGAAAnCTGAAAAGTGAATGTGAAGAAAAGGAGTCAA 
AAAAATGGAAAAAAAAAACmAmAAAAAAGAAAAAAGTCCAGAnGTAGmTACimGCTTGT^ 
TCTCTGACACTGTGTAAGAAGCTGTGAATAnCCTAACnACCCANATGnGCTTTTGAAAAGTTGAAATGT^ 

>ncrb0909.seq 

TCCCCTGGGACTTGCGGGNTCnGGCCGGGGGTNGTGNNAGnGTAGCCCCCGANNGGTGTGANGGGAATGGGACCAGATANTAAAAnGGAAGANATAACNGCCTCTGAAT^ 
NAAAAGTAAAAACCGATAnCCAATCTACCAACCmAAGAANTCCTCCCATTATTAnCCCTAAGCCAAAATAAATTAnAAGANACCTCCACCAC 
ACCTTCAGACCAACCAATTAGGACCAGAGACCAAAAATCTTAAAGCCCTCAGAAAAGAAGCCAGnACCmCAAAGGAAGAACCAGTTAGAGCT^^ 
CCAAAGGAAGCCAGCGAGCAATGGAAGGGTTTTCAATTAACACCTGAAGTTTGATAAGGC 

>ncrb091lseq 

CATGTTGTCAACACnCmATGGAAAGAATGATCTCmGAGGATAATGCAnGCAAAATGAAAAATCTCTCATGTTCATGmATGGACAACCTCCT^ 
CmGAAAACAAAATCAAATTTCmGCATTGAmAAGCCTAAACCTGAAGCAAATTGTAGnAGGGACTATATACAGGACTATA^^^ 
GGACmGAAGCACTAAAGTCGAAGGCTCTGCCATTCCTAmTCTTGTGTTAAGGAmACAGGATGACATTCAGAATCGTGCCACCTCAmGCCACTG^^ 
GGTTNnGGGAAGAGAATCAGACCAAGCTGAGCCCACGTGAGTTGACAGCTCTTCGGGAAAAGCTTCATCAGGCTAAGGAGCAATATGAGGCGCTCCAGGAAGAGA 

>ncrb0912.seq 

GGGCCGGGGANCTGGTTCNTGTCTGAAAAnTACCTCCCGGCTGAGTnTTmAATAACCTCCCTCAAAAATAAATTGCTTAmCCAT^^ 

CAACCTGGCnAGAAACCGTTTTACAGAAAAGGACTAGCCATGCCnGCTGAGACTnnATGTAGTATAAGTAGAACAGAGTTGGAATGTATAATAATO^ 

AATATAAnCnGAGATTCTGGTATGTGCAAGATATATGGGAATATGAAGTAGAGTATAAATATAGATAGAATATAAACGTNNGC 



>ncrb0913.seq 
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CMGGCACTGGCAGAAGAAMCAGGMTGTGGTGGATGGGCCATACGCTGGAGTCATGACAGCmTGATCTGAAGAAM 
GGCAAGnGGAGTCGAAGGTGGACAATCnGTTGTCAATGGCACCGGAACAAACTCAACCAACTCCACTACAGCTGnCCCAGCT^ 
TCATTAACGGAGCTGAAGAAAAATGTGTATTGCCTCCTATGGACGGCTAC^^ 
TGGGAGTGGGATGGGATCCACCTGCTCTTTTmATnACCTCAGTGMGGTTGAAAAT^^ 

>ncrt>0914.seq 

GGAGCCTGCTGGCCCGGGACnCGAGAAGAACTATAACATGTACATCTTCCCTGTACACTGGCAGTTCGGCCAGCTGGACCAGCACCCCATTGACG^ 
CTGGCTCCACTGCGTGGTCCCCTCATCCCCATGGAGCATTGCACCACCCGCnmCGAGACCTGTGACCTGGACAATGACAAGTAC^^ 
GGCATCAAGCAGAAGGATATCGACAAGGATCnGTGATCTAAATCCACTCCnCCACAGTACCGGAnCTGTCmAACCCTCCCCTO 
GGGTTTGGTGGTCCTGCCTGGAGACAAGGNGCTAACATAGATiTAAAGNGAATACATTAAC 

>ncrb0915.seq 

CCNGGGAATTCGGCANTTATGGGGCGGGGTAAATAGTNGATCTCATTTTCTTCCmGTAAAATGGGGTTAGTACTGGCCCTACGTCATATTGT^^ 

AATCATGAAGTGCATAGTATCACATGTGATAGAATAmATAACTTTTTATOGATGCnAATGnCAAnAAGTAATmG 

TAAGAATmCATAmTTAAACAAGGCAGTmGTAGTGCCnAAGATTAAATACAACTGCTCCTm 

>ncrb0916.seq 

GGAGGAGCTCGGTTATGCAGCCCCTGTCTnCCGAAACGCCATGATGTCTAAGGnCGAAACTACCCGGAAGGACCTTGGTAAACTGCATCGGGAGGTGAGAAGCACCAGCCm^ 
GAGGCCACCACCCTGGAGGCCCGAGGAGACATGAAATATGGCATATATGCCTGTAGAGAATGAGCATATGAATGGGCTACAGTCTCAAAGGGCAATGCTTCTGCAGGGCACTGAM 
GCCTGAACCCGGGCCGACGCGAAAGTATTGAACGTTGTCATCGGATTGCCACAGAGACTGACCAGAnGGCTCAGAAATGATAGAAGAGCTGGGGGAACAACGAGAC 
GTACCAAGAGTAGACTGGTAAACACAAGTGAAAACTTGAGCAAAAGTCGGAAGATTCTCCGTTCAATGTCCAGAAAAGTGAC 

>ncrb0917.seq 

CCCCGGGAAnTCCGGCCNTTOTGGGCCGGGGAGnGGAACNAATAAAAGGGTAAAAAGATAGTCTAmAAAACAAGAGTGTCGAATCTn^ 
AAGAATTGTGTTGGGCCATACATAATGTACGCTAAGGATAGCCAATGAGCTAAAAAAGAAnGCG 

>ficfb0918.seq 

TiicCCCNGGGGAANnCCGGCGATnANTGGGCCGGGGTATNAAATGTATTATTAnACCTGTATTAAACGTATGTATACGTGT^^ 
TfOnACCTGTGGAATTTGCTAAAAAGCCGmAAGAAACACCTAGCGTmAGTGTAGAAGCCCAGCATAGCTTGCTGGTTGCAGT^^ 
TiBAGTTGGGTCCCAAGGCATGGGTAGAAmGGATGGTGCAGAAGAGGGGCATGGGGTGAGCAGnCCCAAGACCATCCTCCCTCTGACATCAACTGCAGGm 
/ifi^TCAGCnCAGGnCGATMTGCATAGGACTGCAGAGCTCACTGMGGCTAnATACTCACGGnACAATnAn^^ 

>nc|b0921.seq 

CaGGGAATTCGGCCNnATGGCCCGGGAnTGCAmGCTAGCNATGAAGANCNAAGAACTGATTGGAAGCATGAAAATTAATGGAAG^ 

(#MGAAAGTATACGCGTCTTCGGGGGATGGAGAAGTTTATGmGGGATGTGAACTGAAGGAAGTGCCT^^ 

TIl'AGGAATGGACAGTATGnGCTTGTGGnCTAATTGTGGGAGTGGTAAATATATACAATCAAGATTCnGT^^^ 

TACAGGTGnACTOTCTGACCTTCAATCCTACTACAGAAATCnGGCAATTGCTTCAGAAAAAATGAAAGAAGCAGTCAGATO 

CgAGTCATTAAAAATAAG 

>|ii)0922.seq 

AS^AACATTGTnGTAATAATCCTAAGCTGGAAANACCTCCCAGTGGCCT^^ 

CpGCGCmGGGAGGCAGAGGCCCAGTGGATCACGAGGTCAGGAAmGAGACCAGCCTGACCAACACGGTAAAACCCCGTCTCTACCAAAA^ 

m 

>iP)0923.seq 

C^GCCN^f^™^GGGCCCGGGANnT^ATTmGGCTCCCTGTGCTT^CAGGTC^ACCTGAAGGAGTCm 
ClIfeAATATGAGGATGGTTCAGCATACGCCAAATTAnAAACATAATATGTCACGTCAACAGAGTGAAGACCAAAACCCATATGG^ 
AnCAACACAATGAAAACnCGTGATAAAAACTGTCAACAAACTAGGTATAGAAGGAACATACCTCAAGACAGTAAGGGCCATATATGACAG 
AAAAAACTGAAAGCCmCCTCTAAGATCTGAAACAAGACAAGGATGCCCACmCACAACTmGnCAACATAANCCTC^ 

>ncrb0924.seq 

CGGGAAATCmGGGAGGGAAGCCAAGAANCCAGCCAAAAGGGGTGGATGCCTGNCTCCAGCCAGGGTCNNCCCCTTCAAGGGGCCCCAAAGAANGmTT^ 

CCGTGGGAAGCACCTTGGAGGGAAGGGAAGAnCCCGTTATCNAGAnCCCGCCCGACCGANCTGCAAGCCAGmCGGGGAGGGAGTTCAAACCTCAmGCCCATCTC 

ACAAGGAACCTTTTGAAGTGG 

>ncrb0925.seq 

TACCCCCGGGGAANNTCCGGCCAATTTAATGGGCCGGGGCTmATTCCCTGATGGTAGAGANNGANCTCCNGGGAGCGCGCTGGANCnGGTAGCCCCNAAAGA^ 
GTTAATCTGmGACGCTGGTTTGTCCTAAGGCCNTAGnAAAAAGTACGCAGCTCTGGGTGGGGTCCGTGAAGCCCAGGCCAGGGAGCGAAATCTTGCCTGTGCTGG 
GTCTGGmCACATCTCTGAGCTATATCCTCAmGTGAAGGTGGGTmGCmATAGmGGCTGGGGGAGCACnAAnGnCCCAm 
CCACCTGCCCTTTGGGCAAGGTTGGGACAAAAGGGATGT 

>ncrb0928.seq 

ACCAACNNNCGTTTTCCANTTGANNGTGNAGANNGGGGANNTCCTGGANCGGGGCCCNTCCGTATCCTCTGACCACCGATGGGCCGCCmCCT^ 
GACCG 

>ncrb0929.seq 

GCTCTGTTCCTAAGCGCGGCGCTGGGGAAGTTCTGCGAGGAGAAAGCGATGTTCAGTTCGAGGCGCCAAGATCGTGAAGCCCAATGGCGAGAAGCGCGGAGGAGTTCGAGTCCG^ 
ATCTCCCAGGCTCTTGTGGAGCTGGAGATGAACTCGGACCTCAAGGGTTAGCTCAGGGAGCTGAATATOCGGCAGCTAAGGAAATTGAAGTTGGTGGGTGGTCGGAAA 
AATGmGTTCCCGTTCCTCAACTGAAATCmCCAGAAAATCCAAGTCCGGCTAGTACGCGAATTGGAGNAAAAAGTTCAGTGGGAAGCATGTCGTC 
CTGCCTAAGCCAACTCGAAAAAGCCGTACAAAAATAAGGAAAAGCGTCGCAGGAGGCGTAGTCTGACAGGTGTGCAGGATGGGATGGTTGAGGAGTTGGTCT^ 

>ncrb0931.seq 

AGCGTCTTAGTCATTAACCCCAAGTmGGGATTnGCCNTTAGAAACCCCAAGTCCTGGAGATGGATCCTAmACAAAACTAGACTAATACACG 
CGGAGGCCCnCAAAAAAGTCTGTTGCGAGAATCGGCCAAACTGGAACAAAGTCTGTCTTGTCACAGAGTGGAAATAGGCGAGAGGTAACTCCAATTCTTGCAGAA^ 
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GGTCCACAMCMGTACMCACCTCAGGTAnGAGCCCCACTATOCATCTCCCCCAMCGCACTGCCTCGMGMGTO 
ATAGC 

>ncrb0932.seq 

GANGCANGCNNNNGGGAANnNGANGGGGGTAGANGnGGGGTTCCmGAAGTTnACCNCCCNCCTNTAGnCCCCACCTGAAT^ 
TTCCTAnCTGCCCTTGCTCTGTGTCATCTCAGTCAmGACTTAGAAAGTGCCCnCAAM 

>ncrb0933.seq 

GTTGGGACmAGGACAGGmGmACTTAAAGTAAGAACTGCAnGTCAAAGTTGAAAGAGGAACACTmGTGAGTO 
GGGTmCAAGACTAmGGCATTCnAAmGGGGACnGGGAGGGAAACTGATAAAAAGAAATTGAAGAATTGA 
ATATACACATCAAGTGAAAnACnGACAGTGNTCAmGAATGAGTnGAAnCAAGCCATOTAAnACTm 
AGCAATATAATCAGAGCTAAATAT 

>ncrb0934.seq 

CCNGGGAATTCGGCCNTTATGGCCCGGGGGAGACTGTTCGAGAACGTGCGGTGGAGGAGTCCAGTACACGATGAGGGAATGTGACAACGCAGTCCCAAAGAATGGAGGGAA 

GTGAAGGCAAACGAGTGCGCTACAGATCCTGTAACCTTGAGGACTGTCCAGACAATAATGGAAAAACCmAGAGAGGAACAATGTGAAGCACACAACGA 

GGGAGTGGGCCTGCAGTGGAATGGATTCCCAAGTACGGTGGGGTCTGAGCAAAGGACAGGTGCAAGCTCATCTGCCAAGCCAAAGGCATTGGCTACnCnCGm 

GTTGTAGATGGTACTCCATGTAGCCGAGATTCCACGTCTGTCTGTGTGCAAGGACAGTGTGTAAAAGCTGGGTTGTGATCGCATCATAGACTCCAAAAAGAAGmGATAM 

GirTGCNGGGGGNA 

>ncrb0936.seq 

CGACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGGTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGATCATCGACACnCGAACGCACTTGCGGCC 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGT 

>ncrb0937.seq 

ACCCNGGGAATTCGGCATTATGGCCCGGGGTGAGAGGTCTGACTCCTAAGTGGCCAACAGGAGAAGAAGAAGAAGAAGACAGGTCGGGCTAAGCGGCGGATGCAGTACAA 
d^rrTGTCAACGlTGTGCCCACCmGGCAAGAAGAAGGGCCCCAATGGCAACTCnAAGTCT^ 

>|fefb0938.seq 

CaGGGAATTCGGCATOTGGCACGGGGACTCGnCATTAAACCNCCCTGAGTGCAGTAGTGATGTCGACCCTTGAGCCTCCAGCAGCGGAACAGAGGGGACCCTGACAGCG 

C^TGCAGAGGGGTTCCCGCCATGGCCTAGAGCAGTACCmCCAGATTGGAAGAAGGAATGAAGCTAAGGAAACAGCTGAmGTGAAAAACCCAGTCAAGAGGATG 

CiSAAGAATTTGACTCnnCGAATAnTAGATTGGTGGGGATGTGCTCnCTTGCTCTTGGAGTGAGAGCmTGTTTGCA^ 

TaGGTAGATGGGATTATAGAAATATmCGCAAGAGTGAAAAGAAGATAAAGAGAACAGTAGTAACAGCTGGACnCT^^ 

TASCTATAGCAAAATGGGGGGA 

>|ljSlb0939.seq 

TAATTGAAGCTCATGCCTCCGAAACAGTTATAGCAAAGGAGAAACCCCAGAGCTTGCAGGAAGAAGAGGCCATGTGAGTAGAGAGTC^ 
GfMGAAGCGGTCAGGATGAAAGCCTACCCTGACCCAACACCCTrGATmGGACCTCTOTAGAACACGGGA^ 

>ij|i30940.seq 

TigGGGCNNmATGGGCCGGGCCGCCCNTGGGAANCCTGGTTAAAACTAACACNGCCCTCnAGGCTCCnCCCTGAAGANCTGGAnCCA 
T^AmCTAACAAAACTCCCTTGTCATCATGGACGTTnAGAGATATTGATACTATTAmCTACTGAmCTGC^^^ 
C^AAGGCTnGTAGAACCGATAGTCTCTCTCTGTCTCTCACTACTCATCAACnGATGTGGTAGCACAAAAGCAGTC^ 
A|^GTGCCTCCnAAGnCG6CCTGAAGTTTTCTCTGTACATTGTGAACTATAACAAATGGAAAGGTG^ 

>il30942.seq 

AATTCCGGCNNmTGGCCCGGGGACNATGACCNCCCTnGCAGAAAGTAAACCTGAnGAATAAATAAATCTCCGTmCTO 

TATGAGGAAATOTTCnCCTGGCAGGTAGCnAAAGAGTGGGGTATATAGAGCCACAACACATGnTATmGCnGGCTGCAGTTGAAm 

TCATTCCAAGAnGTCAAnAAAAATGAGTnAAAATGmAACTTGTGATCGAGACCTACATGGATGTCnGATAnGTGT^^ 

>ncrb0943.seq 

GAAAAATTATAACCAGCATAATATAGCAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAAGTnGCA^ 

ACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTOTAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCC 

AGTTCAACmAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAAmAACTGmGTCCAAAGAGGAACAGCTCmGGACACTA^ 

AACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACGCACTA 

>ncrb0945.seq 

CGGCCGGAACCGCCTCTTCCGTAAnCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCAGCCGATATATGnCTCTAGGCCTmAGAAAACAT^ 
GATATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGnCAAAAAGGAATGCCCCACAAGTGmCCATGGCAAAACTGGA^ 
GAGGATGCTGTTGGCAnGnGTAAACAAACAAGTTAAGGGCAAGATTCTTGCCAAGAGAAnAATGTGCGTATTGAGCACATTAAGCACTCTAAGAG 
TGTGAAGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGnCAACTAAAGCGCCAGCCTGGTGCAGGCAGAGAAGCACACTnGT^^ 

>ncrb0947.seq 

CCNGGGAATTCGGCCNTTATGGCCCGGGGGAAGCCNCCTGGCTTGGAACGCCCTGGnGGAACATAAGTTCTCnGGGCATTGCCAnCCAGGGTATTAGGGTATT^ 

GGCCCTGAGGATAGGATGAAGCCATGTGGGGACTTCTCGATGAGAACTTCTTGTCAGTAAGTGCGTGTAAnGGTGATmGTCTAGCCTGGCAGGCCCAGTGGTO 

GTTATTATACCAGGCTATTGGCTGGTAGTTGGCTAATTTGA 

>ncrb0948.seq 

TCTTGGTCTAATATOAAATGTTmGCATTACCmGCATGCTTACTGGATGGGCAGTGAAGGGAGAATAAAGTCACGGTGGGACATGTGAGTGTGAA^ 
GAGCCACTGCGCCCAGCCAACAATAGTTGnATATAACCCACTGCCCACCCTGGCCTTCCTCCATCCCCCTCGCACGCACACAnATATAGCTGTAAAAT^^^ 

>ncrb0949.seq 

AGGCCNGGGAANTTGGGGCCATTATGGCCCGGGATTNAGTGAGCATCTnnGTGTAnnGTATACCCTAGTGGATGAGATGCTGTGCATAAGAGGGAGTGAGCTAAGTGGCCAAT^ 
TCAGGGTTTATCTGGGGATGAGAATGTAGAAAGTTCCTAGAAAGAGGCTGTGGAAGGCAGTGGCAGGGAAAGCAGTGGAACCATCGTTACCACAAC 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page38 of 776 



CACTCAGGAMGTAmAATGGTAAGATGTCTnGGMGACTAGMnGnGTGnACTTGAAMCCCmGGCTGGGCATG 
TAGACGGGCGGATCATGAGGTCAGGAGATGCTGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTA 

>ncrb0951.seq 

GCTGAAGCTGAAGGTAGCATAGACAAAGGGCCTCAGAATCGCGCAGGCGCAAnGTGCCCTGGnCGCCAAGATGTCGTO^ 
GAGACCCTCGACCCAGCCGAATACAACATATCTCCGGAAACGCGGCGGGCGCAAGCCGAGGGGnGGCCATAAGAGCCCAGCTGAAACGA 
CAACCGCCGAGGGCTCATCGAAAATCCTGGCTTGCnCGnGGGCCTATGCAAGAACAATAAATGTCTATGCTAAm 
GGATTTTGGGCCCCTCATCTTCATTTATTATATOTCAAAACTGAGAG 

>ncrb0952.seq 

CCCGGGAATTCGGCCNnATGGCCCGGGCNCCCTGTCATCATAACTGGCTTCTGCTTGTCATCCACACAACACCCAGGACTTA^ 
TTTATmGACTGTGAmAmGGAGTGGAGGCAnGTTmAAGAAAAAGATGTGATGTAGGnGTGTAAAM 

>ncrb0957.seq 

ACAnTAGGATCTAGAAGTTnACTmATAAAGATGGTGTCCGGAAGATGTTGCTAATGTAirnACnCAAGAT^^ 
TnAACAGTTTTTTAAAATAAACTATGGATATGAC 

>ncrb0960.seq 

CCNGGGAATnCCGGCCNTTATGGCGCGGGCACNAACCGTGGCAGCCTTCCTTTTTCNGAACNAGGGTAAAGAGATAAAGACTGAGCCNCAATGTC^ 

TTACACACAGTGTTnCTGnTGnGAGCAAATAACnCTAnCAGTATGAAAGGTGCTTTACAGGGCATGAATACCAGAGATGGGGATCGTTGG^ 

CGTTAAGAATAAATAATACTTCTTAAATTAAGCATTmAmCATATOCACCATGTCAGAATGCAmAGGCm 

>ncrb1059.seq 

AATGCCCCAACTAAATACTACCGTATGGCGCACCATAATTACCCCGATACTCCTTACACTATTCCTCATCACCCAACTAAAAATATTAAACACAA^ 
GCCT 

^ab1063.seq 

GaTTCCAACTrGGAACGCTGCAGAATGGCTCCGGCAAAGAAGGGTGGGGAGAAGAAAAAGGGCCGTTCTGCCATCAACGA^ 

QS^CATCCATGGAGTGGGCTTCAAGAAGCGTGCAGCTCGGGCACTCAAAGAGAnCGGAAATTTGCCATGAAGGAGATGGGAACTGCAGATGTGCGCATTGAGACCAGGCTCM 
A||^TGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCGAGAAAACGTAATGAGGATGAAGAn^^ 

>|^b1065.seq 

GGSCCTGTGGGACGTTTCTGCAnTGGANTGAAAGTGCTnCCGGAAGmGATGAAnGTACGGCACTTGGCGTAAAGCCGCnCCCTCAAGAGTM 
/\||TGATTAATAGAGATCnAGCAGAATGTGGAAAAGGCGAGAGATGCAAAGAGGGGTNCGAGCACCAGGGAAGAAGATCCATGGCAG 

>yb1067.seq 

AACAGCAGNAAACTCTCAGGTTGGGGGAATGTCAGCAAACCTTCAGGTACGACGAAATCTCTTCTGGAGATCCAGCAGGAAGAGGGCAG^^ 
C;^CAACACCAGCAACGAAACAGAGCTGGTAACAATACGCATTCGAACGTGCACACCAGCAnGGGAAnCTGmGGGGCTCTATAAATA^^ 
ApTAGTCAGTAGTATnGGAGTAATGCTGACACTAAAAACTGCAACATGGGATTGTGGGATGATGCAGlsiGAAAGA 

>nGl)1068.seq 

G^GTnACnGGCCTCCAGnCTGTTCCTCCCCGCCCTGGTGCTGCTCCAGGTCACATACTCnCGTGAGCCGGCnCAGCCTCTCGGCGCAGA^ 

GifiTTCnATGTGAAGTCTACCAAGCTTGTGCTCAAGGGAACCGAGAmGCCTGAGGnGACTGTACATGCA^ 

WGnAGGCGAGATGGAAAGAAAGTATCAAGGAGTGAGCTGAAGCCACTGCCCnGAGAACCCTCTCGAGGAGTCTGGCC^^^^ 

ill - 

>neil)1069.seq 

GCAAAGTAGACAAAGCmGTTCAmGGAGCnAGAGTCCAGGAGGAATACATTNGATAATGACACAATCAAATATAAATO 
AGACCATGAGTATGTGTAACAGGAGGACACAGCATOTTCTAGTGCTGTACTGTTCCGTACGGCAGCCACTACCCACATGTAACTTm 
ACGCAGCTCCCCAATCACACTAGCAACATnCAAGTGCnGAGAGCCATGCATGATTAGTGGnACCCTATTGAATAGGTCAGAAGTAGAATCTm 
GACAGTGCTCTTCTAGATCATCATAAGACTAC 

>ncrb1072.seq 

GGATTTCCmTATCTAATATATATCTGGGAGAAAAGGCTGCTTGAAAATATCTTnGAnCAGTGAnm^ 
>ncrb1073.seq 

GGAACm'CTOTGTGGnAGAAGTAAGGANATATACTTTTAAATATCCCTTGGATCAAAAAAATAAATCACA^ 

TAAAATOTAAAATGCACmGCAAAGGAGTACTTAATATAAGCTTAAATAAATAAATAmCATATATATATATATATATATGAAGAM 

GAAGATAGCAAATAAACCTAGAG 

>ncrb1075.seq 

GGAGCTGAAGAAACAAACTGGTCTCCAGGCTGTCTTGCCTnATTCCTGGTTAGGGCAGGTGGTCCTAGACAGCAGmCCAGTAAAAGCTGAACA^ 
>ncrb1079.seq 

GTmAGGAAAGGTTGnCTGATATCAGGATAAAGTAGGTATTAAAGAGAAAAACTGTAGTCAGGGGAGCCAGTCAAGAGGCTGTTAATACAGTAGAG 
AATCTTGGAGTACTTnGACATTnAGGGTAGGTGGAGAAAAAGAAGAAAACACTAGAAGAGACTAGGAAAAGAGGTGGGAGAAGAACTA^ 

>ncrb1080.seq 

ATrrnNTCCCCCAGGGACTGTCGGNNNmTGGCCCGGGAGGGAAATOGAAGATAAAAACATACTmAGAAGAAAAM 
AAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTAC 

>ncrb1081.seq 

ANTCTCGGCTNTTATGGCCCGGGGGCCTGTTTCAGCCNGGAAGGCCNAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATC 

AGAmGGATGAnGTCATAAGGnTnAGGATGnCCTCCnnGnCACGCTCGCCTmnCnGTATTAATGAAGAGAAACTTGAAAGnAATGGGATGGTCGGA 

AGAACTCGnCACCTCCAAGCAmCATGAAAAAGCTGCTTCTTAnAATCATACAAAGTCTCACCATGATGTGAAGAGTnCACAAATC^ 
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>ncrb1082.seq 

CATATACACCATCAGCAGACTCTMTTNmNATCAGTATCGATCMTGGAnCCAGCATGTCMTGGCTGATA^ 

TGATGAAGGCCCTGGAACTTATCCGGGTAGAAAAAAGAAGAAAAAGCAAACCCAGCAGAnGACTACAGTAGGGGTO^ 

GAAAGCAnCAGGAnCCAGAACTCTGCCATTCAAAACTCATCCnCTCAGGCTTCATTTG 

>ncrb1083.seq 

GAGAGCGGAGGTGGTGGCGGCGGAGGCmGGCAGCTCGGGACTGAGTGCAAGAATCAGCATGAnCTTCAGAGGCTCTTCAGGn^ 
CCAmGCGGAGGAACATTGGTG™CAGCAGTGGCAmAATAAGGAACnGATCCTATACAGAAACTCmGTGGACA^ 
GACCTGTTGATGCTAGTTCAGAGTATCAGCAAGAGCTGGAGAGGGAGCTTmAAGCTCAAGCAAATGm 
AAATTTGAAGTCATCGAAAAACCCCAGGCCTGAAG 

>ncrb1084.seq 

ATGGCCCGGGCAAGTAGnTGGACATCACCCTACTGAAAACTTGCGAnCTTCTTAGTmCTGCATACTTTTCATCACGATGCAGGAAACGAm 

GAACCnTGAAAGGATCGTCTTGTATGGTGAAnnCTAGGAGCGATGATGTACTGTAAmiATmAATGTATTTTGA™ 1 1 1 1 I I TAAATGCTTGTTCTAAGA 

CAmCTGAATGTAGACCATTnCCAAAAAGGAAACmATnTCAAAAACCTAATCCGTAGTAATTCCTAATGTTGGA 

>ncrb1085.seq 

CAAAGATTTCAAGCNGGGAGAAGGGnCTTGGTGATGGAGGGCATGGAACGTGGACACCCTGAGGTGTCGTGCTnGTGGC™TCTACAGGAGCATGGGGCAT^^ 

CTCnCTGTCnTGAGGGAGAGAGACCAAGCTAGATCCTmTCTCACCmCTGCCmGGAACACATGAAGATCATCTCGTCTATGGATCATGnGAC^ 

TCCCAnGAACTGGTAGnGGCAATTnGCACAnCATACAAAAAAAlTTnAATGAAATGAmCAnGAnCATGATGG 

GAGA 

>ncrb1087.seq 

GACGGGGAATCAGGGnCGATTCCGGAGTAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAAnACCCACTCCCGACCCGGGGAGGTAGTC^ 

>H6fb1088.seq 

dS^GCATGGNAATCTTATGAACTTAATCCCnCATTAACAGGAGAAATGCAAATACCTTCATATGCCCTCAGCAGAGATGGAGAGCTAAA^ 
/s^CGTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGGTAGGCCATGGmATGGATACAATGCTGCCTATAATCGC^^^ 
CSAATGAGAGTGAGGGAAGAAAAAAAATCTCTmTrrCTGGAGGGTGGCAGGTGATmGTATGCCCCTGTAGCAGGAm 
GmTAnCTCnGTCTGGCTGCACCCCTTmCCCGCCCGCAGAnGATAAGTAATGAAAGTGCACTGCAGTC^ 

>ncrt)1089.seq 

CI^GAGAAGTGGTGTACAGGAAATOCnCAmGACAGGAGTATGTAGAGAAAAnGAAGTTnGTnGAGACTTCATAAGCTTGGTG^^ 

TlfSGTCTCTTGAAACAGTGACACAAAGGTGTAATTCTCTATGGmGAAATGGATCATAGGAGGCACGTAATACC^^ 

lM5AACmTAGTTATGCAGAGAGTGATAATAAACCTCTAAACCTGCCCAGCGGAAGTGTGTTm 

>Ticrb1092.seq 

C^GGAAAACTCGGCCNmTGGCCCGGGCATmTATAAGTATACCGTAAAAACCGCATTAGATGTATTGATAGTGmTAT^^ 
TfpGATTGTTACCAGTTAAAAATTACTCTGTAGTnGCrrT 

>IM)1093.seq 

Ti^TAAACTAGmACAAnGGTAGATCTGTGTATATATAAATATATAnAAAGAACAAAGAW 

Ad^TGGACTTGGCmACAnCTTAATGTACTmACTmCCTCAAGATATGAACTTACTCTCTO 

Gg^TTTTTGnAGATTGCATACAGTAAATTGAAATACAGACnGGTACACT 

jy 

>ncrb1094.seq 

GGAGTAATGGTAGTmATTCnTCnGATAGAAACCTGCTTACAmAACCAAGCnCTATOTGGGTTmC^^^ 
TTAAGATATATATmACGTAGTGCTGACAGGACCCACTCmCATTGAAAGGTGATGAAAATCAAATAAAGAATCTGTTG 

>ncrt)1095.seq 

GCTAANGNAAAAAAAATTATCmGNAATAGTNTATCCAGTGAAAGTATCATTCAAACATAAAGGAAAATAAACACmCCCAGAGAAA 
TGTCCTATAAGAAATGCTAAAGGGAGTTnTGAATCTGAAAGAAAATGAGAmGCAAGCAATAAGAAATCACCTGATGGCACAAGAC^ 
ATAATGCTCTAACAGTATGATTGTCATGTGTAAACCAGTCATGmTCTTGAGTAGGAAGATTAAAATACAATCCTATCAACAATAATAA^^^ 
GGTATACATTGGAAACAATAAAAAGTGGTGAGGGATGGAGTTTTAATGTAGAGTTCTTAT 

>ncrb1096.seq 

CnGCTCAGAACTCTGGTmGACCnCAGGAAACAnAGTOAAATTCAAGCAGAACAnCAGAATCAGGTCAGGTTGTGGGTGTGGACCTGAACACA 
GAGAAGTAGGGGTATGGGATAAGTATTGTGTAAAGAAACAGCnCnCACTCCTGCACTGTGAnGCCACCAACATTGTCnGGTTGATGAGATCATGCGAGCTGGA^ 
AAAGGTTGAATTGAAGCTTCCTCTGTATCTGAATCTTGAAGACTGCAAAGTGATGCTGAGGATOCAGCTGTGGAATTmGTC^ 
GAAAAAAGGAGAGAACACTGGCATGTGTTGA 

>ncrb1098.seq 

GTTnCCAAGNAACTOACAAATTGmCTAANATTCATGTAGAAGCAGAAAGAGTCAAGAAGAGTTAAAAGCCTTCTAAAGGAAAAGM 
AmCATAAGAAATC™GTGTAACAAGATnCTTATGAAATOTGTAACTAAmAGTGGGGTATATCATGTTAGCTCAGGGGTGGAGAAAm 
AAAGAAGCCTATCCATATCTGAAGAGGTGGCTTATGACAGAGCTGGAGATGATGCTGAGTGGAAAGAAAATGAACnCACAGTACTTGGCTCTGGAGCAAATGGTOTC^ 
AAACATGAAACCAGGCTGGCACCACATGTCTTGCAGAGGAATCAGTTCGAAGGGATTAAATAATTAAAGATG 

>ncrb1100.seq 

GATCTACAGCCTGGACAAGCTCTACCCCGAATCTCAGGGCTCGGACACCGCCTGGAGGGTCCCGAATGGTGCAAAGCAAGCCGACAGTGAGATCGCTCTAGATCGGnGACAATATG 
TTAnGTCGGAGTAGTGGTCCTGGGGGGCAGAATGTGAACAAAGTGAAnCCAAGGCAGAAGTCAGGnCGAmGGCAACTGCGGAGTGGATCGCGGAGCCCGTGCGGCAGM 
TAGCCATCACGCATAAAAACAAGATCAACAGGTOGGAGAGTTGATCCTCACCTCTGAGAGCAGCGGCTATCAGTTCCGGAATCTGGCAGATTGCCTGCAGA^ 
CACTGAGGGCAGCGAGAGACCGAAGGAGGGAACAAAAGAAGATGTTAAAGnGATAGA 
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>ncrb1101.seq 

GAGTATAMGGGAGCAGGGMGGCGGGAGACNGCGCAGnTGMTCGCGGTGCGACGMGGAGTAGGTGGTGGGATCTCACCGTGGGTCCGAmGCC 
CnGAGCnCAGCGGAAnCGAAATGGCTGGCGGTAAGGCTGGAAAGGACTCCGGAAAGGCCAAGACAAAGGCGGmCCCGCTCGC^^ 
CGTATTCATCGACACCTAAAATCTAGGACGACCAGTCATGGAGGTGTGGGCGCGACTGCCGCTGTGTACAGCGCAGCCATCCTGGAGTACC^^^ 
NGGAAATGCATCAAAAGACnAAAGGTAAAGCGTATOCCCCTCGTCACnGCAACTTGCTAnCGTGGA^^^ 

>ncrb1104.seq 

CTATGTAGATACACCTAATGTnCTATAACAAATGTnAAATATTCACACAAAAAGGAATA^ 

CmAGCCTTCCAAAGGTGTTTAGATnCAGAATTGCAATAAATTCCAGTAmGAACAAAGAAATTAm 

GATGTATCTGCACATlTrCCCTTTAAAATAATCnCTCTTCTGAACTnATT^ 

>ncrb1106.seq 

GGCmCCAACTGCCTGACTGCTTGnCGTCTCACTGGTGTGAGCTCCAGCATCCCCTnGCTCGAAATGGACCCCAACTGCTCnGCGCCACTGGTGG 
CTCCTGCAAGTGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGTTCCTGCTGCCCCGTGGGCTGTGCCAAGTGTGGCCAGGGCTGCGTCTGCAAAGGG 
AAGTGCAGCTGCTGTGCCTGATGTGGGAACAGCTCnCTCCCATATGTAAATAGAACAACCTGCACAACCTGGATTTT^ 
TACTAAATATGTGACTGACAATAAAAAG 

>ncrb1108.seq 

ATNCGAAAACAATTAAAATGACAGGAATAAGACCTCACCTATCAATAACAACmmAAATGGCTTAAAmCCCAGTTA^ 
ACTCTATGCTAGCTACAAGAAACTAAnTGACGTGTGGAGAGACACATAGACAGAAACTGAAGGGATGAAAAAAGATATTGCATGC 

>ncrb1109.seq 

GGGGGGCCCGAACGmAGmGAAAAAATTAGAGTGnCAAAGCAGGCCCGAGCGGCCTGGATACCGGAGGTAGGAATAATGGAATAGGACGGCGGTTCTA^ 

AACTGAGGCCATGATTAAGAGGGACGGCCGGGGGCAnCGTAnGCGCCGCTAGAGGTGAAATTCnGGACCGGCGCAAGACGGACCAGAGCGAAAGCATnGCCAA^^ 

CAHAnC 

>lfb1110.seq 

CpCCmGTGGTTmAAGAAAAAAATTCTGTGCAGATCTGnCGTCCTCCTGCTCCTTCCCTnTCTCTACAT^^^ 
T^|TAGGTAmGTTAGACCTGAGTGTACATmCACATGTTATCCTTCACATAmCTCAT^ 

>l#b1111.seq 

gllgaagatcmggaggaaaatcagagttgtctctctttmaacatattgmgagatgamttggacaccagagng 
a^ibtctgagatagttancacatmgggataatcaggatgcatggaatnaaagtcaaagggnggatgagaacactaagatagtgag 
a^Stataaggtcaagaaaaagaggaaaaacagcaaggaagactgaagagagaccagcagggtaggaaggaaaccaagagagtgcm 
gffcagctgtgtcacagggtgctcacatgtcagnagtatgaggtctgaga 

>ncrb1112,seq 

AjrTGAAAACAGCTAGIsMGNAATAAGAATAnCCCAACACA^ 

Ti^GCACCTCAAAGACATGTACAACTCTTAAmAACATTmGAAAGAAAAAAAAACCGGCCAGAGCAnAA^ 
C||5TGCnCAGAAAGAGAATAGCAGCGCTCGC™CCGTGGGAACACGGCCAGTTAACAAAATGGGrmGGT^ 

>l^1113.seq 

d^GATGGCGCCGAAGCGAAGTAAGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCnTAAAGGCCAAGAAGGCAGTC 
/^AAGATCCGCACGTCACCCACCTTCCGGCGGCCGAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCGCAGGAGAAACAAGCTO 
CffCCAAGmCCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACnGTGTTCATTGTGGGATGTTAAA 
GGfGTATGACATnGATGTGGCCAAGGTCAACACCCTGAnCGGCCTGATGGAGAGAAG 

>ncrb1114.seq 

AACAAnGAAATGGTCmATGAACAGGATNAAAGGATAACAATATAAAATAAAACTAAGTAAAGAGGTCCTTCAGm^ 
CTGAGAGAGmATGACCACTAGACTGCC™CAATAAATGCTAAGGGAAGTTCTCCAAGCTGAAATAAAAAGCTGCCAAnTGTAACATGAAG 
GATCAAGAAGAACAAAGCTGGAGACATCATACnCCTGAmCAAATOTAnACAAAGCTACAGTGGTCAAAACAGTATGTTACTGGCA 
GAAAGCCCAGAAGTAAACCCACACTrGTACAATCAmAATCTTCGATGCATGTGCGAAGAGTATACAATGGGGAAATGAAM 

>ncrt)1115.seq 

ATAGCAAGGACTAAGCCCTATACCTTCTGCATAATGAAmACTAGAAATAACTnGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGA^ 

CACACGCGTCTATGTAGCAAAATAGTGGGAAGATTOTAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGTTGGTTGTCCAAGATAGAATCTTAGTTCAACm 

CAGAACGGTGTAAATCCCCnGTAAAnTAACTGnAGTCCAAAGAGGAACAGCTCTnGGACACTAGGAAAAAACCnGTAGAGAGAGG 

>ncrb1116.seq 

GGGGAATCAGGGnCGATTCCGGANGAGGGNGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAAnACCCACTCCCGACCCGGGGAGGT^^ 

>ncrbl117.seq 

AAGGATNAGGGGAGGATAACATTTTTGCTTTCTOTGTGACTCTCnTGAAAATGTGCAGTAAGAAAnCCTCAAAA^ 
>ncrb1118.seq 

CAGGATATCAAGNAAACCGNACTGCGATNACTGGGAGAGGGGGCTGAATGCAATGGAGTGTGCATTACATTTGGAAAAAAATGTGAATCAGTCAGTACTGGAACTGCACAAACTGG^ 
ACTGACAAAAATGACCCCCAmGTGTGACTTCAnGAGACACATTACCTGAATGAGCAGGTGAAAGCCATCAAAGAATTGGGTGACCACGTGACCAACnGCGCAAGATGGGA 
CGGAATCTGGCnGGCGGAATATCTCmGACAAGCACACCCTGGGAGACAGTGATAATGAAAGCTAAGCGTCGGGGTAAmCCCCATAGCCGTGGGGTGACTTCCCTGGTC^ 
GGCAGTGCATGCATGTTGGGGTTTGGTTTAGCTmCTATAAGTTGTACGAAAACATGCACTTAAGTTCTTTGAm^ 

>ncrb1120.seq 

ATAmGTTGGAGAAAGATACTCTAAATGGAGACAAACATAAAATGCTTGTGGAAATATTOGACAmAACATAAACAATOGAATTGACA^ 
ATnACAnAGAACAGGAGTAGAAGAGAATATTnCCCTATTAAAAAGATTATGGTCTATAGAAAAAGAACCAACTGAAAATGGM 
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CATTmATGGGAAAAMCACTAMTTnTAMCAAMTACTAnMTAMGAGMTTAGAGAMmTATM 
ATATAAAGGGAGGTTTAnTAnAAAATG 

>ncrb1121.seq 

AnGmATTlTITAAAAAGTACTTAATGGAGGAGGGAGCCCCTGTCCTCAGAAAGCCTGCA^ 
CCATCCTAGCCACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATCAACTGGGTGTAGTGGCACGTACCTO^^ 
ATCCGGGAGGCAGAGGnGCCATGAGCCGAGAnGCACCACTGCACTTCAGCCTGGTGACAGAGCGAGACTCGCTCTCAAAA^ 
TGGCTCACGCCTGTAATNTCANCAGTTTGGGA 

>ncrb1123.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACGGGAGATAAGTTTTmC^ 
TATAGTCAATAGGTOCTAAGATATTGCnAGCGnAAGnnTAACGTAATmAATAGCTTAAGAnnAAGAGAAAATATGAAGAC™ 
AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTATTTAAAAGAAAAnGAGAGAA^ 
ATGCTTTTAGATTAAAATG 

>ncrb1124.seq 

ATCCGTmCACACTTAACAGTGnCGCTCCTGCTAATTCTCCCCACTTGmCTGATCAGTCAACCTAAGTGAAACATATTGGCCTCCT^ 

AGTCACGCCTGTAATCCCAGTACmGGGAGTCTGAGGTGGGTGGGTCACGTGAGGTGAGGAGnGAAGAGGAGGGTGGGGAACATGGTGAAAGCGCATGTGTAGTAAAAAT^ 

CnAGCCGGGTGTGGCGGCGTGCAGCTGTAGTCCCAGCTACTCAGGAGGCTGAGACAGGAGAATCCCTTGAATCTGGGAGGCAGAAGTTGCAGTGAGCCGAGATTAC 

CTCCAACCTGGGTGACAGAGTAAAGCTCTGCCT 

>ncrb1125.seq 

GGCAAAACAAAnGCAATATAATGTGATAAGTTCmAAAAGAGGTAAGAGCAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAGCATC^^ 
GAAGAGAAGCCCACTATCTCATTTAATCnTACAACTCTCnGCAAGGnCCCTGGTTGTGAAAATAGATGAGATAAATCATGAAGGCCACTATCATCCT^ 
CGTGGGCTGGACCGTnCAACAGAGAGGCTOTTTGACCTTATGCTAGAAGATGAGGCTTCTGGGATAGGGCCAGAAGTTCCTGATGAGCGCGACnCGAGCGCT 
T^fgGCCCCnGCGGTGTGAATGCGATGTTGGAGTGGTCGAGTGnCTGATnGGGTCTGGACAAAGTGGCAAAGGATGTTGGGGGTO^ 

>mbll26.seq 

AOTGGGAACGGATATAATAATAGTGTAGAAAGAGGTTATTGTnTAGTGCTAAGTAGAGTGACAGGAGTTTGCATGGTGGnGTCCAATCA^ 
TSfrATTAAnGGAAAATGAAAAGCAGTATCTACTGGGACAGCAGCAACTAAACmCTGG^ 

iWCAGTCAmAmGCCAlTGACTGTTGnCCCTGGCAAnAATTAAGAAGAGGGGGATAGAGnCACTTCTAnAGGTTCCCT^^ 

>iiiQfb1127,seq 

QMAGGAmGACGAAATGCGCATCACTnATGATTAAAACTCTCAGCAAAATCAGCATACAAGGGACATACGTGAATGTA^^ 

/^deCAACATAATACTGGATTGGAGAAAAGnGAAAATATTCCCTCTGAAAACTGGAACTAGAAAAGGATGGCGACTCTCACCACTO 

0gMTCAGAGAAGAGAAAGAAAGGGCATCCAAATTGGTAAAGAGGATGTCAAATTGTTGCTGTTTGGTGATGATATGAn^ 

CJAGAAGTGATAAAAGAATTCAGCAAAGTnCAGGATACAAAAnAATGTACACAAATCAGTAGCTCTCCTGT^^^ 

XCIACAATAG 

>iifb1128.seq 

T5%GTGGTGAAGCTGGAGCTCCTTGACCTAATAGTTCCTACACnCTGCAAACCTTCCAAGGGTATCAGCTGGAAGGG^^ 
d^GGCGCAGCAGACTGCCTGACACTCCACATGCCCTTCTGACTCAGTCCGAAACCAGCAAAACTGCTAAACGGAACTCCATG 
dlMTACAGGTGCCAAATCAAAATGTGTATAAAAAATACACTGGATTAATTCTAGGnAACTCATGTAGA^ 
TgAAGACAAATATTTGCATGA 

>fM)1129.seq 

GACACGCnnCATCTGTCCCGCTGCGTGTmCGTCnGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGACCCCAACTGCTCCTG^ 
CGGCTCCTGCAAATGCAAAGAGTGCAAATGCAGCTCCTGCAAGAA6AGCTGCTGCTCCTGCTGGCGTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTG 
ACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAAGCTATATAAACCTGGAI 1 1 1 1 1 1 1 i ITmTT 

>ncrb1131.seq 

GAAAAATnCCAAGNCCTCrmAmCTCTCCTCACCAAAGCACAACTAGAGCAGCTTGGGAAAGmATGTCCTGCCTTGCAAAGC 
CACGAGGAGmGTGAnGTTGmCAGATGGCATCnCTAAGTCTCATCTTAAGnTGCCATTTAGCTCTCCATGCmGTGAGTTCATm 
ACTTTTCTTTCATTAAAGAGTATTTCAACTGTAAATGATAAATGGCmCAGGATCCTGAATATAAAGAGCTATATG^^ 
TTCAACTGGGACTGATnTGCCCATGAGAGAGGTTTGGCAGTGCCTGGAGA 

>ncrb1135.seq 

GGTCGCAGGCAATTGTAATCCTAGGTTCTGANGAGGCTGAGACATGAGAATCACnGAGCCTGGAAGACAGAGATTGCAGTGAGCCAAGATCATGCCACTGCACTCCAGCCTGGGTG 
AGTGAGCAAGAGTGTGTCAAAAACAAAAGAAAATTTAAAAGTGTAGAGTGTAGAAAAATCGAGAGTACnGCAAAATATAAAGAA^ 

>ncrb1136.seq 

GGAAGCTTTCCACTATGGCTTCCAGCACTGTCCCGGTGAGCGCTGCTGGCTCGGCTAATGAAAGTCCCGAAATACCGGACAACGTGGGAGATTGGCTTCGGGGCGTGTACCGCm 
CCACTGATAGGAATGACnCCGGAGGAACTTGATACTAAAmGGGACTCTTTGCTGCGGGAGmGGCTGGCCAGGAACnGAGTGACATTGACCTCATGGCACCTCAG 
TGTAGCGAAGTAGACAAATGGAATCGTGTGGTGAACCCGAATCTTCCAAAAAACAGGCTACAATCTGTGACCACCACAAGATGTGCCGTGATGGGAGGTGAAGTTO^ 
CACTTTTCTTCCCCmCGTGCGTAGmCCTTTTGTTGCTTGAGTGCAGGGAGAATTCCATTGTCTGGTCAGCAGAGAGGGnAAGCTA^ 

>ncrb1137.seq 

GGATCGGTGGCTCCATCCTGGCGTGACTGTNCACCTTCCAGCAGATGTGGAmGCAAGCAGGAGTACGACGAGTCGGGCCCGCCCATCGTCGACGGCAAATGCTTCTAAACGGAGT 

GAGGAGATGCGTAGCAnTGCTGCATGGGnAAnGAGAATAGAAAmGCCCCTGGGAAATGCAGACACCTCATGCTAGCGTCACGAAAGTGGAATAAGCGnCGA^ 

CTTGAAGCTTGTATCTGATATCAGCACTGGATTGTAGAACTTGTTGCTGATmGACGnGTAnGAAGTTAACTGTTCCCCn^ 

CTCTAGAGGTTGGGAAGA 



>ncrb1139.seq 
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GACCTGATGTGGGAGGAGACAGCCMCCTNNGGCmGATCAATGTATAGGGCTATATTnGGCAGCTGGGTAGCT^ 
TnGCTTACCATCAGCATCTGCAATGGGCCAAACACACCTCAAAnGGC^ 
CTGGGTTTnATCCACAAAGGTAGCGGCCACATGGTTTTTAAAGTATGAGAAACAa^ 
GGCAGCCCTGGACTTGCTAGCCCAAAGAAGGA 

>ncrb1141.seq 

CAACGTGCGATCCATGCCCATCCGAAAGATGATGAAGTTCAGGTTGTACGTGGACACTATAAAGGTCAGCAMTTGGCAAAG 

TGAACGGGTGCAGCGGGAAAAGGCTAATGGCACAACTGTCCACGTAGGCAnCACCCCAGCAAGGTGGTTATCACTAGGCTAAAACTGGACA^^ 

GAAAGCGAAATCTCGCCAAGC 

>ncrb1142.seq 

CTACACTGAAACGTATTCAGAGTTAGATATTAmTAGCnCAGnGnCTmGAGGCTnCAAATGTACCGATGATAGTGTTTOT 

TTG GGAAG ATAnGGGAAGGAAATATATnGTAAAAGATGAAGGCTGTATCTAnnmTCTTmAAACTGGnCACTT 

TGCTTmCCTmCATCTGnGTTCTGTGGTCACAGTGACCnAGCTAGATAGCAGACmCCCAAATGTAnGATO 

>ncrb1143.seq 

AACGATCGGCAGCCGAnCCGTGTCnGATCACGGGGTGGGAGGGAACGGTGGCGTCGGTGCGTGGGGCCCATGGGTGAGACACTCGAGTACTGAGACGTAG^^ 
TAGGAGCCAAGTGGTGTTCTAAGTATTTATn 

>ncrb1144.seq 

GAATCCCGTAGGAGCCTCTCTGCGTACTGCTGCTACACAAGCAGGCTGAGACTGACCTGCAGGACGAAAGCATGAAGAGCCTGATCCTTCTTGGCATCCTGGCCGCCnAGCGGTAG 
TAACmGTGnATGAATCACATGAAAGCATGGAATCTTATGAACTTAATCCCnCATTAAGAGGAGAAATGGAAATACCnCATATC 

AGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCGTGTGATGACTACAGACnTGGGAACGCTACGCCATGGmATGGATACAATGCTGCCTATM^ 
CTTCAGGAAGCGCCGAGGGACCAAATGAGAGTGAGGGAAGAAAAAAAATGTCTTTTTTTCTGGAGGGTG 

>/icrb1146.seq 

G^feTAAGAATGmGCCTCGCTCTAAATCAnGnTTCCTAGTTGCTGGCCTGGGTATTnCCTCCCmGAGAA 
qnGTTATAGGTTTTTCAGTTGAAATGGAAGAAGAGAGTGTAGATTTG 

5^gt1148.seq 

GAlcCCCTCATnACATAAATATTATACTAGGAmACCATCTCAGTrCTAGGAATAGTAGTATATCGCTCACACCTCATATCCTCC 

lt||mTAGGTACTCTCATAACCCTCAACACCGACTCCCTCTTAGCCAATATTGTGCCTATTGCCATACTAGTCTnGCCGCCTGNGNAGCNGCGGGGG 

A||TCCAACACATNNGGNCTAGACTAGGTACATAACCTAAAGCTACTCCAATG 

4|yt1150.seq 

Q^GANCAGCAnGGAGATTAATAGGGCGTmCAGACCCATTTmAAAGTGCTAGAAAATGCT^^ 
TMnGCTAGGGTACTCAGGGGGGAAAAGACTAGAGA™CACACTCTTTTCATTCA 

%lb1152.seq 

A^IMGTAACATGAAAACAnCTCCTCCGCATAAGCCTGCGTCAGAnAAAACACTGAACTGACAAnAACAGCCCM 
QgGAACAGAGGCGTGCT 

|%? 

>l|rb1153.seq 

G©AGCC6AGTGACACCATTGAGAATGTCAAGGCAAAGATCCAAGACAAGGAAGGCATCCCTCCTGATCAGCAGAGGnGATCm 
GICTGACTACAACATCCAGAAAGAGTCCACCCTGCACCTGGTGCTCCGTCnAGAGGTGGGATGCAGATCTTCGTGAAGACCCTGACTGGTAAGA 
Gi^TGACACCAnGAGAATGTCAAGGCAAAGATCCAAGACAAGGAAGGCATCCCTCCTGACCAGCAGAGGTTGATCmGCTGGGAA^ 
ACTACAACATCCAGAAAGAGTCCACCCTGCACCTGGTGCTCCGTCnAGA 

>ncrb1155.seq 

AGATGAAATGATGAGATGATGAAATAAAATGATGAAATGATGAGATGTGATGAGATGAAATGATGAGATGAGATGAGATGACNTGAAAT^^^ 
CGAGATGAGATGAAATGATGAGATGAAATGATGAAATGATGAGATAAGATGAAAAGGGnGAGATGATGAGATGAAATGAGATGAAAAGA^ 
GATGAAATGAGGTGAAATGAAAnAGATGAAATGTNATGAGATGAAATGACATGACGTCATGAAATGAANTAATGAM^ 
AAATGAAATGGAAATGATGAGATGAGAAGANAT 

>ncrb1157.seq 

GGAGCATTTAGGGGCGGnGGCTTTGnGGGTGAGCTTGmGTGTCCCTGTGGGTGGACGTGGnGGTGATTGGCAGGATGCTGGTATCGGCTAACAGGTCAAAATGCAGATCT^^ 
GTGAAAACCCTTACCGGCAAGACCATCACCCnGAGGTGGAGCCCAGTGACACCATCGAAAATGTGAAGGCCAAGATCCAGGATAAGGAAGGCATTCCGCGCGACCAGCAGAGGCT 
CATCTnGGAGGCAAGCAGCTGGAAGATGGCCGTACTCTTTCTGACTACAACATCCAGAAGGAGTCGAGCCTGCACCTGGTCCTGCGTCTGAGAGGTGGTATGCANATCnCGTGM 
GACCCTGACCGGGAAGACCATGACCCTGGAAGTGGAGCCCAGTGACACCATCGAAAATGTGAAGGCCAAGATGCANGATAAAGA 

>ncrb1159.seq 

GANGGnAAGTAnTTGATCNCTGCATTTTGTTTGAAACTTGTGTCATTGATGTAAnTAAAACTmGmAAAGCAnACAGTATTm 

AGCAGAGTTAAAGCATATGGTATCAnGTAncmAAGAACGmTTnGATAAAATGTAAAmGnGAACGCTGCCACATnAGTATCCCCACGCGC 
TTAAAACCTGATNCG 

>ncrb1161.seq 

CGCGGTGGCTCACGCCTGTAATCCCAGCAGTCTGGGAGACCGACGTGGGCGGATCACGTGAGGTGGGGAGrrTGAGGTCAGCCTGGCTAAGATGGTGAAAGCGCGTCTCTACTAAA 

TATACAAAATTAGCTGGGCATGGTGGCACATGCCTGTATTCCCAGCTACTCGGTAGGGTGAGGCAGAAGAATGGGnGAAGGGAGGAGGGGGAAGTTGAGGTGAGCCG^^^ 

ACGACTGCACTCGAGCCTGGGCAAGGGAGTGAGACTCGATGT 

>ncrb1163.seq 

ACCGCGGGGAAAnCCGGCCNmTGGCCGGGGATAAGCNGGTTGCTCAGCTGCATCCCCTGTCTGGTTACCTCAATCACCAAGAAGATGCCAGAGTGGGTCCTCTTCCATA^^ 
AGCATTTGTGAGAACAACTAGATGAGGAmGCTGAGAAATCTCTCGTGAACTATnATGGAGGTGGTACCAGAATACTAmCAGTAATCTGCCTCGTAGTGAM 
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CAGCMGTAGTGGATCACCTATCCCCTGTGTCMCMTGMTMGGMCAGCAMTGTGTGAGACG^ 

AGGTGCAGCAGGGTCCCAAAGGTAGCTGGATGGCTGAACTGCTGGAnTGGGAGATACATGACGCGAAGACGGAmCACATCCACAGGACGGTC^^ 
>ncrb1164.seq 

ANCGCNTGCCAGAAATGGGCCTCCCCGCCAAAGTAANNGGTGGGCGAGAAGAANAAAGGGCCCGTTCCTGCCCATCAACCGAAG 
ACAAGCCGCCATCCATGGAGTGGGCTTCAAGAAGCGTGCACCCTCGGGCACTCAAAGAGATTCGGAAATnGCCAT 
CTCAACAAAGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGNATG 
CCTATGTACCTGTOCCACmCAAAAATCTACAGACAGTGAATGTGGATGAGAACTAATCGCTGATCGTCAGATCAAATAA^ 

>ncrb1165.seq 

GGAAGCCGGCTCGAGGCTGGAAGAGGATCTTGGGCGCCGCCAGGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGGCTGCTGCT^ 
TCTGCCAnCAGGTCATAGCCTGCAGTGCTACAACTGTCCTAACCCAACTGCTGACTGCAAAACAGCCGTCAAnGnCATCTGATTTl"^^ 
GAAGTGTATAACAAGTGTTNGGAAGmGAGCATTGCAATTTCAACGACGTCACAACCCGCnGAGGGAAAATGAGGTAAGGTAGTACTC^^ 
AACAGCTTGAAAATGGTGGGACATCCTTATCAGAGAAAACAGTTCTTGTGCTGGTGACTCCAT 

>ncrb1167.seq 

CTCCGGCCNNnTATGGCCCGGGGTGAGCAGCCCTGTnAmCTCTAATATOTGTCAGTTTATTCTCmAATGGACTGTAAAAAA^ 
GCCAGAAGGCAnTOGTnCTTnGTCTGTGCTCTGAGTCCAGGTACAGGAATGCnGGAGTGTCmTCTGTTAmATAGGGAnCTCnAAGGCACACCAGC 
GGTATTTGCAAAAATGCCTCTTGCGTGAGGAAATCTmACGAmmGmGCAACmGGACCTCAAGAGGTTTCCCTTC^^ 
TGTTGCACCnGAACCAGCACACAGGGCTATnCTCCAATGTACAATAAAAGAATTGTTCC 

>ncrb1169.seq 

CTAGCCNTGGCGATCGCCnATGAGCGGGGGCAGTGAnATAGGCmCGCTGTAAGATTAAAAATGCCCTAGCCCACTTC™CGACAAGGCACACCTACAGCC 
AG™™TCGAAACCATCAGCGTACTCAnCAACCAATAGCCCTGGCCGTACGCCTAACCGCTAACATTACTGCAGGCCGCCTAGTCATGCACCTAAnGGM 
ATATCAACCATTAACCnCCCTCTACACnATCATCTTCACAATTGTAATTCTACTGACTATCCTAGAAATCGCTGTCGCCTTAAT^^ 
Cg-GCAGGACAACAGA 

>i9)1171.seq 

CpQGGAANTnCCGGCCNTTTATTGGCCCGGGAAGGTCAGCnCTAGTTNAACCATCAATCTAATGGTGAGCACAGAACCATTGGCTCTCACTGAA^ 
A|gACGAAGGAACnGCAGGGATnCATAnAAAATGGTACTATGATCCAAACAGCAAAAGCTGTGCAAGATOTG6TATGGAGGnG 
AMSAATGTGAAAAGGnTGCGCTCCTGTGCTCGGCAAACCCGGAGTCATCAGTGTGATGGGAACCTAAGCGTGGGTGGCCAA 
AfJgGCCAACnGTCTCTGTAGAAGC 

>H#1173.seq 

(#fCTCGGCCnAGCGCGATTTTmGGAAACCTCTGCGCCATGAGAGCCAAGTGGAGGAAGAAGCGAATG^ 
lyiVCCGCTAGCnGTTGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGTO 
TgGATCTAGAACnCATCGCCCTCTGATCGCCGATCACCTCTGAGACGCACCnGCTCATAAACAAAATGCGCATGTTGGTCCTCTGGCGTC 
T^]JTAmGTGGCCGAGTGTAACAACCATATAATAAATCACCTCTTCCGCTGTTrTA6CTGAAGA 

>i|[|)1175.seq 

COGGCCNNmAnGGGCGGGGGAGGCNAAGATNCCCNGGCCCCCCCAGGTGnCTCAGGGCAGnCTTGGTGTCTGCTTCTCAGATTCCAAGGACTC 
G|gTCTGG 

>ng|)1176.seq 

A#8)TNGGCCAACAATGGCCCGGGANCNTGANGCnCNnANGCTNAGTGAAGTmAnCTGTGTGCTATATm 

CaAtATTTCCCTCTGATGGGTCCCAGATOGTATTCTGTACTCm 

TGGnCAnAATATTmCCTAATGACnCAGTmTCATGAAAATGATGCCTACTCAGW 

>ncrb1178.seq 

CGGGGAGGNAGGTGNGGAAGGGTAGANCCCCNNTANGGNTCNnGGCNTGGTANnANTTCCCNNCmCNCNACCCCGCTTATAAAAGAGGCNTGTAAAAAG 
NTAAAAGAAAGAGGTnAACCTGACACCACCAGTTGAGCATGGCnGGGAAGTCCTCAGGAAAC™CGATTATGGTGGACAGCAAAGGGGAAGTAA^ 
CAGGAAGGAGAATGAACACAGGAGGAACTACCAAACTCnATACAACTGTCAGATCCTGTGAAACCTCACTATCACAAGACAGCATGTGGGAAACCACCGCCATAATTGAG^^ 
CACGTGGTGTGTGCnTAACATGTGGGGAnATGGGGAnACAAnCAAAATGAGATTnGGGTGAGGACAGAGCGAAAGCATATCAC"TOCCATAG 

>ncrb1179.seq 

CAAGGmCTACCAAATCGGCAmGGAGCAGAGTTGTTTGnmGnGmGmCCmAAGAAAAACCACAGGGGCCAAGAAAGAAAATAT^ 
TGTATTTGAAGATATATGGATACAGAnATATATATATACATAmTCGTTAATAGAGGAATGCTTCATAnATTCAAAAAnATAT 

>ncrb1180.seq 

CNAGGGGGANTCCTGGmGTTNGGGNCCGGGGCCGGmANTTAANACNAAGCNTCCGCGAAGGCCGCGCGGCGGGTGTTGACCGCCGATGTGATTTCTGCCAAGTG 

TGTGAAAGAAGGAAGAACCGCTTGCGAATTGGAGTCAATAAAGAAGACTCCATGGATGAGCGAGGAGGAGCAGTATTAGATAAATGGAGAGAAAAGAA 

GGGTGAGGTTTGGCACAGAGnCTTGGGAATGGTCTTTGnGTGCTAGAGmATCATCCATTGCTGAGGGGTGAGTGT^^ 

>ncrb1181.seq 

ANCTANTGGGCCCGGGGGAGTAAGGCAGGANGCCTGAGCCGATCCCGTACTCAGAACGTCCAGGAAGAGANCGCATGGCCCCGAAGTCAAAGTGGTGGAATmCCAm 

GTTGTCTCGTCTCTCCTCCCCAGAGCACCCCCTGCCATCAGGGGGGGTTGAAATCCCTCTCCCCCAGGAGCCCTGCTGCTTTGCTTGGTGGTAGGGCAGGAGAGCAAACAAACAGTC 

ATGGTCTAAAAGCCACATAGCACTTTGCTCmGnACATGTAAAATTmGAmCTAAAACAGGTGGGGAATGATm 

>ncrb1183.seq 

CNACNCGGGGAAAnCGGCAATTTATTGGCCCGGGTGAAGGTTAAGTGAGGAmCCTTGCAATGAGTAGAAmCCCTTGTCTCCCTTGTCACAGGm 
TAATGTAACCATTTGGGGTCCGCTTTTAACTTGGAGTAGTGTAACTCCnCATGCAATAAACTGAAAAGAGCCATGGTGTCTAGTCnGAAGTG^ 
AGGGGCCTGGCAGTGTCAAGCGTGAAACCAAGCAATACCGTCATGmCAGCGAAGCGCAGAGCGCTAAGATOCAAAGAAGTATGGGCGGAACGTG^^ 
GTTCCGTACCCTAAGAGAATGTTACGACCTGAACAGTGCTCGGTGAATGTGAGAGGAGA 
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>ncrb1185.seq 

CGGGGGGGCGAGTTGnACCCI^GCAnAGGTAGCCTMTACATAGTCCTTGCMGAGnCGTTTTn 

GnCATCTGTmCATOCTATGTGCCmCCCCTGTAAGTAGTCCCCCCCTOTCTGCAGGGGATACAGGGCCC^^^ 

ACTAmArmTTCCTATGTATAGATGCCTATGAG 

>ncrb1186.seq 

CNAAATACCNCmATGCAGTGGATCTGTTGTGATATCCCGCTACCCTGGACGTCAGTATCTTGGGCAAGmGCAGTTG 

CCCTATGGGACCCTGACAGATGATGAGATGCGCAGGCTCAACATACCCGTACTACANGGATGATGGCmCTCTTCCTCTGGGTC^ 

TNGACAGATCCAGTNCAAGA 

>ncrb1187.seq 

AGATCCNAAACNAACCAGGCCAAAGTATCTTGGTTCCCTCCTnAAGACAAGATGTGAAAGTACAGAATCCAACTTAGACTGTAAm^ 
GATGGGGAGACATAGC 

>ncrb1189.seq 

AAGATATAGGCCTGTGCCCAGNATGCGATCACATCCCTGATACTGTGTATGCmGAAGCACCTTCCCTGAGAAGGGAAGAGGGGATCnTGGACTACGn^^^ 
AATCCACAAAAGCCAAACCAGGTCAnTGAACAAAGGAGCTCCGATGTGAGGGGC 

>ncrb1190.seq 

TGGNNGGGCATGTTGGCCAGGCTGGTCTTGAAGTCCTGAGCTCACAGTTGCCAAATTCAGTAACTTCmTTGTmGTGTCTGCm 

AATCTCCCGAGnCTCTGGGTCTTAGACACTGGTGTGTGCCATCTCTGACTTCTCTATTCGCTGTTTmAACACATACACACACACACACA 

GGANCTAAGATGGAAAANTGNCACACACACACACACACACACACACACACACACAC 

>ncrb1191.seq 

CGGCCCTTOTGGCCCGGGCNACCnNACCCTGCCCCCA™CAAAGGAAGGAAATGAAGAAGCCAGTGAAAAATAAAGTGTGTGGCGACACCTATGAAG^ 
A^rQATTGAGTCGAGGCAAAAGCGGAAGAAAAAAGGCCTATTGCGCTCAAAnGGCTGTAGCCACAGGGATATAAGAAAGTCAGATCTTATC 
(^AACCATAACAAGAAAAGACATCGTCATTCCGAGTAGGAAAAGCCCCCTGCCTGCAGGGACACCAGCAGCCTACCTCCTACCCCAGCTGTCTGTT 
CpTTAGGGACTGGCTGCATAGCATACT 

>M3l192.seq 

GiS^CGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCACnGCGGCCCCGGGTTCCTCCCG 

cm 

>rujb1195.seq 

AliCNTTCCNAAGAGAGCTGGTnGGACAnGATGATGTTCGTGGCAATCTGCCACAGGATCmGTGTnGGATCGACCCAmGAGGmC^^ 

TaSAGGTGCmACGTGGATGATAATAATGAAAATGGATGTGAGTTGGATAAGGAGATCAAAAACAGCmAACCCAGAGGCCCAGGT^ 

GtGTCCAGCTCTCCATCGCCTCCTrTTGGTCAGTCTGCTGCTATAAGCCGTACCTTCATGCCCCGGTCCACTCAGCCmAACCm 

qfQTA 

>e|it)1196.seq 

GSCTACAAAATAGGCmACCTAGATTnAATnGCCCATAAmAAATAATAAAAATTGnGm 

aMtttcagggagaacacagtggattgtgcccacaatcttggc 

>0eiil197.seq 

GJ^^CACAGCACCGCAAGGCAGCAGCGCTGCCCCTTAGAGATCCAGGTGACTCCACTGAGAAmGTGGGCCAGACCGTGGGnCTAGAGCGACACTGTGM 
ClIfcTGGGCTGTTGAACCTGGAAATGAGGCnGTACGAACTGACTAAAAGTGCAAAATACACAnGGAT^ 

>ncrb1198.seq 

NCGGCCNnTAnGGCCGGGGGAAGAGGCAGAGGCAGCATCCAGCGGCGGCGCCAGCAGTTCCAGTCCGTTGCmACTTmGCnCAC 
GTCTCCAGAGAATACAGAGGGCAAAGATGGATCCAAAGTAACTAAACAGGAGCCCACAAGACGGTCTGCCAGAnGTCAGGGAAACCTGCTCCACC^ 
AAAAACATCTGCTAAGAAAGAACCTGGAGCAAAGATTAGCAGAGGTGCTAAAGGGAAGAAGGAGGAAAAGCAGGAAGCTGGAAAGGAAGGTACTGCA^ 
TAAAGCTGAAGAGGTACITTCCAT 

>ncrb1199.seq 

TGGAGAGTGGGGmcmCATTTACCTTCTGTGGAATGAGCCnGTATTGTmAAAAAGTGGTAmGTGAATGGCAAAAGAGCAG 

TGCTATGTGCCCTGTGCTCTCTAGAAGGTAAAAAAATATCCTGGTGCGTATCTCATGCCGCTAGCCGCTCCCAAAGnGGTGGAGCTGAGCCCAGCAGCGTGCTCTCTCCm 
GGTGTGGCAGTGGATGCGATTTGTGAATGAATGGATGAGAGGAATGCTTGCAGGGAGTCAAATAATGGAAGGTGGAAGCTGACAGTACATGACTGCAGTGACAGGM 

>ncrb1200.seq 

AANnCCGGCGNmATGGCCCGGGCCGCAAAGCNAGGGCCNAAAAmAAAGACCCGTCGGCTACAGATATCATGGCACAAGCCCAAGGTACCATGTATATCCA 

AAGAAGAAGTGAAGGAGGAGGAAAGAGAAAGGTGAGAmGmnGGCTGATGATGAGGATGAAGATGAAGATGAATATGAGTGTGGGTGATGGGGAAGAT 

TGTATAAmnAGGAATAnGmAGAAGAAGAACTmAAAAATOTTTAAAAGAAGTCAATGAGCG 

>ncrb1202.seq 

CNTGGCNnAAACTGTTGAGGCmTGGCCCTGCNGTOTCTCATGGTGCmCAGAAAAATCAGTTGACTGCTTGAAGCCTTCAGTnCCnTTCT^^ 
ATAATACTATCATCTACCTCAnGCGTnGAAAAnGATOTGAGGGTCAAGTGCAGTAATACAGACATACGTCGGAAATACGTTGGGTTTGGnCGAGGTGG 
ATGGAATTAAGGGAGTCAGATGAATmTTTGTnCGTAGTGCATTAAAGTTGTGnTATACTATAGCATACCATATCATAGTAGAGTA^ 
GGAGTATAGATACTTTAATTAAGGGATAGCnTAnAGGATTGAAGA 

>ncrb1203.seq 

GGGGAAAGGGCGCAGGGmGAAACATGGGGGAGGACGTAGACCAGCAACAAACTACCAACAGTGTAGAGGAGCGCCTGGATCnATCAGGCTCAGCCTAGATGAGCGAAm 
GAAAATGAGAAATGACCGAGAGCnCGAGGCAGAnACATGCnATGATCAACAmAAATATGATCTTGGGAGATGTGGAAGAAACTGTGACTACTATAG^ 
TGAAGAGATATATAAATGAACGAAAGGGAATAnCGAATGGTCmGTCGGGGGAGATGGCGTTGTGGTGGTTGGCCGTGGAGTGAGAGTTGGGTGAAACAA^ 
GAAAACGGGAGAGTTTGTACAGTGGCGTCTCTAAAAGTAGAAAAGAnCATAAGAGA 
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>ncrb1204.seq 

CCGGGGAMmCCGGCCNCmiGGCCCGGGATCCNnGMTAMTAGAGCTCAATAimMATCnCAGGMU^^ 

ATCATAATCATAAACTGATATGGnTGGCTGTGTCCCCACCCAAATCTCACCTTGAATTGTAATAATCCTC 

GTCCCCATAAGTGAATAAGTCTCACGAGAmAATGGTTmATAAATGGGAGCTCCCCTGCACA^ 

>ncrt)1205.seq 

GGCnCCGmCTGGimGCTCTAGTGTnGGGmcmGCGGCTGCTCAAGATGAACCGACTCnCGGGAA^ 
GCACGGTGGACAGTAGAGCAGAATCCAnGACAAGAAGAmCTCGAnGGATGCTGAGCTAGTGAAGTATAAGGATCAGATC^ 
CAAGCAGAAAGCCTTGCGAGTmAAAGCAAAAGAGGATGTATGAGCAGCAGCGGGACAATCnGCCCAACAGTCATTC^ 
GACACCAAGACCACGGnGATGCTATGAAACTGGGA 

>ncrb1206.seq 

CTNTGGGCCCCGGGTACCTTTnNTACnAAAAAAGACCCCTGGAmAACCTTATGAAAATCCAAATGCCAGGATAGTAA^ 
CTATTGCAGGTGTnAAAAAGAAAGAAAAGTTGTmATCTAATACTGTAAGGTAGnGTCATATTCTGGAAAAmAATAG 
AGAAAGCCCnCACCAnGTGGAATGATGCCCTGGCTTTAAGGnTAGCTCCACATCATGGTTCTCnGAGAAnCTATnGGTAGTTAGAATTA^ 
CAGATAGATTTAGCACAGTAC 

>ncrb1207.seq 

GAGGNAGGTGCAGTAGCTCATGGCTGTAATCGGAGTACnTGGGAGGCCTAGGCAGGCAGATCACTGGAGGTCAAGAGTnGAGACCAGCCTGGCCAACATC 

TACTAAAACTACAAAAAnAGCCAGGCATGGTGGTGCGCACCTGTAATCCCAGCTACTCCGGAGGCTGAGAGAAGAGAATCACTTGAACCTAGGAAGTGGAGGnG^^^ 

AGCCAAGATAGCGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCCATATATGGAGATCCCTTGAGATCAAGAGTTCGAGA 

>ncrb1208.seq 

CCCNGGGAANnCCGGGCCTTTAnGGCCCGGGCNnCCNAAAACCNTACCmAAAGCNnATGTGCCAAnAAGTTGTTATGACATAAnATATTGC^ 
TTQAGCmTAATGTACGTGGAAAATAAACCTCTTGAGAAAAAGAAAAGTTCATACTGAmTTGGAAAAGGACW 
Cl^GAAAGCACnGATGTTTTTATATGCnGTAGCAAATTGATGTTCTAACTGTAGTnTATAGAAAGT^^ 
ApGTGTTTGAGTTTATGTAAGGATGTATACAC 

>B)1209.seq 

Ti^TCTGCnGTTGATCAGTGTTGAAGAAAGTGCAAAAGGAACTmATATATnGACAGTC^^ 
T|||\GATTTAGTGTTGAAATAAACGCAACTGTTC 

>|^t)1213,seq 

A^mGCCAGGAGGAGCTAAAAmATAGGTGGCTCCCCATGTGCGAATAnACACAAGGCACCTGCCAGGCACCCTCTCATTCTGTCTTCCCCATAA^^^ 

Af^CGACCCCAAnCACAGATGAGGAAAGTCAGCTnGAGGGCCAACGTGnCAGTGCACAGAGCTGACAGTGGCAGACGCGAGTOGGAATCCAGCTGCGGCCGACm 

GACGCTCAGTGTTAATTCAGCTmATCmGCmAATAGAAATGAAAAATCCATm 

>MDl214.seq 

CflODCGGCCNNmATGGGCCGGGGANATTCAAAAAAGCCTACCCCCGCACTTGTATGmAnGCAGCATCAnCGTA^ 
ATBACTGGATAAAGAAAATGTGGTATATATACACAATGGAATAnAnCAATATATATACACAATGGAAT^^ 
G§#AGAACATGGATAGAACTGGAGGCCATTncnAAGTGAAACAACTCAGAAAGAAATAGTGTATGT^ 
AlifAATGGACATTGGAGAC 

>Sl>1216.seq 

CygCCCGGGACNTCCGGCCCTOTGGCCCGGGANCAGTCNTTCAGCnACCTTGmGGTCCTmATGGGTGATAAAAGmCAGCTGC 
GCATOGTGlTTGTGCGCAAACTCATGGACCTGTGmCACGAAGAGAGAACnAGnGGCTTGATGATCTTATC^ 

>ncrb1217.seq 

GGTGTACCCGGAGCAATGAACAAGCGGCGACTTCTCTACCCCTCAGGGTGGCTCCACGGTCCCAGCGACATGCAGGGGCTCCTCnCTCCACTCnCTGCTTGCTGGCCT 

GnCTGCTGCAGGGTACAGGGCACTGGACCATTAGATACAACACCTGAAGGAAGGCCTGGAGAAGTGTCAGATGCACCTCAGCGTAAACAGTTnGT^^ 

TCAGCAGAAGCCCCGTTGCCCTCCTGGAGTGAGCCTGGTGAGAGATGGCTGTGGATGCTGTAAAATCTGTGCCAAGCAACCAGGGGAAATCTC 

>ncrb1218.seq 

CrcCGGCCAATNNATGGGCCCGGGGGAACTTGAACCGAGGCNmTAATNTGCTGTAGTnAmCCACCC^ 
TTTTTTnCCGCCCTAGCTGGGGCTGTGnGGAGGAGAGGAAGAAAGAGAGACAGAGGATTGCATTCATCCG 
ACCCTTTTCAATCTTGC 



>ncrb1220.seq 

NAANTTCGGCCAmATGGCGCGGGGGCGNAATAGATATAGTAGCGCAGGGAAAGATGAAAAAmTAACCAAGCATAATATAGCAAGGACTAACCCCTAT^ 
TAACTAGAAATAACnTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGM 
AGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGnCAACmAAATTTGCCCACAGAACCGTCTAAATCCCCnGTm 
CCAAAGAGGAACAGCTCTTTGGACACT 

>ncrb1221.seq 

AATTCANTGCTCnGCTGGTATGAGACCCGAATCCCTAACAGNCCAGCCCTATANCCCAGGCAGCACAGCmATCAGGAAAACAAACGAGAATNTGANAAAAGAGTNT^ 

TNGAACAAAGCTGGAATGATTCATAATAGACAACTGGTCTGNTAATCmnCATCATTGATGTGTATAAnCACCTCTCAnAG^ 

GATTCTGC 

>ncrb1223.seq 

ACCACGTGACCAACTTGCGCAAGATGGGAGCGCCCGAATCTGGCTTGGCGGAATATCTCmGACAAGCACACCCTGGGAGACAGTGATAATGAAAGCTAAGCCTCNGGCTM 
CCCATAGCCGTGGGGTGACTTCCCTGGNCACCAAGGCAGTGCATGCATGTTGG 
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>ncrb1224.seq 

CAGATGGnCTGATGMGTGAMCGTGCCATGMCAMTCCTnATGGAGTCGGGTGGTACAGimGAGTACCMCT^^ 
GATGATATGGAATGGAAAAAGTACTAAATAAATTAAITTGCTCTCATCGC 

>ncit)1228.seq 

AAAmCCGGCCNNmATGGGGCGGGGGATGGAGCGCAGTTGGAAAAnCCCAAATAnACAACAAGTCCTrGAACCCCAGGCCAT^^ 
TATGnAGAGTCAmCTGATGTTCCAGCTTGTAGCCATGTAGTGCTCTCAGTGTTCATACCCCAGAAATTATO 
GAATGATCATCTGTAATGTGAGGGnAATnCTAGGCAGGTGGAGAGAGTGGTAAAAAAGAAATGAAAnGACAAGCm^ 
TCACCCTTAAGG 



>ncrb1230.seq 

ACCCCNGGGAAANnCCGGCCAATTTATNGGCCCGGGGGGATGTNCGTGGCGCTmGGGGAAGAAGTTGGTGmCGCTGGGCCCCTGGTACTGAAGACGCGGTCCGGGTC 
CCTAGCTGmCCTACTCACCCAAAGCCCGGGACCCGCCTTnCTCTCTGTCCTCTGGCAGGATGAGGCGTGCAGGCCTGGGTGAAAGGAGTACCTCCTGGCAACT^^ 
GGCTATGCTAATAGTGGGTATAGTGCGTGTGAAGAAGAAAATGAGAGGCTCACTGAAAGTCTGAGAAGCAAAGTGACTGCTATAAAATCTCm^ 
AACCCAGAATAAATTATTAGCTGA 

>ncrb1231.seq 

GGnGGGGGCCGTCCCGCTCCTAAGGCAGGGAGATGGTGGCCGCAAAGAAGAGGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGTOTGAAAAGTGGG 
GGTGGGGTACAAGCAGACTCTGAAGATGATGAGACAAGGCAAAGCGAAATTGGTCATTGTCGCTAACAACTGGCCAGCnTGAGGAAATCTGAGATAGAGTAGTATGCT^^ 
AAAACTGGTGTCCATCACTACAGTGGCAATAATAnGAACTGGGCACAGCATGCGGAAAATACTACAGAGTGTGCACACTGGCTATCAnGATCCAGGTGACTCTGACATGA™ 
CATGCCAGAACAGACTG 

>ncrb1232.seq 

GGAACAGAATAATCAAGAATGAAGnAAGAAGCTTCAAAAGGCAGCTCTCCTGAAAGCnCTCCCAAAAAAGCACCTGGTACTAAGGGTACTGCTGCT^^ 

TGCTGCTGCTAAAGnCCAGCAAAAAAGATCACCGCCGCGAGTAAAAAGGCTCCAGCCCAGAAGGTTCCTGCCCAGAAAGCCACAGGCCAGAAAGCAGCGCCTGCTCCAA^ 

G^GGGTCAAAAAGCTCCAGCCCAGAAAGCACCTGCTCCAAAGGCATCTGCCAAGAAAGCATAAGTGG 

>lui3l234,seq 

G^TCAGCAnTGGGGACGCTCTCAGCTCTCGGCGCACGGCCCAGCnCCnCAAAATGTCTACTGTTCACGAAATCCTGTGCAAGCTCAGCTTGGAGGGTGATC^ 
CMGTGCATATGGGTCTGTGAAAGCCTATACTAACTTTGATGCTGAGCGAGATGCTnGAACAnGAAACAGCCATCAAGACCAAAGGTGTGGATGAGGTCACC^^ 
AWAACCGCAGCAATGCACAGAGACAGGATATTGCCnCGCCTACCAGAGAAGGACCAAAAAGGAACTTGGATCAGGACTGAAGTCGGCCmTCTGGCCACCTG 
TfflGGCGTAnGAAGACAGCTGCTCAGTATGAGGCnGTGAGCTAAAAGCnCCATGAAGGGGCTGGGAAGGGACGAGGACTCTCTGA 

>ri#1235.seq 

TiiGCCCGGGANNCGTGATGCCnCAAAAATTnGTAAAAnGmATmAAAACCTTATCTGm^ 
(^jGGGCTnTGTTGATGAGGGA 

>6brb1240.seq 

AtSTAAGGTCGGGAGTTCGAGACCAGCCTGACr^GATGGAGGAACCCCATCTGTAGTAAAAATGCAAAAnAGCTGGnGTGGTGGCA 
C^GAGGCAGAAnGCnAAACCCTGGAGGTGGAGGTTGAGGTGAGCCAAGATTGCGCTAnGCACTCCAGCCCGGGCAAGAAGAGTG^ 

>^M}1243.seq 

AP^CCTGAACTCCTCACACCCAATTGGACNAATCTATNACCCTATAGAAGAACTAATGnAGTATAAGTAACATGAA^^ 
a^tgacaattaacagcccaatatctacaatcaaccaacaagtca™™ccctcactgtcaacccaacacaggcatgctcataaggaaaggt^ 

ASfrTACCCCGCCTGTTTAT 

lU 

>ncrb1245.seq 

GAGGCATTGAGGCAGCCNGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTT^ 
TATAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTTmAACGTAATmAATAGCnAAGAT^ 

AAGGmCTAAAACATGACGGAGGnGAGATGAAGCncnCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACTA^^^ 
ATGCTTTTAGA 

>ncrb1247.seq 

TCGGCCNmATGGCGCGGGATGCCTAACCTGAGAAGANGCCCCGATACCCTGGCTGTTAAAGAAGTGCmGTGATCTAATTGAATGCAATAA^ 
CAATTGGGTOTTCATGTGGTTGATTCCGCAAnATTAATGCCTTCGTGCTTCCATATATGmAATAGACCATACAGCAGAAAATO 

TGCTGCAAAGGCTTGTGCAGACATAAGAGCCAGTTCAGTGTmGGCAGCAAATGGAGTnCGnGATAGCCTGCATGGCGAACCCAAGATGCCAGAATGG™T^^ 
TCATGGCAATCGAGTTGAGTACnGGATAGACnATACCTCAGGCTCTGAAAATTAGAGAGA 

>ncrb1248.seq 

GATAACAnCTTGTNTCGTATTTAAACCTGTAGGAAAACATGCTTGGGATGTAATTTnACAGAACTATAGAACT^^^ 
TTTTGGTTCTCCTGATCATTrATTTACATGTCmGAC 

>ncrb1251.seq 

GGCGGTGGGGCGAGnGGACTGTGAAGAAACATGGCGGCCGCGACGnGACTTCGAAATTGTACTCCCTGCTGTTCCGCAGGACCTCCACCnCGCCCTCACCATCATCGTGGGCG 
TCATGTTCTTCGAGCGCGCCnCGATCAAGGCGCGGACGCTATCTACGACCACATCAACGAGGGGAAGCTGTGGAAACACATCAAGCAGAAGTATGAGAACAAGTAGn 
GCCCCCATCCAGGCCAGAAGGACCAGGTCCACCCAGCAGCTGmGCCCAGAGCTGGAGCCTCAGCTTGAAGATGATGCTCAAGGTACTCTTCATGGACCACCAnCGCTGTTGGCA 
AGAAACGGCnTAGTTACAAAACAGAGTCTTTACGTTCTGCTGTGTTTGA 

>ncrb1252.seq 

GATAAATGCnGAGGTGATGGAAACCCCAATTCCCTGATTCGATCAnATACAnGTACGGTTGTATCAAAmCACATGTACnCAT^^ 
ATTAAAAGATAAATGTGAG 



>ncrb1255.seq 
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CTCCGGCCNNTTTAnGGGCCCGGGGAGGGAMCCCGCAGATMGTT^^ 
TAGCGTTAAGTTmAACGTAATmAATAGCnAAGATmAAGAGAAAATATGAAGAC™GAAG 
GATGAAGCnCTTCATGGAGTAAAAAATGTACnAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAATTAATA^^ 
TAAACAGCTTAAAGnTAGTITA 

>ncrb1256.seq 

TANATGGGGTACCACNTTCTCCGGGTAAAAAGGTGGGAANTGGGCCAGGGANTNTACTAANTGGANTTAGGTGGCNCCmGGGGGATNT^^ 
GGjWCCTnCTTGANTGTCCGTGCCGGGAGAN 

CTTmGTGGncnGTCCCTCTCTTCACAGTCACCCCAAACAGTGATAGCGCAAGGGCATAAGCAGCCCGC^ 

CCATAACAAGGAAGTTGTGCCAACATACAATCGTGACnNnAGGAGTACAGAATATCCNGGGGTNGGACCAGATACTAGATCAGCAG 

AAAAAACAGGGGCTGACTTTTGCAATTC 

>ncrb1258.seq 

GAGACTCTnGGAGCATACTCCTAAAGTGCACAGAAGAAAATACAGCnAAGAATGCTGCTGCTGGCCGGGCACAGTGGCTCACGCGTATAATCTC^ 

AGGTGGATCACAAGGTCAGGAGTTCAAGATCAGCCTGGCCGGGATGGTGAAACCCCATCTCTACTAAAAATGCAGAAAATTAGGCAGGCATGGTGGTGGCTGCCTGTGGTC^^ 

AGTCGGGAGGGTGAGTCAGAGAACTGCTTGAAGCCGGGAGGCCGGAGGTTGCAGTGAGCTGAGGTGACACCAGTGTAGTCCAGA 

>ncrb1259.seq 

ATCCACATAATCTAAAATATGGGAATGAGACCAGATTGAAATAATCTGGGTCAGGGGATGAAAACCmGATTAAGATGAAGACAGAGTGAmAA^ 
ACACTTAAAAATTGATAAAATAGAAAAGGGATATACTAGGAGTGAGCTCTCCTGCATATTGAG 

>ncrb1251.seq 

TGGGGGGGGAANCTGCCTTCATCnCTCTNNmTGmCCTCNTnGTAAAATAGGGATGACAGCAACCAGTAmACnCTCAGGGTTGCTGTGAAGGnAM^ 
AAAACACTTAAAATGGTGCCTGGCCCATAGAAAGATGACATAAmCATAGGAATAATTnACTnATTCAAAATAGT^ 
AGGAATATGAACACTGTCTGTGAGAnCTGGCCnAAATTCATTCCATCACAATCCTAmGAGAGCCCTTAGAAGAAAGTm 
ApAAAAAnCCCCCATGTGATCCnACTTGGACTTGAAAGCAGArrTTTTT 

>®)1262.seq 

AiMNGCCCTGGCCNnCCCCGCAGCCTANTANTGGCCCAGCCCCCCTAGCCTTnGAGTTAACCCTACCCTGAGGTCCCCAGANCAmGTGGAGCAGAGATGTA^^^ 

CfegG TGCTCT CACACATGAATCTGAGATGTCATAATCAATTTnATCTTAAGCCACTAAGmGGGTGTAGmGmCACAACAAT^^ 

CiaTATTmGGAAAAnAGGnATmCAGTmACACTGTTGCTAATAAnATGGTrAAA^^^^ 

-.rr : 

>a^1263.seq 

ciBNTCCGCAANNGACNGAGTAANAGACNAANAAGAGTANAAAATGAANGGAANTAAAAAAGANGGCCAGGGCCATTGTGGCCTCACNACCCTANTAATCCCCAGCC 
C^|CTGAGTTGGAAGAATTGCTGGAGCCTAGGACTTTGAGACCCAGCCCTGGCAAGACAGTGAGACCGCCGTCTCTACTG 

>ffcrb1264.seq 

AtlCNTGCCTTAGGGGCGCNAGGGAANGTGGGAAAGANGGGGAAAGTGACCTACNCAAGANGGAANAA^ 

aisGnGmCCCTGATACACTTAAAAGTGGCGAATmAGTGTATAAAAATTTTATCCCCGAGCTACTCAGGAGGGT^^ 

^TGGACAGTATAGTGAGANCCCTGTCCCA 

>|p)1267.seq 

C^CnANTAANCTGGGTGGCCGGGANCCNAGGGGGGAAATCCCCGANCNGGTTnAANnAAAAAACNAAAAACNNTCCG 
C||^CCGATGTGATTTCCTGCCCCAGTGCCTCTGAATGCCC 

>ncrb1268.seq 

AGGCTAAGGTGGGTGGATCACCTGAGCCTGGGAGGTCAAGACTACAATGAGCCATGGTCACACCAGTGCAGTGCAGCCTGGGCAACAGAGTGAGACCCTGTCT^ 
>ncrb1269.seq 

ANTGCCAAGTACCTAGTNGTTmAGAAGANTAAGCCnGATGAAAACAATGTGCCTmGAAAGTA^ 
GCCTGGCCTGTCAGCATTGACTGACCAATmAmCAGGGGAAAACCAGAAAACATACnATTCCTACTGACAGTTGACCT^^ 

>ncrb1271.seq 

AAAI^CGGCCimTATGGCCCGGGATTTCCCmCTAAAGTCTAGGCTAATGTTmGAGATCGCTAAGn^ 

AACGAACAnCAATACCnCAGATGTCTTCGTGnGAGTTGTAnCATCCTAAGAAATAGTAAATATAGTCTCAAGTGmmATGnATAC 

CATAAAmCTACmGGAGGCTmCGmGAACTAAGGGTGTGCGGAATnATmACnTTATAnTAAATCTTTGAA^ 

ATGTCCmCACACCAGACAAAAmGGnAATnGCGCGCAATATTCATTACTTTGACCTAACC 

>ncrb1276.seq 

cgggggcnngggggcgccggtgngtcggngtgcnntgtagccctcngccntcct™gtagcntgggancacnganattctgtcacccncagcgcagcctaactt^ 
tggtagagancggggtttccgccatattgacctgggctggtctcaaactcctgacctcaagtgatccacccaccttggtctcccaaagtgctgggattagatgcgtgagccagcaca 
gnggcgtacamtngmatataggagaacatgtataagaggcacgttatgtactcanagtgaagagataatttggatocagaggga 
actgctttcttcaacatcnggttctagctactaataacaatataattgmggcagatamagaataacamtaa^ 

>ncrb1277.seq 

TCCCCNTGGCNTGCACCmGGGCTTGGGGmGNNAGTCCAGANACCACCAGATNCCTCACCCTGGGAGAAAGCCTCTTTTTCTGCCTCGAGTCmCCTACGTAAAACT 
CTGAGnACCCCTGGAGGAGGGGTGACGCACCGACCCTGATGGGATTGCACCGGTnGGGTATTCTTAATGACCAGGCAAATGCCTTAAGTAAACAAAGAAGAAA 
ACGCGAGGTAAATAGGGGmCTOGATOGAGGATGTAmATATAATOTTTGTTAAATTGTAAAAAAAAAAGTGTAAAATATGTATATATG^ 
AAAAGTnANAGGCTTACCCGTGTAAGAAC 

>ncrb1279.seq 

CGTGGGAAANGTCGGGCGAATnATTGGGCGGGGTnGTTGGTGATAAANGGGATnTTGTGTATGGTTCTGTGGGAAGAGATTTCATAA^ 
GAnCACTATOTAGTAAGGATATATGAAmGAAAAAATGGGTGATAAGGTGAATTmAAGTCAT^^ 
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>ncrb1280.seq 

NNCAGTGCCGGCCCCGAGCNGANNGCCTATTGTGCCTAGAGGGCNAMGAGTTGGAGTTCTATCTTAGGAAMTCMGGCCCGCAM^^ 
ATGTAATAAAGGTGnTATTGTTTTGnCCC 

>ncrb1281.seq 

TANTGGGCCCGGGGAACNAACCGAAGTTAAAATAATCnACCTTGGGTAGAGATGGCCnTGCCCAACCAAAGTGAACTGT^ 
GAAATGmGGAACTCTGAAGGATnAGACAAGGTmGAAAAGGATAATCATGGGnAGAAGGAAGTGniGAM 
TTGTAATCCCAGCACTnGGGAGGCTGAGGTGGGTAGA™cnGAGCCCAGGAATTCAAGACCAGCCTGGGCAACATGGTGm 
GCATATGCCTGTGGTCCCAGCTACTGAGGA 

>ncrb1285.seq 

ACCAGGCCANCTNGGGCCCGGGGCAAGCCAAAACAAGTANGGGTGAAAANGTGAACCCCTCGCCCANGGTAAAATACANTGGCTnGCnGCCCTGTTGTACCC^^ 
GGTTCCCCAAAGATGTCAATGCTGCCAnGCCCACCCATCAAAACCCAAGCCGCAGCATCCAGmGTGGGATTGGTGCCCCACTGGCnCAAGGnGGCATC^ 
CACTGCGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGAGCTGTGTGCATGCTGAGCAACACCACAGCCATTGCTGAGGGCTGGGCTCGCGTC^ 
ATGGCAAGCGTGCCTTTGnCACTGGTACGTGGGTGA 

>ncrb1288.seq 

AAGAANnGANTAGTGAAGGGTANTAAAAAGTGTAACCCNNTCAGnAAAACCCCTCTCCCNGTCAmCCCNGGGCCTTTCCCTTGCClTCAGA^ 

TCCCGTACCTCCTGTAGAAATCCTGGGACTGGGGAAATGTTTGTGTGGCCCTCCnAAACTAGCTGTTATGnATGATmAnCTTTGTGAG 

AGGTCA 

>ncrt)1291.seq 

TCNTGGGTGCGCGGGGCCAAAGNGCGGGGAAAANNNGCNTNGGGNGGGAANNGGGTGGGTGGCnAAAGGCGCCGANTCCGTAAAGGGTGGCNTCGGCGGGGATAAACCANTCC 
NAGGGGCCAmACAAAAACCCGGCTAmCCGCCCGTTTTGGGCCTCCGGCCGCCGGTGGGCGTCAAAGCCGCCAmTCCCGGTCmATCTAn^^ 
GCnAAAGGGTmCmGAGAACGTOTTGGAGANCGCCGTCACCCTATAGGGAGCAGGCCCAAGCGCAAAACTGTCACAGCCATGGATGT^^ 
GigSCACTCTGTATGGCTTCGGCGGCTGAATCTAAGAATACGCGGTCTCCTQAGAACTTCA 

>c5>1292.seq 

d^GAGCnAAANAGGANGGGGAAANNGGGANANTGTGCCTTCCTAGAACCTGTGATATTGAATTACCmGCnGTAAGGGCCAGATCTCAATAG 
AliMGAAmGTTnATATCAGTATGGTTTGTAACAAAGAACA™^^ 

>&1295.seq 

C/^GATGAGGGATGGGATGAAGGCAGCAAGGGGTAACCATCTTGACCTTCTGTTTTnCTCTCCCCTGCAGGAAGCCA 
Tt^nAGTACAGCTTGCATAmAACATTTTGTATTTCAATAAAAGTGAAGAC 

>nSfb1296.seq 

TgeAACCACnGAATNAAATAI^AAnGAAnAAAnTTTAAATTNAACAGAAAATAGCAAATTGG™ 
Ap^TAATACTGGCATAAAGAAGGAAAAATATCTCAAGAmCTAGGCATnTCCTATGTCTAATAGTAGGATG^ 

til 

>E^Ta)1297.seq 

^Cl@ANCCTCCNTmGCNGTGCTGTAAGAAGTACCTTAAAAGGTGATGCCCTCCCAAAATCAnGATC^ 
TiSCTCCCACGAGATACTGGTnTACTTTAGnAAATGTAATTTTCTGTGTTCTAGGCACTGATTTCAG 
AitiTACTGTOCTATATCTGTAGTGCAGATGAGGGAACTGAAGCACAGGGACAATAAGCAACn 
C|5GCTCTAGAATACGTGCTCCTAACATGCTGCTTTTCTTGCTTTATCAGGGCAATGAG 

fu 

>ncrb1300.seq 

ANNCCCTGAAGGGANmCCmCTGATGGTAGCCTmGTATOTCAAGTAAGAAnCTATTmCAGTTG 

TTAACTGCAAAACAAGATGnAAGGTATGCTTCAAAAATTnGTAAAnGmAnnAAACTTATCTGTnGT^ 

NAGGGTG 

>ncrb1301.seq 

TNGGCCCGGGGAAI^CCTAAATGCCCTGANGAANCTGTCAmGTCTATCATCACCCCCCAGANGGGACCNCTGCCAGTTGCAGGAAAACAAGTTC 

TATGGTGAGnGTATAATGATnCAnCTAnGTATGATATAATAGTAATAATAGAAATAAAGTACACAGTGTCTGTAATGCGCTTAACTCATCCTG 

GGAAAAATTGTCnCCACGAAACCAGnCGTGATGCCCGAAAGGTTGGGGACCAnGCTATAGAAGAAAGAAGGGCGTGAAAATAATnGAGA 

>ncrb1302.seq 

CACTGGGGAATGGAGCAAAACAGTCmGAATATCGAACACGCAAGGCTGTGAGACTACCTAnGTAGATAnGCACCCTGTGACAnGGTGGTCCTGATCAAGAAm 

GnGGCCCTGTTTGCTTmATAAACCAAACTCTATGTGAAATCCCAAGAAAAAAAAmAACTCCATATGTGnCCTCTTGnCTAATCTTGTCAACCA 

CCAGnAmAmCCAAAATGmGGAAACAGTATAAmGACAAAGAAAAATGATACnCTCTmnTG^ 

>ncrb1303.seq 

ATGGCCCGGGANNTCCimATmCTAAGGAGnAAACATAGATGTAGCCTGATGTGGAGAGCTTGCTGGTGCAGTGCATATTGGATAACACTATO^^ 
ACCAACTCCTTGAACTGGATCATCAGAAGAGGGGTGGTGCACGATATACTGCACTAGATAAATGGACCAACCAACTAAATTCTCTCAACCAGGCTGTAGTCAGTAAACTGGCn 
AGAAGAAGCnTTAGAGACGTCCnAAGGGAACAGTGCAGAGATGTAATCCnAAAAGAACTGGGAATGGCAAAAGTAGTGTCGGTTGATGTGTCGTGAAAA 
AGAAGTGCTTTTTTTTGATCAACTG 

>ncrb1304.seq 

TCCTTGTGAGGAAANCTNTCACCCTAAACCTGGAAGTCNTTCCCTTAACCCGAGCCATATTGTAAGTTGACCGCTGGAGGTTCAAAGAGAAACC^^^ 

TGCCCATTCTATGCCCCTGTACTAAAAAATAATGTAACCmCATGATTTCGATTGGGTGGAATAATTmAG™ 

GnATGATACTAAAATAnTACCAGTGAATTTATATGATGTGTAAGGAGGTACT 



>ncrb1305.seq 
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GANCTCGGTGGTGGCCACCTGCGCCAGANCNGACTTCGCTCGTACTCGTGCCGCCTCGCnCGCnTTCCTCCGCAACCCATGTCTGACAAACCCGATAGGG 

TCGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGG 

ATGCACTGTACAnCCACAAGCAnGCCnCTTATnTACnCTTTTAGCTGmAACTmGT^ 

GAACTACTGACAACGAAGGCCGCGCCTGCCTnCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAAGAACTTGCATGn^ 
>ncrb1307.seq 

ANCAACTTCCGGCNTNGNGGCCGTCCGANTGAANGANNCGCNAGCCTOGCCTTGCGAAGAAATTAAATGGTGAAATTGGCAGG 
GCACCnTGCGGCCCCGGGTTCCTCCCCGGGGCCTACGCCCTGTCTGAGCCGTCGCTTAC 

>ncrb1309.seq 

GGTGAAGCIWCCNGCACCCCCTGGTTTGGCATTGGAAGCAGGAGTATACCCCTCATGGGGACAGATGGGGA 
AAGTCTCCTTGGGTOGAGGTGAAATTCCCAGAAGTGTCTAACTGTGCAGGAATGCCCGTTCCCAGGGATGGGAATGACmC^^ 

>ncrb1310.seq 

GmGTGGATAAGACAGTCCCACAGTCCAGCCTAACTATGGGACAGCTTTAGGAGAAGGAAAAAGATGAAGATGGAnCTOTATGTGGCCTACAGCG 

TGAGGGCCAnGCTGGGCTAGGTGCACCGTAACTGCTTGTGTATCTTGTAAATAGCCAGGCATTTTCAGnATOTACCAGAACCTC^^^ 

GATTTATTTCnAATATAnGGGG 

>ncrb1311.seq 

GTCCCCCCAGGGGNAAN CnCG GGGCCCCTNTANTNGGGCCNGGGGGACGNTGnGAAACCCCCnnnAAGACTTnCTCAAAGTmGAAAAGC 
GTAATAAGAGCATAAGCGTrmCCCnTAAAAAAATnAAGTGCCGTGTGTAGAGnAAGAAGCTGnGTACAT^^ 

>ncrb1312.seq 

AATGCAnCCCTATAAAAACTCCAATAACCTTmCACAGAAATAAGAAACAAACCTAAAATTCATATGAAATGACAAA^ 
CTGGAGAAATGTCAGTACCCGAmTAAACTCTGnGCAAAGCTGTGGTAAnAAAACACAGTGCTGGCATAAAAATAGACACAATGACCA^ 
AACCCATACATCTATAGTCAGTTGATTTTCCACAAAGGTGGCACAAACACCCAATGAGAAAAGGACAAGTCTCTTCAGTAAAGGG 
TmGnAGACCCnATCTCACGCCACATGCAAAAATCAATTCAGAATGGGATTAAAGACT^ 

>lTetb1313.seq 

/(SCNGGCCACCTANAANAANNGACCTTAAAGGGGANNTANTTGGTAGTCCTTAAAATGCCCCCCATTmAAAA^ 

AtS^lTAGATGAAAACAGTATTGCCCCCTTGAAGTAAATGGAAAGAAACAGTAAGTGCCAGAAAATAATAACATAGAAAA 

TffiTAAAGACTAATGCAATATATAAACTGAT 

>r^1314.seq 

TllnGGAAAANGCCGGANCnTAAAAAAAAANTAANGGTGCCTGGTAACNCNAGTAAAANANTGTACCTTGGTAGCCCCTGGGATAGCCA^^ 
0^NGnTCCCTTTCCTCTAGANnAAATTTCnGGGAGCAAATGAGTAmTGTTGNCATTTGTTCAAn^ 
AAAACACAATCAGTGTTCAGGCnCAGTTATATAATGTAAGCACAACTAAAATGAAACnGnGACTGCACAAGAAATOCAA^ 
Al^TTGATAATCAGGTATATCCCTTCGT 

>i;il)1315.seq 

Cl^GGGCNAAGANNTnCNAAGTGAANNAnCTCnGCCNTCACCCTTAGCTGCCTGCACCTGCCCNTrCNGGGAGANGGGGGTC^ 
>tSi1317.seq 

ApeTTANACACTTTTTTANTTAAATACnTGCNCCCTGGGGANnG 

CgETAAAGCTACCTGTAGAAACCAAAGGGGTmCTTTmAAATGmcnGG I H 1 1 1 1 1 IC CTCCCCTTCCCTTTTTT 

TT^nAmmCANACTGTGCAATACTTAI^NAACCTATAGCATCnCTCATTCCCATGNGGAACAGGATGCCCACATACTG^ 

TNAATCTAGTNGGGGNTGATGCCTl MINI ICATGA 

>ncrb1318.seq 

GGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGTTCAACmAAAmGCCCACAGAACCCTCTA^ 

GGAACAGCTCTnGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGC 
T 

>ncrb1320.seq 

GGCTGNAGGATGGCGGAAATGGATCCGGTAGCCGAGnCCCCCAGCCTCCCGGTGCTGCGCGCTGGGCTGAGGCCCTTCTGCGATGTTTTACGTGGCTC 
TATGTTCCTGTCTCTGAAATGCCTGAACACAAGATCCAGTCATCTGGGGACCCACTGCAGATAACAATGAAGATGGTGCCAAAACTGCTnCTCCm 
AGCAmATAAmCCTnAAGnGGAGACTGACCCCGCCATTGTAATTAATCGAGCTCGGAAGGCmGGAAATTTATCA^ 
GTGCmGTGTrTATTGTAACCAAAGACTCGGAAACCAAGTOnGCTATCAGAGGAAGAAATAGAAAGA 

>ncrb1322.seq 

TNCACCCCCCGGGGAANCTCCGGCCCCNTANTGGGCCCCGGGCCGCCGGGAACCTGTGTGTGTCCCTACCCCAATGGTGCCTATTCCTGTGTCAAACCCCCTGCTGTAnT^ 
ACATCAATTGATAnAAAAATGAAAAGATT 

>ncrb1323.seq 

ACCnGAAAANTNTTGACCTAAAAACCTGGGTCCNNTAGAAAAnCCNGGTGGGAGCCTGATnAGCCTANTGACCTGAGGGGAAAAAAAAATCAAATTn^^ 

CTCCCAAATGAATTAATGACCCATCTGTTCAATAAATAAAGAGCTTAAATATACAAAACATAAGAAATCTGGGCAACAAAACnGTGGTCT^ 

mTAAAGGTAAAAGnATGAGTAATGTCATCACAATAAGCTCnGniAAAATTCnTTCTTTTATGTATAATT 

>ncrb1325.seq 

CGGGGAAANTCCGGCCNTTTATGGCCCGGGGGTTTAGAGATAAGAGTTGGCTGGTGAACTTGAGCATGnAGTGACAGAGGGGG 
CACTAAAGCAGGCCTTTTGATAnAAATTTTnAAAAAGCAAAAmTAGAAGTnAGATm 

TCCTACCTCTGGTCTTGGAGGAGATGGGGACAGGGCTGGAGTCAAAACACnGTAATmGTATCTTGATGTCTnGTTAAGACTGCTGM 
TAAACCCCACC 
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>ncrb1326.seq 

AnNGGCCGGGANAGTGTGGGCCCGAGCNGATNGCCTATTGTGCCTAGAGNGCNMGAGnGGAGnCTATCnAGGAAMTCMGGCCCGC^ 
TCTTCACCCATGTAATAAAGGTGTnATTGTTTTGnCGC 

>ncrb1327.seq 

ATAnATHNTGACAIGTAAAAATAAATATmCAGmAGAAGTACTAATAATACnATGATGAm 
ATAAATTAAAGAAGATGTnCCTTATITGGGTGnACTAGGACATACTAGCATAmCATGTATTm 
AAAACnGCATAAATATAGCACAATCTGAGATATCAGTGGAGATAmCCTGAAGTCCACAAAAmATCGTGA^ 
GTG 

>ncrb1328.seq 

CNACTCTOGCGGTGGATAGTCGGCTCGTGCCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGAC 
CCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCN 

>ncrb1329.seq 

CTCCGGCCNmANTGGCCCGGGGAGAGNGTGAmCTAAGCCGNGAAnGTATCAGTTATGTGGAAACCCTTTGCCAGAAATACATATAGCCnGT^^^ 
TTAATCATCGAAGGGTAGGTGGGNTAAGAAACAGTCTGATCGTAAGGATGnGTCGAnCTGACCCATGGATGACCACAAGAAAAAGATATraTTTCTGCCTGGA^^ 
ACTAACnTGGAAGTCAGAATTCCCAGGAAmGAGTAACTGCTCTGGAAAGmAAGTGNGAAGTNTmACGATAGCTNCATAAAA^ 
TTCnGGATTTTAATCTACCTCATCnGTCTTrTTAGAGnAC 

>ncrb1330.seq 

ANTGGCCGGGGGGANGTCTGGCCCTTCAGCTGAGGTAGAGCGGGGACTATAAACACACATCAACmcmCTGTTTGCTTTCmTCCTTCTTnCm^ 
TGCTGTGAGTGAGTAGTCCAAGAAGCAGAGAmTGTAGTAGTCCTGGACCAGCCCTGCTGTTGAATAAAAAGGAAAAmCTGGCTGCAGCGAAATGTTC^^ 
CATCAGGCTnGGAAGAGGmTAAAmGCTmnTGAGGAAAAGACTGGGGGTGGAnTTGGCATCGTAGCATATCGATTAAAGAATAATC^^ 
AGCTGGGGCCTTATGTTG 

>riclb1331.seq 

AfgCTCCGGCCNmATGGGCCCGGGGGGAAATGGCACCAGTGGAACNAATAmAACTAACTCAGCAGACCTTCTTGCAAATGAAAAGAA^ 
Ti^CATTTTCAGGCAACATOTTGCAACAACCCmGTGAGAGAGGACACTAGCTmCAGGATATnGAAAAATAATATAACTAACATGC 
ApAGTGnnGGAnAAGAAGGGTATTnTACCnCATACTGGAGTATGAACTCCGCCTGCTGnCATOGAGTATnGC 
OlSAAAATGAAAATAT 

>riiti1333.seq 

AffgGGAAGCACCGTAAGCCCTAGnGGGGGCACCTGCATGTGANCCACAAAGCTAGACACCGTGTGGGCCTATTAACCCACATCAAAGGC^ 

TiiACAAGCAnACTGGGCTCTTACTAGGTGCAAGTCTCTGGATGAGnGCGGAGGACTCCATGAACACCCAGGTGAGCTCCCTGACCTGG^ 

Af^TAC 

>ifcrb1334.seq 

N^SCCAAmATNGGCCGGGGGGCAGAAACTGGCCTTCCATCTCTCTCAGANACCCAAGCTGCAGATCCAGGCmTCTGGGAAAGTGAGGCCACCCATGGC 
TprCCGGCTCCnCTGCTTGTCCTGATACTGCTGGTGCTGGGCTGGGTCCAGCCTrCCCTGGGCAAGGAATCCCGGGCCAAGAAA 
CI3;CAGCAGCAGCTCCACCTACTGTAACCAAATGATGAGGCGCCGGAATATGACANGG6GGCGGTGCAAACCAGTGAACACCmGTGCACG^^ 
0WTGTTT 

m 

>|Sbl335.seq 

Gg^TAGGGCCGGTCTGCnCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCA^ 
GiaGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGnCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGA 
TTAnGTCnCCTGTAAGACCTTCGGGTCAAGGCAGAGGGAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGAGTGCCCCCAGCCCAG 
CCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATTTmAA^ 

>ncrb1336.seq 

ACCNCGGGGAAAnCGGCCAnATGGCCCGGGCAATmAGGAGCCTnAmGGTGCAmAACGCAACTGGTAAnGCAG^^ 
TTATCTTGnGGCCCTATGAAAnCTGCACTTTTCATOTATACTCTACCTTCAnAAnACnCTGGCAAGATGn^ 
TTATGCmAATTCTGAGGACCATATGAGGGGTAGAATATAnATCTmAAAAATOCAAAAATTTGTAT^ 
TATCATTTATAATCnGTCACAATCCACTTAAAGAAGTTTGGTrATATmCAGTGAAAAA^ 

>ncrb1337.seq 

CCCNGGGAAATTTCCGGCCNmATGGGCGGGGGGGGAAGGTAGTGACGAAAAATAACAATACAGGACTCmCGAGGCCCTGCAAlTGGAATGAGTCCACm 
GGATCCATTGGAGGGCAAATACCTCATCCTCAAGGAGCCCAACAAGCAGGTCATCCGTGTCTAGAGGCTCCCTGATGGCACGTTCAGCTGTGATGAAGATGAGGGAGGAAGAGGAGG 
AGGAAGAAGAGGAAGAAGAAGAGGAAGAAACTTAAACCAGTGATGTGGAGGTGGGAGmGTCCTTCCAGCGAGACTACGAGGGGCTTTGATGGmGTGGAATGTGT 
GCTCTCTGACATTTAGCAGATGAAATAAAATAT 

>ncrb1341.seq 

CGCAGCCGCGAGGCTCCCGCAAGAACCCTGCTCGCAGCTGCAGAGACGTGAAACTCTGCCACCCTGAGTGGAAGAGTGGAGACTACTGGATTGACGCCAACCAAGGCTGCACCnG 

GACGCCATGAAGGnTTCTGGAACATGGAGACTGGCGAGACnGCGTCTACCGCAATCCAGCAAACGTTCCCAAGAAGAAGTGGTGGAGCAGCAAGAGCAAGGAGAAGAAA^^ 

TGGTTTGGAGAAAGCATGAATGGTGGCnGCAnTGAGGTATGGAGATGACAATGTGGCTCGGAAGAGTGGCAAGGTCGAGATGAGGTTCGTACGGCTGCTGTCGACGGAAG 

AGAACATGACCTACCACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGGTGGGAACCTCAAGAAGGCCCTGCTCATCGAGGGCTCCAATGACGTGGAGATCCGG 

GAATA 



>ncrb1342.seq 

TGANNAATGACAnnGAAAATAGTCCNGCTCTAGTTGTnTTGCAGACTGAAATnGCATmTTGGGTCnGTCTGTATGATTAGGnCAGGnGACCCT^ 

TAGGTGATGATGTGnTGTCnCAGTATTCCCTCCCCACAGCATmGAAGTAAATTAACCGAAAGGTTATCCAATAncnACT^ 

GCCAAACAAnGGmAAACCGAGATGTAATTTTAAATATTTGAGGTTGCAGTAAnAC 



>ncrb1344.seq 
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GnGGATGTGGTGGCnGTGCCTGTMTCCCAGCATTnGGGAGGCCGAGGTGGGAGGATCCCTTGMGCCAGGAGTTTGAG^ 
>ncrb1348.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGT^ 
TATAGTCAATAGGTOCTAAGATATTGCnAGCGTTAAGTTTnAACGTAATmAATAGCT^^ 

>ncrb1349.seq 

GGAGGGAGGACCCACACTGCTACACnCTGATCCCCTTTGGTmACTACCCAAATCTAAATAGATACTm^ 
ATGTATTnGAAAACACmTTTTACACAGCAATmGTATCCATnAAACTAAC^ 

>ncrb1351.seq 

TCCCACTGCTGGATATATGCCCAAAAGAAAGGAAATCAGTATACTGAAGAGATATCTGCACTCCTACGmGnGCAGCAn^^ 

ATAAACAGATGACTGGATAAAGAAAATGTGGTACATATACACAATGGAGTACTATTCAGCCATAAAAAAGAATGAGATCCAGTC^^^ 

GTTAAGTTGAAAATAAGCCCAGGCACTGAAAGACAAACACTGCATGTTCTCACTTAC 

>ncrb1352.seq 

GGATTCCACTGAGCCCCCTACAGCCAGAAGAGATATGAGGAAATTGTTAAGGAAGTCAGCACTTACAnAAGAAAATTGGCTACAACCCCGA 

TTGGAATGGTGACAACATGCTGGAGCCAAGTGCTAACATGCCTTGGnCAAGGGATGGAAAGTCACCCGTAAGGATGGCAATGCCAGTGGAACCAGGCT^ 

CATCGTACCACCAACTCGTCCAAGTGACAAGCCCTTGGGCCTGCGTCTCCAGGATGTCTAGAAAAnGGTGGTAnGGTACT^^ 

CCCGGTAT 

>ncrb1356.seq 

AAAGATCATCTCCGTTCTCmCTCGCATAACTCCCCACCCCTnCTCCCCGATCCACCCAGGCCmCTGTAAATAAAAGCTGCCAAGTO 
>ncrb1357.seq 

GAGGCTGAGGCAGGAGTAATAGTGTGAACGTGGGAGGCGGAGGnGCAGTGAGCCAAGATGGCGCCACTGCACTCCAGCCTGGGCAATGGAGTGAGACTCTGTCTCAAAAAAAA^ 
Alm-AACCT 

>fKS3l359.seq 

CgCATGGATTATGGAATGGAAGAAAAGAATGGAAnGATCATGTOGCTTCTATTGTAAGAGTGCGCGCAACAGAGCAATCAGGATTAGTAA^ 
CMSAmGCAGAGCAGCTGATTCGAGTATATTGTAAGAAGGTGGACAGAAAGAGmGTATGCCGCAAGACAATAmTGTTCAGTGGTG^ 
(glGGCGATGnATAGGCGCAGTCATAAGAGGTGAAAAAAAGGAATGGAAGGACAGTAGTTCAGTGCAAAATGGAACTCGGCTGGGAGA^^ 
A<|>^TGACCCAATGTGAATGTCTGTAGTCA 

>K)1360.seq 

(^GTCAGGCCAGNAGGACAAAAGGAAAGGATGGGAAAAAGTATGCAACACTCAGmAmAATACTTACAAGGGGAAATCATOGAA^ 
GGATTACAGAGTCnGGAAAAGTGGGTATnCACGGGGTATGCCTCCACCTGCTAACCTCCCAAGTCTTAAAGCAGAAAACAAAGGGAAT^^ 
TGGGACAGGGTGGGCATGAAAACAAGAGCAACATGAAGAAGAAAAAAGACGAGAAGTGCGAGGAGGACAGCGAAAAGCTGGGGTTGCGG^^^ 
ApDATGGGCCAGTAACAAGGAAGGAATCCAAGTGAATAGTCAGTTTGAAC 

>0|$1361.seq 

^fii^GnAAGTGAGGAmCCTTGCAATGAGTAGAAmCCCnGTGTCCGnGTCACAGGmAAAAACCTCACAGGn^ 
AlpTAAGTCCTTGATGCAATAAAGTGAAAAGAGGTT 

>Dn?l)1363.seq 

GiiTCnAGTTNACmAAATnGCCCACAGTAACCCTCTAAATCGCGTTGTAAAm 

AAAAAmAAGACGCATAGTAGGGGTAAAAGGAGCCACGAATTAAGAAAGCGTTCAAGGTGAAGACGCAGTACGTAAAAAATGGC 
>ncrb1364.seq 

ACTGGAGCAAAACCGNATGACTCAAAAATCGAGAGAAAGACTAGTAAATGGGACAGGATAGC 

ATGAAATnGnGAAGTACTGTTmCTGAAGAATAGTAAmAGAGAACmGAGGAAAGAmCTA^ 

CGTATAACCATGCATTATTAAGCirnAACACCTAmCAGGCTAGTAAAGCTmGTmGAGAGGATAA 

>ncrb1365.seq 

ATGGCATGTTGAGTNAGnGTGATAATGGTGAGTGAGTAAAAGTAAGCTACTATGAGAAAGGTGACTTACACCTCTATGTGAGCAAAGACCnGTGTG 

ACCAGCATACACCCTAGTAGGTGCAGCCTCCTTCAGCAGGTAmCCTAGGCTCACAGGTACAAGTCAATAATCCCTGGAACTATGAAAAGCAAACCmA^ 

TANATCTTTC 

>nc rb1367.seq 

GTATTTTTTTTTCTTTTTAAAGnTGTTCAGTOAAnCTTnGAGG 

CATAGCAGACmCCCAAATGTATTGATTACAAATAAACAGnGTTACTTAGCAAGACCTGAAAATATGTGTGCAGGTTTCTCCnGAAGCAM 
TCTGCCTCCnGACCCTCCGTTGACAGTATATGTCATGCCTCACmGnCTAGGTGAGCmAAATCATTAGAGCTTAAATTGTCAGATCGnCAnGCGm 

AGTTTG 

>ncrb1368.seq 

CGACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGGAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGATCATCGACAC 
CGGGGTTCCTCCCGGGGCTAGGCGTGTGTGAGCGTCGCnGCN 

>ncrb1369.seq 

CTCGGCNNTTATGGGCCGGGATTCTAGGAGTmCAAAGGTAATATTATAGAAATAAGTATTCAGCTGACAAAAGAGTnGAGAAA^ 
AGAACACACTCCAGGAAACmAGTCTAAAACTAATAATATAACTGTGTAAATGTTTCAAnCACCAmTAAACTmATTTGAGGTAGAA^^ 
CATGAGCCTATAAAGCAGACTCTTGGCAGAATAGACATCATTTGTAGAAAACCTGAAGCACCTGGAGAATCCTACGAnCCAAGGAGTACAGmGAAACC 
CACAGAGCGTTGTGAAGGATGCTAnGCTGGAAAGTGTCCTTGAAGCCTAATnATAACGCTTGTCCTAGAAGGGnAT 
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>ncrb1370.seq 

ATACATGGATGAGGAGACTGGCMCCTGAAAMGGCTGTCATTCTACAGGGCTCTMTGATGTTGMC^^ 
GCTCTAAAAAGACAAATGAATGGGGAAAGACAATCAnGAATACAAAACAAATAAGCCATCACGCCTGCCCTTCCTOATATO 
TnGTGGACATTGGCCCAGTCTGmCAAATAAATGAACTCAATCTAAATTAAAAAAGAAAGAAAm 
CCnCCATncnCTGCACATCTACnGCTTAAAnGTGGGCAAAAGAGAAAAAGAAGGAnGATCAGAGCAnGTC^ 

>ncrb1371.seq 

AATGAAATCTAACTATTAATGAGCATATGTGTmGGGATATACTTmAAAA^ 

TAGACATCAAAATCACAAGCCTGGGCAACATGGTGAAACCCTAGCTCTACAAAAAATAAAAAAATTAGCCGGCATGGTGGCACATGCCT 

GGGAAGATTGCTTCAGCCTGGGAGGCAGAGGTTGCTGTGACCTGATATCGTGCCACTGCACTCCAGGCTGGGAGACAG 

AAAACAAATCAATATAATGCACATGCTATGAGTGATG 

>ncrb1372.seq 

GCTTGTATGCAmCCnGATTCAAmGTGACCTTACCAGTnTGAAnGGAAnGCACCAmCGTAGATAAAGGAA^ 
>ncrb1373.seq 

ATTGCTGCTGTGGGCTGACAGTTCAAGGATGCACTGTATAGCCAGGCTGTGGGAGGAGGGAGGAAAGATGAAAAACCACTTAAATGTGA^ 
TATACCAAGGTAATAAATGCTGTTTATGC 

>ncrb1375.seq 

GGCAGCAGCGGAAGAGACAATGGAGAAGTAAGGGGAAGAAGAAAGTGTCACTGGAGCCAATGCAGAAGGCACCACAGAGACCGGAAGGCAGGGCAAGGGa^ 

ACCTCTCCAAATGGTGGGmGAACCTACAAGCCGACCACAAGTCTATAGAACCACTTCCCCACCTTTTGGGAAAACCACCACCGTTGAATACGA^ 

CCAATGAATACGACAATGGATATGAAATCTATGAAAGTGAGAACGGGGAACCTCGTGGGGACAATOCCGAGCCTATGAAGATGAGTACAG 

CTATGATGGTCAGAAnACTACCACCACCAGTGAAGCTCCAGCCTGGGATGAATTCATCCAnCTGGCTnGCATCCGGCTACCATm 

CAAAT 

>fai377.seq 

QgCNAGTGCAAG TGACCG ACAAAATTCCGTTATnATTTCCAAAATGTTTGGAAACAGTATAAmGACAAAGAAAAATGA 
TaSnmGTTTTATTTrrnACCAAnCCAAmCAAAATGTCTCAATGGTGCTATAATAAAT 

g!@cagagcaatgactgtgctcagcagtaaaagacaaggmctttctgaaatagtcaaataggaaattagaaaagccctccc 
tMwctatgagccccagaagatgaaaaaaattttatacgttgataa^ 

>iK^il379.seq 

GtlCAnGAAAGGATACTATAGGAAATAnTAGTTAGCAGTAGnTTGAGCAGTAAAATTCATAGCCATAAnTAGAA^ 
GiAAATATTTAAGAAACCATAACATTG 

>ncrb1380.seq 

AtAGTACCGCAAGGGAAAGATGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTG 

(^CCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGC^^ 

CiSGTTGTCCAAGATAGAATCnAGnCAACTTTAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAAmAACTGTO 

C||frGTAGAGAGAG 

>^138lseq 

(^^CAAGNAGCTTGAGGGGAAGACTGTTAACCCCATCCACGCGACCAGAATOGCTCmCCCTmGGmGCAAGCACTC 
SiSiSAAATGCAGGAATCTGCAACAAAAACGATGACAGTCTGAAATAGTCTCTGGTGCCM 
AtM)CAGTAGACnGAATGTGCCTCTGGGCAAAGAAGCAGAGCTAACGAGGAAA6GGAmAAAGAGTTmCTTG 
TTCAACnCAATTTnCTGCAGTGGCTCTGAGTCCAGCCCCnACnAAAGATCTGGAAAGCATGAAGACTGG 

>ncrb1383.seq 

CATAGTATATTGGATACTTAAAAmGTOTAATAGTGGATCnACATGnCTCACCACATGGACAAAATAGGnAACTATGTGAGGTGATC 
CATTCTGGAATGTAGATACATATCAAAATGTCACAnGTATACCTCAAATATGTACAATTTnAm 

>ncrb1384.seq 

AATGTNCTACTAAnGAGCAACCTACGCAGTCAGTTGACTACGTAAATCTGTCAGGTCTTnGTGATTTCCTCTGATGCAGG^ 
ATCAACAGATGAATAAATGGTTCTTTATAAGTG 

>ncrb1386.seq 

GACTGGGAGACAGTCCACnAAATGCAGCTCCAGGGTTGCGAGGCACCCACCAGCATCATTCCCCATGCGAGGTGGCAAATGCAACATGCTCTCCAGTTTGGGGTGTCTACTTC^ 
GTGGAAGTATOCACTAGCCCTGGGAAATGCACAGAAAnGCCAAAAGGTAAAAGGCCAAACCTCAAAGTCCACATCAATACCACAAGTGACTCCATCGTCn^ 
AGTCCAAATGTAAAGCTTGAAGGTCTTCTCCTGGGATATGGCAGGAATGTATCACCAAACCAGTAGTTGCGTCTTCCCGGTGAAGGGAAATTCACAGAAGCTA^^^ 
GAAATATCTGATAGnGTGGGAGCCGCTCCACGTGCAAGTCAAAAGAAGTGATGTTCAGGTAAAACTGGnCTGGCAAAGGTGTGCAGCnGGTGGTTGGGACTCTGA 

>ncrb1387.seq 

GGGGnGTGGTTGGTGTGCGGGTnCGGnGGAGGACTCGTTGGGGAGGTGGCCTGCGCTTGTAGAGACTGCATCCCCGAGACGATGGGGGAGGGAGATAATCGGAGCACCAACC 

TGCTGGCTGCAGAGAGTGGAAGTCTGGAAGAACAGCTGCAAGGATGGGGAGAAGTGATGGTGATGGGTGATAAAGTCGTCGGATGGGAAAGAGCGTGGmCCACCTGCCAT^^ 

GGTGTGGmcmGGTGTTTGTGATOTCTAGTATGTAGATCCATCTGTTCTGTCCGGCGmCGTGTTnGTTATGT^ 

GAATTTnGGCT 

>ncrb1388.seq 

CTCnACTCTATAAGGTmAAATOGAATAAGCTTnATCAAATAGATAATTGATGCAATnAGGATTCACGCAAGTTTCAGTGTCA^ 

GAAACTTAATAAACAGCCACmAAACTTGnCTGGGAAACCAGACCCTGCTGTAGATATAGTCTAAGGTAGTTAACCATATAAGGGTm 

AGTTAAGAAGGnCTAGAACCCATGAAAGGnnGTATGTAnACTAGGTmGTTmcnATGTTTGCTGAT^ 

TAnCTAGTG 
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>ncrb1389.seq 

ACGGCmAGGCATGGAGCCAGCGTCMCTACGATGACTACTMCCATGACTTGCCACACGCTGTACMCSMGCAMT^^ 

GGTTTCTGATnGCTCTAmCAGCAGATCnnCTACCTACmGTGTGATCAAAAAAGAAGAGnAAAACAAa^ 

AATAGAAATAAAGCATTTTG 

>ncrb1390.seq 

GGACCCCCTGCCTCTCAGTGCCCCTGCCCTAGGGGTGTCTGTCTCCAGAGGGGAGGGACAAATCCGCTACTGGGGCCAmCA^ 
TmAmmAATGATAATGGAGATGTCTGGACCCnCCTCACCCCACCTGTCGGTCnGTCCTGGCTCTG 
CCCCCCCmATGTGTTGAAAGTTAATGGmCAGATGTGAACATCACGTGnATAACTGTAGCGCTGTAAA 
TCAAGGAnTTGGGTTTTG 

>ncrb1391.seq 

GACAGCAGCGAGTACTCCATCTAAAAAAACAAAAAGCCAAAAAAAGCCACAAATACCTGATGGAGATGAACTGTAATAA 
AAAACATAGATGTACTTAAAAATAAATCATGGATAATGAITTTTT 

>ncrb139Zseq 

GTCGnGCTGAGTCCCCTCTTCCGTGGAAACCTTCCACCCAGTGCTGAATTTCCCTCTCTCATACCCTCGCTCCGTACCCTAACCAAGTTCGTTGGCC^^ 

CATCGTAGAGGCCAGGCAGGAGGCCnCTATACCCACGCAGAATGAGACATCCAGCAGATTTCCAGCCnCTACTGCTCTGCTCCACCTCAACTCCGTGCnAACCAAAGAAGCTGTA 

CTCCGGGGGGTCTCTTCTGAATAAAGCAAnAG 

>ncrb1393.seq 

GTGATGAnAAGGGAGGTOnACTAGAACAGTTCATGAAATGAAAGCTACCTGCnTTACCCAGGGAGCTCTTGAAAATAACCCTCTlT^^ 
>ncrb1394.seq 

GnGATGAGGGAGGGGAAACTTTTTmnCTATAGACTmnCAGATAACATCTTCTGAGTCATAACCAGCCTGGGAGTNTGATGGC 
AnGATAAGTAAAGGCAGAAAAGAnATATGTCATACCTCGATTGGGGAATAAGGATAACCCTGAGAncnACTACTGATGANAAGA™ 
(MAGCTACCAATTTAAAGTTACGGAATCTACCATmAAAGTTAATTGCnGTCAAGCTATAACCACAAAAAT^^ 
IfSTGCTTTTAGAAAAGCAGAATAAANGC 

>!f^1395.seq 

GBATAACATTCACAGNATGATCCCCAAGTATCCnGTCATCAGAAGCnTGGACCTmCTGCCACTGACnGTGGCTGATCTGTAACACM 

T||1CCACCTCTGAATAAGCAGTGGGATGACCAAAAAGACTGGTAGAAGGAGAGAATnGTTGGGCAAATCCTTCATACCAGGTACCACTTCnGA^^ 

AfqGTGACTACATAGAAGATAmCCAAAGGTTCTGnATGCAGTGAAGACATTCAGAnATnGTAAGAAm^ 

>i|||)1396.seq 

(^(ICACGCTmCATCTGTCCCGCTGCGTGTTnCCTCTTGATCGGGAACTCCTGCnCTCCnGCCTCGAAATGGACCCCAACTGCTCCTGCTC^ 

CeGGCTCGTGCAAATGCAAAGAGTGCAAATGCACCTCGTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGG^^^ 

(JACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGC 

>ifib1397.seq 

dffACmGTGAmAAAAGAAATCAACTnmTTATGTCTAAGTAGTAGAmm 

G^GAAATGGGATGAnGTTAAAGnCCCCAAAAATGTTGGCATGAAAnAATTmCCCTCCnATAGTCA^^ 

AlgGACACATmGCTATCTGTGTCATCAGGATAGTGTAAGTGGTAGGGTAGAGACTACCCTAGACATCTGCATCmGTAAG™ 

>|p55l398.seq 

(iSlGCAGCTCmGTCGCGGGCTGACTGGTGmATCCGTCGCTCGCCGAGGTTCCnGGGTCATGGTGCCAGCCTGACTGAGAAGAG^^ 
ACCTCCTCCTACTGnCAAGTACAGGGGCCTGGTCCGCAAAGGGAAG 

>ncrb1399.seq 

ACAAGCATGACTATATGAAGGAAGAGGAAGGTmCCTGAAGATGAGGCGACTGAATCGGAAAAAAACTn 

TGTAGAGACnCAGCCAGTGGAGGTACAGmCTCTAATAGCAmACAACTATGGCTnAnAACCATAATGGAAnCTCAGTATATCA^ 

GACAAGGATTTnCTAGCAAAnAAGAATTAATATAGATATTACTGTTGCCATGAAGTG 

>ncrb1400.seq 

CTACTGGATCAATGTOTCTAAATGCATGTGTCCAGAAAGGGAAACAGAACnAGTGTnGAGGCnGTTGTAAAGAGATGGTAGATATTAT^^^ 
>ncrb1403.seq 

GGCAACCAAAAACTGCCAnGACAGACGCCAAATGGTACAmAGAAACAGACTTCAAGGCAGCTCTTAAAAATACGTnGGAGACnAAAGGAAA^^^ 
GACACTGACAATACTTCGTCAAATAAAAAAAACATAAGAAAGAGAAACTATTTCAAAAGAACCAAGTGGAAAATCTGCAGnGAAAA 

>ncrb1404.seq 

ATAACCGGAACTATTATANGTAATAAATGAGGGTGNGGNNTAGAATAGCTGTTCCTACANACAATGAAAACATGCCGGGAAAGACATGCTCNTGAAACA^ 

GATCAAACAAGNTAGAGAGACTAAGAAAATGATAGANAGACATGAAAGAATTNGAAAAACAAACTCTAGAAATAGAAAAAGTCAnTAAT^^ 

AGTGAATAAACACAATTGATATCnAAGAGAAATACCAGGTGAAGGGGT 

>ncrb1406.seq 

aagtggaagggtgata™tgacactgacactgctattttgaaacctggaggatggaaaggtgcaaaaatgtatcaccagcaacagaaggtgcagactg^ 
gtccatcaaatgaatatgtgtgaaaacanccctcctttggccctacaggtcagaatggcggcagtggagcatcgtcattcttcaggattgccctactggccct^^^ 

ACTTTAAAAAACAGGATGGGGGACCAGGCACGTCCTGCAACTCAACAACATTGTATAAnGATAACTCGCTGAGGCTCAAGACACGTTCCGAGTGTCTG 
AGCTCTACCCTCAGGGGATGATAATCTCAAGACACCTGCGGAGTGTCTGCTCTATCCCCnCCACCCTCAGCGGATGATAATCTCAAGACACCTCCCGAGTG^ 



>ncrb1407.seq 
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ATAGnACATGACTMCAMTGAnAAAMGMGTOnCTCTAGATMTTTmAMTA^ 

AAAAATCTGTGTTCmGTACmTCAAGTGACTCAAAnnGGCCACnCACTGTCACTGATGGC™^ 

TTGATAnGAAGTAAGTAAGTnTGTAGCTmGGAGTTmAAAAACTACnCAGTGAm 

>ncrb1409.seq 

CGAAGAAnCACAAAAAAAATAGCCTCATCATCCCCACCATCATAGCNACCATCACCCTO 
TCTAACAACGTAAAAATAAAATGACAGTTTGAGC 

>ncrb1410.seq 

CAGNATGTAAAGAACGCGACTTCCACAAACCTGGATTmTATGTACAACCCTGACCCTGACCGmGCTATAnCCTT^ 
C 

>ncrb1411.seq 

ATAnNAGTCTTmCTGCATmCAAATATAAAAGAAATTTAAAATGTGGTAATTGTGTGGCCGGGCACAGT 
TTGCnGAGCTCAGGAGmGAGACCAGCTTGGGCAACATGGCAAAACGCCATCTCTACAAAAATGGAAAAACCAGCTGGGTGAG^ 

GGAGGCTGAGGTGGGAGGATCACTTGAGCCCAGGAGGTCAAGGGTGAAGTGAGCCATGATCATGCCAGTGCAGTCCAGCGTGGGTGACAAAGTGAGACCGTGTCTCAGAAAM 
ACAACGCCACCCCCCTA 

>ncrb1413.seq 

ATCGAAGATnGCCGGAGAAGGAAAAACTGANAATGGAAGnGAGCAGCTTCGCAAAGAAGTGAAGnGCAGAGACAACAAGTGTCTAAATGTTC^^ 
AGAACGTTCTGGAGAGGATCCTCTAGTAAAGGGAAnCCAGAAGACAAGAACCCCmAAAGAAAAAGGCAGCTGTGTTAnTCATAAATAACnGGGAGAAA^^^ 
AGAACTAGTnGTTTTAGTTTTCCCAGATAAAACCAACATGCTmTAAGGAAGGAAGAATGAAATTAA^ 
TGCTACTCATCmGCTCACTATGCAGTCTTmTAAGAGAGC 

>ncrb1414.seq 

QSGACTTGGCGTAGGACATGAAAGGTGTGCTGTAAnCGTATAGGCTOGTACTGAAGGAAAACCAAnCAnCCA^ 
G^l7\'GTTGmGAGGGGGGGnCCAAAATAAGAAGCAGAGATGGTCTGGTCAGATTGTAmGCCTGTAAAGAATGCTG^^ 
TflGGGAGGCTGAGGTGGGTGGATCGCnTAGGCCAGGGGmGGGATCAGCTTGGCCAGCATGGTGAAGCCCGGmCTGGTAAGAGTA 
A0^C 

>fS)1415.seq 

CpAGTGGCTCACGCCTGTAATCCCGGCACTnGGGAGGCCGAGGTGGGTGGATCACGAGGTCAGGAGATCGAGACTATCCTGTCTAACACGGTGAAACCGCATCTCCACTA 
>rSj1416.seq 

GfATCAAGATmCATGTTGTmGTCCTTTATTAATATGTTGTATT 
TiffiCTGGTGG 

>ikb1417.seq 

Gi^GAGGCTGGTTGTCCAGCAAGNACAGAGTGCCATGGGAGAGAGAAAAAAACATGGGAAAGATCTCAGAGACCATCTAGTCCAGCCT^^^ 

A^|o^AGAGAGAAGTGACTTGTCCAAGGTCACACAACAAGTCAGTAGAGAGCCAGAGATGGGAGCTGACAGCCTACTTCCTCA 

Ag^AmGTGGCACAGCCAGACCnGAnAAGGGCTCCAAAAnAAAATOCCTGTCCTOG^^ 

>p3l418.seq 

GiWTGGACCCCAACTGCTCCTGCTCGCCTGTTGGCTCCTGTGCCTGTGCCGGCTCCTGCAAATGCAAAGAGTG^ 

(SB^GGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGACGTCAGACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCA 
AjRkfcCTGGATTTnT 

>ncrb1419.seq 

GTAGAAAAGAGGCGTGmCmATmGAAGATAATGCAGGAGTCATAGTGAACAATAAAGGCGAGATGAAAGGnCTGCC 
GGCCCCGGATTGCATCCAATGCTGGCAGCAnGCATAATTCTCCAGTATATTTG 

>ncrb1420.seq 

AGGAAGAAACGGTCCCAGTAGTCCTCCGGAACCCCTGCCCAGGGTCTCTGCAGGTCTCTGCCCCACGCGTTCCCGTCGCTGACAAAGCCACCAGCTGCCTCCmAAGCTTGGTGCT 
CCGGCTCTGGGCCTTTCnGCGCTCTATTT 

>ncrb1421.seq 

GAGAnATGTCTTnGGGATTGTAATTGTCACCGGTmTGCCAACTGCCTGGTGTCTGTAGGCATTTGAGCTTmM 
CACAAATGCCATCCmTATCTGTAGnGAATATnACAAGATATAATAAAATAAGAACATGTGTAATATAAAmTATGAGAA^^ 
AATnmAAAAGGTGTGTTTATCAnGGCCAAmCTAAAGCACGGTGTACAGACTTTnCCCTAAACAAATAGAAATTGTGTA^ 
CACATGAATAnTAATCCCTAGACCCAGA 

>ncrb1422.seq 

CAGATTCAGAAnAGAATmAGACCCTnGGCCnGGGGTCCATCCTGGAGACCCTGAGGTCTAAGCTACAGCCCCTCAGCCAACCACAGACCCnCTCTGGCTCCC^ 

CAGTCCCAGAGGGGTGGTCACCCCACCCTTCAGGGGATGAGAAGTmCAAGGGGTA™CTCAGGCACTAACCCCAGGAAAGATGACAGCACAnGCCATAAAGT^ 

CT 

>ncrb1427.seq 

AGTNCTACATGAGATACCCCTCCCATCAAATOGTAAAATTTTAACTTTmCATTGACATATACAAGCTTGTAATATATTCC^^ 
AATAAnAGCAAATATTTCAAAGGAGCGATAATATCGACCACTGCAGnAGATGAAGAGATGGGGGGAGTCTAATACAnGCTGTGGTCTnGAACT^ 
CTATTAATAAAAAACACAGGGAGATATCATATATGACCCAGCTmGGAAGGTAGCCCATAAAAATAAAAGCAnGATATGCAAGATO^ 
AGGGAGGGAAAGAAGAATCTGGAAAGGAAGCGAATGCCCAGAAAnG 



>ncrb1428.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page55 of 776 



TAGATCCTACATGCATGGTTAGnGATTmGAAAMTATACCMnAMTTTMT^^ 
TGAGmGTGGTGTCAAAGTCAAAATATAAGGATTCATCTCTAAATnAAAAAmCAATTCAACTAGTCT^ 
mCCAnGNGAAAGTCCATCATACNACTNGGGTCGTTCnGTCATATCCAACTGAAGCANAATCAANAGGCCAGG 
AnATCTCTGCAAGCCCAGCTTCTGAAAnCGTTGTAATAACCTGAAATCAGTmATATAATA^ 

>ncrb1429.seq 

GAGGChnTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCmG^ 
TATAGTCAATAGGnACTAAGATATTGCTOGCGTTAAGTTniAACGTAATTnAATAGCnAAGAm 
AAGGTnCTAAAACATGACGGAGGnCAGATGAAGCncnCATGGAGTAAAAAATGTATnAAAAGAAAAnGA 
ATGCTTTTAGAnAAAATGAAGGTGAGTTAAAC 

>ncrb1431.seq 

ACATOTTATGGGCCAAGTAGGTGAAGATGNGCGAGGCAAAATGATGCCAAACAGCmATCATGATGTTCAAGACCAAGAATCAGAAGCTC 
TAACAGTGAACTGTGTCCAmAAGCTGTAnCTGCCATTGCCmGAAAGATCTATGTTCTCTCAGTAGAAAAAAAAATACn^^ 
GGGACTGGTTGACTCTTCACATGATGGAGGTATGAGGCCTCCGAGATAGCTGAGGGAAGncmGCCTGCTGTCAGAGGAGCAGCTATCTGAnGG/^ 
GTGATAGGAAGCTAAAAGTGTCAAGCGTTGACAGCTTGGAAGCGTTTAnTATACATCTCTGTAAAAGGA 

>ncrb1432.seq 

AAAATAAmGAAGGCGATCmTAAAAAGTAGAnAAACCGAAGGTGATTAAAAGACCnGAAATCCATGACGCAGGGAGAAnGCGT 
CGCAGAGGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGAGAGAAGT^^ 
AGAAGATAGGGAAATTAGAAGATAAAAACATACnTTAGAAGAAAAAAGATAAATnAAAGCTGAAAAGTAGGAAGCAGAAGAAAAA^ 
AATGTACAAACnAGAAGAAAAnGGAAGATAGAAAC 

>ncrb1433.seq 

caagcagaatcctcggcagataaactggagtgtcctctacagaaggaagcacaaaaagggacagtcggaagaaancaaaagaaaagaacccgccgagca 
caitactggtgcatctcttgctgatataatggocaagaggaatcagaaacctgaagttagaaaggctcaacgagaacaagctatcagggctgc^^^ 
(s^tctaaaaagagtgcaatgggtgctgctaaggcacctacaaaggcagcacctaagcaaaagangtgaagcctgtgaaagtttcagct^ 
gQgattagatttttaaataaaga 

>M)1436.seq 

GgAGGAAAGGTrAAAAAAAGTAAAAGGAACTCGGCAAATCnACCCCGTCTGmACCAAAAACATCACCTCTAGCATC^ 
>^i1438.seq 

AlfeAnCTGATGAAGAATTGGAATGTGAGGATACTGAAGCAATGGACGATGTGGTGGAGCAGGATGCAGAGGAGGAAGAGGCTGAGGA^ 

Al^GACTGCmTmGnCCCATCATTCCAGCTCGCTGATGAAGAATGTGGCTCACATGACCAAAGACCACAGmcmATO 

TfJ^TACrrGGGAGAGA 

>ffcrb1439.seq 

(^AACTACmNATAATrWCCAAATTCTGGAATCCTACTGCCAAATTATGGCACTCATCCTACTTGGTGTA^ 
<^1GATOTCTAAGGAnAAATCAGTTCATGGAGATGAAATACTTAAACTGTGCCTGGCACAAAGTAAATG™GTGCTACTAnA^^ 
A^TAAGGTGCTCTCCAnGmACCTGAACAGGCAGAAAAGCTCTATGCAGCTATCCAGACCCAAGGGGATCCGACAGCTCTGGAACnGTAATA^^^ 
A^TCTAAGAAGTCAAAAAAGGACACGTATGCCTAGAAAACATGAATAAnATCATCTATCAAATmTACCATGTGCCAAGCAT^ 

>^1440.seq 

AlJpCCGACTOGTAACAACTTGAATAATGCCACAAAACTGTAGATAATAnCCACCTCTGGCAGCTTCAG 
>ncrb1447.seq 

GAATOTTnATNCnAAATTGTGATmAAACGAGCTATTATGGTACGGAACTTTnnAATC^^ 

AAATGATGTGCCAGCTAAAATTGTGTGCCAmAAAAACTGAAAATATTnAAAAnAmGTCTATA^^^ 

CATTCTTCCCTTTCTCACTCTTTCTCTCATCACTCACCTCTGTATTCATTCTGTTGnTGGGATAGA 

>ncrb1448.seq 

AAGAmCACATGCAAGCATCGCCGTTCCAGTGAGTTCACCCTCTAAATCACCACGATCAAAAGGGACAAGCATCAAGCACGCAAGAATGCAGCTCAAAACGC 

CCCCACGGGAAACAGCAGTGAnAACCTnAGCAATAAACGAAAGmAACTAAGCTATACTAACCCCAGGGnGGTCAATnC 

TCAATAGAAGCCGGCGTAAAGAGTGTTiTAGATCACCCCCTG 

>ncrb1451.seq 

CACTTTGGTTnCTmnGCGTGTGGCAGTTirAAGnAnAGTTTTTAAAATCAGTACT^ 
AAATGAGC 

>ncrb1454.seq 

AGNATAAAGNACATGGNAGNACTCGGATACTTGAACAGmCAAGAAAAGAGATAAGGnCAGGCCAGAGACATAAGGAGAGGCAAGATGCAGACCCAGGTAAAATGGGGACAT^ 
GACACAGTGAGAGGCACAlTGGGAAnCAGAGACAGAGAACCCAGAACAAGTAGACATAGGGATGTGAACCCACAAACACAGTCATATGGACACAGGCTAGACACAGAGACAGAA^ 
ACAGGGACATGTCTGGTAAGATAGAAAGAGGAACAAGGAAACCTAAACACATAGATCAGACAGACAGAATATAAGCAAATGGGCATAAACATGTGACAAA^^ 
GAAGGGTGCAAAGACACGGAACCAACATGCACCTGGCAACACCAGAAAAAGnACACACAGACAGACAACCAAGGCGACAACAGAAGGCATGGGAACAGGGAATCAGACCCA 

>ncrb1455.seq 

GGGGAGACAGCGmGCTGTCTATGACAAGTTCAGCGTGGGAGATGCCAAGACTCGGTACAAGCTGAAGGTGGAGGGGTACAGTGGGACAGCAGGTGACTCCATGGCCTACCACA^ 

TGGCAGATGCnGTCGACCmGACAAGGACACAGAnCAGCGATCACCAACTGTGCTGTGTCCTACAAAGGGGCmGTGGTACAGGAAGTGTCACCGTGTCAAGCTGATGGGGA 

TATGG 

>ncrb1456.seq 

GAAGCTCCTTCGACGTCAGCGAAGCnCCACGTTGGAGGGCAACGGAGAAGATTCCATGAATATCCTGGAGGGTGAGGATGAGGAGGAGCACACTCAGGAAGAGGACAGCAGTGGC 
AGTAACGAGGATGAGGATGATAGTCAGGATGAAGAGGAGGAGGAGGAGGAAGATGAGGAAGATGATCAGGAGGATGATGAAGGTGAAGAGGGAGATGAAGACGATGA 
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GCTCTGAGATGGAAnGGATGANG 



>ncrb1457.seq 

GMGACTGGTAGGGAMCTGTnAnGACCCAGMCAGATACAGGTMGAGMGGCMTATGAGCTGGGCACAGnGOT^ 
CTGAGGCCAGGAGTTCAAGACTAGCCTGGGCAATACAGTGAGACCTCATCTCTAAAAATATG 

>ncrb1459.seq 

GGATCTAATGTGGGTGTCAGCCGGAnGTGTTCATTGAGGGAAACCTOTTmTAACTGTGCTATGGAGTAGAAGCAGGAGGTmC^^ 
CTCCmCCACACCTGCAAACTCTmACTTGGGCTGAATAmAGTGTAATTACATCTCAGCTnGAGGGCTCCTGTGGCAAATTCCCGGATTA^ 
ATGAGATAAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTCCTGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACmATGC^^ 
AGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGGCCCTTCCGCTGTCAATGCCATCnCGAGTGGTCCAGTGTTCTGA 

>ncrb1461.seq 

CAGCCCAGGCCAGAAGACCTCCCTTCAGGTGGCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTGTGTGTCAAACACCT^ 
AAATGAAAAGAHAnGG 

>ncrb1463.seq 

GACGCTGCAGAATGGCTCCCGCAAAGNAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCATCAACGAAGTGGTAACCCGAGAATACACCATCAACAnCACM 
GTGGGCTTCAAGAAGCGTGCACCTCGGGCACTCAAAGAGATTCGGAAAnTGCCATGAAGGAGATGGGAACTCCAGATGTGGGCAnGACACCAGGCTGAAG 
AAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGAnCACCAAATAAGCTATATACm 
CAAAAATCTACAGACAGTCAATGTGGATGAGA 

>ncrb1466,seq 

GAAAnAGCACTmGGGGCCAATGGAGAAATGCAGCATTCAGTCTCCCTGTCTmCGGTTTCGCTCAGCAGAAACGTGTnATCAGGAAGTCG 

(^^CACAAAATGCTGATTCAGTTCAAAATTAATGCAAATGGTTCAAAACTGAGTnCTGATAmGTAAATGTGm 

Tf9"GCmCAAAAAGAAATGGTAGACAAAACTATAATCCAGCATCTmAn6CAnGGAAAGACTC 

>»1467.seq 

(^ipAAGnAGATAGGGTAGAGGCAGAAGTAGACGCAAnAAACATGAAGGATTGTGAAGGCAGAAGATGA^ 

At'gCGGAGAGAAAAGCAGACTGnCTCTGTGTnACCTGTAAGCACAGGCCGCAACCTGCCATGCTGTTmAAATGCCCAAGAGCTGGTGACM 

ApTGATTGCCmGAGTGAAAGTCGACATTGCAAACCACAGTGACACGTGGATAAAACTCACGTTGTTGGGGGGAGAAGAGCAAAACATATGCn^^ 

TiWaGAATAGGA 

>p|fcl469.seq 

A|^GAACTGATTTTnTTNnCTAGCTATnTCTGAAGAACAGACTGC™cnGCCTTCAGnATCAA^ 
CfGACAAmAAnCTTGTCCACTACTCATAACTGACCTTCCCCCATCATCTGTGTmGACTACTGCTATGATCATC^ 
ATfiCCGTGGTGnAAACAGGTGCAAGGTGTGGCTGAATGGAAGGGGAGTGAGGCTGGGTTGAAGAGTGGTCCCAGAGCAGACCTTCAGCCTGGC 
GSeCCTCTGCCTTCTGTTCTGCTGCTAAGTGAGGAAGAGCACCTCACGAGTCACAmCAGCAATTGTATCACTT^ 

IIJ 

>i||)1471.seq 

^TGCTGGAmGGTCGCAAAGTCATGCTGnGGTGATATTCCTGGAGTCCGCmAAGGTTGTCAAAGTAGCCAATGTnCTCT^ 
Al^TCATAAATNnAATGGTGAAACCNCTGTAGTAATAAATrrTCrrTNCCA 

n 

>^1473.seq 

C^flCGAGCACAAAAnAACAAGGCTAnCAGGTACTTGAACTCAGCTCTGGACTAAGCAGACCm^^ 

AACCACATAGCAGTOCTCTAAAATCGACCTCATAGnGGAAGTAAAACACTCCTCAGGAAATTCAAAAGAATGGAAAnATAACAA^ 

GACTCAGGAnAAGAAACTCACTCAAAATGGCACATCTACATGGAAACTGAATAACCTGCTTCTGAATGACTACTGGGCACATAATG^ 

CCAATGAGAACAAAGATACAATGTACCAGAATCTCTGGGATACAGCTAAAGCAGTGTTTAGAG 

>ncrb1475.seq 

GATTGmCACATGTTCCGTGTCCTCmTTTGCTGTGAGTTGGTAGTTAGATCTAGAAGCTTGATOAAnCAGATTTTCTCTC 

TTGmCATmGCTmGATATGTTGnTTTTAGAAnACCTCTTAAAATTTTGA 

ATTCAGAGAT 

>ncrb1477.seq 

ATAACAAGAGCCTGTGTCTACAAAAATAAAATTAAAAAAAAAAnAGCCAGGTGTGATGCCACATGCCTGTAGTCCTAGCTACTTGCAAGCCTAAGGT^ 
GAGTTCAAGGCTGCAGTGAGCTGTGATGTTGCCGCTACACTCCAGGTGACAGAGCAAGACCCTAAGAC 

>ncrb1478.seq 

CTTGTGATTGCAACGGACAATAAAGTnGGGGTCTAGACTGTGATGTCCTGnTTCTAGGAATATTCCGCTGTAGTTCCCGCCACmGTTnCTA^ 1 1 1 1 1 1 1 ICCTGGGCTGC 
TTGACCCCAmCCAAGCTGCCACCTGGGGnCCTGGGTAACCTCAAnCCTCATCTCTATCAAAACTGAAGGACmCAAGACCTTGCGCTAACCTAACATTA^ 
CTAGGAATGGGGAGACCTnGTAACTGTmCATGTTCTCGTGCCATCTGGnCATCACCGANAAGTGTnGGCCGTTAAGAACACGAAAG^ 
TAAAAAAATACATTCTAAAAAGACAACCT 

>ncrb1479.seq 

ATCTAAAGNATCTmAnnCTCTTmTGGTmCnGGCATGACTAAGAAGCTTAAATGTTGATAAAATATGACTAGnnGAAm^ 
AATGCTCCACAAmCAACATAGCACAAGAGAAGTTAAmCTTAACAnGTGTTCTATGATTATTTGTAAGACCTTCACCAAGTTCTGA 
GAAAATCTGTAnCTTGAAAATATCCnGTTGTGTATTAGGTTTnAAATAGCAGCTAAAGGATTAGGTCACTGAGTGATCAGTACCCTCCTATTC^ 
CnACCCTAAGAGA 



>ncrb1480.seq 
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GGCTGGGTGGGGTGGCTCATGCCTATMTCCTAGCACTGTGGGAGGCAGAGGTGGGTGGATCACCTGAGGTCGGGAGTnGAMCC^^ 

TACTAAAAATACAAAAAmGCTGGGTATGGGGGCACATGTCGGTAATCCCAGCTACnGGGAGGCTGAGGTAGGAGAATTGCnGAATCCA^ 

GCnGCACCACTGCACTCCGGCCTGGGAGACGGAGTGAGACTCCATCTC 

>ncrb1482.seq 

AACAAAGCnCAACTGCATTCCTACTGTGGAGTCCGAAAAAGGTAGAGAGGTATAAATGATACAnCAAACTGTG^^ 

CGGAGATGAGAAACAGTGGGTTTGCACTGAAACGAAATGTACTGGGGAGAAACTTGAGGGCAAATGATCCATCACAGGAGTATG^^ 

AATTTrTAAAGTCACTAACAACGAAAC 

>nab1483.seq 

GAACTGGGTGGTGGCGGTGCGGAGACCAGACnCGCTCGTACTGGTGCGCCTCGCnCGCTmCCTCCGCAACCATGTCTGACAAAC 

AAGTCGAAACTGAAGAAGACAGAGAGGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGATTGAACAGGAGAAGGAAGGAGGCGAATGGTAATGAGGGG^^ 

CTGTACATrCCACAAGCATTGCCTTCTTATmACnCTTnAGCTGmAAGmGTAAGATGCA^ 

>ncrb1484.seq 

GACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCACTTGCGGCCC 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTT 

>ncrb1485.seq 

ggcgcaatagatatagtaccgcaagggaaagtatgaaaaanataaccaagcataatatagcaaggactaacccctatacgttctgcataatgaatta^ 
gagccaaagctaagacccccgaaaccagacgagctacctaagaacagctaaaagagcacacccgtctatgtagcaaaatagtgggaagat™taggtagaggcgacaaa 

AGCCTGGTGATAGCTGGnGTCCAAGATAGAATCmGnCAACTnAAAnTGCCCACAGAACCCTCTAAATCCCCnGTAAAnTAACTGTOGTCCA^^ 
CACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCGTAAAAGCAGCCACCAAnAAGAAAGCGTTCA^ 

>ncrb1486.seq 

TMCTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAA^ 

AGSTAGAGGCGAGAAACCTACCGAGCCTGGTGATAGCTGGTTGTGCAAGATAGAATGTOGTTCAACmAAAmGGCGACAGAACCC^^^ 

Cf^AAGAGGAACAGGTGTTTGGACACTAGGAAAAAACCnGTAGAGAGAGT 

>tal)1487.seq 

C^GGnGGTCTGGGGTACTGGGCTGACNTTAACTACAATTATGGGAAATGGAAAAGTTGmGGATATGGTAGTGTGTGGnCTGnTTGGAAT^ 

Tl^W^CTACTATAGAAAGTGGAGAGGAAAGGAAGTGGCTTAATGATCCTGAAGGGATnCTTCTGATC 

I jj J i 1 1 1 1 lAGNGTAGGANAAATAC 

>l&1488.seq 

AfOiCAGCnGTATOTGGGTnTTGTAACAGAGNAGmGTTGAGTGTCTnCAmAAAAAGAA^ 
TdMAGGTGATGAAAATCAAATAAAGAATCTGnCACATG 

>@1491.seq 

Gg^CTGGAGCCCCGTGGACTGTCTGTTmGTAACACTTAAGTOTmATCAGCACTT^ 
G|3TGCGTGCTGTCTGTGGAGTGTGTCTCATGCTnCAGATGTGCATATGAGCAGAAnAAAGAm^ 

>p|>1492.seq 

Gi^^GGAGCCTCTGTGGGTACTGCTGGTNCACAAGACGCTGAGACTGACGTGGAGGAGGAAACGATGAAGAGGCTGATGGTO 
G!raTATGAATCACATGAAAGCATGGAATCTTATGAACnAATGCCnGATTAACAGGAGAAATGCAAATACGTTGAW 
T^^GAAGGGTCTAAGGCTGTCCACGAGCTCAATAGGGAAGGCTGTGATGACTAGAGAGmGGGAAGGCTACGCCATGGTnATC^ 
GAAGGGCGGAGGGACGAAATGAGACTGAGGGAAGAAAAAAAATCTCnnmCTGGAGGGTGGCACCTGATmGTATC^ 

>ncrb1493.seq 

GGCGGAGGTGAGGGACAAGATGGTGGGAGNNGTGCAGGTCTCTCCGCTCATGAAGCTCGGCCGCTACTCCGGCCTGTTCCTCGGTGTGGCCTACGGAGCCACGCGCTA 

TAAAACGTCGGGCAGAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGAnGCCAGAGAATTGGCAGAAGAT^ 

CCCTGCGACCCACTCTTTGGACGAGCAGCGGATGAATAAAGCTTCCTGTGnGTGT 

>ncrb1494.seq 

GTACGACTGTTAGCGGTGGATCACTGGGCTGGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGGAGGACACATTGATCATCGACA^^ 
GCCCCGGGTTCCTGCCGGGGCTACGCCTGTCTGAGGGTCGCnGCN 

>ncrb1495.seq 

GACAGACGGCGGTCGCCATGGTGAAGCTGAGCAAAGAGGCCAAGCAGAGACTACAGCAGCTCTTCAAGGGGAGCCAGmGCCAnCGCTGGGGCTmTCCCTCnGTGATrTACC 
TGGGAmAAGAGGGGTGCAGATCCCGGAATGCCTGAACCAAGTGTTTTGAGCCTACTnGGGGATAAAGGATOTTTGGTCnCTGGATnGGAGGCA^ 
GATGTGTGCTCTGGCTCGGATAAGAGATGGGACACCATTCAGTCACTAGTTGGATGGCACAAGGCTCnCACAGACGCATCTGTAGCTGAGTGGAAClTGTACTAACTTATGA 
TGTATCA6AATAAATG 

>ncrb1496.seq 

GGNATGAGGAGGCGGCGGnGCAAGGCAAGTATGCCTGTGGNANGTAAAGAAAGGAAAGAAGGCTGGTGTTGGTGnAAGAAGCAGAAGAAGCCTCTGGTGGGAAAAAAGG 

GCTACCAAGAAACCAGCCCCTGAAAAGAAGCCTGCAGAGAAGAAACCTACTACAGAGGAGAAGAAGCCTGCTGCATAAACTCTTAAATnGATOTTCC^^ 

GACAGCTTCTrrTGAATAAAGAGCTGATTATACAGGCAGTGAGAC 

>ncrb1498.seq 

CTGCTGGTGTAGTAGCACTGTTTGAGGAGCACTGTGCGCCGCTAGTGTGGGmACACnATGAGTGTTGTCAnACATGTGnCTGCTCTTCTCTCCCTCTCCT^^ 
CCATCAGAGAGAGCTGCAGGTCTCTGCTGCCGCCTAGTAGTTCCCTGTCAC 



>ncrb1501.seq 
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NMCAmTAMTGAMGTAnGGCAnCAAAMGACAGCAGACAAMTGAMGAAMTGAGAGCAGAMGTMGCAm^ 

GCAGTCCATnCCTAATGTATACCAGCCTACTGTACTAmAAAATGCTCAAmCAGCACCGATGGCCATGTAA^^^ 

TCACAATGAGmGGGCATGmAATGATGAnATGGAGCCnAGAGGTCTnAATCATTGGnCGGCTGCnTTAT 

^ncrb1504 seq 

GGGGCGACAACGTGGCACAGNAACGGCACTNCATCGGAGTAGGCACACTGGAAAGACGAGACGAGTCCTCCC^^^ 
GAGCAGCCAGACCCGATGGTGTGCTTCTCACCTCAGCGTGATAGCCTGACGTTGACTCCTGAGTTCCACGATCGCTO 
AGTCCGCGCCmGAGAGCmGGAACGATATGCAAGnCAAGTCACCATCCTGmcnGCTACCTCCTGTGA^^ 
CnGTOTTGTTGCCTCTGCAGCCAnGATCAGACACGTGTTGTCATACAAAAACTGGTTAGCCTT^ 

>ncrb1505.seq 

GACTCTOGCGGTGGATCACTCGGGTGGTGCGTCGATGAAGAACGCAGCTAGGTGCGAGAATTAATGTGAATTGGAGGACAGATTGATW 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 

>ncrb1506.seq 

GAGGCATTGAGGGAGGCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnnTCTCmGAAAGATAGA 
TATAGTCAATAGGTTACTAAGATATTGCnAGCGTTAAGTTmAACGTAATmAATAGCn^ 

>ncrb1509.seq 

GAGGGTTTAAATAnGAGGATNGTGCAAGGNGAATCnCAAGGTAnCGAATmTCTGTATCTCAGCAGGGGTGGTGGCTCACACCTGTAATCCCAGCAT^ 

GGCAGATCACnGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCCCATCTCTACTOTAAAAATOGCTGGGTGTGGTGGTAGGTGCCTGTAATCCCAG^^^ 

GGAGGCTGAGGCAGGAGAATCACnGAAGCCGGGAGGCAGAGGnGCAGTGAGCCCACAACTTGGGCAACAGAGCAAGACTCTATCCCA 

>ncrb1510.seq 

GGGmGGTGACTCTAGATAACCTGGGGGGNATCGCACGGCCCCCGTGGCGGCGACGACCCAnCGAACGTCTGCCCTATCAACmGGATGGTAGTCGCCGTGCCTACCA 
qpACGGGTGACGGGGAATCAGGAGTTGAGAACAGCCTGGGCAACATGGCGACAGCGCATCTCTAG 

>f&1511.seq 

ASiAAAGAATGTGGGGAGTnATCTCACTAGCTTGnTACCCATGTGGTCCTAAGACTAACCTTTGATnACCGGGncnA^ 

dgTAGTGGTGnGACTCAAGGCTTTGTCAATTAATCTGTACTGAATAAATGCGAGTCTCACTGGCTCGTCGAGGCTG^^^ 

dmGCCCAGATGCnAGCGAGAGTGGCAAAGCAGAATATCTGTGTGGGTGTAGTnAnCATCCGTCATTGGGTCAGGGTCT 

>&ib1512,seq 

ClgGATTAAAGGTAmTAAATCCTCATAGCGGAACAmCTCAGGGCAAAGGAACCTGGCTCAmGAAGATTAATGnCCATGCCmGTGGTCA^ 

;®W\GTAGGTGTTGTmGTTnG™TTTTGGACAACATAAAAnCAGGAATGTTmmAGCCT^^ 

OgGCTGTGGTAAGTAAATmAAGTCTTTGAGTmATAGATAGGGAAAAGAAGGGTGAGTC^ 

>ficrb1514.seq 

GpATGNTGATGGGGmCAGTACGTGCTGNTNATGATGGGTnGGCAGACGGGGTGATGACTCAAGACGTGGTCCTTGGAGACCAnA 
^ftAAGCCAGAGAGGAGAGCTGGGGTGCACCTCGAGAATCAAGGCCATCAGAAGAACGTGAATGGGACAGAGAA^ 

aS^gacgctgagagagaaagggacagagagagagatgtggatggaga 

ly 

>tS|)1515.seq 

Tj^GAACGGGNAAAANAAAGTTmAAGTOTAACTTTGGATOTAnCCAGAAGnA^ 

TBfUTAAAAAACCAAAAnCTGTTGTCTTAATTGTnCmCnCTACCGCTA^^ 

Tflh'GnCAAAnAnTCCATGTTATCCTCCATGGTGGTGn 

>ncrb1516.seq 

GGAGGCCCTGGGTGACmGGAAGTCCGTNnGTCTCAnGCAGATAATTmAGGnAGGGCGTGGTGGCTAGGTCGGTO^ 
CTGGGCCAGATGATCGGTCAGGCCAAGAAGGATCCGAGGnGATCGCCCTGmGTATnATTGGAAGTGGAGGTACTGGAGGAAGAGTGTATGTC^ 
AGATGmGTTGGGACAGAAATAACCCAGAGCCCTGGAACAAACTGGGTCGCAATGATCAATACAAGnCTACTGAGTGAATGTGGAnAC^^ 
TTGTAAATGA 

>ncrt)1517.seq 

ATNTTTGTCTTTmCCGTGAGGTAAAATAAGGCATAAATGCAGGTAAnAnCGCAGGTGACGTAAAGTGA^ 

TCAACAAGTAmATOTGTGCTGATATCmGmTAGATGCmAAAGGAGACAGGAATATAATOTTGAGTATAGAAGGATCAGA^ 

GTAAATAGTGGCAGATTACTAnGGTGGCGnTAAGATGAAAGCAAGnGAAAATnGTGATTTTGGGTGTCAACAGCTAAATG 

>ncrb1518.seq 

GAGGTCGTAGAGTCTCTCnCCGCnCTnTGGAAATCACCGTTCGAAGTACTGGGATGAATGACAGCACAGGACAGTCCTTAACAGCACTTTCCTGTGCTTGCCTC^ 

GCTTCTTGGGGAGAAACAGGAAGGACACTTCAGGCCATCTCTGCTATCCTCACCAACAATGGAAGCCATGCTTGCCAAACTAnCAGGTGGGAAGAAnCTAA^ 

GTGTACAAGCAGTTrrGGTGGGAAAAAnCAAAnCAGGACTG 

>ncrb1519.seq 

CTGGGGGAGCAGGAGGATGGGCGAGGAGTCTGAATGCGAGAATGGATAACGGnTTGGTAGAGCAnTGTAAnGCTTGTGTGCTTAGCGTGATnCCACGATCTACATG 
CATTGGCACAGACTTCTGGTATGAATATCGAAGTCCAGTTCAAGAAAATTCCAGTGAmGAATAAAAGCATCTGGGATGAAn 

>ncrb1520.seq 

TGAGGCAGGCTGAGGCAAGAGAATGAGnGAAGCGTGGAGGGAGAGGTTGGAGTGAGCAGAGATCGGGCGATTGGACTCCAGCCTGGGTGAGAGAGTGAGACTGTGTCTC 
>ncrb1521.seq 

AGAGGGGGATATGATAGTCTGCGCAGCGTATGCACACGAACTGCCAAAATATGGTGTGAAGGTTGGCCTGACAAAmTGCTGCAGCATATTGTACTGGCCTGCTGCTGGCCC 
GCnCTCAATAGGTnGGGATGGACAAGATCTATGAAGGCGAAGTGGAGGTGACTGGTGATGAATAGAATGTGGAAAGGAnGATGGTGAGCCAGGTGCGnCACCTGCTA^ 
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GCAGGCCnGCCAGMCTACCACTGGCMTAMGTTmGGTGCCCTGMGGGAGCTGTGGATGGAGGCnGTCTATCC^^^ 
GCAAGGAATTTAATGCAGA 

>ncrb1522.seq 

CAATGAGAATCnCTGTATTCTGGAGAACACCATTCCTGAmCCCACAAACTGCACTACATCAGTATAACTGCA 
TACnGTCTAAGACAAGTAAATCTGTGTTAAACAAGTAGTAATAAAAGTTAATTCAATCT 

>ncrb1523.seq 

GGAGAGGTGGnACATTCGnGAAGGACACCAGCTGCGGAAmGCGGCTnGGCAGATTGAAATCATGGCAGGTCCAGAAAGTGATGCGCA^ 

ATnCAACTCTTATACTCTCACAGGTAGAATGAACTGTGTACTGGCCACATATGGAAGCATTGCAnGAnGTCn^ 

CATAAATGGATmAAACTGTCTACGGTTCTTAACCTCATCTGTTAAGTTCCCATGCCTGGAGAAGCTAATGCC^ 

>ncrb1524.seq 

GAAACNTCNATTCATAnAGCGTTGTGCTGANTGAAAGACTGTNGACACAAAATAACTTmGAGNnGTGGNGTCTNCGTCCTAATNTAAGG 
>ncrb1526.seq 

TACTTNGTGTGATCAAAAAGNAAGAGnAANACAACACATGTAAATGCCTmGATAmCATGGGAATGC^^^ 

>ncrb1530.seq 

ATTGGGGAATAAGCATAACCCTGANAnCTTACTACTGATGAGAACATOTCTGCATATGCCAAAAAATmAAGCAM^ 
GTTAATTGCTTGTCAAGCTAT 

>ncrb153lseq 

GTAGAAGAGAAGAAGAAGGAGGTTCCTGCTGTGCCAGAAACCCTTAAGAAAAAGCGAAGGAAmCGCAGAGCTGAAGATCAAGCGCCTG^^ 

CGAAAGGCAAGGAGGAAGCnATCTATGAAAAAGCAAAGCACTATCACAAGGAATATAGGCAGATGTACAGAACTGAAATTCGAATGGC 

AJgTACCTGCAGAACCCAAAnGGCGTTTGTCATCAGAATGAGAGGTATCAATGGAGTGA 

>)&1532.seq 

(^CACCTGGTCmCCCTGAGnCTCGTGGCTGCTGTTGGGGGCAGAGAnGACGCCCCCGGTCmGCCTCTGAGCGGGAGAGTCTGTGTGTATGTGTCTTCCCCGG 
CiSlCCCCACCCTCCTCCTGTCCGGTGGmCATCATATCTCnTGCATACCCCATGTCTTCCCCAGTTGTCCCCTGGAGm 

(Mgccaagagaggcatcaggat 

>acEb1533.seq 

G^STGTNCCGCTGTNCTGTCTGGCNCNAACACCTTCAGGGACTGGAGCTGCTTTCNTCCTTGGAAGAGTGTTCCCAGnGAAGCT^^ 
ApCAGGCATCTCANGAGAACTNCGGAAGAGCnGATNGGGGCAAATGTGGGA 

>ri'cfb1534.seq 

dATGANTAACTCAGTGGGCTGAGGGATCGGTNCGAGGCGCTGGGGACCAACCTAGGAATGAAGGnGGGAAGGTTGTTCGGTO 
GpAACCAGCnAGGCAAAAGAGTCCCCACAAGATGAAAATAAAGATCCTAGTTACCATCC 

m I 

>llffi)1539.seq 

AflfTGGGGAAAGGAAAACCGGGGnTOGCTCTGTTCTGTGCTCCCATGCnCGCTCACCAGCTGAGTGAGAACA 
AffllACCTmCAGATAAAACAGTnATGAGnCATAGAGAAGACCAGCACTCmGACAAAACTGTGAGTGACCCT^ 
(^TTTAATGTCTATGCTGACAGTOGGTmGCTCTCTmGTAACAGGTTACGTAGACGAGCAGT^^ 
(j^TTTTTATTCTTTATCATAGCTAAGTAAATA 

>ncrb1540.seq 

AmCAAGAGGCACTAGnCAAATCACACnCCCACTGTGCAGAAGGCAGTGGCGTCCACATGCAAACCAGAGGTTCAGAAATACGAGCAGnCATCm 
TTCACGnGAAAATGTCTATGAGGAGATmACATCANGATCCTGCTTGATGAAACTCTGAAAGTGATAAAGGAAGCTGCTATCTT^ 
TTGCCGAGTGAAAGTGTGTCCAGCTTAACAGATCTAAAGCCCCCCACAGGGTGAAACCAGGCCAGCCCTGCCAGGAGAGCnCTGCCATTCTGCCAGGAGTO^ 
CTCAGTAACGAAGTATTCCAGGAGTCAGAGGAAGAGAAGCAGCCTGAGGTCCCTAGCTCGrrGGCCAAAGGAGAAAGCCmCTCTCGCTGGGGCAAGGCCAC 

>ncrt)1543.seq 

ATCTCTGAACTACCmGTATCCAAGATGTTTTAAATCCnAAATGAATTGCnNCTCCCAAAAAAAGCACAATATAAAGAAACAC 

TCCTCATGTAGAAGCACCCACTTnGCAATGTTGTTCTAAGCTATCTATCTAACTCTCAGCCCCATGATAAAGnCCTTAAGCTGGTGA"r^ 

TCATGTTT 

>ncrb1544.seq 

AATGATACmGTTTnGTAGCnGTATCAAGGTGGAGTATGCTGGTGATTATTnnAGAGCACGGAAATGCCAGCGGTAGTAAGCM 
GCGTGTCTGCTCmGAGTCTATAAAGGGAnAAGAGCTGAATATAGACmAAATCACTGnGGGATnAAAnnTACTCTGAAAGACTAGGTC^^ 
GATTCTCAAGACTGnTTGCAGGCCGAGCAGAAAACCCCTGTATnAAGCGATGAGGGGAGTCATCGTCAGGGGTGAGGCATATGAAATCTGGGGTACTTCACA 
AATGTAGGGGGAmGGGnGTGGnGAATGGAGGAAGTTCTAAATTGGCAATAAGGAGATAGGGAAGAATTn 

>ncrb1546.seq 

ATCAACAATAGGGmACGACCTCGATGTTGGATCAGGACATCCCAATGGTGCAGCCGCTATTAAAGGTTCGTnGTTCAACGATTAAAGTCCTACGTGATCT^^ 

AATCCAGGTCGGTnCTATCTACnCAAATTGGTGCGTGTACGAAAGGACAAGAGAAATAAGGCCTACnCACAAAGCGCCnCCCCCGTAAA^ 

CCACACCCACCCAAGAACAGGGTTTGGT 

>ncrb1547.seq 

AGTCATGTAGCTAGCTGTAGAGCTTGCAACTTAATAGGAGCAGCTGCCCAATGCCATGTGAAGTAACAAACTGGTTTnG Gl 1111111 I CCCCTTCAGTTTTAATGTTATGTGTAATGTA 
TTTAAACCCTTATTTAAATAAAAGCTGTTTTCAGG 



>ncrb1548.seq 
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ATmMGTOTmCCTTmm-TGGCMmGTTMCATGTAMTCTm 
TATAAATGCATCGAAAGACTCTGGTGTCATGAAAGCACAAGAATAAGGCTGGAGATGGTCCCAG^^^ 
TAATGCATGGATCCnAGTTCAAATGAGGGACAAAGmCTCAGTCAGCCCCACTTCCmCTnCTAACTCCTACCm 
TnnATGAATTCCAmnnGTCCATGGCATCTCTAATGAAAACAGGTTCTAGAATAAA 

^ncii}1&4'9 sec| 

AACAAATGCTAAGGGTGACGTGGAAGAAGTTCAAGGACCTGGAGTAGTTGGTGAATnCCAATCATCAGCC^^ 
CAGGATACATGGAAGGATATOTACCTTCCATTTTCmACTnAAAGACAAGATCTITAATGnGCCATO 

GGAAATGGGTCCTGATGAATATGAAGAGATGGAAGAAGAGGAGGAGGAGGAAGAGGAGGAAGACGAGGATGATGATTCAGCAGATATGGATGAATCAGATGAAGATGATG^^ 
AGAGACGGAGGAGAGTCTnGATGnCCCATTCGCAGACGCCGCTGCTCACGCCTTTmAGCAAGCCTTCTGCTC^ 

>ncrb1551.seq 

ATAGTAAATATATATGTAAATnCTAAAAAACAAATAAGGATAATAGCTAATAnAAAGTGCnTGTACATTGTACCTACATO^ 

ATAATTATnCCATTnACTGATGGGAAAGCTGAGATCTGGAGAAGGTGAGTAGTnACCCAAACTTACAGCnATAAGAGGTAAAA^ 

CTCACCATnGACTACTACCCAATOTGTCCAAAAAAAGGGAAGAAAnAACATCTCTCCCAAGCAGG^ 

>ncrb1555.seq 

GTGTCATATATTmAAGACGAATGAAAnCAAGATGGnGCAGTGGTAGGATAAACAACTCTAACCTAGTGTGTGTATCATATACAGCT 
AACGTGAACAnAAmAGCAAACTCTCCACCmGCTCATCnGACTCCTCATCTAGAATGTCTCCTGTGTnGATTGnAAAnATACACCn 
CCTTCTCTGAnCCTGTAAACAAGCAGAGAGCACATCACAACTCTGTGAAGAAGATTCmGGGCTATAAAGATGAAGAGTCTACTO 
CATCmCAGACAACTATACTCCGGATCATGACAGAGCTAnCACATCCAAGCAGAAAATGGCCCCCATCT^^ 

>ncrb1557.seq 

GAANTCTGGnAGGCTGGTGnGGGGTTCTTTGTTmGGGGmGGCAGAGATGTGTnAAGTGCTGTGGCCAGAAGCGGGGGGAGGGGGGGm 
GTCTGTGTGGAAAGCGGCTGTNCAGACATTCAATTGTTAnG 

>tob1562.seq 

TpATOGGCTGnGGTTGAAACTTnGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTC^ 
A^GGCTCTAGGGACTGCCAGGCTGnTCAGCCAGGAAGGCCAAAATCAAGAGTGGGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGTO 
T^GATGAnGTCATAAGGTrnTAGCATGnCCTCCTmCnCACCCTCCCCTTTmCTTCTAnAATCA^ 
qgGnCACCTCCAAGCAmCATGAAAAAGCTGCTTC™nAATCATACAAACTCTGACCATGATG^^ 

>iTeEb1563.seq 

G^fiANCGGCCGATCTCCAGCCCAAGANGAnCCAGCAGTGGTCTTGCTCTOCTCCTTnGGTTGAACAAGCAGCGGCCCTGGGAGA^ 

Ci^GmCTGTATGGAATTGTCCTCACCCTCCTCTACTGTCGACTGAAGATCCAAGTGCG^ 

A^aiAACCAGGAGACTTACGAGACTCTGAAGCATGAGAAACCACCACAGTAGCTnAGAATAGATC 

AJATGCCTGCATGCCAnAACACCAGCTGGCCCTACCCCTATAATGATCCTGTGTCCTAAAnAATATACAC^ 

(|SgATATTTATAn 

>i;&1564.seq 

TiiSiGGAGATTCGCTGACnCCTTGGNTAAGCTGTCTTGTAmACTTAATnGTCCCCTCAACCAGG 
di^TAAGGGCTTCmAAAATAATCGCTGACAATATCmGGCATTAATACGACATAAAGACA^^ 
GilAGTAACATAGTACCTTAAATAAAAATGTAATGACTAATCTAAGGTCTAGGAATAACTAnGNAGAAGCTAAGT^ 
qmNGGNACCCAGA 

>hefb1565.seq 

ACAGNCNTAGTCACAGGGTTTCACGnGTAACACTCACTGmcnCCTGGAATAGCnGGTANTCATTGATGTTCAGATGGAATCTAGn 

GAGAAAAAGAAAAAATGCmGTGGTAACnGGAGGmCTCCCCCCTAGAAAmAGAAAGAAAAATGnGCTGCTACTC^ 

TTGCAAGTTGmGAAGAGGGTTGGTGAGGTGGGGGAGGGGGCTGGGTGGTGGAAAGGAAAGCTATTnGAAAATGTTA^ 

AAACTCTC™TTmCAGGATCTCTACATGGCCTCAGAAAACCAArrGTAAGACTCmTACTGATm 

TAATTAAAAAnGCTGCA 

>ncrb1568.seq 

TATGGTGACTCCCACGTGTAATCCGAGCACTTTGGGAGGCCAAGGTGGAAGGATCAGTTGAGTCCAGGAGnCGAGACGAGGCTGGACAACAAAGTGAGACCCa^ 

AAAAATTGCAGGCATGGTGGTGCAGACCTGTAGTCCTAGCTACTCAGGAGGCTGAGCTGAGAGGAmCTTGAGCCCAGGAGGTCAAGGCTGCAGTGAGTAGTGATCACAGCACTGC 

ATTCCAGCCTAAGGGAAAAGCGAGAGCCTGTCCC 

>ncrb1569.seq 

GAAAATTCAGGTGGATAAATAGTCnACAAAAGACAATGTGCTTTATGnATACCTATAGCmGGTCCCATCmAATTGAGAAACA 
ATATATATATATnGTATCGCTACAGAAAGGCTCTAAAAAGGATnGAGGAAAATAmGmCCCTmCTATAATCATGCTnA^ 
AGAGTATATATAnGnGTmCAGTGnGAGATGTTGnGGGGATTTGTCAGTTGTGTGACGAGCTGTnGTGCCATTm 
TGCCATGCTGCTAGGAAAnGTGGTTmCmGTAGGTGnAACCTACTTGCTGGAAAAAGTAGTAGCTGTCTGTAGGA 

>ncrb1570.seq 

GNGACTCCGACCTGTANTGCCGAGCACANNTGTNANACCCAGGAGGAANGATCACTTGNGTNCANGAGTTCTNAGANGAGCACTGGANAACATCAGTGAGACCCGATNTNTACAAAA 
AAAAAATTGCAGGGNTGGTGGGGCAGAGGTGTAANGGTAGCTAGTGAGGAGGGTGAGGNGAGAGGATTACnGAGGGGA 

>ncrb1571.seq 

ATGGCNGGGGGGANCGCGCTCAAAACNAGGCTGnGGGGCCATGCTGTGGGCGGCCAGCCAAGAGCTAGmTGTTTGTTCGGCCTCGAGCCTCTGTCTGTGTGCGTG™ 1 1 i i 1 1 

TCCGCGTAAAGCAAAGGGAATTCCTAATAAAGCCACAGCAGACTTGTAGAGAGCAAGGGAAAGGAAGAAGGAACCAGAGGTGGGGAAAAAACAGATG^ 

GTCGAGAATAAAGAATATATATGCATATAAAATTATAGGACACTTCACCATATGCnCGAAACT 



>ncrb1574.seq 
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AAAMGGTGATmCTMAGTCTCATATTAMTAmATAMCAGGATTAGAmCMGTCm^ 

AnGATnGATTTCTTATOTTCAAGAAGNGAAnATTCACTCTTACTCTGTACATnCACTGGCTGnAM 

GAAGAANTGAAGATAAANCCTnAAAGGmNGGAAATTACTAGAGATTTAAAAAAAGAAGAAGA^ 

>ncrb1575.seq 

AGGTTGAGTTCTGTACmAAAAATCAGGGGAnCAGCCAGGTGTGGTGAGTGATGCCTGTAGTCCCAGTGCm 
GACCAGCGTGGGCAACATGGTGAAACCCTGTCTCTACAAAAATTAAAAAAAAAAAACCAAAAAAACCT 

>ncrb1577.seq 

GNGGGNGGGGGTmnCCCCGGGGAATTCGCTCCmATGGCCCGGGNNNNTGANCTCNTANNGNANTGNAGANCCAATTCTGAGANCCGGNAGGAATG 
>ncrb1578.seq 

AANGCNTGTTGCATTTGAGGAGTCAACnGACATAGAGTGGAGACTTTTTCAAAATGGCTmACATCCTAATGAAAGTn 
GGTCCAGCTGGCACCCmCTGAGGmGTGTmGTGCTAAATGGmTGTCCnAAATAGGAGAGGCTCAAAAACATCAAGATTO^ 
CCGCTGCTTCTATmGTTCTmAATOCTAmATAGCCCCAGTTAGCTTCTGAATTCTGAAGTGTATATACCTCGAT 
GACTGCCnCCCAGGNGAnGAGAACATAGAGANTGnACAGATmATmACTCTAAATGATCmTACCCCTGTTAGCTAATCTTTGGGT^ 

>ncrb1580.seq 

TAANATANAATAATCTGGGTGCCACAANAGNANCTGTAATATNCTTAATACATCTAATGAACCCACCCAATGGAAAAACGCTGAGAATNNGNCATGAAAGNCA 

NGATGTAAAGGGCGGGACACTCACTCAATATGAAGGCAAACTGAGAGTGGTGGAAATTGCTCAAGTGCCAAAAGCAGATGTAGACGAGTTCAAGTCTGTATCAAA 

ATACAAACAACCTATGGATTTCTCTTGCAGCAGTTAAAAGACTGCAGGAGCAAAATGCCATTGACATGGAAATCAnGTGAATGCAAAGACm 

nAGAAAGTGCAGTAGGGGCTGCCATGAAAAGTmGAGAAnCTCTAGGTAnAATGTGCCAAGGAGCCGTTnCTGCCTGTCAAAACC 

CCTCTATAGTCnAATGCAGGATC 

>ncrb1583.seq 

AJiV^ATCTAATGCTNGACCATTCCTTTCTTCATAACAAAAAAGTAAGATATTCGGTAmAACACmGmTCAAGCACA 
cMAAmGTGCTCmCAmGGTGTTAGAAAAACAGAAnAACAAAGACAGTAATGTGAAGAGTGCATTACACTAncnAnCT^^ 

a^aaagtatgamgatataatcttattgaaanaccnatcatgtcttagagcgcgtcmatgmaaaactm^ 
tMatgctactcataagagctggtttg 

>hiyb1584.seq 

(SISataatagagatagaaagcacagnaaggagcgtggatcggaagagaagggatacttcnggactagaaagaagtcacaaatcttcaaaag 

gi^ggataagaancccggtccgacagaaagaggtctatatcagagagtagtcgatcaggcaaaagatcttcaagaagtgaaagagac 

gjwggaagaagccaggcmcttagccattcmgcagcagaagatttcngataaaaaagganaccm 

C^BmGGAAAATACAGACTGmGmACCAGACAnCTTGTACn^ 

W 

>ncrb1585.seq 

AS^CTAGGnGAGTTmCTCCTCTGCTGAGGAAACAGTACCGAAGTTCmnCTTGTGGCAmGTAnATAAAAACn^ 

TpGCCAATTAAGATGGTGTTGGGnANGGnACATGTGGTTACTGTCCTGGGAAAATCATTTTTATAGAGAT^ 

(^TGTTGACTAAATTTACAAATAAACnGTTTATNC 

;s ■■•ssr 

>IM)1586.seq 

Ai^NCTAAGGAATGnmNTAAATATATACATATAAAATAATGTAAAGATnAGTAACTCnnATCAATATTC^ 
AJSGAAAATATATGACTGGTATATGAnCCTnAGAGGAAGAAAAmGAATTTTCAGATTC^ 
Tl^mCAGGTCnCAGTAAGTGTGTATGATGATGTCAGAAGTATTCAnGGCTCACmCAAATCACTGA^ 
CjlMGTGGTCnGGCTGGGGTGAGATTGTCAGCTGTCTGTOGGATTAGTCACAACAAACATGGTGCAAATGGTnCCA^ 

>ncrb1587.seq 

GAAAAACCAAAAATCnGGAAAACTAAGACGGGTCTTGmAAAATGTCTCTCAGCmGGCAACCnCAAAT^^^ 

CAACAGCTCTGCTATTCAGGTAAAAGACnGAACTGAGCCGmGGGACCTATACTGTAATATmCAnGAGGAACAATA^ 

TGTAAAATTAAACACTGCTTTTGTGGGnCAGTGGGCATAATAAATATAAATTGTAAACTAG 

>ncrb1590.seq 

GTGTNCATTGAGTGGGCTTNAGAGAAGTGTGCCCCTCAGGCTCTTAAAGAGACCGGAAGNNCTGCANTGAAGGAGATAGAAAACTCCAGATATGTGCAnGATACCAGGCTC^ 

GCTGTCTGGGCCAAAGTAGTAAGGAATGTCCATACTGTGTCCATGTGCAGTGGATGGTCCAGAAAACATAATGAGGTTAGAAAnCACGAAATAAG 

nACCACTTTCACAAATCTACAGTCAGTGTGGATGGGAACTAACTGCTGATCATCAAATACATCAAATGAAGTOTAAAAAC^^^ 

>ncrb1591.seq 

ACCATCAGAATTNATATTNCCTGCCAGACTGGCTTATCAAGACAAAGGTGTCCTTCATAATGAAGTTAAAGTGAGTATACTGTGGAGAGGACTTCCAAATGTC 
ACTGCCCAACATCAGAAAACCTGACGGCTATGATTACTATGCCTmCTAAAGATCAATACTATAACATTGATGTGCCTAGTAGAACAGCAAGAGCA^ 
CTTATCCAAAGTCTGGTACAACTGTCCTTAGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATAATAAAATnTGACACTGAAAAAC 
TGAGC 

>ncrb1593,seq 

GTTGCCTANGGAGGGGAGGATACANnCAAGATACCCCAGCCTGGAGTCAGGGCCAGGGAGGCACTGGCCCCACTTGTATCCAGAAGTNCCCAGGGGNGATTG 
>ncrb1594.seq 

TGTnACCAAAAACATCACCTCTAGCATCACCAGTATOGAGGCACCGCCTGCCGAGTGACACATGmAACGGCCGCGGTACCCTAACCGTGCAAAGGTAGCATAATCACn 

TAGGGACCTGTATGAATGGCTCCACGAGGGTTCAGCTGTCTC™CTTTTAACCAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATAACACAGCAAGACGAGAAGAC 

GCTTTAATTTATTAATGCAAACAGTACGTAAC 



>ncrb1596.seq 
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CNGNTCACGAGGNGGGATGCAGATCTTCGTGMGACCCTGACTGGTMGACCATCACCCTCGAGGTGGAGCCCAGTGAC^^^ 

AAGGCATCCCTCCTGATCAGCAGAGGTTGATCTTTGCTGGGAAACAGCTGGAAGATGGACGCACCCTGTCTGACTACAA^^^ 

GAGGGGGGGTGTCTAAGmCCCCTmAAGGmCAACAAAmCATTGCACmCCmCAATA^ 

>ncrb1597.seq 

GGATGAAAnGAAAAGTACCAAGNAAGTGGAAGAAGACCAAGNACCCATCATGCCCCAGGCTCAGCAGGGAGCTGCTGGATGAGAA^ 
AGATGnAnCGACTCCTTCAGGnATCTTGAACTGCCTGACTTAGGCCAGCCCTACAGCAGTGCTGTTTACTCATTGGAGGAACAGTACC^ 
TGAAAAGAAGGGGAAGGGGAAAAAAAGAAGGGGAAGAAGATCAAAGAAGGAAAGAAGAAGGGGAAGAAAAGAAGTGGAAGAAGACCM 
GAGCTGCTGGATGAGAAAGAGCCTGAAGTCTTGCAGGACTCACTGGATAGATGGTNNTTTCGACTCCTTC^^ 

>ncrb1598.seq 

CACAATCACAATGAACATGTCAAGGAAGAAnTGCGGAGACTCAAGGGAAGCACAATGGGATAAGGTAATCACmCAGTGAAAAACTGm 
AAAGCTGGCTTCCTGCAAACACACCAAGAGTCTGTAATCTAGCCTATCCAnATATGTCCTnATTATTCATGATATCCTATTCn^ 
AGTTTCTGGAGCGATGTGGTGCACTCTTCCTGTGATGAGGAAACATCTGGGCCCCCTTCTGCAGGCnTGGAAGATGATGTGTCnGTCAAGGGGTA^ 
CTGCnAAAACTATCATAGACGTTCCAAATAGAATATGTAAAAmCTCTGTAnAGAAAAAGAAACGT^^^ 

>ncrb1599.seq 

GTmAGGNAATnCCnGGTACCAGCATCTCAnGGAmiGGAmTGACCCATTnCCAGGTCTATT^ 

NGTANAGTAAAACATAACAGGmTGGCAAAGCAGCATAmAATATCAGCTCACATATGTAGGATAAAATTCCAAACm 

ATATCACAAACT 

>ncrb1600.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTmCTCmGAAAGAT^ 
TATAGTCAATAGGTTACTAAGATATTGCmGGGnAAGTTTTTAACGTAATTTTAATAGGTTAAGATTTTAA 
AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACU^ 
AJgCTTnAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTnAGTnAAAAAGnGTAGGG^ 

>lBb160lseq 

/V^i^lAAAAAAAGNAAAAGAAACACCAGGANAAnmACTAGCAATATAAmGTAGGTGCAGTAAATGTGAAGA^ 

GpGAAAGAAGTAAGGAACTAACACTTCAGACmAAAATAAATCAGAGTATTAAGTATAACA^ 

AtMlATATTCGAAATATAmnTCACTTGAAAAAAGTAAAAATTrmTCAAAG 

TpCTGCGTCAGAGATATGAGAAATTGCmGCAnAGGTGGGCATTAnCATAGACnCTACATGAAAGAGAAGAG^^ 
>Iiab1602.seq 

^AAGGTGAAAGTATATGCCCTAAAGTGGATAAAACCTCCATGGATAAAAATGTGAAGAGAAAAAAAAGTAGAAGGCTA^ 
(^^MAAAACACAGAAAAGGATCCAGAGAGATAGAAGAACAAGATATCATGGAGGAAATM^ 

>tkat)1603.seq 

(SiAGATAGGATmCTGTGmCGTGAATTTTnATATGGTGAmGTAm 

T«-GmGGGAGGCATAGTGCTGACATATAnCAGAGTGnGTAGTmAAGG™GCGTGACTTCAGT^ 

A^TATATATAAATATATAAATATATGCCAGTCTTGGCTGAAATGTTnATTOCCATAGTm 

d^TnGTGACATTAATAGTATTGTAAAGnACATmAAAATAAACAAAAAACTGnCTGGACTC^ 

>ji^1604.seq 

TS^TAGNNGCTGCGATATAGAAAGAAAAAATAAGAAGCAAAATAf^CCCCAGCAGTNCTCCCmAACCAGM 

Ta9E(\AGAGAGmCACTGGCACAACAGCCAmGTCACCTAATGTATGCAGTAAAGGTGCAGAGTm 

TAGGAAGCCAATCAmAnAATATTACTATAmATGTGGACAACATACTCATTGGTAAGAAAAAAAAAAGCAATCTCT^ 

>ncrb1605.seq 

GGGAAGNGACGGAGACGTGCTAGCGCGTCGAAGGTAGCTCTATGGTTnCCTCGCGnCnGAGTCGGGAAATGGCCGCTGTGTGGTTGCAACGGAGATA^ 
ATTCGGGGTGTCAAGGAATTCGAATnAGAGmAATnCTCAGAGCAnGTCTCGAGGAAGAATTmACAGTATCTCAAAGACTO 
GAAAAGAAATGGGTCGCTCCAATTCTAGATCACATTCnCAAGGTCAAAGTCTAGATCACAGTCTAGTTCTGGATCAAGATCAAGATCTCATO 
CTCGTTCCAGAACATAnCAAGGTGTCGTAGTAGAGATCGTATGTATTCTAGAGATTATCGTCGCGATTAC 

>ncrb1606.seq 

GAAGGGNGTGGTNAGCAGTGGGTCAGGAAGTGGAGCCAGAGGTnGACTCACTTTGCmATTmCAGGCTACAATACAGGTCAGAGAGAATGGCmT 

CAGGATGTGACAGGCAGTCCAGCCTGACCTTTCTGGACACTCCAGACAAACTTCCCAGACAAGGTCCTTTGTGCCTCTACGTGGAGAGGGTGTGGAAAGTOTCACAn 

AGGAT 

>ncrb1607.seq 

GGAGATCTAGGGCTACnCAACAAAACmGCTGCCCnCCTGCTCCTCnGTCnCTmCTCCTGATACCmTGATGCTCTGCACATGTTATnGCATAGCAAA 
CAGGAAGAGAGGGCACCACTTCCACCCCCAATAAGTCTTTmCCCGTCmTCTTTCTTTTCCrrrCCl 1 1 1 I IGGGGGGTGGGGAGGGAGAGAAAGGGGGTTTGCAAAGGCAGCAT 
CTCAGAGTGATAGCCTAGATGTATTGAAGGCATCTCnAnCTGCCAAATCGGAAAGTCAGTTCTCTAAAGGGCGGGnAGCCAGACCATAGGGTmATTCTGGCTO 
GCTGGTGTGGCTTTGCAAAGGGGGGG 

>ncrb1610.seq 

TTATTATGCTAGnGTAGTGATCTGCAATGAGTATCAGAAGTATGCCAANGAGTGATCTGCAmCAGmATAAAGAATTATGGTGATATAGCCTGAN 
NTAAATCAA 

>ncrb1612.seq 

AGAGTGAGACTATGTTTAATAAAAAAAGmCTAGTAAAATAAAAATGTCnCAAAATTOTACAmATACATTTGGTCTAAAmGG 
CTGCTTCAnGTCTTnGATAATTTCTCAACTTACCTGCmGGAGCAAnAGAnCTATGTAAGGCCTACTGATGGACATAGGTTGnAGCGATGTCC 
ATACC™mGTACTTCTATCGTGATGTTCTAGGCTGTGGACCTGGTACATAAnAACATAAGmGCAGGTTTT^ 
AnGGAAACTACTGAAGGAAGGAGTTnACATGCAAGGTGTGTAAAGAAAGTAGAATGNGGNTTmG 
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>ncrb1614.seq 

GAAMGGGCATGCCTGTGACAGCTCGTGTGGTGnTGmnGGTCCTGATMGMGCTGMGCTGTCTATCCTCTACC^^ 
TAGTCATCTCTCTCCAGCTGACAGCAGAAAAAAGGGTTGCCACCCCAGTTGATTGGAAGGATGGGGATAGTGTG^^ 
CCCGAAAGGAGTCnCACCAAAGAGCTCCCAmGGCAAGAAATACCTCCGCTACACACCCCAGCCnAAGTCTCn 
AnGTGTTTTCCTGCAGCAAnCCATAAACACATCCTGGTGTCATCACAGCCAAGGTT^ 

>ncrb1615.seq 

GATTGCAGAAACTGGCCnCCATCTCTCTCANACACCAAGCTGCAGATCCAGGCTmCTGGGAAAGTGAGGCCAC 

CCTGATACTGCTGGTGCTGGGCTGGGTCCAGCCnCCCTGGGCAAGGAATCCCGGGCCAAGAAAnCCAGCGGCAGCATATGGAC 

ACTGTAACCAAATGATGAGGCGCCGGAATATGACACAGGGGCGGTGCAAACCAGTGAACACCTnGTGCACGAGCCCCTGG 

>ncrb1617.seq 

ACCGAAATNAAGATGGAGACmAAGAACCTGAAGAACCTTCACGCATTGATTCnGTCAACAATAAAAnAGCAAAGTOGTCCT 
CnTATCTGTCCAAGAATCAGCTGAAGGAATTGCCAGAAAAAATGCCCAAAACTCTTCAGGAGCTGCGTGCCCATGAGAATGAGATCACCAAAGTG^ 
GAACCAGATGATTGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAAnGAAAATGGGGCTTTCCAGGGAATGAAGAAGCTCTC 
ACCAGCAnCCTCAAGGTCnCCTCCnCCCnACGGAATTACATCnGATGGCAACAAAATCAGCAGAGTTGATGGAGC^^ 

>ncrb1619.seq 

TNCTTCCCGGGCTAGACNTCGGGCTnNATGNTGNGGCNGCGNTGTANNCGATACCGTGCNTGCTGCGGTGGGAGCCGCTCANCAAAATGCTGNATNnCGNGNAAAGCC 

GGGAAGAGCATCACCCTCGAGGTTGAACCGTCGGATACGATAGAAAATGTAAAGGCGAAGATCGAGGATAAGGAAGGAAnCCTCCTGATCAGGAGAGACTG 

CAGCTTGGAAGATGGACGTACTnGTCTGACTACAATATTGAAAAGGAGTGTACTCnCATCTTGTGnGAGACnCGTGGTGGTGCTAAGAAAAGGA^ 

CCGAGAAGAATAAGCACAAGAGAAAGAAGGnAAGCTGGCTGTCCTGAAATAnATAAGGTGGATGAGAATGGCAAAATOGT^ 

TG 

>ncrb1620.seq 

Al^GCCCCAACTAAATACTACCGTATGGCCCATCATAATTACCCCCATACTCCnACACTAnCCTCATCA^ 

m 

>ybl621.seq 

(SCTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGAC 
qpGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCNNAN 

>n3)1623.seq 

GiSTAnTGAATTmCATGCAGNTTTTCTAGAGCAATAATCAGTGGTGCCmGTACCTAGGT^ 

TjAMATA 

>fbb1624.seq 

C^GATNAAGACTGANGnGGAATATTCTGTNGACCATAAAACCnGATATCATTCTGTGTATATAGAATGTAAAAGGAATA™^ 
l^nAGCATTGTAATGGCCAAATGCATTCCCCGATGCTmCTGTmCAAAAAAATTGAAA^ 
C|£>GTGGTGTGGGTGCATGGGGCTGTGGAGTGGGTGTCAAGTATGGATGTGTCTGAATGTGTGAGGCCnGGAAGGGA^^ 
Tf^GCATGTACNNT 

>E(601625.seq 

Gk^TCATANANTCGACNGGGCCNNGNNGNTNANCTGCACAmnATCCTTCTGTTCTTAGATCTGTATCTTCATAATAAAA^ 
GiS^nGATAAGnGAAAGGAAAATTAAATCAATAAAGGCCTiTGATACCTT 

>ncrb1626.seq 

AGCGCGGCAnGAGNNTGGGGTCGGGGAANCTNGGAAnNATGCGGAAGCATGGANCTGGTATNACACACAGANAAGANNGTGCTNNNGGGACAGCNNTNC^^^ 
CTGTGCGATGGGAGAATAAGACCATGTACTGCATCGTCAGTGCCnCGGACTGTCTAmGACCTGCAGTCCAGCCTATGGCCmCTCCTTnGT^^ 
AGCCATGAATTCAGTGAACTCTTnCTCAnCTCTTTGTmGTGGCACmCACAATGTATGAGGAAAAAACCAM 
CCCTGTAGGTCACCTGCAGCCTGCGnGCCACnGTCTTAACTCTGAATATnCATnC 

>ncrb1627.seq 

ACGGGANCATNGAGTTTGGGATACACCGTATACCnGTGGTCTNAnGCNGTGNNNCCNAANGCTCTATGGACAmGTGTGCTAAATCCTATTAAAT 

AGATGCTGTATAnCAmGTAAnATGTATAAAGTGAAGGAGTmAAACTGTAAAGATTTTmCAGTGTGmTC^^ 

GmCTAGTOCCAGCnGAGACCCnGTAAAGTGTGCCTCAGCCCTmCAAAAAATAATAAATTTCCTGTGANG 

>ncrb1628.seq 

TAGAATCnAGnCAACnTAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAATTTAACTGmGTCCAAAGAGGAAGAGCTCnTGGACACT^^ 
TGAAAAATTTAACACCCATAGTAGGCNTAAAAGCNGCCACCAAnAAGAAAGCGNTCAAGCTNAACAG 

>ncrb1630.seq 

GACTGCGATAGGAATCATGTCTGGTCGCGGCAAAGGGGGAAAAGGCTTGGGGAAGGGTGGTGCTAAGCGCCATCGTAAGGTGCTCCGGGATAACATCCAGGGCAmCAAA^ 
GTAnCGCCGnTGGCTCGGCGGGGTGGCGTCAAGCGCAmGCGGTCnATGTATGAGGAGACTCGAGGTGTGCTTAAGGTTTTGTrAGAGAACGTOnCGAGACGCGG 
TACGGAGCACGCCAAGCGCAAAACTGTCACAGCCATGGATGTAGTATATGCCCTGAAACGTCAGGGGCGCACTCTGTATGGCTTCGGCGGCTGAATCTAAG^ 
AGAACTTC 

>ncrb1632.seq 

ATCACAAGNATCTGGCTGTTTOCCATTGTGGAAGACAGTGTGGCAGnCCTCAAGGATCTGCAACCAGAAATACCAmGACCCAACAATCCCATTACTGGGC™ 

TATAAAACATTCTACTATAAAGACACATGTACACTCATGTnATTGCAGCACTAnCACAATAGCAAAGACnGGAACCAACCGAAATGCCCATCAGTGATAGGCGAGAT^ 

TGCCACATATACACCATGGAGTACTATGCAGCCAT 



>r\crb1636.seq 
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GTGATACTnCTCTTGTAMTCTGCmCnnGGGMGATAnGAGATAmAMTCATGGCCCACCTTACCCA^ 

AACTACATAAAAAGAAGGAAGCTAAGAAGGCACTCACTCAGCCATAAAnCTCTAAACCCTCTCTACCTO 

AAATTGTGGCAAATACAGGGCTCCCTTCATnGCTTnCATTCTTCnATGCNnCAAAGGTGNAAAAA^ 

>ncrb1639.seq 

ATCCAATnCCGAAGGACTCACCATGACAACTGGCAGGAACATAAACAGCAAnCAGTGATGACCAACTGC^^ 
TGACTAGTCCTCACTTCAGGCTCTmCATCAAAAATTCCACACCCTCAGGTACCATCTGTGGTGGCTCTCTC^ 
CTGTGTOGATCTCGTTAGTCTGCAnCCACAGCnCTCAGnGCCAmGAmCCCAACnGTCCGGAAGTGm^ 
ACAAAGTCTCAGACTAGAAATAATTACCCAGTATGATCATGGCATCCAAGACCAGAGTGTCAGAACTCAnAAGAA^ 

>ncrt)1640.seq 

TNTAnGGCCGGGAGGNAGGCTAGGTCTTTTGCAATTCCATAACTATTTTATTAmTA™nGTAGTGACAGAGCGAGACT^ 

CTCAAGGCCAGGAGGGGAGCAACGGAGCTGTTmnTGTCTGGGGAGGAGCTGGGGTCCCTCATGGAAAATGAGATGCTGGTTGTAGAAnAAGAnTC^ 

GACCCCCAGGATCTGGAAATCAGGCGTACTGCAGACTGATAGAmCTGGAGAAGGCAAAGAAGCAAAAATAGGGCCGmATCTGCACnCCACAAGTCAGTCC 

GCCCTGCAAATGAGCTCACAATGGAAGTOTAAACCCAAGGAAGCCATAGATGGTGAAGTAGGAGCCAGCTGACAGGTAAACAAACCGTGCTTCC^^ 

CGGTCCAAAGGAAACTGGCANC 

>ncrb1644.seq 

GGGCGCACTCTACAGTGACnCAGTCTGCTCAGAACGAATGTGGAGGCCGGCGGAAACTGATGCTGCCCACAGTCGCAGTGAAGTOGGTGGGnAAnACTGCCATTCCmCT^ 
TGTGTmATGGCATGCTGCCCACAAAGAACTCACAGTCTGATTAGGATGAACTTAATGACTATTOCACCTCAAAATATATTCAGCAAAGGGn 
AGGTTGAGTAGTATCTGTGGGTACGTGCCTGCCCAGGmTTCACTCACAAGCCACCGGGCCTTCAGGACATCTGAAGATTCAGTCTTGACAATATAATA^ 
CGAAATGGATTGTCTGTGGCAATGCAGAAGGTGATAGCATTAAGAGCAGGGTGTOGAGGATAAnGTTAATTCGGAGATGTAnAGGATGGnAA^^ 

>ncrb1645.seq 

GGAAAAGGTATGAGATAATNAATNGGTGTGGGTGTGCTATAGCGAGTGTGCTGCTGCNnAAAAGGGAAGAAAAGGAAGGTGGAAGGTAAGAGCAG 
GATTTAGGAGAACAGGAGGGCGGCCmCTGnGTGACCTGACTCnAAAAGAAATCnCTAAAAGAATTCTTTAAmGGTAATGAGTTGAAGTC^ 
At^GAACAAAAGAAnGGAAAATGTAnCAGCAGCAAACAATGGTAAACCAAGAAACATCCAATCAGAAAAGTAGGAAGmGG^^ 
GgpCAGGGTCGACAGACTGTCmTCAGTGAmGTGGGTCTGAGAAAGCTCmAGTGACTAGAAAAGAAGnTATTTAAATGG 

>tal)1646.seq 

Tt^CGCGGGAGANCTNAAAATGTGmNTCCCTCTCTCTGAAACGCCTTCCCTNTAACTCGAGTTTNTAGGGGAAGAAAAAGCT^^ 
AilGGCTGGTTTGTAnGTGGGCTAAGATTCATTAAAAACTAGCTGGTGTT 

>oS)1648.seq 

T®rGGCCC^CGGGGAAANTCTGGTTAGGCCTGGTGmGGGTTCnTGTTmGGGGmGGCAGAGATGT^ 
C^TTTmGTTATGATGTCTGTGTGGAAAGCGGTTGTGCAGACAUGAATTGTTATTAmTGTCCm^ 

>ffcrb1653.seq 

TpAAAAGCCAAGATAAAGTCTGTCTAGCTCTCTOGCTAAAAGAAAGTCAATTCAGGTAGAAACAAGGCTAAGTGATTAAAA 
>|c|i1654.seq 

{^TCGGAGACTGTGCAGTACAAGCGAGGAGTGTGTCAGCAGTTCTGCCTGCCCTCCCACACCGTGGATCCCTCCGAGTGGGCCGAAGAGGAGCTT^ 
AffirrACGCTCTAGTGGTACATGCCGTGGTGGCnGAAGGAGAGGAGTATmGGGCATTGGCATGTACTGCT^ 
TpaGmAGCCCmcmCGTGTGAGACACATGTAACCCGnTGCTGGGTGCCTGAGCTCAGCAGAATGGGTCTGGCmAGAGGCTAT^^ 
GpGGCACCACCGCACTCCAGCCTGGGCGATAGAGTGAGGCTCTGTCGC 

si i 

>ncrb1655.seq 

GGGGGGCTCGGGTCCAGCTCTCTACCTCCAGCAAGGCAGGGTmCCCTGCTGGCCCCACATGGGCAGCAAAGTCCAAGACCCTGATTnAGA 
TTCCACCCAGGGCTTGAGCGGCnGAGGCCGCACATCCCCCAnCCAGTnCAGTnCTCCTTCAGCnGGAnCCTGGGGAmCCCnAAnC 
GTCCAGCATTCTACGTGTCTGTGGAGGAAGACACTTCAGGTTATCTCCnCTTCATATCACTGGAAACACACATGCCATGCAAATTACACAAAG^ 
GGnCATCTCACATCACAnGACAAnGCCTCCAAGAACCAACTGTGTGTTCTCCCTAATAAAGAAAGATAGCTGGGCAC^^^ 

>ncrb1656.seq 

CATGGAGCAnGCACCACCCGCTTmCGAGACCTGTGACCTGGACAATGACAAGTACATCGCCCTGGATGAGTGGGCCGGCTGCTTCGGCATCAAG^^ 
TCTTGTGATCTAAATCCACTCCTTCCACAGTACCGGAnCTCTCTTTAACCCTCCCCTTCGTGmCCCCCAATGmAAAATGmGGA 
CTAACATAGAmAAGTGAATACATTAACGGTGCTAAAAATGAAAAnGTAACCCAAGACATGACAnCTOGCTGTAACTTAACTAnA^ 
TmCTCTTGCCAmGTAGCmGCCCATTGTCnATTGGGACATGGGTGGAGACGGATCTGCTGGGCTCTGCCnAAACAGACATTGCAGCTTC 

>ncrb1658.seq 

ANGGAAAGTATAATTGGGCCmcmGmCACAGCAGACAAAACATATGCTCAAGATAGGTCAGTGCTATTCCAGTGAATAAACATmAAC 

GCCTCTCATTCCTCTCTATATGCCmCACAGmCTCTTTTTCCCCTTGCCAATCAAAACACTATAATGAATATCTCTTGGCCTTAACGATAA^ 

CTGTAmTATGAGAATGTGGAGmTATGAAATGTAGGAAGAAAAAATATGAGTGAGTAATCCTGTGAGCAGTGGACGGGCTGAGCrrCTAGGACACTGATAAGCM 

TACACTTGAGGCAGTATCTCTGGTGGTCTGTTCCAGAACTATGTCCnGACTCTGTCACATTCATAGTTnCATCACTAGTnmTACTTCTGCAA 

CTTAT 

>ncrb1659.seq 

GACATAGAGAATCATCAAATAGACCCACTAGTGGGGCTGTCTGCCCCATGTCTGAAGTGTAGTAAGAGCAAAGTGACTCTGTCCAGTATAGGGGAGGCTGGACTGGAATCACTC^ 

CAAAGAAGACCATCCACGGGGCAGAAAGTGCAATGCCTACATGGCTGGGAGGTGAGClTAATCAGGGCCAnGTAAGGTGATTGTAGGTGGTAGTCmCAGCACA 

GGnGTOTTCnGATGTCGAGAAAGGCATGTGCTTTTGAAACGTGTAGCCGTGTAGTTGCTTTTGACAAAGAGAGGTGC 

>ncrb1661.seq 

ATGATATTTTTGGACTAGAI 1 1 II I ! II II lAGGCGGGGTNTGTCACTGGAACCTCAAAnCCTGGAGTCAAGNGATCCTTCGAGCTCAGCTACTCAGGAGGCTGAGGTAGGANAATCG 
CHGA 
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>ncrb1663.seq 

GTAMTMTTAGGAAMCTMGCAGCCCCAGANATMGACCTCCTGGCATCAnGTCCCnCnATGGAGTC^^ 

CCGCAGCCTATGCACTGGACTTGAATGGAAAATGTGGTGGnCTGGGAAAGCTTCTCTGTAmCCnGTGTGTGTGAM 

TGGAGnGAGGTnCCAGGTGGCTAnCTGATGCTTTGTGTCCAAATAAACTCTATAAn 

>ncrb1664.seq 

CAGAAGAGTTGCnCATTTCATCTGGGAGCAGAAAACAGCAGGCAGCTGTTAACAGATAAGmAACATG^ 
GGAGTTCnAAATATCAACCATGGCACTTTCTCnGACCCCnCCCTAGGGGATnCAGGAnGAGAAATT^ 
GTGATGGGATAGTACACTTCACTCAGAGGCAmGCATCmAAATAATncnAAAAGCCTCTAAAG 
AGGCTGTATGAAAGGAATAGCATGATGTGCTGnAGAATCAGATGTOCTGCTAAAAmACATGnGTGATGTAAAnGT^^ 

>ncrb1665.seq 

AnGAAAAmAnTNGAGCGGAGTAAACTTAAGCTAAAGTCTGTTATACAGAAnGAAAGCCnCGTATCTTGAACCTCCCAACAT^ 
TTGATTTAATTACACmCCnTGTACTTTAAAAAAAAGTATGCTAGCACTATTGTACCnGAAAGGAmCCACCAGACTGTCTT 
ACATTATmAGAATCAmACTAnTAAATGAGACAATCATATTATmAGAATCAmATmAAATGAG 
ACCTAAGGAmmGGnGATGAGGnACTGTAGATnnAGTGAnGTCCTGGATGAATAGACTGTGCTTTnCTTTTO^ 

>ncrb1667.seq 

CATATAAGCmCnATNTTCTGTGTTCCTGGAGAAGAACAmAAmCCnCAAGAACTTmCTnGCAnCACAAOT 
TTTCAGCTnCAACATGTCTTCCTCACTAAGCTTAATCATTTCTGCCnTTGATTTAAAGTCAAAGACGTGAGCCTCn 

TGGCCTAATGTGAGTACTGTTGTGTCTCAGGGAATAGGGAAGGGCAAAGGGAGGGAGAGGGACAGGGGAAGAACCAGTTGGTGTAGCAGTCAGAAAGCACAATA^^ 
™CGAAC™TATGGGTGCAGmATGGCACCCTAAAACAGTTGTAACATCAAAGGTGATGGCTGACAAATAACCATAACATATAATAAGAATG 

>ncrb1668.seq 

GATTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCTOGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCGAGCGTACTCCAAAGATTC^^ 
TACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCCATGTGTCnGGGmCATCCATCCGACATTGAAGTTGAC™CTGA^ 
T^^AGCAnCAGACTTGTCmCAGCAAGGACTGGTCmCTATCTCTTGTACTACACTGAATTCACGCCCACTGAAAAAGATGAGTATC 
Ai^CCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCAmGGATTGGATGAATTCCAAAlTCTC 

>ptb1669.seq 

CliMTAATACTATCGCTGnCATOTAGCTACTCTCATAACCCTCAACACCCACTCCCTCmGCCAATAnGTGCCTAnGCC^^^ 

qflAGCCCTACTAGTCTCAATCTCGAACACATATGGCCTAGACTACGTACATAACCTAAACCTACTCCAATGCTAAAACT^^ 

CQj 

>l&i1670.seq 

(|#GTACCGGCAGCGCTGGGATGAAGCGmCGCAAGnCCTGAAGGGCCTGGCTTCCCGAAAGCGCCTTGTGCTGTGTGGAGACCTCAATGTGGCACATGA^ 
CAAGCCGAAGGGGAACAAAAAGAATGCTGGCnCAGGCCAGAAGAGCGCCAAGGCnCGGGGAATTACTGGAGGGTGTGCCACTGGCTGAGAGCmAGGCACCT^^^ 
A&CTATGCCTACACCTTTTGGACTTATATGATGAATGCTCGATCCAAGAATGnGGnGGCGCCnGA™^ 
Cfc(lTTCCAAGGCCCTCGGCAGTGATCACTTGTCCTATGACCCTATACCTAGCACTGTGACACGACCCCnAAATCACm 

>f^"lb167lseq 

M^GGAAGTGAGACNAGAGAAAGAACCCAAGAGAACTAAAGTOTGTCAGCTACCCAG 

ApTATCTCTCTACCTrCTGGAAAACAGGGCTGGTATTCCTACCGAGGAACCTCCmGAGCATAGAGTTAGCAACCATGCn^^ 
WIACACAGCATGTTGATTTGGTCAC 

>fM>1672.seq 

GGCAGGCCGTAGGAGGAAGATGGCGGTGGAGTCGCGCGnACCOAGGAGGAAAnAAGAAGGAGCCAGAGAAACCGATCGACCGCGAGAAGACATGCCCACTGTO 

nCACCACCAATAACGGCCGCCACCACCGAATGGACGAGnCTCCCGGGGAAATGTACCGTCCAGCGAGnGCAGATCTACACnGGATGGATGGA^ 

mGTAAAAGAAGTCTACCCAGAAGCTAGAAAGAAGGGCACTCACTTCAATmGCAATCGTTmACA^^ 

TGGCAGAAAGGGGACTGATGAnCCATGACCCTGCAGTCGCAGAAGTTCCAGATAGGAGAnACTTGGACATAGCAATOCCCCTCCAAATCGG 
GAGA 

>ncrb1675.seq 

CACAGTGGCTCCCGCCCGTAATCCCAGCACmGGGAGGCCGAGGCAGGCAGATCATATGGTCAGGAGTTCAAGACCAGCCTGGCCAACATAGTGAAACCGCAT^^ 

AGCCAGGCATAGTGGCGGGTGCCTGCAGTCTCAGCTACCTGGGAGGCTGAGGCAGAGGAATCACTTGAACCTGGGAGGTGGAGGnGCAGTGAGCGAAGATCGAGCC^ 

CCAGCATGGGCGACAGACTGAGACTCCGTC 

>ncrb1676.seq 

GAGGCATTGAGGCAGCGAGCGCAGGGGCnGTGCTGAGGGGGCAGGCGGAGGTTGAGGAAACCGCAGATAAGTmmCTCmGAAAGATAGAGATTA^ 
TATAGTCAATAGGmCTAAGATATTGCmGCGTTAAGnTTTAACGTAATmAATAGCTTAAGAnTTAAGAGAAAATATGAA^ 
AAGGmGTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCG 
ATGCnnAGAnAAAATGAAGGTGACTTAAAGAGCnAAAGTnAGmAAAAGTTGTAGGTGAnAAAATA^ 

>ncrb1677.seq 

GGTTGTTCAGAAAATGCAGCCCTGAAGCTmATGTAGAACCGATGTCTCCTTCAAGCTCAAAGGCAGmCTCCTTGACCAGTTmCCTTGA 
mTCAGACTAAGCCTGGAGTAATTCGCCCAGTACCTGTAAAATCCAGAATATOCTGAAAAAAGAGGAGGAAGTCTATGAACCCAACCCnTCAGTAM 
AGCTCmTCTGAAGAGCTGAGTCATCCAATGGTGGGTAnCCTGAACATGAAGCTGnGAnCCAAAGAGCAATGAAGnGGAGCAGAGGCTGAAAACACAGGCTGCTG^ 
GGAATGCTGGTGCTAACCACTTGCTAGATrTAACI 1 1 1 i 1 1 1 1 1 1 ICCAAAATGAGGGCTCCCTTTATGAGCTGCNGGGCCCCANAACCAAAAAAAAAGnGGCTGCAAnNT 

>ncrb1679.seq 

CnGTAAAAACCTGAACGCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACTTTCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTC^ 
ATTCATGCCACCCTCTCACAGTTCGGACnTTGTCCCCTCTCTTTCTAAGAGACCTGAACTGGGCAGACTGCAGAATAAAATCTCGGTGnGTAmATTOnG 
TCGGGTCAAGGCAGAGGGAGGAAACTAAGTGGTGTGAGTGAAATGCGCGGTGAGTGACTGCGCCGAGCCCAGGCCAGAAGAGGTGCGnGAGGTGCGGGGGGGAGGAAGTGTGTGT 
GTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTATTTTnAAAACATCAAnGATAnAAAAATGAAAAG 
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>ncrb1680.seq 

GAGGAGACAGCNMCCTCAGGCnAGATNATGTATAGGGCTATAmTGGCAGCTGGGTAGCTCmGMGGTGGATMGACTO 
GCATCTGCAATGGGCCAAACACACCTCAAAnGGCTGAGTTGAGAAAGCAGCCCCAGTAGTTCCAncnGCCCAGCACm 
ACAAAGGTAGCGGCCACATGGTTTTTAAAGTATGAGAAACACAGmGTCCTCTCCmTATCCAAGCAG 
TTGCTAGCCCAAAGAAGGAGGATGTGGTTAATCTGTTTCACCTGGTCTGTCCTAAGGCT 

>ncfb1681.seq 

AGAACGAGNAnCCGTCTCAGAAAAAGAATGAGATCCTGTCAnTGCAACAACACGATGGAATTGGAGATCATTATGnAAGTGAAACAA^ 
TTCTCACmmGTGGGAGCTAAAAATTAAAATAATGGAGCTCATCAAGATAGAGAATAAAATGGTGGTTACCAGAGGCTGGGAAGGGT^ 
ATGGUAATGCATACAAAAAAATAGAAAGAATGAGTAAGACCTAGTGmCCTAGCACAACTGGGTGACTATAGTCAAATATAAmAACTGT^ 
TTGGATnCATATAACACAAAGAATAAATGTTTGAGGAGATGGACACCCCATTnCCATGATGTGGnATTCCACATTGC^^^ 

>ncrb1684.seq 

GAAAAAAGANTAGGGAAGGCAGAGTCAATTGGGAAAACCTGAGTAGmCAGTAAATOTGTOTmGAGTTCTTTGAC 
AGGTAAGCTTGAATTnAGAACAATAGTmCCCCCAATAACTATGGAATGGCTGGCTATATCTCTTGTTmiATAGM 
GCAAAGTGTTAAACGCATGCTTCAAmAGTCAATGCATTTGCACAnGAAGTAAnAGGA^mAAAAGCATTCTGCnCT^^ 
AGGGGTAGAnTGATmGACATCATmGAAAATAmTCmCTmmAATnCCnAGTATTACAl^ 

>ncrb1685.seq 

CGATGGTAGTCGCCGTGCCTACGATGGTGACCACGGGTGACGGGGAATCAGGGnCGAnCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGM 
AAATTACCGAGTCCCGAGCCGGGGAGGTAGTGAGG 

>ncrb1686.seq 

GTmTATGTATAAAnAAACAmATGACmGAATGCTCTCTGACATCATGAATAGnGGTTGGnGGTTG^^ 

CJCAGTCCT 

>Rg)1688.seq 

AiGATAATACTTGGAATCTGGTTGAAGTCCAATTATACAGAj 1 1 1 1 1 1 1 AAAGTGTAAATTTGATGGTGTAAGAAGGAGTAAACAATAAGGTCAGATGTTTGAATGGATGnTGAGTTAAA 

(jglACTGAGTAAATAAATGATGGAAAATAATCATAAmATGTTGCTmATAAGAACAATATACCTGA^ 

litrGTAGCATAAATACATAGnmGGTCCTAATATGAnTTGTAACAGTATGTGATAGAGATGCATGTTAAmAGACn 

AfpW\TCCATATATAACTATAAATCTGCCATTGATAAATGAAGTGCATGTGTCTAGCCTnAAA^ 1 i 1 1 1 1 IG 

>nM)1689.seq 

/^GTAAAAGAmGCTGCCTTGGCCTCCCAGAGTGCTGGAATTACAGGTGTGAGCCATCATGCCCGACGAGCAGCTTATAAGCTTAAT^ 
AaTCAGTTCTTCAAAGGAGCATCATATAATTAAATGCAAAATTCAGGACATCTAGTAm^ 

> ncrb16 90.seq 

(^TOCTnGTAmATCTTGCTTCAGTTCTCTGAGCTCCrrGGATCTGTGGCTO 

CiirrTCTGGGACmGATCAGATGTGTGTGAAACGAnGGTAnGTCCCACACATCnGGGT^ 

G^TAATTTCTATrGATCTTGCCTCAAnCACATATTnmGCCTTGCTTnGTCTAGKGGCTGAT^ 

im 

>pA)1691.seq 

Cil|3CCCTGTAATCCCAGCACTnGGGAGGCCNAGGCAGGTGGATCACGAGGTCAGGTGATTGAGACCATCCTGGGT^^ 
>ncrt)1692.seq 

NAATTCGGCCNmATGGCCCGGGGAGGTAGGCATTGAGGCAGCCAGCGCAGGGGCCTGTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGT^^ 

AGATAGAGAnAATACAACTACTTAAAAAATATAGTCAATAGGrrACTAAGATATTGCTTAGCGTTAAGTT^ 

GAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAm 

AGCCCCGAAnAATACCAATAGAAGGGCAATGCTmAGAnAAAATGAAGGTGACnAAACAGCnAAAGmAGnTAAM 

TAAAAAGAGATTAAACCGA 

>ncrb1694.seq 

CATCTCCCATGAGCAGCACATGAGAGTCTCCATTAAnGCATATGGCAGCGAAAAGTGATCTCnGCATTGTCGTGTAmmATCACGmAATGTAAT^^ 
CCATGAGACCTATAGGAAGTACCACAAGTGTTGCTCCCAGGAAGCAGAGAAAAGTCATAACATTAC 

>ncrb1695.seq 

AGCAGANAAAGTAATCnnAAAATAATGATACCATGCGACTCACTAGCTTAAAACTmCAATTGCTTCCGAATGCAAnAGAATATM^ 

TGGTCAGCTCTCTGTCCTCATCTTGTAGCATGGTCGTCTCATCTCTGTGCTCTAACCATGTGGCTCmCTGAGACATGCCATGnTATTCCCACTGTTCCCATTGTA^ 

CTGTGTTGAATGCTCTTCGCCTGGGATOTTGTATGGTCAnGGnCTTATCACGTAAGTCCCATCTGACATGTCATGTCTTGAAGGAGGGCTTCCCTGAC^^^ 

CCTCATCATAGTAGCCTGnGCCCGATGTTGGTAATCnCATAGTGCTOGAAGACTATAGmATTACCATATTnGCnAAAm 

>ncrb1696.seq 

GTCACCCACTGTGGGAAGTTGGATGTTGCATTGCAmGTCTCTCAGTCTTAAAAGTNAATATGGCAAAGTCATOGCGGGAGAGCCCAGAAGATATCCCTGCG^^^ 
ATCTGGACAAGmCinACGCAACTCCAAGACTCAGTGAATGCTGTTATCCGTAAAATGGGGACAATGATAATATGTCTTCCTCGCmGGGTAm 
TCACAGAGTCAATTCAGTGCnCGCGCACAATAAAAGGTTAATAAATACTAGnATGAAnATGTmGCGAACATGTGnGGCATCTGACACTAAATAA^ 
CCAGAAmAGTGCCCGTAACACmACTGTAGTAmGCCATATGGATAAGCAATCmAmTGCTATITTGGAm 

>nab1697.seq 

CGmAAAAGnGTAGGGGATTAAAATAATrrGAAGGCGATCTnTAAAAAGAGATTAAACCGAAGGTGAnAAAAGACCTTGA^ 
CTAGTTAACGCATTTACTAAACGCAGACGAAAATGGAAA 



>ncrb1698.seq 
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ACTGATGAGMCAnATCTGCATATGCCAAAAMmTMGCAMTGAMGCTACCMTnAMGTTACG^^ 
TGAAnGATGAGAAATACAATGAAGAGGCAATGTCCATCTCAAAATACTGCTmACAAAAGCAGA^ 

>ncrb1699.seq 

AGCTGAGACCCTOTTTAAAACTCACCTCCCAATNACCCCAAACATATGGAAGGGACTCCCAGGACCCTGTGCCCAG^^^ 
CC 

>ncrb1700.seq 

TAGCCTNNTGGACCGGGAAGGAACCGGCACTTGGAGNNCAAACATCTGAAACTTGGNAAGACTAGTCTnGGAAATO 

GCATGCCTGTACTGGCAGmGGTTTTnGTTTnGACnGACnGGAnGCnGATACmGGT^ 

TTGGNGTAAACTGTAAAAGTGTGTGTGTGCCCnmACCCGTTCTTmGTGGTGTGCGTGCAGTGTGAGCGTGGTGTm 

CACCCTACTAGGAACTATGnGAAAAAmCAAGAAAGGATnGAGGGAGATOCGGTGnACTATGACACCAGG^ 

TGGGnGGCCATCAGAAGGAAGC 

>ncrb1701.seq 

GAAATTAACGAGGATCTAAATAAATGGAAAGACATTCCATGTnATCAATCAAAAGACnAATATTGTnAGATATCA 
AATGCCAACTGACTTCmGTGGAAAnGACAAGCTGATTCTGAAATTCACATAGAAGTTTGAGGGACTTAGAATAGTAAAACAACCCTC 
TCTCAGmCAAAACTAAGCAATGGAAATCAAGAGAGTGGTAGTGGAATAAAGATAGACATATAGATCAATGGAATATAACTG^ 
AAGGGTGCCAGGGCCATTCAATGAGAAAAGAATACTCTTCATCAAATGGTGCTGCAATAACTGGATACACACATGCA^ 

>ncrb1702.seq 

CATGAGAGAGTCAATATGTAGTGGAAAGAAGCATGTAGCAAAAAAGACAACCTTGATCCnAATAAAAAAGAAGTTGGTTTAmCCAAAAT^ 
TTAAGCAAnGACTGTCTOGAGTCCAGCAGAAGACCTOGACAAAAAAGCAGAACCCACTGGAGTAGAAAAGGAAGCATGTAGCAT^^^ 
™GGTATCTATGCCAATnGTmCATACTTCAGTTGGTnTGGAATCTGCCTTATACCTAATAnTAT™ 
GmAAACTCAATGGAATCTAATATnCmATGTCGnAGTCCCTGTAAAATGTOGGTCACCCAAGGAAAGGGG 

>FS)1703.seq 

ApGATATGmATGTAATATmGACTAATGTCTCTCCTTCACTGACCTAGCAGTTCTAGCAGGGCAGTGATmGCT^^ 

G^ATGTnATTGAATGAATGGCCATGTGGnAnCANGATCCTGCnGAnAnGGGGnAGGAnGTGGCAGAAGTGGCAAAATCAGGGAGAGT^^^ 

AMCACTGCCCACACTCCCAACACACATACACATACAGAGAATTTTGTCTCAAmGATAATTAACnCTGCTTGGnGTA^ 

Tl^AAGAAnAAATAGGTGTGGnCTGGGCTAATGTGTGGAAAGCClTGCAGAGGAGTGGATTAGGTCmGTGAT^ 

>nci^1705.seq 

GilGTAGCTGAnGmCAAGAAAACATTTGAAGAATGTCAGCAGAATTTAATGAAACTCCAGAAAGGACATGTATCAGTGGCA 
Tl^ATGmGTGCGGACGGTGAACCTCTAGGGCGGATAACTATGGAATTATTnCAAACATTGnCGTCGGAGTGGTGAGAACnCAGAGCA 
TfjS^AGAATrCCATTmCACAGAGTAATTCCAGATTTTGmGCCAAGGAGGAGATATCA 
mGATGTGAAACATACTGGTCCTGGTnACTATCCATGGCCAATCAAGGCGAGAATACCAATAAnCTCA^ 

>S)1706.seq 

qSIGGCGGCCmGTCTCACnCAGCCGAGCGCGGGGnAGGGCTTCATTGCCTTGTGTCCTCTGCTCCGGGAGACTTCGGTG^^^ 
TiSQCAnGAATGATTTATAGCTAAGACTCCAGGACACCCCTGAAGCCGAGAAATGCTGTGTATTC™™^^ 
GS^CACTGGGAAGATATGGGAGCTGTGGCCnGAAAATATATGCnATGGAAAAACTGGGAAAGTATAGGTGAAGGTGAAGGACAAM 
GpAACTAGTCATAACAAACAnTAACTGTGAAAGGAGACAAAGAATATAGAATAmCAGAAGAAGCCTCAGmCTGT^^ 

>|f|)1707.seq 

C^CTGAGAnAGTAGTTCTATATACAmATTAAATAAGTTAATAmGTAAAGGCCTAGAATAGTACATA 
TATACGTAAGCCCCAAATAAACCAAnATAC 

>ncrb1708.seq 

atcgtatagttaactaamaaaagctgaacagctcggtggmagtatangacagagngtacatccatcaccacaatcaatm 

acctctogccaatgccgtctgctatggntgaatggttccccaaagncatgtgngggaacngatcctcancagcagtgttggga 

tgagggttgagtgaatggattaatgctgctattgcggaaatgggttag™tcacaggagtggattca™taaaagg^^^ 

ACCATAnATGTGGCAGTAAGAAGACCCTCACTAGACGCTGGCCCCTCAATCnGGACTnCCAGTCTCCATAAnGTCAGCCAAATAM 
>ncrb1709.seq 

AGGGAAAnGGGGTTCAGAGAAGnAAAAATTTGCCTGTnATAmGAAAAACAAGAACAGAGCTGTACC™CAAAAATAAAn^^ 
ATAAAAGCATOGAAATAAATATAAAAAATATCTOTAATTGTGGGTTATAGTCCTAAGGATGACGTGAAAAGTGGAAGTCATAAGGGAAA^ 
ATTCCCTTACAATAAAACATOCATATTCAGTTAAAAGGCTGAGAAAAAATAmGCACTATACATGACAAAAGACCAATAGAATAAA 
CTAGnGCAAAGTAGGTAAAGAATAGAAATCAGTGAGCAATAAAAGGAGGGAAGATGTCAGCATATGAAAATGTAmAnCTAnA^^^ 

>ncrb1711.seq 

ANAGTTAAATGGATAAATAGNTACAAGGTNANTGAACNGNNCTNGGGCTGANGGCTNGNNGACTATCNCNAANTNNTNGACGTGGGGCTnAGGCAnATCAATCGGTC^ 

GGAACTGCGGNTATTGCTGGCCACAGNATCTTATCAGNTAAnGCACTCTTAGATGTGCTAAGAGTCAGCTTGCACAAGTNAAGTCCTTGAGGAAGGGGCTGCCAG^^ 

GATAAAGTCTGTCTAGCTCTCnAGCTAAAAGAAAGTCAAnCAGGTAGAAACAAGGCTAAGTGATTAAAAGAAAAGGAAAGm 

>ncrb1712.seq 

CACGATCAAAAGGGACAAGCATCAAGCACGCAGCAATGCAGCTCAAAACGCnAGCCTAGCCACACGCCCACGGGAAACAGCAGTGATTAAGCTmGCAATAAACGAAA 
AAGCTATACTAACCCCAGGGTTGGTCAATTTCGTGCCAGCCACCGCGGTCACACGATTAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTmAGATC^ 
CTAAAACTCAGCTGAGTTGTAAAAAACTCCAGnGACACAAAATAGACTACGAAAGTGGCTnAAGATATCTGAACACACAATAGCTAAGACGCAAACTGG^^^ 
CTOGCCCTAAACCTCAACAGTTAAATCAACAAAACTGCTCGCCAGAACACTACGAGCCACAGCTTAAAACTCAAAGGACCTGGCGGTGCnCAW 

>ncrb1713.seq 

ATAGAAATGTAAGTGGAAnGCNTTAACCTGTGNAAAAATGCTGGTTTCTnTAGCTGTAGATTATTGAGTCAATATCAAATGCT^^^ 
GTAGTTCTGTOTAAmnGTGAAAATTmAATATAGTGTTGATTTGTCAGTGTTCTAATTCACTGT^^ 
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GAMTCTGTGTOGMTTGATTCCTGMnAMTGAAMGGMGAAGCATACMnCCCTCATGAAMGCTATGAA^ 
TGTAGAmCTACATAAnGACATGTCCCTCTCCACAACAGTTCCTGGATTATCTTGAmCACAGTGGm 

>ncrb1715.seq 

AATCGGACAAAnCCTAGGAAGTGCGGATATTGCTNGCCACAGCATCnATCAGnAAnGCNCNGTGAGATGTGCTAAGAGTC^^ 
>ncrb1716.seq 

GTGCGGGGAGGTAACAAGAAATACCGTGCCCTGAGGnGGACGTGGGGAAmCTCCTGGGGCTCAGAGTGTTGTACTCGTAAAACAAGGA^^^ 

ATAACGAGCTGGTTCGTACCAAGACCCTGGTGAAGAAnGCATCGTGCTCATCGACAGCACACCGTACCGACAGTGGTA^ 

GGAGCCAAGCTGACTCCTGAGGAAGAAGAGATmAAACAAAAAACGATCTAAAAAAAnCAGAAGAM^ 

GTTCCAGCAGGGCAAGCnCTTGCGTGCATCGCnCAAGGCCGGGACAGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAAAGAGm 

>ncrb1717.seq 

ATAnGAGANTAACAAGTAAAnGTnATTAATATTTCTGATATGTAAGTATAAAATTnGGGGGCAAAGTAGAATGTm^ 
TACATGAAAAGTTCTOTTnTTCTTTCCAAATTCmTGTAmTGAATGTCACTmmCTGACnGAAA^ 

ATGACTGGTAATACACTAGTGATCnCAAGAACACAAAAGGTGCTGGGCnGGTAGnCATGTCTGAATCCCAGCAATmGGATACTGAGAC^ 
CAAGACCAGCCTGAGCAACACAGGAGTCCTCCTCACCTCCCCAGCCACCTCTACAAATAATmAAAAAn^ 

>ncrb1718.seq 

ATGGAAATOTTGAAGAAGAAGCTTTCTTGGCTTGGAAAGAAGATATAACCCAAGAGmCCGGGAAAAGGCAAGGCmGTTCCAGG 
TGAAGAAGAAGAATCAGAGGAAGAAGCTGACTAAAGAACCAGCCAAAGCCnAAATTGTGCAAAACATACTGnGCTATGATGTAACTC 
CCGCTGTAATGmTCACAATAmAAAGCAGAAGCACGTCAGnAAGGAnTCCnCTGCATAAGGmTmGTAGTGTAATGTC^ 
TCTnAATGmAGATAGTATAnAGCAGCATGCAATAAnACATCATAAGTTCTCAAGCAGAGGCAGTCTA^ 

>ncrb1719.seq 

(JGAAATGAGTGAACTACAGCTATACCTCACAATAAGAATGAATCTCAGAAAATAnAAGGAAAAAAGCAAGT^^ 
(gAAACCAAAGAATATGTAGTCTAAGCATACGTATACAATAAAACTATGCTAnAA^ 

^rpeib1723.seq 

Cl®AGCGGCCAACATGGCGGAACGCAGGAGACACAAGNAAGCGGATCCAGGAAGnGGTGAACCATCTAAAGAAGAGAAGGCTGTGGGCA^ 

#iTCCACCAATATGATGGGTCACCGGGTTGATTATTTTATTGCTTCAAAAGCAGTGGACTGTCTTnGGA 

QpGGAGTCTGTGGTTGACTACTGCAAGAGGGTnTAAAGAAGCAGTmTTCACCGAGCGAT 

>alb1724.seq 

GMACCGAGTTATGTAACnTCCmGAAGTTCTAAAGGATAAnGAAAATAAAGTAGTCTGGCATGmAACA 
TfATAATAGACGTATTTATGTTTTGAGAACTAAGTAAAATGCTATGAAAAATTGACATAAAGCACGTAAGCACCAAATGA^ 
GATGTCnAGAATCATGmAACAAGAAGnAAAATAmGGAmTGAAATTmATGCAGmGGCTAAGGAGGM 
TSTGGACmGTAAAGTnAATGTCCGTnAACAGnGCnGmAmGTGTAAACCTAGCTAGTAAATAnGAT^^ 

>rfEb1726.seq 

dfAGCAGGACCCAGCATGTGAGTGAGGCCACAGAAAAACTCTGCCCCACTGCnCTTACCTCACGGGGGTGGCmCAGG 
CXaAGAAAnGACAACAAGCTTCCATGCTGTACATGGTTCTCTTmCTCTCTmAT^ 
Gi®;AGTmGCmATGATCnATGAAGGAAGAmGTGACCCTACGTATATATATACACACACATACATATATATA^ 
T^TATTTTTTCTCC 

>il&1727.seq 

ATAGAAGAATGTCCCTCTAATOGGAAGCACGTGCTAAAATATTTAGGGGTCAAGTGTCTTCATGTCTGTGCmCAAATGGT^^^ 

TGAATATAATTATGGATGTCCTGGTGATTATOTACGTTTmCAACGnAGTGTATGmGAAT^^ 

AGACCAAGGTGGGAGGATCACTTGAGTCCAGGAGTTGAGCCTGGGGAATATAGTGAGACCCTGTGTCTAAAACAAAACAAAAC 

>ncrb1729.seq 

GGACTCACAAAATGCCAAGGGGGTGACTGGTAGTTGTGGATATCAGGGTATAAATTATATCCGTGAGTTGGGGGAGGGAAGACCAGAAnX^ 
AGCATAAAAGATCAGCTTGTAnCTCnTACCTTCTAAAAGCCAnATOTGATGTTAGAAGAAGAGGAAGAAAnCAGGTACAGAAAACATGm 
TGAGTCnGGnCTAAAGGTACCAAACAAGGAAGCCAAAGTmCAAACTGCTGCATACmGACAAGGAAAATCTATAm^ 

ACCT 

>ncrb1731.seq 

GGACCmCCGAGTTGGCTGCAGAmGTGGTGCGTTCTGAGCCGTCTGTCCTGCGCCAAGATGCnCAAAGTATOnAAAAACATATGGATCCCCATGAAGC^ 

TTTACCAGGAGATTTGGATAGGAATGGGGCTGATGGGCnCATCGnTATAAAATCCGGGCTGCTGATAAAAGAAGTAAGGCTnGAAAGCnCAGCGCCT^ 

CCAGAmACnGGAGTACATGTGAAAGAAAACGTCAGTGTGCCTGTAAAmCAGOAAGCCGTGnAGATGGGGAGCGTGGAACGTCACTGTACA 

ATG 

>ncrb1732.seq 

CAATTGmAAGAATNTGGATTTATTmTGTAACTCmGGCTAnGTCCnGTGTATCCTGACAGCGCCATGTGTGTCAGCCCA 
CTTCTAAAATAAATGTTTTGGAATTCAATGGGTAAATAAATGCTGCnTGGGG 

>ncrb1733.seq 

CGACTCTOGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACTTCGA^ 
CCGGGnCCTCCCGGGGCTACNCCTGTCTGAGCGTCGCnGCNN 

^ncrb1734 seq 

CTGGGAGATCAmCAGTCCACACCAAGCATAnATTCAGGGTNCCTGCCATATGTGTGGGGTATCCTACTGATACACACGTAnCAAAGnG^^^ 
GNACATAATATGTATGTGAATATAGHAAAT 
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>ncrb1735.S8q 

TAGTAGAGACGGGGmCACCGCNCNAGCCAGGCCGGGCTCGGNGGCTCATGCCTGTMTCCCTGCACmGGGAGGCCGAGGCAGGCGGATCAC^^ 
ATCCTGGCTAACACGGNGAAACCCTG 

>ncrb1737.seq 

AGGACTCGAGCAAGCnATGCNTGCGGCCGAGAnCGAGCTCACnGGCCAATTCGCCCTATAGNGAGNNGTANATGGCCATGGGTGACCAGCTTCA 
GAGGnAGGAGGTAGGGCTCAGATNTCCAGCCCTCTAATCTNGCCTNGGGCmCTGGTGACCAGCCCCCATCCTGAANCT^ 

>ncrb1738.seq 

GGTTNCGACTCAGTnTTGTGnTATAAACnTTGGAATGTGTACCCCGTnATGTGAAGAATOTGAC^ 

CATGTGAGGTTTGGTATCTTGCAmATGTACATGGCTGTAAATTATGTGCATnACTCTGTAmATGnATCTAGCT^^ 

CNTGAAAANC 

>ncrb1739.seq 

GClTCTACCTCGTTGCACTGCTGAGAGCAAGATGGGTCACCAGCAGCTGTACTGGAGCCACCCGCGAAAATTCGGCCAGGGnCTCGCTCTTGTC 

TCTGATCCGGAAATATGGCCTCAATATGTGGCGCCAGTGmCGGTCAGTACGCGAAGGATATCGGmCAnAAGnGGAGTAAATGGTGTTCCTO 

ACTCAATGAAAAACCATGATAATTCTTTGTATATAAAATAAACATTTG 

>ncrb1740.seq 

AAGGGTNTCATTOCAGGAAAACAAGGTGAAATGAGAGAAATGCAAGAGCmCAGGTGGACAGAAATCCnGGTAGGCCnGCTCTGAnmGCCA 
CATmACTTGTTTGATGAAAnGACCAGGCTCTGGATGCTGAGCACAGAAAGGCTGTGTCAGATATGATTATGGAAGTTGCTGTA^^ 
AAGTGCTTGAGTCAGCTGACAAATTCTATGGTGTAAAGTTCAGAAATAAGGTTAGTCGTATTGATGTGATCACAGCAGAGATGGCCAAAGACT^ 
TAATTGGAAAATACTACCTACTGGTTTGGGAGATGTATATAGTAATATGA 

>ncrb1741.seq 

QGCAGNNTGAATCGCGGTGCGACGAAGGAGnNGTGGTGGGATCTCACCGTGGGTCCGATTAGCCmTCTCTGCCnGCnGCTTGAGCTTCAGCG^^ 
rMGGCTGGAAAGGACTCCGGAAAGGCCAAGAGAAAGGGGGnTCGCGCTCGGAGAGAGGCGGCTTGCAGTTCGGAGTGGGGCGTATTGATCGACACCTAAA^ 
GffilATGGACGTGTGGGCGCGACTGCCGCTGTGTACAGCGCAGCCATCCTGGAGTACCTCACOGCAGAGGTACTTGAACTGGCAGGAAATGCATCAAAAGAClTAA^ 
Tl^k^CCGTCGTCACnGCAACmGCTAnCGTGGAGATGAAGAAnGGATTCTCTCATCA 

>rM)1743.seq 

(SflGGGCNTmATACATACATATGTACATATNTACATACATGAATCGCATATGTGTATGTATTnTAAAAnGGAGTGGC 
AAAGTGATTTAGTGATACTATAGATAAAAATATGTAACTTTAmCAAAGTGTATAAAAAGTAAm 
AClATGTGTATAATCCAGGTGAnAATGAATTGCTAATGTGACTGGTATCCAGAGTGGTTCAAGAGAGAAGACCATG^^ 
TiirAAGGCAAATTAGAAATGCTTGGGGGTACCACmAATTATCAGGTGGTAGGGCAGCCACAGGTTTT^ 

>fisrb1744.seq 

ApSTCCCAAATGGTCACCCTTTmGATGAAACTAAATATGGCTTGACATTATTAAGGACTGATAGAA^ 

t% 1 

>yi)1745.seq 

AWmGTGTGATTGTCAnACTAAnGAAGGGCAACCAGGnGTAAAATTCAGCGTAmATTnCTTAACAGT^^ 
TftpCNTTACTGAGAAACT 

>te4)1747.seq 

AiyGCNGAACGCAGGAGACACAAGNAAGCGGATCCAGGAAGTTGGTGAACCATCTAAAGAAGAGAAGGCTGTGGCCAAGTATCTTCGATTCAACTGTC^ 

GATGGGTCACCGGGTTGATOTTTTAnGCTTCAAAAGCAGTGGACTGTCTmGGATTCAAAGTGGGCAAAGGCCAAGAAAG 

GTTGACTACTGCAACAGGCTmAAAGAAGCAGmTnCAGCGAGCCCTAAAAGTAATGAAAATGA^ 

>ncrb1753.seq 

GGAAnCGGATAAAAATAAGGACCCTACCTAGTATACTGGCTAAAAAGCTATATGATATCTGGAGATACTGACAAnCTTAAGAATCGACm 

TGATnCCAGATGAAGCTAGAAAGCAATGnCAAGAGGCTATCAGAATACCTGGTAAmCATGGAATACTACACAGCCATAAAAA^ 

GAAGATGGAGGCCAnATTCTAAGAAAACTAAACTAATTCAGGAACAGAAAATGAAACACTACATAnCTCACTTGTAAGTG 

>ncrb1754.seq 

AGCGGACTCCTTTGNNmGGCCTCCAACmAAGAAGGCAAACATGGCATCAAGTTCTCAGCGAAAAAGAATGAGCCCTAAGCCTGAGCmCTGAAGAGCA^ 
GGAAGCTmGATCTTnCGATGCGGATGGAACTGGCACCATAGATGTTAAAGAAGTGAAGGTGGCAATGAGGGCCGTGGGCTnGAACCCAAGAA^ 
AGTGAAATTGATAAGGAAGGGACAGGAAAAATGAACmGGTGACTmTAACTGTGATGACCCAGAAAATGTCTGAGAAAGATACTAAA 
GATGATGATGAAACTGGGAAGATTTCGnCAAAAATCTGAAACGCGTGGGCAAGGGGTTGGGTGAGAACGTGACT 

>ncrb1755.seq 

TATGGCCGGGCAGGCCCGGTATCCTGTGAGCATGGCCATTATTCCCCAAGACAGAGGCATATACTAGGnGGTGCAAAAGTAATTATGGTTnGCCATTAAGAG 
CnCTGATnGGGCCTTGGTTGCACCCCAGCTTTGCCACmCTAGGAGTGAGACTTGGGTGAmCTCAGATTCTTCTGAGGCTCTGTTmTGGCTGTC 
TCAGAGGGTCCnGCGGAGAnACATGAACTCCTGGCTCATGCTACTAATAATCTGTGGAmCTCTAGAAAAATAnGTTTTCmCCTATGGGAAGCCACCA 
GAGTTGTATTGTmAAAAGTATTTAAGAAGGGCAATAAATAnTGGTCTAnTAAAGAGCAGGCTAGGCTGGGTGCGGTGGCTCAGGCCTG 

>ncrb1756.seq 

GGGACGAAACAATnGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAAmG^ 

TAGAAGAAAAAAGATAAAmAAAGCTGAAAAGTAGGAAGGAGAAGAAAAAAGAGAAGGTAGGAAACAAAAAGCTAAGGGCAA^^ 

ACAAGATAGGAAAATGGAAAATNTTTGNCCAAGNAGTTT 

>ncrb1757.seq 

ACTGANAAATGAGGGCAGAGTTCTAAGCCCTNCTCTAAnGTAAAATTCTAAmAAACGTCGCGAGACTAGTGGTGGATGGCTGTAATCCCAGCT^^ 
AATCGCTTGAGCCTGGGAAGTGGAGGTTGCCGTGAGCCGAGATCGTGTCATTGCACTGCAGCCTGGCAACAAGAGGGAAACTCCGTCTCAAAAGAG 
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>ncrb1759.seq 

GCTGAGGGGGCAGGCGGAGCTTGAGGAMCCGCAGATMGTTTTmCTCmGAMGATAGAGA 
TTAAGTTmAACGTAATmAATAGCnAAAATnTAAGAGAAAATATGAAGACTTAGA^ 

>ncrb1760.seq 

CAGTGNCnATAAACCTAGCTTCGTGACACCCCAGGACAGTGGTmCAAAGTGTGAACTCTGAACCAGTAGCATCAGC^^ 

AGACnGCTGAATCAGGCAGTCTGGAGAGCTGAGTAGCCCTCCGGGTGAnCTGATGCACCATAAAGTTTGAGAACCACAGTO^ 

TTAAATGTTCAATTTCTTnTAATT 

>ncrb1761.seq 

GnACTCGGAAATGGCCAATnTTATTAAAATATTTCTGGAAGAAAATnAATCTGGCAATATAGACTA^^ 
AAGGTmGmACACGTGTGAAACAAACmTGTGTGATTGTCATTACTAATTGAAGGGCAACCAGGnGTAAAATTC^ 
GTTTGAGGATAGCATAGGAATAnTGGTnGCAnACTGAGAAACTCTAGGTnGCTGTGATGGnAAGACCAGAGTGAAGnGGT^^^ 
AAAATTGGCAGCATCTCCTTTACATAAACTTAATGTAACTGAATCACATGGCTTTTTTGTA 

>ncrb1765.seq 

ATAACTCNGmmTGACmAAAmGAGGACATTTGATTGATGTCCTCAAAGCATTAATGGAAAAAGTmAAATTAAAT^ 
AAAACCAAAAGAATGAAGGAGTGTAAnGTTnATCAGGCGATGAATGGTGGTATCCnCAACAAGTGmGTGGTGGAnATGnGnCAGTCCC 
GTAGAAGCTAAGGAmCTGGAAGGCTGTGAnCAAGTGAGGCAAAAGGTAATGAGAGAAGATGATGAGTGAGTGCTACATCTOTAmCGTCnTGn 
CTAAATCCAGGGATAGTCTGGGTCCCTGAAGCAnCACCmGGAAATAGATCAnATOCATmAGATAATCm 

>ncrb1767.seq 

CNGGGTCAAATGCAGAGmATCTAGTGTCnCTCnCTGCCATCAGAGCTTCCCAATCCmCATGTTGTCAnTGAAGAGGTG^^ 
AATGGGTAAATGTAAATAmCTGTAGTAAAGAGGTGTOGGTACCTAGCGTGTGTAATGAAGTGTATGGAATTGCTCCnGTGAAGGGGG^^ 
AGCCTGGGTTCTAATATAGGTAATATATAACTAACAGACTGTAATAACAACTGGTTTGATAGCACAGAGGAAAmTTAATGTTAACTGGGT 
TfmACTTGCCCTTAAAGTATTAATAG 

>|S)1770.seq 

NlinCCCTATGCTnGTGTCTGTGTCTTATnCmTCTCAGTCTCTCATCCGACCTGATGAGATATCGGACAGGTGTGGAGGGGCAGGGCAGCCCn 

Gii#rACAATGCCTGTCAmATCTGTAGGTGTTATACnmATAAAAAATAAmTATACCAA^ 

TlMCGGTAAGCTCCCATGnAACACTATTGTncmGTGTTrAGmCAGTTGGnGGCAGAGAATnGAAGTGGAGATGA^ 

AQAGAGCTmAGAGCACTGTGATGTAACATGTCAAGCAGAAATAGGGAGGATGTCTACAGCCAnCTATGAAAAAGTGTTCGGAATC^ 

AClAGT 

>ii6ij1771.seq 

GfAGGNCCGTGTGAGTATGGGGCGATGGTGGNNGGAACCnGCmAACATGGTATTnGAAAGATATCCCCTm 
MACAmGGATGCTAGCAGAGGAAATGGGACTnAGAAAGAnACTGTGAACTCTGAAGGGGTAATn 

>pit)1772.seq 

C^GGGTGTGAACCAAGGCACTACTGCCAGNTGGCACAGTAAAGCATGTGGACnGACTCAATGCTGCGGGAGGGGTCGCTTCCCCCTATCGAAGCTGGGTAG^^^ 
Ai^^nGCTGGATGnTATATAGAGAGTAGGTTGAmATTnACATGCTTTTGAGTTA^ 

m 

>(ii€ij)1778.seq 

CffiTNGCGTGAAGGAAGGATGCAGGGCTGTNCTGGGnGCmGCCACCnCTGAnAAAGAGCTGCAGGGCCTGGAGTGAACAGAGGCA 

Tf®3GTGAGACCTAGTGCTATAGTG6AnCAGGTCTGACCCAGGAGAGTCATAGTGGTGGTGGCCAGAGGGGTGCTTGTGTCACTCTACCGCCACCTATA^ 

GAAGAGACTCTGTGTGGGAGA 



>ncrb1779.seq 

AAAAACTATATAATmGTGTGGNNTNTATAGGTAAATATATTmGACTnGGGGTAGTGAM 

GAAAATTAGAACCTAAATCCATAAACCTTAAGAAAGTGAAATCTAAACTACAAAGTGGGAGAAGAGATAAATAGTGTGAAGAGT^ 
CTAnGGG 

>ncrb1780.seq 

AGTCACAGnGTGAGCAAGnCGGTGCCGCGGGGTGGGAnAGAATOCTTGnATTGGTAAATAGCCACTATGGAGACTAAGGACCAGAAGAAACAM 
C 

>ncrb1781.seq 

AGGACCGGGGTGGGGAAGAGGGTGAGAGGCTGTGTGTCGAAAAAGATmTOAATTGGCTGGGCAGAGTGCGTCTCATCTAGTCTCAGCTAGTCGGGAGGGTGAG 

GGTTGAGCCCAGGGGmGAGGTTACAGTCAGCTAGGATTGTGCCACTGTAGTCCAGCGTGGGTGACAGAGTAAGAGCCCATCTCTAAATAAATGTTTm 

CTAAGAAATAATTAAATAAnCAAAAG 

>ncrb1782.seq 

AGAGAGNGTCAGGCCGAACCCCAGTTCTCCTNGTCmGGTCATTnCAGCAAACTTGAATATCTAGACCTCTCTTCCAATGAAACCGTCCAGTCTAnATAGTCAC 
CCACGTGTTnCTGAmGGTGAGCTCAGACTTGGCGCnCCCTCTCCACAACCCCCACGCGTTGTTmCAAGATAGTATTATTATATlTrCACAGACT^ 
GATTTAATATTGGAGATCTGGGGCGTTGGAAGTAGAAATGTAAGGAAAAAGGAACCCAGTGTGTAAGTGAGTCATGTTGCTGnGTTGGAAnGTGTGGGT^ 
TAACCAGGGTCCTGGGTGACAGGGGGCTCACTGAGCAGCATGTGTCATCAGAGACAGTTAGACATACTTGAAACnGGAATAAAAGAAAGAm 

>ncrb1783.seq 

GAGTCCTAAGTTCGCTTGGGGCTGACCnTCmGGAATGTGGTGAGnCCATTTGTCCCAGAATACGGTCCGCTACGGCTGTGACATGAGTGTTAGGGAAGGCG 
CTACAAGCCTTCCAGTCAAAAGGGAAACGnGCCTAAGTCGTTGTAGnGAGAAATCTCTAAGAGGTGGAAGGAAATACTGGAGATGCGTGnGGTGGTGTGAGGGAM 
GGAGAGGGAGAGGTTGAAGGAACAGAAAAATGAGAAGAGAAGTGACTGGAGGGTGAAGTGGGAGGATGGCnGAGTCTGGAAGGTTGAGAGTGGAGGAAGCTGTGATGGTGACA^^ 
GCACTCCAGCCTGGGCAACAAAGTAAGATGCTGTCTCAAAAGA 
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>ncrb1785.seq 

AGCTGCCCCAMGCAGCATGTTGAGCAnGCTTGGTCmCTTMGTATGGGAGGnCTATCMTCTAGTAA^ 
ATTGGGAGTAAAnCTGAATAnAATTCACAnAACCAAACAATAGAGACTAACGTATGAAGTCAGAATGTCAATO 
GTACTmATCnCTGGCCAACATAnCCACCCCGTAGGTACACTATATGGAAGCCGAGmCAGTCACTGGTO^ 
AAACTTTTTAGGTATGGTTACGGGTAACnAATATCTGCTCCCTAACCTCAAAACACAC 

>ncrb1787.seq 

GGGCANCAGGGAAGGAGTGATCAGGATCACGNCTGACTCCTGCAGAGACATCTGTCATGTGTAGAAGGAAGGTGGCAGACGCGAAACTCTC 

CTAAAATAGGCTGAACAGTGGCCCTGGCCAGGTTTGAGAGACAAKCTGGTGGCTAATTAAAATnCACnCCnCATAA^ 

CACTTCCCACCCCTCCCCGC 



>ncrb1788.seq 

AGCCCCATTAGGTCTCCACCCCTGACTCCCCTNAGCCATAGAAGGCCCCACCCCAGTCTCAGCCCTACTCCACTCAAGCACTATAGTTGTAGCAGGAATCn^ 
CACCCCCTAGCAGAAAATAGCCCACTAATCCAAACTCTAACACTATGCTTAGGCGCTATCACCACTCTGTTCGCAGCAGTCTGCGCCCT^^ 

>ncrb1789.seq 

GNGTATNAAGAGGTGGTmnAAAACTTCNNGTTGGAATmTATGAGGTCACTGTGTAAmGAAGAAnGTGTGAGA 

TGAAAAGTTTGCAGGTAGmAAAACTCCACAGGTCAGmCCTTTTCAnCCTGCTTCACTGTGGnTATAAGCCU 

CCGGTGTOGAAAGTAACTAGnAAAAGTTCATmAGAATGTATGGmTTGGGGATGAACTAAGAA™^ 

>ncrb1791.seq 

AATGCCGAAAATCGGAAAACAACATAAAANCAAAATGAGAACATCAAGAAAGTGAAGCCGTGAGAAAGAACCAAACAAATTCTAGAGG 
AGTAGAGAGCTTCGGCAACAGACTGAGTGAAGCAGAAGAAAGAATCAAGAGAACnGAAAACAGGTCAmGGAAnACCGAGTAAGAGGAGAG 

GCCTCTGGGATTOTGGGACACTGTCATTGAATGAATATATGCATTATAGGGATTGAAGAGAAGCAGGCAGAAAGCCI i i 1 1 1 1 i I lAAAGAAATAACCCAAAACTTCCTAAATATGGAG 
AfgAAAACAGAWCCAGAGTCAAGCTCATAGAACCGCACAACAGnAAAGAAGT^^^ 

>FrSDl792.seq 

GyCTCCCCGTGAGGATGGTGTGACCCCATATATGATmcmAAGGATGGTTTAGAAATGGAAAAATGnAACAAATGTGGCM 

Otat^TGCTTGTCATCCACACAACACCAGGACTTAAGACAAATGGGACTGATGTCATCnGAGCTCTTCATnATm 

AfjirCATGTAGGTTGTCTAAAAATAAAATGCATTTAAAGAG 

>n|fti1793.seq 

TipBCAACAAACCTGCAAmCTGCACATGTNTGGTGGAACTTAAAATAAGTAmCAGGGCCGGTCACTGTGGCTCATGCCTGTAATCCCA^ 

Af0\GCTGAGGTCAGGAGmGAGAGCAGCCTGGCCAACATGGTGAAACCGCATCTCTACCAAAAATATAAAACAATTAGCTGGGCATGGTC^ 

A(SGGCTGAGGCAGGAGAAnGCnGAACCTAGAAGATGGAGGnGCAGTGAGCCGACACGGTGCCACCTGCACTCCAGCCTGGGTGACAGAGTGAG^^ 

>fp)1795.seq 

TlS^GTCTTATNAGTTAAGnTAGCTAANTTGAATGTAATGTCAGGTGCCAAGATGATGATGTAAGTAAACAACAGACCA^^^ 
TTlfcTCTAGCTAGATATGTnATATACACAAATACTOCCATTGTGTTACAACTGCATATAGTATnAGT^^^ 
GCmAGCACACTCmTGnAGCACAAGGAAAAGAAAATCGCCTAATGATGTCmCTCAGAGCACATCmGTCAnCAGTGAT 
AflrAAATATAAACCnGGTCnCAAAACAmAACAGTAmAAAAAGAGAGAGATmACCCTTAm 

>eErl)1797.seq 

C|(mGAACNAAACTCTGCAnCTCGCTTCCTGGTAGGGTGTCCGCAATGTTGCCAGTGTCTGTCTC^ 

CAAACGAGTCCTGGCCTTGTCTGTGGAGACGGAnACACCnCCCACnGCTGAAAAGGTCAAGGCCTTCnGGCTGATCCATCTGCCTT^ 

ACCACAGCTGCTCCTGCTGCTGCTGCAGCCCCAGCTAAGGnGAAGCCAAGGAAGAGTCGGAGGAGTCGGACGAGGATATGGGAATTTGGTCTCm 

CCAACmGCCAGTTTTATrTGCAAAACAAGGAAATAAAGGCTTACnCT 

>ncrb1798.seq 

AAATAACCACATCGCTAAATAAnGATAmGATGAAAATCTGCmGTATAATTTCT^ 

AAACTGACCTATTGATAAAACTATAAATmCATnTCCAGTGCAGTOGmCCTTTnAAACAT^ 

ATGAAAGCCnGGACTATTTAATAAAGTTGAAATGTGAATT 

>ncrb1800.seq 

ACAACACACAGNGATCnGTTCTAAGAGCAACAAAGCTGGGAATTCCTOTAGAGTOTTCACAATGCCTCCATAATGAATGCTGTAGG 
>ncrb1801.seq 

AGCTACTCGGGAGGCTGAAGCAGGAGAATCTCnGAACCTGGGAGGCAGAGGTTGCGGTGAGCCGAGATCACGCCAnGCACTCCAGCCTAGGCM 
>ncrb1802.seq 

TATANAAAAAAAAAAAANATCTCCGTGGGNGGCTTGTNCAAATGGGAGANCATNCNNGGACCCTGCNTTnmNTTGGGGGAGGGCGTGGCTCTGANNTCTGTC^ 
NGNGGGTGCGGGAAGCAGAAGAGGAGTCTGAGGATAACTAAAACTTCAAATACACAAAATGAAACAAAAGAAACAAmAAGTATTTrfn 
TGCAGCAAGGCGAATTGTGGCAGAAACCGCGACGTGTGGACGAGTGGGAGAGGGGAAAGAGAAAAAAAGGTGATCATGGAGGAAAAAGGTACTGGATAAAAGTAA^ 
AGGGCGGGAGCACTAAAACCAAAATACATGTATTATTrATAGAA 

>ncrb1804.seq 

GGAAGNGACANCmGGGGGTTTGCNGNTGGGTNTGACTCCCGACCNGCNANNNGTAAGCAGACGGNNGAACAATCCCCAAGAAGGNATGAACNGGAGAAAGGGGCCAGAAGAAN 

GNNGAGAAGGTCGACAAAAGATGCTGAATTAGTGGCCCAATGGNACTAnGTACTCTAAGTCAGGAAATATTAAGACGACCAATAGTTGCCTGTGAA^^ 

ATGCCGTCATTGAATTTCTCTTGGACAAATCTGCAGAAAAGGCTCTTGGGAAGGCAGCATCTCACATTAAAAGCAnAAGAATGTGACAGAGCTGAAGCTnCT 

GAAGGGGATAAAGGAAACACTAAAGGTGACAAGCACGATGACCTCCAGCGGGCGCGmCATCTGCCCCGnGTGGGCCTGGAGATGAACGGCCGACACAGGTTCTGC^^ 

GTGCTGCGGCTGTGTGTTTTCTGAGGGAG 
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>ncrb1805.seq 

ATTCTNCCCGGTGCAGTGGCTCACCCATGTNnCCCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACCTGAGGTCGGGAGC^^ 
GAAGGCTCTCTACTCACAAGGTCCAGCAATTACATCTGAGTGCTCAnAATAAAA^ 
TTCTTTTTTTTTGAGACAGGGTCTCACTCTGTGCCCCAGGCTGGAGTGC^^ 
GTTGCAGTGAGCCAAGATCTTGCCATTGCACTCCAGCCTGGGCAACGAGCGAAACTCTTG 

>ncrb1807.seq 

GGAAACGATGTCAGAAACmAAATTniAANAAGGCTTCTAGnAGCTGCTmAATCTATCTATATAA^ 
ACATTGAlTTATTTmAATCAmAAATATTAATCAACmCCnAAAATAAATAGCCTCT^^ 
TATOCACAAAAAAGTATAGAAAAGAmAAGTAATTTTGCCATCCTAGGCTTAAATGCAATAnCCTGGTATTAmAC 
AAGTTCTmACTGTAATTGGTGACAATGTCACATAATGAATGCTATTGAAAAGGnAACAGATAC 

>ncrb1808.seq 

AATTCCCACAATAACCCTATGANNTCAATACTAnmTCTCTCnGGNCTTGAAAACCACTGTTTAATGTATTnGTCTG^ 

GTATTCCATCTCGGCTGGAAGCAGAAGnTATAAACATTGCATmAAATTTATTrrAAAmAGAmT^ 

TGCAmCTmGTACmGTTCCTGTATATTGmGCTCTGTCTTCTGAAGATTTAAGGGnTCGTTnCAGT^ 

CATCmCAGCAGGAGAATTCTGGAGATCTGCAAAGGTTCTCCCTCAAGTATTCAGCAGAGCACAGAnAGTACAT^^ 

AGGAnATTG 

>ncrb1809.seq 

TTCCAGAATTTATGAGAAAAACCTCACTGTAGGTTCTAGAGnTGAACTGCAmTATTTnAAATTCTCCAAGAA^ 
TCTTGTAAmAGCTCAGTGAmGmCTGCTGAAAAACAGCAGTGAACTCTAGAACATAGAAGGCnAmGACGTGTO 

>ncrb1810.seq 

CATGTNCTmGAAACAAATGCAAATGAAACGGCTACCTCCGATCTATAAAGACAGCAAACTCTGTGAAGT^^ 

>l!?dt)1813.seq 

QjSCGGNCCGCGGTGGCGCGTGCCTGTAGTCTmCTTCCCGAGTACCTGGGACTGCAGGTGCCTGCCACGACGCnGGCTAAnmGTGT^ 
WGGCCAGGATGGTGTCGAACTGGTGACGTCAACTGATGTGCCCACGTAGGCGTCTGAAAGTGGTGGGATTACAGGCGTGAGC 
GMGCTGAGGnCGGTGCCTGAGCAGTTTACCGGGGAACGCAGAGTGCTCTATAGCAGAGCTAGCATGGGCmTGACTACTCTGCCTAATCT^^^ 
Tii^AAATTAAATTTGTGGTAGAAACATCCTATACAnAGAAGAGA 

>nc*1815.seq 

G)lCGCCGCAATGCAGCTCAAAACGCTOGCNTAGCCCACCCCCACGGGAAACAGCAGTGAnAACCTTTAGCAATAAACGAAAG 
ApTTCGTGCCAGCCACCGCGGTCACACGAnAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTrrTAGATCACCCCCTCCCC 

>h(C?b1816.seq 

afe!^CCACCACCCTAGNAGGTCAGAGAACATNAGAATGCGTCTGGAACGCCm^ 
aSGGTnCTGCCAGAGATGTGGAATGGTAGATTnCCCCCTGTCCGmCCAAGACTAGCTCACAAnAT^^^ 

>|^li3l817.seq 

Tl#3CTCCnCCAGCACCTCCTCTCTTCTCCTmGCCCAAACTCACCCAGTGAGTGTGAGCAmM 

G?^TGAAAGTGATGGTACTTGTmCACGATTGGGCTAACT7TGCTGCTAGGAGnCAAGCCATGCCTGCA^ 

CMCGnCCGGAAGGAGTAGCTGACCTGACACAGAnGATGTCAATGTCCAGGATCAmCTGGGATGGGAAGG^^^ 

TasCCAAAAGAGGTmCTTTGGACCAAAGATCTCmCGTGAnCCTTGCAACAATC^^ 

AgfiVTAACTGCATTTCTAGTTTC 

>ncrb1818.seq 

CTGAATCnGATATCAGAAAACATmCTOGmCTTAAAAAATACCCTCAATAAATAATACTCn^ 
ACTCACAAGCG 

>ncrb1819.seq 

AGTAACCTGnGTTmATAATTAATAGCTTGTTAATAAGCATGTAAGGTGACTACTAGCATTnGCAAATGCGTATAGTnAT^ 

tagggcggatcctcaccaagnggaaatagtgagctcttgacngatgatggagtancmgtgacnccccataagctctcttaaatgattaatgtta 
tggccgaggcatcacgacattacttcatgtgtgttagatgatcattgtacacgtagg™gtacacagatgcctttagaagac™caaagaatcga^^^ 
gttmaatgcttcacactcaattctnacaagctgattaaagaattacmgtgccgtcaatatatanc^ 

>ncrb1820.seq 

CAATACATGTOTACTAGACAGTCTGATTCNTAAGCCCAATGCCTGCTTTCACGACTGCTGTnACATTGTACTGGGAGnCTAGTGAGAACTATTAGACA^ 

ATCAAAnGGAAAGGAGTAGGTAACACTATCTCTATnGCAGATOCATGATCATATGTATAAAGCATCCCAAAGAAACCAC 

TTACAGACTATAAGACC 

>ncrb1821.seq 

AGTGACTGCCCCCAGCCGAGGCCAGAAGACCTCCCTrCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTGTGTGTCAAACACCTCTGTAT^^ 
CAATTGATATTAAAAATGAAAAGATTATTGGAAAGTN 

>ncrb1822.seq 

ATAGACNnCTCACATAAGCCCAGTTCATCACCATTTCCTCCmACGmCAGTGCAGTncnnCACAmGGCTGTTGGTTCAAACnTTGGGAGCACGGACTGTCAGTTCTC^ 
GAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTGTmGGAGAACCAGGGCTCnCTCAGGGGGTCTAGGGACTGCCAGGCTGTnCAGCGAGGAAGGCCAAA^ 
GTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCrrTCCTCACAmGGATGATTGTCAT^^ 
TTTTTGnCTATTAATCAAGAGAAAGnCAAAGTTAATG 



>ncrb1823.seq 
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GNAGCNCTGGTTGTCTGMGACTCAGGAGNTmACGGATnMCnCCCnCCCCTCTATCnCCTCAG^ 
AACTACTAGCCCACAGAGTGACATGATGAGGGAGCAACTGCAGCTGTCAGAGGCGACAGGAACGTGTCTAGGCGAACGACT^^ 
AAGAGGAAGnGCCTCTGAGCTCCATCTCTCTGCGCTGCTAGACATGGTGGACATnGAGCAGCCTGACCTGTGGGGAGGGGGTCT^ 
ATGnAnCTCAGATGCnGATGCACTGnGGAAATGTGATTAATTTAATCATGCAGAT 

>ncrb1824,seq 

GNAATCCGACATmATAGAACACTCCATCCTNAACAGCAGAAAGTAAATTCTGCACAGTGTAAAAGAAC^ 
GATGTGGCATCGGAATTCACACTGCCTATATTGCTTCCCTCTCTGACGCCGA 

>ncrb1825.seq 

ATACCNAAAGTTCTATTGGACAGTGCTCTTCTAGATNTCATAAGACTACAGAGCACTmCAAAGCTCATGCATGnCAT^^ 
CCTTAGAGATAGAGAAACAGACCCAAGAAATGTGCTCAATTGCAAT 

>ncrb1827.seq 

AATATmTGGAAGGAAAACTGAAAGGTAATGAAAATGmCTGTTGGATTAAAAAACAAATTAAGTCCAAAT^^^ 
AGTTGAAAGATCTTGGAAAAATTAAAGAAACTTCATAGAACCCCATCTCTACAC 

>ncrb1828.seq 

GGTTCNNAGGTCTGTTAATATTCTGAAGGTNNCTTCTGAAACATAAAATCTCTGTAATCTATTAACATAATnGTGCTGnCAAACAM 

TmAGCATCTGCTGCAGAATGTCTmCTGAAAATAmAGACnCCAATGTTATTTCTGTACAnACTGCTCAAACCAGATATTCAA^ 

CAAGTCnACAACTCTGCAATAATATGTGTAATAGAAAAATAGACAGTAATTGAAAAGmATGTTm 

CTAATTACAATGTATAC 

>ncrb1829.seq 

ATATNNTAAGGGTGTACTATGGGGATONGNTGATTGTAAGAGAATGAGAAAGATGACCAAAAGGTTGGTGGTAGGGAGGCTTmcnA 
TTTACAAATCTATGATCAACTTAnCCAnAAATAGATACATTAAAAAAAnAAAAACTGAnCnCTGCGN 

>ffll)1831.seq 

CgACmCTGATGTmAAAATATTACTTAAGAGAATCTCAAGGTGCTA^^ 

>fe)1832.seq 

ArSGAAATATGGCCAAGACGAAAGNAGATGCGTTGACGCTATGTACTAAGAGTGTGCTCTGTAACAATCATATAmAGATnAGAAAGA^^ 
A^d^AATATCACTGGTGTTGGAGGTGGCTTAGCTAGGACATCTTAACATATTCTCCTACACACTAGAGTCCCATGAGTAGGGCTAT^^ 
ACgGCCCCCATGnGTGCnTAAnCAACTATGCnATAnTCGGAnGAmACTCCCCTOGGAGATTCTAAnGATAACAATGGAATGn^ 
AlgrAmGAAGTTCTCTTTCTCTCCCCTCGTTTTGA 

>ncrb1833.seq 

AfeCCCNAATAGTAAATACTTGATGmCTnATTCCCAGGTnAATGAAAGAACCCAACTTAGTT^ 

Ai^TGCAGTCAGCNTGTTTGCAAGTTTTTAGCCTGATmGGGGTCTATAGAGATTGCmATTGGAT^^ 

TfgGTGTmAnGTACATACnCAGATGCACATAGGAATAGAAGTGTGTTATAAATCT^ 

>hM)1836.seq 

NiSCTGCCTCAATTmACAACTTTmCCTGNAAGCAGmAGTCCATACm 

TfipTTAGGGTGGAATGTGATGnCAGCAGCAAACTTGCAAGAGACT6GCCTTCTGmG™CTTTCA^ 

TMGTATGnAAATATGCCAAGCimTAGGCnGTCACAAATGAnGCmGTmCCTAAGTCA^ 

cisriTTA 

>ncrb1839.seq 

AGAGACCAGAAAATGTTCATCTGTGCAGAGGATGCATTnCTTCCAnAATTCTGGAAAAAACGTTCACAGnATATAW 
GAATTAATGTAAGAATATTTTnAAATAGGCnACTGTCAAAnGCAACTmTT^ 
CATnATTAAATGnACTACTmCTGAATTTTTGAAAAATGTATm 
GGTCATTGCAmAAAAAGCATATAACTGTACTTGACTGATGAGGGAGGTGTTACTnrCATTG 

>ncrb1840.seq 

GAANNAGGAAATGTGTAAGTTGGTCTAAAANCTGATGGTOTGTAAGTTGCTCAGGCACTCAGATGACAGCAGAnCTGGGTTCTGGGAGTGTTCTGTGCCTC™^ 
GCCTCATGGTCTCAGTGCTGAGGCGGCACACCTGTAGCACACCTGCGTAATGTGCGGTCTGGGCCAGTCACAAGGAATTGTGTTGTCTAAGCCAAAGGGGGAAGCTGACTG^ 
ACCAAAAAAAATTCTGTAAnCAAACCAAAATGTCTGCGGAATCACCAGnTGATACTCTCTGTAATCAGAACAGTGGGGAGTGCCTGGGTGAACG^^ 
ATCGCTGTAACAGGAGTGGAATGTACATATTTATTTACT 

>ncrb1843.seq 

AAGAACTGTCTGCCAGGTCAnCTTGCTGTmnmAATTGGGTAGGACACCCAATATAAAACAGTCAATAmGACAATGTGGAATTACCAAA 
CATATTnnCTATAnGAATAAACAATGTAACATAGATAACAATATAAATAAAAGNGGNNTGAGCC 

>ncrb1844.seq 

NAAGNGCCATAAnAAAmATAACAACATnATmAGCGNCNAANAAAAGCAAAATACTGCAGNAAATAAAmGACAAAAA 

GTAAGAGAAATTAAAGAAAACCTAAATAGAGAGATATACCACATTCATGGAnGGAAGAnCAAGATTATTAAAATACTATTCTCCCCAAATGGCTC^^^ 

AAAATCCCAGTAGGCTTTGGTAGAAAnGAGATGnGGnCTAAAATGAAATAAAATGCAGAGGACCTAGAATATATAAmCCCTnAAm^ 

>ncrb1845.seq 

GCGGGCCGATCACCTGAGGCCAGGAGmGAGACCAGCCTGACCAACACGGAGAAACCCCATCmACTAAAAATACAAAATTAGCTGGGCATGGTGATGCATGCCTGTAATCCCAG 
CTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCAAGATTGCGCCATTGCACTCCACACTTCAGCGTGGGCAACAAGAGCAAAACTCC 
A 



>ncrb1847.seq 
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TNnGGTTACATCACATGTNTTACTATCTGATGATTATGTTGGTCATCMTCCTTCTTCTGCMGGMCAC^^ 
GAACATAGCAAAAATAAAAATGCGnCATTTTCTGTCATmGGTAATAAATCTGAAGCC^^^ 

>ncrb1848.seq 

GGCCNCCGCnCGCCGCTCnCCAGCGGCTCNGnGCCAGAAGCTAGCCTGAGCCCGGnCTGGGGCGAAAATGCCTGCCCTTGAGATO 

AAAATGGAAGTTGAGCAGCnCGCAAAGAAGTGAAGTTGCAGAGACAACAAGTGTCTAAATGnCTGAAGAAATAAAGA^ 

GGGAATTCCAGAAGACAAGAACCCCnTAAAGAAAAAGGCAGCTGTGTTAmCATAAATAAGTTGGGAGA^ 

AAGCAACATGCTTTTT 

>ncrb1849.seq 

CTAANCCCATTNATCTnAAATCCnGAGCATCTGTATACAAnAAGAGAmCTGAGATTTAnc™GACTAAATGGATGA^ 
AATCTCTCCAGAGnGCATGTAGATAGCATmmCTGTGCCCTTAAACCCAmAGAAAATAACTACAAAGTAAAAATGTAGAGGAAATA 
CAAAmCATCAmAATGATTCACCAATnCnGCATTAAnTGAATTTAAGCAnTAATTCAAAGAGAGGGGAGCATCCA™TT 
AAATAGTCAAGGnTGGGCCACACAAAGTATATTrnATCATGGAAAAATTTCAACTGCTCAAGCCGTAATGnGAACAGAATTG 

>ncrb1850.seq 

aaacagcaagccttggcaaagaaggaataagtgatcagcaagtgaacacagtctatgtcaactctccmtatccagctgagamatggtaacttam 
gcatccttgatggcaagcttcaaatctgatttggtatcaccgaggaaaccttgcccccatcactcagcattgcacttagatacagaatgag™ga 
catgtcatcttaacctaaagggaaatcttattgcgttatcataaaangatgatatcttagggtcagaanaccci 1 1 1 1 1 1 latittgaatgggaagttctcactaaaacaatcctgagat 
ttcnaatttcatggttgtrtaaatanataaacacagagtcaacatagaatgaaattg 

>ncrb1851.seq 

CNNTTCTACAAATATGTAAGTCCCACAGTGGGTGCTGTGAAACCTACATAAAGGAAAAGTTGGCTCTCTGTATGCGCAAGmCGTATCCTGTGAATTCTGW 
GnGAAAAAmCAGCCTGTAGGTGGACnGCGCAGnCAAACCCACnCATTCAAGGGTCAACTGTATTmTAGTCAGTAmGCATAATAAGG^^ 
AAAGmCATAATAATCTATATGTATGTmAAAGTGAGTGTGGTGATAnAATACnAAATGAAAAATATGAGnM 
GATATTAGTCCGATGGTAATTAAAAGCAGAGAAAGTTTTAAATAAACTAAATGGTGAAGA 

>&Jt)1852.seq 

cMGNGTTGCATCCnGGAGCGAGCTGAGAGCTCGAGTACAGAACCTGCTAAGGCCATCAAACCTAnGATCGGAAGTCAGTCCATCAGATTTGCTCTGGGCCGGTGGTACCGAGTC 

TliGCACTGCGGTGAAGGAGTTAGTAGAAAACAGTCTGGATGGTGGTGCCACTAATAnGATCTAAAGCT^^ 

GteAGAAGAAGAAAACTTCGAAGGCTTAACTCTGAAACATCACACATCTAAGATTCAAGAGmGCCGACCTACCTCAGGTTG^ 

Till 

>nS>1853.seq 

AiiCTANCGTGTGACCTGAACnGGTCCTAGnGCnGGTCTCTGAAACnAAGAGTACnGGnGTACTGTATnG 
TmTTGGGAAGCACGATGCTTGmAGGTGGCTAGACTTCnATATTTGTTmAGGCTAACTGAT^ 

AgfAnCCTTAGTGTCCAGGAGGTGTnACTnCTCTTCTTGTAAAATAncnTACTGI 1 1 1 1 1 ICTCAATCTGCCrrTCTAGCTATAATTCACCTCATTCAAGACTCATCATGAAGAACTA 
C^GAAGTmCCAAACATGCTAnCATATGGTCTTCTGTACAAATnCCnGCTnACnGTCT^ 

>fel856.seq 

GJ^GGGTNAAACNCTGAGGTAACGTACTACTGCTGCTTmGGACCTGTGTAACTnAACGAACAGCTTGAAM 

di^mCTGGCAGCAGCCTGGAGCCTTCATCCCTAAGTCAACACCAGGAGAGCTTCTCCCAAACTCCCCGnCCTGCGTAGTCCGCmCTCTO 
■roCCAAATGGATCCTGTTGGGAAAGAATAAAAnAGCTTGAGC 

>tel857.seq 

AftfrGCCTGGGGGATGAAGGCAAAAGGTGGGATAAAGAATTAATATGCTGTTTAmCNnAATAAT^^ 

CACAmAATTGTACAAAGATAAACAmAAAAAGATAATACTAGTOTGAAAATTGAATGGTAGAGGAAAGGGAGGGCAAGGAGG 

GGGGATTAAGAGCTACAGTCTAAAGAACCAGACAAnAAGGGCATACAATAATAAAGGTAATAAnAGGACCCAAATCAAAA 

>ncrb1859.seq 

TCCCACCACCGAGNACmGGAGATTAAGAACnAmGAGGATnAAGAAnAGGGAAATAATnGGTGGAAACCGGGAATGAGnCT^^ 

GTTGGATATACGGCGAGGTAGAGTTGGCCATAmCAGAGACTOGATTGACGTATATGTTTCTGCATOTTmACAACAAGm 

GAAAACAAACAGTTTCAGAAnGAATAGGCAAGTGACTGirrTAAAGATTAAGTAATAAAGATGTCTTATCC 

>ncrb1860.seq 

CGNGGTNGTATCAmTGTGGGAGTCTAAGTCTCnTGTNGGTCTCTAAGAACAGTGCAATCAAAmGAACTCAGGATTAAGAAACnACTCAAAACTGCA^^ 
AACAACCTGCTCCTGAATGACTACTGGGTAAATAACAAAATTAAGGCAGAAATAAATAAATTCTnGAAACCAATGAGAAC^ 
GCAGTGTTTAGAGGGAAAmATAGCACTAAATGCCCGCAGGAGAAAGCCGGAAAAATCTAAAATCGACACCCTAACATCACGATTAAAAG 
AAAGCAAGCGGAAGAC 

>ncrb1861.seq 

CAANTGCCCAGACATmCTCTOGnGTCCTTTGCCCCACCCTGTGACAGGTCTCCTGTGTCATCTGGATGATGCATGCATCAGCAATCCTTGCCACAAGGGGG 
CAACCCGGTAAATGGGCAATATATTTGCACCTGCCCACAAGGCTACAAAGGGGCTGACTGCACAGAAGATGTGGATGAATGTGCCATGGGTGAGTAAGCAGAACnTTTC^ 
GAAGTGTCTGnGAGCTCAGCAAATGmAAACTGAAGCACAmTACTGTAGAAGCAAATTACATACACCCAAACCTCAGAmCTCrrGCTACATGGC 
TCAGCATAGCCATAAGCATATAnCCATTCTGGGGATTAACTGTATGAAAGGTATGTACnGATTCTTAATATAAAGCCCTAGCTCAATGACAGm 

>ncrb1862.seq 

TNATTTANGGCAGGATCCAAAGAAGTTCCTTTACAAATAAGTAATAAGAAAAATGAGTACTAAAATACAGCmGTGCCmTAACCCTATGCC 

GTATACTOTCTGATCAGAGCATGATCTGTnGGGCACATGGAAGTGTGAGCAGAAATAGAGCAGCACGTAGAATAGTAACTTAAAGCAAGTCATGCm 

TAmACCATTGAGTAAnGAAnAATCGCATAGGAATAAGCTCCnGTAAGTAAATCCATGATATGAATTAGAAAAAA^ 

TATG 



>ncrb1864.seq 
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TGGATGTCAGCAGTACMGTAGTGTNGATAGCGATGMGAGMTGMGMCTGMTAMTTGCAGGCATOCAGGAAAAMGM 

CAAAGAAAAAATCAAAnGAAAAAAAAAGGAAAAGGTCmCTCATCCAGnCCACTGAAGAGGACACTTCAAAACA^ 

AAGAGTAAATCAAAAAAAGGGAAACATCCCGAAAAAAAA 

>ncrb1865.seq 

TANTATNCAGCCTATAAAAAAATGAGATCACNnCTCTGCAGCAACATGGATGGAGCTGGAGGCCACGTATCCTAAGT^ 

CTATAAGTAGGAGCTAAACACTGAGCACACATGGACAAAAAGAAGGGAATAATAGGCACCAGGGCCTATTTGAGGGTGGAGGGTGGGAGGAGAGC^^^ 
AGGTACTATGCmnACCTGGGTGACAAAATAATCTGTACACCAAACCCCATGACATGCAATnACCTAW 

>ncrb1866.seq 

AANCCAAAAGGGNGCAAAGCACCACCTGGTGTNTATCANGCCATGCAGAGGCAAAACGCCnATnGGGGAAAAnAAAAGTAATTAGAC^ 

TCCAGAmCTTnCCCCGAAAAAAACCTTAGAAGTAACTAAAATnCTGTACATCTCCGGAATGCCATGCTGm 

CTAAGGAAAAATCCACCGTGGTACATTCAGTCCTCTCACCGAGGTGCCCCATGGCAGTCTTCTGCAGCATTCTTCTAATACCTnCCrn^ 

TmACCAACCCACGAGTTGACCACnCCCAATGCCGGGGATCTGACACCTCACCTGGCAATGACCTCCACAGCCGTnCCCT^^ 

TTTTAGnCACATTCnGAC 

>ncrb1867.seq 

GTATTCACATAGAAAATNNAAGGNGmCAATANAGNAGAATCCCAGGACTGCATTnAAAATCGCCTCACAGATCACACTCGC^^ 

AAAATACTGATGTGTGnnAACTAACTGGTATATTGATCCATGGGAGGCTGCACAGAAGACCCTGCGGCCAGGAGGGGCATTGTCAAGTGGCTGCTTCT^ 

ATTGCAGCTGCATGnCGATACAATACACCTGCnCACAGCCCCATGGACATCCCTACAGGTACTGTCATGTGAAGCCnGCCTAGTAGnCTCT^ 

TTGCAAGGTGGAAACCTCnATTCACATTTGCmGATTCCCCGATGGAGTAGACTGCCmGTTCCATACAGGCAAAGTAAGG^^ 

TTTGTCTATGT 

>ncrb1868.seq 

AACACTAACACCTGTAATAAANATGGAGTCAGTGGATATCCAAGCCTGAAGATAmAGAGATGGTGAAGAAGCAGGTGCmTGATGGACGTAGGACT^ 
QTTGAAGAAGCAGGCAGGACCAGCTTCAGTGCCTCTCAGGACTGAGGAAGAATNNAAGAAAnCATTAGTGATAAAGATGCCTCTATA^ 
dltACTCCGAGnCCTAAAAGCAGCCAGCAACnGAGGGATAACTACCGAmGCACATACGAATGTTGAGTCTC^ 
CiSiCCTTCACATCTCACTAACAAGTTTGAGGACAAGACTGTGGCATATAC 

>®|)1869.seq 

Gi^GACGCNNGATATATATACAATTAAAATATCTNmNAmTGTmAATGAAGTNTANNTTCAACAGATATm 

GiflATACATTGTAAGATTTGACnGAGGTTmGACACTTAAGTAGATGCKAATGATATATmCAAAA^^^ 

CATjMCTATGCCCnGTTTTTTGATACmGACCCAAA^ 

>l^1871.seq 

AirqAATGAGGTGGATCAATGGCTNCnAAAGGAAAAGGGGGGAAATAGCAAAAACGTAAGGAAGAATGGAGCT^ 

Tb?ATAGTAGCCAGTAGGGCAAAAACTGTGTGTATGTGTGTGTGTATGTGTGTGTAGACTGTTCAATATGGnCAATATGGTA^^ 

G?MATAAAATTAAAGGTATACTAGCGC 

>l^"*1872.seq 

^fiySTGCCGTAACAA^CAGGTmAAACCTNmATCCAAAAGA^CGAGTAAGACCTCCCGAATC^G 
AygAmGCGCTTGCGGCGGGAATCACCAGAATCCGAGGGGCCAAmATGAAGGTCTCATCCmAAAAAGGA^ 
AlikCGCTAGGmCCCTTCCATAGAnGTGCCmCAGAAATGCTGAGGTAGGTnCCGAnTC™ 
TI^TTATTCACnGGTAAGTGnCAAGTCmCTGATCACGCCAAGTAGCATGACT^^^ 

>lM)1873.seq 

NACAAGAAGCTNGGAAAACTACCGTGTGGTGTGTACTNTNCNGTACCTAAAATAAATAmCCAANGNCACTAnGCGTCTGCAAAA™^ 
GGAAACCCCAAGAGCAGGAAAmATAATAGAGGAnCATGCTGGAAGTAnAAAGGTTGTTTATAGACCTAAGTGGT^^ 
CTTGTAACCAATmAnAGCAATAAAGTACTCACAATGACmGAAAACTCACTGACACATACGAACTTCCAAGCATCACA 
CATCACACCACTCTAGTGACTAAAAnCATAAAGTAAAAGGAAAATAATGAAATAAGTTGGTAAAGTAGGA^ 

>ncrb1874.seq 

GAAGANCACACCTGAGGAGAAAGACCTCAAAGTATAGAATGGCTCATGCAATGAATGAATACCCAGACTCCTGTGCAGTACTGGTCAGACGTCATGGAGTATATGTC^ 
CATGGGAGAAGGCCAAAACCATGTGTGAGTGnATGACTATTTAmGATATTGCCGTATCAATGAAGAAAGTAGGACTTGATCCTTCACAGCTCCCA^ 
TAAGCCAAAAGAAAGTCTAAnATATACAGAGATAAAGCTAAACGTAA™nAmAAATGAAAGGTATmmAM 
TGCAAATGGTCACCCTGAATCTCTTCTGACAnGGATGTTATTTGCmTATTCmTAAmTAAATGAGGGCACAGTGAM 

>ncrb1875.seq 

CTAGACCCTCTCTGCTTTAGCACCATGCAGGANNAGACTmGGTGGTGAGGAGGAAGAACAAATAATAGAAGAAAATAAAAATGAGATAGAAGA^ 
AAGTGATATTAGAnGnCCTnTACAAAAGTGTTTAGCnCAAGACTGGAAAGGGAATATGAGTGTAAGTnACTATATATAAAGCTA^ 
AATAACTGATCTGAAAnAGTAGmCCTGTAAATGGCAGATCTTnAGGAAAATAAGAGAAAGGTAAGGGCTCTmGAATAAACTGCT 
GAAATTCmAAGTATTmAATAAGAAATGAAmTCAmCTTGCCAGAAmGCTACCnAAGG 

>ncrb1876.seq 

CATTGACCCGGGCNTGGAGGNAGTAGTGCCTGTATGTCCTAGCTACTCANGNGGCTGAGGTGGGAGCCCAGGANTCCAAGATTNTNGTGAACTATGGNCTCACTGCTGCACTCCNG 
GGCTGC 

>ncrb1877.seq 

ACGTNCTCnCATTTTmCGCATCATATGGCAnAATAAACACAAATGAAAGGAGAGGTOTCTAAAAGTCTATmGTATC 

TTGANCACGTGGNCTCAGGTGGGTGTGACNGCTCTATAGGTCCCTACTGACCCTGAGGCTCTCTGAnTCATGATTCAGCTGTTGATCAGAnCAGTGCmGCAAGGTTGAC 

GACTGGNCTTGACACGAAATGAGTGGCCATAATTCCGCATmAGATTCAATATCCAGGTGTAATTGACCAAACAAGAAAACTAAAGTGTAG 

AGGAAGCAGGAAGTAAACTCTTA 



>ncrb1878.seq 
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CGGNAGAnNCCMTCCCMTnGTAGGGTTTCTAGGnAmTTACAGMTTGCnGmGCnCMCTGT^^^ 
ACACTTGTAATTTTGTATCTTGATGTCTTTGTTAAGACTGCTGAAGAATOTTT^^ 
GTGnGGTTGTGGCAGGCCAGCTGTGGTmCTmGCCATGACAACnCTAAnGCCATGTACAGTATGnCAM 
GCAGCACnATAAATCAGCC 

>ncrb1879.seq 

GAGGCTCGANGTGACACCGATGGCGACAAGTACATCGCCAAGTnCAGGGAGAAGACACGGTCGTGATCGCGTCCAAGCCnATC^ 

CAAGAGCAAGTGTATAATGACTGTGCAAAGAAGAnGnAAAGATGTACnGAAGGATATAATGGAACAATAmGC^^^ 

TAAACnCATGATCCAGAAGGCATGGGAAnATTCCAAGAATAGTGCAAGATAirmAAnATAT^^ 

>ncrb1880.seq 

ATGTGNCNCAnCTAAAATATGCATOTAAnTAGCAGNCCCATnGTGAnnGCATAnmAAAAGTACTnTAAAGAAGAGCAAm^ 

TCATGnGCCTCCTCTGGGTGCTGTAAGnAAGCTCTACATAGATTAAATTGGAGAAACGTGTTAAnGTGTGGAATGAAAAAATAC^^ 

TAGAACACAAGGTATGGGATATACAAnTGCAGTGCAGTGGGCAGAATACTTCTCACAGCTCAAAGATAACAGTGATCACAnCA^ 

>ncrb1881.seq 

GAAAACNCATCTAGCAAACTGAGTTGTGGAGCTGNCTCTAATCAAATGTGATGATTGGAATTAGACCAnTGGCCnTGAACmCATAGGA^ 

CTAGCTCATCTCTAGAAGCTGGGATGGACTOCTATTCnGTTTATAmTAGATACTGAAAGGTGCTATGGTTGTGnAmTTCCAAGACT^ 

TTAmTTGCmAATGATGGTGCTAAAAnCTTGCTATAAAACTGGTTAAAAATAAAGATGGTTTAATCACTAGCATT^ 

CATCGnCCAATGCnGTTCACTGTTCCTCTGTCATAGTGTATCTGGAATGCmGTAATACTTGCATGCncnAGACCAGAACATGTAGGTCC 

TTAATTGCATTT 

>ncrb1882.seq 

GCANNCCTGTGTCTTCGATTCATACmANNNTACAGGTGAmGAGCCTTCACAGAAATAATAACCTATCTGGGCAGGAGAATTATCTCAGAACAGAAGT^^ 
CCAGATGGCTACAGACCATGAGATTCCACGGTCTCAGGCTGACTAGAGTCCGCATCTCATCTCCAAACTACACnCCCTGGAGAACAAGTGCCACAAAAATGAAAACAGGGCAG^ 
qf\eGAGnGAATAATCAGGGGTCACCGGACCCCTTGGnGATGCACTGCAGCATGGTGGCTWCTGAGTCCTGTTGGGCACCAAGTGTCAGCCTCAGCACTCCCGGGAG 
At^GGGGCAAGGGATGAGTCAAGAAGGTGAGACCCnCCCGGTGGGCACGTGGGCCAGGCTGTGTGAGATGTTGGATGmGGTACTG^ 

>ff5bl883.seq 

NjgjTAGGNCCCAAAGGGCAAACCTGTAGTAACCACTGCTNTAAGGAAGTGGAAAGTTTAGAAATGCTACCATTGCCTCCACCT 

(J^AACnACmGTCTCTGACTTGTCGAGnGTACCCATmCTCAnTGmTGCAGnACTTGTATAGTATATC 

AiitTTCAmCCCGAAGGnGGAGACCTTCGGTCTACAGGTATCACAGAAAGmAGGAAGTATGTAAGCCTTAAAAGGA^ 

%i 

>SDl884.seq 

i«^:CCCGCGNCTCTTATGGCCGGAGAAACCNCGGTGGACCTTGNATGTGAACNAACTNTGTGGCCmGAAAGCGGAACTGCTm 
TGAGATCTTCTGGCTCACCTTGATGTTCACATGAACCCATTGTGACCTATCTGGAnTCCTAGGAGCTGTAGTTTCCAmGGGTTAT^^^ 
AlgCAATAGTCAGAAATTCAGGCTGTGAGGGGTOGAmGAGGAAAGTAAmAGGTGAGCTATCCAGAGCTnCAAGCTCAGGGmAT^^ 
TlSGACnCTCATACTCTAGCCCTGACCTTGCAGTCTCCTCTGAGGGGCCTCCTAAGACCCTTAAAATAATA^ 

111 

>pib1885.seq 

T^^NACTnmACTCTmATTCATNCmGTGTTmAmATCTAAAATGGGTATO 

Al^TACTGAATGGAAGAAATAmAGATTAAAAATGAGGTAGGTTGAAGmcnCTCTGAA^ 

C|^GTAC™CAATGnCTGGCACATAGTAAnAATTAAGAAAATCGA6CACCCnAA™CCTAGAATGCAGGGTO 

>l)M)1886.seq 

GCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACnAGAAGAAAAnGGAAGATAG^^ 
GAAAATGAAAAACAAGCTAAGACAAGTATTGGAGAAGTATAGAAGATAGAAAAATATAAAGCCAAAAATTGG 

>ncrb1887.seq 

ACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAAC™GAAGAAAAnGGAA6ATAGAAACAAGATAGAAAATGAAM 
GCTAAGACAAGTAnGGAGAAGTATAGAAGATAGAAAAATATAAAGCCAAAAATTGGATAAAATAGCACTG 

>ncrb1888.seq 

NGATNAncnCAGAGGCTCTTCAGGTTCTCCTCTGTCATTCGGTCAGCCGTCTCAGTCCAmGCGGAGGAACATTGGTGnACAGCAGTGGCATnAATA^ 

CAGAAACTCmGTGGACAAGATTAGAGAATNCAAATCTAAGCGACAGACATCTGGAGGACCTGTTGATGCTAGnCAGAGTATCAGCAAGAGCTGGAG 

AGCAAATGTnGGTAATGCAGACATGAATACAmCCCACCTTCAAATTTGAAGATCCCAAAnTGA 

>ncrb1889.seq 

GANCACnCCATTCNTGGCAAAAATAGTAACmNAAGNTAGCnCAAGGAAGATTTnGGCCATGATTAGTTGTCAAAAGTTAGTTCTGT^^ 
TCCTTGnAGTGCTTrAATAAAGTCATGnATATCAAACGCTGTAAAACATTGTAGCATGTOAATGTCAGAATATAGTAGAmGTTGm^ 

aaaaggaacatcaaatactgtcccaaaccccatatctaa™tgttgatctaattgtctacaaaa™gtgactcatgttgaggctgcttcac^^ 

TAGGTCTGCCTAATCGCTAGATGTGTGGTGGATGCTTTTGGCnATATATCTGGGTGTTGGTTTAACAGA 
>ncrb1890.seq 

AGGGGGGGGGGGAGACCTTGTCAACCATGAATCnACAAmnCTCATAGTAATAGATCAmGTCmTGGAGAGCTTGTTCCAGCAATTATTAAT^ 
TTGCTATAGATCACAACCAGATGnCCAATATmATTACAGTTGTGCCAACAAAACTACATACATATAAAATATCAGCAGACACCCATCAGTm 
TAACCATGCTGCAGGCAGCCATGGAGTCTCTGGGATAmATGAAATATGATCTCAGTTCTCTTATGGTGACAGnACTGAGGAGCACATGCCAnCTGGCAGTn^ 
GTGGTATTGTTGGAGGAATCTTnGAACAACAGGCATGnAGATGGAATTGGAAAAmATAGTTGAAATAATTTGCTGTCGm 

>ncrb1891.seq 

CATMGGGTNTANGTATGCTGTGTATCGCTTCTOTACCCTAAGATGAAGCTGnnTGTGCTCTTTGNNCATCAnGG 
TTmGCACTGGAATATNNGAGAATTGCAAAAGTAGACAAAAGmCACAACAGAmCTAAGTTAAATCAnnGAT^ 
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>ncrb1892.seq 

AATTCGCCCTATAGNGAGCCGTATAGACAAANATnACTATCAGnCAAAAAAGACAAAGCAGAACGTAGAnACGC^^^ 
TATOCCATGCCACAAAAGCTATGACGCACTTTACAGATGAATGTGTNAAAAAGNATGA 

>ncrb1893.seq 

GANAGAGGGCCGAANACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAATTAGAAG^^ 

GAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAAC™ 

GAGTHCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAAGTATAGAAGATAGAAAAATATAAAGCCAAAAAT^ 

>ncrt)1894.seq 

AAGGAANAnAACCGTNmTGGTCCAACTTCAGATATTTTCTTAATCCAGAAGCTGTGACTGnCCCAGAAGAAACCTCmW 
CATTCTAATGGGTAAAnGTTGAATTGTAATAAACAACTGTATATTTACAAACAGGTTTATAAGGTAmGTCT^^^ 
TGAAGGGCACTTAAAGTGGTTCAGGTATCCCmGTCnGTAGGGCATAGCTGTTGGTnAGCCAGGCTmACAGTAm 
AGACGATGTGnGAGTTTCCTACTGATTGATTGAnCCTG 

>ncrb1895.seq 

GNGCAACCnGTGGATNCTAGGACCCAGACNGTNGTGCAGATAAAGTCTGACTmCAGCATCTAGCTCCATGTGTCCCAGGCCTOCTOTCTGTAAAGCAGGCAGT^ 

GAAACATCTAGCAAACCTAGTAT CTAAG nGTATGAmACAGCACCTTmGCATTnGATGACAGTTGCATnTACCA^^ 

AAAGTATTTGATTTAAGACACTTATTmcmAAGCCAATCAATOGAGC 

TTTmATnGCCAGnTCnAAnGGATTACTGGCnCAGGGTGGAGCCCnGGATGAACAGGGTCAGGTAGCATGCAnAAGACTGGT^^ 
GTTGACTGATAAG 

>ncrb1896.seq 

AATTCGGCCTATAGAGAGCCGAATAGNTCATCTGATnTGATGCGTGTCTGAnACCAAAGCTGGGnACAAGTGTATAACAAGTGTTGGAAG 

ACAACCCGCnGAGGGAAAATGAGCTAACGTACTACTGCTGCAAGAAGGANNNGTGTAACmAACGAACAGCnGAAAATGGTGGG^ 

GpTGACTCGAT 

>gfb1897.seq 

CpCTGAGAAGATACGGTGANTCTAAGAAGATCGATCGGCACATGTATCACAGCCTGTACCTGAAGGTGAAGGGGAATGTGnCAAAAACAAGC^ 

A(|gTGAAGGCAGACAAGGCCCGCAAGAAGCTCCTGGCTGACCAGGCTGAGGCCCGCAGGTCTAAGACCAAGGAAGCACGCAAGCGCCGTGAAGAGCG 

GtMGATCATCAAGACmATCCAAGGAGGAAGAGACCAAGAAATAAAACCTCCCACmGTGTGTACAT^^^ 

>ncrl)1898.seq 

AMGCCAAAAAATGGGNGACAAmCACATGGACTTTGGNAAATATTnTnCCmGGCnCATCTCTCAAACnAGTm 

c^Ittcaacctt 

>Afti1899.seq 

tngaacctcccctcaactgggggctcgcttagtgtggctgctggtgggaaaaaagcagaggccgcagcctcagccctagctgatgctgatgcagacctggaggaac 
cpgcggagggactgagtgcccctggcactccgagataaccagtggatgcccaggatcttnaccacaacccctctgtaataaaagag^ 

>i5M)1901.seq 

Til^TGCnGGTATAGAAAAACCATGCCATCAnAATGGCTAACAACACGTAGGGACTTCATGTCATGTCAAAGATAGCTCm 
TipaACCCAAATATCTGAATGGTCATCTGGTAACTCATG 

>Ml902.seq 

cfli'AAAGGAAAGACTOTGACAGCAGAACCTGTCAGCCAGGAGGAGCTGTCATCCAGTGACTCATGAGTCCnCTGGATTCTTGm 
TCTTnCTAAAAGTGCTGACCnGAAAACAAAGAGTACAnGATTGATGGTGmGGISIATTCCCTC^ 

>ncrb1904.seq 

CANCTGGGGAGTOTGGGAGATGCTGAACTGGAATTCTGATAnGGGCAGTGTGCTCnCTCTGGGAAACTAGAAGnGTT^ 
GTTnCTTmGCGACATACCCGAGAGTGGGTGCNAGAGAAACAGGCAACCTAGAAAGGTCAACAGGCACAGAAA^ 
GAACAGTGTTCGCAAGCCAGAACACTCnAGAAAGTAACCATTCTACTGTAGCCAAACATCACAGAAAAAAnGTGGCTCTGCTTCCACAAT^^ 
ACCACCACCATTTCCCTTGnGGAGTGGAGTGAGAGGAAGCCAACTAAACAGTGGTTTAAATAAGA 

>ncrb1905.seq 

ACGAGACTACnGAATTCATCAATNTNNTGCmCTGTCATGAGnTGNGCAGATAACCACTGATGGCCAGATATCTGGGGAAAACCAGCAGC 

AAAGTCATAGACCAACAAAAACAGGmnTAGGGAAGAAAAAnTTAAAAAATTCTAGTTAATGTCCTCAGAGAnGATGA^ 

AAAAGAGAACAAGAGGAAATTAAAAATATGATTGCCCCTCCCTCCCTCCATrCAATAAAAGGCTAGGmAAAAGTAGAG 

>ncrb1907.seq 

GNGAGCTGAGCCCTGGNCGCCGCCAGAATGGGCCGGGAGTnGGGAATCTGACGCGGATGCGGGATGTGATCAGCTAGAGCTTGTCACCGTTCGAGCAGCGCGCCTATCCGCACG 
TCTTCACTAAAGGAATCCCCAATGTTCTGCGCCGNATTCGGGAGTCmCTnGGCGTGGGGCCGCAGTTTGTAGTGTTTTATCTTATCTACACATG 
TCCAAGAGGAAGAATCCAGCTGCCTATGAAAATGACAAATGAGCAACGGATCCGGGATGACGGTTCCGTGTCTCTGAAAGACCTTTCTCTGGAAGAGGA 
GAAANACACAATAAACnCCTATGGTCTGGACTGTTGTGA 

>ncrb1908.seq 

CGCAGTTGGCTCACGCCTGTNCATGCCAGCACmGGGAGGCCAAGGCTGGTGGATCACCTGAGGTCGGGAGnCGACACCAGCCTGACCAAGATGGAGAAACCCCGTCTTTACTAA 

AAATACAAAATGATTCAGGTGTGGTGGCGCATGTCTGTAATGCCAGGTAGGGAGGAGGCTGAGGCAGAATCGGnGAAGCTGGGAGGCAGAGGTTATGGTGAGCTGAGA 

TTGCAGTCCAGCCTGGGCAAGAGGAGTTAAAmTG 

>ncrb1910.seq 

TCTGCAAAATAGTGAATTGGTAGTNNGGGAGAGTTCTGnCnTGTTGAAAAAAAnGCGTnGTTnGAAAmTATCACC 

ACTnGCAGTAAGTATCATGTAAATATGCAAATGnGAATGTAATATAGAnGGGTCCTCAnGAGnmGGGTGATACAGnTATAAAW 

GAmTGAGCnGTAAGATGAGAACTGCTTTTTACACATTTAATAAAAAAAGGTCTCTG 
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>ncrb1911.seq 

GCTCATCTMGAGAMTGAGTTCANMGCTGCCGCTCAGCmGATGGMCMCGCnATmGGMGTO 

AnCGTCAGCGACAATTGGACAGAAAGGCTCTGGAAAAGGTCCGGAAGCAAATCGAGTCCATATAGCTACATO^ 

AAGTGAAATGGACTGATnGCACTCnGGnCmGGAGCCnGTGGTGGAATCCCCTmCCCCATCnCTTC 

>ncrt)1912.seq 

AAGCNNATGGCAACTATTTGAAAGGGATmGCAGGATCGTGGTCmNCAAATATCCTAATCT^^ 

TCnGTGGATATCTATGAAGACATGCTAGAAAATCAGTGTGACAATAAGGAAGACAnCTTAATAAAGCAmGAGTOTG^ 

ATAnGGAGATACATTGGAAGATCCCnCAAAGCAAACACAGCACAGAAAATGACTCACCAACAAATG 

AAGGGACCCTGCAGGAGmCACACGAGAGTGGTCCTTCCCTnGCCTGTGGTGTAAAAGTGCATCACACAGGTATTGCT^ 

CTCAGACT 

>ncrb1913.seq 

ANTTAGCCAAGATGCCTGAGGAAACCCAGACCCAAGACCAACCGATGGAGGAGGAGGAGGnGAGACGTTCGCCTTTCAGGCAGAAATTGCCCAGnGATGTC^ 
CmCTACTCGAACAAAGAGATCmCTGAGAGAGCTCATnCAAAnCATCAGATGCAnGGACAAAATCCGGTATGAAAGCnGACAGATCC 
TGCATATTAACGTTATACCGAACAAACAAGATCGAACTCTCACTATTGTGGATACTGGAATTGGAATGACCAAGGCTGACnGATCAAT^ 
AAAGCGTTCATGGAAGCTnGCAGGCTGGTGCAGATATCTCTATGAnGGCCAGnCGGTGTTG 

>ncrb1914.seq 

ACAGTCTTGGAGCAAGTGGAGAnNTCATGGCCATGGAAGACGAAmGGGTTTGAAAnCCTGATATAGATGCTGAAAAGTTAATGTGTCCACAAG^^ 

AAGAAGGATGTATATGAATAAAGTATCANGACCCmGGCmGCTGAGAGAGGACTCAGATGATAGTGACGAATGTCTGGGAGTGAGGACACAnnGGCATO 

AGAGTGAnCTGATGGACnGTATTTAAATTGCATGTGTmACTCmGAAAATAAATGTATAAM 

>ncrb1915.seq 

TGGNCGGGGNGGCCAGACAATAAAGAAGTGAAGTGCTNTNTACTCAGTGATnGGAAATTnGNTGCTTGTATAAATGTCAGATAATTAAm 
(MTAAATATGnAATGAGGGCAATTmCCAGGAmATAAnATmmCAGTTGTOGGAAGCnnGTTATG^^ 
/^GAAAATATnATAGGAGGAAATGATTAAmGATATTCTTTAGTGAACnGTnAAnCCTCAGTGGGTGTGAC 
qgrATAmGTTCTAAAATAAGTCAAA^ 

>fM)1916.seq 

Tjtl^GTACCNTTAAAAmAGAACTTCTmANmNAAAGGCAAAACCAAGTAGTGAAAAGATAAGGATC 
AOTAAAGAACnCTGTAGCCAAAAGTACCATnATGAATGTACmTTGATGGATGTTnCTGAAGTTCT^ 

AtjGTGGCTCACACCTGTAATCCCAGCACnTGGGAGGCTGAGATAGGTGGATCACCTGAGGTCAGGAGmGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCT^^^ 
>Rf;t)1917.seq 

Ai^ATNAGCCTCATGCnGACCAnCCnTCnCATAACAAAAAAGTAAGATAnCGGTATnAACACnTGnATCAAGCACA^^ 
A5C^AAAAnTGTGCTCmCAmGCTGTTAGAAAAAGNGAATTAACAAAGACAGTAATGTGAAGAGTGCAnACACTAn^ 



4pGGCCATGGGGAGCCTCAGCGGTCTGCGCCTGGCAGCAGGAAGCTGlTrTAGGnATGTGAAAGAGATGTnC 
AS#GGATmGCACAAAACCACAGGAAAGTCCCGGA6CTCCATCCCGCACnACAACAGAGTGCCmACACAAArc^^ 
T#W\AG6AAGAT6AAATCCCAGAGACTGTCTCGnGGAGATGCnGATGCTGCAAAGAACAAGATGCGAGTGM 
CgCATGGTOnGAGGGCAAGAAGGCTGCCCAAAGACACGAGACTnAACAAGCnGAACTOGAAAAGAAAGCTGG 

>|}M}1920.seq 

NnGATTGGAGAACTAAGGNATGTTnAATTCmATATTCTATCCTGAATTCTGAAAAnATAGTGTAAAAGGATC^ 

CGGGAGGTCAAGGCAGAGGATTGCCTGAGCnAGGAGmGAGACCAGCCTGGGCAACGTGGTGAGATCCTGTCTCAAATAAGTAAATAAAAA^^^ 

ATATATGGGGAGCAGTAAGATCTAGAATATGAAACTGTTGTCACTCTGGAATTATCAACATGGTACTCTGACTGAAnAAATAnCTC^^ 

CTTAAGCAAAGAAATAGArrTAAAAAACAAAAACAATGCTGTAAGAAATGAAGTGGGAAnCATCAAAnCAGG 

>ncrb1923.seq 

GGAAGGCGGCGGCGGTGGTGGCnGTGGTGCGGCCTCACCATACAGGAACAGGGCAGACGmGCGTGAGTGATCACTCTCAATCCCGGAGAATGATTnAACTGATCATTGTA 
ATAGGAAGGAGTCCAGGTGATCCTGAGAAGAGTTGGCTTGTCGAGAGTCCAAGATGCANGATTTGTTGGAmGTATAAGGCACTCGAAGCGACATATTCAmCTGAT 
CAGTTGTGGTGGAAGAACACCCAGTGTGACAACTGCTGCCTATGnTAGTCTGTCCAGGAGCTCTACGAAGTAGCATGmGCAGAAAAACCTACACTGTTCTTG™ 
AATATTAGATCTnCTGAGmCTCnCTGAGATCTGCCAATnGnTGGGGCAAAnGTATCCTGCAGTAGCCTCAAmACCGTn^ 

>ncrb1924.seq 

GAGGCATTGAGGGAGGGAGCGGAGGGGGTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTnGTGTnGAAAGATGGAGAnAATACAACT^ 
ATAGTCAATAGGTOCTAAGATAnGCmGCGTTAAGTTmAAGGTAAnnAATAGCTTAAGAT^ 

>ncrb1925.seq 

AGAAAATmGGTGGAmAGTCATAAGATGGAAAAAGAGTGGTGAATCTTnATTACAAAATGnTCTGTTAAM 
ATTATAATGGTGATCAATTCAAGTCAGTGTTGACTATTCTGTGAAATATAmGGCCAGTGGAAATGATAATCANGA^ 

>ncrb1927.seq 

GCTTGATAAGTATTAAGAAATATTGGACnGCTGCCGTAAmAAAGGTGTGnGAmTGTTTCGGTnGGAnnTGG 

AGACCTTCCGGTGCTGGGAACACACAAGAGTTGTTGAAAGTTGACAAGCAGACTGCGCATGTCTCTGATGCmGTATCATTCTTGAGCAAT^ 

ATTATCAAAGAGA 

>ncrb1928.seq 

GGACTGGCTnAGCAGTmAAAnTGCTGAAAACAGCAGTCTTAGAGTTGTGnCAAAATGCmGAAGnTGTTAGGCAATAT^ 
TGTGTGGAAGAAAAnGGAAGTnAAAnGGATOAGGTGAAGATnAGATAATOGAACGGTAGAAGAAGAGTATGAGTGATnCATAGTACTGATAA^ 
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ACTTCAMCTGTAGACTMGATCTGTTTCCnTGAAMCTAMTmAmTAGGAAAAMTGCCATA^^ 
TAAnCCTGCACmGGGAGGCTGAGGCGGGTGAATCACTTGAGGTCAGGAGmGAGACCGGCCTGGCTAACAT^ 

^ncrb1931 seQ 

CAGTTTTTnATACmGAGTCTGTACGGACAmGTACATGAGAGTCCT^ 
TCCCCTTAACCTGTACCTACTTTnGGAnTACGCTGTTGGAAGCTCTGACTGTGGCAGTTGTTGm 

>ncrb1936.seq 

AnCTCAGCAGAANTGCmACCAAnGAAGTAAAATGTGGCAGGCTGGAGnATTGAAGCAGAGTGGCAGTCnCAGmG^^^ 

CnCAGAGncnGCCnGGCTGCAGTTTTmCCTTCAAGAATGCAGTACTAACAmAmGA 

TTAAATATmGACnGTTGAGGGTATGTTTTATATAGCAAGACATTATAT 

>ncrb1937.seq 

NCGAAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCATTGACAnGCACCCATGGACATAGGAGGGCCCGA 

CGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmCCAATCT^ 

ACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCACCCTCTGACAGnCGGACnnGTCCCCTCTCnTCTAAGAGACCTGAACTGGGCAGACTGGAAA^ 

CTAmAmATTGTCTTCGTGTAAGACCnCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCGTGAGTGACTC 

TCAGGTGCGGGGCGCA 

>ncrb1939.seq 

CATGCCTTCATTnGCTATGGGGGGCAGGCAGGGGGGATGGAAAATAAGTAGAAACAAAAAAGCAGTGGGTAAGATGGTATAGGGAGTGTCATAGCAG 
GAATAAAAGGGATATGATGACAAGGTTGATCCACTTCAAGAATTGCTTGCmCAGGAAGAGAGATGTGnTCAACAAGCCAACTAAAAW^ 

>ncrb1940.seq 

AAAATGAAGAGGTATAAACCCTTAAGGGCCAAAATTCTGTATATOGAmCTCTTAAACGAAAAACCAGCTGCCGCTmATGTACA 
AAATAAAAAAAACCTAGGCATGTTGATGTTGCAAAATGCTGTATAAAGCTGAAACCTGTTCATTCAGTGCCATTGTAGTTGACATGAAGCGATT^ 
(MTATTAAAATGCTAACTATAACATmnGTGAATACTnGAATGmCCTAACAGTTGTGATGnA 
TiyGTAATGAATAAATGnCATGCTGTACAGTATCTGTAGGATGCCGnCTGGATTAATAAAAGCAACTTAGTATGTGC 

>@)1941.seq 

TC^CTCGGGGGTTCGCTGGTGGCGTCGGAGCCGAGCCGGACTGGTGAGGATGATCACGGACGCGGAGCTTCGCCATCnCGCCAACATGCTGGGCGTGTCCGCTCTTCn 
CBITCTCTATCACTACGTGGGCGTCAACAATCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGTTCGAGGAGATAGTCTGAGGGAAGATGGAGGGTA^ 
Tfdl^CACTTCACnCATCCCnCTACCCATCACAACATACAAAGGAACTAGACGTGGATlTnCCAAACAACTm 
GffcAATAGGGCGGAGTATAGGGGCTTGCTTTTGTACTCGGTGCGCCCAATATAAAAATATAGACTTCC 

IB 

>fie*1942.seq 

CtCTGTGAAnGAAATGnCGTTnCTCCTGCCTGTGGTGTGACTCGAGTCAGACTCAAGGGAACTTGAGCGTGAATCTGTATCTO 

AfGGGCTGCTGCTTAGCnGCACGTTGTCACATAGAGTGATCmCCCAAGAGAAGGGGAAGCACTGGTGTGCAACAGACAAGTGACTGTATCTC 

>^ACGATTTGTCAGC 



>iiM>1943.seq 

QPGCCGGGAAAGTNGAAAAGGAnAGTGAGCTCGAAGNCATAGCAAAAGAACTATCCAAAATGAAACTAGAGAGAAAM 

NftAGGTAGCCAACCATACAATATACATGGAGnGCCAAAGGAAAGGAAAGGAAGCAGCAGAAAAAGAGAATAATGAATAATGACTG 

AAeAGACCCAAGAAGCTCAGNGAACCCCAAACACAC 

m 

>ncrb1945.seq 

CAGACGAGCTACGTAAGNAACAGCTAAAAGNAGCACAGCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAA^^ 

AGATAGAATCmGTTCAACmAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTTAGTCCAAAGAGGAA 

GAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGCGTTCAAGCTCAACACCCACTACCTAAAAAAT 

>ncrb1948.seq 

ATCTGTGATGCCCTTCATCGCCACCCAGGTCAGACCCTCnCACCTTACACCTGCAATAnAGCACAGGTGTGCTCTGACGGGGACTCCAAGGTCTCCCAGGA^ 
CCAGACTCnAAAACAGGATAGAGCTGCnCTCAAGGCCATnCCTGAGCACCTGTCATGCGTCAGGCTATGGGTGTTCCGCAGGGAGCAG 
GCnGACATCTCACTATGTGCTTCTCAGCCGGGTCAAATCAAGGnCTATGTGATTCTCAGAAATTCAGAGTTCAGCAGGCGCAGTGGCTC^^^ 
GAGGTGGGAGGATCACrrTGATCCCAGGAGnCAAGACCAGCnGGGCAACAAAGCAAGACCCCCATTTCTAT 

>ncrb1949.seq 

CATTAATATCTGGTGmGTCAGCCTGTGTnGTmGTGTCTGATGnCCATGTCTmTTGCAGATAnGATGAATGTGTAAACAACAC^ 
TACAGCTGGGTCCTTCGGCTGGCTCTGTOTGAGGGCmCAAGCCCCACAGGATGGGCAAGGGTGTGTGGGTGAGTTTTTAGATTTm 
AAAGAAATCAGAGTGAACAACAGGAGCnnAAGCGGGTAAmGGGTAGAGCmATCATAAmGAnnGTCATACAATTTGAGGATGTGCAAAA^ 
ATGGCTCACGGTTGTAACCCCAGCACTnGGGAGGCCAAGGnGGAGAATTGCnGAGACCAGGAGTTTGAGA 

>ncrbl953.seq 

AnCCCAATGCTACACAACCAGNAAAGTAAGGTGnCTACTTGAAAATGAAAGGAGAnATmAGGTATCTTTCTGAAGTGGCATCTGGAGACAAC 

CCAGCAGGCTTACCAGGAAGCAmGAAATOGTAAGAAAGAAATGCAGCCTACACACCCAATTCGTCTTGGTCTGGCACTAAATTTCTCAGTCTmA^^^ 

TGAAAAGGCCTGTAGCCTGGCAAAAACGGCAnTGATGAAGCAAnGGTGAATTGGATACGCTGAATGAAGAGTGnATAAAGACAGCACTCTGATCATGCA 

TCACTCTGTGGACATCGGAAAACCAGGGAGACGAAGGAGACGCTGGGGAGGGAGAGAACTAATGmCTCGTGCmGTGATCTGnCAGTGTCACTCTGTACCCTC 

CTTGTGC 

>ncrb1955.seq 

GGTAAATGGAGAGGATAmCCTGTCATAGCCCAAGAGmCCAmGATnAGnCTCCGAAGTCAGGGTGAATCGGCCTTATGnCCTGCCTCCAGACCCTm 

GGAATGGATGGCAGGAGATGGAAAAGTGTmGTCCAAATGACATGTCCAAGGGCAGTGGCAGCTGAAGGCAAGAGGGAAGCAGTTAGTGCCACGGAGGAATGCCCAC^ 

CCACACCGCACAGAACAAAGTGAGTGTCCTTGTCCTGAACCCTCTGAGAAGCAGGTCTGGAAmCAmATTGGCAnAAAAGCAGAAAATG 
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>ncrt)1956.seq 

ACAmGTGATGCCMCCTTGCAMTACCATMnGGCAMGCAGTGGMCATATGmGAGGGAGAGCATGGTTCTMGGA 
CATGAAAGCCTGGTTnATAnACCTATGAGAAAGATCCTGTCTTGTACATGTACCAGCnCTAGATGATTAT^ 
AACAGAGAGGGAGCCAGGAGGAGnGTAGATGGCCTAATAGGTAAGCATGTGGAATATACCAAAGAAGATGGCTCCAAA^ 
CTCTGTGTAmCATCAAGmGATGATGAmCCATATCTATGTCTACGATnGGTGAAAAAGTCCTAAC^^ 

>ncrb1957.seq 

GCATGTTGAmAAGGATGACTCTTNGGGGTCCTTACTGGTGTCAACTGAAAGACTGACTATAACTAAAAGTATTGAAA 

AGnAGGTTTnCCCACGGAATGGCCACATGATATAACAAATAGAACnAAGCCAGGAGACCTGAGTTATAAGCAAATCC^^ 

GnATTAGCTATAACATATTGGnGGTTAATAGTAACTGAGCTAAGCAnAAACTC 

>ncrb1959,seq 

AnGATGnGTATTTOCACTCTTAAGTCnAACCACAGTCAGAATTATCTTAATGTAGAmTAAmTGGTCnnAGGA^ 

AGCAACAAAATATTAATAnGTGCCATATGACAACAAAGTCmCCTAAATACTCCATCTGmAGTACTGTATTGTGGAATAm^ 

TAGAGATGCCTGAACAATAnAmAAGTAGTATGTGACCGAGCTATAAATTmGTTmGTTCTAAGTAGAm 

>ncrb1962.seq 

ATACAACGAnATCTAAAGCCTTACTTTAAAmATAGATACTAGAATAAGCnATTGACTTAGAGATGCTGCnAGGA^ 
TTTTTTAACTATTTTAGATATTATAAGGN 

>ncrb1963.seq 

GACAACCTOGNCNAAGCmACCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAA^ 
AGGACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACTnGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGC^^ 
CGTCTATGTAGGAAAATAGTGGGAAGAnTATAGGTAGAGGCGACAAACGTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGTO 
CpTCTAAATCCCCTTGTAAATTTAACTGTTAGTCCAAAGAGGAACAGGTCTTTGGACACTAGGAAAAAACCTTGm^ 

>ip)1964.seq 

Tii^CACCTGNCTCGCTATGACAGGGAGANGAAAAAATTACGTTCCTCCCAAAGGTGATAAGAAGGGGAAGAAAAAGGACCCCAATGCTCCTAA^ 
TWGCTCTGAACATCGCCCAAAGATCAAAAGTGAAGACCCTGGCCTATCCAnGGGGATAGTGCAAAGAAAnGGGTGA^^ 

>(!i5t)1965.seq 

CippCTCATGACATGATCGATGACATCAACAGTGGTGCTGTGGAATGCCCAGCCCAGnA^ 
>|@}1968.seq 

C^AGCAAAGGGGCGAGCGAGAANCTCGTGGCmGTGGAGGCAGAGGCCTGCAnCAGCAGGGGCGCTGTGTGGGTGTAAGTOGGAAGGCm 

TMGTTGATGACmCCATGCTmATAmGGCAGmACAATTCTAGACTmCCTACTATGGCGATCTTTT^ 

ArnTATACGAATAAGAAATAAAAATTAGGGATCTTTCCTGTAGTATAT 

>Berbl969.seq 

AfM\CAGGTGnACTGTAACATCTGACACCAGTAATGCATmCAACnAGTTCAAAGAACTnCCAGTGAn^^ 
G'^Sgs^CAGCnCCAGGnATCCAACTATnACnGGTTCTGCmATAG 

ApSAACAGAAnGGTCTTGGAGGGTnATGCAnAAGTGAGAAnAGAGGATCAGTOGTTAAATATGCCCAGAGGTnAT 
TgSATGTATAGmGTTTGTGAAATGCCAAAGCAAACAmCATOCGATAGGTGCTOGCA^ 

>|||)1972.seq 

GAAGGCAGTAGAGGACACAGGGGATGACTGAGAGTACAGNAGTAGAGAGAGAGAGAGAATGAGACAGAGACTTAAGGAAGAGACCCTGTGAGTCTGACAATAAM 
ANAC 

>ncrb1973.seq 

ATCCCACCCTCTCACAGTTCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGn^ 

GGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCGGTGAGTGACTGCCCCCAGCCCAGGCCAGAAGAGGTGCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTC 
CTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTAI II 1 1 lAAAACATCAATTGATATTAAAAATGAAAAGATOTTGGAAAGTAC 

>ncrb1975.seq 

CAACTCACAATTATGCTCTAAAGTGCATGCTGTCACCTAAATATGCAGGCAGAAnGTGTCTCTGTCTAmGGTGTCTATAGTCCTCTATAGTCA 
TGTACAAACmATAGGGCAGATATTAATCATmACnCAnCCATGACTCTmATCTTCAGAACTGAAACTGATTCAGAGACCATGGAGCCCAGAAAC 
CATTGAGTAGACATGGAGACATGAGAATCTCGACnCTTnCCCTTCTCTCGCTAAAATGCTCACAATTGCAGGTAACAACTGCTGCT^^ 
TCTGAAnCTAAATCTAGGTCTCGAAATTTGA 

>ncrb1977.seq 

GGAAAGCAGCGCATGCGTGGGCCAGCnCTTCCnmCCTCGTTGCACTGCTGAGAGCAAGATGGGTGACCAGCAGCTGTACTGGAGCCACCCGCGAAAAnCGGCCAGGGnCTC 

GCTCnGTCGTGTCTGTTCAAACCGGCACGGTCTGATCCGGAAATATGGCCTCAATATGTGCCGCCAGTGTnCCGTCAGTACGCGAAGGATATCGGTTTCATT^ 

GCTCTTCCTTCAGAGGATTATCGGGGGCATCTACTCAATGAAAAACCATGATAAnCTTTGTATATAAAATAAACAmGAAA^ 

>ncrb1979.seq 

AmCAGGGmGGCAGTATATnAACGnACAAAATATnTAGCTTCTTAGTTTmTGnGnGCnGnTCCTATTmCGCCTCAGGl^^ 
AGACTTTAATGCCAGnCATCTCTGAGGnAAATACAAATGTGTGTGTGAGTAACATTTnGTAAACGTAGTAATAATGTmTCTM^ 
TCCCTCATAAAAAAATCCAGnATTGTnCCACTCAAAGAGTAAATCATCTTGGTAGACCAAAGGAGAAAACGTACGTGGTATT^ 
TTCCATATCTTAAAAAAAAAGATAAGAC 

>ncrb1980.seq 

AGGGCNCnGTGGAAAAAGTGAAAAA CATTT TCTGAAAAACAGCTGTTAGAAATTAAAACTGAAGAAATAGAACTAAAATCAC^^ 
AATATTGGGCAGTACCGACAGAAGGATTTTTAAAAAACTTAGTCCAGGAACTGTACTACCAGCTTAATAGTTGTGGACAG^ 
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TACTAMGGACATTCATCmAGGTTGAGCAGGTCCTACAAGTGATCAGGACAGTGMTGAAAMGATCCATACC^^^ 
GTGGGTGTAGGTCACAGAATTATGAATGAGAATGGCCTAAGACTGGTCAGTAACAACGGGGGAAGTTGAAGACAnGGAGAAACAT 

>ncrb1982.seq 

AGTGCAATCAAACTAGNAACTCAGGAnAAGAAACTCACTCAAAAGTGCTCAACTACATGGAAAC^^ 
ACAGATGTTCmGAAAGCAAGGAGAACAAAGAGACAACATAGCAGAATCTCTGGGACACAnCAAAGCAGTGT^^^ 
GAAAGATCCAAAATTGACAGCCTAACATCACAATTAAAAGAACTAGAAAAGCAAGAGGAAACACAnCAAAAGCTAGCAGAAGGCAA 
AATAGAGACACAAAAACTCnCAAAAAAnAATGAATCCCGGAGCTGGTCTmGAAGGGATCAAGAAAATTG 

>ncrbl983.seq 

AGGCATCACCCCGGTAAATCCCCTAGNAAGTCCCACTCCTAAACACATCCGTATTACTCGCATCAGGAGTATCAATCAGCTGAGCTCACCATAGTCTAATAGAAAACA^ 
ATAATTCAAGCACTGC™™CAATmACTGGGTCTCTATmACCCTGCTACAAGCCTCAGAGTACnCGAGTCTCCCnCACCAm 
TAGCCACAGGCTTCCACGGACTrCACGTCAmTTGGCTCAACTTTGCTCACTATCTGCTTCATCCGCCAACTAATATnCACnTAGATCCAA^ 
CCTGATACTGGCATTrTGTAGATGTGGlTTGACTATTTCTGTATGTCTCCATCTATTGATGAGGGTCTTAT 

>ncrb1984.seq 

GAGAGGCCGCCACTAGCAAACAACCTCAGCTTCATAAATCCAGCAGAAAGGTCCGGGGTATTGTTGAAAAGGTCGGAAGGACCAAGATTATGTCCGCCAGCCT^ 
ACCAAGTTGTGCGATGCAGCCTTTAAAGGGGCTGGTGATTGACAGAATGGTGTAGTAGTAGATGGGGTGGAGCCGCTGGGTGGGGTCGAGACTGGCAGCTGAGAGATACCT 

>ncrb1986.seq 

CAGGAAnGAAAATGGGGCTTTCCAGGGNATGAAGAAGCTNTCCTACATCCGCAnGCTGATAGCAATATCACCAGCATTCCTCAAGGTCTTGCTCCTO 

GGTGGCAACAAAATCAGCAGAGTTGATGCATGCTAGCCTGAAAGGACTGAATAATTTGGCTAAGTTGGGATTGAGTTTCAACAGCATCTCTGCTGnGAC^^ 

ACGGGTCATCTGAGGGAGCTTCACTTGGACAACAACAAGCTTACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGnGTCTACCnCATAACAACAATA^ 

TGGATCAAGTGACnCTGCCCAGCTGGACACAACAGGAAAAAGGGTTCnAnCGGGTGTGAGTGTmCAGCAACCCGGTGGAGTAGTGGGAGATACAGGCATCGACC 

GTCTACGTGCGCTCTG 

>yb1987.seq 

A0TTTGAGmGTGCCTCmCTAGGATGTAmGAGTTCCG™TGCCAAGATGCCAGATGAACCACTAGAACCAG 

AMTCGTCnCAGAGTCCTCCAGTGAGGAAAGTAGCAGTGAGAGCTCCTCTGAGGAAGAGGAGGAGGAAGATGAGGAGGACGAGGAGGA^ 

G^GAAAGGGCTCATCGCnAGCAGAACTACAGGAACAGCTTCGGGCAGTACATGAACAACTGGCTGCTCTGTCCCAGGG 

>fi||)1988.seq 

GidTTGTGAGCTGATCGCTTGGAGGGTCCTCTnTTATGTTGAGTTGCTGCTTCCCGGCATGCCTTCATTTTGCTATGGGGGGCAGGCAGG 

AAGGAGTGGCTAAGATGGTATAGGGACTGTCATACGAGTGAAGAATAAAAGGGTGAAGAATAAAAGGGATATGATGAG^ 

(^ATGTGTTTCAACAAGCCAACTAAAATATATTGG 

>ncrb1989.seq 

C^GTnGAAATCmGCTACTTCCCCTAATGCCAAAACTCCncnGTGCTAmCTnCAGGTnTmGCCT^ 
GpTGAAGTCnCTCnATATATAAACTAGTATATAACTmATCCCCAAATATAAATATATTAATO 

>y'iii1993.S8q 

TISAGGGGCGGGGGATATGGGGTGATAAGI^NANAAAGGGAGCAAGGNTAAGGAGAGGGAAGCAAAAGACTAAAAGNAGAATC^ 
TipGAAGTCAAAGGATGCCATmGGATAGGAATAAAGGNATAATTAAGGAGAATCTAGAGTCAGGGNGAAAAC^^ 

>fffifl)1994.seq 

AilrGGTGTGAGTCAAATGCCGCCTGAGTGACTGCCCGCAGCGCAGGCCAGAAGACCTGGCTTCAGGTGCCGGGGGCAGGAACTGTGTO^^ 
CAAAGACCTCTGTATTTmAAAACATCAAnGATATTAAAAATGAAAAGATTATTGG 

>ncrb1995.seq 

CTnCTTTmCCGGCGnCAAGNATGTCGAAGCGAGGAGGTGGTGGGTCCTGTGGTGGGAAAnCCGGAmCGnGGGTGn^ 
CAGGAGCCAAAAACCTGTATATCATGTCCGTGAAGGGGATCAAGGGACGGCTGAAGAGACnCCCGCTGGTGGTGTGGGTGACATGGTGATGGCCACAGTC 
GAGCTCAGAAAAAAGGTACATCCAGGAGTGGTCATTCGAGAACGAAAGTCATACCGTAGAAAAGATGGCGTGmCTTTATm 
GGAGATGAAAGGnCTGGGAnACAGGACCAGTAGGAAAGGAGTGTGCAGACnGTGGCCGCGGAnGCATCCAATGCTGGCAGCAnGGATGATO^ 

>ncrb1996.seq 

GHACTGiVrcATGGATTGnGAGGTGGTCTGAATGnCTGAGAn^ 
mATrTTmCTAGCTTGAGGTCTmGACATGTGGAAAGTGAAmGAATGAAAAAm 

>ncrb1997.seq 

GAAAGGCTCACTCTCAAGCCGACTAAGAGCCnCTGAGCCCAGCGACTTCTGAAGGGCCGGTTGCAAAGTAATAGGGCnCTGGCTAAGCCTCTCCCTCCAGCCAAT^ 
CTTAACTATCCTAAGAAGCCnGGACCAAATGGAAATAAAGCTTTrTGATGCNN 

>ncrb1998.seq 

GAAAGGCGATAGGAGAAGCTCAACnGAGGGCGTGTAGTAAGTTGTAGAAGGCTCGAGGGGACGTGGACnATTTGCCTTGGTTTGCAATACCTGCAAATAAT^^ 
CAATGAAATGTGnAAAAAmGACCATAmGATAAATnTGGTGGAnTAGTCATAAGATGGAAAAAGACTGGTGAATGTTnAmCAAAATG 
nGAAAGGGGGGAGGAGGAGTAAAAGCCCGAnATAATGGTGATCAAnGAAGTCAGTGTTGAGTATTCTGTGAAATATATnGGCCAGTGG 
AGATCCATGCAAATGATTTGTGTGTACAAATGAATGATACTAT 

>ncrb1999.seq 

CACTCAGCTGTCCTGCAGCAAAGACTCCACCCTCGACCTTCCATmCGGCCACTACTGCAGCACCTGCAGGCGTGTTGGTATAGAGCCTACG 
>ncrb2001.seq 

ATGGGCAG GGCAT TCATGAGACCAGGCTCTGAACCCTGTGGGGACGGCGTGGCTGCATCTGTCACCnGAGAAACAAGTGATTCAGTGGAAAGCTAGACTTGAGGGAGGACAAATG 
CCTGGGTGTTmACTAncmGAnAAACTGCTGGGCAGGmGCAAGAAGAGGAAGGTGAAGGAGAGAAGGmATAmC 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page82 of 776 



CAnCTCATAMCAGAAMnCCAMGGAAAAAAMGCACACCCCAMCTCACCAGMGGTMCGa^ 
GTCCAGTTTTnCTCTOGAGGAAAAAAAGnGGTAAATTCTCCTGAGTCCTTCCTGGCATGCAGTCA^ 

>ncrb2003.seq 

GGACCTAAGGAGTCGCAGnGTGAACAGGTOGAG™CTTGTOTTGGTAAATAGCCACTATGGAGACTAAGGACCAG^ 
AAGAAAAAGAAGTGGCATCTGCAGGATCTCCAGCTAGGAGACGAAGAAAATGCCCAGAAGAGAAATGCCAATGCnTO 
GGACTCTGGATnGAAGACACAAAAGCATCATATTCCAGTGGnGATGGAACTCCACTAGAGCCGCCACCAATAGCGGTAGTGG^^^ 
GATATAATGCCTCATTCGGAAGTTCACCTGGCAGAAGnCACCGAGATCAGAGGCCCT 

>ncrb2006.seq 

GGATCTACnCTCCTCAAATAGGAGATAAGGTTGAAmAGTAnAGTGACAAACAGAGGCCTGGACAGCAGGTTGCAACCnOTGTGCGACT^ 
GGCTCnGGGmTGTGGCAACTCTGAAGGATAATTTTGGATTOnGAAACAGCCAATCATGATAAGGAAATCTmTCCA™ 
TGGGGGAGATGGTCGAGTATAGCnGTCGAAAGGCAAAGGCAACAAAGTCAGTGCAGAAAAAGTGAACAAAACACACTCAGTGAATGGCGTTACnG 
ACTCTGGCAAAGTAATTCGCCCCCTGAGGAGTGTTGATCCAACACAGACTGAGTACCAAGGAATGAnGAGATTGTGGAGGAGGGCGATATGAM 

>ncrb2007.seq 

CAAGCAGGCAGCAATGCAGCTCAAAACGCmGCCTAGCCACACCCCCACGGGAAACAGCAGTGATTAACCTnAGCAATAAAGGAAAGmA^ 
GGTCAATrTCGTGGCAGCGACGGGGGTCACACGATTAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTTTTAGATCACGCCCTG 

>ncrb2008.seq 

ACTCAAGCATAAGNACATTTmGAAAAGCAGTAGAGTnGCnAAAATACAAAnAATTATTCnGACTATAACCn^^ 

CTGGTCATAGCATCTATCTCCmGCCTTAATTTACTGAAATACATCATnTAnCGGnCAAnGAAATAAAGCTATGTCmACTATGTAnGGCGCT^^ 
TCTAACATC 



>ncrb2010.seq 

MAAATCCTAAAAAnCATGnGAAAGGGAATGATTAAAACAATGTAAATCTAAATTGTATGTCATGCATGT^ 
TlteTATTAACACAAAGCTTCTGAGATATTTAAAATAAATAATTATTGCCCCG 

>'fldb2011.seq 

MTGANATCATnGCTGGGCAGNAGNATAmGTGAnGTGAAAAGGAGGATATGGGAAGTCTAGGTAAAATAAGmCTmGTGA 
GflAATTnAAAATnACTTCAACA 

>n^2013.seq 

(iltTCAGNAAGCTCnTAACAGGCTCGAAAGGTCCATGCTCCnTCTCCTGCCCAnCTATAGCATAAGAAGACAGTCTCTGAGTGATAAT^^ 
AGGAGTAAGCACAAAGATCTCTTCACATTCTCCGGGACTGCGGTACCAAATATCAGCACAGCACnCnGAAAAAGGATGT^^ 
GMTGGGGTGGTGnAGTCAGGGATTACTGACAGGACGGTGTTCCCTACTGTGnGGAGAGACTAAGACTGGGGAAAGATTCTC 
^CAGTTTGTCGTTGGTCGnATGTCAGAAGAGGAGTGTATTCCTGGAAGAAGGCCCACAAAATAT 

p 

>fffb2014.seq 

A§iACAAAAGNATAGACAmACCTAGCACTATAAACCCTGGTTGCCTCTGAAGAAACTGCCTO^ 
TlJlflrrAAGAAATCCCAATmCAGGAGTGGTGGTGTCAATAAACGCT^^^ 

"m 

>b^b2015.seq 

AHCCmTCCGTAATNTATATCACCAAACAGTCTACnCAGTCCTCTGCAGnCnGCATCTAATCCTACAA^^ 
(IliGAATCAAGCAAGAATCTACTCAGCATATCCTAAACCCCAATACATCATTGAAnCAAATAAmCCA 
CGTGTGCACATGAACTTCCCAGATCCTGnGACTCAGGAACTCAAATGGGGCATnCAATGATCATGTAGAAACTAATGGCTm 
TCTCAAACTGAGCCATTCACAGGACTTGACCCCGAGGACCTCCnGAGGAGGGTCTTCnCCTCACTTTGATGAGTCAACATO^ 

>ncrb2016.seq 

ACANCNAAAACATGGTGGCCAAAGTGGATGAGGTGAAGTCCACAATCAAGnCCAAATGAAGAAGGTGnATGTCTGGCT^^ 

TGTGTATAACATTCACCTGGCTGTCAACTTCnGGTGTCATTGCTCAAGAAAAACTGGCAGAATGTCGGGGCCmTATATCA^ 

GCACATTTGAATAAAnCTATTACCAGTG 

>ncrb2019.seq 

GTAGGAGCGTGTGTCGCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGCGnAGCGGTAGTAACm^ 
GnATGAATGACATGAAAGCATGGAATCmTGAACTTAATCCCnCAnAACAGGAGAAATGCAAATACCTTCATATCCCCTCAGCAGAGATGGAGAGGTAAAGTCCAAGAG 
GGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATM 
AGCGGCGAGGGACCAAATGAGAGTGAGGGAAAGA 

>ncrb2020.seq 

AnCNTAAAGGTACCACACATATACACTTGTGGTAGTmcmCITCATTnCTAACTAmTGTGAGTATGnA^ 

AGCTATAGCAATGTTTnAGATAAGTAACCnGCACATmCATTAnnCAATATnCACTGTTACATAAAATA^ 

CTGGAGGCACCAGGAAAAAAAAAATGTAGTAnGCCCATAGTTTnCATAmTATACAATATTATATACAATAT^^ 

>ncrb2024.seq 

GGGGACCTAAANNCmGGGTGTATmCmACCCTCCAAGGAAAGAACCTACTAGGTAGAAAAAATATTnGGAATAAGCATTO 

GGAGACTGAAGTAAACAGCTGTGCATCCAATmnATAGTnTGTAAGTAACAATATGTAATCAAACnCTAGGTGACTTGAGAGTGGAACGT^ 

GACAGTAACGAmGAGTGTAnGmATTATAGGAGTTATATGAAGTTATnnCAGCAGGnAAAATnTAAnTCTACAAAATAA 

>ncrb2027.seq 

ATGTACCGGGAGGACnGGAACGGmAAGGAATnAAAGCACAAGGTGTCGCTATTAAAmGGCAAGTnTCTGTAAAGGAAAATM 

GGCGTGACAGGCATTGAGAGTGCAGAGAAGCTCGTGTAGACGGAGAGATATCCTGAGGAAAAATGTGTGATCACGAACTTAAAAAGGAGATACTCGmAGATOCA 
ACATTGCCCGGCCCTGGAAACTTATATACTATCGAGCAAAGAAGATGTTCGATGTCAACAATTAGAAAGGCAGGTAT 
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>ncrb2028.seq 

CCNAMTATOCI^CMGTCCCTTGMCCCAGGCCATGTGGnAGACGTTGGTGTTMGGTOGACCnATGnAGAGT^^ 

GTCTTCATACCCCAGAAATTAnGGTATATnGTAGATACCGAGAATGATCCCTCAGTCTGAGAGGTTAGAATG^^ 

GGTAAAAAAGAAATGAAATTGACAAGCTAGGAAAGAGGAGGCAGAAAGA 

>ncrb2029.seq 

AGTGnGGTCTCCTAGGGACCAAGGCCTnGCATTTTTnCTACCCTGACTCCCACTO^ 
TGTITTGGTCACA 

>ncrb2031seq 

TCGCCAGGCTGGAGTGCAGTGACACGAnACGGCTCATTGTAACCnGAACTCCTGGGCTGAACGAirnCTCGGCTCAGCCTCCCAGGTAGCT^^ 
GCCGGnnTTAACnnTGTAGAGACGAGTG 

>ncrb2032.seq 

TCTGNGGGGNCAGTGGTGTGGGACCAAAATATTCCTAATGAAAAGGAAAGTACCCAAnAGnGATnGTTGGTGGCAnCCCCCnTTGGGAA^ 

TGTCATTCACACTTAGGCAAGCATACACAGGGACGATGGCmAAGAACCACACTGATGGCCTTGATAAnAAAAAGAATACAAGC^^^ 

CTGGGCCAAGACmCTGATAAAAAnGGGCmTACATGTTGTCTAATTATCAnmCCCCAAATmGCGTTGTAGGA 

>ncrb2035.seq 

GAGAAGAGAAATGCACTTGTTAAAnAAGGTOTGCCAAGAATGTTCCAnAAATTAAATTTCCATCACAGGAGAAAAGA^ 

GTGAAGAGTCATGACATAAAAAATCCAGATTATCTTCTGCAGAAGAGGCCTCCAAGAAAAAAGATAAAGGACATTCATCnCAAAGAAATGTGAAGAT^ 

AGGAAGAAAGTGCTTCAGAATCTGAACmGGAAGGGTGCACTACCAGAGACAGATGAAAAATCAGAGGAAGAAGAATnGATGAGTAT^ 

>ncrb2036.seq 

Q.GGCCCGGGGCmNNAGCCTCmAGNTAAGATGTACACNTGCAAGCATTCCCCCGTTCCNAGTGAGTTCACCCCTCTAAATCNCCCACGATCAAAAGGGACAAGC^^^ 

d^^CAATGCAGCTCAAAACGCTOGCGTAGCCACACCCCCCACGGGAAACAGCAGTGAnAACCnTAGCAATAAACGAAAGm 

T|pTGCCAGCCACCGCGGTGACACGAnAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTTTrTAGATCACCCCCTC 

>ffgb2037.seq 

CWTGGGGTAAGGATGmGTGTGACAAGTGCATGTGACmCAGTGCCTCTCATGAATTGACGGCTGCmGGTGGAGTCAGATO 

%Eb2038.seq 

C(^CAATCNTTGGGCGCGGGANGGNAANCTGGGGAANNATGCNTTAAGTGCCNATCCCTTTGAATGTTCCNACGGAAACACTGGTGGACAGAnCTAGTGCTGAG 

TllnTGGAGAGTCCATGGATGGTGGTmCAGTnAGCTACGGCAATCCTGAACTTGCTGAAGATGTCCTTGATGTGCAGCTGGCAnCCTTCGAC^^^ 

QVICATCACATATCACTGCAAAAATAGCAnGCATACATGGATCAGGCCGGTGGAAATGTAAAGAAGGCCCTGAAGCT^^^ 

A'GCAAATTCACCTACACAGTTCTGGAGGATGGnGCACGAAACACACTGGGGAATGGAGCAAAACAGTCmGAATATCGAACACGCAA 

OACCCTATGGGAnGGTGGTCCTGAT 

>l&)2039.seq 

Tlgfe GCCGG GGGGGCGATCnGGCTCACTGCAACCTCCGCCTCCCAGTnCAAATGA^^^ 

TiSrATTmAGTAGAGACTGGGmCAACATGnGGCCAGGCTGCTGTTGAACTCCTGGTCTCAGGTGATCCGC 

CpCGCCTGGCCCATACAATTTmAAAGGGCAnGAGATCCTAAAAnGAAATTGTAGAT^^ 

>fffl32042.seq 

AiSGGAAAACAmCAGTTAACAAAAGACATGATCAATGTGAAGAGAnCCAGAAAACACTATATGTGGAAGAAGnG 
ATGTATACGGNAmGAACATACAnCCATGTTCGAGAAGGAGATGAACAGAGAACATTCTTCAGmCCCTGCTGTAGTTGCTCCATO 
CAGGAGTTCATGCCATnGTCAAGGAAmTCGGAAGCCCTGACCAGGCATGGAGTATCTCACAAAGTAGACGATTCCTCTGGGTCAATCGGAAGGCGCTATG^ 
A 

>ncrb2043.seq 

GANTAGAGAANCCCGAAATAAACCCAAATACnACAGCCAACTGATCnCAACAAAGGAAACAAAAACGTAAAGTGGAGAA^ 

CTAGCCACATGTAGGAGAATGAAGCTGGATCCTCCTCTCTCACTGTATACAAAAATCAACCCAAGATAAATTAAAGACTTAAATC^ 

TTGGAAAAATCAnCTAGACATTGGCnAGGCAAGGATTTCATGAACC 

>ncrb2045.seq 

CTGmGTTTCAAnGGCCAmAAGmAGTAGTAAAAGACTGGnAATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGG^ 
TGCGTGTGGCAG 

>ncrt)2051.seq 

CTCTCGGCCmGCGCCATTTTTTTGGAAACCTCTGCGCCCATGAGAGGCNAGTGGAGGAAGAAGCGAATGCGCAGGCTGAAGCGCA^ 

TAAACCGCTAGCTTGnGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGTTGTGGGACTGCATGCTACTGTCTAGAGCTTGTCTC^ 

TGGATCTAGAACTTCATCGCCCTCTGATGGCCGATCACCTCTGAGACCCACCnGCTCATAAACAAAATGCCCATGnGGTCGTCTGCCCTGGACCTGTGACATTCTGGACTAm 

TGTTTTAn 

>ncrb2052.seq 

CAGAAATGAAmCAAAGGTAGAAAnGTTGGGGAAAAGTGCAGnAACTTnGTGTTGAGAGACmGGGGTGCTGCAGATCTCmAT^ 
>ncrb2053.seq 

GCCGGGAAAnCGGCNNTOTGGCCCGGGAGAGATACAGTGAGAAATTATGTGATCTGTGTGnGTGGGAAGAGAATmCAAm 
GTGAATTTCCAAATAAATCTGAACACTTGTGTnAC 

>ncrb2056.seq 
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TGTTGCCCGCCNGTGmCCCGTCCGTACCGCCGAANTGANANTCGGmCAmMGTOGACCTAMTGCTCnC 
ATGATAATTCTnGTATATAAAATAAACATTTGAAAAAAC 

>ncrb2058.seq 

GGCNAGAGAGAGNCACmGCACCACAGTACAGATAGCAAGAAGGGAAAGACAGAGAGTGAGAAAAAAGAGGAGTCAGTCGCTCCTC 
AGAGAAGCACAGAAAGTGTGTGTAAAACGGAGTGAAGAAAG 

>ncrb2059.seq 

ATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAAT^^ 

GACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACC^^^ 
CTGGnGTCCAAGATAGAATCnAGTrCAACmAAAmGCCCACAGAACCCTCTAAATCCCCTTGCAAAm 

>ncrb2062.seq 

ATTGTnAATGGGTGCGTGGAGnTCAGmGTGAAACTGAAAAAGTTCTGGAGATGGACTGTGGTGATGGTTACAAAACAAT^^^ 

AAATGGnACATGGTAAATGTTATGTGTATGTOCnCAATGAAGAACATAGGGGTAAACTGTTGAAAGAATGCACATTAG 

GAAGCCTGGTTCCTTACAGGACTGTACTGGTAC 

>ncrb2063.seq 

CCAGGGGGAAANTTCGGGCCNATTANTGGGCCCGGGGGGGANGANTAANCCNAANGGCNTGCTOCCCCCmGGGANGGGGCACCGTTCCnCTTG 
nGCCCCGCAnCAGGGGnGnGACCGCCAAGGGCGAGCACCTGACGCTTTAGAATTCAGTCACCCTGTTG 

>ncrb2065.seq 

CCAGCNACGTAGNACNAGANAAAACTACCCGAATCCNAAATAAGNAGCTACMCCNCACNAAGTAACATTGTACCACM^ 
AACAACTACCTCTTGCA 

>ncrb2067.seq 

cH<3GACAGCGTGGGTATCGAGGCGGACGACGACGGGCTCAACAAGG™TCAGTGAGCTGAATGGAAAAAACAnGAAGACGTCA"rTGCCGAGGGTA 

A^TGCTGGTGGGGCTGTAGCCGTCTCTGGTGCCCCAGGCTCTGCAGCCCCTGCTGCTGGnCTGCCCCTGCTGCAGCAGAGGAGAAGAAAGATGAGAAGAAGGGAGGAGTCTG 

Gi^TCAGATGATGACATGGGATn 

>i|}2068.seq 

C^a^GAAATGGAACTOGTGAATAAAAATGCTCAAACnGCCnGAGTAGTACTTTnATTnTrCATGTATA^ 

CjdCTAAGTCnCATnGTAGCTCTGTGAGATAAATGAGATnTAGATCCATnCTAmCTATTGATTGAAmAC^^ 

TAfeGAATACmACCCACGTATCAGCCATATGGCAmAGAACCTGTmCCCCCAAACATATCCATATTm 

m 

^Ei$it)2071 S6q 

clSSAnCCCCAmCCCGACATmGGAAAGTmGACCCmAACCTGAAAGAA 

AeTGGGTCTmCTATCTCmGTACTACACTGAAnCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACm 
>|pb2072.seq 

Cl^GCCNTThrrTGGCCCGGGGAGGGCNTnGAGGCNAGCCNGCCGCCAGGGGCCTTCTGCTGAGGGGGCCAGGCGGAGCTTGAGGAAAC^ 
AflgTAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGnACTAAGATA^ 

(^GAGTAGCATGAGGAAGGAAAAGATAAAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTT^ 

cSagcccccgaattaataccaatagaagggcaatgcttttagat 

>|l!b2074.seq 

tafggccggggaacaaccgcnncatctgtcccgctgcgtgtmcctcttgatcgggaactcctgcnctccttgcctcgaa^ 

cctgtgcctgtgccggctcctgcaaatggaaagagtgcaaatgcacgtcctgcaagaagagctgctgctcctgctgccctgtgggctgtgccaagtgtgcc^^^ 

aaagggacgtcagacaagtgcagctgctgtgcctgatgccaggagagctgtgctctcagatgtaaatagagcaacctatataaacctggatm 

>ncrb2075.seq 

ACCnNNGGTAmATTGGGAAGCATmGTATATTGGAATTGTGCCTCTGTGCCATTGCCAAGGGAGCCCTGAGAGAGGACCCTGGTTATATGAGCAm 
AGAGGGTGTTGGCATCCTTAGAAGCTCCCTCTnCCAGAGCACTGGGCCACGTGGGTGACTTGCTGGCTGCCnCAmGATACCTGTGAACACmCCTTOGCCCACnG 
TCGGTGGCGAmGCCCTCCTCCCAAAAGACACATGACATTTTCTAAAGACAGCTGGGAGATTCAGCTGTCATCTAATGGGGTAATGGCCAAAGGATGCTGCT^^ 
CCAGGACGGTCCGTCAACAAAGAAnATGTGGCCCA 

>ncrb2076.seq 

GAGGACTAGCGAGGAGGAGnGAGAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGAm™GGTCmCGTGGTCAGTAAATTCCGGGAAAnCAACAGGAGCn^ 
GTGGAAGGAATGAAGGCCAGGTGAATGGTGAAACAAATACACCCATTGAAGGAAACCAGGCGGGTGATGCAGCTGCCTCTGCCAGGAGTCTACCAAATGAAGAAATA^^^ 
TAGAGGAAGTACmCTGGGGTCTTAGATACAGAACTACGATATAAGCCAGACTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACA^ 
ACTAAAAAGTCAAAGAAGCAT 

>ncrb2077.seq 

CGGCNTTmNGCCGGGGGTnCAnGTACCTGACNACCCTCGGTTGGCATCATGGACCNATGAAGAAGCAAGACGAAAACACACAGGAGGGAAAATCC^^ 
ATGTAATACATATATTTACAAATAAAATGCCTCATGGACTCTGGTGCTTC 

>ncrb2078.seq 

ACAGGGTnCACCCATGTNGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGmTCCACCCCCCTCGGCCTCCCAAAGCCTTGGGATTACAGGTATGAGCCACCACGCCCAGCCCGA 

ATNTCTGnGmAAAAACCCCAGATTCTGGTACTmGCTATAGCAGCCTGCAGGGACTAAAACAGGCACTCAACAAACATCTGGCCAGAGCn 

GAGNNCGAGA 



>ncrb2079.seq 
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NTGGCCGGGAGNGGAMGANGnMCACCmGACGTCmGGAGnGACATGGMCAGCAGGTAGTTGnATGTAGAGCTAGnCTCAM 

CCACAAACAGATTGAGGCTCTmAGAATTGAAmACTCTTCAGTATTTTCTAATGnCAGCm 

TAnCTGAAGTGGmAAATGGTATCTCTTAGTAACnGCACTCGnAAAGAAACACGGAGCTGGGCCATC 

>ncrb2080.seq 

CACNACCTGTmCTCnCTGGGGnG ATGATCAC CCTTCAGGAAGCAAAGCTGATGAAGGACAAGGGCTC^^^ 

ATGTTCTCTTTTAGGGTCCAGATAAI 1 1 1 i I i 1 1 1 lANAAAANAAATGTAGAGTGAAGGTGACAGCCmGATTATAGTAGTAAAGATGATGCAAATAGmGTATAATAAAT^^ 
CATGAATCTGTATnGAAATrTGAAACCATCCTAATAATATAG 

>ncrb20d2.seq 

GAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGnATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCAnGACAnGCACC 
CGAGCAGGAATTCGGTGTGGACATAGGGCCGGTGTGCncnGTAAAAACGTGAACCCAGAAACAACAGAATCCGnGCAAACCCAAAGGACGCAAGTA^^ 
CTAGGAGTGTGCACTGAATGGCTGACCTGACCTGATGTGCATTCATCGCACCCTCTCACAGTTCGGACTmCTCCCCTCTCm^ 
AATCTCGGTGTTGTATTTATTTTTA 

>ncrb2083.seq 

AGnGAGAAGGAAAnGAAGAANTTAATATmAGAATGCTGATTGGTAATAATGCTTTAAAATTAGAGGAAAGTGGTGAGm^^ 

CCTCAGAGATAGCCCATTCTGCATCTAAAAATAGGTTAATAGGGCTGGGGGACAATCmNGGTTGGCAGGTACCTOnATTTCATTGAATGTGA^ 

GGnAAAATCTGTAAAGCATTGTTGAAATATAGncnAGAGTrTGAAGCATGnAGTTC 

>ncrb2085.seq 

NGGCCGGGCNAAGGTATTrGGCCTGnCTNTAGAATGCNGTGATTGTCCCAGCTAGCTCTGTTACCNAGCCCTm 
GGTGATGTAGCACTTCTGTTmAATAAnATTGCTTAAAATACCTAnAATAGTTnGGGTCAmAAAGGGACTO^ 
TGGTCTGGCAGTTTCCTAGTTTTGTATCTGGTTCAATAGAAATATGGTG 

>ncrb2087.seq 

Al#™TCAGNTNAnGCNCTCTTAGATGTGCTAAGAGTCAGCTTGCACAAGNTAAGTCCTTGAGGAANGGGCTGCCANTGAAAAAGCCAAGAT 
AgGAAAGTCAATTCAGGTAGAAACAAGGCTAAGTGATT 

>iy}2088.seq 

TtfiTAAGmnTGGCNlTCnGGTAAGnTGTGTAAAAGGGnAmGAGGGCCCCAGANCGTACCTGAATnAAACGCTCTAGAAGAAAGGGA 

A^TGCCTGCAGGTAACCTAnAAGATCAAGTAGGGTTGGGCCCGGGAGCCAGTGTCTCATGCCCTGTAATCCCAGCACTGTGGGAGGCTGAGGCAGGCG 

GjlJrGAGACCAGCCTGATGAACATGGTGAAACCCCATCTCTAC 

>S)2089.seq 

Ai!\NNAAATAGTGmA^ 

TCTGATC 

>ip8)2090.seq 

(^gACAACCTCGGTGGTGGCCACTGCGCAGACAGACnCGCTCGTACTCGTGCGCCTCGCnCGCTmCCTCCGCAACCATGTC^ 

TflATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGATTGAACAGGAG^ 

AillCACTGTACATTCCACAAGCATTGCCTTCnATnTACnCTmAGCTGmAACmG 

>nM)2091.seq 

AMjTOGATGTAAACATTNAAAmACCCTGTAGACnGGGTGACAAGmCGGnGGTCATAGCTAGTACCTO 

T^TAGGCCnCCAGGTGAGGGAGTGGAGAAGGTAATACTTGAAATATGCCnGAGGACTAAGTAGATAAGTGATATAG^ 

AGAATCTGAGTAACCTTAAGGAAAmCTGCACTTAAGAAnCAAACAGGCCGGGCACCGTGGCTCACACCTGTAGCCCAGGCACmGGGAGG 
GA 

>ncrb2092.seq 

GANCTGCGCAAAAGCAATGCAGCAGAACGCAGGGGGCCCTCTGTAAGGCACATGGAGGTGATGGTGTnCTTAGAGAGAAGATCACTGAAGAAACn 
GCTGGCAATATTACAATCCnGACCTCAGTGAAAGCAGTCATCTTCAGCATTnCCAGCCCTATAGCCACCCCAAGAGTGGTTATGCCT^ 
GGCTTCCCTGTCTAnGGCTmCCTGTATCTATmCCTGTAmCCTATCATmATTATCACCATGCAA^^ 
CCCATGGGGCATCTCTTGTGNCTTAnG 

>ncrb2093.seq 

GAGCCTCTACTGACTCCAACGAGCGCCCAAGAAGAAAATGGCNTAAGTGGAGTCCCTGTGCTAGGATTnTCATCATAGCTGTGCTGATGAGCGCTCAGGAATCATGGGCTAT^^ 
AAGAACATGTGATCATCCAGGCCGAGnCTATCTGAATCCTGACCAATCAGGCGAGnTATGmGACTnGATGGGTGATGAGATrnCCATGTGGATATGGCAAAGM 
CTGGCGGCTTGAAGAAmGGACGAmGCCAGGTTTGAGGCTCAAGGTGCATTGGCCAACATAGCTGTGGACAAAGCCGACCTGGAAATCATGACAAAGCGCT^ 
ATCACCAATGTACCTCCAGAGGTAACTGTGCTCACGAACAGCCCTGTGGAACTGAGAGAGCCCAACGTCCTCATCTGTTTCAT^^ 

>ncrb2094.seq 

TGGCNCNTTCCATCTCTTGnCAGTAAACGCAAGTCTGCAGAATCCAGGCTmCTGGGAAAAGTGAGGCCACNCATGGCTCTGGAGAAGTCTCnGTCCGGCTCCnCTGCn 

TGATACTGCTGGTGCTGGGCTGGGTCCAGCCTTCCCTGGGCAAGGAATCCCGGGCCAAGAAATTCCAGCGGCAGCATATGGACTCAGACAGTTCCCCCAGCAGCAGCTCCACCTAC 

TGTAACCAAATGATGAGGCGGCGGAATATGACANGGGGGGCGGGTGCAAACCAGTGAACACCTTTGTGCACGAGCCCCTGGNAAGATGTCC 

>ncrb2096.seq 

CNTNTCNNGGCNTGGAGNNGAGGGNCCAGGGCCGGGGANGCCCTnGGANNGGAAAANCCCGCCAGNANTAAAAGnTTTnnTTl-CCTCCnmGG^ 

TTAAAATACCAACCTACCTnAAAAAAAAATAmGGTCCAAATAAGGGTnACCTAAAGANTAmGGCTnAGCCGmAA^ 

GAAAATATGAAGACTTTAGAAAGAGTAGCCT 



>ncrb2097.seq 
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GGTTMGAMGMTGmAMGCTTTnAAMGACnCAGncnMTGTMCTGTACCCnCTGCAT^ 

CACnGCAGAGGGCTGCmATCATAnGTACnGGGTGTAGGACTCTAGTGTTCTnGGGTGTATTGCATGGGCTGC^^ 

TACTTCACTGATGCnGTCTGGTAATAATCACTTCTGTGTTATAATGG 

>ncrb2099.seQ 

GAmTAGTGTAACNAATGATGTAATGAnCTGCCAAATGAAATATAATGATATCACTGTAAAACCGnCCATm 
CCCTGATTAATATGnGGCTTCGCTTTCAGGGTTmAATGACCACAACAAGCAAGCATGCAGCnACTGCnGAAAGGGTCTO 
GTTACTACAGCCTCAAACnCTGGGGTCAAGTGATCCTCAGCCTCCCAGTGGTCmGTAGAGTGCCTGATAGAGTCTCATGGC^ 
ATTTTTGCAATC 

>ncrb2101.seq 

ACCCCNGGGAAnCGGCGNmTGGCCGGGGGGANATTCAGCCGGGGGGTTCGGGGCGACGGACTCTCCAnCCAGAACCATGGCCCAAmGTCCGTAACCC^ 

CCCGGCGCTGGTGAACGCTGCTGTGACnACTCGAAGCCTCGATTGGCCACAnnGGTACTACGCCAAGGnGAGCTGGTTCCTCCCACCCCTGCTGAGATCCCT^ 

GAGCCTGAAAAAAATAGTCAATAGTGCTCAGACTGGTAGCnCAAACAGCTGACAGTTAAGGAAGCTGTGCTGAATGGGnTTGGTGGCCACTGAGGTGTTO^ 

>ncrb2102.seq 

AAAAAACNAAAACNAAAACCAACCAATCCAGTGmnGGTAnCACCCATAAAAGATGAAAAACAAAAAACNTAAGCCAACmCTG 

TCACAnGAGCTnGGGCGACAAGTTnGACAGAAAGTAGAGGTTCCTCTCCTGTGGTCATGAGCTTGTGmCAAGGAGTTAATGnAAG 

AGAGAATAAGGGGGAAATAAATACATTnATACACACATACTCAACATATATCTATCGACATAmATGGATA™ 

>ncrb2104.seq 

GGGACNNAACATACTAGTACAGNCCTATACTCCGTCTACATATTGTACGACAACACAATGGGGGTCACTCACCGACCAGATTAACAAGATAAAACGCTCAnCAC^ 
TCATGTTCATACACCT 

>ncrb2105.seq 

CACNCACCCAGCTAATTTAGTATnnAGTAGAGATGGGGnTCACCATGnGGTCAGGCTGGTCACGAGCTCCTAACGTCAAGTGATCCCAAAG^^ 
AfficTGCCTGGCCmCTGGnAAAAnCTGTGAGGTnGCATAAAAGGAATAGAGTAGGGGCCCAAAAACCAGT^ 

>ra)2106.seq 

TSLGTGmAGTAncnCTATATGACnCAATGACTTAATTmGTCCGTGGGAATAATmACnmCTTAAnn 

ci^ACGGGTGCAGTGGGTGATGCTOTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCAGATCACTTGAGCTCAGGAGTTCGAGAGCAGCCTGGCCAATGTGGTGAAACCT 
dllCAAAAACACAAAAATTAGGAGGGTAnGGTGGTGGACACGTGTAATCCCAGCTACTCGGGAGGCTGAGGA^ 

>f^2108.seq 

AWNTNAGGGAACmCACCCnAAAATCTTTCTAAGCNAAGTGTGAATAGGATTmACTCCCm 

w 

>ncrb2109.seq 

SffiGCTAAGGTAAGAACGTGCTTGTGGAAGACAAGTCTGTGGCnGGTGAGTCTGTGTGGCCAGCAGCCTCTGATCTGTGCAGGGTAnA^ 

Tfe^CTAGAGGCTGGCAAGAACCAGTTGTmGTCTTGCGGGTCTGTCAGGGTTGGAAAGTCCAAGCCGTAGGACCCAGm 

q(l|TGTTACTTGCTnGAGnGGAAGCGGmGCAmACGCCTGTAAATGTATTCATTCnA^ 

>|M)2110.seq 

AalTGAAATTGAGAAAAAGAAGAAAAACTAnCATCTCAAAGGAAGGGAGGTGGAGCATGAATOTAATCACCC 

(ISTGCCATATGAATGTTGGCACGTGCGATTCCAGTAGCTCAGATGCCCTTCCCGGTCCTGCCTGCCCATCTCCCTACGGCAGAGCATOTCCm 
T^CTACAAGnCCCTmCCCCCTGAGGCCAAGGTAGGAGCCCTTCTmCTGATGTCTGCGTATGT^^ 

>ncrb2111.seq 

ATTAAGAATGnGTGCAATATTnGGAATGGGACATTGGTGTGmAGAGATmAGmAAAAACAAAA^ 
TTTGTAnAAAAGCATGATACATAAT 

>ncrb2112.seq 

GCNAGGATGGCAAGAAAAGGTGGCAACTTCTATGTACGTGCAGAACCCAAATTGGCGmGTCATCAGAATCAGAGGTATCAATGGAGTGAGCCCAAGGGTTCGAA^ 

CncnCGCCnCGTCAAATCnCAATGGAACCTnGTGAAGCTCAACAAGGCTTCGATTAACATGCTGAGGAnGTAGAGCCATATAnGNnGGGGGGTACCCCAATCT 

TAAATGAACTAATCTACAAGCGTGGmTGGGAAAATCAATAAGAAGCGAATTGGmGACAGATAACGCmGATTGCTCGATGTCT^ 

>ncrb2115.seq 

gagtgtaa™catctcagctttgagggctcctgtggcaaattcccggattaaaaggttccctggttgtgaaaatacatgagataaatcatgaaggc 

GGACAAGmCCTGGGCTGGACCGmGAACAGAGAGGCnATTTGACmATGCTAGAAGATGAGGGnCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGAOT^ 
TAGGCCCAGTGTGCCCCnCGGCTGTCAATGCCATCTTCGAGTGGTCCAGTGTTCTGAnnG 

>ncrb2116.seq 

GGATCCTmGTAGTTCATGAGGGTGATGAnGGGTGTTCATAGGCTTGTGTGAGATGTGGCACGCTTGAACGTTG™GGACGTAGGCAGG™GCCG^^ 
>ncrb2117.seq 

ATGTAGTAGGACCTGGGNGTCCCCACTGTCTCATCTGTGGGACTTGATAGTTCCTCAnAGmAAGATATGmGCATGAGTTGCTAGACTATTCATAmCATAn^ 

GGTCAAGATGAATTCAGAACCAGAATCTTCmTAAAAAmGAGTACGGAGnAAGGAGGCAGNGAGAAGTnnATTnCTTGCGTA^^ 

TGGTGCTAT 

>ncrb2118.seq 

CATCTACATTAGGTGTTTCTCCTAATGCTATCCCGACCATAATTACCCCGATACTCCmCACTATTCCTCATCACCCAAGTAAAAATATTAAACAGAAAC 
AAAGCCCCC 



>ncrb2119.seq 
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AGAGNmAAGGAAAAAAGAACTAGATGAGGAGGAAAGCATTCGGAAAAAAGCTGTGCAGTnGGAACCGGTGAACT^ 
TGAGACCmAGATnTGAAGAAGCCAGAGAACTTnCTTATTGGGTCAGCACTATGTCmGAGGCAAAGGAGTTC^ 
CCAAGACCACAGTGCTCTGmAAGGTGCTTGCAncmGAAACTGACATGGAGAGACGGTGCAAGATGCATAAACGCAG 

>ncrb2122.seq 

GAAAGTGGGAGAAAGTCTGTATNAATGGGCAnGGGAAAGCATATATnAAAACGGACTCC™^ 

CAAGmTGCTTCTACCnGATnGTTGTGTGACCTTGGGCAAAnAGTCTCTGAAAATCAGmOT^^ 

ATATGAGCnCAAGAGATAATAGTGnAACTCAAATCTAGAAACnCTOGTGCTTTAGAAATGT 

>ncrb2124.seq 

GAAATGAGATGAAACCATGAGNATGAAATGAANNAATGNCATGCAAATGATGAGATGAAATGATGAAATGAGATGAG 
TGAAATGAAGTGAAATGAAATTGAAATGAGATGAGATGAAATGAGATAAAATGATGAGATGAAATGAGAAGAAATGAGATGAAATGATG^ 
ATGAGAAATGAGATGAAATGATGGGATGAAATGAAATGAAATAATGAAATAATGAAATGAAATGAAnGATAATAnGAAGTGA^ 
AATGAAATGTTGAAATGAAATGAAGAGATGTAACATGAAATGAGGTGAAATGATGAGATGAAATGAAATGAAATC^ 

>ncrb2125.seq 

GTACTTGTAAAAAAAAGTATATATACATATCTTnGAAGTGTTAAAAGGAAAGTAGTACTTTATATTCmATCA^^ 
CTGTmGTAGCCTTAAGAAGTGTTTCAAACATATCTGAATGTATAAAATAAGAGTAAATGGCGTAGATGGTGTGATGCTGC^^ 

>ncrb2126.seq 

GAGTCNGCGTGGGTGAGAGAGTGAGACACTGTCTCCAAAAATATAATAATAAAAATAAAGCCTGTATCTCAATGGGAAGAnTCTGCTAAGG^^ 

GCAnAGGTTTCAACTnAATGCmCTGnACnCTGGTAAAGGTTAAGTGAmnCCATTAGCTGTAGAAGTnGGAGAGCTATnACCAAGCCA 

AAATTCATCTAAGAATCAAGTCTGAATGCCCAATTGTATTGC 

>ncrb2127.seq 

QGAGGAAGCAGTAAAATCGTTGTGAAAGTGTTGAAGGCACAAGCACAGNAGTCAGAAAGCTAAATAAAAAAATGAAACT^^ 
>fl§t2128.seq 

t;®ATTTNATGGGTGTGGCAGTGmCACAATGGTrCAGAACNAGGGAGnGAAGTCAAACAGTTGCTACTTGGAATTCCA 
Gg-GAGCCCTCGnGTCCTCCTCTATAAATAATGGACGATGATGATGCACCCCAGTGAATGACGATTGTGGAAAATAACATATGTAAA^^^ 

>!if|b2131.seq 

Ci||A^AGATGAGAAAAACCCAACAGGAAACACAGACACATCCTCCAGTTCTATCAATC 
TGfTTACATGAAATGGGGAGAAAGTCACCGAAATGGGT^^ 

qp;CTCTCCTGGTnCCACACCTCAGACACGCACAGnCACCAAGTGCCnCTGTAGTCACATGAATTGAAAAGGGAGNACGC 

>Mb2133.seq 

AGCCTCGTTGCACTGCTGAGANCAAGATNGGTCACCAGCAGCTGTACTGGAGCCACCCGCGAAAATTCGGCCAGGGnCTCGCTCnGTCGTGTCTGn^ 

IgGGAAATATGGCCTCAATATGTGCCGCCAGTGmCCGTCAGTACGCGAAGGATATCGGmCATTAAGnGGACTAAATGCTCTO^ 

ypAAAAACCATGATAATTCTTTGTATAT 

>!}yb2135.seq 

^^AAAGACTGGnAATGATAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGTmGTGGACCACm 
AfqAGTACTTmAATGGAAACAACnGACCAAAAAmGTCACAGAATm 

>|||)2143.seq 

AACnNmGCGAAAAAGACAGGGAGACAGTACTGTCATCTGCAnATAACGGACTGTGATTGGATCACATGAGCAAAT^ 

TCACCTTCTCATCAGAnGAAAAAAAAAAAGCNCTGAAAGCGANTTNCTGAAAAAAAATTGACAGCTAGNGTTm 

CAGGGNGATATGCTGATnTCAnGGGCNCATGGACTGAATCAC 

>ncrb2145.seq 

AANNACNTCCGGCCrfTCNGNGGCCCTCCGANTGAANGANNCGCNAGCGTAAGCCNTGCCGAANAANNTTAAANTGGTGAANTTGG^ 
TnCGAAACGCCACTTTGCCNGNCCCCCCGGGTnCCCTCCCCGGGGCTACCGCCCTGTCTNGAGCGGTCGCTT 

>ncrb2146.seq 

ATGCAGATCTTCGTGAAGACCCTGACTGGTAAGACCATCACTCTCGAAGTGGAGCCGAGTGACACCATTGAGAATGTCAAGGCAAAGATCCAAGACA^ 
CAGCAGAGGnGATCmGCTGGGAAAGAGCTGGAAGATGGACGCACCCTGTGTGACTAGAACATCCAGAAAGAGTCCACGCTGCACGTGGTGGTCCGTCTCAGAGGTGGGA^^ 

>ncrb2148.seq 

CNAGCCAAGANNACCCmCTACCACCCCCNNGGGTGNNTCNAACTNGGACCAAAAGANGAANGGGCCANGGAAGAAANACnGGAAAGCNAAGNTCCC 
mGGGCAGTTGAAAGGGAANCTGAAAATGAAACCNAGNACACCACCTGAnGGGGANCTGTAmATAmAAAAAATAGCTAAN^^ 

>ncrb2150.seq 

TGGCCCGGGGAAAAANTACATTAAATTTnAGTGACATGTATGAATGCAAAACACTAATACTTTnGACTGATAGACTAATTGAATCC 

GTGAATTAATGTAATTnAAAnAATmCGTGTGCATCTTAACGGATCnTATAGTAAAGCCCTGATAAAGTAAGGn^^ 

TAAGTAGnGCmCCTGGAATATGCmTTTGGTAAnGTCTGCTnAmGGACAAGGCATCAATACAnGAnAACCGGTAG^^ 

>ncrb2151.seq 

CCCGGGANTTGGGCCNnTAnGGCCGGGCAGTGTGTCTGTAAAAACNAACTCTTCCCCAGCCNATGTGGGGCCNAACCGAGAATTTGATGAAAACACATGCCAGTG 
GAACCTGCGCCAGAAATCAACCCCTAAATCCTGGAAAATGTGCCTGTGAATGTACAGAAAGTCCACAGAAATGCnGnAAAAGGAAAGA^ 

CTGmCACCTGGAGCGAAGGTGGAAAGGAAGAGTTAGCGACGGTCATGCAGCGAGCTGCCAAGTAGAGAOACAAGAGTGAGGGTGGGGCTGGTCACTGAGGAGCACAGTTCTGG 
AACATGGCTGGGTTTAATTNCTTGGG 

>ncrb2152.seq 
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CTCCGGCCNNCTMTGGGCCCGGGGTGNCCAMGTGTGCCCCCNNNGGCn^ 

CTCnCTCCCAGATGnMTAGMCMGCCTGCACCMCCCTGGATTTTmTCMTACGATAC^^ 

TTTTGACTT 

>ncrb2155.seq 

GANCGTCnAGCNATCTT^CNATCAATAnANACTTCAAGACNAATAAAAGTO^ 

ATTGTmGACCTGATTTTnCTGTTGAATGACAAmCTGGCnGAATATGGAATa^^ 

GnGTATGTGCCATGGCTGAAGTGTTTTTTGCTAnAGC 

>ncrb2157.seq 

TNAnGGGCCGGGCNAGGGTCAAAGTACNAGANTAGANTACNNnGATACNAAAGTACAGAAAAATACTnGAmTOTO^ 

CACAGGCAAACCAATACAGAATTGACTGCAGTTGAACAGACTAGAAGTAnTGTGGGAGGAGTGACATGAAGCATGAGTTATCTGATITTT^ 

ATnGGAAnCATGTAACAGTTGTGTCATAAAnACACAATAAAGGAGTCCTGTTGAAATT^^ 

>ncrb2159.seq 

ATGGATAAATAGATACAGGNNAGTGAACAGNNCTAGGGCTAAGGGCTNGAAGACTATNNCCAAGTGATAGACGTGGGGCTTNAGGCATNATCAA^ 

GGATATTGCTCGCCACAGNATCmTCAGNTAAnGCACTCmGATGTGCTAAGAGTCNGCTTGCAGAAGTTAAGTCCTTGAGGAAGGGGCTGCCAGTGAA^ 

CTGTCTAGCTCTCTTAGCTAAAAGAAAGTCAATTCAGGTAGAAACAAGGCTAAGTGATTAAAAGAAAAGGAAAGTCTAAGAAC 

>ncrb2160.seq 

CTTGGTGnCGCnGmGGAAGAATOmCCTCTGAAmCTGGGCTTGGTGnCCAGnGGCAnTGCCTGAAGnGTAnG^ 

AAGAC 

>ncrb2161.seq 

CANTNTGTGGAATTGCGGTCAGCAGCCAGCCTACCCCGACTGTGTGAGCCTGGTGGACGGTGATGAGGAAGGAGTTGAGTGGGGATGGCGCCATGCATGGGAGGAAnCATGTTCA 

GTCTACCAGGCCCCGCTGTGTCGGATACACACTCGAATGATTGAAGATCCGAGTGTGAmGAAnCTGTGATAnTTCACACTGGTAAATGTTACC 

Ai@^mATAnAmGAnCACnACTGACmGCATmCGTWAAAAAGGATGTANGAM 

>prb2162.seq 

G^GTANTATGAGGAATGCTGTTGCTCTGATTCTGGNACTACTnCTAATTNAAGATCATGACATCCGTACCCCGACnACTGNG^^^ 
/SspGGTGATGAGCCCTTGAGAGTNTTCCGAGTCTOTGTmCCTnCTGTGAGnnC 

>!|fcfb2164.seq 

cWCNAGCAmCTGAAAAAGCTGCTTCnATTAATNCTACAAACTCTCACGATGATGTGAAGAGTnCACAAATCC 

>ficFb2165.seq 

ailfvltgganctcatggcccngtaatcccngcacctntggggantgccccgagngccggggagngatcacaaggtcaggagatcaat^^^ 

c^tctctactaaaaatacaaaaaa™gcccgggcgaggtggcgggtgccctgtagtctcacctactcgggaggctgaggcaggagaatggcatgaa 

cptgagccaagatcgcgccactgcactccagcctgggcgacagaatgagactccgtctatt 

>f|ifb2166.seq 

dlSATTTGCAATTCGGGGAGGAATCTGACTTGGAGACACAGAmGAGAGCTATCAGCATATAGATAGCATATATAT^^^ 
q||CGTGTCAGGAGAGTGGAAGGCAAGAGGTCAGGGGACAGGAAGCCTGCACGACAGAAAAGGAGCAACCGCAAGnGAAAA^ 

>M)2168.seq 

cfiGCATGTCTGAmGCCNCCCTGGATGAAAGGCAGACATCAACATGGGTCAGCACGnCAGnACGGGAGTGGGAAAnACATGAGGCCTG 

CGTTCTGGACCAGCTACTGAATOnAATCTCACTTAGCGAAAGTGACGGATGAGCAGTAAGTAAGTAAGTGTGGGGGAmAAACTTGAGG 

AGGAATTGTGAAATATTAAATGCAAAnTACAACTGC 

>ncrb2169.seq 

TCCGGCCAAmAATNGGGCCGGGANATAAGGNGGAGNGTGATAGCATTGCnrCGTC^ 

GAATGATGAGCCCTTCGTGCCCCCCGCnCCCCCTTTmGTCCCCCAACTTGAGATGTATGAAGGCTm 

GACnGAGACCAGTTGAATAAAAGTGCACACCAC 

>ncrb2170.seq 

TCGGCCAATTA^^■GGGCCCGGGTGGCCCCTTGAT™CNTAAAATATTATACTAGCATTTACCA^CTCACTTCTAGGNAATACT^^^^ 
ATGCCCTAGAAGGAATAATACTATCGCTGTTCATTATAGCTACCTCTCATAACCCTCAACACCCACTCCCTCTTAGCCAATAnGTGCCTAnGCCATACT^ 
GCAGCGGTGGGCCTAGCCCTACTAGTCTCAATCTCCAACACATATGGCCTAGACTACGTACATAACCTAAACCTACTCCAATGCTAAAACTAATC^^ 
TGACATGACTTT 

>ncrfa2173.seq 

AnNGCCGGGGGGGGTGGGGTGACAAGTATnGCNGGCTGGTATGAAGCTGAATCACAGGAGGCTGGAACTGTACACAGAnGTTGGCCAAAGTCAGAGAAGAAGG^ 

AGTTpCAGGAACAAnmGACTGTAGTTGTTAAGAGTATGGACTCTGGAGTCGTGAAm^^ 

TTmCCATCTGnAAATGGGCATAATTAGTATTTCTACAACACAGACAATGATGAGAACAAAATGA^ 

>ncrb2174.seq 

GACTCAGTAATAnATGACTATGGACATGGGGAGGTTCAAGATTCnATGAAGCTTATGGCCAGGACGAGTGGAATGGGACCAGGCCGTCGCTGAAGGGCCCTCGTGCTA 
GAAGGGAGCATACAGAGAGCACCCATATGGACGnATTAAAAACAAACATGGGGGGAAAATATCAGTTATGAGC 

>ncrb2175.seq 

CTGGGCNAAANGGCCCNGTATANTACTGGGTANnCCCCTAATATAACCCNGCCTTnGAAAAmATGTGTnGGATTAGTGCCCT^ 
ACCCmCCGnCnAACAGAAAATnGTAmGTOnCCTCTTAAATTTTGTCGTAACTAGTGAAGGAAGTN 

>ncrb2176.seq 
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TGAACAGNTCTAGGGCNAAGGGCTNGAAGACTATCCCCAAGTGNTAGACGTGGGGCTTNAGGCATTATCAATCGGACAAATTCC^^^ 

ATCAGNTAATTGCNCTCTTAGATGTGCTAAGAGTCNGCTTGCAGAAGNTAAGNCCnGAGGAAGGGGCTGCCAGTGAAAAAGCC 

AAAGTCAATTCAGGTAGAAACAAG6CTAAGTGATTAAAAGAAAAGGAAAGTCTAAGAAC 

>ncrb2177.seq 

TGGGGCCCGGGGGGCCCnTTCNTCGmCCCCCGGCGCNNTCmAGTCGGCTGGCTGGTTGGGTTGGGGGGCCCGTCGCCGCTCCCTAAGGGC^ 
AAGAAGACGAAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGTACGTCCTGGGGTACAA^^^ 
GAAAnGGTCAnCTCGCTAACAACTGCCCAGCmGAGGAAATCTGAAATAGAGTACTnGCTATGTTGGCTAAAACTG 
CAGCATGCGGAAAATACTACAGAGTGTGCACACTGGCTATCATTGATCCAGGTGACTCTGACATCATTAGAAGCATGCCAGAACAGACTG 

>ncrb2178.seq 

NATNGGCCGGGGTACCGACCTCmGNCGGTGGATCACTCGGCTCGTGCCGTCGATGAAGAACGGAGGTAGCTGCGAGAAnAATGTGAAnGCAGGACACAT^^^ 
TCGAAGGCACnGCGGCCCCGGGTTCGTCCCGGGGCTACGTGTGTCTGAGCGTCGCTTGCCG 

>ncrb2179.seq 

TNTATGGGCCCGGGGGGANCGTTGGTGCCCCAGNACNGGAATTCGGCTTCGACGTTGGCCCTGTCTGCnCCTGTAAACTCGCTCCATCCCAACCTGGCTCGCTCCCACCCCM 

ACmCCCCCCAACCCGGAAACAGACAAGCAACCCAAACTGAACCCCCTCAAAAGCCAAAAAATGGGAGACAAmCACATGGACmGGAAAATAT^^ 

CAAACnAGTTTnATCTTTGACCAACCGAACATGA 

>ncrb2180.seq 

CTCCCCNGGGAATnCGGCNTTmGGCCGGGATCTGATAATTGTGGAATACACAnCTTCTGTCAGCACATGGAACAGTCTTCAGGAT^^^ 
AGATATTTTAAAAATmGAAATCAAGTATCnCTCAGACTACAATAAAACnGAAGTCAATAAAAGAAAGAAACm^ 
TAACCAnGGGTCAATGAAGAAATTAATATGAAAATCAAAACAmATTGAAACAAATGAAAACGGAAATACAACATACCAAAAC^^ 
GAAAATAGCAACAAAGAGCTACATGAGAAAGTTAGGGAGnCAAATAAACAATGTAATGATACAGTGCAAGGAACTAGA^ 

>ncrb2181. seq 

l^GCCATTmNGCCGGGGCTNAAACnAGCCCCCAAACCNCTCCACCnACTACCNGAAACCCnAGCCNAACCA^ 

Gl^GCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATTATAACGAAGCATAATATAGCAAGGACTAAGCCCTATACCTTGTGCATM 

/SPIGCCAAAGCTAAGACCCGCGAAAGCAGACGAGCTACGTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGGAAAATAGTGGGGAAG 

C^GCCTGGTGATANCnGGTTGTCCAAGATAGAATCmGnCAACmAAAmGCCCACAGAACCCTCTAAATGGCCTTGTAAAm 

Q^CATTAGGAAAAAACCTTG 

>)fcb2182.seq 

AMCTAAAAGTGGACAAAGAGCGGCAAAAAGATCCTGGAACGGAAAGCCAAATGTCGCGAAGTAGGAAAGGAAAAGGGCAAAT^^ 
/iifigTAATCmTATACAAGCmGATTAAAACTTGAAACAAAGAAAAAAAAAAAA^ 

>fttD2183.seq 

GGCNCCTTCCTGAAGCTGAAGGTCAGCATAGACAAAGGGGCTCAGAATCGCGCAGGCGCAAnGTGCCCTGGnCGCGAAGATGTGGTTCCCAA^^ 

C0TCTGCCTGAGACGCTCGACCCAGCCGAATACAACATATCTCCGGAAACCCGGCGGGCGCAAGCCGAGCGGnGGCCATAAGAGGCCAGGTGAAACGAGAGTACCTGC^^^ 
^CGATCGCAAGCGCGGAGGGCTCATCGAAM 

>p^2184.seq 

GgDTGGTTACTTAGAAGCTGncmGGCATAGGnAAATTATTCAAATCACCCCGTACCCTCCAGCATGTC^^ 

AgGAGGGAnGCAGACCCTCCATCTGGGCAATGAAAAGmATCTmACAGTTCAGCGGCTCTCTCTGTTCTTAGGA^^^ 

Tf^TGGTCCACTCTGTTCTGAAGCnCTTGCTACAGGAGGTGATGGTGAG 

>ncrb2186.seq 

CTGTGCGTGCATGANTGTOTnTGTAAACAGATGACATTnCTGACCNGGCACATGCCGATCCAATmCTGTC^ 

AnGTTGTATACACCTGAATTGCnTGCATGGTCTCAmGAGATAAnGATGTAAGAATCCTGACTTTm 

AAAAACAAAAACAGACACACATGAACTCAGAnTGCAAACGAGGTnCTGAAACmGGGT 

>ncrb2187.seq 

CNCCCTGGAAGCNNmGTTTCTACCmGATATGACNGTTmCGGACAGTTTAmGnGAGAGTGTGACCA^ 
>ncrfa2188.seq 

AANGGATAAAnGATACAGGNAAGTGAACAGNTCTAGGNCNAAGGGCTNGAAGACTATTCCAAAGTGNTAGACGTGGGGCnNAGGCAnATCAATCGGAC^ 

GGNTAnGCTCGCCACAGNATCmTCAGTTAATTGCACTCTOGATGTGCTAAGAGTCNGCTTGCACAAGNTAAGTCGTTGAGGAAGGGGCTGCCAGTGAAAAAGC 

CTGTCTAGCTCTCTTAGCTAAAAGAAAGTCAATTCAGGTAGAAAGAAGGCTAAGTGAnAAAAGAAAAGGAA^ 

>ncrb2189.seq 

GGAAAAACTTTTTTTmCTATAGAACTTTmNGAT^ 

GGCAGAAAAGAnAWGTCATACCTCCATTGGGGAATAAGGATAACCCTGAGATTCTTACTACTGATGANAACATTATCTGCATATGCCAAAAAAm 

mAAAG™CGGAATCTACCATTnAAAGnAAnGCTTGTCAAGCTATAACCACAAAAATAATGAATO^ 

AAAGCAGAAT 

>ncrb2191.seq 

GGAGnCGGCGGTCCCGCGGGTCCGTCTCTTGCTTCAACAGTGmGGACGGAACAGATCCGGGGACTCTCTTCCAGCCTCCGACCGCCCTCCGATTTCCTCTCCGCTTGCAAGCTC 

CGGGACCATCnGTCGGCCATCTCCTGCTTCTGGGACCTGCCAGCACCGTTmGTGGTTAGCTCCnCTTGCCAACCAACCATGAGCTCCCAGAnCGTCAGAA™ 

GTGGAGGCAGCCGTCAACAGCCTGGTCAAmGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTAmCGACCGCGATGATGT^ 

>ncrb2192.seq 
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GANNGCATGGTTGCTCTAnGGACTACCCGTGAGGATGGTGTGACCCCATATATGATTTTCmMGGATGGmAGAMTGGAA^ 

TCACCTGTCATCATAACTGGCTTCTGCTTGTCATCCACACAACACCAGGACTTAAGACAAATGGGACTC^^ 

GGAGGCATTGTTmAAGAAAAACATGTCATGTAANGGTTGTCTAAAAATAAAATGCATTT 

>ncrb2193.seq 

ATATGATAGGAGnCAAGGGCmCTGGGTTCCAmCACTGAGGAAATGAAAATATAACTGAnAGCCMGACAGAGT^ 
GCAAGCCCTCAAGCCTACCTCAnCCTGAAGAGnGAAGGAGAAAATGCCGTGCTAATmCTGCCCTGCTAT^ 
CTATCAAAGGAAAATCTGTAAACGATGACTGCAAAAAGCAAGTGAAATGATGCAAAGAGAAAATAmGCAAAA 
TGTGT 

>ncrb2195.seq 

gattnnatggataaatatgatacaggtaantgaacagntctaggncnaagggctngangactatcccnaagtgntagacgtggggcttnaggca™ 
aactgcggatangctcgccacagnatcttatcagntaattgcactcnagatgtgctaagagtcnncttgcacaagnaagnccttgaggaaggggctc^^ 

TAAAGTCTGTCTAGCTCTCmGCTAAAAGAAAGTGAAnCAGGTAGAAACAAGGCTAAGTGAnAAAAGAAAAGGAAAG 
>ncrb2197.seq 

NGGNTGGTGAAAGnCnGCTCTACGTACCTCCTGCTGGCCCTmGCGCCCTGTGCAGTGGGACTGAnGCCGTGGGTGTGGGGGCACAGCnGTCCT^ 

GGGGGCTACCCGTGGCTCTCTGTTGCCAGTGGTCATCATCGAGGTGGGTGTCTTCGTCTCCTGGTGGTTmGTGGGCTGCTGCGGGGCCTC 

AG 

>ncrb2200.seq 

AGNAGTGGAAGCACAGAAAACTAGAAmCGmATTTTGTTTnAAAATATATATGTTGATTTCnGTAACATGCAA 

GAGTAGAGGCAnTAGGAACTTGGGGGCTATTCCATAAnCCATATGCTGTnCAGAGTCCCGCAGGTACCCCAGCTCTGCTTGCCGAAACTGGAAGnAmAT^^ 
GAAAGTCATGAACAGATCAGCTAGCAAAAGAAGTAACAAGAGTGATTCTTGCTGCTATTACTGC 

>ncrb2201.seq 

ri^GGCGGGANNGnTGAAAATATATTGTNATAATTCTGTAAATATAATCAATTCAATOTTAGGACAGACTAGAmCAACTAAC^^ 
IfPCCAAAATCTAGnTAACACCCTGCTTAACTACACATTAATCAAAACTnAACATAATAATAAAAATTATCCmAATO 

>'fficfb2202.seq 

dikTGnCGTCGTGGCAACGTTGCTGGTGACAGCAAAAATGACCCACCAATGGAAGCAGCTGGCTTCACTGCTCAGGTGAnATCCTGAACCATCCAGGCC^ 

T^CCCTGTAnGGATTGCCAGACGGCTCACATTGCATGCAAGmGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAM 

dgtGATGCTGGCATTGrrGATATGGTTGCTGGCAAGCCCATGTGTGTTGAGA 

>5Sb2204.seq 

GG?CCGGGAAAmCGGCCNTTTnNGCCNGGGAGNCNnGAGGCNGCCNGCGCCAGGGGCCnCTGCTGAGGGGGCAGGCGGAGCCnGAGGAAAGC 
TlGmGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTC^ 

A^CTTTAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCnCTTCATG^^ 
qpTACAGAGCCCGGAAnAATACCAATAGAAGGGCAATGCTTTTAGA 

>Jp32205.seq 

MCTCCTATCTCTCAGCACATACMCAAATCATATGCGAGATAGAnGANGACTTAI^CGTCNGACCTGANACTTT^^^ 
qifAGACTGGCAAATTGGGTAAAGAAGACCCTTCTGTGTGCTGTAnCAGGAGACCCATCTCACATGCAAAAGACATGCATAGGCT^ 

>Wb2206.seq 

dmCTGAGATCTGCTmAGTGAAGTGGATCAATGATGAAACTAGCCAAATCTGAGCATCAGAAGTCTn^ 
>ncrb2208.seq 

ATAAAAGCAGmCnTGTATTCCTCACCCTAGATTTGTATAAATGCCTTmGTCCATCCCnTmcmGT^^ I i 1 1 i IGTATAAATG 

AGAGATTGCAAATGTAGTGTATCACTGAGTCATTTGCAGNGTTTTCTGCCACAGACCTTTGGGCTG 

>ncrb2211.seq 

GGAAGATGGGCGCACCCTGTCTGACTACAACATCCAGAAAGAGTCCACCCTGCACCTGGTGCTCCGTCTCAGAGGTGGGATGCAAATCTTCGTGAAGACAGTCGCTGG 

CACCCTTGAGGTGGAGCCCAGTGACACCATCGAGAACGTCAAAGCAAAGATCCANGACAAGGAAGGCATTCCTCCTGACCAGCAGAGGnGATCTnGGNGGAA^ 
TGGGCGCACCCTGTCTGACTACAACATCCAGAAAGAGTCNACCCTGCACCTGGTGCTCCGTCTNAGAGGNGGGATGCANATCTTCGTGAAGACCCTGACTGGTAAGA 

>ncrb2213.seq 

GGAAAAAANANATCTCCTCACTAATAGAGAATAATATAAATTGAACTACAGTCTTGTGATGCCTTCTTATAAAACTGTCAAAAGTO 
GGCCAAATACTCTGCTGAAGAGTAAATGGATACAATTnCTGTAAGGCATCTGGCAATGTGTAGCAAAAGCTCGTTGACCCAGAAATTW^ 
AAAGAmATAAACAAACCmTCAAAATGmcmATAATAGCAGAAAATTGCAATTAACnGAATnCTCCAAGCTGGC^ 
CAGCTGTnCCAATCCTGTTCTCAGATAAGGCTGTGGGAAAnGCTCAATGCATGA 

>ncrb2215.seq 

GAAGCNGCCTCTCTGCCAAGTCACTCAGGTCATGGGCATTGnCAAGCCTGAGTGGCAGCCGGTCnGCTCACCTGTTGAGGAAGGGCTGGCTCACTGTCCACCGTGGCGGCATCTT 
TAACTGGCCTCCACTCAATGGGAAACTGACTCGCCTGTGAAAGACACAGTGGGAGAGCTGAAAATGAATCAGAAGCmATGTATATGATTm 

>ncrb2219.seq 

ACNAGGGGATAGCTCAAGCCnCATGAGGAATCTGATACAAACACTTCCCACCAGGCCCTGCCTCCAACATCGAGGATTACATATCAACATGAGAmGGAGGGGACAAATGT^^^ 

CTATATTAATAAGGATATAAAGAAAAAAATAnmGTACAGCTGTACTATGTGmGTGTmAAGCTGTATGAn^^ 

AAAGTAACAGTAAGCTAAGGTTAATATATTATTGAAAAAATAT 

>ncrb2220.seq 

GTTTCCCCAGTTTATAmnGTGTGCTOGTTAACGATCAGTTGGTTGTAAATAGnGGCTGTAmCTGGGTTCTCTATTCTGT^ 
ACGGGTACACTAAAATCTCAGACnCACCACTATACAAnCATCCATGTAACCAAAAACCACTTnACCCCAAAAGnACTGAAATM 
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>ncrb2221.seq 

GTGAAMGTCAGGTGGCAGAMCCTGGGGCCACATAGAGCCTCTCTCnTnCCTGmcnGGCTCTAGMGATCAGCACTGCACT^^^ 
TCCAGAGmGAAGGnCTCGGAAAGACCGGAGGGCnCTCCCCACAGAAGGCGGAGAGAGCTGGGGCTC^GACATGGGTG^^ 

>ncrb2223.seq 

GmAATGAGAGTCCTAATATnCTCATCTnGCTGACCAAATATCnAGGGGAATGTAAAmGAGAAAATAGAAGAATCTO^ 
>ncib2224.seq 

^^?$J^^$ACTGCMCT/^^^ 

TGGACATCGGTGGTGCTGACCAGGAAncmGTGGACATTGGCCCAGTCTGmCAAATAAATGAACTCAATCTAAA^ 
>ncrb2227.seq 

TGATGGANCGGGNACGAACCTGATCTCnATACTAGTATCCTTAATNAnmAnGCCACAACTAACCTCCTCGGACTCCTGCCTCACTCAmACACC^ 
^C^^AGCCATGG^^^^^ 

I ALU I buAOuAt/AAO 

>ncrb2228.seq 
^I^^^CGGGAHG^^^^^ 

^^II5I?;?™?^^AQ^^TGATTAGAmCCCTGTAAGAAGCCAGCAGAAATTGATGCTATCACm^ 
AATGA 

^b2229.seq 

GSeTTACmCCTGGAAGCCATATGCCmTGTGGGCACTATTACTATCAATTTCTACTTAATGAACCTCTGTATGTGGCACT iv^Mov^iUAijibAi n^iAfaAi 

TfflGGGGnCAGTTTTTCCCCATGCACAAGGCCAGAGAGA 

>ffib2231.seq 

G^CCCCGGGAAANCTCCGGTCNNnAnGGCCGGGANGNAGANTGCCNmGAAGANCCCAGGCNCCATAGAAAGAGTAGAATGCCCACGT^^ 
ASStSATAAGGTAGCTTAAGAAAGCTGGCAGTGACAATATTTTCTCATATGTAATTGCCAGTCATATGC 

Si 

>fn5fb2235.seq 

^AAGCCACACATAATAACAGTGGCATAACCAGAAnCAGAAmAAATCCATACAGTCTGTCmGATTCCATGCTGTCTATCCTGmM 

aImSStwSS^SS 

>S)2237.seq 

A^WAATTAATTGGGAnATATATGGCmGnAGACCAAAATATTCAGTGATGAGAACAACCmAAAAATOGTGTG 

>ncrb2239.seq 

>ncrb2240^ 

tttttmSSatggg^^ 

>ncrb2241^ 

ATTCTTCGATrrrG^^^ 
>ncrb2242^ 

AGGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGC^^^^ 
>r)crt2243^ 

ArSmwlGOTTMn^^^^^^^ 
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>ncrb2245.seq 

CATAAAACCCTCATTCACACGAGAAAACACCCTCATGTTCATACACCTATCCCCCATTCTCCTCCTATC^^^ 
>ncrb2246.seq 

AGTCTCACAGNAATNCCCCTCTACCmGATAnCCACTTAGCTGTAGAGTCCATCTGmGTCCATCTGCTGAA^^ 
>ncrb2247.seq 

>ncrt)2248.seq 
>ncrb2250.seq 

TGAAMGnTMTGGTMnCCTGGGGGTOGTTTmGMGACCCCCATATMmGGAGAGTGTGC^^^ 

>ncrb2251.seq 

— ^^^^ 

Srb2255.seq 

I^CAATATGCnAATGGncmGTACAATmGAAAGmCTACCTGTATATAATGGATGTTAACCAGTATCAATAAATCAC^^ 
>Mb2256.seq 

ffi^I^JfCCTGTACnAATGCTGTmACAGGTGATTCACATAACAGGCCGGCTACGCCTGAGAGTGTCGCTGTCC^^^ 
jeGTTGnGCGCATGCCTTGCCTCCCCCTACGATCAATGAAGTCAGAATTGACTGCC^^^^^ 

>5pb2257.seq 
jif?^J:?pGTCGCC^^^^ 

Q^TCmGGAGGCnCAnCACTGATnCCCCTAnCTaGGCTACACCCTAGACCAAACCTACG 
^I^^CTCGGCCTATCCGGAATGCCCC^^^ 



>|i|ib2258.seq 
>ncrb2261.seq 



>ncrb2262.seq 



>ncrb2263^ 

ACATTCAGTAGAACATTTTATTGCCTAGTTGACAACATTGCTTGAATGCTGGTGGTTCCTATCCCnTGACACTACAC umiv,oAi,i««i iMbAAWVWfaAAfaAA 

>ncrb2265.seq 

TNAGCANGCTGATGAATAAGATCTAAGAGTOCCTGGCTACAGAAAGM 
>ncrb2266.seq 
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>ncrb2267.seq 

GAnTATGTGC^CTMTM^^ 
>ncrb2268.seq 

>ncrb2269.seq 

AAAAMTGGMmCACCnGCAC™TMTCATATACAMGATCTAmCAMTGGACTGTA^^^ 
>ncrb2270.seq 

?aSSctScmSSS?JgSS^ 

>ncrb2271.seq 

5^rai'b2272.seq 
40t2273.seq 

>pcrb2274.seq 

pCCTGTGTGGGAGGGTGGTOCTGTGGGTGGMTAGTGGAGGCCTTCMCTCBAnAG 



>f||)2277.seq 




>ftM)2278.seq 

^T°^?f^^^^^ATCTCCACTTGACTC^^ 

GAmATTTTACATGCTmGAGnAATGTTGGAAAACTAATCACAAGCAGTTTCTAAACCAAAAAATGACATGnGT^ 

>ncrb2279.seq 

CTGGGACAGAATGAAGACAAGCTAAGmCATCTTCTGCTACTATCACAAACTGAGATGACACTTCTATTT^^ 

TTTTmACACACTCCTTCCCTATAGCCTGnCTCTACAGTGCAGCTGAAGAACCCTTT^ 

>ncrb2280.seq 

lAAAACSAGTAGCGGTaTrnMATMATCTTOSGAAGGAAGTSCGCra^ 

>ncrb2281.seq 

GGGTGACGGGGAATCAGGGTTCGATTCCGGTATAGGGAGCCTGAGAAACGGCTACCACATCCA^^^ 
>ncrb2282.seq 

>ncrb2283.seq 
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>n crb2284 .seq 

GTCTCCTTGTTCATGnGCTCACMCMGAMTGGGCTMTGCTATGMTMTMTMCAMCACTGCCTTCT^ 
>ncrb2286.seq 



>ncrb2 288.seq 
GTTTCTTTTTC 
TTTrGGGGGGnTA 



GmCTTmCTGTmGAGTGTCmCTTTGCAGGTTTCTGTAGCCGGMGATCTCCGTTCCGCTCC 



>ncrb2289.seq 
>ncrb2291.seq 

>ncrb2292.seq 

>i^2293.seq 

^c^aST^'^S^S 

>lmlb2294.seq 

QJTGCTGCTGTCTGTmCGTGATTCAGCAAGmCATCTCAAGAmATCAAGCTGTGCAGGGAGATGTGGGGM 
>tf|)2295.seq 

TOSAGATACTGGAAACmGGTTTTGGGATCCAGGAACACATCGATCTGGGTATCAAATATGACCCAAGCATO 

>nM)2299.seq 

>ncrb2307.seq 
>ncrb2308.seq 

>ncrb2309^eq 
>ncrb2310jeq 

^GTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCW^ 
>ncrb2311.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page95 of 776 

>ncrb2317.seq 

>ncit2320.seq 
>ncit2323.seq 

TGATACCTGAGTTmATGCmTMTTmTGTTCmGAAAAAAMGCCCTAMTCATAGTAAMCATTAT i^moh.! ,^ 

>ncrb2324.seq 

CCCGGGAATCTCGGCCNmANTGGCCCGGGAACNTGTACCAAGCCGTTAATCNCCCCCCCTAGGGCATGATTAACNAAAGCAACCCTTTCCCTTCCCCCGAGTGAT^ 

GCTGCAGCAAACAAATAAAATGAAATAAAAGAAACAAATGAAATAAATAnGTGTTGTGCAGCATTAAAAAAAATCAAAATA^ 

>ncrb2328.seq 

Q^TAGAATTGTTTACCmATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACnCGAGGGGnCGTGCTGTM^^ 
GmGAAGGCACAAGCACAGAGTCAGAAAGCTAAATAAAAAAATGAAACTTTTnGAGTAATAA^ 

>|Wb2330.seq 

9.H^®^^^'^^°™®^^'^^<5AGGAACAGCTCTTTGGACACTAGGAAAAAACCTTGTAGAGAGAGC 

>tob2331.seq 

q^CCCTGTAATCCCCAGCCTGCCTaGGANGCCTGAGGCAGAGGnGCAGTGAGCCCAAGATCGTGCCACTGACTC^ 

>ilfb2335.seq 

T|pTAGAAATATmCTAATGGAGTCATAG7TAGGGCAGTAGAmGGTTATCTAGGGGGAAGTAGCTAGAGCAGTT^ v"v»«i««v. 

>@32336.seq 

GATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGnACTAAGATATTGCnAGCGnAAGTTmAACGTAATmAATAGC™ 

CCCCGAATTAATACCAATAGAAGGGCAATGCTmAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTTTAGTTTA 

>ncrb2339.seq 

TATGGCCGGGGAAAAATATGTGGAAGmCCAGGAGGCCTGTWGAGCCTGAAGAAGATATTGGAGACACAGCGGTTCGAGAAGTTm 

GTCCGTCCTGAGTATTCGGCAACAGCACACAAATCGTGGAGCTmGGGAAGTCA^^^^^ 

GCnAAGATGTGAGTGGATGGATCTCAATGACCTGGCGAAGACTGAAAATACAACTCCCATCACCAGCAGAGTO^^ 

>ncrb2341^ 

mgattoSfScS^^°^^°^^^'^'^*°°^^°^^'^^^ 

>ncrb2342^eq 

TCA^S^TTmCTTcS 
>ncrb2344^ 

SSSSS^aSISt^S^^^^ 

>ncrb2346^ 

^?i^3Si!i]^TGGATW 

TmGTCmCTTGACTTnGGTAGnCTAGCAmAGAAACXTTTTAmATGAnCAACACATAGTOTATmAGTAGTTATC^^ ITATTTGCTAT 
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>ncrb2347.seq 

CACCCTCGACCTCCAANGTGCTGGGATOCAGGCGTGAACCACAGCGCCCGGCCAGCCAATOCTTTm 
TGATGGTTCATGCCTGTAATCCCAGTATmGGGAGGCTGAGGCAGGAGGATGGCTTGAGCCCGGGAGmGAGAGGAGC^^^ 

>ncft}234d.seq 

AATGGAGCAGTCAGTACCCACACAACATTTAnCATTAAATTCAACATCTTACATAGGTGCAGTTC^^^ 
CCATAACAGATATAnAAmnCAAATGTTGTGAAAATTACCAAAATGTGACACAGATACATGAAGCAT^^^ 
CCACAAACCTTCAATnGTAAAAACAAACAACAAAAAACGCCCACAATATCTGCAAAGGACAATGAAGCAAAG 
AGATAGAAAGTTGGGTGGGTGGTTGCTGGGCCTGGGGGAGGAGA 

>ncrb2351.seq 

AGCAAAAGCAATCnGAGTAAAGGGAAGAAAACTAGAGGCCTCACACTAAnCCCAAATATACTACAGAGCTGTAGTM 

CCAATGAAATGGAATAGATAACTCAGAAATAAATTCACACATnACAGCCAACmCTmGACACAGGTGCCAACAATA^^ 

GGGAAAACTGTATCTCCATATGCAGACTAATGAAACTAGACCCCTGTCTCTGACCATATGC 

>ncrb2352.seq 

GGCnCTnATTTmAAATGAGGGGCAGACACAAAGTAAAmCCAAGTCACCTTGAAATCAGGCA^^^ 
CTmCTGmACAGCATAAACTTTAAGGCGGGTCTTAGnCTmAAGAAGTGAAAAGGAGAAGCTCTC^^ 

>ncrb2357.seq 

NAGGAATGTTAAGTGCCTTTmCTCAGTTTGCTmGTmTTCTGGACATAGTTTTGTTTCATGATG 

CAGTCTCATGGGAGAGGCAGACAGATAAGCACAGGATCATGGTGCAGTGAGTATGGCCACTGCTGAGCGTCGAGGAGACCCGTGGCTAGTTGTGGTGGCTAGGGGAGGGATGnGT 
ATOGTCAGnCTCACACTGCTATAAAGAACTACCAGCTAGGTGCGGTGGCTCACACCTGTAATGCCAACACTnGGGAGGCCGAGGCGGGTGGATCATGAGGT^^ 

>ncrb2358.seq 

G:a3TGGAAGTTCTCCAAAACAATATGCACAACAAAGTCTGACCTCACTCTGAGGGAGAT6CGAAGTGGGAGGAAGAAGGACTAACC 

GigTCTGCCCACCANGGGCTATATGTGCGACCmCANGTTGGGGCCAAGGAAGTGATGTCAGTGTGACAGAAGGGAGAGmGACCTCCAGACGTCAGCCTC 
C|HmCAATCTGAGTGTTGTTGCCTTAGCTGTGTTGGTATTGGCT 

>^rb2359.seq 

4^CCAGTGAGTGTGAGCATnAAGAAGCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGA^ 
WGCTAGGAGnCAAGCCATGCCTGCAAATCGCCTCTCTTGCTACAGAAAGATACTAAAAGATCACAACTGTGACAACCnCCGGAAGGAG 
CMTGTCCAGGATCATTTCTGGGATGGGAAGGGATGTGAGATGATCTGTTACTGCAACTTCAGCGAATTGCTCTGCTGCCCAAAAGACGTm 
WTTGCAACAATCAATGAGAATCTTCATGTAnCTGGAGAACACCAT 

^TM)2360.seq 

ArrTCAGAGTCTGATATnCTTGnCGAGACTGGAGnTCCCATACGAATmGATATGGAGCCGATGGTGGTGCCAAATT^^ 
A^AACTACAGAACGTCAGAAAACACGTCCAnCCTGinCACCAACAmCCTGmTCTGCTACCTCATCCTGGCTTAAAAGTAGC 
^^TAGATGATGAAnCATGAAAAAGnGAAAATAGTGAnCCTTGGCTACmGTCCCGAGAGCCTAGATA^ 
TA^CAAGGCTOTATAAAGATCTATCAAGGTGAAGAAnACCACATCCCAAATCCATGnACAGGCCACAGCAG 

>npb2361.seq 

A;SCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTC 

AI^OCCTCTAAATCCCCnGTAAAmAACTGTTAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAGTAA^ 
AfgCACCAATTAAGAAAGCGTTCAAGCTCAACACCC 

>ncrb2362.seq 

TATGGCCGGGCNAAGAANGCCCCTCANTmNTAACCCTGGCAAAATCnGTTAATGTCCnGCTAAAAAATAAAT^ 

CCCACATGAC™™TGCATAAAGCCAAATTTCCAGTnAAGTAATrGCCTACAATAAAAAGAAATm 

CTACTAGAGATAnCTTAmCACTAAATGTAAAAmGGAGTAAATATATATGTCAATATTTAGTAAAG 

TCATTGGAGCAGTOGCTCAmGAGAATAAAGTCAAATGCCAAACACTAGCTCTGTAnAATCCCCATCATOCTGGTAAAGCCT^^ 
>ncrb2364.seq 

GGGGCAACGGGmGCCGCCAGAACACAGGTGTCGTGAAAACTACCCCTAAAAGCCNAAATGGGAAAGGAAAAGACTCATATCAACATT^^ 
AGTCCACCACTAGTGGCCATCTGATGTATAAATGCGGNGGCATCGACAAAAGAACCATTGAAAAAmGAGAAGGAGGCTGCTGAGATGGGAAAGGGCTGC^^ 
CnGGATAAACTGAAAGCTGAGCGTGAACGTGGTNTCACCATTGATATCTCCnGTGGAAATnGAGACGAGCAAGTACTATGTGACTATC^ 
TCAAAAACATGATTACAGGGACATCTCAGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTG 

>ncrb2365.seq 

GGTTCCTGCATGAAGACAGTGGCTGGCGGTGCCTGGACGTACAATACCACnCGGCTGTCACGGTAAAGTCCGCCATCAGAAGAGTGAAGGAGnGAAAGACCAGTAG 
TACTCTTTGAGACATCACTGGCCTATAATAAATGGGTTAATTTATGTAAC 

>ncrb2367.seq 

CAGTGGTGTGTGAnGATACATAGATGATGATCmGCTTCnCTGTGTCTCnGAAGTGCCAACAAGAGGAATAACTGAATAAAnGG-TO 
>ncrb2368.seq 

AATAAAmTTTmAGATCnGAAAmATAATAAAAATACTnACCTACCCTGATCACCAAM 
AAGCAATA 

>ncrb2369.seq 

GGAAAAGGAACAGATTGnCCTAAACCGAAGAGGAGGnGCGCAGAAGAAAAAGATATCCCAGAAGAAACTGAAGAAACAAAAA^ 
ATGTAATTAAAAGG 
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>ncrb2370.seq 

CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCGATAMG 
>ncrt)2373.seq 

^WGGAGATGAAAGGAGAAAAACGTCAGATGGCTGTCTGAA™CAGTCATA6^GGGGCTAGTGGCACATCAGCC 

GTCAGGAGTACGTAGAAGCmAnGGCTGAAGGTATnGAGTACAACCTCTGCCCAAAraTGGACTGACCAAGTGAACCATGCAAACAC^^ 
>ncrb2375.seq 

5in^^^!!!^^^^'^<^'^°®'^'5<^'^Q<5CATCACAGGATGCCTTGTC^^^ 

GCAACTTCCAGAGAGTGGAAGAATACTGCGAGAAAGTATGGTGCACAGATAGAAAGAGGAAAAAGCnAAAATGTCACCCTCCAAGTGGAAGTATGCC^^ 
CCGnCCAAAGCTGAGCAnACCGCCTGCCCAGGCACACGCTGGACTCCTGATGGGGTGAGACTATCTACTGTCTrrTGAA^ 

>ncrb2377.seq 

ACTCCAGCC0GGGCAACAAAGGGAGACCCTGTGT 

>ncrb2378.seq 

CACTGGGTTCATGTTCTTGTCCCTATGGGAmGTCAnGGATGTTAmAGACAGAAAGAGTGATGAACGGCTAACTGCCTTCCGGAAC^ 

CCCAGTGAAGAAGnACCTGGAAGTAAAGACTGGCTAGATTATCGAATGTTCACATm bA^iAibi lAiTTAAMGeGAATTGCAA 

>nCTb2379.seq 

TtanTGTTAGTTGG 1 1 I lATCTGG 
>©)2380.seq 

^?!:'^^it^<^Ai^5.°^CATGC6GAACGTCCCTGTGAAAATm^ 

bCsSAGAAAAGAAAGAAAGAGAAAGGAAGAAAGGAAG 
>^cii2381.seq 

^CATAMCTGACAGGGAAAACCTAGCAAGAATTTnAATGCCTAGATAATnATGGAAAAGTATM^ 

GMAICTITMTTAAATCA^^ 

Tj!^ 1 1 1 lATGAGAAl II I II 1 1 II I II lAGTTTNAANGC 

>m2383.seq 

CI^GAACGCCGCCAGGTACGTGCGTmCCnGTTTCCCGCGCTCCCAGAGCGWCTCTCGGTAGGGAACGAATAAAAT^^^ 

>(i^2387.seq 

iSilZ^^^'ItiCAAAmAAGAA^ 

I^n^^^'^^'^^^GT^GTTTGACACCGTCAGGTGTTCTGGAmAAATGATAAAAAG^^ 

CTnrrCTrTTTACTAGACGTGTGCCTATAGTTTGTTCATATGAAATAGTCTTTATGCnCAGATGCAM^^ /vwwoMioi/wiAblOlOIOICU 
>ncrb2388.seq 

'^'^'^^^^^^^^^^^ 

CTGGGATOJWTCGAGAAGAACCATGGGTGGACCCGAACTCCCCGGTGCTCnGGAGGACCCAGTCCmGTGCCTTGGCAAAAAAGCACAAGC^^ 
>ncrb2389.seq 

TAGCCAGAAGGACCCAGTTCCTOCCAGCCTCCCmCTCTGTCAGTGGGGACGTCATCAGCCAAGGTGGAAGCCATTAATGAACTAAnCGTmGACCACA^^ 
GAACCTGTAGAAGATGACCTCGTTCCGGAGCTGGGTATCTCAAATCTGCTnCATCCAGCCACT ««<u«v.uuiwwi .bil.H.AbibAAfaWW 



>ncrb2390.seq 

AnGTAGAAAACTGCAGAAAACATGAATAAAATAAAAAGCACTTGTAAGACCACTTCCTAGAAATAACCACTGrrAACAmGGGCATATTTCnC I 1 1 1 1 1 1 1 1 1 A ACCCCAACAATGACT 
ACATAGGGCATAmcmATGNGCACACACTGTCTCTCTCTCTCTCTCTCTCTATmCTAAAAATAGCAGNGATNmGTCTGAGnC^^^ rTTTTTAACCCCAACAATGACT 

>ncrb239l5eq 

ATCTAAGmACCATQCAGTTGmACCAAAAATAGAGGAGGAGAGTCTTAACTmGCTCnGGAmAAGTCAAGGTAOTGTA™^ 



>ncrb2393^ 

GGAAAAGCAAGGCTTACAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAA^^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page98 of 776 

>ncrb2394.seq 

GCAnATOCNGTGACnGGGGAGGAGATAGGCCCCAAAGCCCATAGACAnGTTAATAGGTOGGGACAGGCTCAGTGCTTATGGCACCATC^ 
ACTGCTGCAAGGCCGTTCTGTGGCCCTGGCATGTCCTGGAAAAGTCACCACAAATTCCAATATC 
CAnATGTTmACTGAGnGAAGCTATATTGTATATATAATOCGTGTGTATGTATGTGTGTAmCAAm 
CGCTGTAGCATCATTTACTAAGCAGCCTAGTGA 

>ncrb2 395.seq 

GATCATlTrTGCmTCTGCCnATGGGCnGCAGAAGGAATGTCACTCTCAGGCATCATGGGCATCCT^ 

TCACCCAGATCCTCATGCAGCAGACCCTCCGCACCGTGGCCnCnATGTGAAACATGTG^^ 

TCATCTGGTGCATAGTAAGTATTnCCTTTTTTmAAAmAAnAC™ 

AGACACTCmTGTTT 

>ncrb2396.seq 

GTGGATAAGACTTCAGNAAGAGGAAAGGCCAGAGTnGCTTAGCATCAGCATGTGCAATGGGCGAAACACAGCTCAAAnGGGTGAGTTGA 
GCCCAGCACmCTGCATTCCAAACAGCATCCTACCTGGGTTmATCCACAAAGGTAGCGGCCACATGGTTTTTAAAGTATGAGAM^ 

AAGAnCTATATCCTGATGGTAGAGACAGACTGCAGGCAGCCCTGGACTTGCTAGCCCAAAGAAGGGAGGATGTGGnAAGCCTGnTCACCTGGTTTGTCCTAAGGCCAT^^ 
AAGTACCAGCTCTGGCTGGGGTCCGTGAAGCCCAGGCCAGGCAGCGAAATCTTGCCTGTGCTGGGCAT 

>ncrb2397.seq 

ATCTATCCCCnGTmmATTGTCTACAAACCAnAAATGTAAATATTGTTmAGAGTCAGTCAnGGCmGTCA^^^ 

CGTCTTTCCTCTAGTACTACCAGTATTCATAAATGTATACCCC™CTGTAAmGTTCCTCnAGAAGTCAGATCATCTGAmATAGAGGA^^^ 

TATnTATACATACGTATTATATAGAGAAACAAATGTTTTTAnAAATGnTCAnGA 

>ncrb2398.seq 

CTGGGGCTGCGTGGGTGAAAAGGCAGAACACTCCGCGCncnAGAAGAGGAGTGAGAGGAAGGCGGGGGGCGCAGCAACGCATCGTGTGGCC^^^ 
ATAAATATTTACATGTGATGTCTGGTCTGAATGCACAAGCTAAGAGAGCTTGC 

>pfi02399.seq 

^AAAACAAACGAGNAATATGAGAAAAGAGTTTCGGCCATrGTTGAACAAAGCTGGAATGAnCATAATAGACAACTGGTCTGTTM 

niTTAGAAAGGCTAACAAATTTTAAGTGCCACAGGnTTAAGGAnCTGCAGAAAAA 

WGCATGGTGTGAACTAAGTTATTGCTGCATAAATTTGTAATATATCCTGmGTATTT^ 

>TOfti2400.seq 

AyTCTCACAGGTACCAGTCAGTGGCCAAGACCTGGAGGGCAAGGACCTTGATCCCCAAGCTATGAAAACTCACTCCACTCCCTGCAGTCTCGM 
(^ATGATGCAATCCATGTGCTGGGGAACCATGGTGTGGGACCnCCACCAGmGCCTGCTGGTCACAGTGATATACATAGTTTAnGGGACCATCCCATM^ 
CgAAnCAAAGTATGGAGGATCAAGCGnGTTGCAAGCAGTCGATGAGCTTCAATGGTTGGAACTCATGGGGA^ 
AteACTACTTCAAGCACAGACCTGAACCATAAAACACAAGAAAATTATAGA 

>^gf})2403.seq 

Afi^GATAnTGCTAAGGTGCCAAACATGTnAnTAGGAGATACTGTATGGAATmCTGAACACCTCm 

TpTATTACTAmCAAACACACACACATATATATATATAnAAACTOGATGATAATCAAAATCAAAAAGTCA^ 

T^jTCTCAGTTTCTCGTATGGAnCTTTGG 

>figb2404.seq 

Gf^^AGTAGAAATGATGCnCTGCTCGGAATGGCCCAC^^ 
>nCTb2405.seq 

GGCTAGCATTTGGGGACGCTCTCAGCTCTCGGCGCACGGCCCAGCTTCCTTCAAAATGTCTACTGnCACGAAATCCTGTGCAAGCTCA^ 

AAGTGCATATGGGTCTGTCAAAGCCTATACTAACmGATGCTGAGCGGGATGCnTGAACAnGAAACAGCCATCAAGACCAAAGGTGTGG 

CCAACCGCAGCAATGCACAGAGACAGGATATTGCCnCGGCTACCAGAGAAGGACCAAAAAGGAACTTGCATCAGCACTGAAGTCAGGCTOTCTGGCCA 

TGGGCCTAnGAAGACACCTGCTCAGTATGACGCTTCTGAGCTAAAAGCnCCATGAAGGGGCTGGGAACCGACGAGGAGTCTCTCATO 

G 

>ncrb2407.seq 

CAGGAGACCTAGGGGCCAAGCGATATGAAATCCCCTGAGACTCAGTnTTCCATCTTTCAGATGGGACTGTGTGAGGAACGAGCAGAACAGTCTGTAW 

CnCAGTTCTGTAGGTAATTGCCACTCnCTTCTCTCTAGCAGTCTAAGGTCCTGTGGTCTCTGGTAGGGGTGCnGAATACmm 

ATGnGTATTGCTTCnAAnCTAGTCATTTAGAAGTTGATAAATAACAAGTGCTTCnGTTCTAAGGAAATTAGATGTCAmGAT^^ 

ACACAGCTAC 

>ncrb2408.seq 

AGTGATNCAAAATTAACNAAGAAGANCTGAGnGTnACCAACGGGATAATACAACAAAGGAAATGAACAAAmGAGCTA 
AGATGGAAAAATACAmAGAATGATCTmACATAAAGTnGGAAAAAAATTTTTAATACAnGTAATTTGTO 
AATTGGGATAATCAGGAGGGAGGAAATAAAAGGGAAATACCAA 
TTAATGTTATAAAT I 1 1 1 ICnACTGTTTTTAGGTnTATTACTGTCTGTATGnATATTC 

>ncrb2412.seq 

GGGCTGTTCAGAAGCCTTAGAGGTNNTTTmGTAATmCTTmAAmCTTOGAGAGCTAGGGATGCAAATGTTTTC^ 
ATGCATGTGTCnAGAAAGTGGAGATOmGATGmGGTAAAAGATGTAATTGmCTCTGGGAAATTTGTATCAGTAATTTGAAAATGAGA 
nAGnCATCmCTTTAAAAGAACAnAAATGTAGCCATmGTCAGATGCATGTATTnGGAGCATAAAATGTATGCTGnGm 
TCCACACCATAGTATGCATTGTTATACATACTGTGTACCTAATTATGTTTAGC 

>ncrb2414.seq 
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AGAGCAAGCGTGGAG GATGA TGGAGMTCGTGTGATCAGTGTGCTAMTCTCTCTGCCTGmGGACmGTM 

AnCTCTAnnAAATATTTTTAGTATGTACTGTGTATGAnCATOCCATmGAGGGGAmATACAT^ 

TTGAACAGTGTGGCCCAGCTmcnGCAACCAGAGTATTrnGTACAGATnGCmCTC^^ 

>ncrb2415.seq 

AATCNGACAAAnCCTAGGAACTGCGGATATTGCTCGCCACAGI^TCTOTCAGnAAnGCACTC™ 
CCAGTGAAAAAGCCAAGATAAAGTCTGTCTAGCTCTCmGCTAAAAGAAAGTCAAnCAGGTAGAAACAAGGCTAAGTGAn 

>ncrb2416.seq 

TCCTGAAGCTGANNAGCAnCGGGCCCGAGANGTCTCGCCTCCGTGGCCCnAGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGC 

TTTACTCACGTCATGCAGCAGAGAATGGAAAGTCAAATTTCCTGAAnGGTATGTGTCTGGGTnCATCGAT^ 

TGGAGC^TTCAGACnGTCmCAGCAAGGACTGGTCTnCTATCTCTTGTAGTACACTGAATTCAGCCCCACTGAAAAAGATGAG 

AGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTTGAAGATGCCGCAnTGGATTGGATGAATTC 

TTATACACTTACACTTTATGCAC 

>ncrb2419.seq 

AGAAACTCTTGGGTmGTOTTAGAAATCnTTmTCCAGTAnATGAAGGAnCCTTm 

AATmACTCTTAAAAATCTCGAGGCTGGGCATGGTGGCTCATACCTGTAATGCCAGCACmGGGAGGCTGAGGCAGAAGGATCGCCTAAGCCCAGGAGTTCAA^^^ 
CAACAGTGAGACCCTGTGTCTACAn 

>ncrb2421.seq 

CACGTGGAAAGCAmGTnCTACTnGATATGACTGTTmCGGACAGmAmGnGAGAGTGTGACCAAAAGmCATGTnGCACCTTTCT^ 
CTAG 

>ncrb2422.seq 

GGGCTGGATnGAAGTATTTTGATGTTGTGTTTTGCAAATAnGAAGTOCAATAATGGCAACAGAAGAGGAACAGATACACAGCm^ 
ApGCGCCAAGATGGTGACTGTCTCCTCTAAACCACGAAAGAGTAAGAmGTGCAACCCTCCTCCTCTTCCACCTGCnCAGGAGAATTAAATGA^ 
aHGAGCCGGGACnGGGAGTACTTGAAACAGGAGGAATACACCAGCCTAAATGTACAGACTnGTAGCCGAGCCCACTCGATCGGTCTGTGCCn 
TfgCTCGCTCCATCCAAAmGTGTAGGCTGCTCCTTGGAGCTATGCCTAAAATATAGCTACACCAGAGCCCTGGAAACTGTAGTCM 

>|^2424.seq 

q^GGAANNGTTGATGACCAACCNAGNANNCCTAGGAGTANTGGGTAGGCCCTTTGTAAAATTGACAGAGAGGGGAA^ 
GSSEGTATGGCAAGGAGTCTCAGGCCAAGGATGTCATTGAAGAGTAmCAAATGCAAGAAAT^^ 

>pi)2426.seq 

TpgGGNTTTATGGCCCGGGGGAnCTCATGGAAACATCCACAAGCTGAAGGCAGACAAGGCCCGCAAGANGCTCCTGGCTGACCAGGCTG^^ 

A?lgACCGCCAAGCCGCCCGTGAAGAGCGCCCTCCAGGCCCAAGAAGGAGGAGATCATCAAGACmATCCAAGGAGGAAGAGACCAAGAAATAAAACC^^^ 

AQTGGCCTCTGTGATTACATAGATCAGGCAnAAAAT 

>6pil)2427.seq 

T^CCCGGGAACNTCNAACTGCCGATCCTGGANTTnGGGGGGGANNCmAAAAAACCTGACCTCTGAATGTATTANTC^^ 
AfCAGGGACCTGCTCTATAAGCCCATCATAAmAmTGAAGnATAACAAGTAAAACAGTAAGGTATnGGCATGGAAT^^ 
T|jMCACAGGGAAATGAGGGACAATATATGGnCTGGGATAAnAmATATGGGGAAAATAAAGAM 
GpfTGTGAAAGGAAAGACTnAAAACAmAGAAAAAGTATTGGAGGCTATGATCTTGGGGTA^ 

>i|erb2428.seq 

cnSgggggccccgagcncccgcagnancgcgccgggaagannaagcnccggaaggtggtggcccgtcgctgcccaggcaccaagtgtgccgcccgcatctgcttcagc 
cccactgattgtacagtaaamctaagtgatgaagaaaacttgaaactgmgggaaatgcaacaatcgaaatgg 

AnGACCCTGCTACGGGAATGGTrATGAATCTGGCTGATCTCAAAAAATATATGGAGGAGGCGATOTGCAGCCCCTTGATCAT^ 
ATGTGGTGAGCACGACTGAAAATGTAGCTGmATATCTGGGACAACCTCCAGAAAGncnCCTGTAGGAGTTCmAT^ 

>ncrb2429.seq 

TNTTGGCCCGGGAACTGCCAGTTGCTTACCTAAAGGTmAACCCGCACCATGCACCACCACCACACGCCTTTCnATGCAATGTANTG^^ 
TGTAGGAAGTAGAAGTCATATGTTGTCinGnGTAGTGAAAnATACAGATAGAGTTCCATATATTGTATnGTn^ 

>ncrb2431.seq 

CGCGGTGGCTCATGCCCTGTAATCTCAGCACmGGGAGGCTGAGGCGGGTGGATCACAAGGTCAGGAGATCGAGACGATCCTAGGTAACATGGTGAAACCCW 

ATACAAAAAATOGCCGGGCnGGTGGCGGGCGGCCGTAGTGCCAGCTACTCGGGAGGCTGAGGCAGCAGAATGGCATGAACCCAGGAGGCAGAGCnGCAGTGAA^^ 

GCCACTGCACTCCAGCCTGCGCTACAGAGTGAGACTCCGTCTAC 

>ncrb2432.seq 

GAGGAAAGTGTCGGCGCCGCCACTGTCCGGCCACAGCCTAACGCTGTTCGCTGTCGmGCGGTCTCGCGCAGGGCGGCCCCGGnCTGGTGmGGCGTCGGAATTAAAC^ 
CCATGTCGAGCAAAAAGGCAAAGACCAAGACCACCAAGAAGCGCCCTCAGCGTGCAACATCCAATGTGmGCCATGTnGACCAGTCACAGAnCAGGAGnCAAAGAGGC 
CATGAnGATCAGAACAGAGATGGCTTCATCGACAAGGAAGAmGGATGATATGCTTGCTTCTCTAGGGAAGAATCCCACTGATGCATACCnGATGCCATGATGA^ 
GGCCCATCAAmCACCATGnCCTGACCATGnTGGTGAAGAAGnAAATGGCACAGATCCTGAAGATGTCATCAGAAACGCCmGCnGCm 

>ncrb2434.seq 

TGGGCCNnTATGGCCCGGGGATCTCTCTCGGGTGGAGTCTTCTGACAGCTGGTGCGCCCTGCCCGGGAACATCCTCCTGGACTCAATCATGGCTTGTGGTCTC 

CTGAATCTCAAACCTGGAGAGTGCCTTCGAGTGCGAGGCGAGGTGGCTCCTGACGCTAAGAGCnCGTGCTGAACCTGGGCAAAGACAGCAACAACCTGTGCCTGGACTTCAACC 

CGGTTGAACGGCCACGGGGACGCCAACACCATCGTGTGCAACAGCAAGGACGGCGGGGCCTGGGGGACCGAGCAGCGGGAGGCTGTCTTTCCCnCCAGCCTGGAAGTGTTGCAA 

GAAGGTGTGCATCACCTTGGACCAGGCCAAGCTGACCGTGAAGCTGCCAGATGGATACGAAnCAAGTTCCCCAACGGCCTCAACGTGGAGGGCATCAAGTAGATGGCAGCT^^^ 
TGACTTCAAGATCAAATGTGTGGCCTTTGACTGA 

>ncrb2435.seq 
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TATGGCCGGGAGGGCCTTAGAMNGGMTGMGCTGGTMTGTnAAAAAAMTTATACTGAGMTGCAAMTCAT^ 
ATOCTTCAATGTACCATAnTTTGTnGTnGnTGTATGTATCTGTGTGCCTCTCTGmGCC 

>ncrb2437.seq 

GGCCNAAAAAAATGCTGAATlTTTGCTGCACATGCnAAAAACGCAGAGAGTAATGCTGAACnAAGGGm 

CTAAGATGCGCCGNCGGACCTACAGAGCTCATGGGCGGAnAACCCATACATGAGCTCTNCCTGCCACAnAGAGATGATC^^^ 

GAGGAGGTTG 

>ncrb2440.seq 

AAANNAACTGAAnATGTGGGAATCAGTTTATTM^^^ 

GTAAGTGGTAATCCAnATGGTGnGGGCTTTmGmGmGTnGTnGTmGAGAC^^ 
ACTGCAGCCTGGGAAACGAGCGAAACCCCGTNTC 

>ncrb2442.seq 

TCGGCNNmAnOGCCGGGGGTGGTATGAAAACNTTCCTAGTGATCATGTAGTAAATGTAGGGnAAGCATGGACAGCCAGAGCTTrCTATGTACTGn 

TTCnnGTATCCTGGCAAATACTCCTGCAGGCCAGGAAGTATAATAGCAAAAAGTTGAACAAAGATGAACTAATGTATOCA 

CCTTGTATATAAATAnGCCATATCATGGTACCTATAATGGTGATATATnGmCTATGAAAAATGTAnGTGCm 

GCTGGTGGATTTACAT 

>ncrb2444.seq 

ACTCCCCAACCCCCCACTCCTACnCCTGAAGGGCCCTCCCAAGGCTACATCCCCACCCCACAGTTCTCCCTGAGAGAGATCAACCTCCCTGAGATCA^ 
CAAGGGCCACGGACCCCTGGTCCnCGGAGGACGTGCCCTCAGCCCTCACTGGTCCACTGGCTTGAGACTCACCCCGTCTGCCGAGTAAAAGCCm 

>ncrb2445.seq 

GATTNCATGGATAAATATGNTACAGGNAAGTGAACAGNTCTAGGNGTAAGGGGTNGAAGACTATNNCCAAGTGATAGACGTGGGGCTTNAGGCAnATCA^ 

AACTGCGGATATTGCTGGCCACAGNATCmTCAGNTAATTGCACTCnAGATGTGCTAAGAGTCNGCnGCACAAGnAAGNGCnGAGGAAGGGGCTGCGAG 

T|iS^GTCTGTCTAGCTCTCnAGCTAAAAGAAAGTCAAnCAGGTAGAAACAAGGCTAAGTGAnAAAAGA^ 

>B:)2447.seq 

Atffl^tTAmATTGAGCTCCTAGGTGTCAGGCACTGnCTAGTAAGAGACAAAACAAAATCCCTGCTCCAGTGAAACTOTGTO 
AjpmAmGGTGTGTOCTTTnAAAGTCTCTTTTAAACAAnGTATATGCTAGCTAGACCAATAAATAmAACAATO 
AAMAATAAGAAACTAATAnGCCAGGACACAGTGGnCAGGCCTGTAAnCCA 
C|lqAGTAAGACCCTGTCTCTACAAAAAGTAAAAnAGACAGGTGTGGGTGATGTGCACCn^^ 

>^fi)2448.seq 

AMTGAAACGTGnAAAGCTGAGATGAACACTTAGAAAnCAGGGATATTGGGTCnTAGCCTTATGAAmGAGCTGCnAnTM 
GYiafAGGAnTmATTAACCATTACAGATmACAAACAGCTAGTOTATGGTAAAGAGAmnATG 
TirrCCGCTAAnCCAACACTAGTnATATATATAGCGAATAAATCTAGnGTATAAATTTTTAA^^ 
TfJpACTTCTGATCCTTTTCCTTmCTCAGATGTAGCTGAGTCTTGATCATm 

>riMj2449.seq 

T^GCGGGGTATATAACTNGNAAAAAACAGNATTATAG^ 
Tr#GTn™CGATTAAAACTGGAAACATGAGGTTTmGCNmGTT^ 

TSENTmGTnGTGAGGTAATTAAAWGCTTCTACAGTGGAGGCmCAAAA^nGTGACAACTAT^ 
OiSTTTTGCCAGTGAAATGAAGTGGAAGnAGTAGGAGA 

>hcil)2451.seq 

AGGAGAACAGNATAAATGTGGTCTCAGCCGCCGTAGAGACTGCTTCTTGTGmGTGTCATTCTGTCCTGAGAAATGAAGTCATCTGA^^ 
GnAACTCTGCACAnGTAACTmCTTGTTGAGTTAGTATCnAATTm 
TTGCTGTATACCAAACTCAGAATTGGAACTTmACAmGAGmCACTTmAGAAGTATGT^ 
ATAAATGTCCTTTnCCCCCCAAATATGGTCTAGATGAGTTATOTAAACAnGTTm 

>ncrb2452.seq 

ATAGCATCTnCTATGGTAGGAACCAACAAGGAAACnTCCnTAACTCCCnmACACmATGGTAAGTAGCAGGGG^ 

GCTAATGACCAACCTGTTTCTACCTATATGCAGTCTCTnATmACTAGAAATGGGAATCATGGCCTCnGAAGAGAA^ 

TTCTGTATTTTTTGmGTATTGTAAAAAATTCACATAATAAACGATGnGTC^^ 

>ncrt}2453.seq 

ATAGTGGGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCmGTTCAACTTTAAA 
TAAATnAACTGTTAGTGCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACCTTG 

>ncrb2454.seq 

ANCNACCTACCATOTNTGACTGTGTGGnCTAGmAAGGATAGACACATAGATCAATGGAGTAGAAnGAGAGTGCAGAAGTAAACTCACTATGGTTAACTA^ 
CCAAGACAATGGTGAAAGAATAGTCTTTTTGACAAATGGTGCTAGGACAACTAGATACCACATGCAAAAGAATGAAGTTGGACCCCTACCTCAAAAAAAATAT^^ 
TATCAAAAACnAACAACAAAACTATAAAACnTTAGGAGAAAACATACATATAAATCnTGTATAATCTOTATTAGGT^ 

>ncrb2455.seq 

CCCGGGGAANNTGGGCCCTCTATGGCCCGGGAGGAANNAATAAAAATAnGGAAAACTATGCATATACAAAATnAAAGnCAATCAATAAATAAA^ 
ATGGTGGAAATAGAAAGCTCCACTGAnACAGCCCTCCCCCTCACCCCAAGAACATCAAGnACCAATTATCTACAC 

>ncrb2456.seq 

GCTCTAGGAAGGAAATACCTAGGTCCAGGAGAATTCCnAAAACCAmCAGAAGACmGCATCAACTTTGCACAGTTATnTCAGAAAATM 
TmATGAGGTCAAGAATATCmATCTCAGTACCAGAAAAAAGTACAATAAAAGAAAACTGCAGCCCAGTTGGTATCAGCAGTATATAAAGA^ 
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GTTATTCCAGGTGTGTAMTGTGGnCAGCATTCTAAMTCMGCAGTGTMTCTACGCTATCMCAGMTAMGAAAMTa^^ 
CCAACACTCAnCATGATAAAAACTCTGAGCAGGnGGAnAGAGGGGACAGTAACACTATCTTGmAAAAAGAATCTATAAA^ 

?N?CcSGAANCTCGGCCAmAnNGCC6GGAAANAAAnGCCCGGCGCCCACTCGCTCTATGTC^ 
TACCAGGCCTTCTACTGCCATGGGGACTGCCCCmCCACTGGCTGACCACCTCAACTCAACCAACCATGCCAnGTGCAGA^^^ 
CTGTTGTGTGCCCACTGAACTGAGTGCCATCTCCATGCTGTACCTGGATGAGTATGATAAAGGTGQTACTQAAAAAnATCAeSAGATGGTAGTAGAGQ^^^ 
TCAGGCAGTCCTTGAGGATAGACAGATATACACACCACACACACACACCACATACA(XACACACACACGnCCCATCCACTCACC^^ 

CT 

^ncrb2459 S6C| 

GCACATOGACATCAGAGTTAAGATATGAATTGGCAGTCGCAmAGGAGAGAAnCTGGGnGGGGATGTATGTnGGAATCCCCAGTGTATAGATAATAGTTAAAGC^^^ 

GCTCACTmTAGGCAGTGGmCAGAGAAGAGAAGAGGTCCATGAATTAAACTCTGGAACATACCGCTAnTAGAGAACAAGCAGGTGAAGAGGTATCATAAGAGTO 

TAAGCCAGAGGGCCTGCTGTCCTAGGAGACAAGTGAAGAGACTGnCCCTCTCTCCmCCTCCCTTCCTCCCTAACTCCCTnmGGGACTG^ 

GAATGCAGTGGTG 

rGAGScAGGAGCCCGACCTGGTGAGACAGGAGCCTGGAGCCACCTGCCTGCTTTTGTGAGGCCCCAGACTCCACTC 

CTTnCTGCAmACAAAGAGAGAAGGGCCTGAGmCTGGTGCAATGCGTCAAGCTGACATATGGACTnATTACAGGGAAGTGGTTACCAGGTGGGTCGCTAT^^^ 

TGTGAATTnAnGnCGGAAATTCACTnAGCATTOmCAGATCCTAAATAGCACCGGAGTGATACAATGGCTAATCAAACAAAGA 

CCTCTGTGAmCAGGCCCTGGmGATOGTAGCCATAAAATTTmACGTGTGGCACmGAGCAAAGGTGCAGGAAAm 

ATATMG(SMTGTGCAmGTGCTGATmGAGAAGGTmCT^^^ 

AATGGCTmAATOCCAmCCACGAAGTTATGGAAGAAATTGCTGACACCATGGTACAAATATTCAAAGGACTTCAAGAAAGGmCAGACTGAAA^^ 

CgeATGTGAGCCATTCAAATimGGAGCCAACTCTAAGACTAGAATAnGTGAAGCATTGGCTATGCTTAGGGAAGCTGGA 

Al^y^GCTQTTGGGTCAmGGTAAAGGAAAAGTATGATACAGATTmATATTCnGATAAATATCC^^ 

^(1 0 )2465 S6Q 

GO^TGTAATCTGGATTCTGCTAGATnCGCTACCTOTGGCTGAAAMCTTGGCAn^^^ 
GlSGTGGTGTGAATGTGGCAGGTGTnCTCTCGAGGAATTGAATCCAGAAATGGGAACTGACAATGATA^^ 
A^ATCAAGCTAAAAGGATATACCAACTGGGCTATTGGATTAAGTGTGGGTGATCmTTGAATCGATG^^ 
GmVGGCATTGAGAATGAAGTCnCCTGAGCCTTCCATGTATCCTCAATGCCCGGGGAnAACCAGCGTTATCA^ 

AlSrmCTMTGGTGTCnCGA^ 

TAAGncnAGTCAnGATTmGTGmAAAAAAAATAGGAAAGAGGGAAACTGCAGCmCATTACAGATO 
T|5g3CCTCTGGATAGTAGATCTCGAGCGmATGTCGGGGmAATrTGCTAAAGCTGTGCACATATGT 

AfilSmGAGAAAAAGGACATATGAGTTTnGCAmATTAATGAAACnCCmGAAAM 

G^&C^ATTAAmTTATATAAA™TAGTCTNGTCCTATTAAATCTAG^^■ACAAmA^GTCATGCATAAGAGCTAATGTNGT^^ 

TTfrcmACTAnATGnCAAATAATATTCAATATGChfTAmTCmAAAAAGnAAATGTTrrmAATCnCAAG^ 

A&TmCATATTCACAAGATATTAAATTGCCAATmCAAA™nGGAGTAAAAGAACAAAATGAnCTCTCCC^ 

M?CTSGaTAGTmAmTCCmGAAACTTC^^^ 

GTGTGATGAAGCAAAATGTATAAAGTATGAAATATOTACTmACCCTGGATAATOnCAGGACCCCAGTTGGCCXJAAATAGGTGCAAT^ 
CTAATGCTAAGGTAAATGTAAACTGmTAATTAATTAAGATCTnCTGCmCGAAGGTATAATGTATCTAmCTGTCAGGA^ 

ATAATAAACTTTCCTTTC 

GACTCCTGGCCTCTGGTGATCCnGTGCCTCAGCCTCCCAAAGTGTCGGGATO^^ 

ACTTTAAAAGAGAGTATTAAGnTAGATAGCTAAAAmAnAACTOGTmACAnTTAmAATnACAmCTTATTATTTrrTnMTT^ 

GATGGAGTGCAATTTGTGCAGTCACAACTCATGGCAGCCTCAACCTCCCAG6CCGAAGCACGCCTCTCACCTCAGCCTCCCAAGTAGCTG 

GGCTAATTTmAATnATTTmGTAGAGACAGAGTCTCACTGCGnGCCTAGGCTGCTCTTGAAC^^ 

atcttatc/Sntaantgcactntonatgtgctaag 
aaagaaagtcaancaggtagaaacaaggctaagtgatta 

>ncrb2471 S6C| 

CAATCGGACAAATTCCTAGGAACTGCGGATATTGCTCGCCACAGCATGTTATCAGNTAATTGCACTCmGATGTGCTAAGAGTCNGCTTGCAC^^ 
TGCCAGTGAAAAAGCCAAGATAAAGTCTGTCTAGCTCTCnAGCTAAAAGAAAGTCAAlTCAGGTAGAAACAAGGCTM^ 

>ncrb2472 sbq 

GGAAAAACACCCGTGGAGCCGGAGGTGGGAAnCACCGAATTCGAATCACCCTAACAAGCCGCAACGTAAAATCGTTGGAAAAGGTGTGTGCTGACTO^ 
AAGMTCTCAAAGTGAAAGGACCAGTTCGAATGCCTACCAAGACTTTGAGAATCACTACAAGAAAAACTCCTTGTGGTGAAGGTTC^^ 

CAAGCGACTCAnGACTTGCAGAGTCCnCTGAGAnGTTAAGGAGATTAGTTGCATCAGTAnGAGCGAGGAGnGAGGTNGGAAGTCACCAnGCAGATGCTTAAGTCAAC 
ATAAATTGATGACCAGTTG 

>ncrb2474 S6Q 

ANNGNAGTGNAGTCTAAAACmAGTACTTnGCATGCAGAmGTGCACATGTGAGAGGGTGTCCAGTnGTGTAGTGATTGnAnTAGAGAGTTGGACCACTAn 
TCAnGACTGTAGTCCCAAAAAAGCCTTGTGAAAATGrrATGCCGTATGTAACAGCAGAGTAACATAAAATAAAAGTAC^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page102 of 776 

CCATATmMGGGACAGGTGMmACTACTTTCTAMGmAnGATACnCCCTm 
GGATGCCTGGAAGTGTATAAAAnGGACTGCATnCTTAGA 

>ncrb2475.seq 

TAAATGTGGANAGGANAGGGAGGATGAAnACCCAGGAnCATGGAGCCGGGATCAGAnACCCAGGAACATAGGAGTGGAnCCTC^^ 
TmATTCAACnAATTGGCTAnCCAAAGATTTTTTTmCCTAT^ 

acctggagataaacnctggagcaatctccnggaaggattcagcacgagtagatggtaaacantaaaggggaaaggggg 

Sgcc™^^ 

tataatctcacaaatcgatgggactgcaaggangtaaactgaaatgaacatgattatactctgttggaagagcctaagaggaaactgatgccatc^ 

cccagttacacaggatgccgtcngtgtttcctcttgtttagmcccactacagtgatmgtgatctgctaatggggn 

caatgaa6gattgattaaaagtt 

>ncrb2479 seo 

GGAGGAGAGAAGTGGTACATTAAAGNGGCAAGTGAAGGCTCGTAnCCTGAGGTGGGCGCCGTGACCAAACAGAGCATCTCCTCCAAACTGGAAGGCAAGATC^^ 
TGAAGAAAAnCTCnATCTGGGTGGCTGTAGATCAGCCTGTGAAGGACAACAGCTTCTTGAGTTCTAAGGTGmGAACTCTGCGGTGACCTTCCT^ 
TCCAAAAGAAATCCAGAGGGAAAGAAGAGAAGTGGTAAGAAAAATTGTTCCAACTACCACAAAAAGACCACAGAGTGGACCACGGAGCAA 
AACCAGACGCAGTGnCAAGAGGACTCACAAGCCnCAATGCTGATAATGCTTATGATGAGCAGGAAGGGG^ 

GGCAGG^^^^ 

TGAAGGCGATCTrrTAAAAAGAGATTAAACCGAAGGTGATTAAAAGACCnGAAATCCATGACGCAGGGAGAAnGCGTCAnTAA^ 
AAATGGAAAGAnAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGACAGAAGTACGGGAA 

gaaamagaagataaaaacatacttnagaagaaaaaagataaamaaacctgaaaagtaggaagcaga^ 
gI^^tcta^ggccctactgtgtcagggagct^ 

TiS^AACGTGTCTATAAGTGnCnAACTGGATAGGTGCAGGGAACCAAAGCAGAAAGGTACCT^ 
GCIIATGTGTGATAAAGATGGAACATAGGGATGGTAATAATTTGGTGnCAAGTCGATTTACCTGTGGTTTO 

AK! 

C^TGTGAGANTCCTTTTnGTAn 

G&GAATAGGAAGAnAnCTCCCAGCCTACCCAACAGTTGAAAAACGATCAGAAGGACTTGGAAGGGAGCAATGGAGGATO 
TM)AACAAAAAGGAAAGCAATCAGCTGTGGAGAGAGAAATGGGTGTnGATGATAmTTGAAAGTCGGGATATAAA 

A6AAGCGC 

A^CAGACGCTCAGGAM^ 

CfSTACCATCAAATCAATTGGCCACCAATGGTACTGAACCTACGAGTGCACCGACTACGGCGGACTAATCTTCAACTCCTACAT^^ 
ciliCTCCTTGACGTTGACAATCGAGTAGTACTCCCGATTGAAGCCCCCAT 



/^f^AAGCACTGCTTAnACAATTnACTGGGTCTCTATTnACCCTCCTACAAGCCTCAGAGTACTO 

Ct5z(CAGGCTTCCACGGAClTCACGTCAnATTGGCTCAACmCCTCACTATCTGCnCATCCGCCAACTAATA^^ 

GATACTGGCATmGTAGATGTGGTTTGACTATTTCTGTATGTCTCCATCTArrGATGAGGGTCGC 

'*ncrb2490 seo 

CTGCnCGAAGTAnCAATACGGCTCAGTATTnAAATGAAGTGATTCTAAGAmGGmGGGATCAATAGGAAAGCATATGCAGCCAACCA^ 

CCAAAATmAAGTAGGAAAGTCACCCAAACACTTCTGCmCACnAAGTGTCTGGCCCGCAATAGTGTAGGAACAAGCATGATCTO 

ACTnTTCCAAATGATCCTAGTAAnGCCTAGAAATATCTnCTCnACCTGTOmATCAATTmCCCAGTAT^ 

AAGAGGAATTTGGTATAATTATGGTG 

^ncrb2491 sees 

AGGAACAACCGGTACCAGCTGCTGCAAAATCTGCCAAAATGTAAAGACCGTCGAGACTAGGAAGAAACTGCATCAACTAACGAGCAAAATCACCAGCT^^ 

AAAnCACAGGTAACAATAnAACTnAAATGTAAGTGGACTAAATTCTGCAAnAAAAGACACAGACTGGCAAAnGGATAAAGAGTGA^ 

CCATCTCACGTGCAGAGACACACATAGGCTCAAAATAAAAGGATGGAGGAAGATCTACCAAGCAAATGGAAAACAAAAAAAGGCAGGGGnGCAATCCTAGTC^^ 

TnAAACCAACAAAGATGAAAAGAGAGAAAGAAGGCCAnAGATAATGGTAAAAGGGATCAAnCAACAAGAGGAGCTAACT^^^ 

G 

>ncrb2492.seq 

GAGGCAmAGGCAGCCGCGCAGGGGmCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTmCTCmGAAAGATAGAGAT^^ 

ATAGTCAATAGGnACTAAGATATTGCTOGCGTTAAGmnAACGTAATmAATAGCnAAGATmAAGA 

AGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCnCATGGAGA 

>ncrb2495.seq 

GGAAACAGAAGGAAAAGTCCTTAAGATAGTATTAAGTAATTAAAnCCTATGTCAGTTGCCAAATCTTTTAAAC™^ 

AATTnAAnGGAGAGCTAAGTAAGTAAAGnnATAAGTGnAGGnTCTTAATGATCATAmTGCAGTmAGTAA^ 

AAGTGAAAAGGTTAATTnGCTGAATGTmAAGmGAAGTTACnCATGGATGTCATACC^^^ 

>ncrb2496.seq 

GATTCCATACnGCTAAATAACCTGATAATAACCTGGTTnCCATGTAACTGCGTCTAGGAAGAAAATGTAGTGnCATGCTGACACAGAT^ 
GTTACTACAAAATAATAAACTGGCTGGTTTAG 
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>ncrb2500.seq 

GTGTGTmGTmGGMTGATATGGMGTTGGAGGCATCTCMTCmCAmGTAMTACnCAGC^ 
GAAAATAAACATAAAnCGATATATGTAACATCTAGTGCATAGTCAGCmCCCCAAGATCTAGTTGTG^^ 
AAAACTACCCAAATGAACAACAGTCAAAnAATAAGTAGGnGCAGTCTATCTGTATTTGTATATCTATC^^ 
CAATGAAAAAQAATAAACTACAGCnCACACCATGATATAGGTGAACGTCACAAACATGATAnGAGnA^^ 

>ncrb2503.seq 

GGAATAAACTGTAATAmGAAAmTGCTGCTAAnATATNAGCTCTGAGGTAAmCTGAAATGTTCAGAC^^ 
CAAGAAAGTAAACACATTAATnCCTCAACAimTAAGCCAAnAAAAATATAAAAGATACACACCA^^ 
TGCAGTATAAAGTCAGAAAATAAAGnAACATAACmCACTAACACACACATATGTAGAniCACAAAATCCAC 
GCAAAATTTnCTAGCnCCATCCmCTCCCTCGTTTCTTCTTTmTGGGGGAGCTGGTAACT^ 

>ncrb2504.seq 

ATTGGCCCGGGAANCGTAmCnGAGAATAAATAAAATGTACTCTAGAGTAATGGAATCGTGATGTCCAATACAGAGGCAGAGTCCGGGTCCAGCTCAAACAGG^ 
CTGCCTTGTACAGTTCCCATCACTGTATCACATCTTCAGGATAGGTGATAACAGTGTGAAGGGTGTGCTCATmOT 

GATCCAAATGAnGAAGCCnCAGGnAAGAATGTCTGGAGGGGTCAGGCGGTGCTGGCAAGATGGCTGCACTTGAGAAGATGACGmCCCAAGAAGATGACAmCCAGA 

CAAGCCACAAAAAGTACAGGGCGGCGCTGAAGAAGGAGAAACGAAAGAAACGTCGGCAGGAAGTTGCTCGAGTGAGAGACTGAGGACTCTCAGAGGAGGG 

TTATTTGAAGAACAAGAACTAGAAGA 

>ncrb2507.seq 

TGAGCAGATNATAAAATTGATATAGTTCTAGCCGGATAACCAAAAGAGAGAAGAGACAAAnAGTAATAATAGAAATGAA^^ 
GATCAAnCGnGAAAGACAAACTACCAAAACTCACACAAGCAGAAATAGAAAACCTGAAAAGCCCmATCTGTTAG 

>ncrb2508.seq 

AGACATTGAATATATTAAAmTTCCATAnTTCTTTTNGTGAAAAAnTmAAATGGAAGACTGTTCTAAM 
TGAMnGTAAGCATCCGGTCAGTAAGAATGCCCATCCAGmTCTATATnCATAGTCAAAGCCTTGAAAGCATCTACAAA^ 
TtSfcTAAGTmTCATGGGAGACnCCTTCATCACATCmTGTTGAAATCACTTTCTGTAGTCAAAGTATAC 
Ti^CATGTGGnACCAAACATAAATGCTGAACATTCCATAnATOTAGGTTAATGTCTTAATCCAGCTTGCAAGT 

>nlS)2510.seq 

GtarCAGCAGnGGAAAGCTCTCTAnCTAGTTGATAAAACTTCCCTTTmGATGTAGATGCAGATAnCTA^ 
TG^ATAAGATmAmCTTGGTAATTnGGCnTCACAATnATCmAAATCCTTGAGCAATCTC 
(^tnAGGCATGTTAACTTCTGTTGNGTmGAATCTCTCCAGAGnGCATGTAGATAGCATTTATTTCTGT^ 
AjfSjsTATTTmCATGACATm 

>ncrb2511.seq 

A;t4GACACGGnCACTAAAnGATnAGTCAGAAnCCTAGACTGAAGAACCTAAACAAAAAAATAnn^^ 
cf#rrCCTATmCGCATmCAATAAAATG^ 

>mib2512.seq 

d®AGGAGCCTCTCTCCCTACTGCTGCTACACAAGAACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCGTGATCCTTCnGCCATCCTGGGC 

G^TOTGAATCACATGAAAGCATGAAATCTOTGAACnAATCCCTTCAnAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAG 

(SlAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGTnATGG^^^^ 

A^CGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTTnCTGGAGGCTGGCACCT^ 

AKfGCTT 

>ncrb2515.seq 

CGGGTCCAAAGGGACAGAATGGCCCTCGGGGTGAAAnGGTCTGCCAGGACCTCAGGGTCCACCTGGACCTCAAGGACCAAGTGGTCTGTCCATTCAAGGM 
>ncrb2516.seq 

TNAGTAATGACATmGTCATGTCAAACTGTGAACATAAAmGTACTGTACAGTCCTCATATACTATA^ 

>ncrb2517.seq 

GGGGmTCTGTGGTm™TGAGGAACTATAAG™CCAAAAGTTGAATGnGTCAmAmGTGCTCAGTAATGArm 
GTCCACATGGTGAGAGTGGCCTGCAnCCATTCGAGnTCTGTCCTCCAAAATAGGTTCTGAATTnTACAAGTTAGAAATGCCTmC^ 
AACACCAAAATAGTACTAGATGCTCTGAGAAAAGCGTAAGTAGTATAATACCTGGCATAAACAGCTAAAAGAAGAGAAGGATGGGCATGAAAGCT^^ 
TGGAAAAGACAGGATCmGTATTTAGAAGGCTCGAGAAGGGCCmCCAGGCACAGGGGAATGCTGTGAGCACTAGTACAGAGGAAGGAATAG^^ 

>ncrb2519.seq 

GGGCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGTnCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGT^^ 
AGnGTAAAATAGAAAAAGTGGAGnGGTGAATCGGTTGTTCTnCCTCACAmGGATGAnGTCATAAGGTTmAGCATGTTCCTCCTm 
ATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCCCACAGGCTGAGAACTCGnCACCTCCAAGCAmCATGAAAAAGCTGCITCmTTAAT 
TGAAGAGTTTCACAAATCCTTC 

>ncrb2523.seq 

AAGTGAAGGCTGAGTAGGAATTGGAGAAAGGCATGTGTTGGAGGAAGAGCAGGCACCTAGAGAATGGTCCATCTAGGTGGGGCACCGTGGCTCACGTATGTAATCCCAGCACTTC^ 
GGAGGCCAAGAAGGGTGGATCACnGAGGTCAGGAGTTCAAGACCAGCCTGGCCAATATGGTGAAACCCTGTCTCTACTAAAAAAAATACAAAAATOGCTGGACC^ 
ACCTGTAATCCCAGCTACTCAGGAAGCTGAGGCAGGAGAAnGCTTAAACCCAGGAGGCAGAGATTGCAGGGAACTGAGATCACGCCACTGCCCTCCAACCTGTGTGACAGAGAM 
ACCCTGTCTCA 



>ncrb2524.seq 
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CGTGCNAGGTGANCTGAGGATGCCCGTGCGCCGCmCCTGACACCGGAAGCCCCATGACCACCTAAGGACCCTGCTGAAAAAGTTCCAGACC^ 

CGAGCAGACAGTGAACGTGnGGCCCAGATCCTCAAGCGACCCAACCCCGAGCGCAAGATGATCAACGACAAAATGCAOT^ 

CTCTGCCCCCCC 

^mMTNAGAGAACTrCAAGHAATG 

TGTGAAGAGTTTCACAAATCCTTCAAAATAAAAAGTAATGACTTAGAAACTGCG 

>ncrb2528.seq 

GACGAGTTAGTGGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCACATTGTGCACATGTACCCTAAAACTTAAAGTATAATAATAATAAACA 
AGAGANGGGGm 

GAGAGCAGCCTGCCCAATGTGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGTGCACGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAAGAGM^ 
GCCTGAACCGGGAGGTGGA 

^ncrb2531 seo 

GTAATAGAAnGTrTACCTTTATACNAAGAAGGTTGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCGCAGGCAGACTTCGAGGGGTTCGTGCTGTAAGACCTAAA 

TTGTCCAAAACAAAGAAACATGTCAGCAGGGCCTATGGAGGTrCCATGTGTGCTAAATGTGTTCGTGACAGGATCAAGCGTGCTTTCCTTATCGAGGAGCAGAAAATCGnGTG 

TGTTGAAGGCACAAGCACAGAGTCAGAAAGCTAAATAAAAAAATGAAACTTnTTGAGTAATAAAAATGAAAAGACGCTG 

>ncrb2533.seq 

GCTrTCTGGTCTCGGCCGCAGNAAGCGAGATGACGAAGGGAAGGTGATCGrrTGGAAAGGGTCGCAATAAGAGGGACACGTTGTGCCGCCGCTGTGGCTCTAAGGCCTACCACCn 
GAGAAGTCGAGGTGTGGGAAATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGCCAAGGCTAAAAGACGAAATAGGAGCGGAACTGGTGGAATGAG6CACCTAAM 
AnGTATACGGGAGATTGAGGCATGGATTCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGTTGCAGCATCCAGnCATCnAAGAATGTCAACGAnAGTCATGCAA 

GpCTGGTTTTAAAAAAC 
>ileA2534.seq 

CffiGGAAnCGGGCNTTATGGGCCGGGGAGGnGGGCNAAATGGTGAAAGGGGACCTGGACTAAAAATACNAAAATTAGGTGGGGATTGGTGGGA^ 
T^GAGGCTGAGGCAGAATTGCTTGAACCCTGGGAGGCAGAGGTGGCAGTGAGCTGAGATCTTGCCACTGCCCTCCAGGCCTGGGCGACAGAGTGAGACTCCATGTCG 

■'.riff- 

>^i^2535.seq 

C)Jt(|VGTGGCTCATGCCTGTAACCCCAACACTTrGGGAGGTCAAGGCAGGTGGATCACnGAGGTCAGGAGTTCAAGACCAGCCTGGCCM 
C®\aGTOTACTTTTTGATAACTTAGGGAAAACAGA^ 

AnAAGGTGTGAnATCTnCCCTGTCCATGTGCTTATTGAAAGAAGATAGTGAACAAATGATTATATTGAGGArrTTTTTAATTTATAAGAT^^^ 

TkATCTGTCTGTTGCnGTTTAATATATTTCnTTATGACAnACnAAAGTTTAAAAGGGTTnCTATCCACTGTCAATTTCAAnGGATM 

Tf^ATGCTAGCTGGAATTCAAGAAATGGCATTGACCnAnCAAATAAAGAAATATTrTAGTC 

>iifeit)2540.seq 

GlgTGCCCCTTTCTTTTTnCAGGCGGCCGGGAAGATGGCGGACATTCAGACTGAGCGTGCCTAGCAAAAGGAGGCGAGGATCrriGAA^ 

G^GCAAGGAGAAGCTCCCGCGGTACTACAAGAACATCGGTCTGGGCTTCAAGACACCCAAGGAGGCTATTGAGGGGAGGTAGATTGACAAGAAATGGCGCnCACTGGTAATGTGT 
C^TTCGAGGGCGGATCCTCTCTGGCGTGGTGACCAAGATGAAGATGCAGAGGACCATTGTCATCCGCCGAGACTATCTGCACTAGATCCGGAAGTACAACCGCnCGAGAAGCGCC 
A|%AGAACATGTCTGTACACCTGTCCCCCTGCnCAGGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGT6CCGGCCTCTGAGCAAGACAGTGCGCTTCAACGT6 

Q^AC 
^ncrb2543 seq 

GGGAGGCGAAGAACGCAAAGCTGAGAACATGGACGTTAATATCGCCCCACTCCGCGCCTGGGACGATnCnCCCGGGTTCCGATCGCTnGCCCGGCCGGACTTCAGGGACATTT 
GGGAATGGAACAAGCGCGTAGTGAGCAACCTGCTCTATTACCAGACCAACTACCTGGTGGTGGCTGCCATGATGAmCCAnGTGGGGTTTCTGAGTCCCnCAACATGAT^ 
AGGAATCGTGGTGGTGCTGGTGTTCACAGGGTTTGTGTGGGCAGCCCACAATAAAGACGTCCTTCGCCGGATGAAGAAGCGCTACCCCACGACGTTCGnATGGTGGTCATGTTG^^ 
GAGCTATTTCCTTATCTCCATGTTTGGAGGA 

>ncrb2544.seq 

AGTTACATATnAGGGAATAATGGACTGAAAAGAAATAGATGTTTGAAGAGTGCTnATATATTAAAAAnGCTnATGTTnAAAAATGATCAAT GTm 

GACAATGGAATAACATACCnCAAGTATGTTTTAAAAAATATATATATGAACAnGTGCTCCCTGCCTGCTTGATCAGGAAACnGTGCAnACAl mil jAATTAGCTTTTTAATGGTnT 
ATC 

>ncrb2546.seq 

AACATGATTAGAGGGNACATGTGAGGGTGACTGTGCTGTGGTGAnGTTGGTGGTGGTGTTGGTGAATTTGAAGGTGGTATCTCCAAGAATGGGCAGACCCGAGAGCATGCCCTTCTG 
GCTTACACAGTGGGTGTGAAAGAACTAATTGTGGGTGTTAACAAAATGGATTCGACTGAGGGAGCCTACAGGGAGAAGAGATATGAGGAAATTGnAAGGAAGTCAGCACTTA 
GAAAAnGGCTACAAGGCCGACAGAGTAGGATTTGTGCGAATnCTGGnGGAATGGTGAGAACATGGTGGAGGCAAGTGGTAACATGCCTTGGnCAAGGGATGGGAAAG 
TAAGGATGGCAATGCCAGTGGAACCACGCTGCTTGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGACAAGCCCTTGCGCCTGCCTCTCCANGATGTCTAC 

>ncrt)2547 seq 

GAAGGGCATCAGTGGCAGCCATGGTAGAGTGAGAGGAGGTGTTTGCTAAGAGACTAAATGAGGATGTGTGAGAGAAAACTCGGCCCTAATATGGGGTGGCTAGATAGTAACCTTAAG 
GAACATGTTAGAAGAGAATGATGTAAGATGGTAAGAGGATAATGGGTnGAGGGGTTGTGGTAAAGGTAATAGATGTACGACAGGACGTGGnCAGAGGACTCAACCTGTGTAGGTTG 
AGAGAAGGGGGACAAGGCAGCGATGCCCCTCGCTAACAGGGCTGGCTGTGGCTGATGGGAATCAGCTTTTGGTCTTGATAGTnGACTTGCTGGGGGA 

>ncrb2548.seq 

TCCGGCGGGAATTCGGCGNnATGGGGGGGGGCGGGGGCGCTGTGGGTCTAAGGCGTACGAGGTTCAGAAGTGGACCTGTGGGAAATGTGGGTACCGTGGGNAGCGGAAGAGAAAA 
GTATAACTGGAGTGCCAAGGCTAAAAGACGAAATACCACCGGAACTGGTCGAATGAGGCACCCTAAAAATTGAATACCGCAGATTCAGGCATGGAnCCGTGAAGGAACAACACCTAA 
ACCCAAGAGGGCAGCTGTTGCAGCATCCAGTTCATCTTAAGAATGTCAACGATTAGTCATGCAATAAATGTTCTGGTTTTAAAAAAC 
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>ncrb2550.seq 

MCTACMTCnCCCTGCACMGATGATTMTACAGATCTOGCAGMTCnGAAMGCCCAGAGATCCAMGAGCCCTO 

AAGAACCCACTGAAAAACnGAGAATCATGnGAAGCTAAACCCATATGCAAAGACCATGCGCCGGAACACCATTCnCG 

GCTGCTGCAGCAGCGGCACTACAAGCCAAATCAGATGAGAAGGCGGCGGnGCAGGCAAGAAGCCTGTGGTAGGTAAGAAAGG^^ 

GAAGCCTCTGGTGGGAAAAAAGGCAGCAGCTACCAAGAAACCAGCCCCTGAAAAGAAGCCTGCAGAGAAGAAACCT^^^ 

TGAT 

>ncrt)2551.seq 

GGGCATGTCATTGATOCAACTAGNAATTGCAGAnGTGCACATTAAACACATCAGCnAAAAATCCnGACATmAA^^ 
ATATTATCCTAAmGTTGGTnCCTAGAGTATAirnCATnAATCATATGTATGATAAGAACATACAGACnCnGCT^ 
ACTCAGGAGGCTGAGTTGGGAGGATTGCTTGAGGCCAGGACmGAGAnGGTCTGGGCAACATAGCAAGACTCTGTCTCTGAAATAAT^ 
GGTTTCTAG 

>ncrb2552.seq 

GGAGCTGAGATnAAACTTAGGTCTCAGGCAGGTGCAGTGGCTCACATGTGTAATCCCAGCATnTGGAAGGGCAAGGGGGGCAGATCAGCTGAGGTCAG 
GGCCAACATGGCAAAACGGTGACTnACCAAAAATACAAAAATOGGCAGGCGTGGTGGCACACGGCCATATTCCCAGCTACTTGGGAGGCTGAGGCACAA 
GGAGGTGGAGGnGCAGTGAGCCAAGATTTCGCACCACTGCACTGCAGCCTGGGTGACACAGCGAGAGTGTGTGAAAATAAAATTAAAGAAATAAAU 
AGGCCTGTAGTGCTAGCACmGGGAGGCCAAGACAGGGGGATTGCCTGAGCTGAGGAGnGGAGGCCATCCTGGGGGGCATGGTGAAACCCCGTCTCT^^^ 

>ncrb2554.seq 

GGAGnGGACAGAAACAATCnGAGCTGTCTCTCTTGTTCAAGAATATAAAAAAACAGTAGCTCAAATGTAGTATCAnAnAAGGGAATC™ 
CTATTTGAAAATGGCTTGGCCTGAAAGCCAAAGCCAmTAATTACATTAATGmAAAAAAAGTGATAAnGCCATAAT^^ 
GACATATCAAAATATGnAACTAGACTGAGAGGTGAAGATGAAATACGGACAnCCAATGAATGAAnGTCATAAAGGGAAGGTTGAGCATCCGnCTO 
AAAGACAAGAACrmAAAAGnTGACATAACATATCTGAACTCAACTACCGTTAATAnCTTAATGGTAAAATAT^ 

>iH>2555.seq 

GiiTGTGCTGTGmGAAAGTCTGCTTGAACAGGCATCAGTTGCAmGTGCTGAnGCmAAGATGTAAGATGTGGTACATTATm^ 

AOTAACCTACTGCAGGAAAACATGAGAAAATCCACAGCATGCTGATAACAAnCTGAATGATGCTACTATGGTCTnAT^^ 

AjS^GTCTCTAACnGTTAGTTAGGGTTTAGnGAnCT 

>f^^2556.seq 

OalETCAGANTAACCNGANCNCCACAGAGTGAGGGGGAATCCTAGGGGAAAAAAAGAGAGAGCTAAATAAGAGAAACACCAAATTCm 

AlsiGATGCATGTAGGGGCAGAnGAAAGTGTCTAAACTGAGATCCGAGCTACCGTCCACCGTAGATATCAACAnTAAACATTCAAAGA^ 

Cp^AAmGAAGACGAAATGCnCCCAACATGTmATAGCCAGCATGAGAnA^ 

>iicrb2557.seq 

TjteCCGGGAATTCGGCGNmAnGGCCCGGGTGTGGTGGTOATGGCCTGTAATCCGAGCACTnAGGAGGGCGAG^^^ 

7^>5kCATGGTGAAACTCCATCTCTACTAAAAATACAAAAAAAGnAGCTGGGAGTGGTGGTGGATGCCCTGTAGTCGCAGGTACnG^^^ 

d^AGGCAGTGCTTGCAGTGAGCTGAGATCGCACCACCACACTCCAAGCCTGGGCAACAGAGCAAGACTCTGTCT 

>!pD2558.seq 

AyGAGTGCGAGnAACAGTGGAAGGATTAAGGCAGGTCCCnGTCTTGAGACTGCCCTGTGAGATCTGAAAAATGATGTGGCnAGGA^ 
QSGAAGGTTGTCTCnCCGAGGGCCTTCTGAAGACAGGGCTCnGAACAGACAAGTGGAAGGGCTGTACCAGGGATAAAGGAAAGAAGTGCCTGT^ 
yj^TrCCATGTATGAAGTCATTGGCTCTATCTGCATTmCTGTCAnCTCnCAmGTm 
CmnAGATGGGncnCCTGAGTmGGAGTCnGTATC^ 

>ncrb2559.seq 

NCGGGNAAnCGGGCAnATGGCCCGGGGCmCAGCGCCCTGNAGGnCGGGGANGTCAGCTGCCAGCCCGAGGAGGTCGGATGTCATGGTCCnGCTGCmGCCACCCCATO 
CCGTCAATAAAGTGGTTTGAAGCC 

>ncrb2560.seq 

AGGCmCAGTCTCTCAGGCTACTGGCTAAAATGTCACTACTGATATAATGCAGCACCCAGGGATGAGAAAnGGTTCGGTCTGGGAGGATAGGCCATGTOCTACCTC 
TCCCTGGGTTTGnmCAAGGnACTGGATCCAAAnAGAAAGAGATACAGATGGGTTmGTGTTGGCAGACGCAGTAGAGCnAACnGTGAAW 

AGGAAATAAAACGCCmGATGTGAGGTTGGAATTCATTACAGGTGTGACTTCGCTTGATTAATACAGATCCTTATGAGAAATTAGACTGT^ i 1 1 II ICTCAT 

TAATACAGATTTGATGTGAAACAGTnCTTTTGTGGAATAT 

>ncrb2562.seq 

GAACACTAAAATGAAATATGGAAGAAATGGATTCTGAGTGTTAAATGTGAGAAACAAGGnTATACTGAACAnCTAAGCCATTGCCAAATC^ 
AGAAnCTACAGTGTCAGGTATGGTAGATGTTCTCACACCAAGGTGAACACAAGAATCAACCGAGTGAmAmAAAAGAGAGTGCTGAGTGCCACCCCCAGA^^ 
TTmAAATAAATGTGAGTGTGTGTmAAACTTAGAmTGTAGCAGCAACTCCAAGnATTCTAATATAGGTAATC 
TTAGACCATAAATATmAGCCTmCTTTTmTAACAAAATACAAAmATA^ 

>ncrb2563.seq 

GGGTGGAGTGCAGTGGCTCGATCTCGGCTCACTGCAACCTCCGCCTCCCGAGTTGAAGCGATTCTCTTGCCTCGGCCTCGCGAGCAGCTGGGACTAGAGGGnGTGCCACCACGCC 
CGGCTAATTmGTATTmAGTAGAGAAGGGGnTCAGCATGnGGCGAGGAnGTCTCAATGTCnGACCTCGTGATCCGCTGGm^ 
GGCAnGAnGAATGCTGGmGTGTGTGAGTGAAGnAGATATCnATOGnTATmGnAATGAGACmnAAnAnCTnGATGCCCTCGnGG 
AGTGGAGTCGCATOTTmCnGATGGAATAGGAGAAGTCAGCCCAGAnCTOTCCAGCCAGACTATCTCTAGGAGAACTACnGGTGTGAGCCTO 

>ncrb2565.seq 

ggctgcgtctactgcgagaatgaagactattctcagcaatcagactgtggacattccagaaaatgtcgaca™ctctgaagggacgcacagtotcgtgaagggccccagagga^ 

GTGCGGAGGGACnGAATCACATCAATGTAGAACTCGGCCnCTTGGAAAGAAAAAAAAGAGGGTGCGGGnGACAAATGGTGGGGTAACAGAAAGGAAGTG^ 

AmGTAGTGATGTAGAGAAGATGATGAAGGGTGTTAGAGTGGGGnGGGTTAGAAGATGAGGTGTGTGTATGGTGAGnGGCGATCAAGGTTGTTATCG 

TGAAATCCGAAAmCTTGGGTGAAAAATACATCCGCAGGGTTCGGATGAGACCAGGTGTTGCTTGTTCAGTATCTCAAGCCCAGAAAGATGA^ 
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>ncrb2566.seq 

ACATATTnGMGnMCTOTMTAGTATAMTGGTOTGTCATGAGGATMTGGAMTAGAGCTATGTM^ 
GGTCnGGGATAGTmAGTGAAAGTACACATGGATmAAAGnCTGTGCCTGAATAGmAGATG^ 

>ncrb2568.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCT 
TATAGTCAATAGGTTACTAAGATATTGCmGCGnAAGTTmAACGTAATmAATAGCTTAAGAT^ 
AAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAM^ 
ATGCTTnAGATTAAAATGAAAGGTGACTTAAACAGCTTAAAGnTAGmAAAAGTTGTAGGTGATTAAAATAAm 

>ncit)2570.seq 

CGGmGTCAnGATAGAACTACmGAAAACAAnCAGTGGTCTTAmnGGGTGAnTTTCAAAAAATGTAGAAnCA^ I 1 1 1 1 1 I AATTT CAAGTGATG 

TAAnTAAAACCTAAGnGTGnTCAAAACAGCAACAAAACTGTAnGTATnnmGCTGTAAnAACT^ 

TTOTCTOTGCTGCTGATTTTTTTAACTGAAmGTAAGATmGm 

>ncrb2571 .seq 

GCTnCTGGTCTCGGCCGCAGAAGCGAGATGACGAAGGGAACGTCATCGmGGAAAGCGTCGCAATAAGACGCACACGTTGTGCCGCCGCTGTGGCTCTAAG 

GAAGTCGACCTGTGGCAAATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGCCAAGGCTAAAAGACGAAATACCACCGGAACTGGTC 

TGTATACCGCAGATTCAGGCATGGAnCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGTTGCAGCATCCAGnCATCnAAGA^ 

TCTGGTTTC 

>ncrb2572.seq 

AGCAACCCTAAAGGCGTATmGGCACTGGTCTGGGGACATTCCCCATCTCTCATCCCTTTTCCCCCTTCACAGATGGTGGTGGGCTT'CGCTCT^ 
TGAGCTOTGAGCCAGAGAGCTGAAAACCGCAGGCnGTTGTGTTAAGnACAAGGAAAATGGAmGGTAAnAAAAnAGAAGAAACACACC^ 
AAAAAAAACTGTCCTATCTTGTTCTGTAAAATATTAGAACGCmGTTnGCAAAAAATGATGAGAGAATTCnC 
GpACGTTGCTGCATGTCGGCTGGGTTTTTTTmCATACNCCCGA 

>iiSti2573.seq 

C^CTAGCGCAGTTTTTmncnGTCTATAAAGCATTTAACCCCCCTGTAC^^ 

AfyGTCTmmGTATAGTTAACACAGTACCGAATGTGTCmANATAGCCCTGTCCTGGNGGTATmCAAT^^ 
diAAAmAAAGCAGGTTCTTGTTGGNGCACAGCACAAATTAGTTATATATGGGGAT 

>m32574.seq 

CS^GCTGATGTCCAACCTAATGAAGGCGTAACACAGGTTCACmGGATCTGGCCATATGGCAAnCGCmAAACAATAGGGnCAG 
{^TGCnAmCTNAGGATTCCTCATAAACTGTGGGCTATAGATCnAAAAGGCAGGGATGGAGGAAGGATAATGTCM 
AnCCAGTCTATCCAGNGGCCTACnAmCACACAGnCCAATmACAGAAGAATATAGCTACTCTTnGGAGTAAA^ 
C&^TGTOTATATTAATAAnAGGGGAAnCTGTTGCAGAGATAGGGAGAAAGGAAGAGGACCTGCm 

>fiM)2575.seq 

Q^TGAGTTGAAAGAGTGGTCAATAAATTGATTCCAGACAGCAnGGAAAAGACATAGAAAAGGCnGC^ 

G5@GAAGCCTAAGmGAAnGGGAAAGCTGATGGAGCTTCATGGTGAAGGGAGTAGTTCTGGAAA^ 

A^AGCAGTCCAAGAATCTGmAAAGTTCAGACTTCAAATAGTGGCAAATAAAAAGTGCTATTTGTGAC 

o 

>to)2576.seq 

d§fGTCCATCACTACAGTGGCAATAATATTGAACTGGGCACAGCATGCGGAAAATACTAGAGAGTGTGGACACTGGCTATC^ 
CAGAACAGACTGGTGAAAAGTAAACGmTCACCTACAAAAnTCACCTGCAAACCnAAACCTGCAAAATTn 

>ncrb2579.seq 

CAGGGTGGAGTGCTGTGGCATCTTAGCTCACAGCAGCCTCGACCTACCGGGCTCAAGCGATCCTTCTGCGTCAGTCTCCTGAGTAGGTAGGACTAT^^ 

GCTGTnnAAAAmCCTGTAGAGATGGGGTCTCAGTGCAnGGCCAGACTGACCTGAACTCCTGGCTACAGGTGATCCTCnGCCGAGGTGGGTGGGTC^^^ 

CGGGCCCAGCCTGGCTGACATGACGAAAGGCCATCTCTACTAAAAACACAAAAATTAGCCAGGTGTGGTGGCATGTGCCTGTAGTCnAGCTACTCGGGA 

GGCTTGAGCCCGGGAGGCAAGGGGnGCGGTCAGCTGAGACTGCGCCAGTGTACTCCAGCCTGAGAGACAGAGCGAGACTCTGTCTCAAAGAAAAACAAA^ 

AATC 

>ncrb2580.seq 

TACAGTGACTCATGCCTGTAATCCCAGCACTTTGGGAAGCCAAGGCAGGTGGATGACGAGGTCAGGAGATTGAGACCATCCTAGCCAACACAGCGAAACCCCGTCTCTACTAAAAAT^ 

CAAAAAAnAGGCGGGTGTGGGGGCACAnGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCACCGAGAATCACTGGAACTCGGGAGGCGGAGGT^^^ 

GCAACAGAGTAAGAATCCATCTCT 

>ncrb2581.seq 

TGATAAGAGGAATnGGTATAATOTGGTGGGTGATTATTTnTATACTGTATGTGCCAAAGCT^^ 

>ncrb2582.seq 

AACATATAGACATGTAATATAmGACAGGGAAAGCACAAAGNAAGATGGGTGGGAGCAAAGCTGAATTGCAGTAAGTACATAACACCAGATGGTATGTCAM 
AATAAAACCAGAAATGGGAAATAAGATGGnAATATAATAAGCCATATAAATATAnCnGTCCTTTCGGTTTCnTAATAGACATA^^ 
GGGTmGAGTGTGTGCATATGTCTGTATACATATATGTGCATATACATATATATATCTGTGTGTGATTGTGTATACTTATGCATAAGTATAC 
GCACAAAAAGA6AGAAGAGAGAATAGAACT 

>ncrb2583.seq 

ATGTGCATGCATACATmGTATGTTTAAAGmATGTAGGACGGTGCGGTGGCTCACAGCTGTAATCCCCCTACnTGmGGGAGGCTGAGGCAGGAGAATGGm 

GmGAGACCAACTTGGGGAACATCGGGAGCCTCTGGnCTACAGAAAAATAAAAAAAnAGCTCGGGGGTGGTGGCACATGCTTGTAGTCCCACCTATO 

AGGGTGACnGAGCCCAGGAGGTCAAGGCTGCACTnAGTCTTGGCGACTGAGTGAGATCCTGTCTTTTAAAAAGA 
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>ncrb2585.seq 

GCTCAGCAmGGGGACGCTCTCAGCTCTCGGCGCACGGCCCAGCTTCCnCAAMTGTCTACTGnCACGAM^ 
AGTGCATATGGGTCTGTCAAAGCCTATACTAACTTTGATGCTGAGCGGGATGCmGAACATTGAAACAGCCATCAAG^^ 
CAACCGCAGCAATGCACAGAGACAGGATAnGCCTTCGCCTACCAGAGAAGGACCAAAAAGGAACnGCATCAGCAC^^ 
GGGCCTAnGAAGACACCTGCTCAGTATGACGCnCTGAGCTAAAAGCnCCATGAAGGGGCTGGGAACCGACGAGGACTCTCT^ 

>ncrb2586.seq 

GGGTCCTCCGTCGGTTCTCTCGTOGTCCACGGTCTGGTCTTCAGCTACCCGCCTTCGTCTCCGAGmGCGACTCGCGGACCGGCGTCC^^ 

TCGTTGCCTGAGCAATGGCTGCCATCCGGAAGAAACTGGTGATTGTTGGTGATGGAGCCTGTGGAAAGACATGOTGCTCATAGTCnCAGCM^ 

GGCCACAGTGTnGAGAACTATGTGGCAGATATCGAGGTGGATGGAAAGGAGGTAGAGTTGGCT 

>ncrb2588.seq 

CAGTGGGAATACCCGTATTTGCTGAGCATmGGCCTCTGTCTTGGGCCTTCTCTGCTTTCCCCGCAACAACATTAGCTACGTGGTGGT GTGCA TGATCAG 

CGCTGGACTCATTTATGGCAGCATGGGAGATGTTCCCTGCTGCAGAGCAGGTCTACCGGCATGGCAAGGCGTACCGmCCTCTnGGTTTnCTGCCGnTG 

GnGGTGnGGCAGTGCAAGTGCATGCCTGGCAGTTGTACTACAGCAAGAAGCTCCTAGACTCTTGGTTCACCAGCACACAGGAGAAGAAGCATAAATGAAGC 

GGCTGGACATCCCATCGAATGAAAGGACACTAGTACAGCGGnCCAAAATCCCTTCTGGTGAmTAGCAGCTGTGATGnGGTACCTGGTGCAGACCANGCCAAAGTTCTG 

TCCT 

>ncrb2590.seq 

ATCACCCTCGANGTTGAACCCTCGGNTACGATAGAAAATGTAAAGGCCAAGATCCAGGATAAGGAAGGAAnCCTCCTGATCAGCAGAGACTGATCmGCTGGCAAGC 
ATGGACGTACmGTCTGACTACAATAnCAAAAGGAGTCTAGTCnCATCnGTGTTGAGACnCGTGGTGGTGCTAAGAAAAGGGAGGAAGAAGTC™ 
TAAGCACAAGAGAAAGAAGGTTAAGCCTGGCTGTCCTGAAATATTATAAGGGNGGGATGAAGAATGGCAAAAmGTCGCCTTCGTCGAGAGTGCCCnCTGATG^^ 
GGTGnTATGGCAAGTCACnTGACAGACAnATTG 

>ncrb2591 .seq 

ACCGGANACAGGTGCAGTCCCTCACCTGTGAAGTGGATGCCCnAAAGGAACCAATGGGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACmGCCGnGAAGCTC 
AtdAAGACACTAnGGCCGCCTGCAGGATGAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCnCGTGAATACCAAGACCTGCTCAATGnAAGATGGCC 
iSiCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAnTCTCTGCCTCnCCAAACmTCCTGCCTGAACCTGAGGGAAACTAATCTGGA 
C^TCAAAAAGGACACnCTGATTAAGACGGTTGAAAGTAGAGATGGACAGGnATCAACGAAGCnCTCAGCATCACGATGACCnGAAT 

>fS)2592.seq 

Tf#WW\TAAATAAAATAAAACAGTAAATTCAATGGAGGCAAAACAAATTAGAGTAAAAAAAGC 

GIGGTTGGTGAGGAAAACGAGATATAGGAGGCCATATTGGAAGATGTCAAAAAATCTTGAGGGTTCAAGGACACAAACAAGGAAGAGnGAGT^ 

A|||GAAAAAGAGATGGGAGATGTAAGAAAGAAAAGAGAAAATGAATGGAATCAGGCCCTAGAGGAATCAGAAC 

Aj^GTGTCAAATmCAGTAnGATAATTGCTATGAAGCAAATAAAACAATGCTGTAGAGTTG 

>nCTb2595.seq 

/Ct^CACACACATGCACACACATACATGCACACACATGCACATGGACACAGATACATGCAGACACATACATGCAGGTGTGCAGACnGGGTCCAGGC 
TyTATTrCCCTCATCTCCATAGAATACCAGGTTCTGAATCCTCAATCAGCCTTTACTGC 

>5}5^2597.seq 

AfgAGTGGACAGAGTAATGCnmGTTmGTCTGTCTGGACAGTAGTTGGCTGTAACAAAG 

d^GATGGCATAATGGTGACAAAAATGAGnCAAATCTACAGTCCACGACTTCCTAGTTGGCTCACCACnAmCCTAGACT^^ 
>E^2598.seq 

a<l6AAACACCTTGGTCnACnCCCTAAAATCTCCATCTACCTGAGAGACGAGAACTCCAGC 

GGCCTGAAnATGAATGmCCGAnCGGCATTTCCCCATCCACAAATGCGCTGGTGATCGGTGCCACGGTGATGGAGGGCTTCTACGTCATCTTCGACAGAGC 

GGCTTCGCAGCGAGCCCCTGTGCAGAAAnGCAGGTGCTGCAGTGTCTGAAAmCCGGGCCTnCTCAACAGAGGATGTAGCCAGCAACTGT^^^ 

CCCATnTGCGGATTGTGTCCTATGCGCTCATGA 

>ncrt)2599 seq 

aatnaagtgagaggattgacttcgcagaaaccaatagttactataaacgtatggtca™aaacactgaactactgaccaagaatm 
agaaaamgcgatgtattatgtatatggatacatggtmntcaaagatgggactgcagagctatgagaaaaatggtmm 

T 

>ncrb2600.seq 

AnCTmAAATAATCTTAAATGTAATNAATTAGGNTCGNCTnGGCmNNGGNGGAnAGACTACGCTCTATGTGNGACCATTCACTATAAGAAA^ 

ATATGGGGAAAmGGAGTAGCAGGCAGTACmCTAGAATGGAATnACAAGTGGGATAATCTGAGAACAGCACATGTCAGTATGTAGGTGCmCCATAGCTA 

GGAATCCCAGGnAGCTCTGGGTACTGCTGTAGnCCTCCGTATTCATGAGCATCAAATGTATGTAATTTATTTTAAAATTGTAAAGAAT 

>ncrb2601.seq 

GGCAGTATGATGGCGTAGATGCAGAGAAAACAGCTCCTTGGTGAATTGATAAGTAAAGGCAGAAAAGAmTATGTCATACGTCCAnGGGGAATAAGCATA^^ 

ACTGATGAGAACAnATCTGCATATGCCAAAAAAmTAAGCAAATGAAAGCTACCAATnAAAGTOCGGAATCTACCATTTTAAAGTTAATTG^^ 

TGAAnGATGAGAAATACAATGAAGAGGCAATGTCCATCTNAAAATACTGCTNTNACAAAAGCAGAATGGAAGC 

>ncrb2603.seq 

AACTTNAGGTTATGTAACGACTGmTAAAACTGCATATTTAAAmTTTGAATOTATGAAATAAnGTTCAGCTATCTGGGGAGCTG^^^ 
TnATCTACCTGGAATACTmCTGCATAAAATmTCnTGTAAGCTAACTCTATTAATCAGGTnGnCTAGCCTCTGGAACCTACnCAGnAGAAn 
AGGnTCTACCCTGTACAAGCTACTTCAGTTAAAATTGTCTAATACAGCAATAmAAAAAAAAAGACTAGAATTGTGAAGGATGGAA^ 
TTACATmCCTACAGATAAATGTGAAATmGATAAGAAGTCTACGCAATGACAAGTATGGTACATAAAT^ 



>ncrb2604.seq 
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ATATCGAMCNTCAGCCTACTCAnCMCCMTAGCCCTGGCCGTACGCCTMCCGCTMCAmCTGCAGGCCGCCTACTCATGCAC^^ 

AGGAnAACCnCCCTCTACAC™TCATCnCACAAnCTAATTCTACTGACTATCCTAGAAATCGC^^^ 

AGGACAACAG 

>ncrb2606.seq 

CNGTTNTTATGGCCGTGGTGGTGGAGGCAGTGGAGGnACTATGGGCAAGGCGGCATGAGTGGAGGTGGATGGCGTGGGATGTACTGAA^ 

ACAACAGCATCTGGTCTACTAGACmcmCAGAmAATnCTmGTATmAAGAACmATA^^ 

GGGAAAATGTTTTCTGTAGGmATnGTTGCATACTnGACnAAAAATAAATTTnATATTC 

>ncrb2607.seq 

NAAATNNNCTAGGTGTTACCAGAGAANTANNAGGAGAGAANAATAGAGAGGGCCCGTAAAAAAAANTTAAGAANAAATTCCCGAAA^ 
CAGTGGATGAAAACAGACCCTACATCCTCACGCAAGGCAGTCATGTGAAAATTGCAGAACCCCTGAAGTTAGAAAGAAAACCCCTACAACTGTCAG 

>ncrb2608.seq 

NGGCCGGGGAAANCTCGGTGGGTGGGCGCCCTGCGCCAGANCNAGACTTCGCTGGTACTCGTGCCGCCCTTCGCTTCGCTnTCCTCCGCAACGNNTGTCTGACAAACCCCGATAT 
GGCTGAGATCGAGAAATOGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGATTGAACAGGAGAAGCA^ 
AGGCGTGCGCCGGCAATATGCACTGTACAnCCACAAGCAnGCCnCTTATmACnCTmAGCTGmAACmGTAAGATGCAAAGAGGT 
GCCCCTTTCACATCAAAGAACTACTGAGAAGGAAGGCCGCGCGTGGCnTCCCATGTGTCTATCTATCTGGCTGGAGGGAANGAAAGAAGTTNATGnGGGTGA^ 

>ncrb2611.seq 

AGGCNCCAGTGCCCNTACCCCGGGATACCAAGANNCCTGCAGACCTCCCCGAGAGANNNTAACACAGAATTGCACCGATGCCCAAACTACAAACTCACTTACTmAATA^ 

GGAGAGCAGAAATTAnCGTTACATATTTGCTOTnGGACATACAGTATGAAGACCCACAGAATAGAACAAGCTGACTGGCCTGAAATCAAA^^ 

ATTnGGAAGTTGATGGACnACTCTTCACCAGAGGCTAGCAATAGCAAGATATTTGACCAAAAAGACAGAmGGCTGGAAACACAGAAATGG 

GACACTCnGGATGATnCATGTCATGTmCCnGGGCAGAGAAAAAGGAAGATGTGAAAGAGCCAGATGnCAATGAGCTGCTGACGTATAATGCGGCTCATC 

GAGACATATTAAGGGGGGGAGN 

>i3)2614.seq 

AfilTAAATAATATTTmCTATATCTCCCGTGTTTGCTGAAAGCTGnGGGTGAGACATCACAATGACCNACTTCTATGTA 

cgctgcattcaaccaactgtgaatcaaaaatatmtaaaaaangtgtctgtactgaacatgtacagacttm 

gqkctognacattgtactagagattgtaagtaacctagagatgatnaaaatggacaggaagatgtgtgtaggttagatg 

tWcgatccatgggaggtcctggaaccaatgaatcccccacagatggtgaggaatgactgtacttgataaatgtctcttgaatgat 

>n£;^2615.seq 

AGSTAACGNACGTGTCAGCGTNGTTCCnTAGCGTTGTTGCNAGAAAAAGANAAnTAATGGCTGTAGTGACGTTTGCTGAGGTNTAG 

m 

>hfib2617.seq 

ANGnGGTGGTTGCGTTTnGANGNGGAGGTGCGCGTGCGGCCNAATTCTCTNGGCAGCANTGCNTGTANTAGGCCG 

CidSAAACGCGAAAAGANAACCCACGCACCCCTCCTNTrGTGTGTTGAAGnTCACGGTGTGmAnGAAAATCTAATGGGA^ 

ASiAAAGAATTACGGCTmACAGCAACAATACGAmTCTOTAGGAAAAAAAAAAATCAn^ 

cpnA 

>!@}2618.seq 

GTOGGAATCTGGGCNTCTTTGGGGCGGGGAANCNGACNnCAGTGANNGANGANGANNCAGGAAGTAACCAGTCCTANNGAGTANTA^ 

CF^AAAACCAACCGANAAACCAAAAAAGAArWCCAGATGANGmCCCAACACCTAAATCATCTTCCGAAATA^ 

tEATnAATCAGGAAGGTGGAACATCTTCAGATCTGCCACCACCTCCAAAGnGCnGCACAGCAGCATCCCACCCTCCAGATGGACAG 

cBeTGCAAGCAGCAAGTAGCTGATGAAGAATGAAATAnGGAAGCAAAGGACGGAAAGACCAACAATCAGAAA^ 

AGGAAAGAAGC 

>ncrb2621,seq 

GGCAGnCTTGCCACTTTCGTAGCTNNTGTAACTCnACTTAAGTGCCTGTAmACmTCAAAAGGAAAAGAAmAAAGTGAnCAATA^ 

GGCGCAGTAGGTGnGGCGTGTAATGCCAGGACTnGGGAGGCCCAAGGTGGGCGGATCACCCTGAGGTCTGGAGnCAAAACTAGCCCTGGCCAAA^ 

CTGAAAATACAAAAATTAGCCAGGTGTAGTGGCATGCACGCTGTAGTCCCAGGTCnGGGAGGCTGAGGCAGGAGAACTGCnGAACCCAGN 

>ncrb2623.seq 

TGGnCCCTGNTTCGTCCNAATTGTCCTTCNTmTTCTTGCCTCAATTCCAGTTANTCAAAAGGTAGGTACCTAATGGAAACTGCAT^ 

TC™nGTTCTCCATGTTCTGTATGAAGTTC™CTTTGAAATGCAGGGCCCTTCATTCmGGCTTAATCCTCTGAAACTCACTGAAm^ 

ATAnTGTTGTACCTTGGGGTGTGnAAAAAAAGACATCATGAAGTCTGGAGCCAGACTATGTAGATCAGAATCGCAGCTGTACCACnACTAGGTGTATGACC^^ 

ACCTCTCTTTGACTCAGCATTCTCATCTATATAATAAGAACAATTAAAGGTATGTGAGAGGAGhW^TCAGAGCGTGGCCAAATGAAACA 

TnrrTCTGCnAATCAT 

>ncrb2626.seq 

GANNAGCAAGAAGAGTGCATCTAGTGAGAGTGAAGCTGAAAATCnGAAGCACAACCCCAGmACTGTCCGTCCAGAAGAGATCCCTCCTATACCTGAAAATAGAn 
AAAGTCCTCCTAAAGCTGATGAGAAGGAAAGGAAAAACAGAGAGAGAGAAAGGGAAAGAGAGTGTAATCCACCTAAGTCCCAGCCTGCTTCATACCAGAGACGAC^^ 
ATCTGGCAGGAAAATTAAAGGAAGAGGACCAAGGCGTTATCGAACTCCnCCAGATCCAGATCAAGGGATCGTnCAGACGTAGTGAGACTGCTGCAC 
GAGAGCTCAAAGAATGAGGGATCAAAGTGGGGGNAAAGATGGGATG 

>ncrb2627.seq 

TCGGCNTnATTNGGCCGGGGCCCGGCTTCNTNCCTGCTTAGGGGGCTTTAAGCCGGANNGGAGGTCGAGCCNAGCGTCGCCCGCGATGGTGTTGGTTGGAGAGCGAGCAGTO 
TGACGGAGCTGACCAGACTmCCAGAAGTGCGCGGACGTCGGGCAGCGTCTATATCACCCTTGAAGANGTATGACGGTCGAAGCAAACCCATTCCAAAGAAAGGT^^ 
CTnGAGCCCGCAGACAACAAGTGTCTGnAAGAGGTACCGATGGGAAGAAGAAGATCAGGACTGTGGCGAGCTCCAAGGAAGTGGAATAAGGm 
TTAGAGCTAACATGGATGG 



>ncrb2628.seq 
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TCGTTNGCNI^TmGnACCTTGCCTACCCCTGAGTACCmCAGGAMGANCTGACCnAMNTAI^^ 
AGGCCAAGAAAAATAmGACATTGTGACCTTGACTGTGGAAGATGATGGnGCATGmCTAGmGT^^^ 

>ncrb2630.seq 

CTCGGCNISITTTAnGGCCCGGGATCCCCTmATAGmGTGCCCTTCTGTGAGCAAAACT^ 

GCnCCTCTTTnCnGCAAGTmAAAmCCAACCnAAGTGAAmGTGGACCm 

GGATTCmGGAGCATITTAGTGmATTAAATAACTGACCATTTGCTGTAGAAAGATGAGAAAACTTAAGCm 

GCnCCAAGAmGGGnGGGGGCACTAGGGGnCAGAGCCTGGCAGAAnGTCAGCTTTAGTCTGACATAATCT^^ 

TACTCTATAT 

>ncrb2632.seq 

AAGAAGTnGAGTCAGCCCCNTCTTGCTTTTCCNTCCNTCCNTGTCNTTCAGTGGGGCCCAGCAGGGAGGTGAGCCnACACCCCCCTACTCAG 

GGTGCCCTACTTTCAnGGGACTAAGAGTGGAGCTGAACTTCCGTCCCACCCCATCTGCAACAAAACAGTGTGAGTCAnGCTO 

GAGGGGAAGnGAACATACACACCTCCAGCTGAACAGGAGGACTGCCTGCnCGGG 

>ncrb2636.seq 

TCGGCCNmATGGCCCGGGATGCNACCAAAAAAAmAACGTGCATATGTGTTCCTCnGnCTAATGTTGTCAACCAGTGCAAGTGAGCCGACAAAA 

TGTnGGAAACAGTATAATnGACAAAGAAAAATGATACTTCTCTTnmGCTGnCCACCAAATACAATTCAAATGCTTm 

TGGTGCTATAATAAATAAACTTCAAGACTCTTTATGAT 

>ncrb2637.seq 

TCGGCNTTTAnGGCCCGGGGGGGTGGGGAGAGAAGGAGAGCCCTGCAGACAGAGGCCCTCCAGCTTGGTCTGTCTCCCCACCTCTACCAGCATCTGCTGAGCTATGAGCCCAAAC 

CAGGGAmACAGGGAGGAAAAGCmCGGACTGCTGAAGGCCCAGCAGGAAGAGAGGCTGGATGAGATCAACAAGCAAnCCTAGACGATCCCAAATATAGCAGTGATGAGGATCT 

GCCCTCCAAACTGGAAGGCnCAAAGAGAAATACATGGAGmGACCTTAATGGAAATGGGGATATTGATATCATGTCCCTGAAACGAATGCTGGAGA^ 

CACCTAGAGGTAAAGAAATTATGGGAGAAGGTGTCCCAGTGGCTCCGGGGGAGACGnCAGCTACCCTGACmCTCAGGATGATGCTGGGCAAGAGATC^ 

TCgTGATGTATG 

>fS)2639.seq 

G^GGACGCTTGTGCCGGAAGTAAACnGTTAACGGnCTnGGCnTTGGGGAGGGGAGACAGCCCAGAGAAGGCmGGAGACCCTTGAGTC 
GKGAGCGGCTCCACAAATAAACGCCCCTTCGCTCCTCCGTCGCGTGCGTTTCCCTGGGATAATAAGTGGGAAAGTGGTGGCTnTATnTTnGAGACAGGGT^^^ 
CSf^GGCCGGATGGAGTGCAGTGGCGCGATCACGGCTCACTGCAGCCTCGACTTCCCAGGGTCAGAGATGGGnTCACCATGTTTCCCAGCCTTGTCTCAAACTCCTGAGCTCAAG 
AtBcGCGGTGTTGGGTCnCGAAAGTGCTGGGACAGCAGGAGTGAGCGACGGCATGTGGGCCGGAAAGTGTnTGGAGGGTAGAAAAATGGA^ 

>ndib2640.seq 

G^NGCCCAGTAGTTGAAATGTATTAACTAAACCCTOGTAnAATCNCCACCAATGAAATACCTGTATTAACNAATGAAAATGAACCCA^^ 
TlGATATAATGCTACACAAAAATGCCCAGATATGAAATAATACATACCTACATGAnCGAnTATAT^^ 

TpCCAGCAmGGGAGGCCGGGGCAGGCAGATCACTTGAGGCCAGGAGTTTGAGACCAGCCTGGCCAACATAGCGAAATCCCATCTGTACTAAAM 

d^GGCACACACGTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGTGAATCACnGGACCCAGGAGGCAAAGGTnGCAGTGAGCCCN 

T|6GTGAGCCGAGCAGACnCTG 

>inf?b2641.seq 

/^NTGAAAGAGTAGTANGTGGGGGAGAGANCTGCTGGTCTCCAGACCI^CAGCAATGTGTmAAGATAAGATGAAATAT^ 

Te^TGATGGGATCCATTGCACCCAGGTnnGACCnGGCCTGTAAATGCTAGACTATGATATCnGTOnCTTm 

qmiACTGITTACTGAGG 

>tiefb2642.seq 

CTGGTGnCTCNANCCCGGTATGGTGGTCACCCTrrGCTCGAGTCAACGTOGAACCGGAAGTAAAATCTGTCGAAATGGACGGATGM 

CAATGTGGGCTTCAATGTCAAGAATGTGTCTGTCAAGGACGnCGTCGTGGCAACGTTGCTGGTGACAGCAAAAATGACCCACC^^^ 

ATCCTGAACCATCCAGGCCAAATAAGCGCCGGCTATGCCCCTGTAmGGAnGCCACACGGCTCACAnGCATGCAAGmGGTGAGGTGAAGG^ 

TAAAAAGCTGGNAAGAATGGCCCTAAATTCTnGAAGTCTGGGTGAATGCTGCAmGTTGATATnGGGTCCCTGGCAAGCC 

CTTTTGGGGTCGCTTTTGCTGGTTCG 

>ncrb2643.seq 

GACTGGACGCGCGGGCCnGCCAGCGAGCACCCTCATCGGGCTGTCGCCTGACAGCATACCTCAAAAGGCCCTAGCTAATAAACCTGTAAGCCCAGCAmGAGAGAAGGTAGG 

GTGTATATATAAAAGGTTGTGTACAACTCGAGGAGGTGAAAAATATTGAGTAACTTGmGCATAGCAmGTGTAAAGACTATGATCT^^^ 

TTAATGACTGGCTAGAGAGTNNC 

>ncrb2644.seq 

CCGGGAAANTCGGCCNTnATGGCCCGGGANGGTCNTCTGTTGnAAAnNTGTTCTTAACTGTAACCAGTTTTTTmAm^^ 1 1 1 1 1 I ATTATTAAAAGCAAGTTTCT 

TTGTAnCCTCACCCTAGAmGTATAAATGCCnmGTCCATCCCnTmcmGTTGnmGTTGAAAACAAACTGGAAACTTG^ 

TAGTGTATGACTGAGTCAmGGAGTGTmGTGCCAGAGACGmGGGCTGCC™TAnGTGTGTGTGTGTGGGTGTGTGTGTGTTlTGACACAAAAACM 

CATATnGTCTGCATGnCTGnGGAGTGAGGGAGGCTACCTGGAGGGGATCAGCCCACTGACAGACCnAATCTTAAnACTGCTGNGGCTAGAGAGmGA^ 

AAAGAG 

>ncrb2645.seq 

GANTGAAGTTmAAAAATNAATGTGATmGAAAATCTCTAATGGCTCAGAAAATAAAAACATGCAGTTTGTGGATGACTATAm 

AAGGCCATGCCAACCGTGCnGTACCTGCTAGAAGCACmATGTnCCnmGAGTGAAATGGATnATGTGAGTGCTnAAACAAATAGCAATACTTAU^ 

CTTCNAATN 

>ncrb2646.seq 

TNTGCAnGCNAGmGCTGAGCCTGAAGGAAAAGANTGATCGCCGnCTGGTAAAAAGCTGGAAGATGGCCCTAAATTCTTGAAGTCTGGTGATGCTGCCAnGnGAT^^ 
GGCAAGCCCATGTGTGTTGAGAGCTTCTCAGACTATCCACCTTTGGGTCGCmGCTGTTCGTGATATGAGACAGACAGnGCGGTGGGGTGTCATCAAAGCAGTGGACAAGAA 
TGCTGGAGCTGGCAAGGTCACCAAGTGTGCCCAGAAAGCTCAGAAGGCTAAATGAATATOTCCCTAATACCTGCCACCCCACTCnAATCAGTGGTGGGAAGAAAGG 
TGTTTGTTTCAATTGGCATTTAAGTTTAGTAGNTAAAAGAC 
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>ncrb2647.seq 

CAAAnAACAAGCAAAACCNAACAATCTCGnAAAAAATGGGCAAAGGACATGAACAGACACnCTCAAAA 
CTAATCAmGAGAAATGCAAATCAAAATGCAAATCAAAACCACAATGAGATACCACCTCACACCAGTCAAATGGCTAnACTAA^ 

>ncrb2648.seq 

TCGGCCNnmGGCCCGGGANmCNAAAAGTATAGGGAnCATGATAATTAAACCCTTmATTGCTCAT^^ 

CTGGTGAGCGGACATCTGTTAAGAGAGTCACTAGTCAGAATGnAAAGGAGTGCATGCAGGATGCCCCAAATGTCGTGAACTC^ 

CTmAACACCAmGGmGAAACTAATGTAGAGATGCCTGATTCCAAGCAGGTGTGGAGAATATTGAAGGGCTCAGAA 

CCATGATGCGTCCATTGGATCACTCGCTGGTGGTCACTGGTNGGCAGnCTAGGGGGAAnCTGCCTCTGACTGTTCTTmCl^ 

CTCACTGATTTGGGCTATGTTT 

>ncrb2649.seq 

TGAAGCCCCTGnGCCTCNAGGAGTGANNAAGTTGCTAATATGCAGAAGGGATGGGTGATACCTTCTTGCnCTCATGATGCATGTTTCTG 

AAGGTACTAGAGTTGATAATGTGTACAGGGTCCinTGCAATAAAACTGGnATGACTTGATCCAAGTGTTTAACAATTGGGGCTNGnAAGTC^ 

TGGGCTTmCAAGGGGTGAAGATACAAGTGTTAACCACAGTGTAACnAGAGTTTCCTTT 

>ncrb2650.seq 

AGCATCAATAATTTGTGTCAGnnCCTTGCCCCTGAATCCAGGAGTGGGGTGTGAATGCACGCAGGTGGnGCCTGCAAATGCAGTI'GGATACGnAU^ 
TAGGAAAGCCAAGTAGCATGTAGTGTGCAGTAAGGATGCCTGGTTmGCTGnGGAGGCAGATACn^ 
CATTTmAAAAACTGAAGGmGTAGCAGGGCTGCmGAGCAAGTCTACTGGTGCCATmTTmAACAGC^^ 
TATTTAAAACATTTTCTGACGGGGTCTTAAAGATGGCTGCCAGGTGACCGCTTCCTGACAGAGGAAAAAT 

>ncrb2651.seq 

CnCIGGCAAGANGnCTGCCCnAGCACCTCAGnGCAnCTmCCTnTTCnCCTGnCATOTGCmAATTCTGAGGACCATATGAGGG 

AAAAATTTGTATAGGCAAACCATTTCTTAAAGTTGATGGGCAAATTTTAAAATGTTATTTTTCATATCA^ 

tWTCTTCCAGAGTAGG I 1 1 1 1 1 1 I CGTGGGTTGGGGGGTAAGTTTACTAC 

>ii»b2655.seq 

TiiGTCTGGTCGCGGCAAAGTCCGGAAAGGCnGGGGAAGGGTGGTGCTAAGCCGCCATCGTAAGGTGCTCCGGGATAACATCCAGGGCATTOCAA^ 

(SfrGGCTCGGCGCGGTGGCGTCAAGGCGCAmCCGGTCnATCTATGAGGAGNCTCGAGGTGTGCTTAAGGTmCmGAGAACGnATTCG 

a(ilCGCCAAGCGCAAAACTGTCACAGCCATGGATGTAGTATATGCCCTGAAACGTCAGGGGCGCACTCTGTATGGCTTCGGCGGCTGAATCTAA^^ 

>ifefb2656,seq 

dlilATGGAGTCnGGTCTGTCGCCCAGGnGGAGTGCAGTGGCGTGATCTGGGCTTACTGCAACTTCCAGCTCCTGGGnCGAACGAnCTC 

GACTACAGGCGTGCGCCACCATGCCTGGCTAATTTnGNTNGTAAAAAAAAAAAAAGGGTTTCCCCCCTGm 

Al^CTGCCCTCGACCTCACAAAAG 

>f4|b2657.seq 

TSSGGAAGANNTAGGTGCCTGGTGCCTCAAACCACCCTTGTGTAAAATCTGCAATACGGCTTCnCCATGTACCTGTGCCTGAACCTGTC^ 

I'll 

>pb2658.seq 

T^fGCCNmATGGCCCGGGGGGCGCAATAGATATAGTACCCGCAAGGGAAAAGANGAAAAAATOTAACCAAGCATAA^ 
A'P&ikACTAGAAATAACTTTGCA^ 

f^AGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCCTGGTTGTCCAAGATAGAATCTOGnCAACmAAAm 

TAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATmAAGACCCATAGTAGGCCTAAA^ 

ACACCCACTACCTAAAAAATCCCA 

>ncrb2659.seq 

TGTCTAGAGCTTGTCTCAATGGATCTAGAACTTCATCGCCCTCTGATCGCCGATCACCTCTGAGACCCACCTTGCTCATAAACAAAATGCCCATGTO 
ACAnCTGGACTAmCTGTGmAmGTGGCCGAGTGTAACAACCATATAATAAATCACCTCTTCCGCTGTm 

>ncrb2660.seq 

TGTGnAGACTTGAATGAAAAGCAAATGATCTTCmTTAAATGGGAACCAGCTGCCTCGTGAAAAGCAAGTCTmCATTCT^^^ 
ATATCAACAATGTGAGTTCAAnTTGGAGCAAAAGCATTCAAATACCCACCATCTATGAAAmAGCACTmAATGACTACGCGTTGCTA^ 

GACAGGCGTGTTGGTGTGnGAAGGAAGTCAGTATCGGAGAAAAGTGCTGTTCCCmGnGTGATGAGGGTAGCAGACACACAAnGAAGGGATGTGGAGAGAGTGACGTGTG^^^ 
GAnGTGCCTTGCAGCTGGAGACCTGCCCATTGTGTCGTAAAGAAATAGTATCTAGNAATCAGACAGATTTCTCATAmCATG^ 

>ncrb2661.seq 

GANNCnGAAGTGTCCCGTACACCTAAAGTCCAAACACCTANTGTCAGATGGGGGTAAAATCCNTTAAAGAACAGGAAAAAATAATOTTAAGATGAT^ 

TGAACCCCAGnAAAAAAAAAATTAATGCTGTGTAAAATGGnGAATTAGmGCAAACTATATAAAGACATATGCAGTAAAA^ 

TAACCAATTGCCTmGTTGnATGTGAGGTCTCGTATATTATGATACTCAGATAACCAAATTAAAAGAATTAGATATGGATT^ 

CTGTGATAAnCAGAAGATAGGNTATGGGGATCTTTCAATGCCTCTGAGTCATTGnATAAAAAATCAGmTCACTATACCATGCm 

AGCGTTGGAAGTTGC 

>ncrb2662.seq 

AANnCGGGGNmATTGGGCGGGGCCAAGANNGTAAAGGGTTTCAAGGAGGAAGGGCAGGAGAnAGCAGTGTCAGCCCTGAAGAGATCGTGAGGAGGACTGAGAAAAATCCACT 
GGGGTTGCAAAmGGGAGCCCTGTGTAAAACATGAAAGGCATATnTOGTGGGTGTTGGTGACAGAAACCAGACTGTGGGGGAnGAGGATGAGTG 
AAGCGAAGTAGTCTmGAGTGGGTmGTGATAAGAGAGGAGAGAGTGGTAGCTAAAGAGGATAGTGAGTGAnGGGAACT^^ 
AGAAGAGGAGGGGAGTANGGnGGACATGGGG 



>ncrb2665.seq 
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CACACAGCCCCnGTAmCTGTCTGCATAGMCCACAGGGTACAGGGTACTAMTGACCTTATGGAnTATAGACTGCM^ 
TTAGnCAATCCATGCTACTCGCCTTCTCTnGGTGATAnCTnGAAGAGGCCGTGATCACATCm 
CTAGGCCCTGTGCTAATAAATGCATGTGGCTAGGTATCTGmTAGAGCTCCTTAATAATCAATAATCAAnAACCA^^ 
GAAGTGGTGCTCAAATmGACCTGTATCAGAATCGTCTGGAGAACTATTAAATOCAAAnGCT^ 

>ncrb2666.seq 

AATNGCCCGGGGAAAANTAGCCTCTNGTTmGGTTTTmGnGnGT^ 

TAAAAnACTACmGAAAAmAAGACTGmAGCCCCAnGTCnGTACTTGCGAGCTAACnGTACTATO 
CGTGG 

>ncrb2667.seq 

TACNAGTATGTACCmGGAGGGTGGGGGGCATGGCATCmCACTCAAATCATGATmGATATTTCACCATGCCTGCAGT^^^ 

AmCAnATATGGATATATAATACCATAAmATCmACCTGnGATGGATAmGGGTTATCACCAGGTnGA^^^ 

GGACTTAC 



>ncrb2669.seq 

CAGTTCCTCGTAGAGAnGGACTGGCTAAGGACGATCAGCTGAAGGnCATGGGTnTAAGTGCnGTGGCTCACTGAAGCTTAAGTGAGGATnCCn^ 
TCTCTCCCnGTCACAGGmAAAAACCTCACAGCnGTATAATGTAACCATTTGGGGTCCGCnTTAACnGGACTAGTGTAACT^ 

>ncrb2671.seq 

AAGAAGTGAAAGAGATACCAGGGTAGCAGGGACAGAATTTTATGTGAAGTGACCGGAAATGGTTACCTTCAAGGCAAAGAGAGATTCCTGGAGGAG^^ 
AGAGGAAATCATCCmTCTACACTTTGATCCTGGACnCCAGCCTCAAAAAnATGAGCAAATAAAmCTGTTGTTTAAGCC 

>ncrb2672.seq 

GGGNTTGGTGGCGCANTGCCTGTAATCCCNGCTACTTGGGANGCTGAGANNAGGAAGAAnGCnGAACCCGGGAGGCCGGAGGTTGCTGTAAGCCCGAG 
aTeCCAGCCCTGGGCAACAAGAGCAAAACTCCATCTCA 

>nefb2676.seq 

(3pTGACCAGCAGCTGTACTGGAGCCNCCCGCGAAAAnCGGCCAGGGnCTCGCTCnGTCGTGTCTGnCAAACCGGCACGGTCTGATCCGGAAATATGGCCT 
d€AGTGmCCGTCAGTACGCGAAGGATATGGGmCATTAAGAAAGACCTGAGCTGTCTTCCTTGGCACTGCGTATGGAGGTGACACCCATGTC^^ 
d#TCGCGAAGCCCAAGATCATCAAAAAGAGGACGAAGTTCACTGGGAACCAGTCAGACTGATATGTCAAAATTAAGGGTAACTTGGTGGAAACAC 
r^AAAGNTTTGAGGAGCAGATCTATGGCCAACAnGGTNNTGGGGAGAAACAAAAAGACAAAGCACGTACTGCCCAGTGGCTTTO 

>fi€i)2677.seq 

dXiSGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGCAGGCGGAGCnGAGGAAACCGGAGATAAGTTTTmCTCmGAM 
4l^GTCAATAGGTTACTAAGATAnGCTOGCGTTAAGTTmAACGTAATmAATAGCnAAGAT^ 
AGGmCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGAC^^ 
TpeTmAGAnAAAATGGAAGGTGACTTAAACAGCnAAAGmAGTTAAAAAGnGNG^^ 

>illb2678.seq 

G@eATnAAQAAGCATCCTCTGCCAAGACGAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACTO 

flCATGCCTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGA 
GGGATGGGAAGGGATGTGAGATGATCTGTTACTGCAACTTCAGCGAAnGCTGTGGTGCCGAAAAGACGTmcmGGACCAAAGATCTC 
TigGAATCTTCATGTAnCTGGAGAACACCATTCCTGAmCCCACAAACTGCACTACATCAGTATAACTGCAmCTAGm 

>lifefb2680.seq 

AGGmGGTCGTAGCCmCTAnAGCTCnAGTAAGATTACACATGCAAGCATCCCCGnCCAGTGAGnCACCCTCTAAATCAGCACGATCAA^ 

TAATGCAGCTCAAAACGCTTAGCCTAGCCACACCCCCACGGGAAACAGCAGTGATTAACCmAGCAATAAACGAAAGTTTAACTAAGCT^^^ 

GCCAGCCACCGCGGTCACACGATTAACCCAAGTCAATAGAGGCCGGCGTAAAGAGTGTTTTTAGATCACCCCCTC 

>ncrb2681.seq 

GATTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGTACTCCAAAGA 
TAGTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCTGGGmCATCCATCCGACATTGGAAGnGAC™^ 

>ncrb2683.seq 

GGAGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCTTGAGCCTGCnCCTCACTCCAGGACTGCCAGAGGAAGCAATCACCAAAATGAAGACTGCmAAn^ 

GAGCATmGGGAATGGCCTGTGCmCTCAATGAAAAAmGCATCGAAGAGTCAAAATAGAGGATTCTGAAGAAAATGGGGTCTTTAAGTA 

TGCCTACTTnATCCTCAmAAAACGAmCCAGTTCAGGGCAGTAGTGACTCATCCGAAGAAAATGGGAGAT^^ 

>ncrb2684.seq 

GAAAAAGAAAAACTTATOCTGTGTCAGGCACCCTTTCTAAGTGCmGCAGTGTATTGTCTCAmAATAGTTGmAAATTAAC^ 

TCCCAGTACmGGGAGGCTGAGGCGGGTGGATCACCTGAGGTTGAGAGnCAAGACCAGCCTGACAAACATGGAGAAACGTCATCTCTACTAAAAATACAAAAnAG^ 

GGCGCATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCnGAACCCGGGAGTGGNAAGnGNTGGAAGAGCCAAGAnGCATCATTGCACTCCAGCTTGGGCA 

AAAAGAATGAAACTCTGTCT 

>ncrb2686.seq 

ACATGGAAACTGAGCAACCTGCTCCTGAATGACTCCTGGGTACATAACGAAATGAAGGCAGAAATAAAGACGncnTGAAACCAACGAGAACAAAGACACAGCA^^^ 

GGGACACATTCAAAGCAGTGTGTAGAGGGAAATnATGGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATCCAAAATTGACACCCTAATGTCACM 

GAGCAAAGAnCAAAAGCTAG 

>ncrb2687.seq 

GGCGGCATCnCAACAGATACAATGTCATTCGAAnCAAAAGTTGTCAACAAGAAGnGAGGGAGCGGnCTGCCACCGACAGAAGGAAGTGTCTGAGGAGAATCAC 
TGAGCGCATGCTGmCATGGnCTCCTTTCATTAATGCCATOnCATAAAGGGnTGATGAGCGACATGCATACATAGGAGGAATGTTTGGGGCCGGGAnTAT^ 
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CTCAAAAAGCMCCMTATGmATGGMnGGAGGAGGMCAGGCTGCCCTACACACAAGGACAGGTCATGCTATATAT^^^ 
AAATCCmCTGCAGmAGCACGATGAAAATGGCCCACGCGCCTCCAGGGCACCACTCAGTCATTGGTAGACCGA^ 

>ncrb2688.seq 

AGGCATAGTTCTGAGATGGAATGACTTGAAAGGCTGGTGGATTGnCAAGAAATCAGTGTmGnATCAGATO 
GGTmAmGGGTAGAAGTGCAGTCATGCAGmAGTGATGTGGAAAAGAGGCGGAAAGAmACAAGTAM^ 

>ncrb2692.seq 

GTGATGAGCCTATGTATGTCAAGTTGGTGGAGGCCCmGTGCTGAACACCAAATCGACCTAAnAAGGTTGATGACAACAAGAAACTAGGAG 

AGAGAGGGGAAACCCCGTAAAGTGGnGGTTGCAGnGTGTAGTAGnAAGGACTATGGCAAGGAGTCTCAGGCCAAGGATGTCATTGAAGAGTATn^ 

ATAAATGTTTGGGTCA 

>ncrb2693.seq 

GTACGAGTCTTAGACGGTGGATCACTCGGNTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGAC^^ 
GCCCCGGGnCCTCCCGGGGCTACGCGTGTCTGAGCGTCGCnGCCG 

>ncrb2696.seq 

ATnATAAAAnGCTATAAATCGACAAAATCTAATGTTGTCTTmAATGnAGTGATCCACGTGGGTCAGCCTCGCAAAGTGGTC 

ATATATnGATACATATAAnCTmGGCmGAAACTTGCAACmGAGAACAAAACAGTCCmAAAT^ 

TTATTACCTTTAC 

>ncrb2697.seq 

GCTCTTCCGGGGACGTTGTCTGCAGGCANTCAGAATGGTCCAGCGTnGACATACCGACGTAGGGTnCCTACAATACAGCCTCTAACAAAACTAGGCTGTCCCGAAC 

AGAAnGmACCTTTATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACTTCGAGGGGnCGTGCTGTAAGACCTAAAGn^ 

NCAAAACAAAGAAACATGNGAGCAGGGCCTATGGGGGGNTCCAT 

>ffcrfa2699.seq 

Ai^GGAGAAAGCTCCTAAGGCATGATOTATAmCTTCTTGGAGTAGCAnTGCCAAACATTTnACCATATTGTTGCTAAGTAGGTA^ 

AkTAmTGTAATGGAGGTACCACTCTGTnnGTAAGGCGTTGCTGATTGTCACTTCGCnCTGCATCTCTGAATATGnACA^ 

/flgGAAATGGGGGTTCTTCACCGAATGTTCATGTACCGACTTCAAGAGGTCAAAGAATCACGAATTGATATACAAAG 

, 

5t5b2700.seq 

GAGTGTmAGAAACATGGGTCGGGACTGTGTAAGTAAAAGTACAAACAnAmCCACCATAAAGTATGTATTGAAATCA^ 
TilGCATnGCnCTGTmGCGTACCTAGAATGTGAGATGTnnCAGnATCTCCCCAmGTCAAAGTTGACCTCAAGATM^ 
W^TTATTGTAACAATGAnAmGCTCAnCACnATnTGATAACTAATGATCACAGCTATTATACTACm^ 
(ll^CGCAAAATGGAGCmATACTTmACmCAATTGCCTAGCACAATAGTGAGTAGATnGA 

>|6rb2701.seq 

46t©AACANCAAAAAACTACCGAATCCAAAATAANNGTCTACAACCACACAAGTAACATCTACCAGAACTCAAGATACGACA^ 
GfAAAGTAACTACAACAAAAAAGACAAmCTACCACTGAGAnATGAACAAACCTGAAGAAACAGCTAAACCAAAAGAC 

tCAACCAAAGCACCCAAAAAACCCACTTCTACCAAAAAGCCAAAAACAATGCCTAGAGTGAGAAAACCAAAGACGACACCAACTCCCCGCA^ 
CCCTACCTCAAGAATAGCAGAAGCCATGCTCCAAACCACCACCAGACCTAACCAAACTCCAAACTCCAAACTAGTTGAAGTAAATC^ 
di^GAAACACCTC 

>Mb2703.seq 

dieCGTATATGTGTGTATACACACATGTGTGTGAGTATATGTATATACAGGTATGTGTGGTATATATACACATATGTATGTATA^ 
GTGGCTCATGCCTGTAATAACAGCACTnGGGAGGCTGAGGCAGGTGGGTCACTTGAGATCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAA^ 
AAAAAnATCCTGGCACGGTGGTGGATCCCTGTAATCCCAGCTAnCAGGAGGATGAAGTCAGAGACTGGCnGAACCCGGAAGGCGGAGAnGCAGTG^^ 
GCACTCCAGCCTGGGCAACAGAGTAAAACTCCATCTCA 

>ncrb2704.seq 

AAGACAAGANGGACATGCTTCCCCnGTCCACGmGCAGCCTGmCTGTCATGTAGnTCAAGAAGTGCTACCmGAGTGTAAACTAAGGTAGACTA^ 

CAAAATCAGGAAAGGCTGTAGAAGGAAATATACCTTAAGAGGGTGAmGGAGTGAGCCAGTAAAAAAAAATAAAACTCTCAnAmGT^ 

CCGNTAAAGACC 

>ncrb2709.seq 

GGGGCCCTGCTGAAAANATACCTGAAAATGTGGAAGCAGCmGGACCGGGGTAACAGGCAGAGGTTGGAACAGmGGAAGGCTTGGAAGAAGACAGAAAATGTGG^ 
AACTTTGTAGACACTTGnGAATGACmGACAAAAATGCTGATAGCGGTATGTACAACAAGGTCCAGGCTGAGGTGGTCTCAGATGGAGATGAGGAACn 
AGGTCACTCnGnATGTmAGCAAAGAGACTGGTGGCAnTTGCGCCTGCCCTAGTGATTCCTGGAACmGAACTTGAGAGAGATGATnAGGGTATCTGGA 
AGCAGCAAAGCAnCAAGAACAC 

>ncrb2711.seq 

AGTAGGAAAAGCACTGAmNGGAAGTAACATTCCCAGGACTAAAGTOATAGCAACTAGCTGTTTAAACCAAGGGTAGTCAGAmTCTTCCTGGGTCTGT^ 
TTmCAGAACTATGnnCAGTATATATTTnATATCAAGAAAATATGTGGAATATAAGAAAAnACATCAAnAATA^ 
CACCAAAmAAATGCGCTATATAmGTCAACAGCCTATTTAAACAACAGAAAATTCTATGAAGTCnCAGTGGCCTATTGCTCTGCTTT^ 
TGTCTGTCTmAAATGAGmATGTCTCAmATCAAGCACATAAGTGAGATAAAAGCAGATGATCAGCmA^^ 

>ncrb2712.seq 

TGAGAGGTATAnATAGTnTGTTATGAAAGTATGTATTnGCCCTGCCCACAnGCAGGTGTmGTATATATACAATGGATAAAmTAAGTG 
mATnGCACAAGGTACTGAGATTTTTTCAAGAAACAGCTGTCAAATCTCAAGGTGAAGATCTAAATGTGAACAGTTTACTAATGCAC 
TAAGCATGGGGmGmCTGTAAAnGATnGTAATGTGAAATTACTGAACAACTCCTATTCGGATTTnGGTAAAGTGAAm 
TAATmAATGCCAACAAAAnGGnGTAATCAAATmAAAATAATAATAATnGGCGCCCGGT 

>ncrb2713.seq 



IT 
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CMGANCTGGGCAnAGATGTGCnGnGCTACTGGGATGTCACTGmGTAGCAGAGnGAGAMTATGTATGTATAT^^ 

ACAAAGCTAAACATGAGmGTACTGCCGTCnCAACTCAAAAmGTCCCAAAATmGTGGC^^^ 

AGC 

>ncrb2715.seq 

AAGCnNGCCCAnGTCTTATTGGCACATGGNTGGACACGGNATCTGCTGGGCTCTGCCTTAAACACACAnGCAGCnCAACTTn^^ 
CGAGTCAGACmGTGnCAmCAmCAGGGTCTTGGCTGCCTGTGGGCnCCCCAGGTGGCCTGGAGGTGGGC^ 
GGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGmGCCTGAGGCTGTAACTG^ 
TTCTCACAT 

>ncrb2716.seq 

AACCCAATGATGTATGATCTAAAGGAAAATGGTGATAAAATTCCAATTACAAATGAAAACAGGAAGGAAmGTCAATCTTTATTC^^ 
TCAAGGCTmCGGAGAGGTnTCATATGGTGACCAATGAATCTCCCnAAAGTAC™TTCAGACCAGAAGAAAnGAATTGCTTATATGTG 
TAGAAGAAACTACAGAATATGACGGTGGCTATACCAGGGACTGTGnCTGATTAGGGAGnCTGGGAAATCGTTCATTCATnACAGATGAA 
CGGGCACAGACAGAGCACCTGTGGGAGGACTAGGAAAATTAAAGATGAnATAGCCAAAAATGGCCCAGACACAGAAAG 

>ncrb2717.seq 

GTGAGCCGAAGGACCCCGTGTGAGCnTGGAGGTCAGTCAnGAAGTCCCTGCTGTGCCAGAGGAAATCTTAAAGCGCCTACTTAAAGAAa 
GATTCAAAAGTGATGGAAATTGTGGACAGCCAAACTGAAAmACCAGTATGTCCAAAACAGTATGGCACCTGATGCTGCTGGAGAGTACGn^ 

CCCAAAGGAGCCTGTGCCCTnTACTAACGTCTGTGGATCAGGATGGCGGACCTGTGGTGGGTGTGAGGGnAATGTGCTCnGTCCAGGTAmGAnGAACCCTGTGGGCC 
AATCCAAACTCACCTACATGTGCAGAGnGACnAAGGGGCCACATGCCAGAATGGTACACAAAATCTmGGACAmGTGTGCAGC 

>ncrb2719.seq 

GACNCCACGCTmCATCTGTCCCGCTGCGTGnTTCCTCTTGATCGGGAACTCCTGCnCTCCnGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGTTGGC^ 

TGGCGGCTGCTGGAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCGTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGGTGCATCTGCAAAGG^^ 

C^ACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGGTGTGGTGTGAGATGTAAATAGAGGAACCTATATAAACCTGGATTTTTT^^ 

>|pb2720.seq 

QlMTGCCTGATGAAGmGAGGACCACTGTNnAAAnATATAGTTACCCnCCTTTATCCAAAGATGCTnAATAGATGGACTCAACTTACTC 
A^CATTmTAATGTCTAATAGGAAATGGGAAGTnAAAATATGGCCnTAGACCTACCTACCAACCTCTmATm 
TMATCTATAGTmAGACAmGGmTACCGTGTGAAATCATTCTGAAGAGTTTCmAGTCn^ 
TillmAAAAATGCATCATnnCTGATAnACCCCATGmGAAGAGCAGATGGCATGGAAGTACAAGACTATGA^ 

>fMb2722.seq 

d^GTCTTCATGTCCCACAGGCAC™CCCTTAAGGGAGATCTGCTCATTATCAA6GGCAAGGnATAGATGAATCACTGAGAGnCTACCATO^ 

(IpTmACTAAGACCCTGAAACACAATATTCCCCATCTGTTCATAAAGTAGCTTATnGATACACAOAATGTGGTC^ 

tSGCNCACACCCA 

>iTiSb2724.seq 

(^JGAAAAGAGmGGCAAmCTCAAACAGnAAACAGAGTTACCATGTGACTCAGCAATTCCATTCCTAGGTAAW 
T^CAATGTTCATAGCAGCATOnCACAATAGCCAAAAGGTGGAAACAACTCATATGCCTGTCAACAGATGAATGGATAAACAAm 
TfMAAGGAATGAAATTAAGAAATGAAATTCTGCCCAGGCATGGGGGCTCATACCTGTAATCCCATC^^ 
ApTGGGCAGCATGTCTCTACTACTAAAAATATAAAGAATGAGCCAGGCATGGTGGTGCACACCTGTAGTTCCAGCTGCTCAG 

>fSb2725.seq 

(lCl€AnNGGAGGCTGACACACAGTAATTACTNGTAGTACnGnGGCnGCAGACAGGTGGGGGnGGGCCTGCAGA^^ 
CAAACGTGTGCTnCAAACTACnAAATACCATAnCTTGGTATCnGCCTTTCArrrnATAnACCACAGATACm^ 
TGATAAACCACTGGGCTAAGTACACAGAGGGAGAGGCTAGCAGTATTmAAATTGGmCTAAATT^ 
CCAATCCTCAAAAGACCTCTCAATOGAAncnAAATGACAATGTmcmATCATATAnTGAGAGAnGA 

>ncrb2726.seq 

GGAANNGCTAGAAAATTGGAATACCTTCGCTOTGTGGCTGTTGATTGACmGTGATTCAGTGGGCCTTGATATA™ 
>ncrb2727.seq 

AnAATGAAAATGnCAmATGTAGCTGCCTATATTTCCAGGGAAACATAGGACAAGCCAGCAATAmGTAATCTTCATOTG 
CTATGTGTATGTAGCAGTnGGCAAGGAGAACAGTCATTATTTAGGTGCTCAGCATAnCAACTTTGGTCmGCTAAATCCACCGATCCCTAACGCTCC™ 
GGAAGAATAGCCAAAATAAmTATCATGAAAAATGGAAATTTCCTACAAACGGGAGCCTAATACTTGGGATTGATTGGTCAATG 
TATTGTAGGCTnGCAAATCCTCCAGGCAAGTTCATTCTAAATGGAAmTGCCTGTGCAAATACAATGCATGTACTM 

>ncrb2728.seq 

GTGCTCCTGCGGGGTCACTCCCACmGTTANTGATGTGGTOTCTCCTCAGATGGCCAGTTTGCCCTCTCAGGCTCCTGGGATGGAACCCTGCGCCTCTGGGATCTCACAACGGGC 

ACCACCACGAGGGGAmGTGGGCCATACCAAGGATGTGCTGAGTGTGGGCTTCTCCTCTGACAACGGGGAGAnGTCTGTGGATCTCGAGATAAAACCATCAAGGTATGGAAT^ 

TGGGTGTGTGGAAATAGAGTGTCCAGGATGAGAGCGAGTGAGAGTGGGTGTGTTGTGTGCGGTTGTCGCGGAACAGCAGCAAGCCTATCATCGTCTCGTGTGGGTGGGACAAGCTGG 

TGAAGGTATGGAACCTGGCTAACTGCAAGCTGAAGACGAACCAGATTGGCCACACAGGCTATCTGAACACGGTGACTGTCTCTGCAGATGGATCCCTCTGTGCTO 

GATGGCCA 

>ncrb2730.seq 

ATAmAGGCCATGTATTTTTGCTCATGTACAATCATGCTTTmAAAGGTAAACm 

>ncrb2732.seq 

GGGTTNAGAAAATGTGGTATmTACATAATNGAGTAGTATTCAGCCATGAAAAAGAATGAGATCCAGTCAmGCAACAAAATGGAGGGAACTGGAGAnAC 
GCCAAGAACAGAGAGACGATCAGCACGTTCTCACTTAmGTGGGATCTAAAAATCAAGCAATTGAACTCATGGAGATAGAGAATAGAAAGATGG™ 
GGGTGATTGAGAAGCGGGTTTGGTTAATGGGACAAAAAAGAGAAACAATGAGTAAGATCTAGTATTTGATACCAAAACATGAAGACTACGGTCAAAAATA^ 
GATAACTAATAATATAATAATTATGTTG 
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>ncrb2735.seq 

ATCCTAAMmATNAGNAMGGCMGATOCTAGMTAGCCCTGMCAGTmCAAAMTMTAM^ 

AAGGCAGTGGGGGTAnCATGAAAmCAGACACATAGATCAGTGGAACAGAAAAGAAAAnCAGAAATAAACCCACAACA^ 

AATTAATGGAAAAAGGACAGTCTTnCAACAAATATTGAACATTGATGCTGGAACCATTGGATATATATAT^ 

GTGAAAATGGATCATGGATCTAAATGTAAAATGAAAAACmAAAAGTTnAGA^^ 

CGAATCA 

>ncrb2736.seq 

AGACTGAGTGACACCTAGTGGAATCCATNTATGTTTCTATAGGCATGTGTTnGCCGGTCCAGTTCGTGTACAGTAATATGATGAAGAGAAA 
AAGACCCTAAAnGACTGAGAGAGGAGTCACAGGCCTGTGAACCTAGAAGACCCTGAAAGAGCCTTTGACAGCAAGGTTTTGAGGGACCCm 
GmACGTGTAAGTGGCATGAGCGTAGACCAATAGnCTAAATmTTAAGGTAAGGCCTTAGTAAGAAATAAATmAC 
ACAAGTGTGTCAAGAAATGGTACTnGTTnGCTCTATGCAGTGCACTCTGATATTTTCTG 

>ncrb2738.seq 

GGCCTCGGAGGTGGGCAAAGGGAAGTAACATACACACGATGTTGTCAAGGATGGTTnGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGG 
TTTGCCTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGACAnCTCACATAAGCCCAGnCATCACCAniCCTCCmACCTnCAG 
CAmGGCTGnGGTTCAAACTTnGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGTCAGCGCATGCTGCAGGGCTTCTCCTCCTCTGTCTTnGGAG^^ 
GGGCTCTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAAGnGTAAAATAGN 

>ncrb2739.seq 

GGCCCCGTAGAnCCnGAGGACAAAGCTGGAAGCTGTACACCATCATGAACTCGnCTGCAGGAGAGAmGGTAnCCTGTTGGATGACTGCAATGCCnGGAATACCCAA 
GTGACTACGGTCCTGCCAGATCGTCAGCGCTAAGGGAACTGAGAGCAGAGAAAGAACCCAAGAGAACTAAAGnATGTCAGCTACCCAGACnAATGGGCCAGAGCCATGACCCTC^ 
CAGGTGnGTGmGTTGTATCTGAAACTGmTGTATCTGTCTACGnCTGGAAAACAGGGCTGGTATTCCTACCCAGGAACCTCCnTGAGCATAGAGnAGCAAC 
TCCCnGACTCATGTCnGCCAGGATGGTTAGATAGACAGCATGnGAmGGTGAGTAAAAAGAAGAAAAGGACTAACAAGCTTC^^ 

>feyb2740.seq 

OpNnAAAAGAAGTGGGATGATGACNnGTGnCAAGNAAGTGTGGAAAAGGTGTAGATGAGCAGAAGAAAGAGAAAAGAT^^ 
AMrCATGGAGAAATATAnAAATAGTAGAGTmATGTGGTTAATTAAAGACTGTGAAAG 

>fM)2741.seq 

Cif^TGAACTGTGTGACCTAAGTAAGCTAGGNTNGTATTGGTTGmAAATATATGGTTGTGTAmGAGTCTGTGTm 
>!;i^2742.seq 

AlSSGTNATAGTTCTGTGTGAGCCTGCAGTGnAAGTAAAACCTAnGAGTGCACAAAAAAATCATGTTACAAnACTAC^ 
q^nAATGGAAGAAAGTAATGTAGCTCCnGGTAGGGTACATAATGCACCnAAmGnATnGTOTnAACTA 

>flcrb2743.seq 

ApAAAAGhWVAGCTAATAGGAAAAAAAAANNNTAAAmGAGnAGTAAAAATGTAA^ 
A^§fl^TCTACACTGTCTAGTATGGTAGCCAGTGGCCAGATGTGAGTAmAAAmAACTTAAATAAGATAAAAA^ 
Af^TGAGACTAGTAGCTACTGTACTAGACAGCACAGTACTAGAACATTCCTAGCmAGGAGAAGTOTATTGGATAGGTGATGATC^ 
/^ATnCACAnAAGTACCTGGnTTCCAnAATTGATTAGTACTTGnGCTAACTAnGTGCnGACAGTGGAGA 

>&2744.seq 

CKAGCAGGAATGCAACTCATGACTCTAGTAAAAGCAAGCTOGGCTACCTGAAAGATTnCCCnGGAAGTTTAGGG 
TaSTATATAATCCAAAAACTmCAGGCTGnGCTCATTCTGTGCCATGCTGGCAATAATACGTTGTCAGCCCATO 
GTCTGCCATATCAGAAGACAAACCGCTGAAGAGGnGTGAnTGAI I II I II II 1 1 IGTTGAT 

>ncrb2745.seq 

CCCGGCAACGGCGTTCCCnGCGTTGCCTGGGAGTnGCACGGGGGnGGTmCGGCCncnCGNCCCGGANGGGAAACGAAGGTNCG^ 
GC 

>ncrb2746.seq 

ATTmAAATNTTmGTGAGAAGmGTNTTAmGCAACTTGTTGAGGAAACAGAAGAGTAGATTGTAACCATA^ 
TGAAATGmTAAAGAAGGCAAGGCTTAAATAAGCCTCATGAAnTnATAGTCCTCTGCAnCTTCCCAAAGGACAAACTC^^ 
GAAACCCTCATGGTACCATTCACAGCCCATAAAGTTTATTTTCTAGGACTGTGGTAGATGTTGAAATCATATnATAmGGGCGTCAA^^ 
GCAGCTCTGAAGCTTCAGTAACACTAAGAAATTTATGTGTAAATATTAGCAGTCA 

>ncrb2747.seq 

ACATTNCCGNAAmAAGTTTTGAGCCTGTNCCTGTAAACTGGCCATAGGACCAACTGTGGGAAAGGATAACTGCmCTAAGTCAAmTAGCCCAT^^^ 

ATGAAGCAATAGGATAGATCTCTGTAAAATGCTATGTGGTOTTTGTGTCAnCATCATGTATGCAGCACTACTTOTCTGTGTCTCTACCTGAATA™ 

TCTGAAAGTAmCTAATmCTAGAGAAATnCCAAATATAAATCTAAAATOTATTAACCAAAGAGTAnACA 

CAGCATTnGGAAGGCCAAGGTGGGAGGATTCTnGAGGTGAGAAGnGGGGAGTAGCCTGGGGAACACAGCAAGATCTCAmCCACTAAAAATCAA^ 
GAGAT 

>ncrb2748.seq 

GGACTNGCGAGGNAGGAGTTGAGAGAACGGTTCGGACGCCATGGCGACCAACATCGAGCAGATnnAGGTCnTCGTGGTCAGTAAAnCCGGGAAAnCAACAGGAGCm 
TGGAAGGAATGAAGGCCAGCTGAATGGTGAAACAAATACACCCATTGAAGGAAACCAGGCGGGTGATGCAGCTGCCTCTGCCAGGAGTCTACCAAATGAAGA^ 
AGAGGAAGTACnTCTGGGGTCmGATACAGAACTACGATATAAGCCAGACnGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACAAAGAGATCCTACTGAT 
CTAAAAAGTCAAAGAAGCATAAAAAGCACAAAANC 

>ncrb2749.seq 

CTGAAGATGATGAGAAGAAAGAAAAGCGAACAGATGATATCCGTGTnGGGACGAAGAAnCCTGAAAGTTGACCAAGGAACAGTTnrGAACTCATO 
ATCAAAGGTTTGCTTGATGTTACATGCAAGACTGnGGGAATATGATCAAGGGG 
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>ncrb2751.seq 

CAGGAMTGCATCAAMGACTTAMGGTMNGCGTATTACCCCTCGTCACTTGCMCTTGCTAnCGTGGAGATGM 
GTCAnCCACACATCCACAAATCTCTGAnGGGAAGAAAGGACAACAGAAGACTGTCTAAAGGATGCGTGGATO 
TGGTGATTCGAGTGGACTGTATCTCTGTGAAAAACACAATmGGCrriTTGTAATTCTAm^^ 
AACCATATTTAAGTGTTACTGTGGCTTCAAAGAAGCTAnGATTCTG 

>ncrb2752.seq 

GCTGGCAGCCAAGNAGTGGTAATGGCGTCTNTATGATCnCGGAGCCTGCTGCATCGGACCTCGGCCAGTCATAAAAGATGACAACAGCAGCCAGGC 
GGTGGAAGGGGAAAAGGAGAAGGTGAnTGAGCCAACnTCAAAGCAGTAnCAAGCAGAGACGTACCCTCTCATACAAAGATAAAATACAGACA^^ 
AGGTTCGTAACCGTGACTTCAGGAGAGAGTTGGAAGAAAGAGAGAGAGCTGCTGCAAGAGAGAAAAATAGGGATGGTCGAACCCGAGAACATACAACGT^ 
GCCACGGnAGACGAGATTGCTGCCGCCAAGCTTGATGCAGATGACCGTCTAAGGGATGAGGAAGATGAAAGATnTGAAGAAGA 

>ncrb2753.seq 

GAAAATNATAACnCGTGCTnGTGAGAGACTCTGTCAAGAGAAGGAAAGGACAGCCGGACGTGGTGGCTCATGCCTGTGAGCCCAGCACTTnGGA^ 

CCCnGAGGCOAGGTGTnGAGACCAGCCTGAGTAAGAATAGTGAGACCCCATCTCTACAAAAAATGTAAAAAnAGCGAGGGATAGTGGCACGCACGTGTAGTCCTAGCT^ 

AGGCTGAGGCAGGAGGATCAGTTGAACCCAGGAGmAAGGCTGCAGTAAGCTGTGATCATGCCACAACAnCCAGCCTGGGCAACAGAGCAAGACAm 

>ncrb2754.seq 

CTAGGCTCAGANACACCAACCTTGCnCTNGGAAATTGTATCACCTAATGCAAGTTACAGGACAGGTCAGACTCAAGGGGTGGGGAAACACACACCACCTCTTACTGGAAGGM 
AAATTCATATAGCCAAGCAAGTGGACACAGGGACATATGACTGmGAGGGCATGTTCCTAATTAATCTATCATTOTATGATATGTGTGAA^ 
ATGAATATATATAAATTGATATATOmCATATATTTTCGGGAATTCATGGAGGTGTCTGAGGAGmGGGTCCAGAGTAGATAGATATGTGTATG^ 
ATATACATCATGTATGATATAT 

>ncrb2755.seq 

GGJGGNCGACGGGTCCTCCAAGAAGnTGGGNCGCGGACCGGAGTACCnGCGTGCAGTTATGTCGGCGTCGGTAGTGTCTGTGAmCGCGGTTCnAGAAGAGTACnGAGCTCC 
At?rGCGCAGCGTCTGAAGnGCTGGACGCGTACGTGCTGTATATACTGCTGAGCGGGGCGCTGCAGTTCGGTTACTGTCTCCTCGTGGGGACCTTCCCCn^ 
GehrCATCTCnGTGTGGGGAGmCATCCTAGCGGmGGCTGAGAATACAGATGAACCCACAGAACAM 
TgGCCAGCACCATCCTGCACCnGnGTCATGAACmGTTGGGTGAATCAnCTGAmAGnAA 

>Hyb2756.seq 

C]G^GGNGGGATAGCATTAGGAGATATACCnNTGTAAAAGACGAGTTAACGGGTGCAGCACACCAACATGGCACATGTACATATATGTAAGA^ 
T4QAACTTAAAACCAACGAACAAAAAAAATAAGGTGmGmCAC™TmCGTTm 
C.mTCAGTGATAAATTnATATCGTGACCCCGAGGGGGTGGATGGATGAnAATGAAGnGTGnTCnCTAAAG^^ 
/if^mGACCGAGGGGTGCAGACAGGTGnGATCAnGGGGGATGTCACCTGCCGGATACGCACCTCACTCATGAAAGCCGCCAGTTATGT^^ 

w 

>ricrb2757.seq 

Al^CTTCGAACNAATGTGmGTTCGAmNNACCAGAGACTATAGCATGTGCTTGCATCTACCTTGGAGCTAGAGCACnCA 
Tig@3GTACTACAGAAGAGGAAATCCAGGAAATCTGCATAGAAACACTTAG6CmATACCAGAAAAAA6CCAA^ 

m - 

>i^b2759.seq 

d4icnAATmGnACTGnGATGAAGnGGAGAGGAGGAAGATGGAGATAATGAmAAAAGnGAGnAGCACAAAGCA^ 

qpGAGAGCTGTGGACACAAAAAAGACAAAACTTGAATCCnGTGCCAAGTGGGTGCAGTAAATGAGAATGTOTGGA^ 

A^CTCCAACCAAGAGAGTTAG 

>liyb2761.seq 

ACACCATAGCAGTCTAAGTGTTTnGTGTGNTAGAGGGAAATCCTGATCnTmATGAnGAAAAATTGTO 
CTGCCACCTCTmCAGCAAGCmGGAAAAGTAATAGGCGAAGTAGCTGTAAAGAGAGGCAGCATAATCAAAGATCnATO^ 
CTAGAATACCTGTGCATCAGACGAAGTCAAGAACAATAGGAATAAAATGCmCTGCATGTAGCCAAAGCAAAACATAATAGAA^ 
CCTAATCTACTGCAAGATAACTmCTATTmAACTATATAAAATAACCTCTGTCTCAGCAnG^ 

>ncrb2762.seq 

GAGTGTGTATGGGTNCACGCACNCCGGTCNNAGCTCATCTTGGCGCATATGCCGGCTGCTATAmGAGTTCCTGCTCGGCCCCAGATTGGTCCnGCCATCTCCTTCCATCTG 

TTAACTCCCGCAAGTGCCTCCGTGAGGAGATTCACAAGGACCTGCTAGTGACTGGCGCGTACGAGATCTCCGACCAGTCTGGGGGCGGTGGCGGCGTGCGCAACGACGTGAAGATC 

ACAGATTCTGCTGGCCATATTCTGTACTCCAAAGAGGATGGAAGCAAGGGGAAAnTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTG 

>ncrb2763.seq 

GGACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACTO 
GCGGGnCGTCGCGGGGCTACGCCTGTGTGAGGGTCGCnGGCGATC 

>ncrb2765.seq 

AAGAAGCTTGGTATTmAAmACnCAATGATOGCTCAGnGCTTAACTGGAGTmAATCCTGTGATATGTACATO 

CAGAATGACAATAAGGTTnCGCCCAnTTGGmCAGGAGGACATGAATAGTGTGTTOTTGTAACTCCTCATACAGTmA^ 

CCAGGTACCnAACTGTAGCnGTGTAATGTTGATGAATATGTGTATCnACGGCnCCATAATGGCTAGnGATATTCAAAAACG 

>ncrb2767.seq 

AACTACNTAATAAAAACAGTGnAATAAATAANACATATAAAGTmAmGTGAGAAACTCACAAGCAAAAGGAAGGAAAAT^ 

nCACTGTCnACAACAGTCGTAGCAAGTAGACATGATGCCTGmCACAAGTGGGAAGCCTGAAGCCCATGAAAGTATGAATGAGGAGnCAGTGTGGATACCAAGmCAG 

AACATAAAAAGnGTGGAGAAGAATGGTGATGATAGnGCACAACAGTGTGAATGTACTTAATGCGAGAGAAGTGAAGACTGAAAAATGAnAAAATG 

nTACCACAATTTGCTTAAAGCTTGnAATAATG 



>ncrb2771.seq 
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GAMGTNCCGAMCTGGnCAGTACCTTGATTAGTTCCAGAMCCAC5MGGTACCCTGTGGCAGTAGCCGCTGCTGGAGATCT^^^ 

ACCCTCCmACGCCCACGGCCCGCCTGTCACATGTCTAGACGTCTCGGCCAACCAAGnGCTmGGTGT^^^ 

C 

>ncrb2772.seq 

AAGANGAGACAGNATATGTGCAGAGnGANCNGTGTGCGGATGATAACTACTGACGAAAGAGTCATCGACTCAGTTAGT^^ 

GTCTCCX^TGGCAAGGAGAATATGCGGGACATGATGCTAAGAGTCCTGGGTAAATGTGGTGAGAATGCACGC^^ 

CmGGGAGAnATCAGTAGAAAGAGTGTOTCATAnGGTGCTGAGTGCTATGTGTGCnATACAATnGnCTO^ 

>ncrb2773.seq 

GTGGCNGCGACGACCCAnCGAACGTCTGTTCTATCAACTTTCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATGAGGGTTCGATO 
TGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCGACCCG6GGAGGTAGTGACG 

>ncrb2775.seq 

GGGATNGTGTCnCAGTAATTCATAACAGGrmGTTGCnmAAATCAAACATAGTAAAGATnCCTT^ 

AAmACAGTAGCTGCCAGTCTTGTGCTGAGTTCTCCTCCAAGTACACTGAAnGTGCAATTCnGCTTGGCCCAGTTTTGGACAGGCATCTn^ 

GGTTAAACAGTmGGCAAAAACTGTAAATAATGACTGAATAAAACCATAAAAACTGAAATCTTAAGAACAGGGGAA^ 

CAmmTAAAAAAAGnTGrnCTCTATTCAAGCCncnAAGmGATCAncnATGATCTTCTCni^ 

>ncrb2777.seq 

AATCCTAAAGNTGTGTGCGCCTmTATnNTGTTnTAATGCTNNGATAmCAATGnANCCTCAATnCTGAACACCATAGG^^^ 

AATGGATACTTATATGGAAAnCTGCTCANATAGAATGACAGNCCGTCAAAACAGATTGTnGCAAAGGGGAGGCATGAGTGTCCTTGGCAGG 

NCCTCACTmAATGAACAAATGGCCmATTAAAAAGTGAGNGACTCTATATAGCTGATCAGT^^ 

>ncrb2778.seq 

G/gGGCGAAAAAGTTGTCnTTCCTGnNTOCnAAGAAAnGmGGTATnCATGACACTGAAACAGAGCAATAA 
GOATTlTTCTCTnGGTGAGTAATCAAGAAACAGCCTCTGCCATTGnCTTGTGTGG 

G@ATCCCACAGAGGGAGGGTGAGAAAAACAATAAATCAGATnATAACAGATTTnTTAAAATAACATATGTAATnGAATAAT^ 
>rp)2779.seq 

Ay^ACCATAATATAmCTATGCACTGATGTCmGGAAAAAAATGTATCTCATAATATCAAGTGTTCCTAAGGATCTAGAGCAATGGAM 
TlllCTTTATCTAGAGCnGGTTTTATCTAAGAAGGnGAAGCTATGCATATTCTACGATACAGCAATTCCTTT 
TaiTTGTAGTATCAGATAGGGCCCAAATAAAAACAATCAAAAAGCAATCAGCAGGAAAATAGAnAACTGAnGTATTATAG™^ 
>\^GCTACACAAATCAACACAGAGGATGTCACAGTATrGCACTAAAGAAGCAAGCCATAAAAGAmCATAAAATATAAC^ 

>yb2780.seq 

GJGATCGGGmCTTTnGCTCGCCCCTGTTTmGTAGAATCTCTTCATGCTTGACATACCTACCAGTATOTTCC^ 
TXGGTGTCTGCCTrCAGAAATGTCAnGTCTACTCCTAGAAGAACCAAATACCTCAATTmGT^ 
T^AAAATACCAGTGTTGGGI 1 1 1 1 1 1 ITAGTTGCCAACAGTTGTATGTTTGCTGATOnTATGA 

>f^Eb2781.seq 

C^GTCAAAGGCTTAACAAACmGAATAGTAAAGGAATmCTCAACACAAACACACACACACAGCCATAmGTGTATA^ 
Ai^ACnATAATCACTTTAAATACTT 

>jr£Eb2783.seq 

AtMTGNATnGGGGAAAACCAAGTTTTmNAGGTATATGTCAmCAGGAATTCCTAGGGCCm 

CGGCAAAGGTmCGACCATAGAATATCACCTGAGGAATACGCmGCAAATTGCTACAGTAATCTCTCTCTCACTGCTGCA 

TGATCCTCTCCCACCTGATGATATGGnGTCCCCACACTGGCTTTmCTmACTOTGGCAAGCGATCGGCCTGATA^ 

CCTGAGTCCAAAGCCmGCAAAATGACTTCCCGGAACTCAGAGGCAGTCTGCAGCTGGAGCAGTOGGACnCGCCAGAAAATAGm^ 

AGAAGAAAGA 

>ncrb2784.seq 

gacttntaactcacagtaaaagcaaaagc™gctcaa6Cagcctccttggagaaaacctgaaaattcaacttgttcaagagaag 

CGTGAGCATGGCTGAGAGTGAGGACCGCTCCGTGAGGATCGnCTGGTAGGGAAAACTGGAAGTGGGAAAAGTGCAACAGCGAAGACCATC 
AATTGCTGCCCAAGCTGTOCCAAGAACTGTCAAAAAGCATCCCGGGAATGGCAGGGGAGAGACCTTCTTGTTGTGGACACTCCAGGGCTCm^^ 
CACCTGCAAGGAAATCAGCCGCTGCATCATCTCCTCCTGCCCAGGTCCCCATGCTAnGTCCTAGnCTGCTGCTGGGCCGCTACACAGAGGAGGAGCAGAAAACCGTO^ 
CAAGGCTGTCTTTGNGGAAG 

>ncrb2787.seq 

AAGAAANAACTAATGTOGTATAAGTAACATGAAAACATTCTCCTCCGCATAAGCCTGCGTCAGATTAAAACACTGAACTGACAAT^^ 
AnATTACCCTCACTGTCAACCCAACACAGGCATGCTC 

>ncrb2788.seq 

AGAACAAGAGAGATCGTGCTGnCGCCTCAAGGCGGCAAGGnACCTGTAGCTCCmAAGAAAATGCAAAGAAGTGAAAGTGGAGAAACCCACAGGAGATGGA^^ 

CACTGCTAACATGATGTGTGCTGGAGGAGAGAAGGGCATGGATAGCTGTAAAGGGGACAGTGGTGGGGCCTnGCTGTACAGGATCCCAATGACAAGACCAAATTCTACGCAGCTGG 

CCTGGTGTCCTGGGGGCCCCAGTGTGGGACCTATGGGCTCTACACACGGGTAAAGAACTATGTTGACTGGATAATGGAGACTATGCAGGA 

>ncrb2792.seq 

AGAmAAAGGGAGGGAAATGAAAGGGTGTNCATATCCAGAAGCAAAGAAAGGTAGTCTCTTnTCCAAAGCTGACTCAGTGCTTATGGAGCT^ 
GAAGGCAAACTGCTAAGAGCACTAGGAACTACTCATGCATTGTCTGTATTCCTGAAGGGTAGAAAGTGGAGTACTCCAAGGGTAnGCTCTGTGATCGTTAGGAGGGm 
ATATCCTTGAGGGGGTGTCACCTTCGATAGTCTGTAGCCATTGGAAGTGTGTCAGTGCTTCCAACAATAAATCCACCTTAGCTCAGCTATGCAGCAACCGAM 
CAAAAACAGGCACATAGACCAGTGGAACAGAATAGAGAGCCCAGAAATAAGGCCGCACACCTACGACCATnGATmCAACAAAACTO^ 



>ncrb2795.seq 
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CTATATGCAMTAnMTAGTAGCTCTAnCTMTNCCAMTCMCCCAMTAGCCTTCMCAGGTGMTGGATAM 

GAACTGCTGCATACAACAGTGTGGATGAATCTCAAAGGCACTGTGnGAGTGACAGAAGCCAGTCTCAAAAGGm^^^ 

AGTOTAGGGATAGAGAGTAGATCAGGGATTGTGAGGAGGTAGGGGnAAAGAAGGATmACTACAAAGGTGCAATG 

>ncrb2796.seq 

AGGCACAAGAAGGGAATGACAAAACAAAAAGCTAAGGGCAAAATGTACAAACTOGAAGAAAAnGGAAGATAGAA^ 
AATGAAAAACAAGCTAAGACAAGTAnGGAGAAGTATAGAAGATAGAAAAATATAAAGGCAAAAATTGGATAAAA 
AAGGCCATGAAmAAmCTGGTGGTGGAGAAGnAGAAGGTAAAGCnGAGAAGATGAGGGTGTTnACCGTAGA 
GAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGAT 

>ncrb2797.seq 

AAATGAGAATGATGCAGTTTAAGTAAGCCTTGTOTACCATTGTCATGGACCCCTGTGATAAAGCGATTrCTTGGTTTGTTTGGGA^ 
AAATGnGGAnGGGGATTmGTGTAAATTnCTCAAATAAAGGCTAGCAGAAACC 

>ncrb2798.seq 

CAGGATTGnCGACTAAAAmATTTnNAAAAATnACTTCAGATTAnCTATGTAAGTGATGACTTGTCAGTGTTCC^ 

GTTmGAAGCGTATACAAnGGTATTGnTGACCCTTAAGCTmACATCTCTTAGCATGGAGGAGGAAGAAA^ 

TTTGCACTGTCAGTATGGCAAATGAGTGAAAAATGTnAATACACTATTGGAnTTmmCCTTnmGATTCAGCmTACCCGG^ 

>ncrb2799.seq 

GAGATTGGCAAnGAAATGCAGGTGCAGimCTGTTAATGTCATGCTGnGmAGGTAATAAGAAATAnAAGTAATTGGCTTTAGA-^ 
mCGTATTCTAGTAGTCAATGTATmCAGTGAAATGCAAAAATAnCCCGTTATCTTTGACGAGTAnAATTm 
TCTGGTATAAGCAACATTTGAnmGAAGTGTGTAGACCATCTCnCATATTTTCAAGATGTAATmACAmCTGCATTm 
ATTCATGTACCTGGACATGTGACCrrTGTGAACAGAAATTTGCATGTATAATTTGTGnTAC 

>|iQrb2800.seq 

GGAGGCCnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGCNCTTGAGGAAACCGCAGATAAGTnTmCTCnTGAAAGATAGAGAnM 
AipATAGTCAATAGGmGTAAGATATTGCTTAGCGnAAGTnnAACGTAAnnAATAGCnAAGATTTTAA 

>Jpb2801.seq 

GMATGGAGCCGCCCATCACAATCCAGGGTACGAGGCCAGGATCTATGTTCCAGGAAGTCAATAACTATCTCTAAGAAAGAAAACACAAAAATM 

r^SCAACTCATATGGCAGCAGCGAGCATCAAGTCAmTCTAAGTTTnGTGCCGTGAAGTGGTGGCGAGAGCTG^^ 

C^CACGCCTTAAGAGAGAATTAAAGAGAGAAAACAAACTCTGTTGACAGAAGGAGGTGTAGGCGTTOTGGGATTC 

^b2803.seq 

CpCCTAGCAATAATCCCCATCGTCCGTATATCCAAACAACAAAGCATAATAmCGCCGACTAAGGCAATGACm 
4PGACAACCAGTAAGCTACCCTTTTACCATCATTGGACAAGTAGCATCCGTACTATACnCA 

::|lSb2804.seq 

CMGGATGAGGATGTTGAGGAAGTGTATGTGTACCTTATGGACAATGGCAACAGAGTCTTGAGCATGTACAGCTATGAAATGAAGGGCAAATC^ 

dSAAGGTAGCCAAAGGGGATGAGGTTTGGCTGCGAATGGGCAATGGGGCTCTCCATGGGGACCAGCAAGGGnCTCGAGCmGCAGGATO^ 

A¥SACTAGAATAGCTCCACmGGGGAAGACTTGTAGCTGAGCTGATnGnACGATCTGAGGAACATTAAAGTTGAGGGTTA^ 

>igb2807.seq 

OriGANATCACATAGnGGAGACCACTTmCTTmAAAAATGT^ 
>ncrb2808.seq 

ATATCCGAATCTACAATGAACTCAAACNANmACAAGAAAAAACAAACAACCCCATCAAAAAGTGGGCGAAGGATATGAAGA 
ACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAGCCACAATGAGATACCATCTCACACCAGTOGM 
GCTGGAGAGGATGTGGAGAAATAGGAACACTmAGACTGnGGTGAGACTGTAAACTAGnCAACCAnGTGGAAGTCAGTGTGGCGATO 
AmGACCCAGCGATCCCATOCTGGGTATATACCCAAAGGATOTAAAACATGCTGnATAAAGACACATGCCCATGTATGmATTGT^ 

>ncrb2809.seq 

GTCTGTGAAGGATGnCGTGGTGGCAACGTTGCTGGTGACAGCAAAAATGACGCACGAATGGAAGCAGCTGGCTTCACTGCTCAGGTGAnATGC^ 
GCCGGCTATGCCCCTGTATTGGA 

>ncrb2812.seq 

GAGATOGAGCCnATAGGAGAGGTTGGAGGGAGTTGCCTGGCCTCCCTCTCCCATGTGAAGACTCAGCAAGAAAACAmTnAGGAAGCAGAG^^ 
GCTGGCCACCTGATCTGGCACTTTCCAGCGTTCAGAACTGTGAGAAATAAATTTCTGnGTCTAT 

>ncrb2813.seq 

CTAGCTGGGCATGGTGGCATGCACTTGTAGTCCAGCTACTCGAGGCTGAGGTAGGAGGAnGmGAGCCTAGGAGGGCCAGGCTGCAGNGAGTGATGATTGC 
GGCTGGGGGACAG 

>ncrb2817.seq 

AGATTAATACAACTACTTAAAAATATAGTCAATAGGTOCTAAGATATTGCnAGCGnAAGTTmAACGTAAT^ 
AGCATGAGG 

>ncrb2818.seq 

GAACTACNCnATCGNANNCTGANGTCNGNTTNTGCGNANAGGNAGAACGCAGCTAGCTGGGAGAAnAATGTGAAnGCAGGACACAnGATCATCGAGACnCGAACGCACn^ 
GCCCCGGGTTCCTCCCGGGGGTAGGCCTGTCTGAGCGTCGGnGCGG 

>ncrb2820.seq 
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AACACANGMmCATACAGCMCAAAMGTATCTCncmCCTACTACAAMCTGTGTMTATCAGGTTCTGra 

GTGAATTGCTAAAAAAAATAAnATNGCTATCATCCTGGGCAGACTTAATCATGTGTGGTAGTTAGTm 

TAGCmGmAAACAGTAAACTTATAGAACTATGCmCACTACTGGmTGAATGCCTGACAGAGCT^ 

>ncrb2821.seq 

CCGGCGGTGACGACCTACGCACACGTAGTAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGA^ 

AATTCCTACTTCATGGATGTGAAATGCCCAGGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGG 

GAGGAAANCCANGGCTTACAGAAGGATGTTCnrCAGGAGGA 

>ncrb2826.seq 

AGANAAGATTAAAATTTNCnAAAAAGCTGNCATCTCTTCCTCTCnGCCCTCCCACCA^ 

TACACTG 

>ncrb2831.seq 

GACANACACnGAGCACACGCGTACACCNANTACATCTTCGGGGTGCTATTGGATTGACmGAAGGTTCTGTGTGGGTCGCCGTGG 
CAACGCTGGACGAAGTAAAGATTATTGTTGnATTnrrTTT 

>ncrb2832.seq 

GGGCCTGCCTGCGnGCAGmAATAnAAGCTATACnCCCTnCAAATAAGGTATmCATCGnAAGCCTGTAAAATTC^^ 

CTGmACGGCCAGCTGCAATGGCTAAGACCTGTAAAGTCAGCACTmTGAGGCCAAGGTGGGCCAGATTGAGCTGAGGAGnCGAGAGGAGCCTGGGCAAC^^^ 
TCTATAC 

>ncrb2833.seq 

CAGAACAGCAGACTCAGCTCTGACATTCTGNnCGAATGACACTGTTCAGGAATCGGAATCCTGTCGATOGACTGGACAGCTTGTGGCAAGTGAAmGCCTGT^ 
TnAAAATTTATATTGTAAATAnGTGTGTGTGTGTGTGTATATATATATATATG 

>filfb2834.seq 

de^gTGTCATCAAAGCAGTGGACAAGAAGGNTGCTGGAGCTGGCAAGGTGACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATAmTCCCT^^ 

AimAGTGGTGGAAGAACGGTCTCAGAACTGmGTTTCAATTGGCCATnAAGmAGTAGTAAAAGACTGGTTAA^ 

tSGTGGACCACmGGTmCTTTmGCGTGTGGCAGTm 

TiWAAAGITAAATGAGC 

>riGfb2835.seq 

AiqATGCAGCATAGACGAAGATCAGAGAGAATCATACAGTAAGATCATCTAGGACAAAATAGCCAAACTGAGCCAAGAA 
>jhi:lb2836.seq 

G.CGGCGGGTGTCATCAAAGNCAGTGGACATr^GGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAA^ 

AfeTCnAATCAGTGGTGGAAGAACGGTCTCAGAACTGmGmCAATTGGCCAmAAGTnAGTAGTAAAAGAC^ 

AlsMTGTmGTGGACCACTTTGGTTnCTTTmGCGTGTGGCAG^ 

ClIfCCATTAAAAAAGTTAAATG 

>@)2838.seq 

dseAACCCTTAGCCGNACCmACCCAAATNNAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCA^ 
A^l3GACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACnTGCAAGGAGAGCCAAAGCTAAGAC 

CEGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCGTGGTGATAGCCTGGTTGTCCAAGATAGAAT^^ 

AyeCTCTAAATCCCCTTGTAAATTTAACTGnAGTCCAAAGAGGAACAGCTCTnGGACACTAGGAAAAAACCTTGTAGAG 

G 

>ncrb2839.seq 

CAAATNAAAGGAAGCATACCmATNAAGTATGCTAnAAAATTGAACATCAAGTATAATATnCAmGGATTCTCT^^ 
>ncrb2840.seq 

GGCCCGGCAGGCAGATGmGCTGAGGNnNGAAGGAGCCTGACCAACATGGTGAAACCCTGTCTCTACTAAAnAAAAAATTAGCTGGACGTGGTGGTGCA 
™CTCA6AAGGCTGAGGCAGGAAAATCGCTCGAACCTGGGAGATGGAGGTTGTAGTGAACCGAAATCGCACCAnGCAnGAAGGCTGGGCAACAG 

>ncrb2842.seq 

CGACTCTTAGCGGTGGATGACTGGGCTCGTGCGTCGATGAAGAACGCAGGTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACnCGAAGGCACnG 
CCGGGTTCCTCCCGGGGCTACGCCTGTGTGAGCGTCGCTTAC 

>ncrb2844.seq 

GnCCCGCATAAACTCAAAGTGGAAACTCNAGAGTCnAnGAAATCAAATAGAAAAATAAATAAATAAATAAATAAATAAACAAACA^ 
TCCCAAGGCAGAnCCTGTCGCACTGTGAGTCTGTGAAATTAACAAGCTATATGCTTmAAATAGAAGTGGCAM 

>ncrb2845.seq 

CAmCACTGmAAAACTAGGACATAGGTNAAACAACTCAAGACATTGAACAACATGCAGnGAACAGAGAAAAGGGAAACAAATGAGTTCAG^^^ 

CTAGAGGTAGmCTGGGTTGCAGTGCAGGCAGTGGGAGCCCAAACAAAGCCTAGTAGTGTGACTGAGnCTGGAGACTGAAACTGGAGTTCAGGGAGGCCTAGATGGCTA^ 

GCAGGACAGAATAGTAGAAAGAAAACTGTACAGGGAAAAAGnCTGGAAAnGAGAGAAGGGTTCCnGGAATTTnGGCTAAATTGTG 

AGnTGGGGTTAGTTGGGAAAGA 

>ncrb2846.seq 

AGAAGTCTCCAGGAAGAAGCGTAAAmATGNNGAGCGTGGCGGAGAAAGCGCTGCAGGAATACCGCAAAAAGCAGCGGGAGGAGTGAGATGTGGATGnGGm 

GGGCATCTGAGTGCAGCTCCCCCCAAGATGAGGnGCAGCGCCCCCAGAGAGAGCTCTGCAGGTAAGCAAATTAACCAGGGCGCGCAGCCCTCCAGGGCGGGAAAnGCGCC 

GHTT 
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>ncrb2847.seq 

AMTCCAMGTGACnAGGTONCMGnACACTMGGACCAGGGGTTGGMTCAGMmAGmMGAmGAGGAAM 

AnGGGTTAGGTGAGGAAGAAAGnAAGGnAAGGCTAGAGTTGTCmAAGGGmGGGnAGGACCAGGnAGGTCAGGGnGGATO 

AGTGATAGTGTCAGGATGGAGGTTAGGTTTGGAGTAAGC 

>ncrb284d.seq 

GGGACATCCAGCAAATGCCCCGAGCCATTNAGGACCGTATCCTGGCCTACACAGCTGAAGGAGAGATCAACAA^ 
ACAACAACTGCCTGGAGATACTCAGAGTGTAGTGnGGTGGCGCTGTGCCCACGAGGCAGGGGCnn 
GTGGCCAGTATGTCTTTCAnGCmGCACCCACTGTOCCAGAAGCTGCTCTAGGAGTTCCTGGCCAGT^^ 
AGCCCAGGGCTGAGTnTAAGATmCTCTCCmCCTCTTCTCCmGGTTCCTCAAnAAAA^ 

>ncrb2850.seq 

ATAATNNACAGGAnAnGGAAAmGmTAATGAATGAAACATmGTCATATAAGAnCATAmACTTCnATACAm 
TGTTCCACAAGnAAATAAATGATAAAACnG 

>ncrb2851 .seq 

AATGCmGTCAAAnAAGAAAGnAAAGTGGAATAATGmGAAGACAATAAGTGGTGGTATATGTTGTnCTAATM 
GTCAGTGTATAAAACATACTGTGTGGTATAACAGGCnAATAAATTCTnAAAAGGAGA 

>ncrb2852.seq 

GATCTCGGCTCACTGCAACCTCCACCTGCGGTGnCTAGCAAnCTCGTGGCTCAGCCTCCTGAGTAGCTGGGATTATAGGCGCATGCCACACGTGGCT^ 

GGGGTnCACTGTGTTGCTCAGGCTGGTCnGATCTCCTGAGCTCAGACAATCCCCCCGCCTTGGCCTCCCAAAGTGCTAGGATTATAGGCGAGAGCTGCTGTGTGC 

GGTAAGTAACTTCCATAGAAAATTTCCATOAGTTCATTCATGAAAGAACAAAGAACCTG 

>ncrb2853.seq 

AAATGANGGCTGCACATTGCCTGTTGTGCTTNGAAGTATTCAATACGGCTCAGTATmAAATGAAGTGATTGTAAGATTTGGnTGGGAT 
MCAAATGTmGAAATGATATGACCAAAATTTTAAGTAGGAAAGTCACCCAAACACTTCTGCTTTCACTTAAGTC^ 
T@TATTnAAATATCCACAGTAGTCACTTTnCCAAATGATCCTAGTAAnGCCTAGAA^ 
TgAAACACnAGTATGCAGTTGATAAGAGGAATTTGGTAT 

>-if#b2854.seq 

/IjlGAGGAAGCTAAGGTAGGAGGAnACnGAGTCTGGAAGGCAGAGGnGCAGTGAACTGAGATGGTGCCACTGCACTGTAGCCTGGGCAACAGAGTGAGAC^ 
>iaj3b2855.seq 

MGGCAAGAGACAAAGAGNAAACCTCAAnNnGTnCAGGTATACCCAGGAGTACCATCTGTACCATAAACTACAACTCAACTGnGAAAAT^^^ 
GlGTGmCCCAGTGTCTmATTTTmAAAGCAGGGAAGCATCGATTTTnAAM 
AGAACAATCACATAAGACCTCTTTTAAAACTGAAAGCTAAGTATGACTOTCATGGATACCCTATCTCACAC 
A^BGGAAAATGTTTnGATAGAATGAATGTGAAmCTACACTTCCAAATAAAGCACATAATAA 

>lfclb2856.seq 

^s^TGCCCTGGTGGCAnCGAGGCCCmNGTCACCAAGGCCCTGCTGTAAGTATGAmGGGGAAATAATA^ 

At&SiACmGACAACCCATTAAAGTOGCCCCATTTCAATATATCCTCTAAAATATCTG^ 

liPnAmATGTGAACnGAnATTmTACTGATGAGAACATGCTTCCG 

(t^ACmCACCmGCAGGGCCCCCCTGGTCCCCCTGGCGCTCCTGGACCTCCAGGTGTAAGCGGTGGTGGnATGACTnGGnACGATG^ 
TI33CTCAGCACCTT 

m 

>ncrt)2857.seq 

AAGCCCGGACTAAGCAGCCCAGNAAGCCCANTAACTGCCCTnCCCTGCATATGCTTCTGATGGTGTCATCTGCTCCTTCCTGTGGCCTCATCCAA^ 
TATCnCACCCTGTAATGGnGGGACCAGGCCAATCCCnCTCCACnACTATAATGGTTGGAACTAAACGTCACCAAGGTGGCnCTCCnGGCTG^ 
AmGCTCCTGGGTTCCCTAGGCCCTAGTGAGGGCAGAAGAGAAACCATCCTCCCCCTTCTOCACCGTGAGGCCAAGATCCCCTCAGAAG 
GCCCGTGCCTCTGTGCTGTGTATGTGAACCACCCATGTGAGGGAATAAACCTGGCACTAGC 

>ncit}2858.seq 

GAATGGNAATCCnGCTGCACTGTTGCAGTNAnCTGAAAGGACCmCCCTGTACnACCmCAACATGCTTCAATC™TCAACGCTACAT^ 
TGCAATAAAGAGATGTAGI 1 1 1 1 1 IHC 

>ncrb2861.seq 

CTTAATGCAGTCAATGAnGATGGACAmGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGGTGCAATAAAGATACGTGTGTCTTTATA 

ATACCCAGTAATGGGATCACTGGGTCAAATGGTATTTCTAGTTCTGGATCCnGAGGAATCCAAACATGGCAATTCTCTTAACTGAAAACAAGACAATCAGAGA^ 

AnATGATGTATTTGCnCCATGAAAGCCAGGAAATTAAAAnATAACAAATTAT 

>ncrb2862.seq 

CACCCTCTAAATACCACGATCAAAAGGACTNGCATCAAGCACGCAGCAATGCAGCTCAAAACGCTTAGCCTAGGCACACCCCCACGGGAAACAGCAGTGAnAACCm 

CGAAAGmAACTAAGCTATACTAACCCGAGGGTTGGTCAAmCGTGCCAGCCACCGCGGTCACACGATTAACCCAAGTCAATAGAAGCCGGCGTAAA^ 

CTCCCC 

>ncrb2864.seq 

CTATGNAAGGAGACnAGNAGCCAAACTGmAAGCTGTATCATCCCAACAAAGTATCCTTTCATGAACGGGGCATGCAATAGCTTAAGAAnGCTAGGA^ 

CTACTCAGAGCAGCAGGTTCCACAAGCACAAACmAGACAmGTACAATmGAAATGCACTACAATAAACAAAmGAGCAACACATnG^ 

AGGTOTACAAAACTCAGTTTCACAAGGGAACAATCTATACCmCTAAAAGnAATAmCAAGTCTCTAATAGGCAGM 

>ncrb2865.seq 
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GmCNMTGTGTOTTmATTCTGMNTAMmATGCTGGCCAAGCACAGTGGCTCACGCCTCTMTTCC^ 

TCAAGACCAGCCTGGCCAACATGGCGAAACCCCCTCTCTACTAAAAATACAAAAATOGCCAGGTGTGATC^ 

TCGCnGAACCTGGGAGGTGGAGGTTGCAGTGAGCCGACATCGCACCACTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTCT^^ 

>ncrb2867.seq 

TATGGCCGGAAGAnGAATGGTCACAGNAATCGGAGGACAnNAAGAAAAAGGAAACTTCGGTGGnCT^ 

AAAAAAAAAAGGAGGGGGGGCATCTGTCCCCGGNGGAGCTCACCTAmGGAATATGGGGCAmGTTTmCCACTGC^ 

CNCCATmCAAACAATGnAACATAGTCCAGCTmGTTmCTCATCTCTTCT^ 

>ncrb2868.seq 

ANAAAAAGGNACCCTGGNNGNGAAAATACATGAAGATAAATCATGAAGGCCACTATCATTCCTCCTTCTGCNNGCGCAAGTTTCC^ 

GACTTTATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACnCGAGCCCTCCCTAGGCCCAGTGTGCCCCTTCCGCTGTCA^ 

GTCCAGTGnCTGAnTGGGTCTGGACAAAGTGCCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAAC^ 

>ncrb2869.seq 

GAGGTCTmGTGACTTGCnCTnCACTTNNCATAATGTinCAAGTCTCATTCCTGnGTAGCATAW 

TmGCTCAmAnCATCAGTTGATAGACACTTGCGnGTTTCACTTTnGGCTATTnGAAATGTGCTGCAATGAACAm^ 

TGGGTATATTCCTAGTAGTGGAATTGCTGGGACAAATGGTAGCTCTAAGmAACCTmGGTTATmCCAATGTATCTGCATTCTCA^ 

TGGCTGCATCAnATTGATGTAGTCAAGGTGTA 

IIIIIIAAGTG 

>ncrb2870.seq 

GGCAGNATCCAGNAATGGATGTCCTCTTTGTTNCCATCTTTGCTGTGCCACTTATCCTGGGACAAGAATATGAGGATGAAGAAAGACTGGGAGAGG 
TATTATACAGTCACCCCCAGnATGAACAGGTTGGATAAGGACATAACAGAAGCAATAGAGACTACCATTAGTCnGAAACAGCACGTGC^ 
CAGTAACAACGGAACCTCAGAGTCCAGATCTGAACGATGCCGTGTCCAGTnGCGAAGTCCTAnCCCCTCCTCCTGTCGTGTGC^ 
GyGTGGAAGAAGGCTGCTATGACTCTTTGGATGGGAGTCTGGCAAGA 

>Eg)2871.seq 

AAiTCTTTCCCTGTTCTTAACAAACCAAAAimGATGGTCTCTCAAGTm 
dgnCACATAAGCCTCTTTTTT 

>IH)2873,seq 

mQinrTnGAAGAGCAnAAGTTCTGGTCTGTCCAnTCCGGAAATTCTGAGCTA^ 

GgnAGCGAAGACCTAGCAATCmGGGTAATAGGAAGACAGAGGAATTTCATAnGGAATTm 

A&yACTATAGTmT 

>ncrb2874.seq 

ATACACATGTGGAAAATGCAACTATTTnNGACAGAAAAAACAATTATGnC^^ 
AS^tCTCATCTAACTAGACATATGCGTACTCATTCAGGTGAGAAGCCAmAAATGTGGTCAGTGCAGT^^^ 
AMpGGCCTAAACCTCnAATTGCCCACACTGTGAmCAAAACAGCAGATAGAAGCAACTO 
CWGCAGCnCCAAGAAGTGTAATCTACAGTATCACTTCAAATCTAAGCATCCTACnGTCC^^ 

m 

>pi)2875.seq 

CSOTNACAATGGTGAACCTGmGnGATTACCCATAnGTGGTAGAGCCAGCATCATGGTGM 
GlMBGCCCmCAAGGAAGTGGTCmGAmCAGTTCnAGAGCAAGATCTGTAGGAAAGAAAC^^^ 

CGAGGCAGGTGGATCAGGTGAGGTAAGGAGmGAGACGAGCCTGGCCAACATGGTGAAACCnGTCTCTAGTAAAAATACAAAM 
CCCAGATGCnGGGAGGCTGAGAGAGGAAGAATTGCTTGAACCCAGGAGGCGGAGGTTGAAGTGAGCCAAGA 

>ncrt)2d80.seq 

ACAGTACAACAACCCCATAGTGAGGAAAAAGTNTCAACTGACCCAGNAAATGATAGAAATGATAGAAnAGCTTAGAA^ 

AAAAGACACATTAAACAATGTGTGTAGACACATGGAATATAAACCCAAAGCAAACTCCTAGAGATAAAAAGTGCAGTGTC^^ 

AACAGAAGGAAAGATOGTAAAnTGGAAATACAGCAATAAAAAGGTTTCAAAAATGAAAAAACAGAAAGGTGCTAnAAAGCT 

>ncrb2883.seq 

GGGACTGGATGCTACTGTCTAGAGCTTGTCTCAATGGATGTAGAACTTCATTGCCCTCTGATCGCCGATCACCTCTGAGACCCACCTTGCTCATAAACAA^ 
TGCCCTGGACCTGTGACAnCTGGACTATTTCTGTGnTAmGTGGCCGAGTGTAACAACCATATAATAAATCACCTCnCCGCTGTrrTAGCTGA^ 

>ncrb2884.seq 

GAmGAGTGAATCAGACAAGGAAGGATGTGTAGGATCACTACTGCAnGCAATACGCTGmTCCTCAGCAACAAAACGCACATTTGATACATCC 

ATGTTTACTCTCTGGGCACTGTTGTAAGATAGGmTGTCAGAGCATAATCAnGTCTGCAAAGTGnTGGTGCGAGGAAGATTAnGCTAAT^ 

CCTnTAATGAACnAACTCTCGCTGGCATCTGTAGTATCATTGGGAGCTTAGGCGCACATGGAAATGAGAGCCCGGCGCATGGATmA^ 

>ncrb2887.seq 

AAGAAACAAAGCAAATGGTCCCAnCCCCAGTGGATTCGGATGAAAACTGGAAATAAAATCAGGTACAACTCCAAAAGGAGACATTGGAGAAGAACCA^ 

GCACATGAGATGGCACACATATmTGCTGTCTGAAGGTCACGATCATGnACCATATCAAGCTGAAAATGTCACCACTATCTGGAGATTTCGACGTGT^ 

GAACACGTTGGTTGGCTGGATTCAGTAATAAATATGTAAGGCCTTTCTTT 

>ncrb2888.seq 

GGAAnAAGAATGTAACCATATGGAAGCAACTmmGGTGTCTCAAAGGAGTAACTGCAGCnGGmGAAAm 



>ncrb2892.seq 
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GCmCACAnCGGGAAGCGTCGGGAnAGGTGAMGMGCTGAGCTGMCACATTACGATGGATGATGGAMCATMGACTATCM 

CAGCATCCGGCAATGGACnATCGTAGTTGGGGAAACGGGTGTTCCGAATAATATCCTGGAAGmTCAGGACACCTAm 

GGTCCGTGATAAnAAATAAAATGCTTAATTC 

>ncrb2897.seq 

GGTTTTlTTGnAAGTCTmAGATmAATAGTTmGAAGAC^^ 
ACATAGmCCTTmAACTGCACTTTCTTTATATAATCGmGCATmGTOCTO 
GATCTGAACTmCATCTGCAGAGGCAAGAAAAATAmGACAnGTGACnGACTGTGGAAGATGATGGTO 
ATAAATCTCTTTAAATACT 

>ncrb2900.seq 

CTACAACCAAATTCTGGGTTTTmCTTCTncmAAACATAGAGGTACCACCACAAG^ 

GCAAGTGGTTAmGGATTGCTTGCnCCCTTmCCACCTGGGACATTGTAATCATAAAATAACAGTAAATTCCAAACCT^ 

GAGnTAACTCTTGTGGCTCCATGTGTGTCACmTAATTCAGGTTCTGCTGTTGGCnCAGAACATGAGCAGAAGAATCGl^ 

AGGGAAAGGGnCCAATGTATTAAGCAATGGGCTGCTTCTCGGCAATGCTGCCTAACAATTCGTTGTGTGGAGTO^ 

>ncrb2903.seq 

TAGAATGCTAATCATOTAGAAAAAATAATTTTTGAATGCTGTAAAAGTGGTAGAACATTnCmAAAA^ 
TATmTATCTATTATATATACATATAAATnATATATACATGCACATATATAmATATACACATATGTACAGATATAAA^ 
AATTACTAACTGAAnCAGCAAAGACTGATGAATAAAGmGAAATGAAACACAAGTAAGTAATAAGTAATAmCTC™^ 
TAAGTGTCTAmAAAGATGATAATAACATAAAGTTCATTACnGGGTATAAACACAGCTGAGGTAGGTGCTGAGGATAGGA^ 

>ncrb2906.seq 

GAAGGNTTTCTGCCNCATGGCNGACTGGCTANTACTTGCGTCTACCCCAATCCAGCAAACGTTCCCAAGAAGAACTGGNGGNGCAGCNAGAGCAAGGAGAAGAAACAC 
GGAGAAACCATCAATGGTGGCTTNCATnCAGGTATGGAGATGAGAATGTGGCTCCCAACACTGCCAACGNCCAGATGACCTTGCTACGCCTGCTGTCGACGGAAGGCTCCCAGAA 
AICACCTACCACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTGATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAG 
dfiflGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATC^ 

>F5)2908.seq 

Ai^GTAAGCGACCGGAAACCAAATGCTTACAAATAACAAAATCAGGAGGTGmGCnACAATnTAmAAATGGAGGAACAn^^ 
TiftkTmCATAAACATGGGCAGCCGCnGTGCACAAAAAGTAGGAAGGTCTCCAACTCAAGCnCTCCACACmCCTTCT^^ 
TiFATACTTAGAATCCATACTATCTnCAATGAATACGTTAATGATGmACATAAAATGTATGACnACGTATGCGACCAAA^^^ 
Ai^CTAGATCCAAAAAAGAAATGGATGAGAGATAGATACATGGCTGAGCATAGmAGGTGTATm 

>l^2909.seq 

Ge^GGGCAGGGAGATAGTGTGAGACAGGAGCCCAGGGGAGAAAGACAGAAACTAAGACTCAAGGAGCAACGCAAAGCAAAGTCAAGGAGTCAAGACCAGAG 

CAAGAAGGGTCTGAGAGGGCTGTGCAGCAGCAATGGCCCTAAGGATGCTCTGGGCTGGACAGGCCAAGGGGATCCTAGGAGGCTGGGGGATCATCTGCTTGGTGATGTCTC^ 

CteCAGCACCCAGGAGTCTACAGCAAGTGCTACnCCAAGCTCAAGCCCCGTGTCACTATGAGGGGAAATATnTACCCTGGGTGAGTCTTGGCT^^ 

Ci:^GTCTGCATCCTGTTGGCGTGGACTGCTGTGACACGTCCCAGCATCCCATCGAGnCCCGGCTGGGTGTGAGGTACGTCAGGAGGCAGGAACCTGCCAGn 

AflpTGA 

>hg^2912.seq 

qpGGGGTAGAAGGAAAAGCTCCGmGGTCTCCAnGCCmGAAGCCATGTCnCAGGCTATCnAGGGTCAGATAGAATGAGTGCTAGGC 
TpjaiACCAGTAAGTATAATGCAAATATTCTAAAACCT 

>lll)2914.seq 

ACTCTCGTATATGATACTCTGTAACAmCTAmATATCGGCATAAATnCATTTTT^ 
AGACACTTTGAGCAAGATTGTGGCAGTTTnGCACAACTnGAAATAGAAATACCTGGTACTCTATC^ 
CATATGACAGCAACAAATAAGATACATAAAACTACAAAATAAAGTCCCATTAGGTOTAAGTAmCAAAAAATCCACCmCTCT^ 
mGGGATCGACTGGGTmAATGGCCTAGTTATnGAGGAnnGCTGTGnGTmCCATGTCnCTCTGGTC^ 

>ncrb2916.seq 

AAGAAAGCAGCACAnCCTTTTTCCnGTTACATCCAAGGGGGGCACAGGGGTGGGTGGAAAGGAATGTCTAAAAATGAA^ 
CTAAAATAAmCAAATTCTAGCACAAnTTAGAGTAGAATAAGTCATmnTAGACTAATAAAATTAATGGCTGTCATGTO^ 
AAAAATOGCAAACAAnATTCTAGGGATAirnCAGATm^ 
CTTTTmAAAATGTGAAmAG™™TAGTTCAATTTTATGGCC™CAGATGGCTm 

>ncrb2917.seq 

ACCCAGGGAAACNCGGCNmTGGCNAGGGGAACGTGCGTGGCGACGTGTCGGCCATCTTGTGTTGTTGAGGCTGAGGACTGACTGGGGTTCTGAGACTCCCTGTCCCGGACCGC 
AGCGnAAAAGGATCTGAACAAGTCTGCTCAAATCTCCTGCTGTGAACCAGCAGAATTmGAACAGGmcnCAC 

>ncrb2918.seq 

GCTTmGTNTGmTGCAGTGAACTATTTTTAAGGTCTAATCAGTGAnATTTnCCAGCTCCGTGmCTCTAAGGM 
GGAATATCATGAATGTGAGTCATTATGTAGCTGTCGTACATTGAGCAAATAAACTTACAGATCC 

>ncrb2922.seq 

GGACAGCACCGTGTGmCCAAAATGGGGGCAGCGATGGATGTGGATACCCCGAGCGGCACCAACAGCGGCGCGGGCAAGAAGCGCmGAAGTGAAAAAGTGGAATGCAGTA^ 
CCTCTGGGCCTGGGATAnGTGGTTGATAACTGTGCCATCTGCAGGAACCACATOTGGATCnTGCATAGAATGTCAAGCTAACCAGGCGTCCGCTACnCAGAAGA 
GCATGGGGAGTCTGTAACCATGCTmCACnCCACTGCATCTCTCGCTGGGTCAAAACACGACAGGTGTGTCCATTGGACAACAGAGAGTGGGAATTCCAAAAGTATGG^ 
AAAAGACncnCCATCAAGCnAATTGTmGTTATTCATnAATGACnTCCCTGCTGTOCCTAAnACAA^ 

>ncrb2924.seq 

ATCAnGTAAAGGTCTAmCTCAGAATCTGGATGGGAAAAGCAGAAACCAGTOGCTCTGCAATGCACCAACAACTTCCATCTCAAGAGnCAAG 
AAGTCTGTCCTTCCGTCAGGTTCCCATGCGCTAGTATTCCCGAAAGGGCAAGAGAAATGTTmACCAATGTGTGCCGCATGATGC 
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CCACTOTGGGTTCAGTCCAGCTGmCTTMCTCCAGCCTCACACTATACAGATGCATTCTCTCCAG^^^ 
TAGTAAGAACAGGCAGAACTAAATGTnAGCAGAATCTTGGTGAGGAATTGAGAATAATCAGGAAAAC 

>ncrb2928.seq 

AACAGTAAAAAnAATATAATATmCCCCACAAAAGAAACACnAACAGAGGCAAGTGCAATnATAAAm 
AAATTGAGGGGAnAAAAAGAAmAAAATAAmTGAACGAAmATmCCCCTCAGTTm^^ 
AATGAAAACACAGCACmTGTTGGmAGCTGCAGCCTCCnGGAGGTAGAATTTAmAmAAAA™ 
CAnATAGAGACAAAGAGGCAGGCAAATCCATGTCACAAGGGTAAAGCTOCAGTnACAAACTGGGAACGCCAGGGTGT^^ 

>ncrb2929.seq 

AnGGCGACANCAGGTNTCGAGAAGGATGAACAACAAGTTCGACGCnTGAAAGATGATGACAGTGGGGACCATGATCAGAATGAAGAAAACAGCACACAGA^ 
AAAAAACGGAACGAGACAAGAATCAGAGCAGTAGCAAGAGAAAGGCTGTTGTCCCTGGACCGGCAGAGCATCCCCTGCAGTACAACTACACTn^ 
GCCGTCCCACGAGCTCACAGAGCTATGAACAGAATATCAAACAGAnGGCACCTTTGCCTCTGTGGAGCAGTTCTGGAGGTmATAGCCACATGGTACG^ 
GCCACAGTGACnCCATCTCnCAAAGAAGGAAnAAACCCATGTGGGAGGATGATGCAAATAAAAATGGTGGCAAGTGGATTAT 

>ncrb2930.seq 

GGATCCTmGTAGTTCATGAGCGTGATGAnGGGTGnCATACGCTTGTGTGAGATGTGGCACGCTTGAACCTO 

>ncrb2932.seq 

ATATGAAGTAGATnGGTmGGCTmTAGGAGGAAGGGAGATGGGGAGACAGAATCTCACTCTGTTGACCAGCGGAGAGTGGAGTGGCAGCAT 

TGCTGAGTTCAAGCAGTCCTTCCGCmGGCCTCCGCAAGCGCTGGAATTATAGATATGAGCCACCGTGCCTGACCATATGAAGTGTTnA^ 

CATAAATGnAACTATAGnATATCTTCCAAATTTCATCATmGnAATCAAAnATTATOCAAGTTmA^^ 

>ncrb2933.seq 

GGGAGTCCATCATGAAGGAGTTGCGGTCGGNCGCCAGCCGAGTGC™nTCTACAGATGTCTGGGCCAGGGGGTTGGATGTGCCTCAGGTGTCCCTCATCATTAACTAT^ 
QTMTAACAGAGAATTGTACATACAGAGAATTGGGAGATCAGGTGGATACGGGCGGAAGGGTGTGGCCATTAACmGTAAAGAATGACGACGTCCGCATCCTGAGAGAT^^ 
GBCTATTCCACTCAGATTGATGAGATGCCGATGAACGnGCTGATCmTCTGAAGCAGCAGATCAGTGGGATGAGGGAGACTGTTCACCTGCTGTGTACTCCTGm 
AyTCCAGATTCTACnAATGGGG-nrTATATGGACTTTGnCTGATAAATGGGCTGCGGTCTCGCTTCCTTTGAAGA 

>i§b2934.seq 

ClfeTAACNTAAAAAGTAAAGAAAGTAAAGTAAAGGNTTGAAGGAAGGAAGGAAGGAAGGAAGGAGGGAA^ 
dflAGGAAGGAAGGAAGG 

>|i^b2935.seq 

(iMTGTGGACnCmCTmGTnATGnCGTAAAAGTGGAGAGACTCTGGATATAGAAAGGGTAATAGGAAACTGATATC^ 
Tttf.GnGGTmGTAAAAnGCTACTGTnTGnCTGAAGTGCTGTAGGCATTAGCTGGATTGTAA^ 
A^GCATCTGmTGAAGCCTCAGTGAACTAAAGGCCAnCTCTGAAAAGTCAAGACTTnGGGCmATCAGTAGATA^ 
TpATGAATATATGCTTTATAGGGTGAGACTGCTATTTAATGAGA 

>lfsjD2938.seq 

CW^GAANGGGGCAAGTCACATGGGCAGAGTATAGCCGTGTGAGCAGTCTCAGCTCAAGCTGCCCCCCATnCTGTAACCCTCCTAGCCCCCTO 
Al^AAAAACTGnGCTAmCCTAACCTGCAGGCAGAACCTGAAAGGGCATmGGCTCCGGGGCATCCTGGAmAG^^ 
TlKTnAAAAATCAGmGTTGnCAGAAGAAAGATTGCTATAAGGTATAATGGGAAATGm 
q^ACACACACAGAGACACATCnAAGGGGACCCACAAGTAnGCCCmAACAAGACnCAAAGTmCTGCTGTAAAG^ 

>fl5fc2939.seq 

AGGAATGAGCAAGACAAATmACTCTGAAGTCAGAAGAGCTCATATATAATAAnCTAATGTCCCACCTAn^ 

TAATOTCTTTGATAAAGGTAGAGGCACAAAGAGGCAAACTAAGCAAGTCAAATTCTAATGTGTGTACnCATAATAAT^^ 

CTAATCTTCAAATGnAGCnCATTTlTTACClTrGAAATACnAATCmCTG^ 

>ncrt>2941.seq 

TACTATGAGATATTATTCTATCTGTATAAGTATATCCATAGAATAAAnCTGAGATATGGAATGGTGGACnATTCAAAmc™^ 

AATATAGTCTCTTATCAACAGTGTCTGTCACTATACAmCTCCACAATGTTGTCAATACTTGACAATATTCATCTTGTATGTTmG^^ 

TTAnACTGTACTATTTGGCAATmAAAAATAmnATTGTCTATATTTCTCTGTGAATTACmATCCmATCCATnT^ 

TAATCCCAGCTACTCGGGAGGCTGAGGCAAGAGAATTGCTTGAACCCGGGAGGTGGAGTnGTGGTGAGCCGAGATGGCGCCAnGCACTCCATCCTGGGGAAC 
>ncrb2942.seq 

CAAAAGGAACAGGTAAGAAGNAGNAACnGGTCTNTAGTACCACGTCCGCAGATAATAnCCAGAGGAGTGnCCGTGGGATCTTCGTAGGAGnGmGACAACCm 
ATAACGTTGAAAACACTGAATTAAATGAAGTTTnCAGTAGTGCTATGTAGACCTATGCTATmGmTAT^ 

GGCATGACCnGGCTCACTGTAGCCTCCACCTCCTAGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGGCTACAGACATGTACCACCACACCCCGCTAAT^ 
TmAATAAGAGATGGGGGTnCAGCATGnGGCCAGGCTGGTCTCAAACTCGTCACCTCAAGTGTAATCCCAGCACTTTGAnGGCTGAGGCAGAAGGATCAC 

>ncrb2943.seq 

GCTCTnCTGGTNAAAATGGCTGGTAAGCAGGCCGTTTCAGCATCAGGCAAGTGGCTGGATGGTATTCGAAAATGGTATOCAATGCTGCAGGAnCAATAA^ 
GATGATACAATATACGAGGATGAAGATGTAAAAGAAGCCATAAGAAGACnCCTGAGAACCTTTATAATGACAGGATGmCGCATTAAGAGGGCACTGGACC 
GATCTTGCGTAAAGAGCAGTGGACCAAATATGAAGAGGAAAAnTCTACCTTGAACCGTATCTGAAAGAGG™nCGGGAAAGAAAGGAAAGAGAAGAATC 
GTAGTTGAAGTCTGTGGATGCAGGTGTTATGAAGATGGTTAAACnGAAACAAACAATmAAGAATTAmGGTCTGAAGATGTnTACm 

>ncrb2945.seq 

ATGGCCGGGATTGTACCATATCTCATCTCCCACAGNANATGGGATATCTTGCGCACAGAGATGGGATATCTTGCATAGAGCTAAGTAGTGCTACTGACAGAGAACCTCAGTCACTTAA 

GTGGAGACATATGGGCAGCnAAGGTCTCCTTATnGAGTAGTAGACATTGCCGATGGCAAAGCATmGGGAAGAGGGGTAGCTCATAAATGAGGAACnA^ 

TTCTTCAGCCCTGTGGCTTCGGATTGnGGmcnCACGGTTCACmCTCTCAGGCTCCACCCCTCTCTCACTGCAGAGAACTTGnGACAGCAGCTCTACT^ 

AAAGGCAGATGTCTGAAAATnAGGnACGCAAACCATCTGTGTGCTTGACTCTGTTCCCACGGTGTGnnGCTGTACTGCCCCTCGCCAGTnTCGGTCCTT^ 

ACAGTAT 
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>ncrb2947.seq 

GTAnCGnAnATAGGTMTCTAGAGATGATTTAMGGGACGGGMGATATATGTAGGTOTATGTAMTATACCAT^ 
GGGATTCCTGGAACCAGTCTTCCATGGATACCGAGGGATGACTGTATTGTTCTGTGAAATT^ 
TTTCTTACTATGGGTTAAACAACTnATAAGACAnGTGAGGAACCTGGTATCCTCTGGACTAGATCATO 
CTGmAAAAAnAAAAAGATmAGATAAAAATCTAGATTmACmCTCCTG^^ 

>ncrb2949.seq 

ACACTAmcnCTGAAAACmTTGGATGCTGTATAnCATmGCnGATGAAnACmCCCCTGGCT^ 
AGATGACATGAAGAATGCmCAAGCTGCATACTnGGATACTTGTCTAAAACnGATGATACTGTCTATCTGAGGGACATAG 
CGTCACATACAAATGCAAAGGTGGCAGAGGTGCTGAGCAGCCTTCTGGGAGGTGAAGGACACTTCTCAAAGGATGTGCACnGCC^^ 
GGACACTAACAGGAATGAAGTGCTACCACTnCTGATGTGGATACAACTTCTGCTACAGATATTCAAAGAGTAGCT^ 

>ncrb2951.seq 

GGGGAGAAGTCCACTTAAATGCAGCTCCTGGGTTGCGAGGCACCCACCAGCATCATTCCCCATGCGAGGTGGCAAATGCAACATGCTCTCCAGTTT 
AAGTAnACACTAGCCCTGGGAAATGCACAGAAATTGCCAAAAGGTAAAAGGCCAAACCTCAAAGTCCACATCAATACCACAAGTGACTCC^^ 
CAAATGTAAAGCnGAAGGTCTTCTCCTGGGATATGGCAGCAATGTATCACCAAACCAGTACnCCCTCnCCCGCTGAAGGGAAA.TTCA 
TATCTGATAGnGTGGGACCTGCTCCAGCTGCAAGTCAAAAGAAGTGATGTTCAGGTAAAAGTGGnCTCGCAAACCTCTGGAGCTGGT^ 

>ncrb2952.seq 

AAGGAAAGCAGAGAGACCCTCAGTGCTGGGGAGTCCCTGCCACACTCAGTCCCCCACGACACTGAATCTCCCCTNCTCACAGTTGCCATGTAGACCCG^^ 
>ncrb2954.seq 

ATGGCCGGGAGTAGGAAGAATTACAATTTCmAAATNmATGTGGAnmATGTmATOGCATTTTCAAGAAGA 

GGACCACAGTGACnAmGTAGTTGnAGTTGCCCTGCTACCTAGmGnAGTGCATnGAGCACACAnnAATnTCGTCTAAnAAAATGTGCAGTATm 

TMCTATnAGAGAATGATnCCACCmATGTmAATATCCTAGGCATCTGGTGTAATAATAmTAGAAAATGm^ 

TfcTGTGCAATGGAATATAAATATCACAAAGTTGTTTAAAAGA 

>|rt2955.seq 

GMACCGGAAGCGGTCGGCTGTACCTGGATNCTGCTCCTCTGGGnGAAACCCGGGCGCCGCCAAGATGCCGGCTTACCACTCTCCTCTCATGGATCCTGATACCAAAGTCATC 
/^ATGGCAGTGTTGCCTATCAGAAGTCAAnCAAAGGACCTGCCCCCAGAGAGACAAAAGATACAGATATTGTGGATGAAGCCATCTATOClTCAAG^ 
CI^GAAATTAAGAATGAAGCTGATAGGACCnGATATATATAACTCTCTACATnCTGAATGTCTGAAG^ 
GQJGGGAATCACTAATmCCCATTCCTGGAGAGCCTGGTmCCACTTAACGCAAmATGCC^ 

>ll^2956.seq 

AyGGAnACTAGACTAGTTATGAAGAAACCCCACTACAnCAATGGAATTGGTGCTTAAAATCTCATCGATGTGCTGTCTCTGGAGTGATAAGAAA^ 

TCirrACGTCATGTAnGGmCCncnCACCTTGAACTnTGnGAACTGTATGTACTnACCCCA^ 

CteTGGCAnCATAAAmTATTGATGAGATTATTTATmAAAGGmGAGGTAACATCTCTGGTTGTACCAAAGA^ 

>ir|it)2957.seq 

GiSlGACNACCTACGCACACGAGNAACATGCCTTTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTG 

At^rCATGGATGTGAAATGGCGAGGATGCTATAAAATCACCACGGTCmAGCCATGGACAAACGGTAGTnTGTGTGn 

ApAAGGCTOCAGAAGGATGnCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAAT^ 

>K)2961.seq 

AfM^CAmATATGGATACATACATCTGCNTAGGnAGGGAGAAAACGGTAGCCCTGGGAGAGAAGAGCTAGnAGTGTATnCAGG^^^ 
CTAAGTCTCATTGTGGAAAAGCCACAAATGTCCCTAGTACAGTAATAAGGAAAAAAAGGCTGAGCGTGGTGGCTCACACCTGTAGTC^ 
GGAGnGCAGATCGGCCAGGACAATGTAAGAAAACCCCATGTATTAGAAAAAAAGAAnAGCCAGGCGTGATGGTGTGGGTCTATAGTCTCAGCn^ 
CGCATATAGCCCAGGAGTTCGAGGCTGCAGTGAGCCATGATCGCATCACTGCACCCTAGTCTGGGCAACAGAGTCTTGA 

>ncrb2963.seq 

GGGAAmGnAGGAAAAGGTGAGmCAmAGAAGnAAAGTGmACCAACATTGAmAGmAGTTCCTm 
TATAGTAGGGCACATGAAATGAAACCAAGTACTGmGCmCCmGmCAGATGGAGGAGATGTATAAGAAAGCTCATGCT^^ 
CAAGAAAGAAGTTAAAAAGAAGAGGTGGAACCGTCCCAAAATGTCCCTTGCTCAGAAGAAGGATCGGGTAGCTCAAAAGAAGG^^ 
GAGCTAAACCCAGCAATTTTCTATGAnTTTTCAGATATAGATAATAAACTTATGAACAGCT 

>ncrb2966.seq 

GGTAAGGGGTCCTCCCTGCGCCACACGGCNGTCGCCATGGTGAAGCTGAGCAAAGAGGCCAAGCAGAGACTACAGCAGCTCnCAAGGGGAGCCAGmGCCATTCGCTGG 
TATCCCTCTTGTGATTTACCTGGGAmAAGAGGGGTGCAGATCCCGGAATGCCTGAACCAACTGTmGAGCCTGCTnGGGGATAAAGGA^^ 
ATCAGCGGACAGCATGGAAGATGTGTGCTGTGGCTCGGATAAGAGATGGGACATCAnCAGTCACTAGnGGATGGCACAAGGCTCTTCACAGACGCATCTGT^^^ 
TGTACTAACTTATGATAGAATGTATCAGAATAAATGTmTAAC 

>ncrb2968.seq 

acgacacactggcaaatcacrmatccccnaacctcaaaaatggtctcaaggmccaaatagaggtgtncttncatmctaga^ 
tgcatccttctggggtaaggcagaggcatctcacaaaccacaccacctgatggcatctamcaaatgtcagattttgtaggctgaagtgaccaagaagccattgggm 
tntaaangctggaaggaatcttcagcaaacaggcaaatactnaaaatntaggtgatccatcactgaataamgaaagatcttcaganc 
tgaaagagtgagcaatgcaggcataacattaaaaggagactgataaggaaataaaaatgaagaacagaaatagctccaaaga™gatgtaagccct^^ 

>ncrb2969.seq 

ACmCAAAAGGAACCCGGCTCTTAGGATAGAAACAAnGTCATACTTCACCAGCTCTAGGCTGAGmcmAGCAAGACATATTCCm 
TCTGATATAAATGGTAATGAAGAAAATAnTTAAAATATTAACAGGAAGTAAATTGCACATTTCAAGTGATGTGTTGTATAGTA^ 
CACAGAACTGTAGAATGAGAAGGTGCCnAGGTAnGATAmnAAGTCAAACAAGAGTGGCTTCAGCTCCTGCCTCmAATATCAAGGCCTO 
GGACATCCATTTAGGTmCAAGTGAACAAAAAGCAGTAT 
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>ncrb2971.seq 

CATCANGAGAGAGAMGAGGCCTAGCCNANnCTCCCCTCATCACGTCCTACTCCCCTCCCCTATACAGCTGAGTCCTMGA 
ATCCCATAACAGAGTCCTCnCCCACATTATATTGCnAAGAAnCAGTCTTGCCnCCTGGAAACAC^^ 
TAAAAATCCAACCAAAAAGGAAAGTGAGAAAACGCTATCCACGCTAAATAAGGAAAAATCATAGCAGAATACT^ 
ACTAGTTTTCG 

^ncrb2973 S6C| 

AAGGGNAGTHATTrnGmTAAAAACANTAnCCCCACmCTOGATACCAGATCTCTC 

TGACCAmAAATATGTAnAAGACACnGAGTnnAGTGCCCmGGmATTTTCTCCGGTCCCAAnATCTCTA ATC^ 

TGAATGAAGCTCAAAGGACAAACCCAAATAAAAnCTGTCGTATCTCTAATATAnGTGGTTGOTACCCAGTAAC^ 

GAGrnTAAGTATATAATGTTTTTCTG 

>ncrb2976.seq 

AATOmGCTnAAAAAGAmcnGACCTATGCCmTCTTAGAAAGTnGATAGATTAGTTAGAACTTCAGATCATCAGATCAG 

TATTTATACTATACCAAACTCAnTGCAGTTCTTAGGTTTGnGGTTAAAACAl hill lAAAGCAGTAAGTTTATAGAAAATGnTTCATTTAATGGAAGGCTGGGGAATGTCCAGCATCA 

ACCGCTATGGCATGCATTGCCAGTGGGCTTGTCATCTGGGCCTGGAACCnTGGnCAGGGC™GGGGAGAACAGGCCAGATGGGAACAGCCACACAGTCATTGC 

AGCCACGTGTCCCCAAACAGCAATAGTCATGCCCTTGTCCAGGCTGGGATCTAATTGATACAATA 

>ncrb2979.seq 

GGAGTTCnCTGATGCCAATCTCAACAnGTCTTmAATACTGTCACCAGATAnGCCAnmCTTmGnAAAA 

GGTAAmATCTGmGCACATGGGCATCATTnAAAAAGCTTGCnCCACTCTTnCTGTAGAAmGACG^^ 

AGTGATTTGTGTGAAGAAGAGA 

>ncrb2980.seq 

GGAGmACGCGGGTATGCmGCGCGCTATGGCCGCAGTGAAGGAGCCmGGAGnGCATGGCAAGCGGGCTTGGCGCCCGGAGGAGGCAGTAGAAGATCCGGACGAGGAGGA 
TiGAGGATAATACTAGTGAAGCCGAGAATGGGnCTGCGTGGAGGAAGTGTTAGGGGTCGGAGGCACCAAGCAAGAnACCnATGCTGGCTAGTTT 

>Sb2983.seq 

qAfGAGGGTTGGTAAACCGATGCTGCAGTCAATAAAGGnATTAACAGCATAnGGATGTTGTGATGAGAnAGAAGAAAGCACnGAAACATGG 
^^i^GmCTAATTAAAAATmAGAGAGGCGCCAAGTTGTTAAGTTCGTACTCAGTTC^ 

?fUb2991.seq 

GGACTGGGGTGGAGACGGAGTGTGGAAAACGCATACCTTGAAATGAAGCATCCAGCAGATGGGGTGAGTGGATACAGCTCAGGAGATTCTCCCAGGAATAGCAGGGAGGCGTA^ 

A^Igacaacgnacagagatagatgaatggaaatggggaagggaggngtgcattcacatgcatctaagtgg 

m 

>b:lb2992.seq 

AOAGGTATCCGTGnGGCTGGATmGAAAATGCGGAAnATGTOTAACGTGCCTGTAnAAAAAGG^^ 
f&CCGTATTTCTGCTGTAGAAGTAGAAATAAATTTTCTTAAAT 

>itJfb2997.seq 

>!pCTAAATTAAAAAAGAAAGAAAmGAAAAAACTnCTCTTTGCCAmCTO 

clUAGAGAAAAAGMGGAnGATCAGAGCAnGTGCAATACAGmCAnMCTCCnCCCCCCGCTCCCCCAAAAAm 

m 

>rfeirb3000.seq 

CRGAmAATATGTAAAGAAGCTACACAAGGCTATGCATAACAGGAGCATGGGCCTTGGGAGCCAmGGAGGCTGGCTACCTC^^ 
/^AAAGTGTGGATGAAATATTAATGTGAGATTGGTATGAAGCAAGGAAGTGTAGnAAnAmGTAT^^ 

CnATAGATCTCAGTAATATTCAAGGATCnATTCnAGI 1 1 II i I IGATTTGTGTCTAnGGCTTTGnGTTAGTGAnCAATGAGTGAAACAATAAAC 

>ncrb3001.seq 

TGAGTAAGGGAGTAGTAAATCTGATGGAGAAnCACmGGGGAGGGGAAAAAGAATAGTATGCAAGACCCTTAnGGCT^ 
TCTGCATGTGAGAmGGTGTAACAAGATAGAACTATAATATATAGAGTATATGGAAGGATAGATATAGTGCmGTTCATm 
TTGACnGCCTTGAmATAGGACTGGGGCTTGGAGAAAATGAGCAGATGTTCCTCTAAGACATCGAmCAGAAGCCnATATACATGGAmGAT^ 
CTGTTGTCTAAAACTAATTTTTCTAAGmTCAAAACAACCTAAmGTmCGAACAAGGAGAACTTM^ 

>ncrb3002.seq 

GATnCCCCmATGTmAATATCCTAGGGATCTGCTGTAATAATATmAGAAAATGmGGAATnA^ 
AAATATCACAAAGTTGTTTGT 

>ncrb3003.seq 

AATGTGTCTCAGGACAGGAAAGnGCAGTCCCTAnGGGACTGAACGTTCTGCACGTATCAGGCAAACTGGAACGTCAGCTCCATCTG™nGGGAGCAAmGTCTACA 
GACATAGTGGCATCTGGTCCmGAAGGGATTGGTGGCAATCAAGACAAAGTAGACTGGNGTNACCCTGGGATGGGAAATCCTATGATCCACAGACCGATGTCTGACCCA 
TTTCAC 

>ncrb3005.seq 

tgagcatatagtgagacccccatccctacaaaaaatgtaaaaa™gctaggtgtggtgacacacacctatcagttacttcagggggccgatgtgggagaatcgct^^ 

GTCGAGGCTGCAGTGAGCTATGATCATGCCACTGTACTCCAGCCTGGGCAACAAAGTAAGACACTGTCCCGA 

>ncrb3007.seq 

ATAAAGGGAGAGAGCAAGCAGCGAGTCnGAAGCTCTGnTGGTGCmGGATCCATTTCCATCGGTCCnACAGCCGCTCGTCAGACTCCAGCAGCCAAGATGGTGAAGCAGATCG 

AGAGCAAGACTGCTTTTCAGGAAGCCnGGACGCTGCAGGTGATAAACTTGTAGTAGTTGACnCTCAGCCACGTGGTGTGGGTCTTGCAAAATGATCAAGCCm 

TCTGAAAAGTATTCCAACGTGATATTCCnGAAGTAGATGTGGATGACTGTCAGGATGnGCnCAGAGTGTGAAGTCAAATGCATGCCAACATTCCAGm 



>ncrb3008.seq 

AGGAGNGATCCATATAAACCANCTGGCTAGTAGCATGTGTGCTGTGTGTGGCTGCAGGTGTOnAGTAACATCTGTGTGCCCTTCAGAGCGTGCAGCACAGTO^ 
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>ncrb3010.seq 

GGAACCACGCTGCTTGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGACAAGCCCTTGCGCCTGCCTCT^ 

TTGGCCGAGTGGAGACTGGTGnCTCAAACCCGGTATGGTGGTCACCmGCTCCAGTCAACGmCAACGGAAGTAAAATCTGTCGA^ 

TCCTGGGNACAATGTGGGCTTCAATGTCAAGA 

>ncrb3011.seq 

GGCCTGAGCGGGAAGCAnGGCGTCCGAGCGACnCTAGGAGCCTGGGGTTCGGCGCTATGGAGGAGCTCGATGGCGAGCCM^ 
AGAACCAAATGTATTTTGACTGGGGTCCAGGGGAGATGCTGGTATGTGAAACGTCCnC 

>ncrb3013.seq 

GGGNCCTGGCCCTTCCGCAGTCTTGTACATTTGCCCTGCCGTCAGAGTTGGAACGTAGTTATCANCGATTCACAGCTTTCTACGCCAGCCGCCACAG 

TATATCAGnGTCTAAAGGAGAATTGGNAACTAACTGCnCAAAAACAGATATACTTTGCAGGCGTCGACATTCCAGATGGCTATCCTGCTO^ 

GTGCAGCAGCTGACCGACAGCACTCAAAnAAAATGGACATmGGCGCAAGnmCAGAnTTATTAAAGTCGAAGCT^^ 

>ncrb3014.seq 

AAGACCAACCTGGTCAACATGGTGAAACCCTATCTCTACAAAAATACAAAAAnAGCCAGGCATGATGGCAGGTGCCTGTAATGGCAGCTACTO 
TTGAATCCAGGAGACGGAGGTTGGATGTGAGCAGAGATCACGCCACTGGACTCCAGCGTGGGCGAGAGAGCAAGACGCCATCTC 

>ncrb3015.seq 

AATATAAATTTAAAATAATTATACCTTATOCCTCTCATGGGTCTTGAAATGTAGGTGCTATGTTCTGCmCTGCGGAGGGAAGGGAATA^ 

GGCTGCAGTTGGTAGGCTGGAGGAAnGCTAmAAGTGGAAAGTGCTTGAACAGCCAAATGAGCACCTGTCATGTTTATTTTCACnCGAAAAG^^^ 

ACTGCCTATCCAATATGAACnCTGGCAncnGTOTCTTCTCAGGAACTGCACTGTTTGCTTNTTGTGnCA 



GTCTCATGCTCTATATCCTTOTAAAAAnAAAAGAAGAAGAAGGGGAAAAAAATCGTCATTAATGTATGCTGGCAAAACAATGGCAGTCAT^ 
A¥fGTAGTGTGCATGTCTATGATAAGTAGA™CTATAGATCAlTCCGAGAGGAGGTAGAAGGAAGAnGCACTAACA™GCnCTCTGG 
/#GATGCAAAGATGGAAGACAGATGGATAGAGGAAAAGACAGAATCAGATACTGGATGAGnAGTACTGCTGCCTGTGCnCAGAGCTGTCnA™ 



(SitTGTCCAGATAGAATCnAGTTNACTTTAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAATTTAACTGmGTC 
QTiGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCAACACCCACTACCTAAAAA^ 
AGCCAATTGGACCAATCTATCACCCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACAnCTCCTCCGCATAAGGCTGCGTCA^ 



>Wb3021.seq 

mATCGTGTGGCGTATmnAAAAAAnTGAmAGCAnCATATTTTCCATCnAnCCCAATTAAA^ 
d^NCTCATnTCATCnCTTCCATGGGTCCACA 



/^SCCTAATTTACAGACAAGACAGTCCCTACAATGGAAnGTCTAACCCAAAATGTTAACTGnCAAAGGCT^ 
TmGCCAACAGTATTGGCCTCCnGACAGCnATTAGAAATATAGACTCnAGGnCTATmAGACCTACTACAATGA^^^ 
TTAATGmGGAAAGCACTGGATGCAAATAATACTGTmCTTAAAAGmTCTmGGM^ 

>ncrt>3024.seq 

GmGAGGCTGGGTTGTCATTTTTATAACTGTCnGGTGTmATGGCCAnAnTAnACmTG^^ 
GCCnGTTTTTAAGTGAATAAGAACTGGAAGCATGAATCAATAAAACTGATTAAAATGGGCA 

>ncrb3025.seq 

AAATACAAAAAnAGCCGACGTGGTGGCACACACCTGTAATCCCAGCTACTTGGGAAGCTGAGGCAGGAGAATCACnGAACCCAGGAGGCGGAGGnGCAGTGAGGCAA 

CCACTGCACTGTAGCCTAGGGCACAGAGGGAGACTCTGTATCAATAAATAAATAAATAAAAGmTCCTGAGGCCAGGGATGGTGGCTCACACCTGTAATCCGAGCACm 

TGAAAAGGGAGGATTGCTTGAGGCCAGGAATTCAAGGCCAGCCTGGTCAACATAATGAGACCCCATCTGCACT 



AATCTGAmTGmGGATATnATCTTGTACCCGCTGCTAAACACACTGCAGGAGGGAGTCTGAAACCTCAAAGTGTGTACTTACATCTTTOTGTGTGTC 
TAmAAAATATCAAAACCnTCAAATATCACGCAGCnATAnCAGmAGATAAAGGCCCCAAATACCATGTCAGATCmTTGGTA^ 
ATGATGTATmGGCTCATGTATTnTATCAGACnATAGGCCAAGTGTGATAAATAAAGTTAGAGAGACTGAATTAAm 
GnACATCTGTCTOGnGAAAAGGATATTTTTTAnAAAnAAnCTCATTGTATCTGA 

>ncrb3028.seq 

GGAGAGTNAGAATATGTAGnAAAAGTTGGAGTAnGCAAAAGGGGTGTATTATGCAGGTAGTGGTAGAGTATnTTnGTAGTG 
CnGCmTTAAACmGTTTAGCCACTTAAAATCTGGnATGGGACAATnGCCTCAAAATCCATTCCA^ 

>ncrb3029.seq 

GGAATCCGTGGGGTCCCAGCGTCGCTCCGGAGGCTGGCAACGTGTTCTCCACCGTCGCTCGACTTCCACGTCTAAGACTCCGACGAAACTGAGGTTGAATAATTCATCAA^ 
ACTGAACTCAAGACATGGCTGCCCAGGGTGTCACAAAGGTGGCGCTGAATGnTCGTGTGCCAATCTTT 



>ncrb3016.seq 




>i#b3018.seq 





>ncrb3026.seq 



>ncrb3031.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page126 of 776 



GGCmGGTGACTCTAGATMCCTCGGGCCGATCGCACGCCCCCCGTGGCGGCGACGACCCAnCGMCGTCTGCCCTATCMCTnC 

CCACGGGTGACGGGGAATCAGGGnCGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGC^ 

NGACGA 

>ncrb3032.seq 

AncmGTGCCCTCTCAAGCnCACCmGGCCCTGGCCTACAGGGAnCCGGGnCAGGAAAGACTTTGAATCTGCAGCa^^ 

taaggaggggggggcggggaaagcgtagaaaagamgacagcnoaaactacatcagccagtngtagaggttnggccactcttcta^^ 
tggaggggcatgggaaagaggacaaagccagaggctcctca™gtcttgggaattcaaggagacttcagtttggtagctgcacttggagagatt^ 

>ncrb3035.seq 

GAAmCAACATCACTATTGAGAAAAGAATATAAAmGAATGAAAATGAAACTCTATCTnCTATATCACATTGC^^^ 

TGAGGGATCTAmGGCAATATAGATCAGAAmTAAATCAGCATACTnGmGCCAGAAATCTATGAGGAGGACnGTAGTAAn 

TCACAGTATTGATTGTATTAGAGGAAGGAAAGGGAGAAAGGGAGGAGAATGGAAGAGAGAAAGGGAGGGAGGAAGAnGGAAGCAA^^ 

>ncrb3037.seq 

TACATGGGGAmGGAAATTGGGTATCCTAAAGCAAGTAACTGlTCAACCACCAGTCAAAAGAGGGGAGGGATGTTGTGCGAGTAAT^^ 

GCCACAAAGCCAGATACnGAAATAAACCTACTCCAAATGTATCAGnCAGTCnGAACCATGGAnACATATGmACAC 

AAACTGATGTAAAGTGTGTTGTAACTmCAGGTGAGACAGTTGATGCCnCGTGATGAnmGAATAAATTCTT 

>ncrb3038.seq 

AGGAGCTGGTTTTmAAAAGATTAACAAAATAGATAGACAGGTAGCCAGACTAATAGAGAAGGAAAGAGAGAA^^ 
GATCCCACAGAAATNCAAACTACCATCAGAGAATACTATNAACACCTCTNTG 

>ncrb3045.seq 

AGCCGGCATGGTGGCAGGTGGCTGTAGTCCCAGCTAGTCAGGTGGCTGAGGGACAAGAATCACnGAATCCGGGAGACGGAGGnGGAGTGAGCTGAGAnGTGCCACTGCACTCT 
AGCCTGGGCAACAGAGTAAGACCCTGTCTCAAAAAATAAATAAAATGTC 

>li3b3046.seq 

ys^TAAGGGTGACACAGAATGTGTAATGGAAATnCATAGTAATAGTAACmATAAAATAATATTATAAAAT^ 
TSAGTAGATGmGTnATAATGTnACAAAACAmTGGTGAATnCCTCAATGnTOTAAATGTACAmmA^ 

/I^TCTGCCATTAAAAGTGGACCnTAAGCCAGGTGTGGGNGGATGTGGCTATAGGCCCAGCTNCnGGGAGGTGGAGGTGGTAGGAnATAA^^ 
d^feGTGGGGTGGGGGGGCTGTGGGGGGGTGGG 

>j^3047.seq 

fift^GGCCGGGAGCAGTGGCTCTGCCCTGTAATCCTAGCACTGTGGGAAGCCTAGGCAGGCAGATTGCnGAGGCCAGGAATC^ 

TialACAAAAAAACACAAAAAnAGCTGGGTGTGGTGGGATGCACCTCAAGTCCCAGCTACTTGGGAGACTG^^ 

TGTGATTGTGCCACTGCNCTCCAGCCTGGGCGACAGAGCAAGACCCTGCCTC 

>Qb3048.seq 

T|y™nCAnCTTTACTCAAATATAGTmAAGGCCCAGTCmGCCTAGCACACAATTGAAATGnGACCAT^^ 
Qf^GCGIGCACCTTTGITTAnCCTCATG 

>l^lb3053.s6Q 

(^ACAGCCCCGCTCCCAGTATGTAAAGAACGCGACnCCAGAAACCTGGATTnTOTGTACAACCCTGACCCTGACCGmGCTAT^^^ 

i ^ 

>ncrb3054.seq 

AGGATGAAACAATnGGAGAAGATAGAAGTnGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATA 
TAGAAGAAAAAAGATAAATTTAAACCTT 

>ncrb3055.seq 

GCTAGGGCTGAGTmAmTGTTGACACAGAAATAAATOGAAGGCCAAGCGTGGTGGCATGTGCCTGTAGTCCTAGTTGGTGAGGTAA^ 
GCTGCAGCAAGCTTTGATTGCGCCACTGCACTCCAGCCTTGGCGACAGACTAAGACGCTGTCTCAAAAAAAAACAAAAACGAC 

>ncrb3056.seq 

GAAGGGGAGGAGGTGGTGGCCGTGGGTTCCTGATGTCGGTGCAGGAGCTGAAGGTGAGTGGAGTGCTGCCAAGAATATGCCCGACTCCCCATGACAAGACAGAACTTTGTAACA^ 

CAGTAGCAAmATmGGCCGTGGGTTnTGCTTnmCCAGTTGATGACmGTGAACAnCCCAGGTAnGGAGCCTCTGTGGCCTT^ 

CATANCCAG 

>ncrb3061.seq 

AGGCCAGGGGCTGACAGCCAATGTCAGGACCCTCAGCGGTGGAGCCTGCTGGGGGGACCCAGCTGCTCnGGACAAGTGGCTGAGCTCCTATCTGGCCTCCTCTmmTTTCAAG 
TAAmGTGTGTAmCTAACTGAnGTAnGAAAAAATOCTAGTAnTCAGTAAAAATGCCTGnGTGAGATGAACGT^ 

>ncrb3063.seq 

gtatggagaaatgacacaggttaggagacgtcgctttgaacgtgctataggaccttctcaaacacacaccatcagaattcaatattcacctgccagactggc™tc 

tgcncataatgaagttaaagtgagtatactgtggagaggacttccaaatgtggnacctcagctatatcactgccgaacatcagaaaacctgac 

aagatcaatactataacattgatgtgcctagtagaacaggnagagcaattactactcgttctgggcagaccttatccaaagtctggtacaactgtccttanactc^ 

AGTCAACTAATGAAGAAATGAAT 

>ncrb3064.seq 

AAGGAGGGTGAAGTGGAAGGATCACTTGAGTCCAGGAGTTCGAGGCTCCAGTGAGCCATAATTACACACTGCAGTCCAGGCTAGGCAACAGATCGAGACTCTCTCT^ 
>ncrb3071seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page127 of 776 



MGACCACCTGGTCMCATGGTGAMCCCTATCTCTACAAAMTACAAAMnAGCCAGGCATGATGGC^^ 
TGAATCCAGGAGACGGAGGnGCAGTGAGCAGAGATCACGCCACTGCACTCCAGCCTGGGCGACAGAGCAAGACGCCATCT^ 

>ncrb3076.seq 

ATGGCCCGGGANNnATTATnGAmAmGTGTCTATmGCTCTGTGGCnGGACCCCAGAAACACTTGTATA^^ 

CTGTAAAGnAAAATTAmGGACCCAAAGAAGCATAGTCTGACGnGnCAGnCACACAAAATmG^ 

CCAGTATGTGTAACTGACATGCTGGGACAGnGTACTCACTmGCTGGCCTGTAGGACTGTGACATAGGGAGAACAC 

CTATCTACAGTATGnACCAGCGAGTAAGAATAATAGCnCTACTTGCTmCCCTACAGAGTTCAGG^ 

TAATTTCCTGTAGTCAG 

>ncrb3077.seq 

GAAGAACTCmNAGGATGTGGACCAAATGTTCCAGAGGAAAnAGGGGCCCAGTTGGAAGCAAGGCGAGATGACTmGTAAGCAGAATTCCA^ 
CTTTACnCAGGATATAmGGCCCTTTAGAAGAAGATGTCAAGCAGGGAACATTnCTAAACCAGGAGGnACCGTCTCTTTACT^ 
CAGGTGCCAAGGAAGGGGATACAGGCCAAAGAGGTGCTGAAAAAATAmGGAGTCCAAGGAGGATGTGGCTTGATGCACTTCTACAGACTGATCAGT^^ 
AGCGATTGAAGTGGAACGTATAAAGGCTGAATCTGCAGAAGCTGCAAAGAAAATGnGGAGGAAATACAAAAGA^ 

>ncrb3079.seq 

AGGAAAGGGAATTCCTAGCTCAACCNAAGTGGTAATGAAATAACGTAGCATGTCAAGATGAATGnAAAGGTATTGTAATCAAGAGA^ 
TCTCTGCT 

>ncrb3080.seq 

GAnCCTGAAGGTGGCAGCATTCGGGCCGAGATGTCTCGCTCCGNGGCGTTAGCTGTGCTCGCGCTAGTGTCTCmCTGGCCTGGAGGCTATCCAGCGT^^ 
TOCTCACGTCATCCAGCAGAGAATGGAAAGTGAAAmCCTGAATTGCTATGTGTCTGGGmCATCCATCCGACATTGAAGTTGACTOCTGA^ 
GGGAGCATTCAGACTTGTCTNTCAGCAAGGACTGGACnTCTATCTCTTGTAGTACACTGANTTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGT^^ 
OAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCGCGGAGGTTTGAAGA 

>f5fb3083.seq 

^tSGGTTGAGAGTAAAACTCCTAGNAAGCAGTTCCTGmCTGTAACAAGAATGTTCCTmGAGTCAATGAGAACACACACAACCTACAAATTCAT 
qiWW^GAAGAAACCTGAAGATGCCTTCTGTGnGTGGGAATAACAATGATTGATCTnACCCAAGAGACTC^^ 
Ti^TCAGCmGCCAGGTATGGCAGGTGAm™TAGCATGCACTATAAAGGCAAAGTGAAGAAGCTCAAGAAAACATCTTCM 
A|gTAACTAGTGTmACTACmCGATCCTGTAAGACnNAACCCATGAGATCGGACACATAmGGAC^^ 

>hclb3086.seq 

Aj^ySCTGCCGGAGNCCTGGGGGTGAACCCCAGTCCCGAAGNCCTACTGGCCAGTCCTACAACGAGTAnCTCAGAGATACCATCAGAGAACAAACACTM^ 
fiSenCATGCCmAGATGTACAGGCTGACAGAGAAGAnCCCGAGAGTAAATCATCTnCCAATCCAGAGGAACAAGGATGTCTCTCTGCCAA^^ 
43iAGACCCAGCTOGAGTTCTTCmcmCTTAAGCCCTnGCTCTGGAGGAAGTTCTCCAGCTTCAGCTCAACTCA 
TJCTCATAAATGAGGGCTGCACATTGCCTGnCTGCTTCGAAGTATTCAATACCGCTCAGTATmAM^ 

>yb3087.seq 

TlSJCNGGGAAnCGGCNmTGGCGGGGGATACnCTCnnmGCTGTTCCACCAAATACAAnCAAATGCTT^ 
G^TATAATAAATAAACnCAACACTCTTTATGATANC 

>ifSb3091.seq 

g^cgggaactcctgcttctccngcctcgaaatggaccccaactgctcctgctcgcctgnggctcctgtgcctgtgccgggctcctgaaatgcaa^ 
c^IMgaagagctgctgctcctnctgccctgtggngtgtncaaagtgtgcccagggttgcatctt 

>ncrb3095.seQ 

CATGnCTCATnATAAGTAGGAGCTAAACAnGGGTACACGTGGACATAAAGAAGGAAGCAATAGACATGGTGACCTACTO 

ACTGCTTATGGGTACTGTGCTCATTACTTGGGTGACGAAATAAmGTACACCAAACCCCCATGACATGCAGmACTCATGTA^ 

AAGTTGGAAAGA 

>ncrb3096.seq 

TGAGGCTGTNATGCGTGTAATCTCAACACmGGGAGGCCAAGGTGGGCGGATAACCTGAGGTCAGGAmCGAGACCAGCCTGGCCAACATGGCGAAACAACGT^^^ 

TACAAAAAmGCTGGGCATGGTGGCAGGTNCNTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCTCnGAACCCAGGAGGCAGAGGTTGCAGTGAGCCAAGA^ 

CATTGCACTGANGCCTGGGTGACAAAAGCAAAACTCCATCTC 

>ncrb3097.seq 

GATTCnCCCCTCTCTAAACCCCTCTCTCCTCAGCGCTTCTTCmCTTGGmGATCCTGACTGCTGTCATGGCGTGCCCCTCTGGAGAAGGCCCTGGATGTGATGGTGTCCA 
CACAAGTACTCGGGCAAAGAGGGTGACAAGTTCAAGGTGAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCTTCnGGGGAAAAGGACAGATGAAG^^^ 
CAGAAGCTGATGAGCAACTTGGACAGCAACAGGGACAACGAGGTGGACTTCCAAGAGTACTGTGTCTTCCTGTCCTGCATCGCCATGATGTGTAACGAAncmGA^ 
ATAAGCAGCCCAGGAAGAAATGAAAACTCGTGTGATGTGGnGGGGGGGGTCTGCCAGCTTGGGGGCCTCCCTGTCGCCAGTGGGCAGTTTm 

>ncrb3098.seq 

GGTCTGCAGGATGGCAGCCGGACCGCTGGTTCTCCACATACGAnCTACTTGTCAAATTGCCCAAGAAATTGCTGAGAAAATTCAACAACGAAATCAATAT^ 
GCACCAAAGCTTACCGTGACAATCAGAGCmGTT6CAGAACCTGAAGGAAAAGATCGCCCTmGAAGGAC™nGCTAAGAGCTGTGTCAACACATCAGATAAC^^ 
GGACCGAAGACAGAACCTCnGGATGATCTTGTAACTCGAGAGAGACTACTTCTGGCATCCTnAAGAATGAGGGTGCCGAACCAGATCTAATCAGGTCCAGCCTGATGAG 
GCTAAGCGAGGAGCACCCAACGCTTGGCTCTTTGAGGAGCCAGGAGGAGACCAGAGGCTTGGGnTTGATGAAATCGGGCAACAGCAGCAGAAAAnATCCAAGAACAG^^ 

>ncrb3101.seq 

TAGGGTAGTCATCTCTCTCCGCTGACAGCAGAAAAAAGGGTTGCCACCCCAGnGAnGGAAGGATGGGGATAGTGTGATGGTCCTTCCAAGCATCCCTGAAGAAGAAGCCAAAA^ 

TmCCCGAAAGGAGTCnCACCAAAGAGGTCCGATCTGGCAAGAAATACGTGCGGTAGAGACCCCAGCCnAAGTCTCnGGAGAAGGTGGTGGTGTGAGCCAGAG 

CCAAnGTGTmCCTGCAGCAATTCCATAAAGAGATCCTGGTGTCATCACAGGCAAGGTTmAGGGnGCTATACCAATGGC™^ 



>ncrb3104.seq 
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ANTGGCCCGGGGGGAAAGAGNCCGTGATCTGGCCCnCGACTCGCTATGTCCACTMCMTATGTCGGACCCACGGAGGCCCG 

CCGAATGTAACCCGGCCnGGACGACCCGACGCCCGGACTACATGAACCTGCTGGGCATGATCnCAGCATGTGCGGCCTC^^ 

TACTGCTCCnCATCAGCmGCCAACTCTCGGAGCTCGGAGGACACGAAGCAAATGATGAGTAGCnCATGCTGTCC^^^ 

CCATGACGCCCCCATGGTGATACCAGCGTAGAAGGGTCACATmGGACCCTGTCTATCCACTAGGCCTGGGCTTO^ 

CTGAAT6AG6CCGTCTCGGTGCCCCCAG 

>ncrb3105.seq 

TCGGCCNmAnGGCCGGGCCGCGGTGGCTCANCGCCCTGTAATCCCCAGCACTnGGGAGGCCCGAGGCAGGTGGATCACGAGCTCAGGAGATTGAG 

agtgaaaccccatctctactaaaaatacaaaaaaaa™gccgggcatggttgcaggcccgtatagtcccagc^^ 
gctgagatcgtaccactgccctccaacctgggggacagagcgagacaccgtctc 

>ncrb3107.seq 

AGGCCCGAmCTGCCCGGAGTACACTGTGACACCATCGCCACAACAGGCTCGGGTCTGTCCTCCCCATATGmCCTGAAGATGGAGCTAATCTTTCCTCT^ 
CGCTTATCGAGTCTTCTAGTGGTAGGGCATAGCAGGAGATCTTGGATGTGCTGGATGAAAATCGCAGACCTGTGTTGGGTGGTGGGTGTGCnGCCG 
GACAACGTCNGGTATGGCAmCAAATATAGATACAACCATTGAAGGAACGTCAGATGACCTGACTGTTGTAGATGCAGGTTCACTAAGACGACAGATAA^ 
ACAACnCTGGAAGAGGAGAACAAAGANCGTGCTAAAAGAGAAATGGCCATGTATTCAATTACTGTAGCTTTCTGGCTGCnAATAGCTGGCTC^ 

>ncrb3108.seq 

GNNCGGCnTCmGTGGGTTACCTGGACCGGCNGGGCTTGANCCACCGNAGCGCnCTTGACGGAGGGGATTCmANTGTTAAACCCTACCCmACCCANn^ 

CACNAGAmCCTCCCTCnGCGCTTATGTGGACAmGGCATCCCCATGCAACAACAAGGGAGCTCAGTCAGTGGGTTTAATGTGGTGGATGCTGGCTCGGGAAGnCTGCGCATGC 

GTGGCACCAmCCCGTGAACACCCATGGGAGGTCATGCCTGATCTGTACnCTACAGAGACCCTGAAGAGATTGAAAAAGAAGAGCAGGCTGCTGCTGAGAAGGCAGTGACCA^ 

AGGAAnTGAGGGTGAATGGACTGCTCCCGCTCGTGAGTTCACTGCTACTCAGCCTGAGGTTGCAGACTGGTCTGAAGGTGTACAAGGTGCCCTCTGTGCCTATTCAGCM 

CTGAAGACTGGAGCGCTCAGCCTGCCACG 

>ncrb3112.seq 

TpCGGCCNmAATGGGCCGGGGTAAAAAANANNANAATAANGGCAGGTmCCAGGTCCNCCGGAAAAGGTnGGCCCTGACGCCTGGAGTGCGGTGATGA^ 

dffTGTAnCCTCAGTAGCACmAAACGCCCGAAGACAGCCCTGCAGCAAGCCCTGCACACGGGCnGGGTGGGTTCCmGGAGAAGATO^^ 

/IGAAATAAATGTGCACACAGAACACTAC 

>}p[b3114.seq 

#€GGCCNTTmNGGCGGGGGGGGAANNCGGCGGCAGAAGGCCATGTCCCGGCGCGCGAANGTGGCAAGAAGAAGCCCACCTGAAANAGCCCCAAGAAG 
dllCCGAGGAAGATAAGGCmCAAGCCAGAAACCAAAAAGAGGAGCAGAAGAAACTCGAGGAGCCTAAAAGCCGAAGGCGGCGGGGAAGGGGCCCTO 
M^AAATCTGGCAAAAAGTAAGCTGTTCCTTGTGCCCTGAGGAGATGGTGACCCmATTTCATCTGTATnAAACCTCTC^^ 
/^•flAAAGGTGnGTCTnGGGAGCCTGTTGTACATmAAGAATAAACTTTnT 

>f}ck)3115.seq 

QNTCNGCNCNGGANCTACNANNNANNTCCNNGGNGGCATATATNTNCCNCTCNGGGTTCCCNCNTCGTTAGNCGTATATGGCCTAAGANAGCCAATACAAGAATCCA^ 

CMAGGCAAAGTAAAGmAAGGGTGCAGAGATGAATGGAnAGCCAACAAAAGGACCAACAGAAATCTGTGAT^ 

ryAAAATGGACCTGATAATATGAAGCATCTTCCTTGTAATTGTCTCTGACCnm 

1||ATATCCCGTATTT 

m 

>3gt)3119.seq 

/siffl'GnGAATGmATATGnAACmGACTnGATGGGGCTCAGAAAAAGCTGAGGGAATGTGAA 

AmTGCCCGTCTCTTCATAmGAGACTTTCTGTCGCATCCACCAGTGTATCAGCAnAACATGTTGGCAGATAAAnGAACATGACTC^ 

dlrrAGAAATGCAAGACTGGATGCCAAGATTGATTCTAAATOGGTCATGTGGTOTGGGTAACAATGCAGTCT^^ 

i^CCAGATGnGGCCATGAATATTGAGAAGAAACnAATCAGAATAGCAGGTCAGAGGCTCCTAACTGGGCAACTC^ 

>ncrb3120.seq 

CCGGGAANnCGGCCNTnATGGCCCGGGANCTCNGGCTCTTCTAGCCIirCCTGTCTCATCTAAGANAGAAAAAAAGCTG^ 
CACACTAAAAAATTGAGACTTCATCATAGGAmGAGAATGCCTCCCCTTCCACACCTTGCTGCTACATCAACAGAGCnCAGTATAATA^ 
GATCAGACTCTATTTAAGGAGG i" IT! i T I GTTGCTGTTnGTnTGATnG 

>ncrb3121.seq 

CTCCCACTTATnGGAAAAAAAATGTCnGTGCAAGCNAGAAAATGGACTCCCTGCTCCAGAACATGTGGGATGGGAATATCTAACAGGGTGAGCAATGAA^ 
AGAAAAGAGAAAAGACTGTGmGATTCAGCCnGCGACAGCAATATATTAAAGACAATAAAGArrCCCAAAGGAAAAACATGCCAACCTACm 
GTCTTnCTGGATGCTCAAGTACTCAGAGTTACAAACCCACTTmGTGGAATATGCnGGATAAGAGATGCTGTATCCCTAATAAGTCTAAAATGAm 
ATGAGGGGTCATTTAATGGAAGATGCTGTGGGATTACATGTTGTGTGTGTCAGAGAAACTGCAGAGAACCTGGAGA 

>ncrb3122.seq 

CGGGGNAGGTNTCCGTTTnCCNNnGnCNNGAANGANCGTTGGTGTTGAGGmGCCNTACCGTANTCNANGGACCAGTAACCTACCNCTGGCTCCCCGAAGmTC 
CCTCGGATGCGTGGCCCnCCTGGCCAGGCCGTGTGCGAAAATCATTAnGGCTGTAGCATTCCGTGCTATCCCTGGGGGTTGCAGCnTGTATAAGTnCGTGTGGCTGATCAA^ 
AAGAAGGCATACGCAGAmCTACAGAAACTACGATGTCATGAAAGATTnGAGGGAGATGAAGGAAGGCTGGTATCCmGAGAGTGTAAAGTAATCn^ 
CAGGnGAATTCCmNAAGmGTCACTGACnGTGTTCCTGAACTATGACACATGAATATGTGGGCTAAGAAATAGTTGCTCTTGATAAATA^ 

>ncrb3123.seq 

GCTnTCGATCCGCCTCTGCGGTGGAGCCGCCACCAAAATGCAGATnTCGTGAAAACCCTTACGGGGAAGACCATCACCCTCGAGGnGAACCCTCGGATACGATAGAAAATG 
GGCCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCmGCTGGCAAGCAGCTGGAAGATGGAGGTACmGTCTGACTACAATATTCAAAAGG 
CTTCATCTTGTGnGAGAGnCGTGGTGGTGCTAAGAAAAGGAAGGAAGAAGTCnACACCACTCCCAAGAAGAATAAGCACAAGAGAAAGAAGGnAA 
ATAAGGGGGGGATGAGA 

>ncrb3124.seq 

GGCAGCCCAGATGAGTAGGTTTCCATCCAGCTCGGCACACCCCCTCCACCAAGGGACAACCAAAGTGCTTGATTAAATGGGTCCTGCTCCCCGTGCCACCCAACTGGGCGAGACCCT 
CnAACGGGnGTCAGACAGGGTATATAGGAATGmCTAnAGCATCAGGTAGGTGCCCCnGAGGTCAGATATGTGAGAGGGAGGAGCAGGTACCCATCTnGCCGTTCTCCAGCC 
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TCCTCMGnCACTCCAGGTGCAGGAGTGAMCAGATAMTAGGGCCTGMGTAMTGCCCAGCAAACCACAGCAGC^^^ 
CAAACAAATAGAAAGCAACAACAGCATCAACAAAAATGTTCCCGCAAAAACCTCCTCCAAGGGTCAGCAGCCTCAA^ 

>ncrb3126.seq 

CNGGGAAnCGGCCNnATGGCCCGGGGTTTAGAGATAAGGTGATGTCAGAGTTTAATAACAACCnCCGGCAGCAGATGGAGAATTAC^^ 

GGACAGGATGCAGGCAGATmAAGTGCTGTGGGGCTGCTAACTACACAGAnGGGAGAAAATCCCnCCATGTC^^ 

GGCTGTGGGAnAAmCAACGAGAAGGCGATCCATAAGGAGGGCTGTGTGGAGAAGAnGGGGGCTGGCTGAGGAAAAATGTGCT^ 

TmGTCGAGGTTnGGGAATTGTCmGCCTGCTGCCTCGTGAAGAGTATCAGAAGTGGCTAC^^^ 

GTATCCTCCAGGTTTTTCAAnAAAC 

>ncrb3127.seq 

CACCNCGGGAANTTCGGCCATOTGGCCCGGGGmGTGGAGGGGATCCCTGAAGAAATTACTAGTGGAAGAAAnACTAACTCAGGGAACTCnC^ 

nAGTCCTGAAGGAGTTGCTAGTGGAATCTCAGCAAGCCTAACTCAGGGTAATCATCTGCTCTTCAATCTTTCCCAGGCmACCCTCTGAACm 

GCTTGAGTGGATCAAAGATGACAAGGGCCAATGGAACGAAGmGAGTCTTGCCAGGTCAATACnGGGTCCTGAGTATGGTGACTAGTATC^ 

>ncrb3128,seq 

CCGGGAANTTCGGCCNTTATGGCCCGGGAGAANGAAGANCCGACATCCTGCACCCTCCACATGGTCACTAATTCCCTGCTGTGGGGGGCACAnnGGC^^ 
TCTGGGGAAAAAAGAGAAGTATGGGCTGAGTACTGTGGCTCTCACTGGnAATCCCAGCACmAGGAGGCAGCAGCAGGAAGATTGCnGAGCC^^ 
AAGATGGTGGGACCTTGTCTCTACAAAAATAAAAATAAnAGCTGGCCATAATGCCACGTGCCTGTAGTCCCAGCTACCTGGGAGGm 
GTTTGAGGTTGTAGTGAGCCATGATCATATCACTGTGCTAGAGGCnGGTGACAGAGACCCTGTCTCTAC 

>ncrb3129.seq 

TGGGCNAmATGGCCCGGGAAAGCAGTGCTCTAATGGGACAAAGTCACTGTGTGCTCTTGCmCTCTCCTGGTCTTTGTGCGTGATAGTCCCTCTCTCTAGA^ 

CTCATTCCTCTGAGCTAATGTAnCGTTCTTCTGTTCAGCCnGACATCACTCCCTCAGTAAAmCTGACCATTCCCAAGCCT^ 

GGAATGATCATTGGTGGCACTGATTACACTGCnTATCAnGCnGCTGTTTGTACCACCTGCTC 

>hS)3130.seq 

AtSnCCGGTGGAGCCGAAGNAAATCTCAGATGGAGGAAGTGCAAGATGAACTGATCGAGAGAGTGACGAnGGTGGGAGTGCCGGTCAGAAGAAATTCGATGT^ 
QimCCAGmTCAATATCAGnACGACTCCACACCAGAGGATGTGAAGACGTGGmCAGGTCAAAGGGAnCAACCCCTGTGACTGTCAATAGTCTTGGA^^^ 
cHnCTCTCTCAATAAGGATGAACTGAGGACAGTCTGCCCTGAAGGGGCGAGAGTCTATAGCCAAATCACTGTACAAAAAGC 
AfiAAATTATGAGAAGACGAGAGGAAAAAATCAGTGCTGCCGGCTAGTGAnCAGGGAGTGGAATCTTnGATC^ 

>hGi)3131.seq 

TGfiGGCCNTNTATGGCCCGGGAGTAAAAGANCTGGnAATGATAACNAATGCATCGTAAAACCCTTCAGAAGGAAAGGAGAATGTm 
TiiCGGTmAAGTTAmGmnAAAATCAGTACTTTnAATGGAAACAACTTGACCAAAAAm 

^ncrbS 1 34.S6C] 

fCCGGCCNTnATGGCCCGGGGAGTATAGANCTmGTAGGTGmAGCCCTGAATGTGTAGTGACCCGGAAm 
AyGAGCAGAGGATAGAAAGAGAATTGnCTAGCCCTGAAGTCCCAGTACACTCAnAGnAAGTGTGACGGTGGTCAAGTC^^^ 
All<STACCCTGAAATAAATCCTAAC™TATGTCTGTTGCTCAnCATCTCTGTGTGTGGAGAAAGTGAm 
TfipTAATCGTAGCACmGGGAGGCTGAGGCAGGAGGATTGCnCAGTGAGGAGGnGAGACTGGCCTGGGCAA^^^^ 

>i)^33135.SGC| 

Tf^NmGTGCCTmGTTTTTTmATGGTGCTTAA^^ 

C^TTGTnCATGGTTTTTGTAmGTGTCTAATGCACGTTnAACATGATAGACGCAATGCA 
kWm.\ 1 1 1 1 rCTTTAAATTCCA 

>ncrb3136.seq 

GGGCNNTTCCnGCCAATACCCTNAACNAGTGCCTGAAAATCCTGCAGCCATGGTACCTAAAGGAAGTTAAAGmGAATGTAACC 
AATGAAATGGGGTTGAAGTGAACATGATmGnGACGATGTTCGTGAATTACAGATGCAACATGCATTGGTAGAATC^^ 
CTCTGTATGTATCTGCATAGACAAAGAAAAAACAAACTCCTGCmGCTmATTGAAGGGmCCAGGACTGCGTGTCTG^^^ 
ATmGTAnAAAAAAATAAGAAAAAGAAGCCmATTTGNTGAGCATGTTGGCATTGT 

>ncrb3140.seq 

GCACAAGGCGGACCTACACCCCnATCCCCATACTAGTTATOTCGAAACGATCAGCCTACTCATTCAACCAATAGCCCTGGCGGTACGCGTAACGGGTAAGA™^ 

CTACTCATGCACCTAAnGGAAGCGGCACCCTAGCAATATCAACCAnAACCTTCCCTCTACACnATGATCnCACAATTCTAAnGTACTGAC 

TCCAAGCCTACGTTrTCACAGTTCTAGTAAGCCTCTACCTG 

>ncrb3141.seq 

ANTGGGCGCGGGAGCCAAANCTGACnANACCGTACCNnAAAAAAGANNNCTGTACCCNCNAATCNAAGTGGGANNTCCCTCCCTAGGGAANmCCmGTGCCCC^ 

GTTGCTGTGGCAACCATTAGTACCTGGAAGTCCmGCCCAGAGCCAATTAAGCCAAGACAAAGCCATCCCAGATTGGAAAGGAGAGAGTCAAAnATCCCCTGm 

GACCGTTnAnTNTAmGAAAATCCCTAAAGACTCAACTGAAAAACTGnAAGACTAATAAGTGAAAnAATAAAGTTGCAGGATAGA 

GCTAATAGTGAACTAACTGAAAAAGAAGTCAAGAAGACAATCTCAmACAATAGCTACTGAAAAAAGATAGCTAGGAnAAATnA^ 

TATAAAACATTGA 

>ncrb3142.seq 

GGAGGCAAGGAGCTAAAGCAGGGTGCGTTCAGCCCTGGGGCAmTAnAATGCTmACGAGTOGAAGAGTTGGGATAATTTGCCATCTGGAGmCTCT 
CTCAGACCTGCGAAmAGCAGAGATAAnGATAACACCCTGTAACAGCTGAGTAAGTAGAnCTTCTGTmACTGCTmAAAAAAAGm 
GGGnCTnAAATTnGTTGTTGAATAATGCAAmnATGATAmTGTGAATAnTGTAAATAATGGGATTCT^ 
CCATACATAACACmAGCAnCAAGAAACATAGGACTTAAATACATATAnAAAAAmAGGCCAGGTGCAGTGGCTCACGCCTGTA^^ 

>ncrt)3143,seq 

TATGGCCGGGGAGGCATTGAGGCAGGCCAGCGCAGGGGGTTCTGGTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTnnTCTCmGAAAGATAGAGATTA^ 
CTACTTAAAAAATATAOTCAATAGGTTACTAAGATATTGCnAGCGTTAAQTTmAACGTAATm 
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>ncrb3144.seq 

GMCATCMCCCCMTACMCTCACTCCACAGGCAGCTGCCGnCTCACACTGCTCTAC™GACTCM^ 
CCGATTnATCTGAAGGAAGTGAACATCAGCATGTAmGGnAATGGCTCCGTTTTCAGCATO 
CAAAGAGCAGACTGmCAGTGTCTGGAGCAmCAGATAAATACCmGATCTAAGGGnCAGCCTTTCAATGTG^ 
ACGACAACnCCnGTGCCCATAGCGGTGGGAGCTGCCnAGCAGGAGTACnATTCTAGTGTTTGCTGGCTTA 

>ncrb3147.seq 

CCNGGGAATTCGGCCNTTATGGCCCGGGCATTTAACCNAGCCnCTAmTGCCCmnCTAACNACAGANCTTTCTTCACTGTCm^ 
AnATTTTACGTAGTGCTGACAGGACCCACTCmCATTGAAAGGTGATGAAAATCAAATAAAGAATCTCnCACA^ 

>ncrb3148.seq 

GGGAGCCGAGCCCGGNCTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCnCGCCAACATGCTGGGCGTGTCGCTCTTCnGCTTGTCGnCTCTATCACT^ 
CAATCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGTTCGAGGACATAGTCTGAGGGAAGATGGAGGGTATGAGGGGCCTTCACACTTCACT^ 
CATCACAACATACAAAGCAACTACACCTGGAmTTCCAAACAACTnTAmCCTCAGAGTCnCCTTAAT^^^ 
GCTTTTCTAGTCGCTCCCCCCAATATAAAAATATAGACTTTT 

>ncrb3149.seq 

ATTGCATATAAAAAnAACTNAAAGTTGACCTAAGATCTAAATGTAAGAGCTAATATOTAAGTATCnCAAAGAAAACATGGCGTA^^ 

AAATAAATGACACTAAAAACACAAGCAAGAAAAGAAGAAAATAGGTAAATTAAAATTAAAACCAmGTGTTT 

AnmTnAAAATCATGTAmGnAAGGGAGGAATTTGTATTOGAATATGTAAAGAACTGTTACAATAATAAmA^ 

TAACAGnCTCCAAAGAAGATACACAAAAGACCAATAAGGACATGAAAAGGnCTCAACATCACTAGCCATCAGGGAAATGCAAATGAGATCTAGAATGAGAW 
>ncrb3150.seq 

CGGGAGGCTGAGGCAGGAGAATGGTGTGAATGCAGGAGGGGGAGCTTGCAGTGAGCCGAGATCACGCCACTGCACTGCAGCCTGTGCAACAGAGCAAGACTC^^ 
>fifb3151.seq 

/pGAnAAAAGTCTCTGTAGACATCTCTGTGAAGAGCAAGCTATCATTAAACATGTCTGTTOTCAGCACTGTCTCnTATO 

tiW^TCTAGAATGATGTGATTAATGAATAGGCmAGCTCTATAATATCTTCTAGGTTAnAGAATTGAAACCTC^ 

SgfGTATAATTnATCATCATGGTTCCCCAGTnCGATGAGTTCTCACAGTCAAATGAGAGm^ 

>"nib3152.seq 

ACiGTATCTGTTnCCTTCAAGTATAGAGCnnGGGGAAGGAAAGTATTGAACTGGGGGTTGGTCTGGCCTACTGGGCTGAC 

GiSATGGTAGTGTGTGGnCTCTmGGAATTTTmCAGGTGATTTAATAATAAm 

d>#GGTAGCTmGTATTATCAAGTAAGATTCTATrTTTCAGnGTGTGTAAGC 

>ricrb3153.seq 

QeGTGTGATGACCTGCGCCTGTAGTCACAGCTACTTCAGAGGCTGAGGCAGGAGAATCACnGAGCCCAGGAGTOGAGGCU^^ 
dSGGGTAACAGAGGAAGATCCCATCTCTAAAATAAATAAATAATGAAGAAAGAAAAAAGAAAACCCATCGACAGATGTATTCCA^^ 
G^TAGTTGCTGAGAATACTCCCGAACAAAGAGAAACTGTTAATACTGCCTGAnGTmATGTO 
A|gGAATGTGAAACATAATGTACTTCATATACAC 

>pb3156.seq 

AgWGTGAAGAGGAAAATACCAGCGTCGTCTGGTmGGCTGCACAAAGGCGAGGCCCAGCGATGCCCCCGCTGTGGAGCrc^ 
j^^ACCTGCACTAAATOCTCAAAATGTGCTGTAAAGmcncmCCAGTAAAGACTAGCCATO 

>ncrb3157.seq 

GAGTCTGAAGATGGCGGCCTCAGNAGCCGNGNGGTGCTGCGCCGNTNCGTAGAAGTATCAATCAGCCGGTTGCTTTTGTGAGAAGA^ 
AAGAACACmGCACAGTTCGGCCATGTCAGAAGGTGCATTnACCTTnGACAAGGAGACTGGCTnCACAGAGGm 
TGCNCTACAACAGGAAATCATATTATAGATGGAGTAAAGGTCCAGGTTGACACTAGAAGCCAAAACTTCCGCAAACATCTGATGATGA^ 
TAAAGTTAACATAACTG 

>ncrt)3158.seq 

ATGAGGAGAGGGAACATGCTGAGAAACTGATGAAGCTGGAGAACCAACGAGGTGGCGGAATCTTCCTTCAGGATATCAAGAAACCAGACTGTGATGAGTGGGAGAGCGG 
GAATGGAGTGTGCAmCAmGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGACAAAAATGACCCCCATTTGTGTGACTTC^ 
AATGAGGAGGTGAAAGGCATCAAAGAATTGGGTGACCACGTGAGCAAGTTGGGCAAGATGGGAGCGCCCGAATCTGGCTTGGCGGGAATATGTCTnGACAAGCAC^^ 
GAGTGATAATGAAAGCTAAGCGTCGGGCTAAnTGGCGATAGGGGTGGGGTGACTnCCCTGGTGACCAAGGCAGTGATTGGAnGnGGGGmCGTmAG^ 

>ncrb3160.seq 

GGAGTGTTAGGGGTGGATGACTGGGCTCGTGCGTCGATGAAGAACGGAGCTAGGTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACACnCGA^ 
CCGGGTTCCTCGCGGGGCTACACGTGTGTGAGCGTCGCTTGAG 

>ncrb3162.seq 

ATAATTCTGAAAACTAATNGCACnmAACAATGmATAATCCTATAAGTCTAGATGTATCCAAAGGTGAAGTATGCAAAAAGCAGCA^ 
CCTGAATCTAAAGAAAGACAACATGCTGCTTmAATCATAGGATGGAGAArmAAAGAACTGnTGGGCCAGGCACAGTCGCTCAT^^ 

GCGGGTGGATCACAAGGTCAGCAGATCGAGACCATCCTGGCCAACATGGTGAAACCGTGTGTCTACTAAAAATACAAAAAnAGCCGGGTGTGGTGGCAGATGCCTGTAATC 
TACTCGGGAAGGTGAGGCAGGAGAATTGGnGAAGCAGGGAGTTGGGAGGTTGCAGTGAGGTAAGACTGGACGACTGGACTGCAGCCTGGTGAGAGAACGAGACTCTGTG™ 

>ncrb3163.seq 

GATTAnATAAAGCTAGAAATAATGATGCATACAAAACATGTACTGAATAGCCCTnAGACACATTGATGnCATGTnnCCCACAGAAG^ 
CAAAGCATGATCTTCTGGACGnGTTAAGAATGTGAAATGAGTTAATGAATATTAAGnCCTACTTGCGTGGGnGATAAGTGACTAGAAAn 
AATATnAGACAGTTTGGTGTnGGATAnCTTGTCTGGTAAATCAGAAAAAAAATCTACTmAAAATCAGGTGTAm 
ATAATTGAAGACnATTAATACATNATAlTTG 
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>ncrb3164.seq 

MCAGGGMnMnAATMTATAmATTOmGGAGACAGGGCGTCTGTCACCCAGGTTGGAGTGCAGGTGGTGCCATC^ 
GGGGAGTCACCTTGAACCCAGGAGGCGGAGGnGCNGGTGAGACAAGATCAGCCTGGGTGACAGAGCAAGACTCCATC^^^ 

>ncrb3165.seq 

ATTGGGGAATAAGCATAACCCTGAGAncnGCTACTGATGAGAACAnATCTGCATATGCCCAAAAAATmA^ 
AGnAATTGCTTGTCAAGCTATAACCACAAAAATAATGAATTGATGAGAAATACAATGAAGAGGCAATGTCCATCTCA^ 

>ncrb3166.seq 

GTACATGTTGGAGmGAAGACTGCTCTGTGmGAATGGGATGTCAnCTAATCTCCACGrrrCnCATAAATrm 

GGGAATTCAGCTGGGTGTGGTGGnCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGCAGATTGCTTGAGCTCAGGAGnCCAGACCAGCCTGGCCA^ 

CGCATCTGTATTAAAAATACAAAAmGCCTGGTCTGATGTCTGGCACCTGTGGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGGATCACnGAACC^^ 

GAGCCAAGATTGCGCCACTGCACTCCAGCCTGGGCAACAGAGGGAGACCCT 

>ncrb3167.seq 

ATGGTGGGAAnGGTTAGCTAAAATATCAATTCCCTGGGTAAAAGAGGAAAACCATGAGACCCTGTAATCTTAACTmCTCCTTC^^ 
>ncrb3168.seq 

AnCClTAAGGGATGTGTOGAGTTACTGTGGATnCTCTGnnCTGTCnACAAGAAACTTGTCTATGTACCnAATACTnGm^ 

TCTGACGTAmCCCCnCTGTCCGCTAGTAAGCCCAGTTGCTGTATCTGAACAGmGAGCTCTTmGTAATATACTCTAAACCTGT^^ 

CTT 

>ncrb3171.seq 

GnATTGTGTATGCnCATCACCTATATOGGCAAnCCATTTTnCCCnGCGCTAAGGTAAAGAmAAnAAATAATm 

GAGGGCCAGGTGTGGTGGCCCACGCCTGTGATCCCAGCAGTKGGGAGGCGAAGACGGGCGGATCATGAGGTCAAGAGATCAAGATGATCGTGGGCAAGATC 
CTAGTAAAAATACAAAAATGAGCTGGGCATGGTGGGGGCGTGCCTGTAGTCCCATGTACnGGGA 

>;i2fb3172.seq 

GSftGCGCAGAGCGGmGGTCGTTCGnGGGCGGTGCTGGTTmCGGTCGTCGACTGCGGCTCTTCCTCGGGCAGCGGAAGCGGCGGGG^^ 
qg^CGnGGGTG 

>ffib3173.seq 

GBGGATACTCCTCAATAGGGTGGCTGTAGTATATCGAAAGACAAGCATCAnCCCCCTAAATAAAnAAAAAA^ 
Q^GACCACACCGCTAACAATCAATACTAAACCCCC 



>lKlb3176.seq 

fCGGCNNmTGGCCCGGGACTGAGACCAAACCTOGTnTACAGCTGTCTTGATTAAAGCNAGTGnCCATGTTGCTGTGAAGAATAGCCTCm 

flaGAAAGnGTAAAGGTAnACATTTTTATAnTAAACAGCTATAGAGATCnCAAnCGTTGA 

ifSteAAAATATGTATATATAATATTGTATATGCAAATTGTGTTGmGACnGTAM 

III 

>pb3177.seq 

yji§;CGTGGGGTGACTTCCCTGGTNCCAAGGCAGTGCATGCATGnGGGGmCCmACGlTTT 
4^GAAATTTGGNACCC 

JSSSi 

4pb3180.seq 

(MeGGAANNGCTCTCTGTATACTGCTGAAGAnCTATAGmCTCGTGAAATCCATGAGGGAGGCGCGTGAAGGATm 

AGTATCGAGGCAGCAATGTCAAAGTTTGmAGAAAATAGGATGGnCCTGTAATCGCAGAACTmGGAGACCAAG 

GGCAACATAGTGAGACCTCATGTCTACAAAAAAAAAAAGTTTT 

>ncrb3182.seq 

ACNTGTGTGGGCNAGTTACCTAAGGGGGAAATTCCTGCCCTCCTGACNGnCCNTmCNNmGGTGmAAACACCCCTGTC 

AAGGTATCACCnGTCnGAGGGTmCAATAmGAGGATCATGCTGGTGGCAAAAGGACTGCATGCCCTCTGTGGAATCATC^^ 

CCmCCTTCAAGGTCTGTCATATGAGTCCTCCCCTmACAACACTTATATGGGTATTmTCA^ 

>ncrb3183.seq 

AGANTNAATmCTTTAAGAAAACAAAAAGGAAmcnGAGGGGCmCTACTGTCCAGTACTCAGTGAATATCTGTTGAAnAATATACTCCM 
ATGAGGGACCTGGGAnGAGACAnAGTCTAATGACACTACAnCTAGACCCTGnTCTAAGCACnCCTGTATTGCATATCAACTCATTTAATCCTCACAGCAATGTGA 
ATCCTCCCGATmATAATTGAGGGAACTGAAGCATAGACAGGTTACATAGCTGGTGACTGGCAGATGAATTGACTTAGGCGTGGTCCTGCAGGTGATGAGTGGCAG^ 
TATCACCAGCTCTTGAGCGTGCTGCATCCTCTCAmGTCGTTGGTCTCCCCTAGTGTTGAGTACTGTGGCTTGCACGTGTTTATACTCAGTAGCT^^ 

>ncrb3184.seq 

GGCCTTACATAATGGTAAAGGGATCAATTCAACAAGAGGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCACCCAGAGTCATAAAGCAAGTCCTGAG^ 
GACTTAGACTCCCACACAnAATAATGGGAGACTTTAACACCCCACTGTCAACATTAGACAGATGAAGGAGAGAGAAAGTCAACAAGGATACCCAGGAATTGAACTC^ 
AGCGGACCTAATAGACATCTACAGAACTCTCCACCTCAAATCAACAGAATATACATTTTnTCAGCACCACACCACACCTATTCCAAAATTGAC 
CAGCAAATGTAAAAGAACAGAAAnATAACAAAGTATCTCTCAGACCACAGTGCAATGAAACTAGAGGTCAGGATTAAGAATGTCAGTCAM 

>ncrb3185.seq 

CGGGANCTCGGCCNTTTGGCCGGGnCTAAGGTTGATGAAGCCTGTAGCCTGTACCTACAAGCCGCCCCAAGCTAAAGAGGCTGCCCAGAAAGCNAGTTAACAGTGCCCA 

GnCCAACCTGTnAAAAnGATCAGGGACCATGAAAAGAAACnGTGCTTCACCGAAGAAAAATATCTAAACATCGAAAAACTTAAATA™^ 

TAAATAAAAAAAGGAAAGGAAACmGAACGnATGTACCGAGCAAATGCCAGGTGTAGCAAACATAATGGTAGTGCTAG^ 

>ncrb3188.seq 
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GGCCTGGTCGATGCCCATGCCTmGAAAMGMTGGATAGMTGTGCACATGGMTCGGnATACCTCGGGCAG 

TTGCnCGGCAGAAAACGATGAGACGTGCAGGTACCATCAGGAAGCAGCGGGATAAGCTGATAAAGGAAGGGAAAGTAC^^^ 

GGCCCTGAACAGAGCAGGTGCTGATGTCTGGAGGCTGATTTTCCTGTTCTCTGTTCTCCACTG 

>ncrt>3192.seq 

AAnAAGAAAATTGGCTACAACCCCGACACAGTAGCATTTGTGCCAAmCTGGnGGAATGGTGACAACATGCTGGAGCC^ 
ACCCGTAAGGATGGCAATGCCAGTGGAACCACGCTGCnGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGAC^^ 
AnGGTGGTATTGGTACTGnCCTGTTGGGCGAGTGGAGACTGGTGTTCTGAAACCCGGTATGGTGGTCACCmGCTCCAGTCAACG™^ 
ACCATGAAGCTlTGAGTGAAGCTCnCCTGGGGACAATGTGGGCnCAATGTGAAGAATGTGTCTGTCAAAGGAT 

>ncrb3197.seq 

AACNAGCCCNnTGGGAGGGCNAGGGTGGGATCCGCmGAGGTCI^GGAAGmGATACCNAGCCCNTAGCCCNAACNTAGTGAAANCCCCCATTCCTCNTCCTAN^ 

AAAATTACCCCTGGGTGCCAGCCTACCTCAGGGAGGNCTAAAGGCAnGAAGAAAnGCmAGCCGCGGGAGGAGGAGGnGCAGTGAGGTGAGAnGC^^^ 

TGGATGACAGAGCGAGANCTCCATCGC 

>ncrb3199.seq 

ACTCCAAAATAGGCAATAAnGTnATCTTTTNACAAATACTTTGAGTACCTGCTACTGTGCCCAACTGTGATCTAAGCAGAAGAGAGACATC 
CTGTCCTCATCTOTOGGTAAAACCATATGAAATTGCTGTnnCTAGTTAAACCAAnGAGTATAAATAACACCTACTATCTGATCCAGCCAnCCA 
AATAAAAGCATACACCCTCGGAmGTAGACGAATGTTTGCAGCACCTGTATGTGTAATAGCGCAAAGTAGAAACAGTCCAAATGCAA^ 
CACAACAATAAAAAGGAGTGAGATACTGGATATGGTACTACAACATGGGGTGGACTTCAGAAACACT 

>ncrb3200.seq 

ANTmGAAAAnCNAAAAGCCTnGGTmAAACCTCTmAAGAAATATOGTACCTCGGTCAGGTAnGACCG 
CAGGCGAATCACCTTGAGCCCCAGGAGnCAAGACCCAACATGGGCAATGTGGGGAAACTCCATCTCTACAAAAAATGCAAAAATAAAAAA 
TGmCAAAACTAGAAmGTAATGCAAATGGAGCTCAGTCTAATAAAAAAGAGGTTTTTGGTAmAAA^ 
TCinACGAGAGGGTCTCACCCAAATTNTGGGGGAGAAATCTATTTCGC 

>ISb3202.seq 

Ge^GTCAAGGCAGCCNTCTCGCCGTGAGACAGCAAGTGTCGGATCCGCAGGCGCAGCCGTGCGATGTTGTCCTCTACAGCCATGTATTCGGCTGCTGGCAGAGACTTGGGGATGGA 

A®GCACAGAGCCGCGGGCCCmGCAACTGCGATmCGCCCTACGTTnCAACGGAGGTACTATACTGGCAATTGCTGGAGAAGATm^ 

ijtSAAGGGTnTCAATTCATACGCGGGATAGCCCCAAATGmCAAATTAACAGACAAAACAGTCATTGGATG 

diAAGACTAAAGATGTAT 

>nSb3203.seq 

(MATCTNTGGGCCCGGGGGGCCGAGCNTCCNGCCCGAAGGAGI^NGNGGGGGTAAAGTAAGGAGGTCTCnGTACCNATGGCnCGTACNAM^ 

a^CGGTGGGTAAAAGCACCGNAGGAAGCNAACTGGCTACCAAAAAGCCCGCTCCGCAAGAGTGCGCCCCTCTACCTGG^^ 

GtGGCGCTCCGTGAAAnAGACGTOTCAGAAGTCCACTGAACnCTGATTCGCAAACTTCCCnCCAGCGTCTGGTGCGAAGAAAnG 

K^^fl^AGCGCAGCTATCGGTGCmGCAGGAGGCAAGTGAGGCCTATCnGGnGGCCTTm 

At^CATCCAGCTAGCACGCCGCATACGT 

>f?$rb3204.seq 

(|^CNAGTCNTTCNnCCCAATNGCI^NGTnCCACCncncmCCNCCACnNGCCCCCACGAAGCNAGCAAACCTCCC^^ 
>i@)3205.seq 

^trCGTGAAGCTGACAGCATrCGGGCCGAGATGTCTCGCTGCGTGGCCTOGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGA^^ 
T^CACGTCATCCAGCAGAGAATGGAAAGTCAAATnCCTGAAnGCTATGTGTCTGGGTnCATCCATCCGACAnGA^ 
GGAGCATTCAGACTTGTCmCAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAAnCACCCCCACTGAAAAAGATGAGTATGCCTGC 
AGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCnGGAGGTTTTGAAGATG 

>ncrb3207.seq 

GGTGGCACATGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGGTTGAAGCTGGGAGGTGGAGGTTGCGATGAGCCGAGATCGTGTCATGGCACTCCAG 
CAACAAGAGC 

>ncrb3211.seq 

GCNTCCCGGGnGACNAAACTGGGTGGGGTAACCAGAAAAGGAACCTGGCCTACCCGnCCGGANCTAnTTGTAGTCATGTACAGAAACATGATCAAGGGTGTrACACCTGG 
CCCGTTACAAGAATGAGGTCTGTGTATGCCTCACCnCCCCATCAACGTTGTTATCCCAGGAGAATGGGTCTCmGTTGAAATCCGAAAmCTT 
nCGGATGAGACCCAGGTGnGCTTGTTCAGTATCTCAAGCCCAGAAAGATGAAnAATCCnGAAGGGAAATGACAnGAGCCTTGTnCAAATTC^ 
ACAACAGTTAAAAACAAGGATATCAGGAAATTTTTGGGAT 

>ncrb3212.seq 

CCGGGAANTTCCGGCGNTTTATGGGCCCGGGGGGAAAAAGTAANCCCNTAAAAGTOCNTTGCCAAAGGTAAAGCCCTCTnAAAGANC 

AGGGTGGGCCCAGGCACCAGCGGGTCATGGCTTOATCCCAGCACTnGGGAGGCTGAGGTGGGTGAATCACTTGAGGTCAGGAGTTTGAGACCAGCCCTGGCCAAGATGATGAAA 

TCCTGTCTGTACTAAAAATATAAAAATTAGCCAGGCATTGTGGCAGGTTCCTGTAATCCCAGCTACTCGGGAGAGTGAGGGAGGAGAATCGCTTGAATCCTGGAGGCAG 

TGAGCCCAGGTCTCGCCACTGCACTGCAGCCTGGGCGACAGAGTGAGACTCCATCAC 

>ncrb3213.seq 

TAATGGGGCGGGAGNGGANGGAGCGTnAAAGTANGGCCNAAGCCGTGAGnGACCTCCCATGTTGCTCTAGAATGGTCTTGGATAAGTGCGTGTGCTCGACCTTM^ 
GTCCCCAAGAAAGATTTGATTCTTATITCCTTTACC 

>ncrb3215.seq 

AGGATAGGGTCTATGTCnGAGTCmAAATATGTGACTCTCAATATAATACCTGGCATATGATAATAAGTCATAGACnAAAATGTTGACT^ 
GTGAATACTTGTGCAGAACTCAATACnTAmGATAnGCTGTTCATAAAAAGATTCAncnCAATTAAAACATGCTATmACTTAC 

GCACAATGAGCTACCTAGTATGTGGGGATGGGGGACTCTGATAGATTGnGTGTGGAGTATGAAnGATTCAmAATATnGCAGGGCAATGTGGTAATAAGTAn 
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>ncrb3216.seq 

TCCGGCCCNWGGCCCGGGGTGATGAGATGAMTGATGAGATGAMTGATGAGATGAGATGACCTGAMTAM^ 
TGAAATGATGAGATGAAATGATGAAATGAGATAAGATGAAAAGAGTTGATGAGATGATGAGATGAAAT^ 

gtgaaatgaaa™gatgaaacgtaatgagatgaaatgacctaatgaaatgaaaaaatgaaatgaaataatgam 
taatgaaatggaaatgaaatggaaatgatgagatgaatgatgagatgaaatgatgagatgagatgtaatgatgag^ 

>ncrb3217.seq 

TAnNGCCGGGGGGTCTATGAAANAAGANNTGGACCCAACAGCAGTCCTCCCTTCAGCACGGCGTGGTGTGTCCCTGG 
TTGATCATTCTmATAGAGCATATnGCCAATAAAGCTT!TGGAAGGCGG 

>ncrb3218.seq 

NGGCCCAAGTTATNAAmGCCTANCATnGATAANGTATTCAGCCTGAGGCCTGAAAACCNCCCAATmAACAAAAATCAGCATATn 

GGAGCAGAAAGCAGAGNCTGGATTAATCCAAAATCAGGGATAAACTGACCAGGAGGAGCAGAGGAATAATGGGCCCAAGAGTACTGAGGATGCM 

ATTGACCnGTAATCCCAAGCTGATCGGGGAAGG 

>ncrb3220.seq 

NGTGmCNCTGTCCTCATGTACCTAGTGAAAGTAGATGTGTGCNmGTGCCCATATCCCTATGTNTCCCCTATCAGGGCTGTGTGTATT 
TCTGTATAGAAGAGAGTGTGATOTATTTCnGAAGAATACATCCAmGAAATGGATGTGTATGGCTGmGAGATGAGTTCTCTACTCnGTG 

CCTTATGCnGGTGGATACGTTCTTAGACCCCAAGTGGATCTCTGAGACCGCAGATGGTACCAAACCTCATATATGCAATAI II 11 ICGTATACATAAATACCTAAGATAAAGnCATCn 
CTGAATTAGGCACAGTAAGAGATTAACAATAACTAACAATAAAATTGAATAGnAT 

>ncrb3221.seq 

tggggccctntatggccggggggaagaanagatgagtaccaaaaagaggaagagtatggagaatmagtaacaaangaaatgta^ 

atattnagagcagagaactcagtgtgcaaattacatagtaggtatgacaaagcaaaagacagaatgaatgaaaaggaaaagaagtcagtagaaaatato 

aaactgatatgtgagagagtgaaaatatgtaatacatctgtaatgttaggaccnnagcnaggaggagaggatgtagaaaatgggacagaagcagt^ 

aatmccaggacmttaaaaacatotctgatgaangagggaagctgtatgagcctgaaacagtgtcagtagaaagacggttacacctacag 

Macaatcctaaaagcagct 

>(KJfb3222.seq 

Q^^CTGAACACACTGnGCAGAGTAGCCCCCCAGTGCCTTGGGAAATTOTTGAGAnGCTGCCCGAAAGAAGCGAAAnnAnCTGGA 
di^AGGAGAAAAATGTGGCTGmGCAGGCnCGAGGGAAAAGCTGTTGTAGTTTGCGCAAAAGATGAAGACTATAAGCAAAGAA 
Ql^CCAGAACATGCGGTCCTCAAAATGAAAGGCATGGAATTnAATTGTGnACTGTGTGAAATCnCT^ 
AniAGGACTOGGCCTCGTGAAAGTTAACAirmTCCAGCAATACTGCnCAGG 

4Sb3224.seq 

TI^GCCGGGANGGCCTGTATTmGTACATGATCCCCGTGnTAATAAGATGGATGATTCAGmCTTCTGTGAATTCAGGTO^ 

AMTACCAGCATGGAAATTCATAGTnGnAAmTCTTGAAGCTACAAGGGCTGGTGCGGNGGCTCATGCCTGTAATCCCAGCACTCTGGGAGGCGGAGAT^ 

aiGAGGAGmGAGACCAGCCAGGGCAACTAGGCGAAACTCTGTCTCTACTAAAAGTACAAAAAGTAGCTNGGCGTGG^^^ 

<i®AGGAGAATCACTTGCATCTGGGAAGCGGGAGGTTGCAGTAAGCTGAGATCATGC 

>jpb3225.seq 

rtJgTANTTTTTACCCTTTGCCAGTGAAATTGCAnGTGCCTAATTGTAACCNCAGCCTAT^^ 
AS^CCCTTAAGTAAATTTTAAGAAATAAATACTTGTTCAAATT 

>fp>3226.seq 

dSGGGGANNnGGGGAGTCTGCGCNTAGGCCGCGCnGGAGTTCCTGAGCCCGATGGAAGAGnCACCTCATGmGCACCCCCGCGGTC^ 
CTCTCGGCTATGGAGTCCCGATGTTGnGCTGATTGnAGGAGGnCTmGGTCTTCGTGAGmTCTCAAAT^ 

>ncrb3227.seq 

ATGGGCCGGGGNANCTGGCCCTGTTGnACCnCAGAANAGGGCAAAGGCAmAnGAAAAAACAATAGGCAAAAGGGAAAAGGAACAGACAACTO 
TAAGAACAAAGAAAGATCATATGAACCCTAAATGACACCTCAACAAGGATAnAACATAAAGGACTTTnCACTGCAGG^^^ 
AAACTGAAATATAAGACAGATACnATCTCTGAGATTGCTGCAGTGTCTGCTGATAGAGGAAAnCGTAAGAAGCAGAAACTA™ 
AAAAATGGAATATTGGGTAAAnGAACATTTG 

>ncrb3229.seq 

CTNNGGGCCCGGGGAGTITCGACATTNNCmANCACNnnANTmGTTTAATGTC 

NCmTnATGAGTACCTTmCTnGAAGmTAGCCGGTCAAmGCGCnmAATGAACATGTGAAGnATACCTGTG 

GAGnAGTGCCATAAGAGACCCACTGTATGTnACTTCTCAGCAmGAGnGCCCATCnGTnCACACTAGTCACAnCTTGlTmAAG 

AGTGCTATTACCTGAAGTTATTTATTNAAAAAATGCCCTAAAATACCnAAAT 

>ncrb3230.seq 

CAGTTGACACAAAATAAACTACGAAAGTGGGTTTAACATATCTGAACACACAATAGCTAAGACCCAAACTGGGAmGATACCCCAGTATGCmGCCCTAA^ 
AGAAAACTGCTCGCCAGAACACTAGGAGGGAGAGCTTAAAACTCAAAGGACCTGGCGGTGCTTCATATCCCTCTAGAGGAGCCTGTTCTGTAATCGATAAACCCCGAT^ 
ACCTCTTGCTCAGCCTATATACCGCCATCnCAGCAAACCCTGATGAAGGCTACAAAGTAAGCGCAAGTACCCACGTAAAGACGTTAGGTCAAAGGTGTAGCCCAT^ 
AATGGGCTACAnTTGTAGCCCAGA 

>ncrb3232.seq 

TGGGCCNnTATTGGGGCGGGGGTCCCG CAGCA GCACCGTAGCACNGGCTGACTAGANAGATCAGTGTCCAGGAGTAATGGCAGTCAGATAGTGGACCCCCCTACATACATGGGAC 
ACAAGCTGGTGGCTTTATCATGGGTCTCnTTmTGnGnGTTGTTGTTnGTTnTTGTmmGGTCGGGAGCGAGG 

CAGGATCTGAGnCACTGCAACGTGTGCGTGTGAGGnCAAGGGAnGTGCGATCTCAGCCTCCCAAGTAGCTGGGAATAGAGGCGCCCGTCACCAGGCGCAGGTAAT^ 
GT 



>ncrb3233.seq 
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TMTNGGCCGGGGMCTCNnMTCGGNGGANCMCTTACGGCnCGTGGCCGTCCGMTGMNGAMCGCI^GCTAGCCTG^ 
GATCACTCCGACACTnCGAAACCGCACTTGCNGCCCCGGGnCCTCCCGGGGCTACCGCCTGTCTGAGCCGTCGCTO^ 

>ncrb3234.seq 

GTGAATACNCCTGAGGCNAAAAAAnAAAGCTCTCCAACTGTGGGGTAnCAnCTGTTCACTGTGGCCAGTGTC^ 

CATCATGTGGCTGnCTATAGCTGTGAGCTATGGTGACTGnATT^ 

TTmGTmTmGGTTmGACATAAAAATAATAAGCTATT^ 

T 

>ncrb3235.seq 

AmACATTCCCCCGTAAGTAAGAGGGTTCCAATnCTGCGCATTCTTGCCAACACTAG™™TCTGACTTTCTGGmT^ 

TGGAmGCAnTCTCTGATGAGTGATGCTATCAAGCACCmGCTGGTGCTGnGGCCATATGTGTATGTTCCCTGGAGAAGTGTCTGTGCT 

CGmGTCTrnTATTACTGAGTTGTAAGAGTTCTnATAT 

>ncrb3236.seq 

NAGnAATCCCNTCNTnCNnANCGANTGTTGAAAGAAGTGATCATTGGGCTATTTmCCAAAGAGAGTATCnGTACAnTCA^ 
AAAATAGTACCCATCGAGCCTGGATGTGTnAGGATCTAAGGmACAAATGTATTAATTTCCTCTC 

>ncrb3237.seq 

TNGGCCCGGGTGGTACCAAAAACCnCATNTTAAAAGTGTTTTTCTACCTGAATCCCGGGTATnCCTGAAAGATCGAAGCCCTGTGTAAM^ 
AATAAACAGTITGATTnT 

>ncrb3238.seq 

ANCTAANAGCAGAATCTACCCTCCCNAACTGCCNTGTGAAnAAAGAANATGGGTCCnGAGTCCCTGTGCCTGTTGGCAAAGTGCCAGGCCA^ 
AACAAGCGTGACTnGCTCATTCTGTCATCACTAAGGCAATAAACCCTTTGCCAGGn 

>i2b3240.seq 

TQgGCANTmGGCCGGGGANCTGGGAGANAGTCCACnAAATGCAGCTCCAGGGnGCGAGGCACCCACCAGCATCATTCCCCATC 
OIJTGGGGTGTCTACTTCTCTGTGGAAGTAnACACTAGCCCCTGGGAAATGCACAGAAATTGCCAAAAGGTAAAAGGCCAAACCTC 
Tl^TCnGAAGTTCTTGGGTCCAAGTCCAAATGTAAAGCTTGAAGGTCTTCTCCTGGGATATGGCAGCAATGTATCACCAA^ 
(fMGCTTTAGnGAATGCAGAGCCGAAATA 

>tKlb3241 .seq 

A^TCGGCCNTTATGGCCCGGGCNAGTAAAGCAGATNTTGCACCAGATGGTCAGAAAAGCNCCCATTmGCTGAACTmCAGTGGA^ 

d)%^GAACTTGAACnAGTGTGAAGAAGACTAGAGATCTGGTAGnCGTCTGCCAAGGCTGCTAACTGGAAGTC^ 

dllTTAAACATAACGAAAmAACATATGATCACCAGAATCCCAAAGATGTTAACTGCAAATAAAATGAAAOT 

CAtCAnGTCAAGnCCCACAGGTAmAATACAAGGCTGmAAGGTCAAAGAAAGACACnGTncnACGTAnTANG 

qQJGGACAAACTAGTATG 

>ff|;ib3243.seq 

Tiiiii^NNAAGTAGTCCTGGGGmAAnCTATTGGCAAGAGANCAGC^ 
T^TAAGATTCCCAGCmAGGCAGGCATATTGnCCTCCTCATAAGAAAGTCAATOTm 
ClllAGTAGGGCAAATGmGAGTCACCAGAGCnATGCGAACATGTGTAGTTGCGTAnTGAATGTAGTGAGGCCA 
AfgACTATATGTTCCCCTAGTAGTnTCTGNAT 

>l)M)3245.seq 

CGGGGGGGTATNAGANTGTTGCCTAACNAGCCAACCACCAAAGCTmGCATAnGCATAGCTATTAAAGATTGCCTGTACA™^ 
TGAAGGTCTGTmGTGTACmTAAGACTnGGnATmACTTmGGAAA^ 

>ncrb3248.seq 

CNAGTAATGNCCTGGTGTCCGATAmGTCCTGAACCNnCACCCTGCCAGGAAAANAAGmCACCAAAAGANGCCTACCAAGANGTAC 

AAGGGAAAGCTTGAAGAACAGAGACCCAGAAAGAGTAAAACGTTnATGACAGGGGCCTGCAGAACAAATCAAGCACATCCTTGCTAAm^ 

GAAAACATGAATCCAGATGGCAnGGnGCTCTATTGGACTACCGTGAGGGATGGGTGTGACC 

GGCAATTATTmGGGATCTATCACCTGTCATCATAACTGGCTTCTGCnGTCATCCACACAACACCAGGACnAAGACAA^^ 

CTGTGA 

>ncrb3249,seq 

GGTGAAAAGACAAGTTmCTCCCTmGGAAAGCTATmGCTrAAGCTCCTATGAATACATCAATOTATTAGCGCT 

CAGACTGCCCACATCAGAAACAAAATACCCnCAAACTCTCTGCCCTGAAnGCTTGGGCCAAAGAGAGCTTGAGAGAAAAAGGCATAAACTCCACAACATO^ 

ACTGGTTTTAAGTAAATTGTAGTCATAmATCAGCTTAATAAAATCGCGCCAGCACTCGTGTGCCATGAAATTGTTCAAmCAAATO 

TAAGGCCAAAGGGCAGGnGTGAGCGAGACGGCCTGCCCTGCAGGCCAGnGGGCTTGGAGCTrTGGGAAGGCAAGTnGCAAGAGCCCAGGCCTGTTGCAGA 

>ncrb3251.seq 

TNCCCCCGGGAAnCGGCCNnATGGCCCGGGAANNCCAGAmAAGCACCCTATCAGTOCAGGATATAAAnCTCCAAACAAGGAAAAGGnGCTCCCCCTGAAGAA 
CCAGGACCCGCTGAAGAAGCTCACCGTCTAGGAGGGGATGTGGAGAAGTAAACACAmTCATAATTACCGTGGAAGGGGCTGTGGlTGAAGTAAACTCnGGCACTAnAGGGA^ 
GTCCCCTGAGGAAAGTCTGAGAGTGTGAGTGGCAATTAAATGATGGTAGGGGAGGGCAGTCTGGCAAAGGATCnCTCGnAGAATAAACAACATGCCCAGGTC 
GGGAGATGAGAGAGGCCCAGAGTCGTGGGGAGGTAAGGTGGGCCGGAC 

>ncrb3252.seq 

GGGTGCGGAGGTCAGGGACAAGATGGTGCCCCGGTGCAGGTCTCTGCGCTCATCAAGCTCGGCCGCTACTGCGCCCTGTTCCTCGGTGTGGCCTACGGAGCCACGCGCTAGAATTA 
CCTAAAACGTCGGGGAGAAGAGGAGAGGAGGATAGCAGGAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGAnGGGAGAGAAnGGGAGAAGATGACAGCATATTAAAGTGAGT 
GACCCTGCGACCCACTCTTTGGACGAGCAGCGGATGAATAAAGCTTCCTGTGnGTGTGAT 



>ncrb3254.seq 
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TANTGGGCCCGGGCNAMGnCCTGAAMNTATTCNTCTGTAGmcmTGGMGTCTCAnGTTnATT^ 
AGGGTATCTTCTmACAmmCTATCTAGATGACCCATCTAGATTGGnATTGGGAATGACCATCCCnCTCC^ 
GCAAAGACGnACTGGAnGCCTCCTAGGTCCTAmGTCTAGGCATATAnCTGTTGGCAATAGCACGCTTTGnA^ 
TTAAnCCTGGTTmCTTCAGGGGTNGGCTTGGCAAAATTmGCCCAmAAm^^ 

>ncrb3255.seq 

CTGGNAAANGAAGCAGAGTATACCGCAANATOTTGTCI^TnCACTCAAAAGTAAmCATGAGAA^ 

CAACAGCAGGAAGGATATGGAATGGAACATGAGGTATATATCmGCCTnATAATTnAACATC^^ 

TTGGCCnCTGTCACCAGAATGATAAGTGCAATAGTTGTAAATCTACTTGACAGTGTAATA^^ 

>ncrb3256.seq 

ATGCNmGGGCAGANATAAnGGGTATTGGGTTTGCAmmATGGTTAAGGTOTCATGGCCAGGCNTGGGGGCTTnGCCGAT^^ 
AGATCACCnGAGCCGAGGAGTTTGAGANCCAGCCCTAAGCAATGTGGCAAGAGCCTCCCTCTAC 

>ncrb3258.seq 

ATTGGGGGGGTACNAAGCTGATTGAGAGNCTTAmAAAACGTAAACNCTACAAGATGTCATTGGTTCCTTGTAGTGAAGTGAAAAGGAGGTATTGGATT 
AGTAGTGGCTGGTGCCTGTMTCACTGGCTACnCAGAAGTCnGAGGTATGAGGATCATnGATGCCAGGAmCTAGACCAGGTAGGCAAC 

>ncrb3261seq 

GACACCnAGCCAACNmACCCAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAAnATAA 
ACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACnTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCT 
CTATGTAGCAAAATAGTGGGAAGAnTATAGGTAGAGGCGACAAAGGTAGCGAGCCTGGTGATAGCnGGnGTCCAAGATAGAATCmGnCAAG 
TCTAAATCCCCnGTAAAmAACTGnAGTCCAAAGAGGAACAGCTCnTGGACACTAGGAAAAAACCTTGTAGAGAGAGTAA^ 

>ncrb3263.seq 

TATGGCCGGGATAATAGGGCTAGTlTTGGTTGAAAACTTGCCCnAACATCAnGACGmTGCTGTGGAAGGTmTATGACCGTnA^ 
QgSTGGGCAACAGAGCGAGACTCCATCTCAT 

>{fl)3264.seq 

a]Sagaaaaattagccg6gcatggtggcacatgccctgtaatcccagctactggggagtctgaggcaggagaatcacttgaacctgggaggcagaggttgcagtgga^ 

C^CAnGCACTCCAGCTTGGGCAACGAGAGCAAAACTCCGTCTC 

>ne^3267.seq 

a^TGTCCAGGACTCCGGAAACGTAAAAGTATAAAAAAGGCTGCnCCCCAAGCCCACAGTCTGTAAGAAGGGTCTCATCCTCCCGATCTGTCTGC 
/#!^GCCCCCAGCACCTCCATCCCCCGTCCAGTCTCAGTCAGCGTCTACAAACTGGTCACCAGCTGTACCGGTCAAAAAGGCGAAAAACCCM 
Af^AGATCAGGAAGGAGGTGGAAAGAAAAAGAAGAAAAAGAAGGAGAAGAAACAGAAAAAGGATAAGAAGCACAA^ 
CJGCTGCAGCTGCTGTGACGGGTGCAGCGAnGGAGCTGCCACAACCACATTAGGACAGGAAGAGCGAGTGGCAGCGGCAGAGCCGAAGAAGG 

>fiS)3268.seq 

GSgGmAAAAGAAGCAGAAnAGATCTCAGCTCTGAGAAGTTGACAATACTGnGCTGAAAGAGTGACnATCTAAGAGG 

CfeCAATGAAATATGCATTCAnAGAGCAAGAACCCTGTGAAAAGATTAAAGAGnGTCAGATAGCTAGGAAGGTGGGAA^ 

AffcCCCAAGA 

IS 

>Rca>3271.seq 

GiiMGAAGNAAGNTCTGTGCTCAATAATCTNTTGTOGAAATGA^ 

GreCCTTACTCACAGAAAAGGATGCCGAGCTGGAGAAACTGAGAAATGAGGTCACAGTGCTCAGGGGAGAAAACGCCTCTG 

CTGATAAGGTGAAGCTCGAGCTGAAGGTAAAGAACnGGAGCTTCAACTCAAAGAAAAGAAGAGGCAGCTCAGCAGCTCCTCGGGTAATACAGACAC 

GAGCCCAGGAGAGTCAGATTGATTTCCTAAATTCAGTAATAGTGGACCTTCAAAGGAAGAATCAAGACCTCAAGA 

>ncrb3275.seq 

GTmGGTAAAGGAGTCTATGGAGTATTAGGCTATTAATGTGAACGATGATACATACACCTCTTGTnGTCAACATOGA^ 

TAGGCAAAnAnATTCATTmGTACTATATCATGGCCATCnAAGTATATAATGTAnAAAATOTn 

ATACmGCTCTATCAAmAAATTmAAATATGATACTGnAGmACTCAGTTAGAGAAGTO^ 

>ncrb3276.seq 

AATGGAACACTAGGCATACATGGGTTAATAAAAAAnGTTCnAATCACGATAGGCAGCAAAATCTGCTGGGGAGCGTTCTCACAATATGTGTAnCAGGT^ 
GGTAAACnGTAAAGGCAGAGGCAAAGmTnGTATmGCAGGGGAAAAACTCCCGAAGAGGTCGTGAGGCAGAGGCGTAGCAAGGAATGAm 
AAGTTnCCmTATTGAAGTGAATCCnTACTACGCTAGGAAAATGCGGCTGTCAGCTGAGACTCTCTCAAAGCCCTGAAGAGTCGATG 
CTCATGAGCCTCTCTCTTTAT 

>ncrb3277.seq 

CAAATNTCAGAACAGTCTAATCAATGCCAAGTNCCCAAGGCAAACTCTAATACCCATCCATTGTGCAAAACCACAAGGACGCAAGTArrAAATAAGA 

CTAATGAATnGTGTCnAAATA nGTA CATTGTGmGAGGCnGTCAAAACTGGGAnATGGCAAGAAAGGTTGCCTAACTCATACC17TCT^ 

AATGGCATmAAACATC™CATTmAAAAATTTATATTGCCTCTGGCAAACAGGCCTAATAGTTAAAAGCAAGTTC^ 

TGCmAAAAAAAGGTGGAATCCCTCAAAAAAnCTATAGGGAGACAGCAGCCnAATCTACATAATTGnCATCTCGCCAATTCAGGCGGAGGCm^ 
>ncrb3281.seq 

CAATGGGTAATGAGTAGAAAAGAAAGAAAATAGTATGATTAAGATGTAGTATTTGAnGCATAATCGGGCGACTGTAGTAAATAATA^ 

TGGAnGmGCAACACAAAGGATAAATGGnGAGAGGATGTATAGATCCATrrrTATGAnTGGTGATTAGACAnGCATGCTTGTATCAAA^ 

CCTACTATGTACTACTCAC 

>ncrb3284.seq 

GGGAGGCGTGCTCTCGCAACTCAAGATGGCGGAGGAGAGTGAGACAGCAGTGAAGGGGGCGGCAGCTCCGCTGCGGGAGATGATGGAAGGGAACGGGAAGGGCCATGAGCACTG 
CAGCGATTGGGAGAATGAGGAGGACAACAGCTACAACCGGGGTGGITTGAGTCCAGGCAATGACACTGGAGG 
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>ncrb3285.seq 

GCGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGMGAACGCAGCTAGCTGCGAGMTTMTGTGMTTGC^^ 
CCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTG 

>ncrb3287.seq 

ATGACTGAAC^TTmAmCCCATrnTTAmCTTACGnAnATO 

GAGCTGTGAGACCAGACATGATGACTCACGCnGAAATCTCAGCAmCGGGAGGCCAAGACAGAAGGATCACTTCM 

CATGTCTCTAAAAAAGAGAATTAGACGGGCACAGTGATATAGTGCCTGCTACTCTGGAGGCTGAAGCGGGAGGATGACTTGAGCCCAGGAATO 

TGCCACTGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTAC 

>ncrb3288.seq 

CAAGCCCAGCCnACATACTGTGmCTCTCTCTGTCTGCATGCATAnAAAGTGGAAAAATTGTAniATATC™ 

GACTGGTGTTACAGCTGCTATTAATCTAAGTCTAnGTTnTCTATTnAGTAGATAAmAGnnAAAATACGTAG^ 

TATTGCTGAAGGGTOGGCATTCAGTATTCCTAmGTCGTAATmGAAGTTAAAAAnTTGGmC^ 

>ncrt)3289.seq 

AATATTGCTTGAGAmATAATACCCmGAATTAAATTCCTGTNAmGGCGAGNnNNAATTAGACTGAGGTGAnNTGAAAAG^^ 
ACGTGTACnTTAACnr 

>ncrb3291.seq 

AATCTCAGTCCTCTAGGACTCTGCACTGAATGGGTGACCTGACCTGATGTGCATTCATCCCACCCTCTCACAGTTCGGACTmCTCCCCTCTCTnCTAAGAG 
ACTGCAAAATAAAATCTGGGTGnCTATTTATTTAnGTCnCCTGTAAGACCTTCGGGTCAAGGCAGAGGGAGGAAACTAACTGGTGTGAGTGA^ 
AGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTAnTmAA^ 
AATGAAAAGATTATTG 

>nS)3298.seq 

(^AAAAAACATGmc™CGTGTGTGTGTATATAmATAAGTGACAGATGTGATTCmGTAGAGTAmAGA^ 

A^TAGATCAAAAACATAnnAAAACTGTTAAAGTAACTGTATGACTCATGCnGAAGnCTGAAATnGGGAGCGTTATGAGGm 

Ti^CACAGAGTAAAGGGAAAAAAAmAGAAAACnGTAATAATCCTGACTTCmAATAAAATGTGTCCTO^^^ 

A?MTGGA 

>p^i3299.seq 

G^ACTGCATGCTACTGTCTAGAGCnGTCTCAATGGATCTAGAACTTCATCGCCCTCTGATCGCCGATCACCTCTGAGACCCACCnGCTCATAAA^ 
TticCTGGACCTGTGACAnCTGGACTATnCTGTGmATnGTGGCCGAGTGTAACAACCATATAATAM^ 

>ncrb3300.seq 

AK[.GTCAGGCTnCCTCGGAAACGGGTGGCNTGGGGAGCAGCTAGAACAATGCAGATTCATCCATAATCCCmC 
A®<;AGCGATTCCAGGTmAAATAGTTTGTAAATmCAGmCTACACACmATCATCCACTCGTGATT^ 

>ill)3301.seq 

Gifl^TOGGGCAAmGATTCTGCACnGGGGTCTGTCTGTACAGnACTCATGTCATTGTAATGAmCACTCCT^ 
GfiC 

>!pD3302.seq 

Gfi^^GCNnGAGGCAGCCAGCGCAGGGGCnNTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTm 

TATAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTTmAACGTAATTnAATAGCnAAGAT^ 

AAGGTTTCTAAAACATGACGGAGGnGAGATGAAGCTTCTTCATGGAGGA 

>ncrb3304.seq 

GGnGTCCAAGI^TAGAATCTTAGnCAACTnAAAmGCCCACAGNAACCCTCTAAATCCCGTTGTAAAmA^ 
CCTTGTAGAGAGAGTAAAAAATTTAACACCCATAGTAGGCCTAAAAGGAGCCACCAATTAAGAAAGCGnCAAGCTCAAGA 

>ncrb3306.seq 

AGTTGAAGGAGnGCAmATCmCTGGCTNCTAATTCCmAAAATOCATTTGTTGCAGAAGCTCCACAAGGCTAAATAAAAmCA^ 

TAACTGGCCATCCTGGTmGCAGAGATCAGGnGnGACAGTTCCTGGnGACGCACAGCTACCCATGTCAGTTATCTCCACTAACATATCCAAGAATCmGTAGGAG^ 

GGTGCGAGGTCTnCAGGTAGAAGTGnCTmAAGGCAATTAGCCCATTGCCAAAAGGTmACTGTCnAAAGCTGTCTnGTGAGATCT^ 

GAGATGCCTCACAGCArrAGGTGATGCmGGACAGAACAGAGTATTrTCATCTTGTGTn 

>ncrb3307.seq 

GAnGNGTCTGGCAGTGCTATOTGAGGAGTGAAGACCCCAGNATCTGTGATCAATCTATTAAGAAATGTTTGCTCAGAAGCTGCTCAGAAAGGTTCT^^ 
GAGCCGAGTGTTCGTGnCATGAAATCTCCCTmACTGGAAAACAGGAATATTGACTACCAAATCACAATGCAAnGAAGCCGTACTGGI Nil I GAGCAGTTATTCAnCCAGTGATTA 
AAACTGATTGTGGAGAATATTCTAAGAGGTGAGAAATTGGTGTGTATAACTACATnmGTGATGCAATnAnGATTAGTO^ 

>ncrb3309.seq 

AAAGAAAATGAAGTACAGAGTCTGCATAGTANGCTTACAGATACCTTGGTATCAAAACAACAGTTGGAGCAAAGACTAATGCAGTT 

>ncrb3313.seq 

AAGTTAAAATATCTGTTATCCTGCCGACCTmCTAGCCCCATAGTGGGCCATTAGAGATGAGCAGAAAGAATGCCTGTOATGAACTGCCAGCCCAGTG 

ACATAATAATAAATTATAAGAAAAACTACTGAnAGACTTGAGTAAGTTAGATGGAATTCAAGCnATGnGGTGGTGGTGGAGAACTGATCAC 

ATTGAGCCACACmAGGGGAAGTTCATGATTGAATGGATCTAGTCAnGAGGGAAATCCTCTCTGTGTGAATTAATACTTCCTTTGTCA 



>ncrb3314.seq 
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ATTmAGAGGAnGATCTCTGGCACMCCTGCnCCTGGAGmCCTCAGCAGMGACTAGMnAGAGA^ 
GACnATGATGGGGnATGTCCCAGTAAACCCATTGGAAGTCAAATGCATTTAATACCCCTGACTGGACACCAC^^ 
GCCCACAGnGGGCAGAATCATCTAACACAAACTCTATmATAATCGAGTGTTGAATATATCATGTAA 
AAGTCCAAAAATCAGAAGCTGAGGACTGTCTGTACATGACAnGAATCACATGAATGGATTACTAGGGCCTGAGGGGTGTCC^ 

>ncrt>3315.seq 

AGCCTAAAAAGAACAAGATCATGTTCmNCGGGGACATGGATGGAGTTGGAAGCCGnATCCTCAGCAAACTAACACAGGM 
GGGCACTGAATGATGAGAACACATGGACACATGGTGGGGAGCAACACACACTGGGGCCTATCCGAGGGGGTGAGGnGGGGGAAGGAGAGC^^^ 
CTGGGCTTAATTCCTGGGTGATGGGATGATCTGTGCAGCAAACCACCATGGCACACGmACCTATGTAACAAACCTGCAC^^ 
AAGAAAAAAAAAAGACT 

>ncrb3316.seq 

GGGNGGCCTCAGNAATNTGGTGGGAGGNnAAGGCACTTCTTACATGGTGGCAGCAAGAGAAAATGAGGAAGAAGCAAAAGTGGAAACCCCTGAT^ 
CnATTATCTGTCAGAAGAATAGCACAGGAAAGACCAGCCGCCATGACTCAAATACCACCTCCTGGGTCCATCCTGTGACACATGGAATTCTGG 
GGTGGGGATACATAGCTAAACCATATCAGAACCmGTATATAAAAGGAACATTGATAGAGGATGATGAAATCAT^^ 
TGTTTAAGAGnCTTAATAGTAT 

>ncrb3317.seq 

CCGGAGACCGTACCCAACTGATnAGAGATGAGAAGTGGGnACTGGGTCAGATGAACAATCCnCCACTAATGGCGTGAATGGCCATnACCAGGAGATG^^ 

TTGGCAGATGTCCTTGCTCCACAGTATGCATGGCAGTCAAATGACATGTCGATGAATATGmCGACGAAATGATAGTAGTGACTTmGnGGAA 

GAAGATGA 

>ncrb3318.seq 

AGGTATGGAACTGTGGTAnGCmCTAAATTGGCTGnCAGCTGGGCAGGCGGTGGGnGTCTGTAGCmAGnCTAGTGCAACGrrCAGAGGAGGGCC^^^ 

GCTCCTCTGnGTAGCCACTCAGCTCTGACATGGnGTGTGGAAGGCACTGTGGATGACACACAAAGTGTGCACTGTTGTGnCCAATAAAACTTTAmATGGATCT^ 

TJATAGTGTACAGTmCATGTGTCAGAAAGTATmCTmGAmAAAAAAATCAmAAAAATGTAAAACCG 

(M;CCATGGCnA 

>crt3319.seq 

At^AACTAGTATAAAATOTATAAGATGGGNTAAAAGAAAAAAATCATAATC 

/^CCACCCCCACTCCACCCCAGTAAAATnATAnAGTATCCCTCTmGGTAGTGACAGAGTAAGCTGAGAGAGGATATGTAACmc™ 
q^GAAATAAAACTGAAATGTGGGTGATCTCAAAGTCATGCTTTCAACAATGCTATATATCATCCA 

>?^3320.seq 

GiAGCAGmGTGGAAGATGGCGGCTGnGTGACAGGTCATTGAAAmTGAGACTATCAnCAAATGGAAGCATOTAGnCTrCG^ 

Gi^CAGATACACTGGCTGAGGTGTmGAGGTGCATCGAAGTGTTCCAAGCTGTGACmCCTTAACATGTTCnGAA 

CTCCACCTAAACGACTTACTAGGGAAGCTATGCGAAAnAmAAAAGAGCGAGGGGATCAAACAGTACnATTCnCAT^ 

>^^321.seq 

A2?3gcatgtgtatgataatcccaagggtaacntcaagtaaaaa™tagaaaaagataaagcgaacaaca 
(SCIggcaggaaatggaaaacgggaataaaaaacaggggaagaataaaaataaaataataaaacggcagaccta^ 

dflS^AGATOTCAAAATAGATTTm^ 

TpCATGGGTTmAAAAATCnGAGTGCCTATATAAATATCAGACAAAGTAGGCnCAGAGGGCTGGGTGTGGG 

n 

>£f8)3322.seq 

GigGCAGNAGGAGTACACCGCCGCAGnGCCGGTACATCGGGGAmCTGGCTCmCCTCnCGCCTTAAATTCGGGTGTCTmATGAAT^^ 
ATCAGGCCAGCGTTTTAAAACT 

>ncrb3324.seq 

AAACACTGAACTGACAATTAACAGCCCAATNTCTACAATCAACCAACAAGTCAmnACCCTCACTGTCAACCCAACACAGGCATGCTCATM 
CTCGGCAAATCnACCCCGCCTGlTTACC 

>ncrb3325.seq 

CATTGACATTGCACCCATGGACATAGGAGGGCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACAATC 
CAAAGGACCCAAGTACnTCCAATCTCAGTCAGTCTAGGACTCTGCACTGAATGGCTGACCTGAGCTGATGTCCATTCATCCCACCCTCTCACAGTTCGGACTm 
CTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGnCTAmAnTAnGTCnCCTGTAAGACCnCGGGTCAAGGCAGAGGCAGGAAACTA^ 
TGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCTTCAGGTGGCGGGGGCAGGAACTGTGTGTGTCGTAGAGAATG 

>ncrb3326.seq 

CAmAAATTAAmmACAnGATGAAATAGCAAAATGTTAATGACTAAATACTGTCTTGGTTTm II II I ITCTiTATGTG 

TGTGTGTGTGTGTAnTTTT 

>ncrb3327.seq 

GGAAGTGCCCCTGACCGTCGACAGCAACCNCATGGAATAATGACTCATGTGCATTAATGATCACACTAAATGATAmGmTTTACCTAGTCCTTCAACTGA 
GGnGTTCTGATTClTGAGTCTCCTCTACAACnCAGAGAGGACTTTCATTTTATnTGGATCAAATGCTCCACAACTAGnGAAACTGGAATTAM 
TTAAAGCTGTAAGAAGAAGAATAATGAATCATAAGAAAACTTGCTGCTACAGATATCAAAAAGGAATGnACCATCCCTCATGCTAATCCTmCA^ 
AATAATGCTGGGAAGTCCTAACCACATCAAGAATGTCTGAGATCAGTGACCGAAGGACCTTCCAGAATGGATGAAATAGAGCCAAAGCTGAATTCACCT 

>ncrb3328.seq 

ATCTGACGGTAGCnCTGTAGCCCnAAGCTAAGGAGTCAmGAGGnATAGTAAAnAGmCTCTAGTGGTGGAGAGAGAAATGCCATGG^ 
AAGmTATATTGTGAAGTGGATCGCACTTAAGAGCTT 



>ncrb3329.seq 
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AnCCAGGTGGACAMTGnGTCCTGTTMmATAGGAGTTTmGGGGATGTGGAGGTAGnGGGTAGAAAMTTA^^^ 

TATATAGTGGATGATATACACAGTGGCAAAACAAAAGTACATTGCTTAAAATATATAGTGAAAAATGTCACTATATC 

ATCAAAACnGGACCCTTGGAAAACAAAAGTmAAnAAAAAAAATCCTTGTGACTTACA^ 

>ncrb3330.seq 

GGAGGAACAGTGTGTCCAGCATGGGAGAGnCATGAGACGATGAAGCAAAGAGAAAGAGATGACnGATGTCTGCACTAGmCCG 

AGAAGCAAGTGCnATGAACAGGTGAAACAAGTmGCAAATATCTGAGGAAGCCAATmGAAAAAACC^ 

GCGGAGCGACnGAAAAAGAACnGCATCTCAGCAAGAGAAAAGGGCCAnGAGAAAGACATGAGA 

>ncrb3331.seq 

CAAGCTCAGCGGAANCAAGnGAACTATACCANGTGTATGCAATCAGCAAAnCCAGATTGTGAGAAAGCCAAACAGCCTTGGTTCnT^ 
AGAAGAGCATGTAGAAAAAAATAAAAATGAnTAAAAGGCTCATCAGACmAATGGGCAAGACTGAGAAATATGTGmAATAG 
CTCAGGTAAGATAAATGGCATATATAATATGTAGATATTGAGGGACI II II II II II II lAGNNCT 

>ncrb3332.seq 

AAGCACNCCAAACNCATCCGAAAACAGCCAGAGACTGCNGCNACmGAAACGTACGATAGAGGCCCTGATGGACAGAGGAGCAATAGTGAGGGACTTGGAAAAC 

AGCGCnCCnATAGGATCTGTGCCCACAGTCAGCAGCACAACAGAGGCGGGTATTTGTTGGTGGATTmATGCACCG^^ 

GATATAGATGTGATTAGAGGGAATATTGTGAAACACCGTCTGACCGAGGAACTNAAAGAATGTG 

>ncrb3333.seq 

TAAAGAAATGCGGNAAGTAAATTOTNAATAGAAACAAAAGTGGCCANNATCCACNGGGNGACAATCAATGGTATTCCACAGGAAACAAm 

TACAAGTmCTATAAGnAACTAATGTCCATCTCTGCAGTGTTGTAAAATAGCCTCATCAAAGAAACGGAA 

GmCAGGCmCATTGTTmCCnAAATTGGTATGGAAATmAAACTCM^ 

>ncrb3334.seq 

GGAGGNmGAnCATGAGATCTATACTGTTGGAAAACGCnCAAAGAGGCAAATAACnCGTGTGGCCCTTCAAAnGTCTTCTCGACGAGGTG 

TWTAGAAGGTGGAGATGCTGGCAACAGGGAGGACCAGATCAACAGGCmnAGAAGAATGAACTAAGGTGTCTACCATGA™ 

dQiCTCAAAT 

>iHb3335.seq 

/^GCnAGCAmAAGTAGCAACAnGGGNTmCAGACACATGGTGAGGTCCATGGCTCTTGTCATGAGGATAAGCGTGCACACGTAGAGTGTCGGT^^ 

(pCTCGTGCGATTGCCCTCTCCTGCTGCTGGACTCCTGCCmGTTGGCCTGATGTGCTGCTGTGATGCTGGTCCnCATCTTAGGTGTTCATGCAGTO^ 

GStCAATAGTnCCCAATnCAGGATATnCGATGTCAGAAATAACGCATCnAGGAATGACTAAACAAG^^ 

>|plb3337.seq 

QGCAGCTCGGCGGTCCCGCGGGTCTGTCTNnGCnCAACAGTGnTGGACGGAACAGATCCGGGGACTCTCTTCCAGCCTCCGACCGCCCTCC^ 
Ci^GGACCATCnCTCGGCCATCTCCTGCTTCTGGGACCTGCCAGCACCGmTTGTGGTTAGCTCCnCnGCCAACCAACCATC^ 
(WGGAGGCAGCCGTCAACAGCCTGGTCAATTTGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTAmCGACCGC 
CmCGCGAATTGGCGGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCGGCCGCGCTCTCnCCAGG 

>MA)3338.seq 

dS^TCTGCCTTAAACACACAnGCAGCnCAACTmCTCTTTAGTGTTCTGmGAAACTA^^ 

aWCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTTnGGGACTAGAGGCTC^^ 

C]^AACGTGGmGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGTTATGAAAAAGTAGACATTCTCACATAAGCCC 

A^TTCTrnCACAT 

>ncrt)3339.seq 

GATGTGTTGAACCTCTACCTGnAGGTGTGNTACTGACCCTACTCTCCATCnCGTOGAGTGATGGAGTCCCTAGAGGGCTOCTAGAGAGCCCATC^^ 
CCAGAAGCCAACTAGCCAACACAGAGCCCACCAAGGGCCnCCAGACCATCCATCCAGAAGCATGTGATAAGACCTCCnCCATACTGGCCATATm 
TCCAGATGGGAGTCCCATTGCTAGCAGACAAGCTGAGCACCGTTGTAACCAGAGAACTATOCTAGGCCTTGAAGAACCTGTCTAACTGGATGGTC^^ 
AGGCCGGnGCGGTGGCTCATGCCTGTAATCCTAGCACnTGGGAGGGTGAGGTGGGGTGGATCAGCTGAGGTCAGGAGTTCGAGA 

>ncrb3340.seq 

AnGCCATGAAGGAAATAAAAAAGTCTCTAnTAAAnCTnnTAAATnTCTTCAGTTGGCGTGTTTTTGGGATGTCTTAn 
TGAATGTAATTTGTGTAATAAAGTGnTTCAGAGCATT 

>ncrb3341.seq 

AAGCAATAATCTTAACAACCTCmGCTGAATAmAAATGTGTTTGTATGGTGTTATGACTAAnGTTACTGAmAGAGACTAAGCCCTCT^ 

TATATATATCnGCCTCCCTGATGGAAAACTATATAAAAnGTAGACnAAAAGGnTGTGGAAATACATTAGGATATCAGAAAA 

AAATAAAAATAGCTTAAnGTT 

>ncrb3344.seq 

GACCACGCTmCATCTGTCCCGCTGCGTGTTTrCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCTGGAAATGGAGCCCAACTGCTCCTGCTCGCCTGTTGGCTC 

CCGGCTCGTGCAAATGCAAAGAGTGCAAATGCAGCTCGTGCAAGAAGAGCTGCTGGTCCTGGTGGCGTGTGGGGTGTGCGAAGTGTGCCCAGGGCAGCATCTGGAAAGGG 

GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAAGCTGGAnTTTT 

>ncrb3345.seq 

GAnGCAAAGGAGAAAATAGATNAGCAATGAATnATCTCCAACTTCCTAAAGGCTTATGACnCTAAAAAGTGAATCTATCAGCATTCCACATCAGA 

AACAGCAAAGATGGTTGAAGATTGTGCTCAmTGTTTGTGGAGTGCTGATTGATTCACAGTNGATAACGCTGGCAGTAAGAGAAATCAAATGCTAAGAGK^ 

GCTGATTGTTGGTAAGTCAGTGGAGnGGATAAGCAGTGGTGTGAGAAnGGTTTGGTGCAGGCAATAGATmGGCTTCAAGGGnCGTGTGGA 



>ncrb3348.seq 
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TGTCTnGGGGCnGCTGCAGAMCCTGGCCTACGGMGATACGACACCACTGGGAGGGTTGTGTAGGTGCCAGGGGACCATCGTGGTO^ 

TGGGCTGGGTGGCATCTGGCAGTCATGGATAACACTTGCTmCCAGTTAATGTGGCCATGTGATTCCA^^ 

TTGmTTGI INN lAAAGGAAACTAT 

>ncrt)3349.seq 

GnGGAGCTGGATCCTATGGCCTGACCCnAAGTATGAGGAGCATGTGCGGGAGCAGCAGGCTCAAGTAGAGAAGGAG^^^ 

GAAGCAAAAAAAACGGAAAGCTCAGCCCCAGGACAGCCGTGGGGGCAGCAAGAAATATAAGGAGnCAAGTmAGGTCCCCT^ 

CCTGGGCnCACACAAGAACCACCTCTCCCGCAGTTCCCAAGGACnGTCAmCATGTTC™!^ 

>ncrb3350.seq 

GATTCCGGAAAGTTGCTCTCAGAGGCAGCGTGCGGGTGTGCTCmGTGAAATTCCACCATGGCGTACCGTGGCCAGGGTCAGAAAGTGCAGAAGGTO^ 

TCATCTTCAGATACmCAAAATAGATCGCGGATTCAGGTGTGGCTCTATGAGCAAGTGAATATGCGGATAGAAGGCTGTATGAnGGTnTGATGAGTAW 

ATGCAGAAGAGATTCAnCTAAAACAAAGTCAAGAAAACAAGTGGGTCGGATCATGCTAAAAGGAGATAATATTACTCT^ 

AAATTGTTGAGA 

>ncrb3352.seq 

GGAGGCAGGGGGCGGTGGCCGTACAGTCCGTGCGGCAGGGGAAGCmAGCTTGGACCmTGGAGTCGGAGGGATOGCATATCTGGGCAGAGGGGTGAGGGATTGCTTCGA^ 
GGAnTCCTAAAGAGATAAAATTTGATGCTGGGACTCTCCnCTOGTACACACCGACTGAnTGGAGAGATCAGAAAAATCAnGnGCATGGGCATTCTCCTTO 
AnGAAGAACAGGCGGCTGGAAnGGGAAGAGTGCCAAAATAGTGGnCATCTTCGCCGAGGTCGTGGTAACAAAGAACCTGGCCCATTCCAGAGTAGTAAG 
TCTCCTTCAAAGAACATGGCCAGATTGAGTTTTACAGGGGTnATCAGAGGAAATGAC 

>ncrb3354.seq 

GACCACGCTmCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGnGGCT^ 
CCGGCTCCTGCAAATGCAAAGAGTGCAAATGCAGCTCCTGCAAGAAGAGCTGCTGCTGCTGCTGGCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAA^ 
GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAni N N H I II 

>lffb3355.seq 

4@AT GAGGCA ATACTGACCmTTGGTGAACAGATTACTCGTTCTACAGGTTTGAAAAAGCTCAGCAAATCCCAAAGGGCCCAGGCCTGGAGGA 

TillAG AAGACAGCAAAnATGAGnGAACAATGAGAACATATGGACACAGGAAGGGGAACATCACACACTGAGGCCTGTCAGTGGGTGGGGGGCTAGGGGAGGGATAGCA 

TMGGAGAAATACTTAATGCAGATGACGGGnGATGGGTGCAGGAAACCACCATAGCACGTGTATAGCTATGTAACAAAGCCGGACGnCTGC 

>tpb3356.seq 

G|ACGGGTCCTCCAAGAGTTTGGGGCGCGNACCGGAGTACCnGCGTGCAGnATGTCGGCGTCGGTAGTGTCTGTCATnCGCGGTTC™GAAG 
AjSGTCTGAAGnGCTGGACGCGTACCTGCTGTATATACTGCTGACCGGGGCGCTGCAGTTCGGmTTGTCTCCTCGTGGGGACCnCGCCnGAACTCTm 
d^enGTGTGGGGAGmCATCCTAGCGGTTTGCCTGAGAATACAGATCAACCCACAGAACAAAGCGGATnCCAAGGCATCTCCCCAGAGCGAGCCm^ 
GGACCATCCTGCACCTTGTTGTCATGAACTnGTTGGCTGAATCAnCTCATTOCTTAATTGA 

>igb3359.seq 

AftaCTAGCAGGGGATCGAAGGATGGGTAAATTAGTGATGGGTGACAAAAATCTCACCTTCCATGACTTACCTmGGATGGCAGGCTCTAW 
TUPTGAGTATAGAAmCTTTGTAAAACCACA 

>h^aFb3360.seq 

ApCTNAAATTNTATGAACCAAAAAGAACNTAATAGCCGAAACAATCCTAAGCAAAAATAACAAA^ 

/^CAGCGCGGTACCGATATAAAAACAGACACATAGACCAGTGGAACAAGATTGAGAACCCAGAAATAAAGCCACACACCTACA^ 

GEffiACGGGGAAAGGACTCC™nCAGTAAATGGTGCTGGGGAAACTGGGTAGCCACATGTAGA^ 

TI?Jl^GACnAAATGTAAGACCTCAAACTATAAAACCACTGGAAGAAAACCTAGCAAGTACCATTCT^ 

>ncrb3362.seq 

GGAGATACTGATATAAGGCATTATTTrrreCMTGTTGAATC^ 

CGACTAATATTTACACTATGCCATATTTTTmAATOTAGTTGTAAAmTGAAAGATCCn^^ 
>ncrb3363.seq 

GAACGNCAAAATGAAATGCTAGAACTGCCGTTCmGGATCGCCACTCTATGGGGGTCTGTCTmAACTACCCTCCTGGmTGTTG 
CTGCAGACACTTTATCTGCAAATGTGnCCAGnGTTATCAGCTACCTACTACGCAGCTT 

>ncrb3369.seq 

AGACCGAAGTGAGCGACACACTCTGCGnNTCGCCTCACCAGGAAACTACTAAAGTTCCTGGGGAAGCAAAGTAGAAmCATAAGAAGAAAATGGATGGAGAGGA^ 

TGGCTGTGAAGGACCTGATGCCATGTATGTCAAATTGATATCATCTGATGGCCATGAGnTATTGNAAAAAGAGAACATGCATGAACATCAG^ 

CCAT 

>ncrb3370.seq 

NGAGCAGGAGTCAACAAATnGGGATmANAAGGGGGAGGAGGGAGCTAmGTGTAAGACTGCTGTCATAmGACTACAT^^ 
>ncrb3371.seq 

GACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATCGAGACTTCGAACGCACTTGCGGCCC 
CGGGTrCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCG 

>ncrb3373.seq 

AAGANTGGGAAGAAGGACAAGGNATGTTGACTCGGCACTACTTCTAnCAGCATTGTAGnGAAGTTCTAGCCACAGCAGTTAGGnAGGAATTCAAGGm 

CAAATAAGCTAATAAAGAAAAGAGGTnATACTGCAAAAGAAGTGAAACTATATGTAnCACAGnGATACATAGnGTAT^^^ 

TTCAACAGGTTGCAGCT 

>ncrb3376.seq 

CGAGGGGTATGTGCCATCACAAGCAGATGTGGCAGTAmGAAGCCGTGTCCAGCCCACCGCCTGCCGACTTGTGTCATGCCCTACGTGGGNTTAATCNCA 
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>ncrb3377.seq 

MCAAAAAAMmMCTCCTATGTGnCCTCnGTTCTMTCnGTCMCCAGTGCMGTGACCGACAAM 

AAAAAT6ATACTTCTCI 1 1 1 1 i IGCTGTTCCACCAAATACMTTCAAATGCTTmGTTTTAI i 1 1 1 i lACCAAnCCAATnCAAAATGTCTCAATGGTGCTATAATAAATAAACnCAACAC 
TCTTTATG 

>ncrb3379.seq 

GACCNCGCTCnCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGCnCTCCTTO^ 
CCG6CTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGG 
GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACGTATATAAA^ I i I i i I i 1 1 1 i I 

>ncrb3380.seq 

ATAACAAAATACCATAGTCCGGCTGGCnATAAATAACTGAATmTTTTmCTCACAGTTCTGGAG 

CACnCCnGnCATAGGCAGCTGTmTTGCTGCATCCTCAAATGGCANAGGGGGCTTGANACCTCTCnGGGCCTCTTTTATAAGTA 
ACAGATTGTAAACAnCANANAATAGTACCCAGTnCCTTATTT 

>ncrb3381.seq 

AGCTGCCGACCATCAGGACGCCTGCAGACATTTACAGAGCCTnGTTGATGnGTGAATGGAGAATATGTCCGTCGCAAATGGATCCTGAAGTCTCGAAGT^^ 

TAGTGACACTAGTGAAAGCAGTGCTGCTGAAmGATGATAGGCGGGGAGTTnGAGGAGTATGAGCTGGGAAGAAGCCACTO 

ACCAC 

>ncrb3384.seq 

AGGAACAAGGATGATCnGTTAGTGTGATATTnAAATATGGACAGTACTOCmnCCAAATGATCCTAGTAATTGCCTAGAAATATCmCTC 

GTAnmATAGGGAAAAAATTGTATTGAAAACACnAGTATGCAGnGATAAGAGGAAmGGTATAAnATGGTGGGTGATTATTTm 

GAAAGACAAGTGTTTTAATAAAAGArrTACAnCC 

^Trb3385.seq 

dlBCTGCAGAmGTGGTGCGTTCTGAGCCGTCTGTCGTGCGCCAAGATGCTTCAAAGTATOTTAAAAACATATGGATCCCCATGAAGCCCTACT^^ 

T^ATAGGAATGGGGCTGATGGGCTTCATCGnTATAAAATCCGGGGTGCTGATAAAAGAAGTAAGGCmGAAAGCTTCAGCGCCTGGTCCTGGTCATC^ 

cil^TACATGTGAAAGAAAAGGTCAGTCTGGGTGTAAATTTGAGGAAGGCGTGmGATGGGGAGCGTGGAACGTGACTGTACACTTGTATAAGTACCGn^ 

m 

>acfb3386.seq 

ASGCnAGGATAnAAAGTAGAGCACTCAAGTGTGGGmGTGTGTOnGAGGATnGTTTGGAAnCAAAnACAGnATGTACTGGATGCTACAGAC 

dfMGACTAGTGCAAAACAGTOmCTGAAAATTAAAGACGAmTTGCTACCAAATCAATGTGACTAmCA 

4T4AGGTAGCTACGnCTACmCGAnTTTCAAGTGGAnGTTCTCTTAAnTGTATATAACCCTGnGTC 

>]krb3388.seq 

T^egTNACAAGTGGCAGAACTAGGACnGAACTAAAGTCCTTmGTCAACAGTGTGTGTAGGG 
/lefifmAAGAAGTGAAAAATGGGCCGGGTGCGGTGGnCATGGCTGTAAnCTAGCACmGGGAGGCTGAGGCGGGT^^ 
(jftGGCAAAGCCCTGTCTCTACTAAAAATGCAAAATAAATAAATAAATAAAAATTAGCCAGGGG 
q^GAATTGCnGAACCTGGGAGGCAGAGGTTGCAGTGAGCCAAGATCACGCGACTTACTCCACCCTGGATGACAG^^ 

>t«rb3389.seq 

dRATGAGACAGACAGnGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAG 

d^TACCTGCCACCCCACTCTTAATCAGTGGTGGAAGAACGGTCTCAGAACTGTnGmCAATTGGCCAmAAGm 

ACCnCAGAAGGAAAGGAGAATGTmGTGGACCACmGGTTnCTTTTnGCGTG^^ 

>ncri33390.seq 

CATTCGAACGTCTGCCCTATCAACmCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGAnCCGGAGAGGGAGCCTG^ 
ACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCGACCCGGGGAGGTAGTG 

>ncrt)3391.seq 

ATGGCAGCCTnCTTTATNAACCTAAGCCATAAGCCTGCTGCATTTAAGGTCTTAATGCAAmGAGAATAmCTAGTAGTAGAATAGI^^^ 
TTGTGTOTAGATAACmGAATTTAAnCTATCTGGAGAGGAAAAGGTGAAAATCAAATnCCCACCAAAAGGAACTAGm^ 
ATGTACAGGmGGTCTTAGACATATmACTGGAGAGCAGGGCAGCAGTGGTGTCCCAGAACAGCCTmA 
ATTGGTCATTTnGGAGTTTGCTCAGGTATGAACTCAGTGTTCCAAAAGTTG 

>ncrb3392.seq 

CCGGCGGTGACGACCTACGCACACNAGAACATGCCTCTCGCAAAGGATCTCCITGATCCCTGTCGAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCCCCAA 

nGGTAGTTCATGGATGTGAAATGCGCAGGATGCTATAAAATGACCAGGGTCmAGCGATGCAGAAACGGTAGTmGTGTGTTGGCTGCTGCA 

GAAAAGCAAGGCTOCAGAAGGATGnCCTTGAGGAGGAAGCAGGACTAAAAGGACTCTGAGTGAAGATGAGTGGGAAAGCATGTGAATAAACACAT^ 

>ncrb3393.seq 

GAAGnGACTTCACCTTGGGCCCTACAATGATGTAACATCCCGTCTAmTGTCCCACAGTGTGACCCmCATAAAAATAACACTGGGCAAAAAAGTCAnGAAG^^ 
AnCCCAAGACTCTCAACGCAGTCmGGCAGGTAATATACATTCnAAATGmTTCTGGCCTTCATTTCTCCACGGAACATGCATGAAGAGTCTA^^ 
GCTCTGAAACTGTGmGTGAACTAGATAAACATTCTAGAGAGGGGAGCAGGTAATAAATAGATAAACCCAAAATAAAAGAAGTTCACAGA^ 
CAGGGTAGACAGACAGCATTAGTACTAGTGTTATAGGA 

>ncrb3394.seq 

AAGAACAGGACNAGGGATGGCTCTGCGTGCTGGAGGAnCTGGAAGTCACCTGGGTGGAGCAAGCGCTCTGCGTGTTGTGTGTCAGCCGACTGGGCAGAGCCGCTAGGCGTGATGT 
GCACAAGCAGACTAATAAAGGCTTGAGGAC 



>ncrb3396.seq 
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ATTmAGMCMTATCTGCnCTGTGTGTTTnGGniCAAAMGmATAA^ 

ACAATCTGTCAGGAGTCCCATAGAGGGGGCACCnTCTAAGACnGGAGCTTTTTATGTTACGTm 

GTAATGGCATGAAAAGCATGTGnGTTTGGAAGGGT 

>ncrb3397.seq 

GAGGGTCnGAGGCnAAACAAGCCAACATATGAATATATGTmGTCTCGCTATACTGCACTTACGCTATC^^ 
TCXIAAAGCGCTGAGGCTGTGCACCTAnCTGTAGTTGCAGCTGATGCCTGAATGTATCCTAGCTGACAAATO^^ 
AATTnGAGCAAGGAGTCTCAAAGGTAAnCTGAACCAGAATOCATGnAATGAACAGTGTACCm^ 
CCCGGnGATTGAAATATCAGTT 

>ncrb3398.seq 

TATGGCCGGGAAAGGTAAAATAATUGTCCTGTTCATACTGATCATGAATGGAATTAAAAGGGAlTAAATGAAACTTGAACCCAGmTCT 

ACATTGTGGGGACTGGGAGGTGGAGATGAGTAGTGGCAAAGGCAGTGAAnGATAAACAATGAGTAGATTCTCAATnGGCTGGAAT^^ 

ATAAATGAAGAnATAnAGAGCAGCT 

>ncrb3400.seq 

TGGATCAGGAAGCCAAACTTAAGAAAGAGCTTGAAAATACCGCTCTAGAGCTTAGTCAGAAAGAAAAACAGTTTAATGCCAA^ 

AGTGATGCAGTGTCAAGACTGGAAACAAACCAAAAAGAAAAAATAGAAAGTGnAGTGAGGTTGATCGACGAGAACTCAATGATGTCATATCAATCT^ 

AGCTGAAGAACnCAGGAAATACATGAAATCCAAnACAGGAAAAAGAACAAGAGGTAGCAGAACTGAAAC 

>ncrb3402.seq 

CAAAGTAlTTAGCTGACTGGGCACACTCCACGGAAGCAATATGAAATGATCTGCTGCAGTGCTCTGAGCCCTAGGATTCATCnTCTmCACC^^^ 
TAGCAAACTCATCACTAGAGATCGTACTAGACGACACGTACTACGnGTAGCGCACTTCCAGTATGTCCTATCAATAGGAGCTGTAmGCCATGATAGGAGGCn^ 
CCCTAnCTCAGGCTACACCCTAGACCAAACCTACGCCAAAATCCAmCACTATCATAnCCTCGGCGTAAATCTAACmCTTCCCACAACACmCTCGGCC 
GACGnACTCGGACTACCCCGATGCATACACCACATGAAACATCCTATCATCTGTAGGGTCATTCAmCTCTAACAGCAGT^^ 

>liWb3403.seq 

Gi^nCAGTATATAGGAAAGAGGTAnnAGATCACTGGGGAGAAATAGTTGACCTAAATAACCAGCTmGGTTA^ 

CmTATTATATAAAAATACATnCCAGTGGATTAAATATGTAAATGACAAAAAAATTATGAAACTACTAAATAGAGA^ 

AlSSCTGGAGTGGAGGnGCAGTGAGCTGAGATCACGCCATGGCAACAGAGCGAGACTGGCAACAGAGCGAGACTCTGTCCTTCCCCACNCNC 

>if|b3404.seq 

A||GAAATAAAAAATAAAATCAAAAAAATANNAmAAAAGC™GCAAAATCCAAAGATACACACA^^ 

>tSb3408.seq 

(^TGTGCTCACCAGTAAAAGAAACCmCmCTGAAATAGTCAAATACGAAAnAGAAAAGGCCTCCCTATmAAC 
CAGAAGATGAAAAAAATmATACGTTGATAAAACTTATAAATTTCATTGATTAATCTCCTGGAAGATTGGm 
CA&nAnTTAATATTGGATATCAACTGCnGTAAAGGTGCTCCTCTnmCnGTCATTGCTGGTCAAGAnACTAATA 
CteCACTmAAACTCTAGATCAGAATTGnGACnGCAnCAGAACATAAATGCACAAAATCTGTACATGTC^^ 

>tiib3409.seq 

(^TGNCTCAGnGTGCCAGGGCnGGGTGAGGGTTACTTCTTCCCTCCTGCTGCCTACTGTGTmAGCAGAGTCTGATA^ 

AlSAGGCCTGTAnGTGGAAGAATCCCCAGCATCATCCTTCAAAAGTGAAGCTGGGCCAGGCGTGGTGGCCTGCTGCAAATCCCAGCGCmGGGA 

T^GACCAGACCGGGCAGTATAGCGAGACCTCATCTCTACAAGATCNNT 

>IM)3410.seq 

CGTCTGCGAAATCTATGGCTGTAGCATTCGTGCTATCCCTGGGGGnGCAGCmGTATAAGTnCGTGTGGCTGATCAAAGAA^ 

GTGATGAAAGATmGAGGAGATGAGGAAGGCTGGTATCmCAGAGTGTAAAGTAATGTTGGAATATAAAGAAnTCnCA 

CTGAACTATGAGACATGAATATGTGGGCTAAGAAATAGTTCCTCTTGATAAATAAACAAT 

>ncrt)3414.seq 

GTCTCTCAACACTGAACAAATGnAAATCANTAGCAAATAAAGAAAAATGGGTATATGTTTTT^^^ 
ACGCAGGAAGCAGCTGAAAGAGCTAnGAAAAAATGAATGGAATGCTCCTAAATGATCGCAAAGTGTAAGmTAAATATCTA^ 
ATCCATTCATm AAGnA ATAmGTCAGGGAGAAGmGATGCAGATAAGATAAAAGAATAAAAAGATmAAAGATGAA 
AAGCTAATCTTGATTTTTACAATTGAATmCTACACAGTAAGTGTAACATACAAATAAGAG^^ 

>ncrb3415.seq 

ATGGCCGGGATTGACAAGTAAGGTGGGCGGGAACCATCGGNAnTCTGTGGATCCGAGGAGGCGGAACAAGTCCACGGAGTCCCTGCAGACCAACGTGCAGCGGCTGAAGGAGTAC 
CGCTCCAAACTCATCCTCTTCCCCAGGAAGCCCTCGGCGCCCAAGAAGGGAGACAGTTCTGCTGAAGAACTGAAACTGGCCACCCAGCTGACCGGACCGGTCATGCCCGTCCGGM 
CGTCTATAAGAAGGAGAAAGGTGGAGTCATCACTGAGGAAGAGAAGAAnTCAAAGCCnCGCTAGTCTCCGTATGGCCCGTGCCAACGCCCGGCTCnCGGCATACGGGCAA^ 
AGCCAAGGAAGCGGCAGAACAGGATGTTGAAAAGAAAAAATAAAGCCCTCCTGGGGGGTTGGA 

>ncrb3417.seq 

GGGGGCTGGAACCCCTCCCCGGGAAGAGTGNCATCTGGGTCTrGCATCTAGAACTGmACATGAAGATAAGATACTCACTGTTCATGAATACACTTGA 
TGCAATATTTTTTACTTTTGTAATAAACATGTTTTAT 

>ncrb3418.seq 

GTCll 1 1 1 1 iTTGAGGAAGACGCGGTCGnGGGCTGAGGAnmGGTCCGCACGCTCCTGCTCCTGACTCACCGCTGTTCGCTCTCGCCGAGGAACAAGTCGGTCAGGAAGCCCGC 
GCGCAACAGCCATGGCTmAAGGATACCGGAAAAACACCCGTGGAGCCGGAGGTGGCAATTCACCGAATTCGAATCACCCTAACAAGCCGCAACGTAAAATCG^ 
GTGCTGACTTGATAAGAGGCGCAAAAGAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACCAAGACTTTGAGAATCACTACAAGAAAAACTC 
ACGTGGGATCGTTTCCAGATGAGAATTCACAAGCGACTCATTGACnGCACAGTCCTTCTGAGAnGTTAAGCAGAnAGnCCAT 



>ncrb3421seq 
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AnCTAGGAGGAGCATACTTGTACAMTATmGCACnCMCCAGATGACGTGTACTACTGTGGMTAAAGTACATCA^ 
GCTGCTCTCTACCAGACAATT 

>ncrb3422.seq 

GGGnGTCGGATmAGAGGAAGGCGCTCGNnACATTGGAGAACTGGAGTGGTCTGGAGTTCCACGGTGTAGTGGAC^^ 
GCGGGGnCGGCCTGAGCTGGATTGACATAGCCCTTGGCGGAmAAACAACCTAAACAnAAGCAGTACAGCTGCGTCA^^ 
CTGTTCCAAAGmGAAGAGATGTnGCTAGTAGATTCACAGAAAATGACAAGGAGTATCAGGAATACCTGAAACGCC^^ 
GCT6GTGGGAACCAAAGA 

>ncrb3423.seq 

ATTmGTCCCCAGGGACnCGGNTTTATGGCCGATCCTCGCGTGAGACAGATCAAGATCAAGACCGGCGTGGTGAAGCGGTTGGTCAAAGAAAAA^ 
AAACAACAAGAAGAAAAGATTGAAAAAATGAGAGCTGAAGACGGTGAAAAnATGACATTAAAAAGCAGGCAGAGATGCTACAAGAATCCAGGA 
GGnGGAAGCCGCATAmGGATCTTCAACGGATACTAGAAAATGAAAAAGACTTGGAAGAAGCTGAGGAATATAAAGAAGCACGmAGTACTGG 
AACTTnCTCGTATGGGGTGGTTmGGAnAAATCCTGGGGTCCATmACAATCCATTATTTnGACCACTGCT^^^ 

>ncrb3424.seq 

AAGAGGTGGGCTTCATGGTAGAGGTT6ACCCAAGAACTACTCCACATTCGGATGGCCCAGACTGACTCCATCCCC 
AATGGAAGGTGGTGTGGACTGG 

>ncrb3425.seq 

CATGAAAGAGCAATOTmATTGCTGATGATTGTGTGGTTGAGGTGTGTAGGCAGGGTACAGGTCATGGGTGTCGGAGGATGTGTGGAGCCTTG 
AAACATCCTGGCnGGCTGGGGCCCTAAGTCTGAGCCCTCAmmnGTCTGCATAGTGTCTGCTGGATGTCAAACATCCACGATGGCTCCCTCACTCACATATG 
TGGGCTGAGAGAGCAGGAACAGCTGAGGGCTGCTGGCACAGTmCTnCCATGTGATCnCCTCATGGCTAGCCCAGGGTGGTCCTTGGGTAA 
TCTTTCCTCAGAGCCAGTGTTTTGAGAGACTGA 

>jTcrb3426.seq 

GTfrGI^GAAACCTCAATGGTGGCTTGCATnCAGCTATGGAGATGACAATCTGGCTCGCAACACTGCCAACGTCCAGATGACCmCTACGCCTG 

a;@tcacctagcagtgcaagaactgcattgcctatgtggacgaagcagctggcaacctcaagaaggccctggtcatggagggctccaatg^ 

G^GGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTOTCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCAn^^^ 
Gi^CCATGGACATAGGAGGGCGCGAGCAGGAATTCGGTGTGGACAT 

>Ji?b3427.seq 

GiGGCTGCAGTGCATTGGTGCCATCTCGGNTCACTGCGGCCTCTGCCTCCTGGGCTCGGGTGATTCACCCGCCTCAGCCTCCTGAGTGGCTGGGATTACAGGGACCCACCACAATG 
CgGGTOGTTmGTATTTTmAGTAGAGCTGGGGTTTCACCATGTTGGCTAGGCTGGTCTGGAAC 

Ti^^ACATGAGCGACTGCACCTGGCCAAGAACATGAGTGGCmATTAATATGAGACAAAATAGAGACTGAGGCAAAAACTGTTAACATACA 
Tf^CAGAATAACAGAATATATCAATGATNTAGAAGA 

>fierb3429.seq 

GgBGACCnGGCGCTCTCAGCmCCCTGCCCATCCAGCnGnGTCCCAATGAAATACTGAGATGCTGGGCTGTCTCTC^ 
>|^GACTGTCAGGAAGGGTCGGAGTCTGTAAAACCAGCATACAGmGGGTTTTTTCACATTGATCAT^ 

si; 

>flfefb3430.seq 

TjikBGCCTCAACATAGNGAGACCCCATCTCTAAAAAAAAAAmAAAAATOGCGAGGTATGGTGGTGCACACCTGTAGTCCCAGCT^^ 
ys^ACAGGAAmGAGGCTGGAGTAATnGTGATCATGTCACTGCACTCCAGGCTGGGCGATAGAGGGAGACCTTGT^^^ 

^lK«Fb3431 secj 

GGCATCACTGAGIW\GGnGTmCGAGCATACAAAGGTCATCGCAGATAACGTGAAGGACTGGAGCAAGGTCGTC 

TGCAACACCCCAACAGGCCCAGGAAGTACACGAGAAGCTCCGAGGATGGCTGAAGTCCAACGTCTCTGATGCGGTGGCTCAGAGCACCCGTATCAm 
GGCAACCTGCAAGGAGCTGGCCAGCCAACCTGATGTGGATGGCTTCCTTGTGGGTGGTGCnCCCT 

>ncrb3432.seq 

GTrcnGGmGTAAAnAACTmATAAACmACCTTTT nATACAT AAACAA 
GCAGCAATAAAGCAGCGTTTCTATGACACATGCAAGGTCATTTTTTmAAGAAAAAGG^^ 
TAGTTTGATTAAATTCTTGCAAAGTATCCCTACTGTAAmGTGATACAATGCTGTGCCCTAAAGTGTATTmK^^ 
ATAATACACCACTACATTCTGTTAATCAnAGGTGTGA 

>ncrb3434.seq 

GGCGACAAACCTACCGAGNGCTGGTGATAGCTNGTTGTCCAAGATAGAATCTOGTTCAACmAAAmGCCCACAGAACCCTCTAAATCCCCnGTAA^ 

AGGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCM 

CA 

>ncrb3436.seq 

GGAACCGGNAAAGCCCGCCAGNAAAAGAAAACATNTACAAGCCCCCCAGCCGAGAAATCTGGGGATGAAGGGTCTGAAGATGAAGCCCCnCTGGGGAGGAnAAA^ 
GTCTGGGGAGAGATTTTAT 

>ncrb3437.seq 

TGAAAANCAAnAGGCATGAGATAGGAAGGTAAAACTTGGGAGAGATATTATAGAATOGAAGGGnGGAATGGAGCTCATTCATCATGGCTGATGAAGTAA^ 
GAGACAGAGTCAAGGCAAGGCCAAACGAAAAGATCnCCATCCCACTCnCAGmcnGCGAAGnTTTCnGATTCCG^^ 

>ncrb3438.seq 

GACCTNCACTATGAGAAGCGCTAAAGAAAGTTCmAGGACGGGCACGATAGCTCACGCCTATAATCCCAGCAnTTGGGAGGCCAAGGTGGGAGGAnGCTTGAG^^ 
GAGGCTGC 



>ncrb3439.seq 
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GGTAMTAGGCmACAGGCTCCCCTCCTNCAMCACACACAGNMTGGGCTGGTncmCMGTTTAAA^ 

ATCGACATATACAGGTGTGTACGTAGGTGTATGTGTGTACTCTGCACGTATATCTCnCTGTCnGAAGACCCTGT^^ 

AGGAAATAAAGTAATATGAAAAAC 

^ncrb3440 S6C| 

ATATOGTCTGCGGAAGCAGAAGTCCAGTTGGAAGnGGCTGTGAGAAGGAAACAGGTGAAGAAGCAAGATGCAnT^^^ 

GTGTATTCGTGTATGTGTGTATATGTGCTmACTGTATTTTCCTGCATCGTGTATATGTACATATGTACCTGTATAn^ 

GTATGTGTGCCATATAnAATGCATATGTGTATTmATATGTCATGTATTCACTCGTGTGTAm 

>ncrb3441.seq 

AACAACCmGAGAATGGACGCTCCATCCAGGCCAACTACTCACTAATGGAAAACGGAAAGATCAAAGTGnAAACCAGGAGTTGAG 

GAAGCCACCCCAGTTAACCTCACAGAGCCTGCCAAGCTGGAAGnAAGTmCCTGGNNNATGCCATCGGCACCGTACTGGATGCTGGGCAGCGACTATC^ 

TAnCCTGTACCTGCATCATCCAACmnCACGTGGATTnGCnGGATCTNGGCNAGAAACCCTC 

>ncrb3442.seq 

GTCTGCAAAAnGTAAmGAATNAGATTNNNCTGAAATACTCCTCTAACmcnTTGGTOGAGAmAmCTTGTT^ 
TAATnGCATCTGTATTCAGTATCAGATGTmGTATTnCGAGGCTGAAAAGAAATTTGTAACTnnCATATGGC^ 
GCAATTGCnGTGCCTACCATATATTTAAAATGGnnACTGAGAACCACCGCCCTGCCGCAGGGAGTATCCACATGTAATGATCTT^ 
G 

>ncrb3443.seq 

GGGTGCAGGATGAGGAAnGGGTAGAAGCNTGATATGGGATGAGGAAnGCnAAGGGGTACAATGTACAnACTCGTGTGATGGnACACTAAAAGCTCAAACnCACCACT^^ 
ATATATCCATGTAACAAAACTGGACnGTACCCCTTAATnTATACG 

>ncrb3444.seq 

QaGAGGGGTCCTGAGGTGACAGCGCCTGCTNCTGAAAmCAGCAGCGGGAGAAGATGGACAAGAGAAAGCTCGGGCGACGGCCATCTTCATCCGAAATCATCACAGAAGGAAA^ 

QlAAAAAGTCATCnCTGAmATCGGAGATAAGAAAGATGnAAATGCAAAACCAGAGGATGTCCATGnCAATC^^^ 

■fPCAGTGGGAAAGAAGCCTAAGGAATAAAGTCATCTCTCTAGA 

>)Sb3445.seq 

d^ACCTCTGGTGGACATGGGTGCnCCCNNTTACGCCCAGCGAGGCTAACGTTAAAGCAGnCGTAAGAAGGCAAGAAGTTCTTCTCCTCTACA 

CilGnCCAAATGATTCTGATCGCAAATACCTGAAAGATTGGGCAAGAGAAGAATTCAGAAGAAACAAAAGTGCCACCGAAGAGGTGAGM 

GAITACTCAAGGCAATATGCAGCTCAAGGAGTOGAAAAAACACTTGCTTTAGCAAAATCTTAACTATAGCAmnCTGAAGGA 

tiIacaatggacaacacaaagcgcagtcttactatttatatgtacagtatttggtg 

>l|db3446.seq 

CACmACCCACTGCACmCCTCCACAGTATGCCTCTTCTGTGCCnAAGCAGAGTCAGGAGACCCCAAGGCATGTGAGCATGTGCCCAGCAACCTGTGGAGACAACCCACACT^^ 
faGAGGGTGAAAGGAGACCAGGAGTCACnCTATACGTCCCTAACCTCAGCGCTGGAAAGGCAGCAGATTGGAGGTCACGAGCAT^^ 
GMAGCCAACCTCAGGCnAGATCAATGTATAGGGCTATATTnGGCAGCTGGGTAGCTCmGAAGGTGGATAAGA^ 
(fdCAATGGGCCAAACACACCTCAAATTGGCTGAGTTGAGAAAGCAGCCCCAGTAGTTCCATTCTTGCCCAGTACm 

>f#b3449.seq 

it^TGCAAGTAGTGAnGGAGAACAAAGAGGTGAAGGAGTAnCATGGCTTCTCGCTGmCTGGGATGCTGACACTGACAACTAW 
T^^GnGTAGCAGCAmGGCTGmCTACTACTGAATGAATCmGAAAAGCTGGTAAAAGACATGACCATGAAGAAA^ 

>ncrb3450.seq 

ggcaggcagatgaccggaaggttgggagttnnagaccagcctgaccaacatgacaaaatcccatctctactaaaaatacaaaaa™^ 
agctactcaggaggccgaggcaggagaatcacttgaacccgggaggcggaggngcagtgagccgagatcacgtcangcactccagcatgggcaacaagagtc 

>ncrb3451.seq 

AAGGATGGAAGTAACAGGAATCnAAAAAAGGTAGGAATGGAACAATTAGAmGTTCTTAAGAAACAACTAGTAGT^^ 

ACTGmAAGAAGGTCTTGTCnGATGCAGTGGTTCATGCCTGCAATCCCAGCACmGGGAGGCCTAGGCAGGAGGATCGCTTGAATCCAGG^^ 

CACGCCACTGCACTCCAGCCTGGGTGAAAACCTGTCCCACACAC 

>ncrt)3452.seq 

GnGNmATGCGTGCTGCAGCAGTGGGCTWTGAATATAAmACCCAGTGGACAAAGGTGTGTAC^ 
mTAAAGAGTAnGAAG ATTGA AAGGGTTmcmCnTTTTAAAAAAGAAAAACAAACT^ 
TAGTOTATCCAAAACTGTTmCCCTCTCCCCTACCTTGTCCCCCCTATTAAAATAGAAACAGGGATTGAnAATGTC^ 
TGAAAATGATnGTAATCTGTAGACTTATTACCTGGGAGA 

>ncrb3453.seq 

CAAnGTGTCACnTGTNGAAGCATTAATAAGCnGGATGGCGAGAGCCTGACCCCmATCGTGAGmCCGCTCAACTGTTCCCCTGACAGTmGCCAC 

CTAGAACCAGAACCnGACTGGGACTGCAGAAnCTCGTCTTCTGTCTCATCAGAAGGACAmAGTGGCTGGAATTCTCTCAGACCTTCCCnTATO^ 

CCTGAAGTGCGnCATACTAGAAAGGCAGCATAAGGACnAAnAnTCCCmAATGATGAATTrrTGGAGTAAGAAT 

>ncrb3454.seq 

AAGGGAAAAGAAGAAGGGGCGAACTGCnGTNTTGAGGAGGTCAACCCCCAGAATCAGCTCTTGTGGCCTTGAAGTGGCTGAAGACGATCACCCTCCAGAGGCnGAGCCCAG^^ 

CACAGCCTTCCTCCCCCAGCCTGAGTGACTACTCTATTCCTTGGTCCCTGCTATTGTCGGGGACGATTGCATGGGCTACGCCAGGAAAGTAGGCTGGGTGACCGCAGGGCTGGTGA 

TGGGGCTGGGGCCTGCTAnGGATnATAGACTGAGTAGGGGAAGAAAAC 

>ncrb3455.seq 

ATAGCANGCTGCTTATATTAAnTAAGAGAAATG CTATA TATCCGAnAAAAAAATCNTAGAGAAAGATTTCCAGAATGGTGGAGTATGGA 
GTGAGGACACTGGCAGGAATGATCAAAATAAACTTTmAAACTCTGGAAAnAACCAAACGAnGCAACAACCCAAAGAAA^ 
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AGGmGTGGTGTmMCnGTCCTGTCCCCATTnCTTCTCAGCTCCACAGTAGCCnGMMTCAGCMCCnG^ 
AAGGAAmAGAGTCCCCCCAAGATAGGTTTTGGAGTTATCCAAGACGCCCCATCCCCAGAGA 

>ncrb3459.seq 

AGGAACAAGGCTOCTTTTCTTGTATATACmAGAATTGnCAACmCCCCTCCATAA^^ 

GACCAGAAAAAmGAAGGTAAAAGAAGAAAGAGTTCTATTnATTTTATGTT^ 1 1 1 i I IGTTTGTTTTTGAGACAGAGTCCTGCTCTGTTGCCCAG 

GGTGGAGTGAAGTGGCACGATCTTGTCTCACTGCAACCTCCACCTCCCAGAGTCAAGCGATTCTCCTGCCTCACCCTC^^ 

GCTAATTTTTGTATnTTAGTAGAGA 

>ncrb3460.seq 

AATGCCCCAACTAAATACTACGGTATGGCCCACCATAATTACCCCCATACTCCTTACACTAnCCTCATCACCCA^^ 

GCCCGC 

>ncrb3463.seq 

CGGAGCACTGCACTCCAGCCTAGGCAACAGAGCAAGACTCCATCTCAGAAAACAAACAAACAAAAAAGAGCCTGGAACCTCCTCCCCTCTCTCnGCTCCCTCT^^ 

CACCTGTTTCCCCTTCCCCnCTGACATAAGTGAAAGCTTCCTAAGGCCTCACCAGAGGCAGATGCTGGCACCATGCTTATTGCACAGT 

nrCTTTAT 

>ncrb3464.seq 

AANTCGGCCNTTATGGCCCGGGGGGGCATGTCmAAGAGAAGGCTGAAAGnGTGAGAGTATATTGTATACCGTAAGAGAATCAACTGTTCATC^ 

ACTATAAAATTCAGCAnGACAGCATCCTCAATTAATAAnCnGGTGACAGAATAATACAGCTGGGCTGnTTnAAAATATA^ 

TATATCTATGTGCCATGGCCTGGGAAGCCTGCTnCTmnCATAAAAA™nnTACTGTATGAAAAGATGATGGGGm 

TAACTGTACCTG 

>ncrb3468.seq 

ATTATAATTTmAGAAAAACCACCATCGTGTCACGTCGACGATGCCAAATOTGTOGCGTGAGGAGAAACACCGTGGGGGAGGM 
TifpTCACmCGATACTGTACTTGAGATGCGAAATGGATAnCGAGTGGAAACCTGACAAAGTGCGCCTGCmGATGTGAAGTG 
AyTCTCTCTGTGAGCACGAAGGCnATGAAGTGACACTAAAGATAAGTTCAACAACCATCACAnGGAAGGGAGAAGGCGAACAnTCATGn^ 
T0§AAAGAGCGATTGGAGCATCCTGGTATAA™CCCCCAnGTGCTCTTAATGGAAATnCAAAGGACGGGAGGA 

>jTCfb3469.seq 

GflATAATGGAAGGTTTmGTGATGTATGAAACnGTGTTTTnATATATAAATGAGTATAG™ 

TiGTTCTGAT™nGCAATGTTCAGTCCTAGTTmACTmAnCTTAAAGCATTCAGm 

A^lTTTATGTATTGCACATAATCATGC 

>Mb3471.seq 

ATTTAI Mill IGAGACAGAGTCTCACTCTGTCACCCAGGCTAGAGTGCAGTGGCATGATCATAGCTCACTTGCGTCTTGAACTCCTGGCTCAAGTGATCCTCCGACCTCAGCCTGCTG 
A:(irAGCTGGGACTACAGGTGCACACCACCATGCCTGGCTAAAGGCATGTCTGCATmTGCGAGGTGTGTTGACCGGGTGGGGAGGGAGCTAGG^^ 
dGACAAAAAGGGmGCTAAGCAAATTGATATnGAAATGAAAGATGGAnAGGTGAGAGACnAGmATTCA 
i<|^GCCTmGTACATACAGCAGGGTGCTGmACAGAmCAAGAAAGGAGAAAAAGAATGCTTATACTGGAGATO 

>f|[b3475.seq 

(^iBAGGTGGAmCCTCCTCGGGACAGGGGTGCCTGTATACACAAAGGACTTGGTAAGCTATACATGGGGTGATGGTAm^ 
Q^GCTAmATTmCCAAGAGAACAGGTATGAACTAGGATGGTCnAGGCCTCAGGGAAATCTGGTCACCGT^ 

>lilfc3476.seq 

ATCTCAATAGAAGTAAAAACTGmGACNAAATCTAGCACTCTnCATGATAAAAACACTCAACAAACTAGGAACAGAAGGAAACTO 
CCACAGCTAACATAATAGTTAATGATAAAAGCTnCTCCCTAAGATCCAGAACAAGACACGGATGmGCCnCACCACTm 
AGGCAAGAAAAAGAAATAAAAATCAACCCGATnGGAAGGAAGTAAGACAATCTGTAmGTAGATGACATAAATGW^ 
AATTAACAAmCAACACAGTGGCAGGAGAACAGATCAATATACAAAATCAAnGTATTTCTCTATAGCAGCAATGAAC 

>ncrb3477.seq 

CACTGAGACGATGGGAAAGTAGCAACAATACTAGGTGAmcmGATnAAACCCAATTAAAAGAATTAGAGAGTTGTCTGATACAAGGC 
AACAACAAACAGCAGCACAAACTCCAGTGAGATAAATTmAAAACAnGGGAATAmAAAAAATAAAAACACTCCAATGAA 

CAGAAGGCAGAGCTGGTGGAGGAAACTCAGCAACTGCTCAGAAATGAAACAACCTAGGAAGGAGGTGCGAGTGACCTGAAACTCCnnAAAAACAGAAAGG^ 
GGCTGAC 

>ncrb3481.seq 

GATGGGAATGAGACCTCCTGTAATGTCGCAAGGTGGCCGTTACTGATCmCTTCATCCAGTCTAATAGGmGGAGATTAAACCTTTTCT^^ 
CCGTCAATAAGGCnCAnGTGACTnAACAAACAmTCnCCCACATACCAGGAACTAnGGACATnATmAGATGGGAAAAAnAm^ 
AGTTGCAATTT 

>ncrb3482.seq 

TATGGCCGGGGTTCGCAGTGnGGGCTTGGTGACTGGAGGAAAGCTGCTGTGAGAGAGTGTCCTTTCCCATCTGTGACnTCCTGGTGCATCCAGGAGGGGCACGGCAGGnCTGA 
GGTAACTCAAC™CCATAAAAATGCCAnAAGAGAGTACCTAAAATGGAGAGAAGAATGAACTAGAACATTCAAGACTCn™GTTCTGGGTAn 
TGAGmTOGCTCAGTTCTACCTTTOTCTGACACATOTTACTAGTGTTAACTnGTTAGACTTATTGTCATGTCTGGGTCAGTTCCT^^ 
TTTTCTTANAAAAATCTAGCTATAAAAnCTTTTCANACTGNACTGCCTATGCnGGAATTGGCC 

>ncrb3483.seq 

CTGGl^TTGAACTCCTGACCTCAGGTGATCTGCCCGCCTCGGCCTCCCGAAGTGCCGGGATTGCGGG 

ATTTmGTATCCATTTGCTnATCTTTmATATCTTAGAATATCAACCTAGAAGCTAGGCAC^ 

TGGGGACAGGAGTTCGAGACCAGTGTGAGCAAAGTATGGAGACCTTGTCTGTGCAAGGAATAGAATAGTTG 



>ncrb3484.seq 
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GAnGCCCTACTCAGAAAMGMCCTGGTGCAAAMCSMGnGCTGTGGGTCAGCTTmCGTGCAT 

TAAGAAAACTAAAnGGAnGTACAGAAAnACATATAATGAAACACTGGATTTGCTCAGTGATGT^^^^ 

ATATAAGTAATATATATTATATATATAATGAGCCTTTATTATTGAAATGTC 

>ncrb3486.seq 

AGAATAGCATAGATAAGGACCTGTGGAATAGAAnAAGAGTCCAGAAATAAATTCATGGATCTGTGACCAATO 
TCTnAAAATGGTATTAGAACATCTAGAmCCACATGCTAAAGAATAGTCATACCTCCTACCTCACACC^^ 
AACTATAAAACTCnAAAAGAAAACGGGTAAATCTTCATGATCTmATTAGACATTGGAT^ 
AAAnAAAAATrmGCATACCGAAGGACATOTCAAGAAAGCGGAAAGACATCnACAGAATGGGAGAAAA 

>ncrb3488.seq 

TGGAGCAGCTGAACGAGCAGTTTAACTGGGTGTCCCGGCTGGCAAACCTCACGCAAGGCGAAGACCAGTACTATCTGCGGGTCACCACGGTGGCTTCCCA^ 

GTTCCnCCGGTGTCACTGAGGTGGTCGTGAAGCTCmGACTCTGATCCCATCACTGTGACGGTCCCTGTAGAAGTCTCCAGGAAGAACCCTAAAT™ 

AAGCGCTGGAGGAATACCGCAAAAAGCACCGGGAGGAGTGAGATGTGGATGnGCTTnGCACCTAGGGGGGCATCTGAGTGCAGCTCCCCCCAAGATGAGCTGC^^ 

GAGAGCTCTGCACGTCACCAAGTAACCAGGCCCCAGCCTCCAGGCCCCCAACTCCGCCCAGCCTCTCCCCGCTCTGGATCC 

GAAC 

>ncrb3492.seq 

TACGGTTCAGCATGATTAGAATGTAmACGGTTGAGTATTGATOCCAGAAGTCCGTACCTTGACAATCACATA™^ 
GGAGGGAAGNCAGOAGAGTCATCAGn 

>ncrb3495.seq 

GTCGGCGGCTTnGGCATGGCGACTTmCTGGCCCGGCTGGGCCAATCCTGTCGCTTAATCCGCAGGAAGATGTGGAGmCAAA^ 
CCAGCGAAAATAACAAGAACAACTTACTCCTGGAGTAGTCTATGTGCGCCACCTACCTAACCTACTTGACGAAACCCAGATCTmCATATn 
TCAGGCTGTCCAGAAGTAAAAGGACTGGAAATAGCAAAGGCTATGCATTTGTGGAGTTTGAGTGTGAGGATGnGCCAAAATAGTTGCTGAAACAA 
/^CTCTTGGAGTGTCATTTTATGCCACCTGAAAAAGTACATAAAGAACTCTTTAAAGACTGGAATAnCCAT 

>nSb3496.seq 

4SGnGACmTGCTCTCTnGGTTTnATGCCAGAGAnGCTAACCCCTGGTnAGAAnGnACTACAAGCATAAAA^ 
CigCACmGGGAGGCAGAGGCAAGTGGATCGCnGAACCCAGGAGTTAAGAAAGCCTGGGCAACATGGCGACACGCAGTTTCT 

>|a3498.seq 

CA^GATGGTnCTGCnAGAGACACmGGTCCAGCCTGTTCACACTGCACCTCAGGTATCAATTCATCTATTCAACAGATAmATTGTGn^ 
TflfcAATTCTTTACAGCAAAGTATGAACTGGAGAGGGTACCTCAGmTAAGGAGTCTGAGAATAnGGCCCmCTAAC^^^ 
(^TGmCTCCAAGGTTnCTATCTTCAAAACCAAGTAAGTTATGAAAGTAGAGAGATCTGCCCTGTGTOTC^^ 
qipCCTTTTTTATTCTGTCAAGCCACCAGCTGCCAGCCA 

>ffcrb3500.seq 

CllACAGCTGTGGCTGCTTCACTTAGATGCAGTGAGACACATAGTTGGTGnCCGATTTTCACATCCTTCCATGTAm 
Ci^AGGTACATTACTGCAATGTTCTCTTAACAGTTAAACAAGCTGmACAGTnAAACTGCTGAATAnAmGAGCTA 

a^iacatgcttaagaaaaatgcactgamctgcatotgtgtacagtatrggacaaaggatman^ 
aI^tatg 

m. 

>&3501.seq 

GiaAA TGCCAC GTCTGCTCnCAGTGAAGAAGCTGGTnAGAGTCTCACAGAAAAC^ 

I'mJAn j 1 1 ICTOTAAAATCCAGCCCCGGnACATATAATCATCTGTATCTOTCATGATTCGTGTAGGTAAAAGTACAAGACGACCTCTAGATGTCT^ 

GCTATGTACACATGTGCACACACACACAACTGGGAATCAACAATGAGTTTATTGnCATGGTAGATTAAAATTAAGCTTGCATAA^ 

GTTGCCnGAATATAACAGTACAATnGTCAATTACTCTGCACCAGGCTAAAATGAGTAAAATCTTm 

>ncrb3503.seq 

GGGAACTGCAGTTGCTGCTGNAGCTGAGGTAGAGCGGCGGTnCTGAGGTTCTTCACTCGCGACTGACGGAGCTGCGGTGGCGTCTCCACACGCAACC 
AAATCAAGGCCAAAGCAGTCAAGCTGTGGCAAATnrCAGAC 

>ncrb3504.seq 

TACTAAACCTGCATTAAAAAmCGGnGGGGCGACCTCGGAAGCAGAACCCAACCTCCGAGCAGTACATGCTAAGACTTCACCAGTCAAAGCGAACTA^ 
AACTTGACCAACGGAACAAGnACCCTAGGGATAACAGCGCAATCCTATTCTAGAGT 

>ncrb3506.seq 

GTAGAAGAGTATATGAnGAAGGACCAGNAGCCAGAATTCCAAGACCTAAACGAAAAGGCACGAGCACnAAACAAAnCTCAGTAAGATCCCAGATGAGATCA^ 
mCTGCAGGCAATCAAGGATATAGCTAGTGCAATAAAAGAACncnGATACAGTGAATAATGTCnCAAGAAATATCAATACCAGAACCGCAGGGCACTO 
mGTAAAGTACTCCAAAAGmCAGTGATACTCTGAAAACGTATmAAAGATGGCAAGGCAATAAATGTGTTCCGTAAGTGCCAACCGACT^ 
ACCnCAAAACTGTGGCGTGAAAGnGTATTGGTTAAAGAAGATGTACnCTCAGTGGCAGTAnGAACTGCCmATCTGTAAA^ 

>ncrb3507,seq 

AnGATGGACATTTAGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCCGCAATAAAGATACGTGTGCATGTGTCmATAGCAGCATGAmATM 
ATGGGATGGCCAGGTGAAATGGTAmCTAGTTCTAGATCCTTGAGGAATCGCCACACTGTCTTCCACAATGGTTGAACTAnTTACAGTCCACCAACAGTGT 
TCCACATCCTCCCCAGCACCTGTTGmCGTGACmTTAATGATCACCAnCTAACTGGTGTGAGATGGTATCTCACTGTGGTnTGAlTrGCAm^ 
GC 

>ncrb3509.seq 

ATTGTTAAGCACNGGATAATAGAATTAAnATCTTGTATAATGTTTAATCACAGTAnGAAAATATAAAACGGGGATAGAAnGA^ 
CATGATTCAGGCnATATATACTGCACCAAGCAGnCTGTGACTGTGTTTOnGTAnTGATATAACCATCTAAAAAnGGCACTnTAATAATA^^^^ 
CTTAAACTAATTGGCTGCTCTGTAGGCGAGTCTAGTmTGAAAGGTTTGAGATGTAATnCTGAAAAAATTGGTGTGGAAGAGAAAGCCT^ 
GTGGAAGGAGGCTCCTCCCTCTCCTTGCTGCTCCAAGTTAGGTAGAACAACATGACTGGACACAGGCTCTAGCTGGTGGGAAC 
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>ncrb3510.seq 

GMGATACTGAGTCTmACTGTATACTTGAGATCAGATGTGCSMGCAAMTCmGGMGnTGG^ 
AGAATACAGAGAAAGGCTATTTAGAAACT 

>ncrb3511.seq 

GGCAGTTCGGCGGTCCCGCGGGTCTGTCTCTTGCTTCAACAGTGmGGACGGAACAGATCCGGGGACTCTCnCCAGCCT^ 
CCGGGACCATCTTCTCGGCCATCTCCTGCnCTGGGACCTGCCAGCACCGTTmG 

CGTGGTGGCAGCCGTCAACAGCCTGGTCAATTTGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCG 
CTTCCGCGAATTGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCGGCCGCGCTCTCnCCAGGACA 

>ncrb3512.seq 

AGCCTAACAAAAGTTTGGAGACTGGAATCCTACTTTGAGCCXTGACTTGAAATAACTCmTGGCAAGTO 

>ncrb3513.seq 

GATTGATGTCAGTGTCTACATATCTAGATATATTGAAAGCCATGGAmGGAAnACTCCAGTrCCACTCTAATGTCCCAGGGTTC^^^ 
CTTTAACAATGAGAAACATGGnCTCAACATTTACTATATAGCTACnmAACnATnCTnAATACACATGAAGTAAGTO 
TAACTAAAGTACAATGATGGTTTATAGTnTTCTGTCTnAGCCAGAGGGAATATTGTGCAAATAGTGTGTTAAAATGT^^ 
CATnGCAATCGAGnAGGTTTACTCATTTTTACTnGGTTATATG 

>ncrb3514.seq 

ATGTGnTTCCCAGTATATTTACAGAGTOGAGGATCTACTGTATAGCTAGnAATGTGAAGAACCAGGTAAATGCAATGCTGCT^ 

GGAATTnAAGTGAATAAATGAAATTGAATGGCTATAAAAGGACTTnmTAGCATGGGGTTGTATGTAT^^ 

TAGATTOCTCCATAGTTAAGACmAGACAnTCTAAAATGAGGGATTACAAAACATnnAGTTGACGATGAAAATGTTGAAT 

>pqrb3516.seq 

/B^GAmCTGGCTAGTGCCACGAGGTTTACnGACTGnGTGTGAAAAGCTGATAAGAAAACCATCCAGA^ 

>l?efb3517.seq 

A®TCTAGAATTGGAACCTGGGAACTAGGTACTnAAAAAATGCTCnGGTTGCGCTCATGCCTGTAATCCCAGCACnCGGGAAGATO 

GiGCAATATAGTGAGAGmGTCTTCAGAAAAAATGTAAGAAAATTAGCTGGGCATGGCGGGGCGCACCTGTAGTCCCAGCTACTCAGTGGGAGGATTG 

C^ltTGCAGTGAAGTGAGATCACACGCAGCCCTCCAACCTAGGTGACAGAGCAAGACACTGAAACCTAGTTTATGTGTGTGGGGTGGGGAGA 

>ag|b3519.seq 

G^GGCATTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTGGCTCCGTGGCCmGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGGCTATC^ 
CMGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCTGGGm 
AiWVGTGGAGGAnCAGACTrGTCTTTCAGCAAGGACTGGTCmCTATCTCTTGTACT^^ 
d|KACAGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGA 

>tf;|b3520.seq 

Q^GAGCACGGGTGAGGGGGAATCAGGGnGGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCGGGCGCGCAAA 
(StfAGTGACG 

IB 

>fS)3521.seq 

At^CCGGGGANTTNGGCCmiGGCCGGACTCTTAATGCCCTATCCTTCCCATCTCTCTTACCCTCAGTACCACACAATACTA^ 

Ad^GATGAAGTGTATTCTTCACTGGmGCCAAnGGTCAGGTCCCCAGCGTGAACGmCCTAGAGGACCTGGTAGCTAAGGCAGTGC^^ 

TCTGGAGCAGCnAGTGTGTGTGGGGCAGACCGACCACCnCTATCmGAGTGCCAGCTACATCmGGGATGAGTGGmCGAGGCTGGGCTGAG 

CAGACAGCTGGAGTTCAGTGAGCCAGACTTCGTGGCAAAGTmACCAAGCAGTGGCTGCTACAGCTGGTAAGGACTGATAGGCATTCAGAGCAM 

AGCCATGACTCTCTACAATGATAACTC 

>ncrb3522.seq 

TGcncAAMAmimA^ 

GGGGAAACTTTTTITTnCTATANACTTTmCANATAAC 

GGCAGAAAAGATOTNTGTCATACGTCGAnGGGGAATAAGCATAACCGTGAGATTCTTACTACTGATGANAACAnATCTGCATATGCCAAAAAAM 
AAmAAAGTOCGGAATCTACCATTnAAAGTTAAnGCTTGTGAAGGTATAACGACAAAAATAATGAAnGATGANA^ 

>ncrb3524.seq 

AGAGTGTGGCCGAGGAGATGGGTATGTGCTAGAGGGGAAAGAGTTGGAGnGTATCnAGGAAAATCAAGGCGGGGAAAGGCAAATAAATCGTTGT^ 
GGTGTTTAnGTTTTGTTCCCAGATTT 

>ncrb3527.seq 

GGGAGGCTGAGGTAGGAGAAGCGCTTGAACCCGGGAGGTGGAGGTTGCAGTGAGTCAAGATTGTGCCAGTGCACTCCAGCCTGGCGACAGAGCGAGACACGGTCTCAAAAA^ 
GAAGAGCAGC 

>ncrb3528.seq 

GACTCTTAGCGGTGAATAATAGCTCnCAAGTCTGCAATAAAAAATGGCCTCCAACAAAACTACATTGCAAAAAATGGGAAAAAAACAGAAT 

GAGCGTGAAGAAmGTGGTGGAAAAAGTAGTAGATGGACGTGTAGTGAATGGGAAGGTGGAATAmCGTGAAGTGGAAGGGATTTACAGATGCTGACAATAG^ 

AAAAITTAGATTGTCGAGAATTGATTGAAGGGTTTGTTAAGTGT 

>ncrb3532.seq 

GGCTGTAGTGGCTTCGTCTTCGGTTTnCTCnCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGGCCGTCTCCTTAACACCGAACACCATGCCTTCA^ 

AGTTCTGATGGAGAGATAmGAAGTTGATGCGGAAATTGCCAAACAATCTGTGACTATTAAGACCATGTTGGAAGATTTGGGAATGGATGATGM 

AGGAAATGTGAATGCAGGAATATTAAAAAAGGTCATTGAGTGGTGCAGCGAGGAGAAGGATGACCGTGCTGCTCCTGAAGATGATGAGAAGAAAGAA^ 
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GmGGGACCMGMnCCTGAMGnGGCCMGGMCACTTmGAACTCAnCTGGCTGCAMCTAC™ 
ATC 

>ncrb3533.seq 

CAGGnAGTCTTGTCTCTCTGACTCATGTCCCAAGTTGCnCCATAGAGATACCTGTGGCATCTm 
>ncrt)3534.seq 

GAGATACCTGAGGTAGGAGTTGGAGACCAGCCTGGCCAACATGGTGAGGCCCTGTCTCAACTAAAAATACAAAAATTAGCC^^ 

CTGTGnGCCCTGGCTGGTCTCCAACTCCTGAGCTCAAGCAATCCTCCTGCCTCAGCCnCCAAACT^ 

TTAAAC 

>ncrb3535.seq 

AGTGAAGCTCCAGCCTGGGATGAATTCATCCAnCTGGCTTTGCATCCGGCTACCATmCGAAGnCAACTCAGGAAGGTGCAATATAA 
ACTACCGTTCCAGATTnCTGTAATTGCnCTGCAAAGTAATAGGCTTCTTGTCCCTnTTmCTGGCGTGTTATGGAAT^^^ 
ACTCATAAGATCAAATTTCATTGAATGGmGAGGnGTAGCTGTATAAATAGTAGTTTnAACATGCCTGTAGT^^ 
AATTTCATTGAGATTAATGACACTGTATAG 

>ncrb3536.seq 

AGCTCTAGGAGGGCTGGCAACTOGAGGTGGGGAGCAGAGAAnCTCnATCCAACATCAACATCnGGTGAGATnGAACTCTTCAATCTCT^ 

AAGCGTGCATAAGnAACnCCAATnACATACTCTGCTTAGAAmGGGGGAAAAmAGAAATATAATTGACAGGATTAn 

GAnCATAmACTTCTOTACAmGATAAAGTAAGGCATGGTTGTGGTTAATCTGGmATTm 

>ncrb3537.seq 

ATCCCAGATGGCTGTGGGGTCAAGTACATGCCCAATCGTGGCCCTCTGGACAAGTGGCGGGCCCTGCACTCATGAGGGCTTCCAATGTGCTGCCCCCCTCnAAT^^ 
AnCTAGTTCCTGTCCACGT 

>ffdrb3539 seq 

QBGAGCCTCACTmAATGAACAATGGCCnTATTAAAAACTGAGTGAGTCTATATAGGTGATCAGmTnGACCTGG 
TS^mGnGAGAGTGTGACCAAAAGTTACATGTrrGCGCCTTTCTAGTTGAAAATAAAGTGTATAT^^ 

>f®b3540.seq 

Q^AAAGGGGTGmCTGTGGGTACTCCTCTOCCCCAGCAAATAAAAGGAAnGTCTGAGCCTAGAGGCAGATGCTGCACTGGACTACTCCA^ 
Ti|QCCCTCTCACCTGGCAGCCCCnCA6CTGCTAGTGATATCACnGnGGACATTmCCAATAAAGGnCTO^ 

>t]Bb3541.seq 

QIlGGAAGAGATGGCGCAGATGTGTGTCAGAAGGGAGATGACGGTGTGAGmCGTAGCTAmAAGTGATACATACCTCTAGTTTnGTATGTC 

fQfGAATCAGAGTGCACAAGCACCTCTCCTGTGAGTGGCTAATGAGAAGAGGGACAGACCGACCACCAGCACAGTAGGGCAGATCTGGACAGCAGAATG™™^ 

TGnGCTCCCAACTGCAnCTCTTnCTCTCGTGCAACCAGTTTGCCCAnCTCnCCTATTACTTGCTCCAGGGATA 

>Sb3542.seq 

AtfGAATCCTGnGAAAAATGTATCCGGATOATCCCGTGTCAACAATGGTAAAGGGGATGTATC 
llifcCAGCGTOTCAACCAGAAGCTAAAGGATGATGAGGnGCTCAGCTCAAGAAAAGTGCAGATACCCTC^^ 
^GTAGAAATnAAAAACTACAATGTGATTAACTCGAGCCTnAGTmCATCCATGTACATGGATCACAGmGCm 
cMATGCnGGmAATGCTTGCAATCTGAGCTCTTGAACAAATAAAATrAACTATTGTAGTG 

>fli)3544.seq 

GGAACCTGTAGAGAAGTGCCCTGGAAGAAGGCCTGCTCTAAAnATCCAGTGTATGGAGAAATGACACAGGnAGGAGACGTCGCTnGAACGTGC^^^^ 
ACCATCAGAATTCAATAnCACCTGCCAGACTGGCmTCAAGACAAAGGTGTCCTTCATAATGAAGTTAAAGTGAGTATACTGTG^ 
TCACTGCCCAACATCAGAAAACCTGACGGCTATGATOCTATGCCTmCTAAAGATCAATACTATAACAnGATGTC^ 
ACCnATCCAAAGTCTGGTACAACTGTCCnAGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATA^^ 

>ncrt)3547.seq 

GGAGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCTTGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGAAGCAATCAGCAAAATGA^ 

CAGCATmGGGAATGGCCTGTGCmCTCAATGAAAAAmGCATCGAAGAGTCAAAATAGAGGATTCTGAAGAAAATGGGGTCm 

TGCCTACTmATCCTCAmAAAACGATTTCCAGnCAGGGCAGTAGTGACTCATCCGAAGAAAATGGAGATGAGAGTTGAGAAGAGGAGGA^^ 

>ncrb3548.seq 

GTTnGAnAAlTTTmCCCTCAACNCCCAGCTCCmCATAGTnTTAAmTATAGCTATATGAAAGAGGTGGCT^ 
CTTCGTGTOCTGCCCTGATCCCAGTGTAATTCAGGTGGAAAGGTATTmATGTCACAGGGATATGTAGCTATGTATm 
TGGTGTGGTCTTTGAACAGCTCTCTGCAGTAI 11111)1 inCCTGnNGCATAAATNGTiTTTA 

>ncrb3549.seq 

GGAAGTGATGTGAATACTACTATGTAGAAATAAAACCTAGACCnGAGCGAACATCTGTATAnGGnGAAAACGATAGTGGTAACCATTGATCCCCCTTC^ 
CCAGTAATrATCATTmGCAACGAATATGGATACCACATAGTACnTGGTGnACCTGCTmGAAAAAT^ 

>ncrb3550.seq 

CGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACACTTCGAACGCACTTGCGGG 
CCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnG 

>ncrb3551 .seq 

CGACTCTOGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACAGTTCGAACGCACnGC^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCC 



>ncrb3552.seq 
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GCTnCCGGCGGTGACGACCTACGCACACGAGMCATGCCTCTCGCAMGGATCTCCTTCATCCCTCTCCAGM 

CCCAAn(XTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAG(XATGCACAM 

AGGAGGAAAAGCAAGGC™CAGAAGGATGnCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAAC 

>ncrb3555.seq 

GACAAGGCCATTACATAATGCTAAAGGGATAAAnCAACAAGAAGAGCTAACTGTCCTAAATATATATGCACCC^ 
CAAAGACACTOGACTCCCACACAnAATAATGGGAGACnCAACACCCCACTGTCAACATTGGACAGATCAACGAG^^ 
GCACCAAGCAGACATAATAGACATCTACAGAGCTCTACACCCCAAATCAACAGAATATACATT^ 
TCTCCTCAGCAACTGTAAAAGAACAGGAATTATAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCA^ 

>ncrb3557.seq 

GTTGTAGGGTTCTTGGTCTGTGTGAAGGCAGAGACCAGAGAGAAGGAAGTGAGCCCACTGCTCTCCTGGGAGCAATGTGGGTGAGTCCACCAGAGGCCCTGCTC^ 

AAATmAGTCTTCCCCAGCCCTCGAGGCAGTGTGTGTGGATGTATGCGTGTGGATATnATATATGTACCCTGCACTCATG 

TTCTTAATAACAAGGTCTACCTAGCATGAAGGATTTAACATTGTCCCATCCCTTAAAAAATATACATGGGATAAM 

>ncrb3559.seq 

GAAGTGGTOGGTTGAGTGGGTAGGTTGGTTTTTAAAATACCAACAACAAAAAAAGATGGTGrrCTAA^ 
GCACACGCTGTATTTGTATATTT 

>ncrb3560.seq 

GGATCCGCGATGCGmCCTGGCAGCTACATTCCTGCTCCTGGCGCTCAGCACCGCTGCCCAGGCCGAACCGGTGCAGTTCAAGGACT 
GTGAATGTAAGCCCATGCCCCA 

>ncrb3563.seq 

ATAGACAnCTACATAAGCGCAGTOTCAGCAmCCTCCmACCmCAGTGCAGmcmTCACAnAGG^^^ 

>fTffti3564.seq 

dpCTAGCAAATCGAAAAAAGGGAACCAGTGAGAAAAAGAGTGCTGGAAAAACGTGGAGACGACmAAAAAGGAG^ 

QMAACAACACnGGAATGGAAATTCCAGTCAACAGATGTAGTGTGAGAAGTATAATATGTGCAATAAT^^^ 

Cj^CTTTATAnTTCCAACTGGTCTATAAAATGTCTCTnATTCCTGCnAGTGGGCATCTAGCAAATCAGA 

>liib3567.seq 

a^1gagttagcgtgtaaatacgacgatcaaaagggacaaggatcaagcacgcaagaatggagctcaaaacgc™gcctagcgacacgccgacgggaa^ 
gsataaaggaaagtttaactaagctatagtaacgcgagggnggtcaamcgtgcgaggcagcgcggtcacacgattaagggm 

^^CCCCCTCCC 
>ncfb3568.seq 

C|lGTCGGCTCGCAGAATTACTGAAGmGGGGTATTCCnCCCCCATTGATACTGTn™CTAGGTGCAACTGTGAAGGAAAAAGmG 
rigCAATGATATAAAAGATGCAGGGTAGCCGAAACCAATTnCAAAGG^ 

Tf||ATTTmCAAGAGAGGTGGCAGCATTCAGCAGTATAmATAAACAGGAACCTGTACAGAAGTGC^ 
GmGGAGACGTCGCmGAACGTGCTATAGGACC^^^ 

>ip}3569.seq 

q#MGAAACAGnATGATCCTAAACTmTGGATAATCT^ 
>iM)3572.seq 

GATCTATCCmACGGCAAGGGTACCTACGGTACCTGAAAACAACGATGGCATGGAAAAGACnCCCAmACCTGnGnGCTGCTGTCTC 
AGAGCTnCCTGTAAAGGCCGCTGCmGAGTCCnCGAGAGAGGGAGGGAGTGTGACTGCGACGCCCAATGTAAGAAGTATGACAAGTGCT^^^ 
AGAAGTGCATAATCCCACATCACCACCATCnCAAAGAAAGCACCTCCACCnCAGGAGCATCTCAAACCATCAAATCAACAACCAAACGnCACCCAM 
CTAAGAAAGnATAGAATCAGAGGAAATAACAGAAGAACATTCTGTTTCTGAAAATNAAGAGTNCTNCT 

>ncrb3573.seq 

ATNAACACAATOTAATCTCnCTCnATGTATTmGTGCACTAGGCGCAGTTGTGTAGCAGTTGAGTAATGCTGGTTAGCTGT^ 
GTnCCTGTTnCTCCCGATTGCTGCTGTGTAAAGATGCGTTGTCGTGCAGAAACAAATGGCTGTCCAGmAnAAAATGCCT^^ 
TAAATAACGGAGCATACAGTGAGCACATCTAGCTGATGATAAGTACACCTTTTTnCCCTCTTCCCCCTAAAAATGGTAAATCTGAT 
TTAAGGAAGCAAATGGTTGTAACTTTGTAAGTACTTAT 

>ncrb3574.seq 

AGGAATGAGATGTCCCTGAGCTGTACTnTCTAmTTATAAGGCCTmGGCATCAGTGCATCTGGGnATCAACATmCTCAAATGCTGTCAAT^ 
AnTATGTATATTTGTTAAAACTGTAAAAAAATnCACAGATmnTCCAATACCTGTGCAAGATACATGTGTAGCTCAAAACTAmGT 
ATGTAACTCTTATATTTTAAGTGTATACATATTGTGTATATAACATATGGATAnAAAAATGGGGAAnGCACATTmC 
GTCAAATACACGTnAGAnAAAACTAGmAAAAAAnATAAATGAATCTAATCAAAATGTGAAU^^ 

>ncrb3576.seq 

AAGTTAAATTCAATAGAAGAAGTATGCTAATTAGTACAGAAAACTTAGAGAAAGTACTAATTTAGTTAAGATTAAn^^ 
>ncrb3577.seq 

ATAGTTACGAAATGTTAAATTAAAAAATCAGAATACACAAnATATGTGCNTTATGAGGACATCTOAGTGAAAATATGCnACATGGGGACm 
AGAnGTGTTTGGGTAATGGGATAAATGGTGmTTCTGGTTAAAAATGTCATCAATGTTTTAAGTGTrTATAAGG 

>ncrb3578.seq 

GGGGGGATnGGAACACCTGTGTCTGTCGCCGCACTGCCTGTGGGAGGGGCCCAGAGGGCTGCTGGGACTGGCGTCTGTACACAGTTGmGGCCTTTTCTC^^ 
ACTCTATGGCTTnTAAAAACGAmCATGTTmAmAGTATTGGAAATCCAATACACTTTTTTAATCCAAGC 
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>ncrb3579.seq 

GGCGTCTTGnCTTGCCTGGTGTCGGTGGmGnTCTGCGACTTGTGnGGGACTGCTGATAGGMGATGTCnCAGGAM 
GACAGCTGTOTGCCAGATGGTCAGTnAAAGATATCAGCCTGTCTGACTACAAAGGAAAATATGTTGTGTTCTTCT^ 
TGCmCAGTGATAGGGCAGAAGAAmAAGAAACTCAAGTGCCAAGTGATTGGTGCnCTGTGGATTCTCAOT 
TGGGAGCCATGAACATTCCTTTGGTNTCAGACCCGAAGCGCACCAnGCTNAGGAnATGGGGNCTTAAAGGCTGATGA 

>ncrb3580.seq 

GAATACTGTATGGTAGGTNATGAT nCTCAG TCCAGTGTCATAmAAACGATGGTGGTCATGTGGTAGTCAGAGCAT^ 
TTAACTGTCCAnGACCCTCCmCTTTmCCATCTGATACTCTGTAACTAnAGAGAA^ 
AAGGCATGGGnAATTAATCTCTTTGATTCTCAnGTCTCATCTnAAAATAAAGAGATCCAnACAnATCTCT^ 
TGATAGTATAAAAATAAAAAGGCAGATACCAGAACATTACATAAGACTCTGATATCCATTITAn^ 

>ncrb3581.seq 

GACNCGCnnATCTGTCCGGCTGGGTGnnCCTCTTGATCGGGAACTGCTGCnCTCCnGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCT^^ 

GGCTCCTGCAAATGCAAAGAGTGCAAATGCAGCTCCTGCAAGAAGAGGTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCGCAGGGCTGCATGTGCAAAGGGACGT^^ 

CAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAnTnnrrTn 

>ncrb3583.seq 

GGTTATAATAAATTGATGTCATGCCCACAGCACAGCAGGCAAAAAGGATGAAnAGAGACAGAAATAGTAATAGGGTmGTC^^ 

AnACTTT 

>ncrb3584.seq 

GAGTNAAGGGTGCACACTGTnAAAGGAGCTTAAATATAnGCAAAACTCTmCATGGTCTGCTGATATCACTGAAAATGGAGGTCTGGATTCAAAT^^ 
TTGGCAGAATTACCTACTGCTTTGGGCCTCGGGTACTAAATnGTGAAATGCN 

>/icrb3585.seq 

d<^CACCACCCAGTGTGGAGCAGCCCAGCCAAGCACTGTCAGGAATCCTGTGAAGCAGCTCCAGCTATGTGTGAAGAAGAGGACAGCACTGCC 

GitBTGTAAGGCCGGCTnGCTGGGGACGATGGTCCCAGGGCTGTmCCCATCCAnGTGGGACGTCCCAGACATCAGGGGGTGAT^ 

OSSTGACGAAGCACAGAGCAAAAGAGGATTCCTGACCCCTGAAATTACCC 

>f&b3586.seq 

fmGAATnATGAGAAAnGCAGGACTGCATGTGAATGTGGCTGCTGTGAATGATGATGAACAGAAAGAGAATGACAAGnCAAATCCCTAACnCTTG^^ 
CTATGCCCTTTCCGTGACTATGCTAAAATAAAAGCATACTATCTTTCT 

>iMD3587.seq 

yf^AGTAAGAAATGGCATCCAAATTGGTAAAGAGGAGGTCAAGCTGnGCTGCTTGCTGATGATATGATTGCTTACCTAAAAA^ 

TAAAAGAGTGCAACAAATmCTGGATACAAAATTAATGTGCACAAATCAGTAGCTCnCGATAGACCAACATTGACCM 

TGCAAAAAAATAAAATACnAGGAATATAGGGAAGCAAGGAGGTGAAAGACCTCTACAAGGAAAACTACAA^ 

>niDfb3588.seq 

(IplCCCTGTCGGCATTGTGGATGCAGTAAGAGCCCTCACACCCCATGAGCTGAGTACTGTCCTGCTTCACACCTGCATGGGAAm^^ 

/^TGTCTCCCTTCTCCAmGACAAGTCGTGmGmGmAGAATOCCATAATAGTGTT^ 

/^GGGAGGAAGGAAAGAATCAGGGAAGGA 

>|ffb3589.seq 

CI^TGI^TTTCTITGGAAGAA^ 

TTTGTTmGTTmGAGACTATCTGAAAAAAGAAAAACAATACCCAAAAATA^^ 
>ncrb3590.seq 

GATGGCATCAGGGTTCTTCCTAGCAACGTGGAAGACACTCCTGCCCTCAAGAGGGGTAAGTCCAGTAAAACCCAACCAACAGGAGACAGnGGGCAG 

GATGGCTCTGGGTmGTGAGAGGGTGAAATCmGGTCGTTAAACAATTCTAGCTGCCCTAGAATGGTAACCCCAAGTCACTO 

GTAGAGATGGCAAAATACAGCAAAGCGACAGCAnAATAGACnGCATGAAmAGGAATAACGTGGAATAATTAATAmAAGGC 

GA 

>ncrb3595.seq 

GCTGGGAAATAGATGnCTGTCTCTATGACAATATATTTTAACTGACTnCTAGATGCCnAATAmGGATGATAAGCTAGT^ 
ACTATTCCTGGnATGTCAGCAACGAAGGCTAGGAGGCGGGGTGAGAGGTGCTGGGTGACAGAGCCATGAGCCA 

>ncrb3596.seq 

CATGCAGAAATGGAAGAGGAAAATGCATCGAACGTCAATAAGCACATTCAAGAAACTGAATGGCAGAGTCAAGAGGGTAAAACTGGCCTAGAAGCTATGAGCM 
AAGAAAAGACTGTTTCTGAGGCTCTGCTCATGGAACCTGCTGATGATGGTAATACGACGCCCAGAAATCATGGAGTTGATGATGATGGCGATGATGATGGCGATGATGGC 
TGGCCCCAGGCACAGTGCAAGTGATGACTACTTCATCCCAAGTCAGGCCnTCCGGAGGCCGAGAGAGCTCAATCCATTGCCTATCACCTNAAAATTGAGGAGC^ 
NCATGAAAATGAAAATNTAGGGAC 

>ncrb3597.seq 

GGGGCAnCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCmGCTGTGCTGGCGCTACTCTCTGmCTGGCGTGGAGGCTNTCCA 
>ncrb3599.seq 

GCmCTGGGCTCGGACCTAGGTCGCGGCGGCATGGCCAAACGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGAAAATGGTGM 
ATTGAAATCAGCCAGCACGCCAAGTACACTTGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCTGGCGGT 
GCGTGGACGTACAATACCACnCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGAGGCTGCTCTACTCmGAGACATCACTGGCCW 
ATGGGTTAAnTATG 



>ncrb3602.seq 
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GCTTTTmNGGCGGCCGGGMGATGGCGGACAnCAGACTGAGCGTGCCTACCAAMGCAGCCGACCATCT^^ 

AAGCTCCCGCGGTACTACAAGAACATCGGTCTGGGCnCAAGACACCCAAGGAGGCTAnGAGGGCACCTACATTGA^ 

CGGATCCTCTCTGGCGTGGTGACCAAGATGAAGATGCAGAGGAGCAnGTCATCCGCCGAGACTATCTGCACTACATCCGCAAGM^ 

TCTGTACACCTGTCCCCCTGCnCAGGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGC^^ 

TGCC 

>ncri)3603.seq 

GATACAAGAGGmACACTOCAGAAGCAAGTCGTAGAGTACTAmCTCAGTGGAAGTCACGTGCATTGGAGTCACATGGGC^^ 

TCAGAACCinGGAAGTGGTGACCAGAGTTGCATTTnTAAAGAAACAATCCAAATGAGTmGTACAC^^ 

GCACATCmGCAGGATACTGTAGCAGGGAGCTGTGCCCAGCCATGTGAnACAAAGGGTGGAAGGCCTAATACTAACTCTGTGTACTTCATA^ 
AGCCAGTGCACCCGGGCCACAAAATGTGTGCTATGNGGACAATAAATGACAGCCTGTGAAACAAAGAAGC 

>ncrb3604.seq 

GTOCGCATTTACTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAM 
GCGAAGAAAAGAATAGAGAAGATAGGGAAATTAGAAGATAAAAACATACnTOGAAGAAAAAAGATAAAmAAACGTC 
AAAAAGCTAAGGGGAAAATGTACAAACTTAGAAGAAAAnGGAAGATAGAAAGAAGATAGAAAATGAAAATAnGTCAAGAGnTCAGAT^ 
TGGAGAAGTATAGAAGATANA 

>ncrt)3605.seq 

AAGTCTAAACNGGAAGAAGTCGAATCGCTGAATAGAGCAATAACAAAnCTGAAATTGAGGCAGTAAnAATAGCCTAGCAACCAAAA^ 
TTCTACCAGAGGTACAAAGAGGAGCTGGTGTCAnCCTTCTGAAACTATTCC 

>ncrb3607.seq 

AGAGGAAAAGATAGGGAAAGGATCCATATACAAGTGATGGGTAAAACGGCAGGAAGGGCTGCGGTCAGmGGAGGAAGTGGGGAATGAACAGTGAGATGGCTGGM 

GAGGGCAGTGGTGTGATTTCTGTTCTGnTTGTTGGGGTAGGACAGACnGAGCATCnTATGGGAGTAAGACTTCTAAAACTACTGTGTACAGAAAT^^ 

GGJCCTAAAGATAGGGGAGGGATTATAATCAAAGGCAGAGGGAGAAATGCAGGGTTTGGCTTGGAAAGGAGGGAGGAGATCTGTGAAGAGGATGAGAAC 

>ISb3608.seq 

G©GCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGGGGTCGGACAAGTGCAGCTGCTGCGCCTGATGCTGGGACAGCCCCGCTCCCAGATGTAAAGAACGCGACTO^ 
AMcCTGGAmmATGTACAACCCTGACCGTGACCGmGCTATATTCCTmTCTATGAAATAATGTGAAT^^ 

>lflb3609.seq 

AGGACAGAAGGTAACATTGATGACTCGCTCAnGGTGGAAATGCCTCCGCTGAAGGCCCCGAGGGCGAAGGTACCGAAAGCACAGTAATCACTGGTGTCGA 
clgCTGCAGGAAACAAGmCACAAAAGAAGCCTACAAGAAGTACATCAAAGAnACATGAAATCAATCAAAGGGAAACn^ 
Ai©GGCTGCAGAACAAATCAAGCACATCCTTGCTAAmCAAAAACTACCAGncmATTGGTGAAAACATGAATCCAGATGG 
TMCCCCATATATGATTTTCTTTAAGGATGGTTTAGA 

>f|crb3610.seq 

Atan-NTATmCATOTATGAAAATNATOCAnATAAAAGGAACCCCTAATGCAGAAACAAAGATGCAACTnCAA^ 
(liCICCTGTGnTGGGGGGAAAAGTCAACAGTGTAGnCTAAACCTOTCCCAAACAGAAAATGTGGTTAATGATGTC^^ 
defGTCATCAAAGAGmACACTAAAATCTTCAGGGCTTTAAATAAAAGGTTAAGTCCAGCTTCCAAACACAAT^ 
T^^ATTmATGACTGCTGAGACCCCACAGGGACCAATAmGTAnCAAATOCAmCATGGm 

m 

>jnefb3611.seq 

dSCCnGGAGAACGCAAACCATCCGTGCTGCnATCAGAAGGCACCTACTAAGGAGTmATGCGTAAAACTC^^ 
GGlrnGCATAGAATAATGAAGATCTTTGTTTTnG^ 

AnAAAAmAACATCTGCAGTGTTCTGTGAATAGCAGTGGCAAAATAnATGnATGAAAACCCTCGATGTTCATGGAAnGGm 
TTCCTATGACTCAAAGATGAAAGCTGnTCAnTGTGTCAGCATGTCTCAGATTG 

>ncrb3612.seq 

TAAGAGTCGCTGTGTCATCTTCCAAAATGmAAGTAAAAmCTGGATCTGTGTTTTnGCCATAAAAm^ 

GAGGGGGGCTCACATCTGTAATCCCAGCACTTTTGGAGGCTGAGGCGGGCGGATCATGAGGTCAAGAGATCGAGACCATCnGGCCAACATGGTGAAACCCTGTCTCTACTAAAAAT 

ACAAAAATOGCTGGGCATGGTGGTACATGCCTCTAATCCCAGCTACTCAGGAGGCAGAGGCAGGAGAATCGCTTGAACCAGGGAGTCGGAGGTTGCAGTGAGCTGAGATO 

ACTGCACTCCATCCCGGCAACAGAGCGAGAGTGCATGTCAAAAAAAAAAGTTATAAmAAAAAATAAGnATGAmA^^^^ 

>ncrb3613.seq 

CGCGGTGGTmTGCCTGTAATCCCAGCACTCTGGGAGGCCAAGGCGGGCGGATCACTTGAGGTCAGGAGTTCGAAACGAGCCTGGCCAACACGGCGAAACCCCATCTCTACTAM 

AATACAAAAAAAATTAGCCAGGTGTAGTGGCAGGCATCTGCAATCCCAGCTACCTGGGAGGCTGAGGCAGGAGAATTGCCCGAACCCAGGAGGCGGAGGTTGCAGTGAGCCAA 

CATGCCACTGCACTGCAGGGTGGGCGACAGAGTAAGACTCTGTCTCAN 

>ncrb3618.seq 

GGGAAATGCAAATNAAAACTACAATGAGATGCCACC™nCCTGCAAAAATGGCCATAAmAAAAATNAAAAAATAATAGATGnGTTA^^ 
CTGCTGGTGGGAATGTAAACTAGTACAACCACTATGGAAAACAGTACTGGAGATTCCTTAAAGAACTAAAATAGAACTAACAnTGATC 

>ncrb3619.seq 

TGncmGCCGTCTCAnnNTCncnGCTGGTTCCACAGAAGCmGTnCnGGGCAAGCAGAAAAATTAAATTGTACCTAT^ 
AAATGAAATAAAGCATGTTTGGTTTTCC 

>ncrb3620.seq 

ATTCTTGCCCmACAATACAGCACTGAAGCCGGACATGCAGCTGCAnTTCAGAAGAnGTGAnCAGGCTCTACTAAAGTTGTCATCCGTGGAGCAGGA^ 
GGCTATCTTGACTATAAAAAGGAAAGAAnCGTAAGCmCCATGAAAGCCAGCACTTGCTCATTTAATCCTGGAGmTTGTTGCAAACC 
AACCAACTGGAAAAATGGATGAAACTCAATGTAGAAGAGGGACTGTATAGCAGAACCCTGGCTGGTAGCATCAGAACACCTCCTCTGCmTCGTATT™^ 
GGATCCTATGTGGAATGTCCGCCACCnGGTTGCAGTGCTGGAAAACGATATTCACCTCAGmGTAAAGGCTGCCAAGmGTCCATTGGAATGGACAmGAAG^ 
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>ncrb3621.seq 

MCTNnNAGGCCTmCNCACGCAnMTAGTCCCATTmCTCnGCCAmGTAGCTnGCCC^^ 

CACAnGCAGCnCAACTmCTCmAGTGnCTGmGAAACTAATACnACCGAGTCAGACmGTGnCAm^ 

GGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTmGGGAGTAGAGACTCAGTGGTGGGAGAGATCCCT^^ 

>ncrb3623.seq 

TAACAGTCTGAGGTGGGAGGATTGCnAAACCCAGGAGTTCGAGGCTGCTGTGAGTTGTGATCTCACCACTGTO 
>ncrb3624.seq 

CAAGGACTGAGAGAGAAAGAAGGTCAGAAAAACACAGAGATCAAAAnCAAGAGGTTCAAATTGGAGAGATCCTATAACAAAGTACACATC^^ 
AACTACAGTAGAGTTGCAAATGACAGAGACCAAGAAATGCATATAGAmGGAAAATAAGCATGGTGATCCCAAAAAGAAGAGAGGAGAGA^^ 
GGATACACACCGAAnAAAGACAGTGAAAAmCAGAAGAAAAGATAGATCAAAGTGAAAGGAAATGAATAGAAAGGAGTCAGGCTC^^ 
CCGAGAGACGATGGGAAAAATCTAGCAGATNCTCTGAACAATCCAGAGAATNAAAGAAAAATOAGGAGCGGCGAAGAGAAAAGG 

>ncrb3625.seq 

CAArmAAAAAAmTTAATCTGTTGCTGACTCTTAATTCCTATTTCAATATGTGTTTCCTTGAAGAATTCAGGAT^ 

GGTGTGTATATATCTGAmGGGAAGAAmAAAAAACACATAGCmTTAATTTGTTTGAAACAGACTnCTGGCTGTOCAn 

AGTmATATTGTGTTTTCCACTAGTATATCTCTGTTGAmGmGTGCCTTnATTAAGTGCCATmCTAA^ 

>ncrb3626.seq 

GAGATAGAGATGATGAACGGGGTTACCGAAGGGnCGCCCTGGGAGTGGGAGCATAGATGATGACAGGGATAGGTTGCCCGAATGGTGCTOGAGGATGCTGAAGAAGAAATGGGT 

ACAmGACTCATCTGGAGCAnCGmCTCTAAAAAAAGTACAGAAAGAGCCTATTGCAGAAGAGCAGGAGATGGACnGCGGCGTGTGGACGAAGGGGAGGAGTG^ 

AGGGTAGCCATAATGAAGAGGCCAAAGAACCCGATAAGACAAATAAGAAAGAAGGAGAGAAAACAGATAGAGTAGGAGT 

>ncrb3627.seq 

AnGCACTAGAAmGAATGATACTGTTGTTGGCAmCTGmCTCmCAAGTAGnGTAAATAATCTCTT^ 
GdMTGATATGGNACCAAGnGTATAGCAGAGTAACAAAATCATGATTGGACAATGA 

>f^3628.seq 

^mTGGAAAACnTNAGTGAACAGAAGGATGGTGTCCTACTGTGGATGAGGGATGAACAAGGGGATGGCnTGATCCAATGGAGCCTGGGAGGTGTC 

SiSGGTTTTGTGAGAGTGAACACTTTCCACTTT 

TpACACCTTAT 

>ncfb3629.seq 

AilATGAGAAGCGCAACATCCACGCAGCTGCTGATCAGGTACGAGTGCnGCATATCCATnACCCACCAnGGCAAmGAAAGGACCATCCAGACCCCCAT^^ 

CMCCAGAGGGCTnGCAAAAGCTGACTACTCCCAAGGTGGNCAGCAAGCGAGGCCATATCAnAACCCCATAAAAGCAGAAGACGTGGGCTACCGGACTO 

GtCTGTCATACAGAGGAATC 

>|fjb3630.seq 

GfSAGTGGTTCTGAGCAATAACTACAGGGTGCCCATOCCACTCAAGAAGACACTTCACGTAnCTTGTATCAAATTCM 
(MCCACCTmAGGCTGCATATGGATTGCCAAGTCAGCATATGAGGAAnAAAGACATTGTTTm 

iW 

>fT^b3633.seq 

(MTCNAACCAGGATCCAGCCTTTAGTTGGnAACAGTOGTTGAnAGnGGCACTCATTnGTCACATGATTCAGGATGACTC^ 
TWGGCACnCTAAGATAATCTACAGGGNGCCCTACCTNTCGCTCATACCTGNCCTATCCAAGATCAGAACTGNAGACCGGCCCCATG 

>ncrb3636.seq 

GATGCATAGAATGAAAATGnAmAGTCTTCTCCCAAAmTCAAACATAAATATTAGGCTCCATAnAACCTACACAAACCAGCC^^ 
AATCTCTGCAAACATCATTAACTCACCCCAAAGCTGCTTCC 

>ncrt>3637.seq 

CAGTATGAATOGAGAATGCTGTGCATGnCGnAGTACCAATACCATGTGTATGTGGTAGGAGTTGTAACGAGTnCTGGATCTGW 
AACCGTATGGCAGTGnATGCCAAAAATGTATAAAGAGCAATAGTnTTGrrGGTTACTGGTGTATTTTAAAATATTGm^ 
AAGAACTATTGCCAAATATACATCCTGTAAAACTAATAAAAGCCACTCGATGnAGATAACATTnAGCAnGTGGTAGAGTAGATT^^ 
ACT 

>ncrb3638.seq 

GGCTGGAATTTATAGAGGCTACAACCACATTTGTTCACAGGAGTTTTTGGTGCGGGGTGGGAAGGATGGAAGGCCTTGGATTTATATI'GCACTTCATAGACCCGTAGGCTGCT 
GTGGGAGTCCACATGCGCCGGAAGGAGCTTCAGGTGAGGACTGGTCATGTGTGGATGCCCCTGCAACAGGGTTCCCTGTCTGTAGAGCCAGGGGTGCAAGTGCCATCCACAGTrGC 
AGTGAATGGCTTTTCCTTTTAGGTTTAAGTGCTGTCTGTGTGTAAGGCGTAGAATGTGTCCGTCTGTAAGGCGTAGAATGAGGGnGTTAATGGATGAGAAGCAAAAGGNCAGM 
TAAACACTGCGTiTCGTCCTNGTNTTATTNTATGA 

>ncrb3641.seq 

ATGTGTGT GTGTAT ATATCCTGTCCCTTGCCGCTCATTCGTGGTGCCCTGCCTCAAGTAGGGGTAAAAGAAACAAGGTGATTTCCTATAGAAGAAAGTATGTATGCCTCCTGAATATGTG 
GAGTTTAACTTTTTAnTTGAGATAATAAGTGAGTGAGAGAAAAnAGGACA 

>ncrb3646.seq 

GTACGACTCTTAGCGGTGGATCAGTCGGGTGGTGCGTGGATGAAGAAGGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACATTGATGATGGACAGTTCGAACGGACTTGGG 
GGCCCGGGTTCCTCCGGGGGGTACGGCTGTGTGAGCGTCGCTTGGN 



>ncrb3647.seq 
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ATCCTAGGTMTTCnATGCATGATACAGGTTGAGACCAGTGCCATGTACAGMGTGGGAAAMTGGCTTATGAMCTC^ 

CCCAACCTGGACAACACAGTGAGACCCAGTCTCTACTAAAATAAAATAAATAAGTGAACATTGAAAACCAATC 

CnAATTGAATCAAACATATGA 



GAACTCGGTGGTGGCCCTGCGCAGACCGACnCGCTCGTACTCGTGCGCCTCGCnCGCTTnCCTCCGCAACCATGTCTGACAAACCCGATA^ 
AGTCGAAACTGAAGAAGACAGAGACGGAAGAGAAAAATCCACTGCCnCCAAAGAAACGAnGAACAGGAGAAGCAAGCAGGCGAATCGTAA^ 
TGTACATTCCACAAGCAnGCCTTGCTATmACTTCmTAGCTGmAACmGTAAGATGCAAAG 
TGACAACGAAGGCCGCGCCTGCCTTNCCCATCTGGCTATGTATCT 

>ncrb3660.seq 

TAAATCAGTCACGGATAGCTTTCTCA GCAAT TTGATATAAATCCTCATmGCnGAACAGTTGCATAATGATCCATTCm 

GTCATGCGAATlTTGTTmGnmGTTTnACTGTCATGGAACGACAAGCCTGCTGCATCCnGT^^^ 

AGGAG 

>ncrb3663.seq 

AGAAGCAACTAATGnAGTATAAGTAACATGNAAACAnCTCCTCCGCATAAGCGTGGGTCAGAnAAGACACTGAACTGACAAnAACAGCCCAATATC^^^ 
TTATTACCCTCACTGTCAACCCAACACAGGCATGGTCAT 

>ncrb3669.seq 

GCAATCNGGCAAGAGGAAGAAATAAAGGGTNnCAAATAGGAAGAATGGAAGTCAAAnGTCTGTGmGCAGATGACATGAnGTATAnTAm 

CAAATCTCCTTAAGCTGATAAGCAGCnCAGCAAAGTCTCAGGATACAAAATCAATGTGCAAAAATCACAGGCATTCGTNTACACCAATNAT^^^ 

AACTNCCATTCACA 

>ncrb3672.seq 

QGCAAGAACAAGCGCCTTACGAAAGGCGGCAAAAAGGGAGCCAAGCAAGAAAGTGGTTGATCCATmCTAAGAAAGATTGGT^^ 

MATTGGAAAGACGCTCGTCACCAGGACCCAAGGAACCAAAAnGCATCTGATGGTCTCAAGGGTCGTGTGmGAAGTGAGTCnGCTGAmGCA^ 

/pATTGAAGCTGATTACTGAAGATGnCAGGGTNAAAACTGCCTGACTAACnNCATGGCATGGATCTTAG 

>Wb3676.seq 

GfMCAAGGCAACATCCATTGTGTAAAATGTTCAGGTATAACAACAAAGTAATAATCTCTAATAAATATATTGTCTAGGGTGAGCGT^ 

AO?CCAAGGCAGGCGGATCATnGAGGTCAGAAGTTCGATACCAGCCTGACCAACATGATGAAACCCCGTNTNTACTAAAATACAA^ 

Gi||CTCAGCTNCTCGGGAGGCTGAGGCAGGAGAATNACTNGAACCCA 

>®b3677.seq 

qigCATAATGAAnAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGM^ 
>ficrb3679.seq 

dCr^GGGTCAAGGCAGAGGCAGCAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAG 



Al^CTGGAAGACTCGCTGNAGCNnATTGTTTAGCCCCAAGCAAGAmATCTCCTCCTGCCCCGCATGTGTATGGTGGGC 
(ISTACCAAAAGAAAAGGTCTGGGGnGTCAAAT 

>M33681.seq 

amTTGTTAnAAAACCTAACACNTGGTCATATGCTAmACmATGTGmCTAAnmAmGCGTAm 
NTGTGGGGTACTTCATAAAAG 

>ncrb3683.seq 

GGCTCTCACCTGTAATCCCAACACmGGNNNGCAGAGACAGGAGGATCACTTGAGCCCAGGAGTnGAGACCAGCCTGGGCAACATAGGGAGAC 
>ncrb3684,seq 

CTGCACGCAAACAAGTTTCACAAAAGAAGCCTNCAAGAAGTACATCAAAGAnACATGAAATCAATCAAAGGGAAACTTGAA^^ 

GGGCTGCAGAAGAAATCAAGCAGATCCnGCTAAmCAAAAACTACCAGTTGmAnGGTGAAAACATGAATCCAGATGGCATGGTTGCTCT^^ 

ACCCCATATNTGATTTTCTTTAAGGATG 

>ncrb3685.seq 

TCTGTACGTGGCCATGGGCAGACACCCCAGTCCCnCACCACCACCTGCTCCCCACGCCACGACCAnTGGGTGGCTGTTTTTAAAAAGTAAAGnc™GAGG^^ 
CACTCCATCCTTGCCAAACCTNTACCGAAAAGTGGCCTTAAGCACCGGAATGCCAATTAACTAGAGACCCTCCAGCCCCCAAGGGGAGGATTTG 

>ncrb3686.seq 

CTCTGATCGCCGATCACCTCTGANACCCACCnGCTCATAAACAAAATGCCCATGTTGGTCCTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGT^^ 
AACAACCATATAATAAATCACCTCTTCCGCTGTTTTAGCTGAAGAATT 

>ncrb3687.seq 

GTTTGNGACTAGCGTGGACAACATGATGAANNCCCATCTCTAGTAAAAATACAAAAATTAGCTGGGCGTGGTGGTGCATGCCTGTAATCGGAGCTACGCAGGAG 
GCAGGAGGCGGAGGTTGCAGTGAGCCAAGATCATCCCACTGGATTCCAGGCTGGGTGACAGAGTGAGACGTTGNNCCNG 

>ncrb3692.seq 

AGCCTTCCCTOTCTAAGGGGCATGGAGCTCAGGGAGGCmAnCCATATGCACGGGAGAATCAGGCAGAATGAACCCCTACCCATCTnCnG 
TTCTGTGGnCATTAATAAATTGAAACTGCCCTCG 



>ncrb3648.seq 




>ncrb3693.seq 
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AATAMTGGATCTACCATMTATGCCACATMTGCATATAGGGGATGGGAGTGTGMTGTAMTMTGMTTTm 
ACACTTGAGGmATGGTGAAACAnCTAACTCACATGTTCTCTGGCCAACTCACAGTGATGCAnGGCTGTO 
ACGGAAGAAATGTAAGTCAAAATCCTTCATATCACCTGGATGCCACGTGCAGCTGGATTGGCCTGTAGACCACTAACC^^ 
ATCAACATTTGGTAGTTTGTTTTA 

>ncrb3695.seq 

TGTAATTCATCnCAGTTCAACANCATAGCTTCAATOCAGATGACACATTCTGCAAGGCTAATGACAC^^ 

TCGTCCTGGGAAAGCATCCAAACAGnnATTTGCTTAAAAAGAnACCGATAGGGTCATACTTnAACCT^^^ 

NAACAATGAGTAAAGGA 

>ncfb3700.seq 

AACACNAGGTCTCGCTNTGTTCCGCAGGCNGGAATGCAANGGCNCAATCATAGCTCACNGNAACnCCAACTCCNGAGCNCCAGCAGNCCN 
>ncrb3702.seq 

ACAACACTCATCTGTCAAACACCAAGGACTCTCAGCCTCCGCGCCnCAGCTGTCAGCmCTGGGGCTAACTTCTCTGCCm 
CT 

>ncrb3703.seq 

CnGCnGnAGTAAGTGGTAACTATATANCTGCGTCmCTCmAGCTTAGTNAAACmAGTCAAATraTATCTGAAGGTGGTAA 

TAmCATGAACTCAAGnAAATATTATGTGTTATGTnAAATGTATTGATTAGATGTCTGAAGCCCTmGGGAAGTAGGAAGGA^ 

GAAAATGACATACTT 

>ncrb3708.seq 

ACCAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCATTCGACAACGAAAGTCATACCGTAGAAAAGATGGCGTGTTTCmAmTG 
AAGGCGAGATGAAAGGTTCTGCCAnAGAGGACCAGNAGCAAAGGAGTGNGCAGGACnGTGGGCCCGGAnGCATCCAATGC 

>licrb3712.seq 

Gp^AATAAGAGGGACACGTNGTGCCGCCGCTGTGGCTCTAAGGGCTACCAGCnCAGAAGTCGACCTGTGGCAAATGTGGCTACCCTGGCAAGCGCAAGAGAAAGT^^ 
(|f^AAGGCTAAAAGACGAAATACCACCGGAACTGGTCGAATGAGGCACCTAAAAAnGTATACCGCAGATTCAGGCATG^ 

>Si-b3758.seq 

T||^CACCGTCTTGGCTCCTGTGGANGCCTGCTGGGAACGGGACnCTAAAAGGAACTGTGTCTGGAAGGCTGGGGGCCAAGGCCGmGGTGCTGGCTC^ 
>#b3760.seq 

dIfGTGAGTTGAGCATOCCCTmACAGATCAATAAACTGAGGCTCAGAGAGAGGCAGTAACAGTGTCTTGCCCATCTCCGTGTC 
>ncrb3765.seq 

GGTACCACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGAT^^^ 
qgJCCG 

>ifib3766.seq 

CilGCTNmAGTGGCCGGGGGTNATGATTNACCTGGCACATTGGAnCATCTTmGCnACACTTAAAT^ 
>45erb3768.seq 

;^§^AANATGAAGGTAnCAnCCCnATTCnCAGTCACCAAACACnCTTTnAAAACAT^ 

(f^mGTAAGmCCAmAGCTGTAATGGAAAAGAAGTGTCTAAACTAGATGCAGCTAATnGAAAnCCTC^ 

GNC 

>ncrb3770.seq 

GAGGCNTTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnTTTCTCmGAA^ 
TATAGTCAATNGGnACTAAGATATT 

>ncri)3772.seq 

ATAGNAAATAAGAGTAATCCTTCAGACTAANATGAAAGGAAACTAGAGAGTAACTCAAGTCCACATGAAGAAATAAAGAGGCTA^ 

TAAGGGTATTGTmATATGCAACTCTTTTmCTCCAACCTGATmAAA^ 

ACCACAAG6C 

>ncrb3776.seq 

TGCTGCnGAAGTGCTAATAATGTCAAAGACACTTAAGAAGATGAAATAATAnCAAAmCATTTTrrCC 
TAGTATGGTnGAGACAACATATGGAAAATGnCACAmGTNGATTAAGCTGGAAnATAATGAGAGCAAT 

>ncrb3782.seq 

ATAAGCAACTATnCTTATAAAGnAAACATATGATTrACGTAATGTGTGAGGAGGnCCCAGAATCATCCCTAGGTTCGATGGTTCGCTAGGAC 
GTACTCATGGCTCTATCACnACTAGAATGAAAAGACACAAAGCAGAGTCAGCAAAGGGAAAAGGTGAATGGGGCAAAATCCAGGGGAG 

>ncrb3783.seq 

AATGCCCCAACTAAATACTACCGTATGGCCCNCCATAATTACCCCCATACTCC™CACTATTCCTCATCAGCCAACTAAAAATATTAAACAGAAACT^ 

GCCCATAAAAATAAAAAAmTAACAAACCGTGAGAACCAAAATGAACGAAAATCTGnGGGnCAnCATTGCCCCCACAATCGT^^ 

CCCCCTCTATTGATCCGCACCTCCAAATATGTCATCAACAACCGACTAATCACGA 

>ncrb3784.seq 

GGGCACAGAGAACCGGAAGmAAAATGGNTAATCAAAGAATAAGAGAGCTGAACATACTGACATACTGATTCTTTGAAGAGAAACTTGGGG^^ 
AGGCTGGAGAAnGCnGAGCCTGGGAGGTGGAGGnGCAGTGAGCCAAGATCACACCACTGCGCTCCAGCGTGGGGGAGAGAGTGAGAGTCTGTCC 
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>ncrb3792.seq 

MTACMTACmCTCACCTGTAnCAGTNMCTOGGATAMnATTGCTTnGCAGGCATGCCACC^^ 
GATCGTTACCATGGACCnCCGmAnGGCAAAGATCAGAGGTGCAACTCnCCTCCTTCTAnCTGCCCATC^^ 

>ncrb3793.seq 

CCTGTAAGAATACTGACCTTCTGGAGTAATGAGTATATATCAGnAnGTAGATGATTGCmGTGAAATGTGCAM^ 
TACTG™TTAAAAGCATATTGTATTATAGAGCTAnCAGATATmAAATATAAAGATGTATTGmCCGTAAT^^ 

>ncrb3796.seq 

GAGCGGAAATGGTATCTTCTGGATATCTATACATCAATGCnGnCCATGGCAmCACATCCCTTCAGCmGCCATAAA^ 

AAACmAAATGGTGAGGGAGATAAGGATAGGGATAGCTCACAGGCAATCAATAGAAATCCAGAAACnAGGCCAGGCACAGTGGCTCACACCTC^ 

GAGGTGGGCTGATCACGAGATCGCGCCAGTACAGTGGAGCGTGGGCAACAGAGGGAGAC 

>ncrti3797.seq 

AGGGTTCTGGATATTAAAnAAAATGGCATTNnAAAGATmCTTCAAAAAGCAATCCTAAATGAAAGTGTGTAAAnATA^ 
CTGACACTGGAGGGGAGGTGTGnGTGCATTACTTGTGTTTCGAGGACGAAAGTTGTGGGA 

>ncrb3798.seq 

CATCGCTGAGTGTTAGTAAGGAAGGAGTATACATCAATGGGAACAGGGCGGATGGAAATGTAGAGGAGmCCCTATmGGTGTO^ 
GTCATCAAAATTTAAGTAATGTACAnGAAAATAAGGTTGATCAT 

>ncrb3799.seq 

AACAAGCATGATCTTGTOCTGTGATATmAAATATCCACAGTAGTCACTTTTTCCAAATGATCCTAGTAATTGCG 
TTTTTATACGGAAAAAATTGTNTTGAAAAGAGTTAGTNTGCAGGTGATAAGAGGAATTT 

>nqrb3804.seq 

f^^GGGTCGGAGGGTGCTGGGATTGCAGGCGTGAGCGACTGGGCGCGACGmTTCACnCTCnAATGCTCTGTAAACATOATGTAnTAm^ 

AffiTATTGAGTTATAATTAACATACAGTAAAAATGCTCCCATGTTGAGTAATTGGATGCCTTTTGACAAGTGTTGTGTA^ 

OglTCCAGAAGGGCTCCTTTGCAGTGAGTACTCGCTAGGAGnCCAGCGGCCGGTGACAnG 

>l#b3805.seq 

(linNCTAACTGCGGTGCGGCCATGGCTNNTGTGAAAAAGCnGTGGTGAAGGGGGGCAAAAAAAAGAAGCAAGTTCTGAAGTTCACTCTTO^ 
A'gATGGATGGTGCCAATTTTGAGCAGTTTnGGAAGAAAGGATGAAAGTGAACGG^ 

>IPb3812.seq 

^pGAANATGAATAGACAAGCCAGAGNAATGANTTAAAAAAACAGAAATTCGCAGGATnACAAGGGAnAAAGATGTGTATCA^^ 
GSmACACCTnAATGCGAATGCTCTGGGAGGCCAAGGTGGGAGGATCAmAAAGCTAGGAGTTCAAGAGCAGCGTGGTAACA^^^ 

>®b3813.seq 

>i!6%GATTCAGCCGAACAAGAAATCTCCACCAGTnCCCCGAGTGGCGAAGAAACTGGGANTGATTGCCGGCGGGAGAGGAATCACCCCAATGCTAC 

/^JrcCGTGAAGATGGAACCCAGTGCTnGTGGTTmGGGAACCAGACAGAAAAGGATATGATCTO^ 

Tfe^TTCACTNTGGATCATCCCCCAAAAGATTGGGCCTACAGCAAGGGCTTTG 

IS 

>jTefb3815.seq 

C^CTGmGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACTO 
Ci©GGnCCTCCCGGGGGTACGGCTGGCTGAGCGGGGCTGG 

>ncrb3816.seq 

CTAGTAAAAATACAAAAAnAGGGGGGTGTGGNGGNGGATGCCTGTGATCCCAGCTACTGGAGAGGGTGAGGGAGAAGAATCGCTGNAAA 
>ncrb3821.seq 

CTGAGAAATGGmAAnCATGCTCAGGAGCTGTGTGGGmCCATCCCnCCGGCTCCCTAGCGGTCACnGGAAGGGnGTCTCTCCTGCnGC^ 

TGAAGCGATGGAGCTCCTCACTGGACTCGCCTCTCTCCTCTCCTCCCCCCAGGAGGAACTTGGAAGGAGGGTAAAAAGACTAAAATGAGGGGGAACAGAGTO 

AG 

>ncrb3823.seq 

GCNGCNCTACTAACnGGCCmCTGCCGTTnGGGmCAGGATnCCTGTG™CATCTGCAAGGAATACGTAGAGGATGTGG 

TGTCACCCTOTAGTGATTGGACAGTCATCGTACCATCATATNGAGCCTTmGCAAGCTGACTGGATAnGTCATGAAATCTA^ 

AATGAAAAGAGGTGAAGAAAnGCTTCCTCAGGAGAGA 

>ncrb3829.seq 

ATTCGAGGGCGGATCCTCTGTGGCGTGGTGACCAAGGATGAAGATGGAGAGGACCAnGTCATCCGCCGAGACTATCTGCACTACATCCGCNAGTNCAACCG 
>ncrb3841.seq 

GGCGCAATAGNNATAGTACCGCAGGGAAAGAGAAAAATTATAACCGAGCATAATATAGCAAGGACTAACCCCTATACCTTGTGNATAATGA^ 
>ncrb3843.seq 

GGmCTNNGCNCGGCGCTCGGCAAGTTCTCGCANGTAGCAAAGCCTGnNAGCTTCNAGCGCCTNGATCGTGAAGCCCAATGGCGAGAANCCGGACNAGTTCGAGTCTCGGCATC 

TGCCNAGCTCmTGGAGCTGGAGATGANCTCGGNCCTCAAGGCTCAGGTCAGGGGAGCTGAATAnGCGGCAGCTANTGAAATGTGANGTTGGTGGTGGTGGGAAAGCTATCAW 

TGTnGnCCCGnCCTCAACTGAAATCnTCCAGAAAATCCAAGTCCGGCTAGTACGGGAATTGGAGAAAAAGTTCAGTGGGAAGCATGTCGTCm^ 

CGTAAGGCAACT 



>ncrb3844.seq 
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MTGGGATGGTCGGATCTCACAGGCTGAGMCTCGTTCACCTCCMGCATnCATGAAAMGCTGCTTCm^^ 
CAAAATAAAAAGTAATGACTTAGAAACTGACA 

>ncrb3845.seq 

NAGCCCAAANAAGAGGATGTGGnAATCTGTnCACCTGGTnGTCGTAAGGCCATAGnAAAAAGTACCAGCTCTGGCTGGGGT^ 
CTGTGCTGGGCATACAACCCTGTGCmCACATGTCTGAGCTATATGCTCAnAGTGAAGGTGGOT^ 
TGnGCCTGGGGCTTAAGCCACCTGCCCmGGGCAAGGTTGGGACAAAGCCATCTGGGCAGTOAGGGGCAAGGACTGTO^ 
TGCCATCACATCCCTGATACTGTGTATGCTnGAAGCACCnCCCTGAGAAGGGAAGAGGGGATCTnGGACTAG^^^ 

>ncrb3847.seq 

actganggacggcagagccctcagctgccacaggcmctaccctgtggggcatccagngatgtaagtmggtgacctactggctgcaagatgtgtattcact^ 
gacagaagccacacacattggtggcacgtctagtgatgaaatgtggaacttataganatgtanacatggaaggcaagcatgcagntcntcatg 
cagatatgttcagaaccataccaccagaggccaacattccaattccggtgaagtctgatatgg™tgatgcatgaacatcataaagaaacaga^ 
agcagccaaaacgagaagaagaagaagtgttagaccagggtatgtatgcttatttctat 

>ncrb3848.seq 

AGNAGANTAGCATGAGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGnGAGATGAAGCnCTTCATGGAGTAAAAAATGTATTT^ 
GAGCCGGGAATTAATACCAATAGAAGGGGAATGCTmAGATTAAAATGAAGGTGAGTTAAAGAGCTTAAAGTTTAGTnAAAAGnGT^ 
AAAAAGAGATTAAACCGAAGGTGATTAAAAGACCnGAAATCCATGACGCAGGGAGAAnGCGTCATnAAAGCCTAGTTAACGCATnACTAAAC^ 
TTGGGAGTGGTAGGATGAAACAATnGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGA^ 

>ncrb3850.seq 

GACTGNTNAGAmGCNANTACTGGGNTGGNCTNANTGTNGAANANCNNNAACATCGTGTTCACTGAGTCTCAGGAAGGCCCCT^^ 

>ncrb3851.seq 

TOGTCACTAAAAGNAGAAAGGACTAACAAGCnCACTTTOTGAACAAGTATmGAGAACATGCACAATAGTATGm™™ 

d^AGAAACCTGCmCAmAACCAAGCTTCTATTATGCCTTTnCTAACACAGACTTTCTTCACTGTCm 

4SGGACCCACTCTTTCATTGAAAGGTGATGAAAATGAAATAAAGAATCTCTTCACATG 

>fflD3852.seq 

GMGGCCATGGAGCGCTnGGGTCCAGGAATGGCAAGACCAGCAAGAAGATCACCATTGCTGACTGTGGACAACTCGAATAAGTTTGAGTTGTGTTn 

qgtTCTGTAGGTCAGGAGGGGAGCCCTCCACGCCATnGCTCGCAGTATCCTAGAATCm 

GQTGGAnGCAGAGnAAGrrTATGAnATGAAATAAAAACTAAATAACAAnGTCCTCGTTTGA 

>fS}3853.seq 

Q^CTGTTGGAGGAGAGTOGGGCAAGTATAGGCTCTGCCCAGATGCCATCACATCCCTGATACTGTGTATGCTnGAAGCAGCnC 

GiGTTCTTGGCTCCAGACCTGGAATCCACAAAAGCCAAACCAGCTCATTTCAACAAAGGAGCTCCGATGTGAG 

AteTGAACACCATCATGCCmATAAAGGATCCTTATOCAGGAAAAGCATGAGTGGTGGCTAACCTGACCAATAAAGTTAT^ 

>ltp)3854.seq 

C|g'4GAATGGCAGCTGCTGGGCCTAGAGTCTAGTGCAGGTACnGTGAAGGGATCAnCTTACTGAATATGTGTC^^ 
OMGACCTGAATAAGCTAAACGAGATTGAAGGCACCCTAAACAAAGCGAAAGATGAAATGAAGGTGAGCGATCnGATAG 
dfeGCTGCCATCATGGACTATAACCGAGATATCGAGGAGATCATGAAGGACATTCGCAATCTGGAGGACATCAGGAAGACCm 
A^^CCTAGTGTCmAGGGCTGGAAGGCAGCACCCGTCTGACAGGGGGGCAGnGTGAGGCCACAGAGTGCCnGACAGAAAGATOCATT^ 

>ncrb3855.seq 

AGCCCGGGAAAGGAAAACGGAnCACTTGCTGATmGTTCACGGCGGAAGCACCATGnCCGTTCCTTT^ 

TGGTGATGGTGGCAGGGCTCGmGAAGAGATGGnCCACCTCGTGGTGTGAAGAACAAACCAGAGAGGAGTCTGGTnGGCCAGAGGCCCCCTC 
CAGCCCTGTGAnGCTCTGCTGTCAAGAAGCACGmGCACCAGCTGTAnCAAGACTACAATGCATTTmAAACTAT^ 1 1 1 1 1 1 IG 

>ncrb3856.seq 

GANCTCTTAGCGGTGGATNAGTCGGGTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACACTTCGA^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCAAAAGAAG 

>ncrb3859.seq 

AGCTAAGTAAATGTTATAGTAGGTATATTGGATTCAGGGCACCTTmCCTGAAAAGCmCnGCTCTAGGGAGCTTAACAATCAAGTAGGG 
TCTCAGAGTGTGAAACACAAATCTGGAAATGATTnGCTAGTTnAAATGTCACACTATTGATCTCTAGA^ 

>ncrb3860.seq 

ATCTGGTCTACAmAAGTCmAATTNCCTTGAGnGATTTnGTATATGGTGAGAGATAGGAGTCCAGTOCATTATTCTGCATATGAATATCCA^ 
AAGGAATTCmCCCCAGTGTACGTACTTGGTATCATTGTTGATOTTAATTGGCCGTAAACATGTGGCmAmCCGGGTTCTCTA™ 
ATCnAATnCATGTAGAGCTTGTCmATACTGCmGTGGTAGCTACAATGCTCTATCACAAAGCAATACAAAGATATAGATGCACGTAC^^^ 
ATAAGTTCTGTACTATCAATCAGCAAACnTAAAAATGATTmAACTGTGAAGGmAATGTCCTGAGT^^ 

>ncrb3861.seq 

CATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCTmAGATTAAA^ 
TnAGmAAAAGTTGTAGGTGAnAAAATAATnGAAGGCGATCTmAAAAAGAGAnAAACCGAAGGTGATTAAAAGACCTTGA^ 
GCCTAGTTAACGCATTTACTAAACGCAGACGAAAATGGAAAGATTAAnGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGm 
GGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAATTAGAAGATAAAAACATACTmAGAAGAAAAAAGATAAAm 

>ncrb3863.seq 

CAAATTGGTTATTNGAAAAATAAAAAGATAGTCTGATGTGCTGnATTnTAAGATGCGTATmAAGCAnAAAAGCATAT^ 
CCGAGTACCATmATmGGTTnCATGAmGGGGCTCTGCGGTGCCAATOTATTT^ 
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MTCAGGAGACCCCTTTmGTCCmGGGATTCCCCTCTCTAAAGAGmGGGCCAGACCmATC^^ 
GAAGCACTGCCTTATGGATGTACAGCCnAGAGCTAGATTGGAAGA 

>ncrb3864.seq 

GATCAAAGGGACAAGCATCAAGCACGCAGCAATGCAGCTCAAAACGCnAGCCTAGCCACACCCCCACGGGAAACA^ 
TATACTAACCCCAGGGTTGGTCAAmCGTGCCAGCCACCGCGGTCAGACGAnAACCCAAGTGAATAGAAGCC^ 

>ncit)3866.seq 

I^TATTlTATGGTGATAAGAAnATnCACAATmcnGATGAAAACAATATGGTGAACAT^ 

CAGTACAGATAAATATAAAGCATAACATGATACAGAGGATAGGAAAATGGGACCTAGGAAACCAAnTTTGAATCTCGCGATGCAAAGM 

AAGAAAAAGGAnCGTAATAGTAGAGATACTCAGnGGCTGACGTmGTmAnCCAAATAAATGACTTm 

TGGTGTTGAGTGCTAGAATnTGTATAATGTAT 

>ncrb3867.seq 

TCGCCCGGGAACNCGCCTTGNGGCCGGGGAAANGCAAGCATTGTTCCTGCCCnCCCnTGTGACTTGAAGAACCCTGACTTTGnTCTGCAAAGGCACC^ 
TGTAGGCATAATGTGAGGAGGTGGGGAGACCACCCGACCCCCATGTCCACCATGACCCTCnCCCACGCTGACCTGTGC 

>ncrb3872.seq 

CAAGAANAAACTTCAAGTTAATGGGATGGTCGGATCTCACAGGCTGAGAACTCGTTCACCTCCAAGCAmCATGAAAM 
AAGAGTrTCACAAATCCnCAAAATAAAAAGTAATGAGTTAGAAACTG 

>ncrb3873.seq 

GACCACGCTmCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTGCTGGTTCTCCTTGCCTCGAAATGGAGCCCAACTGCTCCTGCTCGCCTG 

CCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCGTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGG 

GACAAGTGCAGCTGGTGTGGCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAm 

>ll5fb3875.seq 

/iglCCGGGANTCAGGGNACAmCTGAGCGAGGGTCTTCGATGGCTATGTGCTTCCCAAGCTGTATGTGAAGCTACAnACTGTGTGAGnGTGCAA 

AI^GATCTCGTGAAGCCCGCAAGGACCGAACACCCCCACCCCGAmAGACCTGCGGGTGCTGCCCCACGTCCCCCACCAAAGCCCATGTAAGGAGCTGAGNTCTTAA^ 

qiDAGGCTAnCTCTGGAGAAAAATAAAATGGAAATTGTACT 

>}ffb3876.seq 

GA^AGGAGGCAAATAACAnTTAAmAGGACTTTCGGAAAGATTTCATAGAGAGnGGATCTTTCAGGTCAGAATATAGAA^ 
AClGAGGGAAGGAACTGCTGGGAGGGAAGTGTGTATAAGAGTCATTTCTTnCACCAGAAAATACAGAAmCTGGTAGGCmnCTG 
dMCCTCAAGCCTATAATCCCAGCACmGGGAGGCTGAGGTGTGTGAATCACTTGAGCCCAGGAGmGAGACCAGCCTGGGCAACACAGTGCCT^^ 
AHiAGCTGGGCATGATGGTGCATGCCTATAGTGCCAGCTACTCGGAAGGCTGAGGTGGGGAGGATCACCTGAGCTGGGGAGGTCAAGGCTGnGTGAG 

MSb3877.seq 

/^ACTAGGI^GGATGAGAGGCACACATATATTGAAGGAACTGAAGGGTCTCTCTCTATGTGGATGTGGA^ 
AteCTGGTmCATATTGATCTCTGTGGCTCTCCCCnGGTCTTTGGTnTTAAAGCTTAAGACCAnCC 
T^^GGATGCAGGAAGGGACTCTGAGCTCCTGACAGAATGAAGACCACCCCTTTnGCTCTCCAGACCTAATmGACGTC 
t^CTGTCCTGAAnCTGGTTCTGGCATGCAGTGGAAGGCCCTCTGAnCTGnTCCnACCTATmAATAGTAAC™ 

>|Sb3878.seq 

rSfeGCCGGGATGGAAAAATGnAACAAATGTGGCAATTATTnGGATCTATCACCTGTCA^ 
GATGTCATCnGAGCTCTTCAmATmGACTGTGATTTATnGGAGTGGAGGCATTGTTmM 

>ncrb3879.seq 

GGGGAATCAGGGTTCGAnCCGGAAAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCGACCCGGGGAG 
>ncrb3880.seq 

AAGAATGGNACGCACCAGTCCTGGCTGCAGCTGGGCAGCAGGGGTAGGGGTAGGGAGCCTCCCCTCCCTGTATCACCCCCTCCCTACACACACACACACACACACACACAGACACA 
CACACACACACACACACT 

>ncrb3882.seq 

GCTGCGCAGTNGATCCGAGACATGnGACGTCGTCCGAGAGTCnAAAATCCTGCTGTGGCCGGATTCCAGACTCGTGGGGGAAAGGCTGnTCCAAGGCAGGAAAGGTAA^ 
CAAAGAAAGTGCCnGTACAGATGCAAACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATGCAGAGGACCATGAAAGGATCTTAATG^ 
GCCGATGAGGCCTGGCAnCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACACCCTTAGAAAACAGAAGGGACATGGAGGCAGAAGAGGAGAACCAAATAAATGAGM 
GCCTGAGAATGCTGGAGAAACTGGTCAAGAAGAGGATGATGGTnGCAGAAAATACACACATCTGTCACTAGAACTCCnCAGnGnG^ 

>ncrb3883.seq 

GCTAAAATATmGGAGAACTAGAACAGAATAACTGGAATnCCCTAACAATmAATAAAAAGTATGCTGGTGnGAn 
AACAnCAGAAGATAAGCCCAGTATATGTAAGAATCTAATAAGATAAATATAnTCAAATTAATAGGGAAATTATAGTTATTCTACAT^^ 
TGTTATGGGGAAAGGATGGATTAATTGCTACCCCATAnTAAGTATGncmmCCTTmTGTAATGGCAGTTTGTCAGTGTGAAATA^ 
AAATTAAACATGGAGACAAAAGGAAAATAGGCTGGCATTmACAGTGTCAGGGTGGGTTAGCAAAGACATGATATC^ 

>ncrb3887.seq 

GAATGTCAAGGCAAANATCCAAGNACAAGGNAAGGCATCCCTCCTGACCAGGAGAGGnGATCmGCTGGGAAACAGCTGGAAGATGGACGCACGCTGTCTGACTACAACA 
AAAGAGTCCACCCTGCACCTGGTGCTCCGTCTCAGAGGTGGGATGCAGATCTTCGTGAAGACCCTGACTGGTAAGACCATCATCCTCGAGGTGGAGCCCAGTGACACCATCGAGAAT 
GTCAAGGCAAAGATCCAAGATAAGGAAGGCATCCCTCCTGATCAGCAGAGGTTGATCmGGTGGGAAACAGCTGGAAGATGGAGGCACGCTGTCTGACTACAACATGCAG^ 
TCCACTCTGCACTTGGTCCTGCGCnGAGGGGGGGGTG 



>ncrb3888.seq 
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GGTAGGAGCCTCTCTCCCTACTGCTGCTACACMGNACCCTGAGACTGACCTGCAGGACGAMCCATGMGAGCCT^ 

GTGTTATGAATCACATGAAAGCATGGAATCmTGAACTTAATCCCTTCATTAACAGGAGAAATGCAAATACCnCATATC^ 

TCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCCACGC^^ 

GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCA 

CAATGCT 

>ncrt)3890.seq 

GATGGAGATGAACCAATGGAmCAAAATNAACACCGATGAGATTATGACnCACTCAAGTCTGTTAATGGACAAATAGAAAGCCTC^ 

AGAAACTGCAGAGACCTGAAATTCTGCCATCCTGAACTCAAGAGTGGAGAATACTGGGnGACCCTAACCAAGGATGCAAAnGGATGCTATCA^ 

GGAAACATGCATAAGTGCCAATCCmGAATGnCCACGGAAACACTGGTGGACAGATTCTAGTGCTGAGAAGAAACACGn^ 

>ncrb3891.seq 

GCAnCTTGGTGTTGGAATGGAAGAGCAATCTAmGCTCCTACTTGGAAAAGAnCTnCTAAAAATATGGAACTGATGGAAAAGAAACm^ 

AACTCCAGGAGCACATTGATGATAAGATTGCinGnACTGGAmGCTGCAAAATCCTAACTCCCCGCCCACTGGGATACCTCTAAGACAT^^^ 

GAGAAAGATAAGCTCTCAACATAAACAGTGTACTGCAGATAmAnACATATTTATTACAAAGCC 

>ncrb3893.seq 

ATCCAGTAAAACACGGTGGGCCAAAGGATGAAGAGAGGCATGTTGGAGACTTGGGCAATGTGACTGCTGACAAAGATGGTGTGGCCGATGTGTCTAnGAAG 
CTCAGGAGACCAnGCATCATTGGCCGCACACTGGTGGTCCATGAAAAAGCAGATGACTTGGGCAAAGGTGGAAATGAAGAAAGTACAAAG^^^ 
nGTGGTGTAAnGGGATCGCCCAATAAACAnCCCnGGATGTAGTCTGAGGCCCCnAACTCATCTGnATCCTGCTAGCTGTAGAAATGTATCC^^^^ 
CTTAC 

>ncit3894.seq 

CAmCATTACCTGATmCATAACCTCACTCTCTGATGACTATGTAACATTACTCTCAGTGCATGmCTC™CTA^ 
TCCATAAAAnGAAATAAATATCITTGT 

>m&b3895.seq 

d|ICAATACAGTNCACACTGTCCATGnCTTnTAnGCCAGGGCCCGTGnGAAGTGTCAAGAGAGGAATCATCA^ 
WTTTCTAAAAATAAATAATAATAAAATCCT 

4Sb3896.seq 

QftAGTGGTTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCGGATCACGAGGTCAGGAGnTGAGACCAGCCTCACCAATGTGGTG^ 

AQAAAAATOGCTGGGCATGGTGGTGCATGCCTGTAATCCCAGCTACTCGGAAGGCTGAGGCAGGAGAATCACTTGAATCCGGGAGGC^^ 

Ag|GCACTCCAGCCTGGGCAATAGAGTGGGACTGCATCT 

>lldb3900.seq 

dfGmGCTGGTGGCGTCGGAGCGGAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCnCGCCAACATGGTGGGCG^^^ 
ACJACGTGGCCGTCAAGAATCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGTTCCAGGA^ 
dOCATCCCnCTACCCATCACAACATACAAAGCAACTGCACCTGGATTmCCAAACAACT^ 
qilpAGTATAGGGGCnGCmCCTACTCCCTCCCCCCAATATAAAAATATAGACTTTT 

>llfb3902.seq 

Gi^GAGAACGGAGCGGACGCCATGGCGACGAACATCGAGCAGATTmAGGTCT^CGTGGTCAGTAAATTC^^ 

Q?SAATGGTGAAACAAATAGAGCCAnGAAGGAAACCAGGGGGGTGATGGAGCTGCCTCTGCCAGGAGTCTACCAAATGAAGAAATAGTGC^ 

(^fCmGATACAGAAGTACGATATAAGCCAGACTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACAAACAGATC 

>ncrb3903.8eq 

GGGGTTT6GAAGCTTCTGGAAGTCGTGCTGGTCTCCCAGGTGAGGCAAGCCATGGTTGCTGGGCTGTAGGGTGAGTGGCTTGCTTGGTG 
GGATGTGGGTCTCTAGTGCCnGCCCTGGCnAGCTGCAGGAGAAGATGGCTGCTTTCACTTCGCCCCAnGAGCTCTGCTCCCTCTGAGCCTGGTCnnGTCCn 
CTCCAAGATGAATGCTCATCTnGGAGGGTGCCAGGTAGAAGCTAGGGAGGGGAGTGTCTTCTCTCTCCAGGTnCACCTTCCAGTGTGCAGAAGmGAAGGG 
GTGCCTTACACATGCTTGAnCCCACGCTA 

>ncrb3907.seq 

AGAGAAACAGTACCCAAGNAAATGTGCTCAAnGCAATGGGCCACATACCTAGATCTCCAGATGTCAnTCCCCTCTC™nTTAAGTTATGn^ 
>ncrfa3908.seq 

CAATGAGnAACAGCTAAGATGGGGGAAAGnCCTGmATAGAATGCACTTAGGAAAATCAACACCTTTCATGnGTG^ 
>ncrb3910.seq 

GACCGGnCCTCTCTATCAGCCTCCnCTGAATCTCTTCATTCTGAGAGTTCTGCCCATAAAGTTAGTCTTGCAmATnCTTCTTC 

TGTGAAGAATGTAATACTTGGCCAGGCACAGTGGCTCACGCCTCTAATCCCAGCACTTCAAGAGGCGGAGGTGAGAGGATTGCTTGAGCCCAGGAGACCAGCCTGAGCA^ 
AGCAAGACCTGTCTCTAC 

>ncrb3912.seq 

TAAATGTAATACCTCCTCATGTTnCTTGTOCACAGGGNCTGAGAACATnACATTATAGATAAGNAGNACATGGGGGATAACTTC 

CTAGACTGGNCnCTACACTAAGACACCATGAAGGAGTATGNGCTCCTAmTTCCTGGCTTTGGGCTCTGCCAAACCCnCTnAGCCCnCACACATCGCAC^^ 
>ncrb3913.seq 

GTNTNNGCTATGTATCAAAmCTATTTAmGAAAACAGATGGAAGNTAmGTGAAGATAATGCCAmACTATAAAATAATA^^ 

GAAAGGAGGCTATACnGNCAGCAATGACCGGNACATAGCTNGCTACATTCACCAGCTCATCAACAGCAAGGGGAAAGGCATAGCAAGGAAACCACTGGGATCTGG^ 
>ncrb3916.seq 
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ATGGCCGGGGGAMTACACmGCTMTAnTTMTGGTATAGATCTGCTMTGMTTCTCnAAAMCAT^^^ 
GCAGCAmAAATCAGAACTCTGCCAATGCTmATCTAGAGGCGTGTTGCCATTm 

>ncrb3917.seq 

NAnCCCAAATTATCTCCnGAATATACnACAAAGGGAAAAAnATAACnAACCATGGAGAAACCCAAGAGGTACCAC^^ 
ATAATAATATCACCTTCTGCCTGATACGATATTTCCGTAGTGTATCTGCTAAAAATGCATAACCTCAGTGGAAnATA^ 
TGGCAGGTGTGAGGCTAAAGCAGGAGGGnGCTTAAGCCCAGCAGTCTAGACCAACCTGGGTACCATAGCAAGATCCCATC^ 
GCACACCTGTAGTCCCAGCCACTCAGAAGGCTGAGGGAGGAGGATCACTTGAGCCCAGAAGmGAGGCTGCAGTGATCT^^ 

>ncrb3919.seq 

GGGGCATTCCTGAAGCTGACAGCAnCGGGCCGAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCC^^ 
AGGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAnTCCTGAAnGCTATGTGTCTGGGnTCATCCATCCGACAnGAAGnGAC™ 
AAAGTGGAGCATTCAGACnGTCmCAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAAnCACCCCCAGTGAAAAAGATGAG 
GTCACAGCCGAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATGATGGAGGnTGAAGA 

>ncrb3924.seq 

GGATGAAGTGACTTGTGCCGACCTGGACACAACACCAAAAAGGCTTCTTATTCGGGTGTGAGTCTTTTCAGCAACCCGGTCGAGTACTGGGAGATACAGCCATCC^ 
TCTACGTGCGGTCTGCCAnCAAGTGGGAAACTATAAGTAAnCTCAAGAAAGGCCTCATTmATAACCTGGCAAAATGnGnAATC^^ 
TGGAAACCTAACTGCAATGTGGATGTnTACCCACATGACTTATTATGCATAAAGCCAAATTTCCAGmAAGTAATTGCCTACA^ 
GTmGAAGCmCTGnGATGnAACTGAGCTACTAGAGATATTCnATTTCACTAAATGTAAAAmGGAGTAAATATAT 

>ncrb3926.seq 

AGTCACCGACGAGTACCGAAGTGGCATGATAAACAGTATAAGAAAGCTCAmGGGCACAGCCCTAAAGGGCAACCCTniGGAGGTGCTTCTCATGCAAAAGGAATCG^ 
AAGTAGGAGnGAAGCCAAACAGCCAAATTCTGCCAnAGGAAGTGTGTAAGGGTCCAGCTGATCAAGAATGGGAAGAAAATCAGAGCCnTGTACCCAA 
AnGAGGAAAATGNATGAAGTTCTGGTTGCTGGATTTGGTCGCAAAGGTCATGCTGTTGGTGATATTCCTGGAGTCCGCmAAGGTTGTC 
TATACAAAGGCAAGAAGGAAAGACCAAGATCATAAATAnAATGGTGAAAACACT 

>{a3928.seq 

CMCNGGnNTTTTGGCCGGGGTAGNAAAAAANAAANGCACATAGNAAAAAGCATAAAAGGGCACAAAGGGATTGGCCCAATAnGAnC 
d@ATGACTCTAGCTACAATAATACACAGTATGTnAAGCAGGTTCCCnGGTTGnGGATTAAATGTAATCCACCmAGGTAn^ 

dpTTCTATTmCCnTCTCTmCAATGCACATAATACmCCTGTAmATATCATAACGTGTATAGTGTAAAATGTGM II III I GTGAATGAAAATCTAAAATCTTTGTAACTT 
TffATATGTGCTmGmCACCAAAGAA^^ 

>Egb3929.seq 

d^GGAGGTCAGAGCACGAGGTATCACAAAACTGCCTAnAGACCGTGGGCAACATGGTGAAACCCTGTCTCTACAAAAATACAGAAAAAC 

Tl^TCCCAGCTACTTGGGAGGCTGAGGTGGGAGGATTAGnGGGACCAGGAGGTGGAGGCTGGAGTGAGCGATGATCACAGGATACACTGCAGCCTGAGTGACAGAGAGAGACCC 

GtCTGAATAGAAAAACAAGAAAAACTACCTAnGmACTATGCTmCACCnGGTGACAAAATAAGCm 

WACCCCTGAACCTGA 

>&)3931.seq 

fi^TGmCTAGGGCCTGGACTGATATGCTGATGGAAGTGAGAATGAAGAATAAGGTGGGATGAAAGAGATmGACAAG^^ 

AiayTAAGCCTGmGCCATGGACAGCAATGGGGnGCTAGAAGATOGCTGTGCGGAAAAATTATGCATTTACC^^ 

qGlTCCACTGATTCAAACAACTGTGGAACAAAATTGTCAGAAAAAACAATACAGTG 

n 

>[p)3932.seq 

(McCGATAACTGAAGAATG™nGTCACGAAAACCAAAGAAAGACTGAGCAACTGTmGCGTCTAAGGAGACCAA^ 

TCATACCCTTGGGAAATG™TACAGAACA™nGGGGCAATGACAGAATCGCAGTG™mGGAA™™TAnGGAATACA^ 

ATGTATGAAAATATTTnCnAGAAAATACACACTGAAGTAnAAGGAAGTAAAGGAGCATAnGTATGCA^ 

CAAATGTGACAAAATGnGAAAATCGGTAAACCTGTAGGCCAGCTGCAGTGGGTCACGCCTGTAGTCCCAGCACTnGAGAGGCTGAGGTG 
>ncrb3933.seq 

GGNCTTNGGCCGGGAAGTGAGTGAmTTATATAGGAGGGTGGnAGAAGTGCTCACTCTGAAATCAGGTOTCTGAGmAGGTCCAGGnCACCCACT^^ 

TGGTGTTACTGGTGnAGTAAGTGGTmAGTCGTATGTGmAGCnACAnAAGGATAAAAnATTTCCCCAATAAGTC^ 

TTTGmTTATTnCAAATTAmTTGATGTATTmGAACAAAGTTAAGGGACn^^ 

>ncrb3934.seq 

CACTCCGGNCnNGGCCGGGGACGAAGTAAATnGGTCAAGTCTACTCTTCCGTTGATTCAAnATmAAGCATnGAATTATnAn 

GACTANGATnCCACTAATGTGTCTTAATCTATCCCTCCAGCTGGCAGnACTGTTTTTTTAATCCCCTGAAGnGTCCTGT^ 

AAGAAGGTAGTGGCATGGGTGGAGTGTGTGnGmCTCGAAATGTATTATGATGmAnAAAGACnCTGTAGCAAAGATGGTGGTAGnGT^ 

>ncrb3935.seq 

GGmTTCAGCTCACTTCAGGGTACCTGAAGCGAATTGGCACCAAAGCAGCAGCTGTATTGCCGCAGTTCTAGCTTCACCnCACGATGTTTCCCn 
CTCCAAGTTCGAAGCAnCAGCAAACAATGGCAAGGCAGAGCCACCAGAAACGTACACCTGAmTCATGACAAATACGGTAATGCTGTAmGCTAGTGGAGCCACm 
TACATGGACATATGTAGCAACACAAGTCGGAATAGAATGGAACCTGTCCCCTGTTGGGAGAGmCCCCAAAGGAATGGAGGAATGAGTAATGATCGCAGGTGGTC^ 
GmAAAAAACAGGTGATAATTGATGGCAAAnAAAGCACTGTGTAGCGATTAAGATATGGCATTAnGAAGAAATAAAGTAGAT 

>ncrb3936.seq 

GnAATGGAAAACAGNAnCTTCGCCGAAAACTAAATGTGACCCTTACGTACTTGAGCATGGAGATGAAGTCAAAAnGGAGAAACTGTCmTCCm 
AGCTGTGATGGCTGTGAAGGAGGGGAGGTOGAGCGCACGTTCGGGTTGATAAGAAAGATGAATGTmGTTGGTGCAAGACTA^^ 

>ncrb3940.seq 

AATATGACAnATGATAATAAACTCTCCTGGAAAAAGGCAGACATTCAGAnAGAnAGATOGTAATAACAGCAACTGTATGTGnATA^^ 
TTTAAAAGAAGAGTGGG 
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^ncrb3d41 sec| 

CCNGGGMnCGGCANnATGGCCCGGGGTCCNCNMTAAMGMNnnGCCCTGCCCTmNAGMTCnCT^ 
CmmCACTAAATGTAAAAmGGAGTAAATATATATGTCAATATnAGTAAAGCTmCT^^ 
AGCTCAmGAGATAAAGTCAAATGCCGAACACTAGCTCTGTATTAATCCCCATCAnACTGGTAAAGCCTCATnGA^ 
TCAnATTTTGAAAAAATAAATTTAAAAATACATTC 

>ncrb3942.seq 

GmGTGAmGTTCCTCATAGTGCAGTGAGTAAAAAAGAAAGAAGAAAACAAGAACATAAATAnA^^ 
GTTTGATAACAGTN 

>ncrb3943.seq 

AATGCATGCGGGGCTTAATACCTAGNATGATGGGTTGATAGGTGCAGCAAACTACCATGGCACACAnTACCTAAGTAAGAAAGGTGCAGGTGCTGCACATGT^^ 
TAAAATAAAATTTAAAACTTTACCTGACTAAACAATGTAGAmGTAGGTGATTTGCTAGGAATnCCTACTAAGGAGGG 
TTCATACTATGTAGAAAGCTTAGAnCAnCCCnGGAGGTGACAGTTGAAGmTAnAnCTOCTTGTTAATGmCACGTCnT^^^ 
AGAGTGAGAAATAAACCnGAACTCCTTTAGCACGCTCAnTCAAAAATGAAGAACTGCAGCCAAGAGAAAGGA 

>ncrb3944.seq 

TGCCCCCTCCGGANCGCAAATACTCTGTCTGGATCGGTGGCTCCATCCTG6CCTCTCTGTCCACCTTCCAGCAGATGTGGATCAGCAAACAGGAATACGATGAAG 

TTGTGCACCGCAAATGCTTCTAAAACACmCCTGCTCCTCTGTGTGTCTAGCACACAACTGTGAATGTCCTGTGGAAnATGCCTO^ 

TGACTCGTTACCTATGTGTTTTTTAATAAATCTGAAATAGGCTACTGGTNAGA 

>ncrb3945.seq 

AGmAAAAATATTTACTACCATATTGATGCTCATmTACCACAAAACAGATTGTTNTGAAGGAAmTAAAGTOGCACATm 
GnGATATAAGTCGTGATAGATNATTAGGATGnGGTNGAAAAAATNCGTGAGAGTGGATGGGCAGA 

>*icrb3947.seq 

A^GGCAACTGGCAGAAGAAGATCGGGGACATCCTTAGGCTGGTGGCCGGCCGTATCAAGAACAGGTTGTGAnGAGGGGTTGGCATGGGCGGTGTGCGT^ 
dQATGTGGAAGGGGTGTGAGGTGTGTCCTCCTTCATTAAAAGTTTTTATGTCTGGTGGC 

>inSb3948.seq 

G^NAANAAATCCAACCTCTTTATAnAAAAATGAATACAATAAGAAAAAnGCAAAAGAGACCAAAATGAACGTGTTn^ 
ytllTACTTTAGACmAAATGnGTTTGGACAGTTnGTCTTCAACTTGGACCAATTGTAGAnGnACAG 
GCATCCCAACTGTTCTGmGnGATAAATAAGCGTnGGTGTGATGTTCATTnAACnGGTAAAACCCTAGA^^ 
"nffiSAGNA 

>klb3949.seq 

AGGCAATNNATTGGCCGGGATATTGCNATGGTAAGGCNGTAGATGGACGTGAGTACmGGGCAATGGGAGATTAGnGCATTCCGAGGTCA^^ 

GCXCACCATCTCCAGCTCGCAGAATTACTGAAGmGGGGTAnGGnCCGCCAnGATACTGTTmACTAGGTGCAACT^^^ 

dSGTTTTACCAATWATAAAAGATGCAGGGTAGCGCAAAGCAATm 

GIMTGTGTGTATTTmGAAGAGAGGTGGGAGGATTCAGGAGTATAmATAAACAGGAAGCTGTACAGA^ 
dfcjACAGGnAGGAGACGTGGGn 

>l^3950.seq 

AjfQGAGGGANCTTGGGmGTGGCCTAGTGGGTGTTGATGnGAGGGGGGTAAGATCnGGGAAAACACAAGGAGACAGATGAGTGCAATC 

fAAACTCCTGCTAGACCGCAGCGAAGGGGTTnATGnCTGCGACTCTmCTGAGGGAGAATAAGGCAGAAAGTCCATATCTCAGM 
AGCTGTGAGGAAGATGGGGAGGGCAGTGAAGAGTGGGAGGGGGCTCCCAncnGGGTGnGGAGGAGTATCAGAGGGCAATCAGTCnCAAGGCTCAGG 
AAGCCTTTGTnATATGGAAGGTGnAACGGTGGTATGGGAAAGTAACGCAGGCTGGTAGAAGAAATAAAGATAAGACAC^ 

>ncrb3951.seq 

CNGGGGGNGGGAAGGGCCCTGAACATAACCNANNGNTGGGGTCNGGTGGTGNAACTGGGCGAGTAGTGGCGTGGANGTnGGACGmACTACCTACTAGTNTO^ 

GTACGCGGTTGGGGGGGAAAAGGTAGGAAAAAGTGTACCAAGGGANTCGTGTGAGTACGTAmGTTm 

AGAGCnCATGTGAATCCATATCTCAATAAAAAmCAATTAAAAAAAGGGAGAGGAGAAAAAGGGAAAACTCCT^ 

>ncrt)3953.seq 

CCATTTTCGTTTGGTTTTGCACGAAAATTGAAATGAAmAAAGGGAAATTTATTGCCATTCAn 
AGAGACATATAGGTATATTCCTGAATACAAGCCTTAnGACATTTTGGnGGTAATG 

>ncrb3955.seq 

AAnCGGCNNTTATGGGCCGGGGATAGTCTGGGACmCAAATCTTCGAAGAGCNAATCGAGGGGAAGTAGCAGGCnGCAATCnCAGGTAAAGAAGCAGCTnGA^ 

ATATCGAAAGAAGAGATGAAAAATACGAGTTGGATOGAAAGAAGTGGCnCTTGTAGCTGGGATATCmCATAGGTGTCCATCTTGGAAGATAGT^ 

GTGTGTAAAAmGAGTGTGAAAGGAAACAAAAGAGTAnGAAGAGTGAAGTAAAATAAATAmGGAATTACTAATTTGTCATTA^ 

CnmGAnTTATAGCGACAATGCTGCATATTCATAGmAATTCGTAAAGAATAATnnAATGTTAAAAGGT^^ 

TGACTAGCT 

>ncrb3957.seq 

ATGGATGAmCTGTATGAGACAGAGGGGACTTCAGTCmCCAGGGCCTTGGTGGAATTmGGCTCTGGTGTmCGCCAGAGAATAAACTTACA^^^ 

GAGAGTACTCGAGAAAGGACTGTGCTATAAGnGTACAGTnAAAAGGTGATGTAGAGGTTGTAGTAGAATGGCTnTCAGCCTGGTGACmGGAAGAAAC^^^ 

ATCGGGGGACCATGGGCAGGnGGGTAGGAGTGGGGTCGACTGATGAAAAGAGGTGmTGTAGnACATAAGAAAAATAAAmGTGAn 

>ncrb3959.seq 

TGCGGCCANmATGGCCCGGGAAAGANCTACCTGAmCATCAAGTTCGACACCTGGTAACCCTGTGTATGGTGACTGGAGGTGCTAACCCTAGGAAGAATTGGTGTGA 
AGAGAGAGGCACGCTGGATGTTnGACGTGGnCACGTGAAAGATGCCAATGGCAACAGCTrrGCCACTCGACTnCCAACAnTnGnATO 

TGnCCCCGAGGAAAGGGTATGGGCCTCACCAnGCTGAAGAGAGAGAGAAAAGACTGGCGGGCAAACAGAGGAGTGGGTGGAATGGGTCGCTGGGTGAGATGTCAGATCm^ 
GTAATTAAAAATATTGTGGCGCG 
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>ncrb3960.seq 

TGAAAAMGCNnGGATMGTCACCTAmACnCATGATAAAMCCCCTCAAAAMCTGGGTATOGM 
AGTATCATACCTGAnGGGGAAAAACTGAAAGGCTnCCnGAAGATCAAGAACATGATACCGGATGCCCCACT^ 
ATCAGATAAGAAAAAGAAATAATGnCATCCACATGGGAAAGGGAAGAAGTCAAAnATCCnGTnGC^^ 
AnAGAACTGATAAATTCAGTAAAGmCAGGATATAAAATCAAAATATAAAAATCAATAGCAm 

>ncrb3965.seq 

AGGGANANGGTTGGTGGGTGCTAGmCTCTAAGCCNTTCCAGTGCCANTCCCTCGTCGCTGCAGCGACACACCGCCTCTCG^ 
CACCCTCAAGGGCCACAACGGCTGGGTAAXCAGATCGCTACTACCCCCGCAGnCCCGGACATGATCCTCTCCGCCT^^ 
GGNATTGAGANCAACTATGGAAnCCACAGCGTGCTCTGCGGGGTCACTCCCACmGnAGTGAATGGTGGNT^^^ 
GAACCCTGCGCCTCTGGGATGTCACAACGGGCACCACCACGAGGCGAmGTGGGCCATACCAAGGATGTGCTGAAGTGTGGCC 

>ncrb3967.seq 

CAGCAAAGTNGAGGCCATGCGCTGGTTCCAGCAGAAGTATGATGGGATCATCCTTCCTGGCAAATAAAnCCCGmCTATC^ 
>ncrb3969.seq 

TACCTNTNTANTCCCCCCNNNNGGGAANANTCNAACCNnCNnOGGAAGANNCNNmCNAGCCTmGTANTGCCTCTTTCmGGGTCCCCACCTCAA^ 

GGCTCCGAGGGCCNNGAAAATAGAAAACAGGAAGTCAACCAGAACCTGATmCCCTAAGTGCCCAAATGGCAAATGAGCCACA^^^^ 

AAACTTCTTTTTAAAAAGAAGTTCACATGCTAACTGTGTACAGAAAACATCGTACTCCAGGGAAGA 

>ncrb3973.seq 

TGGGNGGGGGmGGANmGATAGCCNATTAGnCCTGTGGGTGGnGCAAAGAATTGATAmAGATGGTTmAATACCTCAGCAGATT 

nGCATGnGCmTGnATCAGCCTGAnmTGCTCAGTATATGATAGnCTGCTGATGTTnGTmnGGGCAGACATATCnCATTAAGAGT^ 

GAATACATTnNCTTCATAACCCATTTGGAATTATTCCTAATAAAATGATAAAATACGC 

>f#b3975.seq 

GpNAAATATTAGANGTGAmAATAGTGnAATCAAnTAAACCCATmAGTCCTTTTmTO 
GMAGTGGTGCTCAGnGTAGAATGTATTGTACCTmAACACCTGATGTGTACAT^ 

>lfefb3980.seq 

allGGCCNNnAATGGGCCCGGGCmCCGGGTNTGTGGNATAACCTCTCCCAGCCNNGTGGTCCmCCACAGCCCmCTGTCCCTTAAAACA 
GqACCCCATGGGAGGGGGAGTCGTCATCCCTTACACAAGAAATAGCCACmCCTmGTTGTCATTCTTGTGATCCTGGGTGGGmCTGTGGCACTC 
TiafrAGAGGTCTAmTTAAAAAATGTGTTGAAGAGGAAAAAACCATTCTCACGATGGGGCTTAAGTCAnGTCCAGGA^ 
dgeTAAAAGCACTCTAGAGCTACTTGnCACGTGGAGAGG 

>ncrb3981.seq 

GGGCGCGGTGGCGCGTGCCTGTAGTCCCAGAGTGCTGGAAnATATGGGTGAGTCACCACGCnGGCACAAAAACAATCnmGAAAAAACTGGGGT^^ 

TfllCATCTTAATCATTTTTAAGTGTATAGnTAGTAGCACTAAGTATATTGACATTGTTGTGTAAGAGAGA 

TI^CACAGTCCCTGGTAATCAATCACCAnCTAACmGmCTGTCAATTTGTCTATTmGATACCT^^^ 

^hMb3984 seq 

Ti^GCANnATGGCCCGGGGCNAGTAAGGTAGTnGGGCTCCTTAAnCAAACATCCCATGAGTATATCAAGATGAATM 
(i«9iTCCTGAAGTAGCATAGTGGGACCTGGTCTACAAmATGCACATGCACTGACAGCCnGCTGTGCCACGTGTCTCAC^^ 
G|tGGGTTTCTCTGGCCTACACCTGATTAATGGGCCCmATCTnGGTGTCCCCTAGGAGTGTCCAGTTGmTATO 
(MfccCAAAACCCTACAGAAAnCTATGTCTGTAAAAACCAACAAAGGCAnGGACTTGTGTGAATGTAC 

>ncrb3985.seq 

AGGGGAANACTAGGCCAANTAAGGCCANNNGAGGGNTGAANCTTCTTGTGGGCCACCACCCTCCTGCTCCTGAACCTCCCTGGGANNGGTGCTAnCAG 

CAGTmATAAGTTGGmCCAGCCCCCAGTGTCCTGACTTCTGTCTGCCACATGAGGGAGGGAGGCCCTGCCTGTGTGGGAGGGTGGmCTC^ 

AACTGAnAGACAAGGCGCGCCCACATCTTGGAGGGCATCTGCCTTACTGATTAAAATGTCAATGTAATC 

>ncrb3986.seq 

ANNCCGGGTGTGGTGGCCGTGTGTCTGTAGTCCCAGCCnCTAGGGAGACTGAGGCATGAGAATCGCnGAACCCGGGGAGGCAGAGGnGCAGTGAGCTGAGA™^ 
CACTCCAGCCCTGGGCAACAGAGTGAGACCCTGCC 

>ncrb3987.seq 

ANTTATCTCTTTAATCI i I i I i I ATTATTAAAAGCAAGTTTCTTTGTATTCCTCACCCTAGAmGTATAAATGCCTTTTTGTCCATCCCI 1 11 1 1 GTTTGTTGTTTTTGTTGAAAACAAACTG 

GAAACTTGTnCTTmnGTATAAATGAGAGATTGCAAATGTAGTGTATCACTGAGTCAniGCAGT^^ 

GTGTGTGnTTGACACAAAAACAATGCAAGCATGTGTCAT 

>ncrb3988.seq 

TGGCCNGGGTGANGTGGATGGCTTCCTTGTGGGTGGTGCTTCCCTCAAGCCCGAATTCGTGGACATGATCAATGCCAAACAATGAGGCCCATCCATCnCCCTACCCnCCTGC 

GCCAGGGACTAAGCAGCCCAGAAGGCCAGTAACTGCCCnTGCCTGCATATGCTTCTGATGGTGTCATCTGCTCCTTCCTGTGGCCTCATCCAAACTGTATCnCCTn^ 

TCTOACCCTGTAATGGTTGGGAGCAGGCCAATCCCnCTCCACnAGTATAATGGnGGAACTAAACGTGACCAAGGTGGCnCTCCnGGCTGAGAGATGGAAGGCGTGGTGG 

>ncrb3989.seq 

TNCCCCCTGGGAACACTCCGGCCNNCNNNNGGCCCGNGGTNTGTGGGTTTmGTTTTTGTTTTGCTTCTGAGAAAGCNm 
AACCAGAATGGGACTGGTGATTTACCCGATGTATnAATGTAAGTAAAAAAAGGAAAAAAAGAAAAGGGG 

>ncrb3990.seq 

AAGAmACAGAmACAAAAGAAGCTCTGTCGAAAGAGATGTATAAATCAATOCTCTGTAAAnGCCCACAGAnCAGAGTTGGCTCCTAGGAGCTGAT 
GATATnGAAAAAAGAGGGTCTGCAATGACCTGACAGTGTAAAGAAAACCTCCCATCmATGTAGCTGACAGGGACTTCGGGCAGAGGAGAACATAACTGA^ 
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TGCCTCCAGCTGCCTGACAMTMGTCAGCAGCTTATACCCACAGMGCCAGTGCCAGnGATGCTGAMGMTCAGGCA^ 
AGGACATACTCCCCAAmAGTCTAGACACAATnCAmCCAGCATTmATAAACTACCAAAnA 

>ncrb3991.seq 

AANTTAAGGGCNAGAnCnGCCNAGAGTAATTAATGTGCGTATTGAGCACAnAAGCACCTCTAAGAGCCCGAGATAGCnCCTGAA^ 

GAAGCCAAAGAGAAAGGTACCCTGGGnCAACTAAAGCGGCAGCCTGCTCCAGCCAGAGAAGCACACmGT^^ 

TGAATTCATGGCATAATAGGTGTT 

>ncrb3992.seq 

GCAAGTAAGGTAGTTTGGGCNCCnAATTCCAAACNTCCCATGAGTATATCAAGATGAATAAGGACCAAGGGACCTCTGNGAC^ 
TAGGNGNGACCTGGTCTACAATTTATGCAChrrGCACTGACAGCCnGCTGTGCCAC 

>ncrb3993.seq 

AAGGTGATGGACTCAAmGAGCCnAAACTTGTAGTOTCCTAnATATTGTAAACTAATACATTGTCTAGCATTGAnTGGn 
GAGATCTTAATTAAACCAGATTTTGC 

>ncrt33995.seq 

GTAANATNTAmCTTATGTATAAAGGAAGTAAATTCAGAAACATTCTAAAATTGGCmGAAACCCGmCTAGGCAGnGAn 

TTAAGATAGTAAAAGGAGCACTGGACTAGGAGTGAGAAGACCTGACTTGTAGCCCAAAGTCTCCCTTCTGAAnAGCTGGGAGACCnC^^^ 

CACATTAnCATAACACTCAAAACAGATTAGGGATTACTCTACGATACTTGTTTATTTTCTCTGAGGTCCCT 

>ncrb3996.seq 

TAAAGGGGANCCNAAAmGGGTAAACGCNAAGGGTTTTTTGNCGNAANTAGCCATTGCGTmAGCGCNAATAAAAT^ 
GTCAGGAAATCCCAAATAACAGTGAGAAGAGAGAAGTCTTATATTGnCCCTnTAmnGGCCTATnTATGTATCCCATTCACAA 
GCTAAGTCACATGAnTAAAGAAATAnAATAmiAAGATATACAAGAmGTAAnnGCTAACTAGGGTAnACGTCCTAAGGAGCA 
TpTGTAGGATTTTCTGTAGGCCA 

>fp3997.seq 

CpNTCTTAAANTCCCCCnGTAAANmAACTTGTOGTCCCNAAAGAGNGAANAGGCTGTnGGACACTTAGGAAAAAAACGCnG^^^ 

(^^CCTAAAAGCAGCCCACCAATTAAGAAAGCGnCAAGCCTCAACACCCACTACCCTAAAAAATCCCAAACATATAACCTGAACTCCTCACAGC 

C^^TAGAAGAACTAATGTTAGTATAAGTAACATGAAAACAnCTCCTCCGCATAAGCC 

>&3998.seq 

Gg^CAGAGGACGAATAAGCACCTGCnCCCGCAGGNATmAAAAATAAAGnCCGGAGAAGCAAAAACTGTTCCAGGAGGATGATC 

TglTGCCGTCCTGTATAGAGCCACCATGATTCTOCAGTTGGTGGAACAGCATATGCCATATATGAGCTGGCTGTGGCTTCAmCCCAAGAAGCAGGAGT^^ 

C^TGGCnGGTTCAGnTGATTGAGGTGTCTATGGACGAGTAATGTGATAAATAACCGAGCTGTTCTTTGGGGATGAATAm 



>pD3999.seq 

T#3W^TACNNTTACTACTAGTmCTANT^ 

TteGTOmGGAGTATTACAGTAATAGCAATGCTGGAnAAAAACnGCAAnGAAGAAGAGA^ 

>|g)4000.seq 

Gl^NNCCCCCGGCGGGGCCGTnGGTnCGGmGGCCCTGACTGGGATTAGTGnGACGATCGAAATGGGAGTCCCCAAGTmACAG 

AfgGAAGTGGTGAAAGAGCATCAGAnCCTGAAmGACAACTTGTACCTGGAW 

^^UAATCmACTGATATTmCACTACCTGGAGGTGTTGTnCGCATOnAAACCCAGG^ 

>ncrb4001.seq 

TATGGACTCAGACAGTTCCCCCAGCAGCAGCTCCACCTACTGTNACCAAATGATGAGGGGCCGGAATATGACACAGGGGGGGTGCAAACGAnGA^ 
>ncrb4002.seq 

TAGAANTCnAGTTNAACGTnAAAmGCCCACAGAAGCCCTCTAAATCCCCnGTAAAmAACTGTTAGTCCA^ 
>ncrb4003.seq 

ACGCCGGGAANIsrrGGGCCAmATGGCCCGGGGGGAAGCAGGGTGAGCCGCGGCTCATCmCGTGCTGTAGGAGATGGTCnCAGGAGTGTGAGAGTTCTAG 
TATnGCTAGGTGGCACATmGGTACCTAAAACATmCCCTAAGAAGTAGGAAACCACCCGTCGAAGACCCCGTGCCTCCCTC^ 

>ncrb4004.seq 

NTTNCCCCCGGGGAATCTCCGGCGNNNTNTNGGCCGGGGGGCNTCNTTGCGGGGANCGmGTCCTGCNGGCNCTTCNGAANNGGTCCNAGCCGTTTGACC™CCC 
GCTnCCCTACAAmGNAGCCGTCTAACNAAACGTAGGCTGTGCCGAACCCCCTGGTAATAGAAnGTnACCCTnATACCCAAGAAGGTTGGGm 
TGTGTGGCCAGGCAGAGTTCGAGGGGTTGGTGCTGTAAGACGTAAAGnGTTATGAGAnGTCCAAAACAAAGAAAGATGTCAGCAGGGCCTATGGTGGT^ 
GTTCGTGACAGGATCAAGCGTGCTnCCTTATCGAGGAGCAGAAAATCGnGTGAAAGTGnGAAGGCACAAGCACAGAGTCAGAAAGCTAAATAA^ 

>ncrb4006.seq 

TAACTGGNGCCCCGGGANACCGGCCANNTANGGCCCGGGGNCTGAAATCTATAGCCCCTOCTCAATCTATAGCCCCmTTCAAATITrGCCACnGTTTGAC™^ 
AAAATAGAACAAAAATGGTTmmCCGGTCTAGGATCCAGTCAAGGATGATGCAnGCCTnAGnGTCTTGTCTTTAATCTCCmAGCTGAGM 
TCAGGACATTGACATTTOGGAGAACAGGCCATTCATTTTGTAGAATGTTCCmGTTTGGGTCTGTCTGATGTmCTGTOGATTCATA™ 
ATGATGTCATATCCTACTCAGTGGTGATTTAAC 

>ncrb4007.seq 

AATGCNAAGGAAGGCTAAGAANCCnGATAAAAGGmGNAGGAAACCTACCTAACCTAGAATAACCNAGTnAGAGAAGAAGCNTAAAT 
TGAGAAACCmGTGAAACATACCCCAAGTATCAATGGCCCAAATCAAGCCAGAAGAAAGGATATCAGAGATTGAAGATCAACGn^ 

>ncrb4008.seq 
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TCGGCCTTTANTGGCCCGGGNTGAGAMNGANTnCGGCCCnGCCGMCAMGCTGGMTGATGCATMTANTACANCTGGTC^^ 
ACCTCTCAnAGAAGGGCTAACAAAnNTAAGTGCCACAGGTTTTAAGGATTCTGCAG 

>ncrb4009.seq 

NGGGCCAAGTTITTAAATTTTTTTGTAGAGAAGAGGTCTCCCTATGTTGCCCnGC^^^ 

ACTmATTAnGTTnCTGAGGCAATCGTACnnCAGGTGTCTCGATATCGTGGC 

GTAGCATTGGGAGGGGGGGGTCATCTCTAC 

^ncrb4011 S6Q 

TNGGGGTGTGGCTGCCAAGNAACCTGCTGGAGGCATAAGATGGTACAAATCCAAGmGCTGACCTCTCTGAGGCTGCCAACCGGA^ 
AGTCCACTGAGTACCGGAGACAGGTGCAGNCCCTCACCTGTGAAGTGGNTGCCCTTAAAGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAG^ 
AAGCTGCTAACTACCAAGACACTAnGGCCGCCTGCANGATGAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCnCGTGAATACCM 
TGACATTGAGAnGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAmCTCTGCCTCTTCCA^^ 

>ncrb4014.seq 

GCmTCNTCNTTCCGTAAATGGGGANCAATAAGAGTACCCnCGTAATAGGGCAGTTGTGAGGAGTAAGTAAGATGTTACAGGATGAGTACC^ 
AGCTC™™CAGGCTACAGGAAAGAACmTAGGAA™GTTGCAGCAATTCATGGCAACTAGAACTATGTCCGATrGAGCTGTCA^^ 
GTmAnTTAnCmCTGAAAAGAAAATCTAAGGGGGAGmACCCAGTCTGTATGGGAGGCATGCAGATGAATTCAGm^ 
ACTGCTGAGAAAAAAATAGTACTTTAAAGTATACATGGGTTGGCCAGGGGGGGTGGCTAACGC 

>ncrb4015.seq 

GGCGACACCCCTGATNAGGTACGACTGCTGTGGACAGACCCACNAAATGTGGGCTGGCGGGACAAGACCTCCTATCGCTGGCAGCnCTGCACCGGCCTCAAGTOGCTACAn^ 

GGTGAAGCTCTATGAGGGACCCCAGCTTGTGGCGGATTCTGGGGTGATCAnGACACATCCATGCGAGGGGGGCGTCnGGTGTAnCTGCTTCTCCCAAGA^ 

CAATCTCCAGTATCGATGGAATGACACAGTGCGTGAGGACTTTGAGCCATTCCGGAGGCAGCTGCTCCAGGGAAGGGTGTGA 

>pcrb4019.seq 

hi#GGGCCCGGGCAGCCGCATTCCCTGCCAGGGGCnTCTCCCTCCCTCTGTCnnGGAGAAACCAGGGCTCTTCTGAGGGGCCTGTAGGGACGTGCGGAGGGTGmC^ 
QgGGCCCAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCmCCTCACAm 
QSncnCACCCTCCCCTmnCTTCTATTAATCAAGAGAAACTTCAAAGnAATGGGGATGGGTCGGATCT^^ 
C||TTC™TTAATCATACAAACTCTGACCATGATGTGAAAGAAGnTCACAAATC 

>ff|}4021,seq 

I^TNCCCCCGGGGACACTCGGCCNNNTNTNGGCCCGGGGANNTnANTGCNAGTTGTACCAATmAmTTTTCTGCAAGAANAAAGTGT^^ 
rgrrTGAAAAATAAATCmATTTTGAAACCTTOTAAAAAGCCAATG^^^ 

(ligAGGAGTACAGTGCTCnGTTGATCTTGTATTCAGTCAGGnAAAACAACGGACAATAAAAGAATGAACNCCAT 
>hcrt)4022.seq 

(SbNAGGANATTCCCCCTCTGTTCCTCTGnCCTCTCTTCTCCTGCCCCCTAGCAACCCAGTGGTGTmCTGTC^ 

m 

ni 

>c|a)4023.seq 

A@(iGGGCCTGCCAGAAACCNAAATCAAGCCACATCCCnGCCTAAAmCAAAAACCTACCCAGTTCmAmGGGTGAAAAC 

AfgGGTGAGGATGGTGTGACCCCCATATATGATmCTnAAGGATGGmAGAAATGGAAAAATGnA^ 

aiSTGTCATCCACACAACACCAGGACTTAAGACAAATGGGACCTGATGTCATCTTGAGCTCTTCAmATTnGACTGTGAm 

aMtgtcatg 

>ncrb4025.seq 

TGGACCGGGATACAAGGAGGAGAAAATAAGCAACCCAGTCATAACAGAGGAATOTATAGGAGTCTGCATCAAnCAncnAAGGTTGCC^^^^ 

TGmCACCCAnGTCTGTGTTTAGTCCTTGTTCACCACTAGGGCAAGGAAnCnAACTAGGCCTCTGTnACCAACnCTCmCTCC 

CncmTATAATGCTAGTATATTCTCAAAATTGCAAAGCTGTGAGAATAnAAAATAATCATGGCTAATGnCCAATAATG^ 

>ncrb4027.seq 

GTAGCAmGGGGACGGTCTCAGCTCTCGGCGCACGGCCCAGCTTCCTTCAAAATGTCTACTGTTCACGAAATCCTGTGCAAGCTCAGCTTGGAG 
TGCATATGGGTCTGTCAAAGCCTATACTAACmGATGCTGAGCGGGATGCnTGAAGATTGAAACAGCCATCAAGACCAAAGGTGTGGATGAGGT^^ 
ACCGCAGCAATGCACAGAGACAGGATATTGCCnCGCCTACCAGAGAAGGACCAAAAAGGAACnGCATCAGCACTGAAGTCAGCCTTATGTGGCCACCTGGAGACGGTGAT^ 
GCCTAnGAAGACACCTGCTCAGTATGACGCTTCTGAGCTAAAAGCTTCCATGAAGGGGCTGGGAACCGACGAGGACTCTCTCAnG^ 

>ncrb4030.seq 

GGAGTGmGCGGTGGATAGTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACnCGAACGCACTTG 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCN 

>ncrb4031.seq 

AATGGGCCGGGANGGGANGmCCTGTCTTGCACCCAAATTATCTTGATACATTCAAATnGTCTGGTTAAAAAATAGGTGGTAGATATTGA^ 

CnCATGCACnAAAGAAGTATTmAGAATAAGAAmGCATACmCCTAGTGAAACTmCTAGAAmTnT^ 

TAATAAGCTACTAGCAAAATAAAACATAGCANATGAG 

>ncrb4032.seq 

GGGGAAAAATCATATATAACTTAGTGCTAGCTAGCGCCACAGACTCTAGTAGATAATAmTCATCATAATGGCTGGTGAAACCATATAATCACAGAAAAACAnG 
AGTTCGCAGGACTGAGGGTACTGTTGAGGGTGnGnAATGAAGATnAATTTTTAAA^ 

mACAAGTCAAACAATGnGGAAGTGGTTmAGGnCTAGATCGGTCCACGAAAGTTAGCCCATATGTATATCnGAATA^ 



>ncrb4035.seq 
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GGGMCCGCCTCnCCGTMTTCGCCAAMTGACGMCACAMGGGAMGAGGAGAGGCACCCGATATATGTTCTCTA^ 
TATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGTTCAAAAAGGAATGCCCCACAAG^^^ 
ATG 

^ncrt)4037 S6C| 

GGGGCTCCTGTGGCAAATTCCCGGAnAAAAGGnCCGTGGnGTGAAAATACATGAGATAAATCATGM 
GTTTCAACAGAGAGGCTOTTTGACTlTATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGGGAm 
TGTCAATGCCATCTTCGAGTGGTCCAGTGTTCTGAmGGGTCTGGACAAAGTGCCAAAGGATCnCCCCC^^^ 
AGATGGAGACTTTAAGAACCTGAAGAACCTTCACGCATTGATTCnGTCAAC 

>ncrb4039.seq 

CCCTGGGAATNTCGGCCNmAnNGGCCCGGGGGACCGCTTGGAnACNAAGCNTGGGCAGCCTCAGGCCAGCAGAAGnGCAGGAAGANCAAAGGAAGCAGGAAAATGC 
AACCCAAAGGGGCnCACTGAAGAGCCCACnCCAAGTCAATAAAAAGCAACTCCTGCCTCCCTTCCTC 

>ncrb4041.seq 

GAATTAAAGTAACTTTCTGAATGTGCATTTCCTGTGTGTGGAGAGATAAAAAGAGAATACGTmCACTAACTTCCTGTTC 

nGGAAAATCTGAAAGTTAAGGAACTGACTAAAGAAGAGCTCAAGAAGGAGAAAGAGAAAGCTGAGTCAAGGAAGGAAAGTAAGM 

GTCCGAAAGGATAAGAAAATTGCTGATGCAGACCTATCCAGGAAGGAGTCTCCTAAGGGTAAAAAGGACAGAGAAAAAGAGAAAGNGGNGCTANA 

>ncrb4044.seq 

TGGGmCCCTANTCCCCCNTmGGGACNACCTACCAGGAAATNmTCTTAANTACTGmGGmAAATGGCNTATTGnGA 
AAGGGTTCAAACTTTAAATGTAnATTACCCCTGAAAAACCCCATGGCATTnGTGCCT 

>ncrb4045.seq 

CAATTTATTGGCCNGGGCACNAGGCAAAGAAGANGCCTGCCAATAACTATGCCCCGAGGGCACCTACACCCAnGGCAAGGAGATCAnGACCTCGTGnGGACCGAA^^ 
TGGCCGACCAGTGCAGGGGTCTCCAGGGCnCTTGGTmCCACAGCTTTGGTGGGGGAACTGGnCTGGGnCACGTCGCTGCTCATGGAACGTCTCTCAGTTGAnATGGCA^ 
AiSFf^CCAAGCTGGAGTTCTCTATTOCCCGGCGCCCCAGGmCCACAGCTGTAGnGAGCCCTACAACTCCATCCTCACCACCCACACCACCCTGGAGCACTC^ 
qgAGACAATGAGGCGATCTATGACATCTGTCGTAGAAACCTGGATAnGAGCGTCCAACCTATACTAACCTGAATA 

>f^4047.seq 

Ai^GATGTCTCNAANnGGTGGTAnGGTACCTGTTCCTGnGGCCGGAGTGGAGNGTGGTGTTCTCAAACCCCGGTAnGGTGGTCACCCTTTGCTCCAGTCAACG™ 
A.eP.AAAATCTGTCGAAATGCACCCATGAAGCmGAGTGAAGCTCnGCTGGGGACAATGTGGGCnCAATGTCAAGAATGTG^^ 
TBACAGGAAAAATGAGCCACCAATGGAAGCAGGTGGCnCAGTGCTCAGGTGAnATCCTGAACCATCCAGGCCAAATAAGCGCCGGCTATGCC 
TOfCAnGGATGCAAGTTTGCTGAGCTGAAGGAAAAGAnGATCGGGGnCTGGTAAAAAGCCTGGAAGA 

>0Qit)4O48.seq 

AXItrTANGGCTCnATGGACTCGGGGAATCCAGATnGCAACTGTAACATGTATAATATCTCTTCCTTTACAACTGTCCCACAGAA^^ 

CmCTGAGCTACCACCAGACGGAGGTCAGAGCCTATAGCGTGTCAGGGAATAmGCACmAAGCTAAAAAmAAGGGnGnATCCAACAACC 

TpATGCTTCTTAGAAAGAAGAAATCAACT 

>!iM)4053.seq 

Tt^TTAAGTAANTNGANTGTOCCAACNNGGGGTANmACTCCTAGTTCNAGANNTCAGGTAATGCCnCCTGCAGGAAGTGAAGTn^^^ 
>ii^055.seq 

AifWiAACCCNAGTAAANCNTACCCCNTmANCCNNTCNNnGGGANNAAGTAGCNCTCCCCGTACnANTACmCNACCAACAM 
if^CNTAAATTGGAAAAACNAAAAATACCTCAAAAATGGGGCCCCATAAT 

^ncrb4056 seq 

TACCCCCGGGAANCTCGGCCAAnNGGGCCGGGANNTGCCCCNCnGGANNNTCGGTGGTGCTGANCNGGAAlTCmGTGGACATTGGCGCCAGTC^^ 
CAATCTAAATTAAAAAAGAAAGAAAmGAAAAAACTTTCTCTnGCCAmCTTCncnCT^^ 

GCAAAAGAGAAAAAGAAGGAnGATCAGAGCAnGTGCAATACAGmCATTAACTCCnCCCCCGCTCCCCCAAAAAmGAAT^^ 

TGTCAACCCmGTAAGAAAACCAAAATAAAAATTGAAAAATAAAAAGCATAAACATTTGCACCACTTGTGGC^ 

AGGTTTAAACTACCTC 

>ncrb4057.seq 

AAAACCmGCCCNNAAACnCCANNGNGCCACCTONTGAANANTGGCCNNTGCTTCAAACCNNNCCTTCCNAGACAGGGCCCCTTCCCCTTGGTCTTCCNANGGGC^ 

CCGAGGGTNTCCCCAAGGGGGCmGGGAAGANCTnCCGnCTTGGGTAAAACAAnTCCCnGGCAGCCCNTCCCCCTTCCCCCTTGGGGGGANCGCNCAAAGGGA^ 

GGCCCACCACCCCCGAGGGAAAGGGGAAAAAGCCGGGCAGCCCCCCGTmGGGGGAACGnGAAACCGTmAATAAATT^ 

TATTGHATAAATAAAAC 

>ncrb4059.seq 

GAGGGCCGNAGCACNAGGTACCGTGGGCCGGGCCGGATCGTGGTGGCTGCGCTTGCGAAGGACCCTGAGGTAGAnGGGTGGTTTCAACAGGAACCGCCATCCACTGTCTGAGAG 

TnAAACnGATmGTGAGGGGAGGAACAGCGTGACAATTAAAGAAGATCTGGGAATCAAAAGCTTGGTGAGGCCTTCACCAGAAGCAGATGCTGGTGCCCGTGCnGT^^ 

CAGAACTCAGAGCAACTGGGAACCTAATTCTGACCAACAAGGAGGAAnGmGGCTAAmGGGAAGTGACAGAAACCnGGGAGAAAGCAACCG 

AAGAAGAGAAGA 

>ncrb4061 .seq 

ACCCnCGGTnCGnCNNCAGGCCCNAAANNAAGANCTCNGGGGTTGGAGGANCGCmCCCGCCCNCGGANGGANNGGGTANTTGGTCCGGGGGTGANTAGTCCCmGCm 

CCGGAAAAGGGCCGAAGCCTGAGCCAnTANTGGGGmAGGGTGAGGGAAACCCTCGCCCTCmCTAnACCGGTACCGCCGCCGAATGGGGTGGnCGCGTGATGCCAnG^ 

CnACACCGTTTCACACACCGGGACCAGANCGCCTTGCnTAGnGACCGCATGAAGACCGGTCCGGTCTmGCGGAANAAAGTGGNTTAAAAGCTGACTTGTGGGCCGAGA^ 

GTGGCAGCCTAATGAGCTAGGGCTAGACGCnCGACCAGCACGCCAAGTGAnCTGAAGATGTGTAATTCTGTCAAGGGGAGAGGGCTCCAACAGGTGnGATCGGCTGTO 

AAGAGAAGCAAGGAAGGAAGTCTTGCTTTTCT 



>ncrb4063.seq 
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TGGCTCGGGATGMCAMCCTGAGAMCAGCTAMCCAAMGACAGAGCTACTMnCTAMGCCSACMCT^^ 

CAAAAAGCCAAAAACAATGCGTAGAGTGAGAAAACCAAAGACGACACCMCTCCCCGCAAGATGACATCAAC^^ 

CAAACCACCACCAGACCTAACCAAACTCCAAACTCCAAACTAGTTGAAGTAAATCCAAAGAGTGAAGATGCAGGTGGTGCTC 

TGTTCATGCCTGAAG™CTCCCGACATGGATTACnACCGAGAGTACCCAATCAAGGCATTATCATCAATCCCATGCm^ 

GGACTGACTACTTTGCGCAATG 

>ncrb4065.seq 

TGGNTNGGGGGTCmAACAACTCTGTCCCnNGCTCCTGGGACTTCTCATCTAGTAGGGAAGCCAGCCCTTGAACAA 

CTACTAAAAATACAAAAAAAnAGCTGGGCGTAGTGGCGGGCACCTATAATCCCAGCTACTCNGGAGGCTGAGGCGGANAATTGCTTGA^ 

CAAGATCGCGCCACTGCNGTCCANCCTGGGCAACAGAGCGAGACTCCGTCTCAAAAATAAATAAATAAATAANTAAAT^^ 

>ncrb4067.seq 

TATNTANTGGGCCCGGGGCmCAAGCAAACNAGCGANCGCCAAGATGGCAGCCCCCCACGGGCCTCGGGAGTAAAAGTCCCTCGCAAnTCCCGACTGTT 

GAAGGCCAGAAAGGAGTAGGAGATGGCACAGmGCTGGGGTGTAGAAGATGACGAAGACATGACACTTAGAAGATGGAGAGGGATGATAATTGGGCGTGCAAGAA 

AACCGMTATACAGCCnAAAATAGAATGTGGACCTAAATACCCAGAAGCACCCCCCTnGTAAGATrTGT 

>ncrb4068.seq 

GGAGGAGGAAGAGTGATGAGTTCTCTAATNACnGGTTGGAmGCCnAGAGTTATCGGGAGTTGCCnCTGTAAGTGCCCCTACTATCAAGGnTCATGGAAM 

AGAACTTCGTGAGAAGGACAAGAGACAAAGAAGTGGGGGAGGCCCTCGTATCGATAGCTGAGAGGGTTTAnCmGTGGnCTGCTGTCAGAGCCmG 

GAGCAACCCCAGCTAGACAGAACTTTGTAGATTnGGGGGGmAAAAGGCCTCAAGCAAAnCTAAAACmCTTTGAACCCC^^^ 

>ncrb4072.seq 

ANANTAGCCTGGCGGGCCCCGCAAGTACAGCCCCTGGGTACAACCACCCGAGGTGGGAAGANCAAGTGGATCTGGCTGAAGTGAACGGGGCCGCCTTCTGCTCCAGCTGCATCACA 
GTGATGGCCAAGCTGCATCAGCCGCACTCTCCTGGACGCCCATATAGCmAAGATCGGGGGAGGGTAAATAATGCAAAAATTGCACAGTGGAAGAAGGGGTGTCACAAA^ 
CGATCCTGTAGTATAGGTAATGGGAGTTGGGGGAAGCAGCTTCCATTCTGGATGmGGAACCCmAGCTTTGTTTTGGAATGGGCCACG^^ 
Tp/W\GGCCAGCTCTCGGCAGCCGCTGTGGTnCAGCGCTGCTGCTCTGTGCCATTCANGnGTGCACATTGmTTCnCTC^ 

>frcib4074.seq 

/^GAGGTGTGTNTGGATAGGGGGGAAGGAAGAAGGGGAACCAGCAGACTGGCAGGmACCGCTCATGTGCACATGAAGnGCGACTTnGTAAGnACM 
CfMmGATATGGTTGAACnACTGGGTGTCTGGAGGAAGGTCAGCCTCnAGCTACACAGAGAGTTGGTGAGAGACACGAAGCAGGCCAGAGTO 
C®GACAGGGCCATGCTTCGCACACACAGAGCTCTGAGACCTGCAGCTCTGACAAGAGATGTCCnTAAAGAGTCTCCACmCCGGAGCTCCAA^ 
TpiGGTAAGGATGAGGGGGGAAAGTGAGA 

>n6fb4076.seq 

CilGGGGCGANGGTTTAAAAAANNnCNAAACTGCCTGCCAGGGGTAANTmAAANNTGGTANTAAAAAATAI^^ 

Aj^VSTAGATCACCAACCATTACCAAATTCAAnTCAGTGCCATGCCmAGGGTGTTAAGCNCTGAGATTC^ 

GiSMGATGTCAAGGACTGGACGTATmGnGCCTAAAAAAAAAAAGGGTGmGTAGGC 

>ibSI>4077.seq 

TiSS^CCGGGGAACNAGCCACNAGGAANTAAAGTTAGTGAAGAAfWGAGGGTGGGTC^^ 

d(KTACAGAGGAAAGGATCCAGAAACTAGAGnCATGnGGATAAGCTACAGAATGAAATTGTCAGGAGTTGGAACACAATAAn^ 

AiSGAAAAAATCACTTCTnCTGCTGCCTOGCTAAATCAGGTGAAAGGCTACAAGCTCTAACACTTCTOTGATT^^ 

QSTCTTTAGACCAGCACT 

>fefc4079.seq 

TlllGCCNmATGGCCCGGGATCAmCGGAAATGACCCTCATGGATGGAGATACAnGGATmAACmGAC 
ACACATAGCTGGGTGTCAGGCTGAGGGnAGTGAGGAGGTAAGnCACGCCAATATCAAAAGACCTmGAAAAATAGAACTT^ 
ACATCmGATGTCAACTGACTGTCCCnGCAGAGAGGGAl^^ 
GCTnAAAGAmCTTmGACAGnCGATGGCTGCATCTTTnAGTAGCTCTO 

>ncrb4080.seq 

ANTGGGCCCGGGGGTTCCTmACCCCNCGAAGANATCAAGATACACCTTGTAAATAAAGCTGATAGCATAnATTTCATACCCTGTTGTACACCTO 
AGACTAAGATGTAnAACCTACCTGTGAATCATATGTTGTAGGAAAAGCTGnCCCATGTCTAACAGGACnGAAnCAAAGCATG 
GGGGATGCAGTGCCTTTCCCCAnCAnCCTGATGGAATTGnATACTAGGTTAACATTTGTAAl i 1 1 1 1 iCTAGnGTAATG 

>ncrb4081.seq 

GNANTmACCCAAAGTCAnCAATACAACCCAGCCCCAACCATTCGGTCCACACCCTGGGCATmGGTGAGAGTCAAAGCTGACC 

GGGCCCTCACCTCCTCTGTGAmcmCTTTGCACCAAAGACATCAGTCTCCAACATGTTTCTGTnTGTTGTTTGATO 

CTTCTCTTAGGTGGCTCTGGGAATGGGAGAGGGGTAGGATGTC 

>ncrb4083.seq 

GCTTGTCTTCCTCGGCGCTGCCTACGGAGGTGGAGACATCTCCnCTCGGCATCATGGCCGGCCTCAGACCCCTTGTGAAGCCCCAAGATCGTCAAAAAGAGAACGAAG 

CCGGCACCAGTCAGACCGATATGTCAAAATTAAGCGTAACTGGCGGAAACCGAGAGGCATTGACAACAGGGTTCGTAGAAGATTCAAGGGCCAGATCTTGATGCCCA^ 

GGAAGCAACAAAAAAACAAAGCACATGCTGCCCAGTGGCnCCGGAAGnCCTGGTCCACAACGTCAAGGANCTGGAAGTGCTGCTGATGTGCAACAAATC^ 

GCTCACAATGmCGTGCAAGAACGGCAAAGCCATCGTGGAAAGAGCTGGCGAACTGGCCATCAGAGTCACCAACCGCAATGGCAGGCTGCGGAGTGAAGAAAATGAAG™ 

CnCATGTGCAC 

>ncrb4084.seq 

GAGNGGGAGCCGTCTCGCAGGCCGTAGGAGGAAGATGGCGGTGGAGTCGCGCCGTTACCCAGGAGGAAATTAAGAAGGAGCCAGAGAAAGCGATCGACCGCGAGAAGACATGCCC 
AGTGTTGCTACGGGTCTTCACCACCAATAACGGCCGCCACCACCGAATGGACGAGnCTCCCGGGGAAATGTACCGTCCAGCGAGTTGCAGATCTAGACnGGATGGATGCAACCTT 
GAAAGAACTGACAAGCTOGTAAAAGAAGTCTACCCAGAAGGTAGAAAGAAGGGGACTCACnGAATTnGGAATGGTTmAGAGAT 
ATTGGCAGCACCATGTCTGGCAGAAAGGGGAGTGATGAnCCATGACCCTGCAGTCGCAGAAGnCCAGATAGGAGATTACTTGGAC 



>ncrb4085.seq 
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MNCTCAGGCCNACTATGGGCCCGGGGGGANGANGNNAGCGANmAAMTTGTAnTGAMNGGGCATAnAAMTGCAnCTGTACCCCTGATC^ 

CAGTGGCGAGTGTCCATCTCnAGnAGCTACCCTTAACTGTCCACCCmCTACCCTGTGGGATCGnGCCTGGm 

AAACTCCAnCTAGTCTTGGGAAGAAAAGmCTACTCAGAACTGGGGAAGGGAGTGGAACnATGACnGGGCCT^ 

CTCTGCCGTGGGTCTGCAGTCGCTGCAACCTACCCTCTCTCTGCCTCAGCCnACACCCAAGCAGTAGGTCTGTGCTCTC 

TAAAACCT 

>ncrb4086.seq 

TNTGGGCCCCGGGCCAGTATCTGTAAAGANNCTAGNTCCCGGANCnGCCTGTGTATOTTGTAACCGnAAATC 
ATGATAAACAGTTGAATAATITGTCCTCAG 

>ncrb4087.seq 

TGCAGTGGC™CACCTGTCCACCTCTGCCTCCCAAAGTGnAGGATNACAGGTGTNAGCCNNTGCNCCNGGGNTN™TNAAAGNAAACNGNTATANTAAGnAC 
NTACnGAATATGGGACATNTGCTCAGGGGAAGGAAATAACAnGCACTmTAAACACTGTAnGTNAGTGGA^ 

>ncrb4088.seq 

TCTGAATCTCnCAAATTAAATTCGGTAAAAACNCCCnANTmnCCANTGTGATGTAnCATGCAGAACAACTATCmGTATm 
AAAT 

>ncrb4089.seq 

TCCAGTCCTAAACCAGTmGCCCCTGNCTGGTAmTTANTAGTAACCGATTTmCCNmGGGACCTGGnC^ 
TTATTTGGAAATTTTA 

>ncrb4091.seq 

AATTAATGGGCCCGGGGTNCTTTCCAAATCTTCNGTCACTTCTTAGGAACTCnGCACTGAANGGGCCTGACCTGANCCTTGANGTCCNm 
GACTmCTCCCCTCTCnTCTAAGAGAACCTGAACCTGGGCAGACTGCAAAATAAAATCTCGGTGTTGTAmATnATTGTC 

AACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACGTCCCnCAGGTGCCGGGCGCAGGAACTGTGGTGTGTCCT^ 
lIStGTCAAACACCTCTGTATTTmAAAACATGAAnGATATTAAAAAT^^ 

>jnfe?b4092.seq 

C@TGGANNmTTmATGAGAAAAAATACCTGTATnAAAATGTAAAATAAACCTTnAAAAAG 

TfgCCCCNTGnAAGATGAATOTCTCCTAAAAATATCATTGTTCnGGGAGCAGTGTATGTTACmACATAGCAGCGGnCCCTGT 
^TTTCTTATTGGCmGGCTGnGAnAGTACAGTAGAAGTGCGATTTCAAAAAGATCTTGAAAGTAATATA^ 

>n3fb4093.seq 

cSNGAANAAAATGCCCAAAACTCTTCGGAGCTGCGTGCCCAnGAGANTGANANCACCAAAGTGCCGAAAANTOCGTTTCA^ 

q^CAATCCGCTGAAGAGCTGAGGAAnGAAAATGGGGCmGGAGGGAATGAAGAAGCGCTCCTACATCCGGAnGCTGATACCCAATATGACCCAGCAnCCT^^ 
CTOCCnACGGAAnACATCTTGATGGCAACAAAATCAGCAGAGTTGATGCAGCTAGCCCTGAAAGGACTGAAT^ 

>l©)4094.seq 

A0|AATNGGCCCNGGGAAGTnCCCCNTTTTTnCCCCCNTANNA^^^ 

AjXCACATTCAGCTTGTGAAACACCTCnGTTGCGATCGCTAACCTCACTGGGACAGAGAACCGCAGTCTnCGAGA^ t II II H i I CTCCTnAGTCCAAACTGA 

^CTCCAGTTTCTTCANATGTAAACCCTGTTAACGTCACTGTTTG 

>p^4095.seq 

GpCCCTAAAAnCGTAGCCAAANTTCTGTGGGCCAGTmAAAAAAGnAAGCCTGCCTANTAGTAAGnAC^ 
daSAAAGGGAAAATAACAnGCACCmATAAACACTGTATTGTAAGTGGAAAATGCAATC^ 

>ncrb4097.seq 

AACACAACTGTAGCnGGTTGTAnNTAGTATNAATCCTATTTmCACnGnAAGTAnGTGATGmA 

CAACACTGAAmGTAGTCAGCCTATGTGAAACAGmACAAGAATGAGAATAAACGACCTACAACTGAAAGCAAAAGTATGGATC^ 

GGCACA 

>ncrb4098.seq 

ANNCN™wrTNNGGGCNAACCCNACCm 

AGCCCCTTTTnCNAGANCTGGGCCTTTCCTTmGNACCnTAAATAAAGTAnGCCAAATn 

TTTTAAGCACCTGAATAATACCTCCCAnGTCTAGATGAATTAGGmATCCCAnCAGCGTAmGAAAGACTO 

GGTAAAC 

>ncrb4100.seq 

GANNGAAAGTAANCGCNAGCCTNAGCNNTGGCCGAANAANNnAAAnGGTGAAAnNGNCNANGGANNACCANNnGGANTCNANTCCGACCACNTTCCGA^ 
NGGCCCCCCCGGGGTTTCCCTCCCCCGGGGGCCTACCGCCCCTGGTCCTTGAAGCCGTCCGCCTTTGNCCC 

>ncrb4101.seq 

ANCNAGGGGTGGGGCAGTTmGTCTGCTGTAAGTGTCTTAACCCTAGGGAAGGGnAAATGGCTTTnATACTAn^ 
AGAAACTGGC 

>ncrb4102.seq 

AmCTAAAGmCTACATTCAGAmTATGCCTGATTCATAGTAAAATACCTCTAATAAACACTGTnTATAGAAAACCTGACTO^ 

ATACTGGTAmAGACTATOmCCTATAGCTACATGncmGTACCnnGTAGTTnAnTGTAmCTAGAnCATAGCTT^^ 

TGTmAGCATnGTATAAAGAAAGTGGTCCATGTAAATACmCCATGTTTTTTCTTCAAATGTnA^ 



>ncrb4103.seq 
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TGTNnCGmMCCNAMTCTGMGGTCATCTGGTMCCTCATGGGTTmGGCCTCATMGATGG^^^^ 

GTTGTCAGTGTACACAACTCACATCCnCATATTGAAGGTGACTCATTTTTCTGCACACI 1 i II IGATGTGATGCTTGACGTGAGGCCCGACACTAGGATTCTCAATGCAAGAATCCAGT 
ACCTTGCACATAGAAGTAGCAACCCATCCCTTGCCTATmCATCnGCTGirrrCI II 1 1 II lAAAAAAATGGGATGTGACCnGGnTTTGAATGGTTTTGTAnATAC 

^ncrb41 04.S6C| 

CGGGGCNGGGTGANAAGCnGGTTGTCCNAAGANNGAATCTOGnCNACCmAAAmGCCC^ 
CCAGCTCTnGGACACCTAGGAAAAAACCCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCCT^ 

>ncrb4105.seq 

AmNnNGCTCGGGGCCTCACCCTCTGGTGATAGACACAGTTGmGTCAAATAAnATAAAAmGACTAGTCAGGGAAGnGGAGGAGGCm^ 

AGGAGCTGAATGATGAGCAGGTGAAGAGGAGAGGGAAGTCCATCATCCCAGAAGGGAGGGTCCACATATGAAAAAGCCCAGTGGTAGGAGGGCACAT^^^ 

AAAGCAAGATGCCTGTATGTCTGAAGAACAGAATGCAGGAGGGGCACATGGGAGAGGGGAGA 

>ncrb4106.seq 

CCNGGCGGTGANCGACCTAACGCAGNNCGAAGTAANNTGCCCTCTCGCCAAAGGATCTCCCTTCATCCGTCTCCAGAAGAGGAGAAAGAGGAAACACGAAGAAG 

TGCAGAGCCCCCAATTCCTAOTCATGGATGTGAAATGCCCCAGGATGCTATAAAATCACCCACGGTCmAGCCCATGCACAAACGGTAGmTO^ 

CTGCCAGCCTACAGGAGGAAAAGCAAGGCTOCAGAAGGATGTTCCnGAGGAGGAAGCAACACTAAAAGCACTCTGAGTC^ 

GGAC 

>ncrb4108.seq 

GGNGCCCi^NGGAANGGGGnNAGGGANCGNAAGCTACNAAANTTAAANNNGGmGGGTCTGGTCNAAAATGGGTNAAGGTGGTGGGm 
G 

>ncrb4109.seq 

GGTAGmATGCTACCCAATCCTGTAAGAAnTATCTGCATAACTAGATAGAAnTATCCAGCAATTGACTGAATATCTTAnTGnGGAm^ 

GTTCCAATAGTGTGTATAAATACTAAATATAATATnCATACCAGGACCAGnATTAGAGAATATCATCAGATAACTATAAmGTA^^ 

Tl^CCCCCCCTCmGCCATTTGmACTATATTCCAAATTGTTmAAACAGnACACM 

>jfTeib4111.seq 

dMSANNGAGGAAGAnGAGCGTGGGGGCAACCAGCCCAAGCCTCACCCTGGGCAGGTCTCTGCCCACCCTCCTTGCTCTGTGAGCCTGTCAGTCTANG 
CWTmAAnGCmGGAmGnAAATGTmCTGTCnCTGTTAAGTGTGm 



>ncEb4112.seq 

Af^GGGCCGGGGGAGTGTCNAGGANTTCGAGTANACACCGTGGCCNACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGC^^ 
Cl^GTGCTGGGGAGGCTGAGGCAGGAGAATCACTTGGACCCAGGAGGCGAAGGnGTAGTGAGCCGAAATCACGCCCACTGCACTCCAGCGTAGGCAACAGA 

QGJ 

>ficrb4116.seq 

SBTTCNTAAGGTGCCCNTTCCCnGGTAGGAAGCCnTAnAGAAGGCNAAATAAAGAAGANCTAnGATGGC 
GeCTGACTAATAAGAAGACGACCncmGGTGGCAATTCTATCTCTATGATTGATTACCCTCATCTGGCCCTGGmGM 
GCiAGAGTCCAAAACTGAAACTGTGGATGGCAGCCATGGGAGGAAGATGCCACAGTCTCAGGCGTGCTO 
CMTGAGGCCTGTGACTATGGGCTCTGAAGGG 

m 

>fre^117.seq 

ApTTNGGCCCCGCCCCGAAGGGCCGNnGGGNNAAAAAAACGNGCCCCCAAAAAAAANAANNAAGGAANNAAAA^ 
ASiyAAACCCGGCCTnANGCCNnGGTTnGCCCANCCCCGTTGGGGGAAGGGGCCCGCCCCCAGGGGG^ 

>ncrb4118.seq 

CTCCGGCCNNTTTATGGGCCCGGGGGAANAGTNTAGANNNTNTGTCACNNTAAAGCCCGNGTTCNTTCACCCAmCCTCGTNTOCCC^ 

CTGTTGGTTGAAACCTmGGGAGGACGGGAGTGTCAGTTCTGTGGGAAGTGGTCAGGGGATCCTGCAGGGCnCTCCTCCTCTGTCm 

CTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCCAAAATCAAGATGGGATGTAGAAAAGGTTGTAAAATAGGAAAAAGTG 

^ncrb4119 ssq 

AGTTGAGAGAANGGAGGCGGANCGGCCATGGCGAGGAACATGGAGGAGATTmAGGTCnTCGTGGTCAGTAAATTCCGGGAAAnCAACAGGA 
GGCCAGCTGAATGGTGAAAGAAATACAGCCAnGAAGGAAAGCAGGCGGGTGATGCAGCTGCGTGTGGCAGGAGTCTACCAAATGAAGAAATAGTGCAGA^^ 
nCTGGGGTCnAGATACAGAACTACGATATAAGCCAGACTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACAAACAGATCCTACTGAT^ 
AGAAGCATAAAAAGCAC 

>ncrb4120.seq 

GTCCCTAAGANGGAACAGTGGCATGGAGCAGATGTATCCATGGAAAATGTCTAAGAGTACTAGCTGAATCTAAGAGAGCTCAGAATCTCTGGCTGGGnGATTGGTGAAGG 

CTGAAGGAGATAACTCCTTCnCAAATGAGAATACAGTAATGTAAGACTTCAAAGAACAnAAATAATCAAGAAATATGATACCATGAAAGG 

TCAAAAAAATTAAGATCTATAAATTGCCTGGCAAATTGCCTTCAAAAGAATTGTTTTAAGGGAACAATTCAT^^ 

ATATCAGAAAAAAATACACGAGG 

>ncrb4121.seq 

AGAACnTGCCGAANCGCNTACGCGCATGGGmANTGGGATACAAATGCCTGCCTATAATCCGCTACTTTCAGGGAAGCCGCCGAGGGGACCAAATGAAGANCTGAGGG 

AAAAATCTGTnmTCTGGAGGGTGGCAGCGTGAnTTGTATCCCGCGTGTAGCAGCATOCCTGAAATACATAGGCTTATATACAATGCnCTK^ 

CACCCCCTTmCCCGGCCCGAGAnGATAAGNAATGGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAACATATGT^^ 

>ncrb4122.seq 

CAGGGAAATGAGAGACTCATAAGGCAGTATGAmGATAGATGTCAGAGAGAGAATTCTGATGTGTGGTGGGCTCATGCCTGTAACCCCAGGAGmGGAAGGCCAAGGCAGGAGG 
TTGCTTGAGTTTAGGAGTTTGAGACTAGCCTGGGCAACAT6GTAAAACCCCATCTCTACC 



>ncit4123.seq 
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CGGGMmCGGCCAmATGGCCCGGGGATCCGGGCAGAGNGCMTAGCAGGTTCACGTACACCTGCCCTGMGGATC^ 
TATCGAGTAGCGGTCACAGAAGACCTCACGCCTCCCCATCATTGACAnGCACCCATGGACATAGGAGGGCCCGAGCAGGAAn^ 
AAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmCCAATCTCAGTCAC^^ 
CCGACCCTGTCACAGnCGGACTmCTCCCCTCTCmCTAAGAGACGTGAACTGGGCAGACTGC^ 

>ncrt)4125.seq 

CGGGAACmCGGCClsrnmNGCCGGGGCCmCGGCCCGGANGCGCCCATCnCNGTAATTCGCGAAAA 
TAGGCCTmAGAAAAGATGGAGTTGnCCTnGGCGACATATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGG^ 
TGnACCATGGCAAAACTGGAAGAGTCTACAATGTTACCCAGCATGCTGnGGCATnGnGTAAAGAAACAAGnAAGGGCAAGATO 
CACATTAAGCACTCTAAGAGCGGAGATAGCnCCTGAAAGGTGTGAAGGGAAAATGA 

>ncrb4126.seq 

CTAACAGATGAAGCTCAGGTGGGCGATGCGCCTCAGGCCCAGTGTGGACTGTTGTAACCCAGCGAGTOTAGAGAAATGCGACACmGAGACAAATTAAGGAATCC 
GCGACCGAGAGGCAGCTAACGCTCAAAATTCTCTCGGCCCCGAGGAAGGGGGTTGGTmGGTmATACCCGTGGTCTAAATAGG 

>ncrb4127.seq 

GCACCATTCGCGACNGTGCATGATGATATTCCTCATCGCTCAGCTGCGGCCTGGCCAAGAAATTGACCTGCTCATGCACCTGTGTCAAGGGCAnGGCAAAGATCATGCCCAAG 

CACCCAGTGGCAACAGCCAGmCAGGCTCCTGCCAGGCATCACCCTGCnGAGCCCGTGGAAGGGGGAGGCAGCTGAGGGAGnGAGCAGGTGCTTCTCACCTGGTGTTATnGA 

GGTGCCAGGAAGTCCAAGGTAAAAAGGTGGCCAGAGTTGCCAACCCCOGGGTGGATACCTTCAGCAGAGAAATCTTCCGGAATGAGAAGCTAAAG 

>ncrb4128.seq 

CATTAAGATNTTGATNACACAGCTTCAATCACAATATGCCAAGTATAACCTGGmCGTTAGAGGTGTCTACAGTCCAGATGnCTTCGTAATAAAAGC^ 

CAAAGCAGGCTGGTTGGCATAATATGTAAmGAAAAATAAAATCTTATCnGCAGCACTATCAGTATGnGAAmATTATC^ 

TAATATGTGTGTTTArnTATGATATTGCTATTAAAnTTTATTATCTACCTG 

>ncrb4131.seq 

zi^nTCTAAAATCTGCGATAAACTTATATGATAGTAGTTGTAAAATGCTTCnGTmGAAAATGTTGAGTM 

TtSnGnAAAAAATTGGGGGAnGATGTTTGGTnGGmGTGGGGAGTGAAGAGGACTACTGGAGGGACCnGmGCTTGCT^ 

A^AGTAAGTTGGCGACAATTGTCACTnT 

5||fb4132.seq 

MlCAGGGAAnCGGTNNnATGGCCGGAGAACACGCTTnCATCTGTCCCGCTGCGTGTTTTCGTCTTGATCGGGAACTCCTGCTO^ 

CiciCTCGCCTGTTGGCTCCTGTGCCTGTGCCGGGTCCTGGAAATGCAAAGAGTGCAAATGGACCTCCTGCAAGAAGAGCTGCTGGTCCTGCTGCCCTGTC 

GC|GGGGTGCATCTGGAAAGGGAGGTGAGAGAAGTGGAGCTGCTGTGCCTGATGGCAGGACAGCTGTGGTGTGAGATGTAAATAGAGCA^ 

>j|p|b4133.seq 

CAAGTGTGGGCAGGGCTGGATGTGGAAAGGGGGGTGGGAGAAGTGCAGGTGGTGCGGCTGATGCTGGGAGAGCCCCGCTCGCAGATGTAAAGAACGCGACTO^ 
T^prTATGTACAACCCTGACCGTGACCGTTTGCTATATTCCTTmCTATGAAA 

>j[t:fb4135.seq 

a#rACTCTGGGGTCCCGGGTGCCCTGTGGCCTCGCTCCTGGGAGGTTmCAGnATGGGAGAAAAATAnATATG^ 

/il^GCGATGGTACGAGGTAATAGTmGAAGGAAAAGTGGGATTCAnACTGGGGGAGGTAGTGGCGnGGT^ 

AfikSGGAGCGGGAAGA 

>|pb4136.seq 

(M4atggataaatgtaatgcaggatgtaaanagagggnaagacaaaaacgagatga™tctcaatagatgcag^ 

caataaanaggtangatgggacgtatncaaaataataagagctatctatgagaaacggacagggaatatgatggtgaatggagaa^ 

aagacagggatgcccgttcttctcacgactcctancaacatagtgttggaagttctggccaggggaanagggaggagaaggaaataaag 

>ncrb4139.seq 

GGGAAAACATTTATATNGTOGTATAAAAGGnCTGTTnGmGGAATCAATGGTAGCTnATTGACTGTO 

GCCACCACTTAAGTGACATAAATATTATAGAAAGGTACTGTGAAATGATCACTTTGTGGCAGGGGTACTTn^ 

TGAAAGCCACTGTTCAAATAAnnAAGAmCAnAATTTTTCTATAAATTGGAAGA 

>ncrb4140.seq 

ATGGACCGGGAmCTCnAGTmTGTnATAAAATGTCmATTmCCmACTmGAAGTATACmCACCGGATATC^^ 

TTCATTCAGCACTATAAAGATAACTTGCCATTnCTTnGGCCGCTGGTAnTCTGATAAGTAGTCCAGAGTTATATATAT^^ 

TGGAATGAATCATAnGGAAGTGATATAnG 

>ncrb4141.seq 

AAGGGAAGCCTGTGATGACTACAGACTTTGCNAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACnCAGGAAGCGCCGAGGGACC^^ 

GAAAAAAAATCTCTTTTmCTGGAGGCTGACACCTGATTTTGTATCCCCCTGTAGCAGCATTACTGAAATACATAGGC™^ 

GCACGCCTTTnCGCGCCCGCAGATTGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAACATATGTGAnGTTCCAT 

>ncrb4143.seq 

GGAAGCCmGTAAGCCTTGAnGCGAAAGTNCAAATTTTGATGTGGGGCTATAACATGACACCCTTGGATTGCGACTGGTTTTATACGGCCTGCGT^^ 

TACATAATAAnCAGAAGGGCTCTAnCACTACACAGAnACAnGTTCAATCATCAGCTGGTAATAGCCTAAGATTTATT^ 

GGGGGGNGAAAATANAGTAAGTGGTG 

>ncrb4144.seq 

GNAAAGCAAGGGTGGCGAGAAGAANAAGGGCCGnCTGCCATCAACGAAGTGGTAACCCGAGAATACACGATCAACATTGACAAGCGGATCGATGGAGNGGGCnCAAGAAGC 

CACGTCGGGCAGTCAAAGAGATTCGGAAAmGCNNTGAAGGAGATGGGAACTCCAGATGNGCGCATTGAGAGCAGGGTCAAGAAAGGTGTCTGGGGGAAAGGA^ 

GATAGCGAATGCGTGTGGGGCTGTCCAGAAAACGTAATGAGGATGAAGATTCACCAAATAAGCTAT 
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>ncrb4145.seq 

GAGAGCCTGCAGCTCnCAGGGAAGAAATCAAAACGAGATCACAAGAATACTGAAAAATGAAGCCTAAAATGAAGTAnCAG 

CAAGCAAAGCCnGTGmCAAGCTGGGAAAATCCCAACAGAAGGCCAAAGAAGmGCCCCATGTACmATGAAGCT^ 

AGGAGAGAAACCACCAAAAGGCGTTCACTGAAAACAGGTAGAAAGGACAAAAGACATCTGGTACTCGCTGCCTC^^ 

>ncrb4149.seq 

AGTCGNAAGAGGAAACAGCTCTTTGGACACTAGGAAAAAACCCnGTAGAGAGAGTAAAAAAmAACACCCA^^^ 
ACACCCACTACCTAAAAAATCCC 

>ncrb4153.seq 

CCGGCnNNTATGGCCCGGGGAAAANNNCTAAGANAAmATTACCCTGCAAGCNCTATACTAGAAGAAATGTAAAAGGAAGGTCTCCAAGCTGAGG 

CnGAGTCCACAGAAAGGGATGAAGAACTTTGGAAATAGTAAAAATATGCGTAAATATAAAACTGTGTCTTAAATCTGAAGTTA^ 

TGACAnGTmGTGGATAATATGGACTGTAGATGCAATACACATGACAACTGTGGGATAAAGGGAAGGGAAGT^^ 

>ncrb4154.seq 

GTGTACAAGGCGATCGAGGAGGGAGTGAACCAGATGTGGACCGTGTCTGCCnCCAGCAGCATGCGCGCAGCGTGTTTGTGTGTGACGAGGATGCCACCnGGAGCTGAAAGTGAA 

GACTGTGAAGTAmCAAAGGTTTAATGCTTGTTCATAACAAGTTGGTGGAGCGCTTGTAGAGTATCAAAGAGAAAGAAACTGAGAAAAGCCA^ 

GCCTGTGCTGGGACGTAGTGTCAAGTACCCATAGGGAAAGGCAGGTCmCTGGAAAnGTCnTAGAAGAAAGAAnGTATTTCnTAATCTAGTA^ 

>ncrb4155.seq 

ATGGCCCGGGGTAAGNAACAATOAATTTATATTTAGTAAGTCGATAATTCCATATGGAACCTACCmGnnCTAAAACAAGU^^ 

AGmGTAAATAACGAATAGCAmTATTGAGTCTmGGAGTCmCAATTGTOGCTATCnAGAGAGACTAGTTAATAAA^ 

CCAGAGCTGATAAAAAmTGTATATATTAAATATTAGATnCATTTTTCTGTAAACACTCAGTTC^^^ 

>ncrb4156.seq 

NLGTAATmGGCCGGGCNAGGCCGGGATTCTGGAAAACNGTGCACTTAAACTGATCCTGAAGAGAGCTGTCCCAGCACGTCTGGCCACCCAGGAGGGCCCAGAn^ 
Tl«5CCTmGGCCAGAGAACATGCTCAGTAmGGG6CAmCCTCCCACAAACCCTGACTGGnCTGnAGCCTCAGGGCCTTGGTACCTGGA 
Qi®GGAGGGGCCTATTmAAATAAAATAACTGnGAAAGnGGGGGTnmAAAAAATTAAGAAAAAGGAM 
TgCTGTGATTnCGAAACTAAACCATTGTGTGTCCTGTAGTGTCCnGGnGAGCTGCCGCTCANCAGGn 

>l^b4157.seq 

AOSGCAATCTCCGGGTGCGGAGnCAAGTGAnCTCCCGCGTGAACGACCGTAGTAGCTAGGAATACAGGTGCCTGGCACCACACGTAGCTGATTm 
GftrTGCCATGTTGGGCAGACTGGTCnAAACTCCTGACnCAGGTGATCGATCTGCGTGGGCCTCTCAAAGTGGTGGGATTACAGGGATG^^ 
Ty^nTAGATCTATACCCAATCAGTGTGGTAGCTCCTAGCCAGAAGTAGCCACTTAAACnAGACTAATTAAAATAAAAmAAA^ 
(WCAAAAGCCACATATGGCT 

>hcrb4161.seq 

0AGGTAGAAACCTCTGAmGGTAGGGAAGGAAGATAAGGATGAATGAnAATAAGTAAAACATTCATTACAAA^ 

TpATAnAGAAGGCCATATAGTnATAAGAAATAAACTAGACAGCAATCACTAATCATAGTCCATGT^ 

(^TAGnGCCAAmCCACACTATAATATATGTTGCAGCCGAGCACAGTGGCTCACTCCTGTGATCTCAGCCTCCCAAAGTGCTC^ 

>jillb4165.seq 

TflnATGGCCCGGGGAGGCATTGAGGCAGCCCAGCGCAGGGGCnNTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGGAGATAAGTTnm^ 

TMAACTACTTAAAAAATATAGTCAATAGGmCTAAGATATTGCnAGCGTTAAGTTmAACGTA^ 

y|||AGGGAAAAGATAAAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCncnCATGGA^^ 

>ncrb4166.seq 

GCGGANGGACTATCCTGCTGCCAAGAGGGTNTAGnGGACAGTGTCAGAGTCCTGAGACAGATCAGCAACAAGCGAAAATGCACCAGCCCCAGGTCCTCG^^^ 
TCAAGAGGCGAACACACAACGTCTTGGAGCGCCAGAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCCCGGAGTT^ 
GTAGnATCCTTAAAAAAGGCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATnCTGAAGAGGACTTGnGCGGAAACGACGAGAACAGTO 
AACAGCTACGGAACTCTTGTGCGTAAGGAAAAGTAAGGAAAACGAnCCTTCTAACAGAAATGTCCTGAGCAATCACCTATGAACT 

>ncrb4168.seq 

CCNATCTGGGAAGTAAGGAGAGGAmTGTAGnAGGAGGAAAGAAAGAAGTNGCTTGGAACTTTTGAGATGATCCCTAACATAGTGTACTACTTGC^ 
CCAGTGGGTTATAATGTAGAATGATGTGCTnCTGCCCAAGTGGTAAnCATCTTGGmGCTATGTTAAAACTGTAAATACAACAGAACAn 

>ncrb4170.seq 

AAGAGGGCTGAGCTGAGCTTCGGTNCTCCAGAATGTAAGAAAACAAAATCTAAAACAAAATCTGAACTCTCAAAAGTCTATTTm 

GnGGAATGnGTAGTTACCTACTGAGTAGGGGGGGATTTTTGTATGnATGAACATGCAGTTCATTAnTTGTGGTTCTATTTOCm 

TGGCnATAAACACATTGAATGCGCnTAnGCCCATGGGATAT 

>ncrb4171.seq 

CTGTGCNAGACACTTGACATTnATGmCnCTATAAATAATTTATOGGTACGCATTCAnCTCAACnAGAGATGGAAAAAm 
GAATAAAAGTCATAnCAGAnAnTCCmTATCTACTACATGTGTTCATnCACAATTGATAAGACCTTCCCATGTGTTTGTAATGA^ 
CAGAGTAATGATTGCTGCACAGAGGCATTmGAAAAGTGATAAAAAATGCATTTCACCAAmCAGAAGTCCnGACAGCACTTGAAGGGT^^ 
ATAmCAAGATGCCAGAGTCAAGAGCACnCCTCAGCAnTATTCCTTCCATGCCCAGGAGAGGAmTATTTCAGA 

>ncrb4172.seq 

GnGACAATGGAGTAGTACTCCGGAnGANNCCCCCAnCGTATAATAATOCATCACAAGACGTCTTGCACTCATGAGCTGTCCCCACAmGGCnAAAAACAGATGC 

ACGTCTAAACCAAACCGCTTTCACCGCTACACGACCGGGGGTATACTACGGTCAATGCTCTGAAATCTGTGGAGCAAACCACAGmCATGCCCATC^ 

AAATCTTTGAAATAGGGCCGGTATTTACCCTATAGCACCCCCTCTACCCCCTCTAGAG 



>ncrb4173.seq 
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MGGMCGGTTAAAAAMGTAAMGGMCTCNGCAMTCnACCCCGTCTGTnACCAAAMCATCACCTCTAG^^^ 
ACGGCCGCGGTACCCTAACCGTGCAAAGGTAGCATAATCACnGTTCCnAAATAGGGACCTGTATGAATGGCTCC^^ 
CTGCCCGTGAAGAGGCGGGCATAACACAGCAAGACGAGAAGACCCTATGGAGCTTTAAmATTAATGCAAACAGTACCTAACA^ 
AAATnCGGnGGGGCGACCTCGGAGCAGAACCCAACCTCCGAGCAGTACATGCTAAGACTTCACCAGTCAAAGC^ 

>ncrb4175.seq 

CACCNTNGCCCAAGTCCACAGGCCTTCTGTGnATGTATTTAGATAAGATGTGTGAAAATATAmGAATAAAAGAAGTO 

TCnAAmATAAAnGAACTGGATGTGAACTAATAATGTGCAACTAGTTGAGATAAGAGGGnACAGATCAnGTACATGGAAAAT^^ 

TACGGCTTnGAAAAGGAGCATCTCAGAATAAGATGGTGGTACAAmGCTTATTAAAATC 

>ncit)4177.seq 

AAGnGAAGGCTCATTGAGAmGCAGTCATNAAmAAAGTGAAACCCATTGGCATAGCTGGGTGAmnCACCCTA^ 

CAGGGTTATAGGGGATmGnGATGACAGGCTATGAnCCCCAGAGGGAAGAGGTGTGGAAGGCAAGGAAGGTTGAGATACT^ 

TATAGCAAGACCCCAnCTCCAC 

>ncrb4178.seq 

AnCCNAGGTATTTTATCATITOTAGCTATTGTAAATACAATTGTGTTCTTGAm 
TACATAnCATGCAmTGTimAAAAATGGAATCATACTCnATAAGACATCATGCnTTCTCACCAGGCA^^ 
AAAAGAAAAACTACTAAnCTTGTATATTGATTTTGmCCTGCAATGTAAGTOnCCTAA^ 
GCCTATTTCCACCTGGCATGTGAGA 

>ncrb4180.seq 

AAGAAGCCNGAATGTTCGTCTATTTCATTGTAATTTATATATTTGACTTGTATTCAnTGTAAAACTTTGTATOGTGT^ 

GGCATCTTCACAGGATGTCAGTGTnAAATnAGTAAAGTTCTTnnGnTGTrrATnGTTmGmTTT^ 

GAGNGACAGTACTCAGTATATCTGANATAAACTCTATAATGTITNG 

>felb4181.seq 

gottncagggattgaagaagtaaagtgcactgagttcagtttttt^ 

(^TTAIArrTTTTAAGTTGGC 

>iS)4182.seq 

GmGAGCCNCACATTCnACAGAGGAGATGGAGCGTTATGAGCATAGTATGTGGATAGGTATCnCACCTGCCCGCCCCTGAGTCAGCCTCCn^ 
TftfcACTG 

>®)4183.seq 

AigpANGACATAAGCATGGGCAAAGNATnNTCGGCTAAAACAACAAAAGCAATTGGAACAAAAGCCAAAAnGACAA^ 

AiSGAATAGGAGAACATTnTGCAATCTACCCATCTGATAAAAGTCTAATATCCAGAATnATAAGGAACn^^ 

(^ATATGAACCGACACnCTC 

>i:^rb4187.seq 

CpTCCTCGCACCCGGCAGCCGCCACTGGTGCTGAGCTGCTAGGAAGCCCCTATCGCCGAGCTCGnGGAGCnGAACCCATTGTCACGCCTCCGACTCACC^^^ 

>iS)4188.seq 

CjNAGNNAGGATCCGAGAACGCTCTAAGCCNGTCCACGAGCCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTAC^^ 
CaSTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCmnnCTGGAGGCTGGCACCTC^ 
AgSCnATATACAATGCTTCmCCTGTATATTCTCTTGTCTGGCTGCACCCCTTmCCCGCCCCCAGAnGATA^ 
ATATGTGATTGTTCCATAATAAACTTCTGGTG 

>ncrb4189.seq 

GTCACCCAGGCTGGAGTGCANNGGCACCATCTCGGCTCACTGCAACCTCTGCCTCCCGGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCAGAGCTTGCAGTGAGCT^ 
>ncrb4190.seq 

TGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCATnAATCmACAACTCTCTTGCAAGGnCCCTGGnGTGAAAAT^^ 

TCCnCTGCnGCACAAGmCCTGGGCTGGACCGmCAACAGAGAGGCTOTnGACnTATGCTAGAAGATGAGGCnCTGGGATAGGC 

CGAGCCCTCCCTAGGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGnCTGAnTG 

>ncrb4191.seq 

ANTCNCCTGTAAAAGTAAAGCCTnAATAANGAAAAGAAATAAAAGAGTTCATAGTNAATCCTTTmATAmGTATAT^ 

TCTAGGnCATAAAGATGTTAATGAmTGnTAATCAGTGATGCTATAGATTCTTnGTCAnTCTATAATGTTGGTATATO 

TGTATGTGTGTGC 

>ncrb4192.seq 

GAGANTTWrGCACCGGTCACCTGAGTANTGTACATTGTACCCAATATGTGGTTTTTOTACCTTGCCCCC 
ATACCTTTnGTACCCATAAGTOGCTCTCACTOTAAGTGAGAACACACAGTAmGGnnCCATTCCTGAGTO 

>ncrb4193.seq 

CAAGANCNAGCCCAAACAAAAnAGTGGAAAATAAGAAATAACAAAGCTCAGAGCAGAGATAAATGAAATTGAAATGAAGAA^ 
AAGATAAAACAAAACAAAACAAAACAAAAACTGACACATCTTTTGCCAGACTAAGAAAAAAGAAGACCACAT 

>ncrb4194.seq 

GGGGTGACAnCAGCCGGCGGnCGGGGCGNGGGACTCTCCAnCCAGAACCATGGCCCAATTTGTCCGTAACCTrGTGGAGAAGACCCCGGCGCTGGTGAACGCTGCTGTC^ 

ACTCGAAGCCTCGAnGGCCACATmGGTACTACGCCAAGGnGAGCTGGTTCCTCCCACCCCTGCTGAGATCCCTAGAGCTAnCAGAGCCTGAAAAAAATA^ 

GACTGGTAGCTTCAAACAGGTCACAGTTAAGGAAGCTGTGCTGAATGGnTGGTGGCCACTGAGGTGTTGATGTGGrrTTATGTCGGAGAGAnAT 
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>ncrb4195.seq 

AAGGGMGAlTGTGGAGAGAGGACAGTGCACNTGGTnCCCCCACATAGACT^ 

CACCnCCCnmGTCTCCGCAAAATGAGGnGTAATAGTGCCTGCCGCACTGTCTGGCACACAGTAAGCT^^ 

TACCATACCTGGCAnCACnAAGA 

>ncrb4196.seq 

GAAAGGANAATmAGCGTGCTCACTGACCTNCCTGTAGCCCCAGTGACAGCTAGGATGTGCAnCTCCAGC^ 

TCAGCTCTGACAnCTGATTCGAATGACACTGTTCAGGAATCGGAATCCTGTCGATOGACTGGACAGCTTGTGGCA^ 

TGTAAATATTGTGTGTGTGTGTGTGTGTGTATATATATATAT 

>ncrb4198.seq 

CTGCTCAAGCTTGTAATAGATAGGATCAAATGAGTAAnAATCATTAAmGGCnCTCTAATACTATAGCTTGACAAGAGGACTAGAAC^ 

GCCCCCCTCmTCTAGTCTGCTTCTTATCTGATCAGCTCCTACAGTATGAAGTAGCGAGAAAAGGCATCAACTCAGTGGCTCCCAGCATCAGTC^ 

GAAGAGCAGGAmAGGGATGGTGATCTATAGGCCACACAACATTCTACCAGCTAAGTGAGTCAGAGATATAATTTGGGGTG 

>ncrb4199.seq 

GGAATCTGAAGGTGGTCTGTGGCnGCATnCAAGAAGGAAAACTGTGmGAGGAGAAGnGGGAnmCTGGTGAGnACCTGCGCTmC 

ATAGCCTGTGGTACTAAAGAACmGCCAGGCAnATGGAATTmCCCTGTCTGCCAGGCGAGAGTTCCTGCTCTGTGTCCAGAAGGATGnmCTATTGGT^ 

ATCCACAGnGAGTTATACTTGGCAAAATCAAATGCAGATGTGAGGGCT 

>ncrb4200.seq 

CAAAnGACTGGACACGCTATGAAAGTGGGTAGACCTCTCAGCGGAAAATAAGAAGGGCTnTACCTACAGGGCAGGACAGGGTGCCATGAGAGCAGnCTGTGGA 

ATGGAAGAAGGAATGCCTTATAGTGATAnGTGACATOTATCTATATATCTACATATATCTATCTATCTATATCTAGATCTATATAATCm 

AACTCnCTAATAAATGAAGTAAAAAAATTAAAAAGAATAGAAATAnCCAGGCGGAAATGAGAAATCAAACATATTAAAATTG 

>ncrb4201.seq 

WGGCCGGGGTATGGCGGTCAnTAGATTGTGATTCAAAGTGTAAAAGCAAAATGAAACnCTGTAAGACACnGGGG^^ 
/y^TmCAGTTGTTOGGCATAATGTACATAAGGTTATGTTCTAAAGATGAGTTm 

C^AnAACATGGATGAGGGTATAGATGAAACAACATGGCCATGAGTTGATAAGTGTTGAAGCTGAATGATGAGCACATGAGGGTTCA^^^ 

>iSb4202.seq 

AlgTGAATAAACTAGGAmGACCTCAGGTCTAAGGTCACAGG^^ 

ASQAGTHACTATATlTnAGATATGAGAGTATTACATTTnAAGATAGnTOTAAAG 

AjijTGGTAAGTCTnCTGAAACGTGGCACTAACAnCTGnACATGAAGCmCTGATGTACnGCCTT^ 

>|6j34203.seq 

AfATCATCTCGGTGAAGGGGATCAAGGGACTGCTGAACAGACTTCCCGCTGCTGGTGTGGGTGACATGGTGATGGCCACAGTCAAGAAAGGCA^ 

At£CAGGAGTGGTCATTCGACAACGAAAGTCATACCGTAGAAAAGATGGCGTGmcmATmG^ 

Ai^CAGGACCAGTAGCAAAGGAGTGTGCAGACTTGTGGCCCCGGAnGCATCCAATGCTGGCAGCAnGCATGAnCTC 

>l||)4204.seq 

GiiGCATTGAGGCAGCCGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGGTrGAGGAAACCGCAGATAAGTTTTmCTCm 
A^TCAATAGGnACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATmAATAGCTTA^ 

>fei|)4206.seq 

NiSGGCCGAGNTTGGTATCCTGGGCAGGGCnGGCGGCTCACGCCTGNAATCCCAGCACWGGGAGGCGNAGGTGGGCAGANCATGANGTCANGAAA^ 
>ncrb4207.seq 

GCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTimCTCmG^ 
TTAAGTTTnAACGTAATmAATAGCTTAAGATTTTAAGAGAAAATAT^^ 

>ncrb4209.seq 

GGAGANNGCTGGTCAGCmGCTGACTCCANTACATGCTGCTTTGTGCTGCmTGTCCAAACCATAnTGAnGTATTTGAATCTTTT^^ 

CAATGAnGTmCAGTTCCAATCCCTCATGCTAACCCTTGACnCC™CTGTGATTCCCCnTAGACTTCAACAGAACCCCAGGCTAACTGGTCTGTCC^^^ 

TGAATTGGTTGTGGATAGGAAAnAACTAAnAnGATGATGTAnAACGCATTAACATATTAATTGTGTGAGATAACGTATTGCm 

CTG 

>ncrb4210.seq 

GGTAGGAGCCTCTCTCCCTACTGCTGCTACTCAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCnGCCATCCTGGCCGCCnAGCGGTAGTAACTn^ 
TGnATGAATGACATGAAAGCATGGAATCTTATGAACnAATCCCTTCAnAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGAGCTA^ 
CGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTTGCGAACGCTACGCCATGGnTATGGATACAATGCTGCCTATAATCGCTA^^^ 
AGCGCCGAGGGACCAAATGAGACTGAGGGAAGA 

>ncrb4211.seq 

CTCCCnCCGTTmAnCTTGCCCTACCnTTAATGAGGCACGTGGAAGAGATCTAAACACAGGATGAGCATCCAGTAAGTTnTG 

TAAAAAATGmACTAATTGCTGGTGAAAATTGGCAAATGATTATmGTGGAAAAATGnCTCACCGAATTAGAn^^ 

CTGTCTATTATTATCCTTAITTTAG 

>ncrb4212.seq 

GGCCNNGTTCTCmGGAGCTGTGATCGNTGGAGCTGTGGTCGCTGCTGTGATGTGGAGGAGGAAGAGCTCAGATAGAAAAGGAGGGAGCTACTCTCAGGCTGCAAGCAGTG 

TGCCCAGGGCTCTGATATGTCTCTCACAGGTTGTAAAGTGTGAGACAGCTGCCTTGTGTGGGACTGANAGGCAAGATnGnCCTGCCCTTCCGTnGTGACn 

TTGnTCTGCAAAGGCACCTGGATGTGTCTGTGTTCnGTAGGCATAATGTGAGGA 



>ncrb4213.seq 
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GGGCANCTCCTGMGCTGACAGCATTCGGGNNGAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATC^^ 
AGGnTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAnTCCTGAAnGCTATGTGTCTGGGmCATCCATCCGACAnGAAGn 
AAAGTGGAGCAmAGACTTGTCmCAGCAAGGACTGGTCmCTATCTCnGTACTACAGTGAAnCACCCCC^^ 
TCACAGCCCAAGATAGTTAAGTGGGATCGAGA 

>ncrb4215.seq 

ATGGCCCGGGGGGCNCCATGCCTnAGGAAAAmCGTAGCNTOTGmGGTGmAAAGTAGGGAAGGTGTGAGTGAGAGATTGC^^ 

CCAGTOTCAGGAGGATCTGAAGAGGGAAGGAAAATGGGCTGAAATCACAAGTnGAGnGACAGCTGAATGmCTAGGGAGTCAM 

AGTGGCAAGTTGAnGATAGTAGTGAGGACAGAGAGACAGTCAAAGAAAGGTmAGCTCTGCTGAATAm 

>ncrb4216.seq 

CTGCAGTCAGAGTGTAAGGTCTGTNmGCTGnAATTGGATATCmTCTTGCAAGTAAGGAAGGGATGGTCAnGCCn 

TCCTCTATGCAGTGTATCGAAAGCTGGGTGmATGAAGTTGAAGACCAGATTACAGCTGTCAGAAAAnCATAGAAATGGGm 

TGCTATGGAGGATACGnTCATCACTGGGCGTTGCATCTGGAAG 

>ncrb4217.seq 

TGAGACCTnAATTCATAGAGCACCAAATGCCTGGTTGGCGTACTATGTAGATACTTGATATnTGnGTAGGTGTCATAGTCCAA^^ 

ATAnCCGAnATTGTATAATAAGAAATACAATnATAACTOGTCCAAATAAAGNnCTAAGTCGATAnAnCGnCATGmnATCGA^ 

TGnCCTCGTATAAAATGGAAGGA 

>ncrb4218.seq 

GTCCAAAGTAGAACAGCTCTnGGACACTANGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAA^ 
CCCACTACCTAAAAAATCCC 

>ncrb4220.seq 

GTGTNCGACATGTGTATACATATGCAAGTGTmCTmAGTGAGACmTCCnCGCTGTATCTCATTGTCTGTGAAmCA^ 

TCfCCmAGCATTGnTTGAGGGCTCGTAAGAACATCTAGATACCCTGAGCCCTTGAGGAGAAGGGnCTGAAATCAGm 

T®nGACAATCCTTAAGTGGCTGACAAGGAAATnTATTAGAATCGTAnAATTTnGGCTCmAAG 

>|fgb4221seq 

(SI^GATTGGAGATGTCGCCACTGAGAGTANGGCACAAGTGAGGAAATGGmGGAGAGGAAGATAAGmCATCATGGACATGCTGAGTCTGAGnGCCTAT^ 

f^TGGCAAAATGTGTGTGATCTTGAGCAAGATATTCAACGCnCTGGGCCnGGTCTTCnATTTGTAAAATGGCGATAAGAATATTA 
JCTACCACATGT 

>lSb4224.seq 

(WHGCCCGTGGCGCCTAGGCCTTTCCCTCANNnTTCCTCTTCCCCACTGCGGCTCCCCAGTCGGCGCnGCGCGGAGAACTCAGCGCTGAGAT^ 

GtGGAAAAnCACCGTCGCCAnGCCAGAAAGAGCGAmATGGCTTTGTTCTTnCTTAAGCTCCCAATTTGGCTO 

A^TCmAGGTnAACCTAnGGCCTCAAAAATAACTATGCAAAAAATCAACAGCAGAAGAAATACCAAGAGGAGGCCAnCCAG 

>lS>4226.seq 

4%TCCTAGAGTAAGATAACTATNCATAAnCTAnGTNAAAAAAnAATAnGGCT6GGCATGGTAGTACAC 
G§«IICCCANGAATTCAAGGCTTCAGTGAGnATGATCATGCCACTGCACTCCAGCCTGGGAGACAACACNAGATCCTGN^^ 

m 

>E«&4227.seq 

AfgpNCATGNATCACGCACCCACACCAGANTAAGNnGGTNNnCNAAATCNNNAGNGNTCNANCTGWAGGNCNANGCAAG 
l#NGGCCCCCNnGTGCTGGGA™CAGGCATGCGCCAACATGAACAGGCTAATNNTTGTTT 

>ncrb4228.seq 

AAGGGmCTAGGTAAnmACAG AATTGCTTG mGCnCAACTGTCTCCTACCTCTGCTCTTGGAGGAGATGGGGACAGGGCTGGAGTCAAA^ 
TCmGnAAGACTGCTGAAGAAnATTTTTmCTmATAATAAGGAATAA^ 

>ncrb4232.seq 

ATCCAATGAACmGnCCTCACGCTCCATOTGGATGGTAGAAATGCACTAAGAA™^^ 

TTGGAAnCCGTTTTTGGAAACCAGTGCTAAGAATGCAACGAATGTAGAACAGTCmCATGACGATGGCAGCTGAG^^ 
TGAGAAGTCCAATGTTAAAATTCAGA 

>ncrb4234.seq 

TGATAGGATTGCAGnAAGTAAACAATATGTGTAAAACACAGTAAATGCTCAGTAAAmAGmnAACAmCTGCCCTGAAC^^ 
TAGCTAATGCAAGGCCCTATATGATAAATACATTAGGAATACTTGAAATAAAGAATTA 

>ncrb4235.seq 

AAGAAGCCTATTGCTCCTAGGCTACAAATCTATACAGCATGTTACTGTGCTGAGTACTGTAGGCAACTGTATCTAAACATAGAAAGATACTCGTGTATCCA^ 

TAAACATAGATACAGTAAAAATGCATATCATAACCTCATGAGGTCTGTCCTGnATGTGCCACATGACTATAmTAATACTTAATGmCAG^ 

CAAGGACTTTAGAAGGCTGAGGCAGGCGGATCACCTGAGATCAGGAGTTTGAGA 

>ncrb4237.seq 

TAAGATGTGnAATGGATTATNCATCnATTTGnGTGAAAATAACGACTCTCTCTTmAAATmATGGTAGAATGAACAT™ 
TmCAATTAAGCAGAAGTTAAAATGTGGTAACTGnGAAAATTGAAAATNAGACAGCTATCCCATmAAAnGATGGGT^ 

ATAC 

>ncrb4240.seq 

CTCGNTTmATGGCGCCGGGCTCTTCCCGGGGACGTTGTCTGGAGGGACTmTAATGGTCCAGCGTTTGACATACCGACGTAGGCmCCTACA^ 

GCTGTCCCGAACCCCTGGTAATAGAATTGmACCTTTATACCAAGAGGGTTGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCGCAGGCAGACTTGGAGGGGTTCGTGC 

CCTAAAGTTCTTATGAGATTGTCCAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGTTCCAT 
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>ncrt)4243.seq 

GGNCGCMTAGATATAGTACCCGCMGGGMNNGATGAAAMnATMCCMGCCTMTATAGCMGGACTMCCCCTA^^^ 
GAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGG 
CGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGnCAACmAAAmGCCCACAGAACCCT^^ 
GACACTAGGAAAAAACCnGTAGAGAGA 

^ncrb4244 S6C{ 

CATONTCTAAAAATAAmCCTCTnTTGGGTATGTGAACCTCATTGTGAAACCAAnAAA 

TAGTAGGAAGCAGnGACAGACCCCTCTGAAGCCCATTCATGGGGATCCCnAGGmAAAGGATTTCATGAm 

GAGCTGTGATTGTGCCACTGCACTTGAGCCTGGACAACAGAGTAAGACATTGTTTCA 

>ncrb4245.seq 

ATGAATCNAGGGTGTTACACTGGGCTTCCGTOCAAGATGAGGTCTGTGTATGCTCACnCCCCATCAACGTTGnATCCAGGAGAATGGGTCTCTTGnGAA^ 

GTGAAAAATATATCCGCAGGGTTCGGATGAGACCAGGTGTTGCTTGnCAGTATCTCAAGCCCAGAAAGATGAATTAATCCTTGAAG 

GCTTTGAnCAGGAAGGCACAAGAGTTAAAAACAAGGATATCAGGAAAT 

>ncrb4248.seq 

ATCCTmCAGCAGTGCTCTGAAGGAGTATCTOCnGGGTGATTCCnGTTmAGACTATAAAAAGAAACTGGGATAGGAG 

ATGTGACAAATGAATGTGAGTACCCCnCTGTGAAGACTGAAAGCTAnCTGTTGAATTGATCTTAAGTGTCTCCnGCTCTGGTAAAA 

TGGTGA 

>ncrb4249.seq 

GAAAANAAAATGCTmGAAACTCGACnNGTGTATACCCAATAATTTAAAAnATGTGAAATGmTAAAmGTGM 
>ncrb4250.seq 

APSGGAAGCGTGTGATGACTAGAGACTTTGNNAAGGCTACGCCATGGTnATGGATACAATGCTGCCTATAATCGCTACnCAGGAAGCGCCGA 

C^pAAAAAATCTCI 1 1 1 1 ITCTGGAGGGTGGCACCTGAmTGTATCGCCCTGTAGCAGCAnACTGAAATACATAGGCTTATATAGAATGCTTCTnCCTGTATATTGTCTO 

(I^CCCCTTmCCCGCCCCCAGATTGGTAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGA 

>ftt)4251.seq 

t^IIaattgaaatgagataagattcnngtatgagatgaaatgatgagatganatgaaatgatga 
taatgaaatgaaataatgaaatgagatgaaataaaataatgaaatgaco 

>!tfb4252.seq 

(IpATGGCCCGGGAGGCNNnGTATGTGAAAGNAGAAACACTTTmAGAAACAGAGCAAGGGAGAT^ 

GATACAAAGTGATOTAAAAGAATTGACAGGACAATAAATACTTCAAATACTmAGGAAGTAAATG^ 

y^k^AAGAGAGGAGATAATACAAAAGA 

>l£lb4253.seq 

GtriCnGGCCCCAGGGANACCCGGNCCNNATGGCCCGGGAAGGCANTGAGGCNGCCNGCGCCAGGGGCCnNTGCTGAGGGGGCAGGCGGAGCTTGAGGA^ 

TWnrCTCmGAAAGATAGAGAnAATACAACTACnAAAAAATATAGTCAATAGGTOCTAAGATATO 

/spATGAAGACnAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGmCTAAAACATGACGGAGGn^ 

>|p34254.seq 

AWSAAATGATATCCCCAAAGnCTNAAAGAAAATGAGTGCTAAGAAACAACTATmCCATGAATAAAAGTA^ 

mTGCCTATAATCCCAGCACCTTGGAAGGGTGAGGCAGGAGGATCACTTGAGCCCAGGAGCTCAAGACCAGCCTGGGCAACATAGTGAGATCCTGTCTCTACTCCCT^ 
AATAATnGATAAGA 

>ncrt)4255.seq 

GnGCCTAAGAAGNGGCAGNCGCAGAAGGTAGACCCATGCGGnCAAATCCGTGnGTTCAAGGGTCCACTCTAGAATTmA 
^ncrt)4256 seq 

CAmGGAAAACAATAAACNCCAAAAAAATCCCnCAGGATTACCAGAGnGAAATACCTCCAGATA^^ 
ACAGTGCCAAAGATGAAGAAATC 

>ncrb4259.seq 

ATCCTATGTTAACATTATAnAATATGnGTNNAAATTATTGTGCAGATAGGAACAGAAGCAGTTACCCATnAGmCCATAAATGAAA^ 

CCnACATATTCGTTrrnCCTTCACTGCTAACAGTGTGCnTGTG™CTAATCAAGTCAAGGACnGGGTTCATGCT^ 

CCCATCCGAGCCCTGGCCTGCTGCCTCACCAATATnATCmGGAACCAGnGAAAGATCACTGTGACTATAGTAGCACAAACTTAGATC^ 

>ncrb4260.seq 

CTGAGCACGATACCTAAATGGAATAGCTAANTNTATAAATATGTAAGAGAAAACATAGGTGAG™TCTTTACAACGTGGAGTACATTAAGACI II i m igagatggcgcttgaatgtaat 

TATCATAAAAGAGAAACTGATAAAGTAGATGTCATCAAAATTTAAAACnCTGnCTTCAAAAGACACCATTAAGAAATGAATAGCCAAGCCA 

ATATCTGACAAAAGAATGATAGCCAAAATAAGAAAATATTGAGGAGAAAATAnCACAAAACGTAGAnAAACAAAAGAAAATGATACCC^ 

GAGATGTCCATGTCCTGTT 

>ncrt)4261.seq 

ANGGCCCGGGATAGCATACAAGCAAGAAGCCnACAGCCGTCANTGGCGAAAAnTmCATGTGAGAGACCGAGAACTCTTGGAGTCGmATGTCATCCCTO 
GATACCAAAAAGnGCAATCAAAGATCTCnCATCnATTGATAAAGCCACTAATAAGCCA 

>ncrb4262.seq 

AGGGAGAAAAGGAGAGGCAGGTGTGAGAGGCAGAGGAAAATGGGAAAnGGATATGAAAGAAATACACACCTACATGGAAATGTnCAACGTGCGCAAGGGnGCGGGGG^ 
GAGGACTACTACAGATGCAAAATCACCCCTTCTGCAAGAAAGCCTCTnGCAACGGGGTCAGAATGGCGGCAGTGGAGCATCGTCAnCTO^ 
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CAGCTGAMCmAAAMACAGGATGGGCCACCAGCCACCTCCTCCMCTCMCMCATTCTATMTTGATM^^ 
CCACCCTCAGCGGATGATAATCTCAAGAAACTAAGGAAGAAT 

>ncrb4264.seq 

TGGCCCGGGAI^GNTCTGTGTnCAGCATATGACAAACNnNAGGCAGATGGATGTCTGATAGCAGNCAGTGCTTGTAGGTATO^ 
GATGAnAACTACAGTGATGAAGATACACAGAAAGACGATGAGAAACAGCATGAGCAGATNG 

>ncrb4266.seq 

AATAnGATGTCTAGCATTTCTCAAGCAAATAACATGCGATGAAAATAACAAAGTTTGTATAC^^ 

>ncrb4267.seq 

ACCAAGNAmCACmCAAGATGGNAAGTCCGTCAGACTCAGCTGTGGTTnACCTAGCACTCCTCAGGCCTCTGCGAATCCATCATCTCCCT^^^ 

TATGAGTGCAACACmGAGAAAGATTAAGGAAAACAAGATmCAmAAnCCTCTNACAATGTGGTGAAACGTCT^ 

ACCAGCATCnCCACAGAGGAAAACTGTTTGGAATnCAAGA 

>ncrb4269.seq 

GnTCCTGnAAAAAATCnAAAGCCCAACCnAGGAATATAGTGCCCCAAAAGGCGGATGCTTCTTCCATOTCnATm 

GTnATTTTTCCAGCATAAACCTCGGAAmAAGGAAAGAAAATGATGTCTGNNGGATAGTTCAnGT^ 

TCTCTTGTTrrCAGGGAAAGA 

>ncrb4271 .seq 

CTGTATATCTCCTATCTGGTANATAATACTCACAnACAGTCAGCAGAACCTGCCTTAGTGGCCCGAAGCCAGnGGATCCCTCCGCGCTGCCCAGG^ 
TAAGTGCGTATTATTCTCGAnGAAATGATGAGTACATmGCGnGATGGCGGGNCNAGCAGTGTATGnGGTCm 

>ncrb4272.seq 

CAGTAACAGCCAAGATGCTGCGGNATCTGCTGGCTCnCGTCAGAnGGGCAGAGGACGATAAGCACTGCnCCCGCAGGCATmAAAAATAAAGTTCCGGAGAAGCAAAAAC 
Cli^GGAGGATGATGAAATTCCACTGTATCTAAAGGGTGGGGTAGCTGATGCCCTCCTGTNTAGAGCCACCATGAnC 

>i^b4273.seq 

/%*3AAGGAGTCAGAAnAGTCTAGCCAAGAAGAAGATGCGGGAAGGGTCmCATGAAGAGAAGGTAG 
GpAGTGACnGATGTGCATTAGGTGAAGTGAGCTGCTTCAGGAAAGTAGGATAGAAGTACATGTAGGG^^ 

>}fc?b4275.seq 

AiSiATCGGCAGCCGATTCCGTGTCGTTGATCACGGGGTGGGAGGGAACCGTGGCGTGCCTGCGTGGGGCCCATGGGTGAGACACTCGAGTACTGAGAGCT^^ 
TilGAGCCAAGTCGTGTTCTAAGTATTTAmAANNCAAAAGAATCACGTmCCCAmGGNCTTC 

>rfefb4278.seq 

OmGAAAAAATTmCTGCATGCCGAGGTGTCTGTCTCTGGCTGAGGTmGTCTATmACAGTGmCAATC I II H I TCCCAAAGTCATGCTTT 

Te^nAATTATAmnAnnAnATmAGTGTCTTGAGAAAAATACCAAGAGATNTAATGmCTmAATO 

qfSTCTATAATGGTAAATGTAAGACATCA 

>|M)4279.seq 

AWATGTAGCTAATTlTmGCTACCCTTGTATTCCTAACACTAAGTGTGATGCTTGGCACATAGTAGG 
CiSAGAAGACATGAAAACAAGACCAAACATGCnGnAAAAGTATAAAGGCCCCATGATATAGCnAGCTATTAAGCAA^ 

gMtttagaaacacactagaacaaaattactagggggattgga 

m 

>ncrb4280.seq 

GCGCTCTTCGGCACCTmCCTGTCTCANNTATCGGAATGCGGGGTCGAGAGCTGATGGGCGGCAnGGGAAAACCATGATGCAGAGTGGCGGCACCTTO 
TGGGATGGGCATCCGATGCTAACCATGGTTGCCAACTACATCTGTCCCCTCCCATCAATCCCAGCCCATGTACTAATAAAAGAAAGTCmGAGTAG^^ 

>ncit4282.seq 

GGGCCCCAGCmCnCCCCTGCnAnACTATGGAGAnCAGTGGAATTCAATTGCTCAGAATCAnTACAATGAnGGACACAGATCAATTACGTC^^ 

CnCGCCAGTGTGTGGCAATAGATAAACTTAAGAAGTGCAAATCATCAAATnAAnATACTTGAGGAACAmAAA^ 

GTAGAGGA 

>ncrb4283.seq 

CACTTAAGAACTGATGAATGGAAACTCAAATOTGTmGACTGAGCCTAATCATGTTGACCTGACTTCTCTGAGCCTTCA 

AGGCAGGTnGnGTAAAAnAGATGATGCACAmACCCTGTATGGTCTnGCGnACAGGATATGCTCAGTAAATCAGACCTATNAT^ 

CTATCATTAGAGTT 

>ncrb4284.seq 

gacaataacagtacatctmcaagltctcagctamcnctacctgtgcctaccmcamgagtatggtaacttatgtcatctatgtrgaa 
atttcctgactggtctagagaactgatgtttcaatttacccctctgctaaataaata™aaactatcatgtgacttcatgt 

>ncrb4285.seq 

CACTGAGCTCTAATTAACnGACAGAAGCCAGATTGATTmATGCAGAGACTmAGTATAGTAGATTTGGAGCTAGAAGACCT^^ 
TCACAAAATGTAGGTmCnAATCTGTTnCTOnAGTAAAGAGGGAATAGTCANNACTGnGTAGGnGTTGTGAGGTTGnGC 

>ncrb4287.seq 

CTCACTGGTGTGAGTTCCANCATCCCCTTTGCTCGAAATGGACCCCAACTGCTCTTGCGCCACTGGTGGCTCCTGCACGTGCGCCGGCTCCTGCAAGTGCAAAGAGTGCAAATGCAC 
GTGGTGCAAGAAGAGCTGCTGTTCCTGCTGCCCCGTGGGCTGTGCCAAGTGTGCCCAGGGGTGCGTCTGCAAAGGGGGATGGGAGAAGTGCAGCTGGTGTGCCTGATGTGGGAACA 
GCTCTTCTCCCATATGTAAATAGAACAACCTGCACAACGTGGATTTTTnAAAAATAAAACAGTGA 



>ncrb428d.seq 
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AGGAC CGTGG MGTMGCTCTTTGGGAGCTNAGATmGTTmCACACnGGCAnCCnCTGGCACCTGGn^ 

AATGAATTTTTGTATACTTTGGCAAGGTnCAnCAATAACCAGTOCATGTGTCnAATA^ 

GATCACTATATACGGATGGnCTAGGACCCAAAAAGATATATTTAAATACT 

>ncrb4290.seq 

ATGGCCCGGGCAGANGGAGTGGGCACTAGCmCTCnCTNNTAGGGAGGGACCCAGCCCCCAnGTTCTGCAGCCAGAGAGAACTGTCnOGTC 
GGGTGAGGATAmAGGTnACAACTTGTGGGACTGTGACTTAAmACCCCmATTGGTnGTACTCTTG^^ 

>ncrb4291.seq 

CAGGGAAATNCCGGnNTTATGGCCCCGGGCACAANCnCATTTNGGAGTTCTTTTTGAAGTATNTAAGGTNCCCGTNGCAn 
AGCTAGGGGTCCCAGTGAAGAGGCACTGCCAnAAAGAATATGAAACATAGATAAAACATCTnGAAAmTGTA^ 

>ncrb4292.seq 

CAGGAANGATCACCTGAGGTNGGAGmGATACCAGCCTGACCAATGTGGAGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCTGGCGAGn 
TACTCGGGAGGGTGAGGCAGGACAATCGCTTGAACCTGGGAGGTGGAGAnGTGCTGTGGACCATTGCACTCCAGCCTGGGTGA^^ 

>ncrb4293.seq 

TCCTCnGATCGGGAACTCGTGCnCTCCnGCCTCGAAATGGACCCCAACTGGTCCTGCTCGCCTGTTGGCTCCTGTGCCTGTGCCGGCTCCTGC^^ 

CCTCCTGCAAGAAGAGCTGCTGCTCCTGCCGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGACGTCAGACAAGTGCAGCTGCTC^ 

AGCTGTGGTCTCAGATGTAAATAGAGCAACGTATATAAACCTGGA 

>ncrb4296.seq 

AAATCATTGTCAACTCACCATTCCCAAACAGCATTnGGGCGAGGCATGGGGGCTCGCACCTGTGGTCTCGGCACmGGGAGGCCAAGGTGAGGGAGTCAm 

GAGATCAGGTCTGGAAACATATACCCCATCTCTACAAAAAGGAAAAAAGAAAAAAGGGGGGGCCAGGTGTGGTGGCATACACCTGTGGTACTAGCTACTCGGGAG 

GAGATCTCTTGAGC 

>i#b4297.seq 

(^GGCCTCATGCCCTGTAGTCCGGCACTTTGGGAGGCCAAGGCAGGTGGATTGCnGAGACCAGGAGTTTGAAGCCAACATAGCGAAACCCCATCTCTACTGAM 

Qi^GGGTCCGGTGGTGCACACCTGTAGTCCCAGCTACGATGAGAGGCTGAGGCAGGGGAGnGCTTGAACGCGGGAGGCAGAGGnGCAGTGAGTGGAG^^^ 

C^GCCTGGGCGACAGAGTGAGA 

>|i||)4302.seq 

C^W^GTACCTGTACAGAAAATCTGAATATTGAAAAATTGACAAATTGTGTACAAACACTA 

GflsfCAAAnCAGATCTCnAmAAAAnTAAATAAGGAATACATTTTCAAAATGCNGNA^ 

AilCTGGGTG 

>n1ifl34303.seq 

A^ICNCGATmGTGGGGGTTTTTCmCCTGCnNGAGTONGGCAGCnCTCCAGGAATCCCAGTCATn^ 

(OrGGGTGCAmGTTAGTGAACTCTCnGCTGGGGGGGNGCTGGTAGTATmCCAAACAGCTTGnAmCnCCTCTGCTAATA^ 

GiEATGCTGCCGAAAGCTCAGTGGGATCACTCCTTGTCAGCCTGACCCTATCCATAACATGACTGTGA 

>iy)4304.seq 

A(^CAAAAATGAGCCACCAATGGAAGCAGCTGGCTTCACTGCTCAGGTGAnATCCTGAACCATCCAGGCCAAATAAGCGCCGGCTATGCC 

CP^TGCATGCAAGmGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAAGNTGGAAGATGGCCCTAAATTCnGAAG 

Gt5MGCCCATGTGTGTTGAGAGCTTCTCAGA 

lU 

>ncrb4305.seq 

CATCGGTCCnACAGCCGCTCGTCAGACTCCAGCAGCCAAGATGGTGAAGCAGATCGAGAGCAAGACTGCTTnCAGGAAGCCTTGGACGC 

ACTTCTCAGCCACGTGGTGTGGGCCnGCAAAATGATCAAGCCmCTnCATTCCCTCTNTGAAAAGTAnCCAACGTGATAnCCnGAAGT^ 

CTTCAGA 

>ncrt)4306.seq 

CAAAAGGGAAGCTGGAGGTTTnCAAGGAAGTCCAGTGTTGACATCCCTCCnCCCnGGGAACCGACCTCAGTTAATCTGTGTGTCCAAmAAA^^ 
GACnGmATTTTCTAlTGCAGAAATAAATTmATCATCAAGTAATAnAACre 

TTGTATCmATTmAGGTCAAGCAAnCTGTACCCCmGGCACnAGTTTCATCATCATCATCAAACAT^ 
>ncrb4308.seq 

GCAAATCnACCCCGCCTGTnACCAAAAACATCACCTCTAGCATCACCAGTATOGAGGCACCGCCTGCCCAGTGACACATGmAACGGCCGCGGTACCCTAAGCGTGC^ 

GCATAATCAGnGnCCnAAnAGGGACCTGTATGAATGGCTCCACGAGGGnCAGCTGGCTCnACTTnAACCAGTGAAATTGACCTGCCGGTGAAGAGGCGGGCATC^ 

AAGACGAGAAGACCCTAIGGAGCTTTAATTTAT 

>ncrb4309.seq 

CCTCATTGnCTTACAGATATCACAGCCACmCACCACAGGAAGAAAGGGTAGGGAmGTATCAGTCTTGTTCATCTCCTTTCATCAGGGAAGGA^ 

AGATTnCACTTGTATCTCACCGGCCAGAACTGTGTCACATATCAACACATACCTGTGAATGGAGGTGGAAAAGCACGTATTAGTTGGACACAnAT^ 

ATGATGCCATAGAAAAGGGGTGAGTG 

>ncrb4310.seq 

GTAGGCCTTTGTAAAAnGACAGNGAGGGGAAACCCCGTAAAGTGGTTGGTTGCAGTTGTGTAGTAGnAAGGACTATGGCAAGGAGTCTCAG 
TCAAATGCAAGAAATGAAGAAATAAATCITTGGCTGAG 

>ncrb4313.seq 

AAGGGACGTCCAGTATCGGTGACATCGTCACANTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCTTGAAGGTGCTCAAGGTCAGCAAGGCTGCCGGCACCAAGAAGCAGTTC 
CAGAAGTTCTGAGGGTGGAGATCGGCCCGCTCCCCAGAATGAAATAAAGnATTTTCTCATTCCC 
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>ncrb4314.seq 

AGCCTCAGCTGGGMCATGTGTGCTGGGTNAGTCAMmnTATCTCAnAnCCCAGTAGCTACATTCTA^ 

AGGGAAATACAGGGTAAAGTTCCTGTGAGGCTCCGGTCATAACATmCACCCACCAATTAATATATAACCTTGm^ 

TGATTCAnAACAnGAACTCATGGCCAAAACCACCATAACTCATGCCTAAACAAAGCnATATCTAACAC^^^ 

>ncrb4315.seq 

CAAGACAGTAAGGAnCAAACCANTTGCCAAAAATGAGTCTAAGTGCAmACTCTCnCCTGGCATTGAnGGTC^ 

TATGGGCAATCATCACCAAACTGTGCACCA^WVTGTAACTGCCCTGAAAGCTACCCNAGTGCCATGTACTGTG^^ 

GTATCnTACCnAGGAATAACCAGAnGACCATATTGATGAAAAGGCCTTTGAGA 

>ncrt>4316.seq 

TGCTCNCAAATGGTTAATCATGCTGTGTGNTNGCCGGGCCAGCTGGTACCTTCmGCCTGAGCAnCAAGGGACGGCTAACCTmnGACAA^ 

AGGnGTGAGCTGATTGGATTAAAGAGCTGGCACTTCAGTAACTCAGCACGCnCCACTTCACTCAACnAAGAGAGTTCAnGACAG 

mGCnCAAGAGTTCCACnGGCTCTCCCAAATAGGTACCTCAAAAACTGTTAGCAAGCGGCATTTGGATGTCnGACA 

>ncrb4317,seq 

ATCCTGCCnAGCTAAGGCTCGCTCCAGCTGCAGAGGGTGTTmGTTAGACTCACACACTGCGTGAAACTGCTCAGAATAGAGCCAT^^ 

TGGAGAAACTAACGGGGGCGGACTTCTTTCCTAGCCTGAGTGTTGAGCAGTGTCATGCCNTGGCGTTTCAGGTCCTCGnGTCTAGGTGGTGAAAT^^ 

GATTGGTGA 

>ncrb4319.seq 

ACAA£TOTGGTGTCAGAACTGTCCGAAGATGGTACTGTTAAGTGnAmCCmGATGTmG 

CAATTmAGGTGAmGTCTGmCTTGGATGAAATATAAAGCAAGCmAATGTTCTGACTTGT^^^ 

CTGAAGATTAATG 

>ncrb4320.seq 

AfiMCAACCTGCACAACCTGGNTTTTTTTATAAATAAAAGACTGAGCCAm 

>p}4327.seq 

A<^-TTTTGAATAATGCnGNCGAATCCAAAAAAAACAAAATGCGAAGAGGTnAAAAGACGGTGGATGGTCAGAAAGAT^ 
CpTGTATGTATANGAAmATCTAATAAATCATTCATAGGATCATmAM 

>rtt;fb4328.seq 

A&teTmAAGGCACTTCTAmAmGCCCATTCACAACTGTATAATAATACnGTTnTCACGT 
>|ig|)4331.seq 

AlieTCTGCATNACCACACAGAGCCAGAGCCTGTGAGGAGCTGCCCTCTTCCCCATGTGACTNGCAAAGAGNCTCAGGCAAGN^ 

>^j34335.seq 

0S^GTGAAATAmAAAATATGGAAAGGAAAAAGnCACAC 

A|SAATTTCAATGCCAGAGAGTTGCCCTGCAAGAGATGTTAAAAGAGGCCCTATAGGGAGAAAAATATGGTGCCGAATATA^ 
CpdTTAGAGATGGAATAAAGAT 

>Q^336.seq 

TQ^GGTTGGCACCCCTAACCCCCAAGTTGTTCAGGGGTCAACTATATTAAAAGTCTATGATATACTCTO 

C^TATAnAAmGACAGnCAGCCmAnAGGTCAAAGTTrCAAAAGAGCTCAGCTGTOGATGTnAGTAATC 

GTGTGnTGCTCAGGGCTCANAAATAGTCrrG 

>ncrb4337.seq 

AATCCCTGTAAGGAGGACGATGANCTTGAAmGCAGTGACmCCCAGCTGTTTCnACTCTGATCAACnGGGGGTAGGACCCAnGA^ 

ACAACAGCAGGACAAGAAGATTnCAAGGCAGTCTCTAAAGCAGAGGAGAAACTGnGAGTGAACCTAGAAGTAAAGGAGATCTGGCnGCTGG 

CAGAGACATGAGCCCTTCGGGACACATGCCTGAGGTAGTGACAGTCCAACTTTGGAAGA 

>ncrb4339.S8q 

GACGACnCGGTAACTACAGNGACGACAACmGGTAACTACGGTCAGGAAACAGAGGAAGATmGCCAATCAGCTGA^ 
AGGGTCATCATTTTCTAAAGAATCAGGAAAAAAACAGAGAATGAAAGGAGnCAGCAAGGTAnG 

>ncrb4340.seq 

AGAGAGAAAGCAGAAGATAGGGCAGCTCGAGAACGTATAAAACAGCAGATTGCATTGACTAACAAAAAAACnGAAGAAAGGAGAG 
>ncrb4341.seq 

CTGAAGGCCAAGAATATGGCAGAANATAGAAATCAmGAAACTGGTAAACAmCAACnGAATATATATGTCCAAAAAATTAA^ 

CTCTAACTTAAGCTACAGCACACnCTGAGATCTGATAGTAACAATAnGTAAAGCTTAATTATATTnTATGGCCCATGCCATCTGGGCATnGnCTG 

AAAAAAAAAAAmAGmGCAGNGCAAnGTCnACCACAAATGCATCAAGGNAAAnATCTC™nATTGGAAAATC 

>ncrb4343.seq 

GCATACATnCCTGCTnCACCACTTAACCACTGAAnGCTATmnCCmTGGCCAGATAGCTAGGTTTCTGGTTCCCCCACAGTAGGTGTmCA 

AAAGAATAGTTGCAGTGTTTATAGGATAGTTGTGGTAAGAATCTAGmAnnGCNmGGCTAATTGGTCTGTGCTGCATGG™ 

GACATCTCTGTGAAGA 

>ncrb4344.seq 

GTGGGnAAAGGGATCTGCAGACGNGGCCAAGGATGCCACCCCACCCTCAGGTGTAGGCAAGCnGCACATAAATAACCCCCGTCAGTGGAGTGnCGGGATGCAGGGGGCACT^^ 
AGTGTTCTTGGACTTGTCGTCCTGGGGCAGTTTTAGTTCTmTAnTAGTGGGTCAGTGCCAAGTGCTACCACTTCCCAATAAAGGAATGGGGACCCAG 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page176 of 776 

>ncrb4347.seq 

ATNCNTAGGTCmCGTGGTCAGTAAAnCCGGGAAAnCAACAGGAGCmCCAGTGGAAGGAATGAAGGCCAGCTGAATGGTGA^ 

GTGATGCAGCTGCCTCTGCCAGGAGTCTACCAAATGAAGAAATAGTGCAGAAGATAGAGGAAGTACTTTCTGGGGTC™ 

CTCCAGA 

>ncrb4349.seq 

CTAGATGCAAAGCAGGAnCAAACGAACATCmGCGTTTTCTACCGGCTCCCCATCATCGTACTAGGGAGGAA^ 
CTGCGGACTTGnCTGAGGCCGAGGAGCCTGTGnGGAAGAGATGGTGATGGGCCTGGGCGimGTTGTTGGTCn^^ 

>ncrb4351.seq 

CTnGTGAHAAAlTJCTGCCCTAAAATGTCACA^ 

AAACAAnACTTTnATAnAAAAAGACCATGGAmAAGTTATGAAAATNNAAATGCAGGAT^ 
AAAAAGAAAGAAAAGTTGnTTATCTAATACTG 

>ncrb4352.seq 

GCTnGAAATGAGGCTTAAAATAATTmCTGGGCAATATAGAGTncnTTTmGCTOGAATGTCATAAA 
AACAGTATTTTGAGAATAAAGACTATGAAATATATTGCTGTAGTG 

>ncrb4353.seq 

GAGACCAGCCTGGTCAATATGGTGAAACCGTGTCTGTACTAAAAATACAAAAAmGCTGGGCGTGGTGGTGCGTGCCTGTAATCCCAGCTACTCAGGAGGCTA^ 
GCnGAACNGNGAA 

>ncrb4355.seq 

GCACTTCnCGmTCnCTTGCTCCCGCAnGGCCTGAGmCTTGTGCATTACTCCTCTCCCTCCnCGnAGAATAGGTATATCAGCT^^^ 
CATCTGTGGCAmATGTAGAGnGCAGnGTGTACTGCTGAAAATGCAGGCTNNNGTAACAGTGTGATCmACTGATGCACTC 

K 

>fl}4356.seq 

C||ATGTAGATTGAAAAGGAAGCCTAAAACTATTTCTGmGCGGATGACATGATmGTGTGTAGA^ 

>ffi)4358.seq 

CfS^TGTGATmTAGAATCCCTANCCNTAmACTmCAnGAATTGAAAmATnTGGGTGAATGACTGGC 
AilpAACATCAACAGAACAACTTCACTnGGGCGAAACAmG 

>|fi)4359.seq 

Cp^GGCTGCACCTrGGACGCCATGAAGGTmCTGCAACATGGAGACTGGCGAGACTTGCGTCTACCGCAATCCAGCAAACGnCCCAAGAAG 

GtS^GAANAAACACATCTGGTnGGAGAAACCANGGGGGGCGGCTTCCATTTCAGCTATGGAGATGACAATCTGGCTCCCAACACTGCC 

GTCCACGGAAGGCTCCCAGA 

>SI)4360.seq 

Tl^GAATGCCTAAAGATAAmCCTTCCCTAAAGCCACTAAATGCAAATACAA^^ 

>p€i)4362.seq 

CyrGGGATGTCAGAACGGGCACCACCACGAGGCGAmGTGGGCCATACCAAGGATGTGCTGAGTGTGGCCnCTCCTCTG^^ 

AiL^TCAAGCTATGGAATACCCTGGGTGTGTGCAAATACACTGTCCAGGATGAGAGCCACTCAGAGTGGGTGTCTO^ 

CCTGTGGCTGGGACAAGGTGGTCAAGGTATGGAACCTGGCTAACTGCAAGCTGAAGA 

>ncrb4365.seq 

TGTGGCACAGCCTTTCCCTTAAGCTATATAGCAAATGGGACACAGCACTTTGmCTATGCCTGGAnCCCATACAATAnATm 
TCAAGCAGT 

>ncrb4367.seq 

TCTTTmGTOGGCTCAAnCCTACCATCCAGGAACmCAACAAGGGGCCATGmAGTAAT^ 
>ncrb4368.seq 

GAGCAAGGAAGACAnGAACGTCCGGTCCAGGAAGCTGAGAAGTACAAAGCTGAAGATGAGAAGCAGAGGGACAAGGTGTCATCCAAGAAnCACTTGAGTC^^ 

GAAAGCAACTGnGAAGATGAGAAACnCAAGGCAAGATTAACGATGAGGACAAACAGAAGATNCTGGACAAGTGTAATGAAATTATC^ 

AGGAAGAATnGAACATCAACAGAAAGAGCTGGAGAAAGTTTGCAACCCCATCATCACCAAGCTGTACCAGAGTGCAGGAGGCATGCCAGGAGGA 

>ncrb4370.seq 

GCGAGAGCTGCGAAGGGCCANGCCNCGGGCGCTGmCTCGTTTTGATCATATAGAGAAAACAGCCGTGCTGGAAAGATGGTCAACGTACCTAAAACCCGM 

AGTGTGGCAAGCATCAGCCTCACAAAGTGAGAGAGTATAAGAAGGGCAAGGATTCmGTATGCCCAGGGAAGGAGGCGCTATGATCGGAAGGAGAGTGGGTATGGTGGG 

AAGCCAATTTTCCGGAAGAAGGCTAAGAGGACAAAGAAGATTGTGCTAAGGCTGGA 



>ncrb4371.seq 

GnnGTmGTTCATAATACAAAGGTGCTAAnAATAGTAnTCAGATACTTGAAGAATGnGATGGTGGTAGAAGAATTTG^ 
TNTTT 

>ncrb4373.seq 

TNGTAGCCCAGGGAAGCCAAAACATGGGAGAAGTGTCTAGACCCTTCAATGGTTGGTCCCTGmCCCCTCCCCCAGCCCCCTGGTGACTTCTGGTCAACTTTCTG 
GGCCTATTCTAGGTATmGGGTAAGTGGAGTGATAGAAGTGTGTTmGTGACTGNGGGGGnCACCTGGTATGTCCAAGnCATGAGTTC^^ 
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>ncrb4375.seq 

CAGACTGCAAMTAAMTCTCGGNGnCTACTTATnAnGTCnCCTGTMGACCnCGGGTCMGGCAGAGGCAGGAM 

CCCAGCCCAGGCCAGAAGACCTCCCnNAGGGGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAA^ 

AAAAATGAAAAGA 

>ncrb4376.seq 

TGGAACTACTGCATGTTTAAAACNCCAACAAAAAAAGAGAGAAAGAGCTATACTAAGAACATATA™nCAGATCAGmCT^ 

AAAACAAGTAnGACmCACAAAAmAAATCATAAACAGGCAAACCAAACAGCACNCGGGAGCTATAGnGnAT^^ 

TGAAAAATAAAACGCAGTTCAAATTTCATGGNmAATTTTCAACTCAGAAGCACTC 

>ncit)4377.seq 

AmGmCTACmGATATGACTGTTmCGGACAGTTTAmGTTGAGAGTGTGACCAAA^ 

>ncrt)4378.seq 

TCCnGAGTGAAACCGTCAGAACNNGTCAGTGGAATGCAGCACCCTGGCTCTGCTGGAGGCGTCTATGAGACAACACAGCACTTCAnGACATCAAAGAGCACCTGC^ 

AGGGACATAGATAACnAGTGCAGCGAAATATGCCATCAAATGAAAAGCCGAAATGCCCAGAACTACCACCAmCCATGATGmGTCTACGGTCCAOT^ 

CAAACTGTATTAnCAnGGnATATCATGTATAGGTGTCAGCAAGA 

>ncrb4380.seq 

actgagcggacaaacggaagtgccng™cggtctgagagatcaccggcaaggtgggcatgggggagatgggcgagagtgagcccaagaccgtgcaggagctcagctcggtg 

cagacactcctgcagcagatgcaagataaamcai^ccatgtctgaccagatcattgggagaantgatgatatgagtagtcgcattgatgatcto 

gacacaggctggggtggaaga 



>ncrb4383.seq 

TCTCACTTCACCACCGGCACACAGCTTGCCCCTGTCmGCCCCCAAAGGTAmTGTGTCTAGTGTCAAATTGGAGCTAnCTTCACTGGTCCTTA^ 
TMrCTGTrTGGGTAGCGTAAGAGCTGAGTNGNGGNAGTCCTCnCCAAAGAGA 

>S)4384.seq 

TtMAAAGCTGCnCTTAGAAAGNCGCAGTGGCTCATGTCTATAATCCCAGCACmGGGAGGCCGAGGTGGGTGGATCACT^^ 

(IteAAACCCCATCTCTACAAAAAAATCGnAAAAATOGGTGGGGATGGTAGTGTGCGCNTGTAGTCCCAGCTACTTGGGAGGCTGAG^^^ 

Af^GTGACAGTGAACGTTGGTCATGCGACTGTACTCCAGCATGGGCAATAGA 

>nS}4385.seq 

TiiCTTCTGAATAATGCCTCTATGAACAnCATATGCAmGTGTGGACATGTGCmCAGTTnCTCAGAAAT^^^ 
>h^4386.seq 

TeACTCGAGGACTGCCAGAGGAAGCAATCNCCAAAATGAAGACTGCmAAmTGCTCAGCNTTnGGGAATGGCCTGTGCm 
Gf^GATTCTGAAGAAAATGGGGNCnTAAGTGCAGGCCACGATG 

>&M)4390.seq 

cSatgtcctgggtcctaagtctgtggctcgtatcgccaagctcgaaaaggcaaaggctaaagaacttgccacta^ 

Aji^GAAATAATACAAATTTTCCnCAGGGGGGG 
>nd34391.seq 

AfSAATGTAATCCTATNGCACNGCTCAACAGAATCAGAATAAGAAGAACnCCAAGTACAAmGAA^ 
>ncrb4392.seq 

CTACTAAAAATACAAAATNAGCCCGGCGTCGTGGCGCATGCCTGTCATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACC^ 
AGATCGCGCCATTGTACTCCAGCCTGGGCTACAAGAGTGAAACTCCATCCC 

>ncrb4393.seq 

GNGAACCNGAATTATTATCAGGCAACTCCTACAGAmCTGmGTmCTTGmGCCATAACTCATAGGAGATOCAT^^ 
AACTCCTCATATAGGTAGGGGCCAGAAGAGAACAAAGTNNTCCCATGTCAGTAAAAAAAATAAAGGAGATATATCCCATC 

>ncrb4395.seq 

AGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGnCACGTACACTGCCCTGAAGGATGGCTGCACGAM 
AT 

>ncrb4396.seq 

GAACAATCAAATTCAATTCGGGAAGAATATAGAGGTGGTAATAATTGGTAAAAGTCTGCAGGTTrrnTn"AAGCAAAGGAAACTGGTr"GAGA^ 
nACCTACTCCAATCAAGATTTGCAAAAAANGGGGGN 

>ncrb4398.seq 

ATTTGTTTTGTATAGGAATTAnTGTGCCACCTGCTGTGGACTGTTTTCnTGCCTAGTGACTAGTGACCTGTGTTGTCTAAACATGAGTTTCAGCCCTTTGGTTTTGTTTA^ 
CANATGCAAACTTCAAnCTCCCCATTTAGCnTATTAAACTGACGTTCTCTT 

>ncrb4399.seq 

CAGCCAAGTTCTGAGTAATAGTCCGCCTTGATTTATCTTTTAGACTTCATTrTGCCAGCTCTAAAACTCCCAGTCTTCCTTGAnTTAGTCCTTAATGTTTTA^^^ 

TAAAAGACAGGAACCTGCTTCACTGTATTAACTAGTCCATGGGCTGAGACCGGGGCNNCTCTTTTCTTCATACTGCAATGTTGCTAGATACATGATCAGACACCAGAGGGTTGGGCA^ 

CTTGCAATACCTTAACAGTGCTGAAATCTGCAGCATGGTGCTAAGGAAGTTAAAGTTTGA 

>ncrb4402.seq 
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TGTGGACTCTGCCTGCCTACCTGGNCTGGGAAGATGnCTACCATATCTCCCTAGAGCACGAAATCCTGCTGCACCCGCGC^^ 
AAGCTCTTCACCGAGGTGGAGGGGACCTGC 

>ncrb4405.seq 

TGCTAAGCGCCATCGTAAGGTGCTCCGGGATAACATCCAGGGCATOCAAAACCGGCTATTCGCCGnTGGCTCGGCGCGGTGGCGTC^ 
GACTCGAGGTGTGCTTAAGGTTnCTTAGAGAAGGGNATTCGAGACGCCGTCACCTAT 

>ncrb4406,seq 

AANCCNCAGAAACCGTCCCTGCTACAGAGCAGGAGnGCCGCAGCCCCAGGCTGAGACAGGGTCTGGAACAGAATCTGACAGTGATGAATCAGTACCAGAGCnG 

CCACCCAGGCAACCACACAACAAGCCCAGCTGGCGGCAGNNGGNGAAAnGATGAAGAACCAGTCAGTAAAGCAAAACAGAGTCGGAGTGAAA^ 

AAACTG 

>ncrb4407.seq 

AGAACGTGCACATACAGAGGAGAGAGCTAAmAGAAAACAAAACCACAGAAnTGATGACGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGT^ 
>ncrb4408.seq 

TAGCCCAGCGCTGAAATAnNATATGGTCCTCANCTGCCCAAGGAGGAGGCTCCTGATGATCCCAGGTCTACTCNACTCTC^^ 

>ncrb4410.seq 

GACCTCCTGGCCAACAAAAACCCNCCCTGTCTGTACCAAAAATACAAAAATTAAnGGGCATGGGGGTGGACACCTGTAATCCCAGCTACTAGGGA 
GAACCTGGGAGG 

>ncrb4414,seq 

ATGGTGAAACCCTGmCTACTAAAAATACAAAAAnAGCCGAGCGCGGTGGCAGGCGACTGTAATCCCAGnACTCAGTAGCTGAGGCAGGAGAATCGCn^ 
AGGTTGC 

>tT^4419.seq 

A^mAAAGATACAGTAAAAATCGTGTATAAAAGATAAACAATGGTACACCTATAGGGCATTTGCCATGA^ 
T:|^GTGAATGCGAAGGCCTAGTACAnATTGTACACTGGTGTAGGCmATAGACACTGTACAC™GGCT^^ 

>fpb4421.seq 

(^AAGAAACTAGTCTGTGGGGACCAnATAAGAGAATNACATOTATATTACACAGTATATGGATAnGGAATGTATCAOT 
(frCTGTA 

>t|ib4423.seq 

AjSi^TGTGAAATmAAAGGGGCTGAAAGnCTAAGAAAGGATGTGGGTGGGGAAGCAACGAGG 
T^AGG 

si 

>®b4424.seq 

A&bCAGATAATTmAGCTTAGGGGCTGGTGGCTAGGTCGGTTCTCTCCmCCAGTC^ 
GmGATCCCCCTCnTGTAmAnGGAACTGGAGCTACTGGAGCAACACTGTATCTC^ 
ApgAAACTGGGTCCCAATGATCAATACAAGTTCTACTCAGTGAATGTGGATTACAGCAAGCTGAAGA 

■ffl 

>n6Eb4427.seq 

(^iGGTGGCTCACGCnATAATCCGAGCACmGGGAGGCTGAGGTGGAAGGATCACTTGAGCCCAGGTGmGAGAC^^ 
AfllAAAACT 

>n crb442 8.seq 

NCTTnATCCTAATATCGGTAGCATATAATGCCCCCCCGCAAAATATCTGTTnCCATGCAAAA^ 

GAAGAAATTGGCCACAGAAGAGCAAGAAGGTCTCTTAAGAAAAGGGAATTCTCmAAAGAAAGCACCACCAACAACA^ 

CAGAGAATGTGGTGTCACAGATACATCGCCGAGAGAGGnTCTT 

>ncrt}4429.seq 

GGTmGnGGAGAGTGTCAGACTGATCTGGAAGTGAAACACAGmATGTACAGGGAAAAGGATmAnATCCTTAG 
AAAAACAAGAACAAAGAAGGCAGANCCAGGATATAACTAGAAAAAG 

>ncrb4431.seq 

AGGATGTGGAGATTGAGCCTOTGTAAGCNAAATGnAGGTAAGCTTCCAACGCGTmATCTmCGAGTCAAAGAGGGTGTnTATmATCU^ 
TTGCmGTTGCCCAGGATGGAGTGCAGTGGGTATGCACAGGTGCGGTCATAGCACACTATAGCCTTGAACTCCTGGGCTGAAGCGATCCTGTCACCTGAGCCTC 
GACTGTAGGTAGGCACAGCCACCTCAGCCAGTCCnGTnnATTmAAATAGTCTAAAATGCTGGGTAGAACCAATGAAT^^ 
GTGTCAGACGrrrCAATCTACCTTACTCT 

>ncrb4432.seq 

TCGGCCNmATGGCCCGGGANTCCTGGANGTGACTGATACCTACAGTGCCCTCGCCCGCCCTGGGCCCGGAAAAGAGCTAGCAGAATCCGCAAACTmCAATCTCTCT^ 
ATGATGTCCGCCAGTATGnGTAAGAAAGCCCnAAATAAAGAAGGTAAGAAACCTAGGACCAAAGCACCCAAGATTCAGCGTCTTGTOCTCCACGTGTCCTGCA 
GCGTATrGCTCTGAAGAAGCAGGGTACCAAGAAAAATAAAGAAGAGGCTGCAGAATATGGTAAACTnGGCCAAGAGAATGAAGGAGGGTAAGGAGAAGCGGCA 
AAGAGAGGCAGAGTTTCGTGTCTGCGAGCnGTAGTTCTAAGTCTGAATCGAGTGAGAAATAAGAnTTTTGAGTAAGAAATAAATAAGATCAGA^ 

>ncrb4433.seq 

TCCGGCGAATnATGGCCCGGGANCGTGGGCATGTGTATAGCnCCCAAGnCTnTACAGTCCCTGCTGGGACTCCCTGACTTACnTGGTTGGnCCTAGTGCTACTTGTTn^ 
ACTACACTTTGTAGAAnGATTAGATOCGTTGTnATnAATGTGAGTnGTGCGTTmGTGTCAATCTTCCAATAGAGGTA^ 

>ncrb4435.seq 
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MGGMNCAMTCnGTMTGCTGCAGCMmMCGCACTAGCCCMCTCCGTCGTATTGACCAGnGACMTTGATC 
TATGTACTGmAGGCTAAGCCAmCAGTATGCAGAAAATAAATGGAACAGAGGTGACACAGAATGATATGATAATGGCTGA^ 
GAGTOCCCCAGTATCGTCTGATnCCAnCTGGGTGATGCCAGGAAAAAGCAAmCGGTATCTACTA^ 
CAAAAGACnGTAGGAGAAAACACAAATCGTGCTACAnAAATTATACTACAAGAGACTmATAATGAA^ 

>ncrb4437.seq 

CCTGGGAATNTCCGGCClsrrTTATGGCCCGGGGCTCACAAGCCCCCTACACCTTGTGGGCTGAAGAAT^^ 

GAGCAGACACCACCGACnCCTTTCTGCGTCACCAGTGTCGTCAGCAGAGAGAGGACAGCACAGGCTCAAGGnGGTAGTGAA 

TGATCAGTTGCTCCAGTGTTTGAAATAAGAAGACTCATGTTTAC 

>ncrb4439.seq 

AGAATTCAGTAGAATAAAGTCCTmCTCTOCAGGTATTAAATGAGGACAGAGAACCTCAGGTGTTCnATGCTAGTGC^^ 

ATACATCTAGAGAGAGTGGTAmGAGATTCAGTGTATGTAnTAmACATGAGAGGAAACTGGAATATAATCCCATAAATOTCACCm^^ 

AATGGTCTGTAGGTAnTGTCTTAAGATTTTTGGCTGnTAATAAAAATGTAACnT 

>ncrb4440.seq 

AANNTCCGGCCAATTATGGCCCGGGGGNTAATTTnGTATmTAGTAGAGTCGGGGGTnCACTATGTTGGCCAGGCTGGTCTCAAACTCC 
CTCCCAAAGTGCTGGGATTACAGTCATGAGCCACCATGCCCAGCCTACCATATCAGTTmAATAACTTGAACTGAAATOTTGGCnGGW^ 
AGAAAAmcnAATAmCAAAAAAnGAATAAAACTGGTAATCmGTGGAGGCCCATmGCAAGTGGAAACCTGTAm 
ACAGnCAAATGAAAGATGnAACGAGATGGAGTnGAGTGTGGGATACTCAGAATAGATCCAGAACCmATTCAGGGACACTGGnGAGnGG 

>ncrb4441.seq 

GGTGCCCTGGnCGCCAAGNAGTGGTTGCGAAAGTATAAGCCGTCGAGGCTGCGCACTCTGCGTGAGACGCTCGACCCAGCCGAATACAACATATCTCGGGAAACCC^ 
AAGCCGAGCGGnGGCCATAAGAGCCCAGCTGAAACGAGAGTACCTGCnCAGTACAACGATCCCAACCGCCGAGGGGTCATCGAAAATCCTGCCTTGCnCGTTGG 
GAACAATAAATGTCTATCCTAATnCAGACCCACTCCTAAAAACTCACTCATGGGAGCTCTGTGTGGATnGAGCCCCTCATCnCATnA™^^ 
AAGAAAAACmTCGAGGAAGGAAAATTGGATCGAACAmCACCTCTCATATTAAGTGTGGCAATGATGACTATATGTAT 

>Reii)4442.seq 

aM^tgggccgggggatcgggcggctccatgcgtggcgctcggtgtgcaccttccgcagatgtggatcagcaagcaggagtatgac 
t^ttctaggcggactatgacmgngcgnacacccttccttgacaaaacctaacngcgcagaaaacaagatgagattggcatggcmam 

>|SD4443.seq 

Tf^dCGGGAATCTCCGGCCNNnATGGCCCGGGGGAmCATGGGATGNACCAGAATGAACATCGTGGCTCATGGCTGTCAGTAGTGAA^ 
TT^CTGAGAnGmCCGGGCTAAAAGTTGTTCCAACAGCTGTTTGTmGGCCATTAACATGTCCATTCTTTnAnn^^^ 
(^GGCTGGCTATnCTGAAATCAGGAAGAACCCCTGTCCTTCCACTGTTGTGGTCTTnGGCTGCTCTGACATnG 
Tp^GTTCAGAGTCAGACTG 

>Bcrb4444.seq 

Affl^ACTTTmCNAGAANTAAAAAATANTGGACCCCmGTGTnACCTAACTAGANAAAGCCAGATATAAT^^ 

A^lT^AGAAATCTAAAGmGAGCAACTTTTTAATGGCTAmCGTAnAnGTAAGTGTTAAAAGCCCTG^^^ 

GremAGTCTTCTTAGTACTAGTCTmTAGT^^^ 

CflrCAAGATATTTmCCTGATAAAATACAnGTCnGAAGTAAATACAnGTCAAAACCTAA^^ 
>nS)4445.seq 

Til^CCCGGGGTNTGGGGANCTTGTTmNCATTCTCCTTTmCCNTTCNNTTGM 

CigcnGAGTCTTAAGAGTAGATCAGGCCCAAGGCAGGTGGATCACCCTGAGGTCAGAAGTOAAGACCAGCCCTGGCCAACATGGTG^ 
TAGCTGGGCGTGGTGGTGCATGCCTGAAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAAnGCnGAACCCGGGAGGCGGAGGnGCAGTAAGCCG^^ 
TCCAGTCTGGGCAACAAAAATGAAACTCCGTCTCAAAAAAAAAAGTAGGTCAAnCGTAACAGmATmGGACACACCGTGAAGCT^ 
TGACAAACCATTTGTTAACCAGCT 

>ncrb4447.seq 

TCGGGCCNCnATGGCCCGGGGTATCAGGTGGAAGTnCTGCCCnATGGAGmACAGTCnATAATAGAGCCAGAGAACTOGCAGACAGm 

TAGGAGGCGGTAGCTCCCAAAGCCAAGAGCTGCACCA GAnCAC TACTAGGGCTGAGGGTCACAAATGGCnCTAAAGGAAGTGATAGT^ 

GGGGCATACATCTCTGACTGCACATACACACACAAAATATTTT^^ 

TGTTAAGTATATTrTTAnAmGGCAACCAATCnCAGAACTTTTTCATCTTGTAAM 

CTGGCAAGCA 

>ncrb4448.seq 

GCAGAATCCmGAAGCAAAGGAAGCCAGNANAGCACGAGGGAATCTAGGCnTCAGAGAACAGTAATnGATTCAGCCCAATTCATmTmm 
CTGTGTGCCTGGCTGGAGATTGAGCAATGATAGCTCCAACCTCACTGGCCTTCTGCGTGTTCCTCAAACGTAGGTAACCTATTCCACTGCAGAGGTmA 
CTGGGGTACCGTTCCCTCTGATCTTCCCAAAACTAGCTCCnCCTGATTCAGTGTTAGGGTCAAATGATAGTCAAAAATGCCTCCCTGACCAGTGT^ 
GGCCAGTAACTCTCTCATATCACTCTGmATGTGTGTATTTTmACCTTGTAAAATCATTTCTGTTTG 

>ncrb4449.seq 

AAGTTACCTCAAGAGTTCTCCCTGACCTTGGTGATGCCGTGGGCACTCAGAGAAGCCTCCTCTGTGCTGCAGGGAGGCTGTGTCTTACTCATGCAGGGTGGTGGAGGGGCGCC^^ 

AGCAGAAGATGATGAAAGGCTGTCCCCTGTCAGGAAGGAGAAGGTCCTCGTGTGTTCCAAGGCAAAGAACTGGACAAGAAGGAGGAGGnCAnCAGTACATTGAGTC^^ 

CTGCTGTAGCTGGAGCACGGTGCGTGAAGCTGGCTGAAGTGCTAAGGCAGGGGCTAGCAAACTGTGGCGGAATCCCACCTGCTGCGTGmGTATAAATAAAGm 

>ncrb4451.seq 

ATGGCCCGGGGAAANNTGATAAAAnAACCTAACACATGTACCTATTTAAAAGTATAGTGATAATTACCCCCCACTATAAATCATGGTATC^ 
GATTTCAGTTAAGGCTTGATATGAAGAAGTGTnCAGGCCAGACCTTCTCAAACTnAACGnCTAATGnCATACAAATTACAAATCATC^^ 
TCAGTAGTCTAAGTTGGACACAAATTCATAGGTGATGCTAATACTGCTGGTTCATGGACCATGTmGAGAGCCAAGAnCTGGACAAGCCAATGGmATGACAA 
AGAGCGGGGAGTTGATGTGTAGAAGTCTTGGGGCAAGTGACTAGCAAGGAAGGAGGAAAGCTTGGGTCACACAGGGATCAGTGGGGGGCAGGGTGATTAACCATTC 
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>ncrb4452.seq 

CTANGGGCCCGGGGTGGGCTTGGGCCGNAGTGGCTCNNCGCNCTGTGATCCCMCACTTTGGTMGCCMGATGGGCAGATCGCnGGGCCTCA 

GACAACCAGGGCAGAGCCCCTGTCTCTACAAGGAAGTGCAAGAAnAACTGGGCGTGGTGGCTCATAmATAGTCCAAGCT^^ 

CAGGAGGnGAGGCTGCAATGAGTGGAGATCATGCCACTGCACTCCAGCCCGGATGACAAAGTGAGACCCTGT 

>ncrb4453.seq 

TGGCCGCNNTGCCCTGTAATCCCNAAAATGCCTGGGATNTACCAGGAGTGAGCCCACCCATG 
GAAmCTAATnATGTGnCTGnGAAATTTTTGTTTTmACCm 
TGTmATATATATCATTCAGAAAAAGTmAnTTnAATAACAnCTAnAACA™T^ 
ATAAATTTGACTCAnAAAAACC 1 1 II I I I I 

>ncrb4456.seq 

GTTGAATGGAATAACTGCATATCACCATGAGTTTGTmGCTTnCATACAGACTTGTATGTGTCATTTGAGTGGmCCAGA^^ 

TmCCnAGCCTCTGTTTGCCACTCTGGGTATCTCTCCTATGGGCAAAGCCAnAGAAATGCATAAAACCTCGAGAW^ 

ACTACTGACCmCACAGAGAAAAAATATnCCCTTGAAAAAAACTGGGCTTGTCATTT^ 

>ncrb4458.seq 

AAANACNNCCCCCGGCCTCCGGTGGCCGTGGAGCCCGGGCCGTGGAATGCGAGTGCGTAGTGGGCCACmTGGTAAGCAGAACTGGCGCTGCGGGATGAACCGAACGCCGGGTT 
AAGGCGCCCGATGCCGACGCTCATCAGACCCC 

>ncrb4459.seq 

ANACTACNAATGCTTCCmCCGTGTATNTTTCCTCnGTCTGGCTGCCCCCGTTmCCCGCCCCCAGAnGATAAGTAATGAAAGTGCCC 
ATATGTGAnGTTGCATAATAAACTTCTGGTGTGATACTTTC 

>ncrb4460.seq 

TPGGCCNmATGGCCCGGGGGCAGATTTACCmAAGGCTCATAnCTCCAAGTCTAnCTGCTTTAAAAAGAAGACAAGAAAAGAAGT^ 

iteACCAAGCATmGTAAGAnGCCAAGTATGCCGACGGACATGGAACACACAGGACATTAGCTAGATCnGCCmCTGATC^ 

AgTATAGCCGTCTGTGGGCTAACAGTACTOTTCCTGGGATTCAGTTATTCAAAACAAGACAGGCAG 

>rrafc4461.seq 

GtiAAGCTNTAAANGTTAATGGGCTAATTGCCCCCAATTAAAAGANACCAGANCTGGCAAAnGGATAAAGG 

/W^ACACACATAGGCTCAAAATAAAGGGATGGAGGAATAmACCAAGTAAATGGAAAGCAAAAAAAAGCAGGGGTTGCAATTCTAGTCTCTC^ 

GAtCAAAAGAGACAAAGAAGGGCAnACATAATGGTAAGGGATCATGCAACAAGAAGAGCTAACTATCCTAAATAT^^^ 

CT¥AGAGACCTACAAAGAGACTTAGGCTCCCATACAATAATAGTGGGGAGACnTAATACCCCAnGTCAATAnAGACAGATCGAGACAGAA^ 

m 

>fi^4464.seq 

GQAGACGACAAACAGNAATATGGAATGATCAGAATOCTCmTGACCCAGACCAAGAACATCAGCAnACCTAGGAAmATO 

Ti^TCAGAAACmAAAAGCGAGCCCAGCAnCTGTGGnTAACAGATGCnCAGGTGATTCTGACACGTGCTGAATTnG^ 

C|^GAGTTAAGmGATGTATCTTGTGGTAATACTGAGAAATGAGCTGGGAGATGGTTCCAAAATCAGATW^ 

>iiM)4465.seq 

(^GANATAAAGGCAACAGCCAGCCTGACC CCTGC NTNGnAGAGnNNGGTGCAATCCTTAAAGAGTAGTAGAATTGTAmA^^ 
CiSTmACAAAGAACACAnGTCAAATGATGTTmATn 

AGgTAGGGGATGGTTmCCTCCTGCTCmCCATATCTTTATGTTCTCATATAAACATATA™ 
GI3CACT 

>ncrb4466.seq 

nGGGANGGAGTGCCnGCCCTCNAGCCAGCCATTANTAmCTAAAAAGTGTACCCNAGTGGCAGAAAAAGAnAGCCATTGCCCACCTATO 
GGGTGGAAAGCCATnCCCATTATNTATT 

>ncrb4467.seq 

AGGAATGTTCnACTAAGACAATAAAGTGAACAAGCACCTmAGATATACACTAAGAGnCATAAATGACTGAmCTTGCnAA^^^^ 
TAAACTCTCACmACCTGTAATmCTTGGTACTATCACTCTCTCCTTCTGACTTGTAAACATAnAAAGGCTACT^ 

>ncrb4468.seq 

TACTCCGGGGAANNTCCGGCCATTTATGGCCCGGGANNTGTGAAAAAGnGCCCGGGTGCAGCGCCCnnCCTTCTACGATGGGAAATGCAGGCTGGGCCCCTTGGGGTGA 

GCGGGGCTCTGGTGCTGTGCCCGACCGCCACCACCACCAGAATGCAGTTCCAGCrrAGGAAGCCAGAAACAAGCCACCGAGGAGGAACAAAACACCGCCAGCGTGGAmTCCA^ 

TTTCGGTGGAAAGTAAGTCTGGCTCTTGCCAAAGAAAAGTCTGGCTTGGAGAGTGTCTGGAGCCGAGGATGGGAGCATGTGCCAATGAGTGTCACGTTCATCTCTO 

CATAGGGGAGGACTGTCCCGCGACCCCCGTGGAGTGCGTCTAGGTCATGTGATTCTGTnTGATnCTCATCCCATGCAAmGTCCT^ 

TTCAAAGTTGTTATAAnTGTACTGAAGTT 

>ncrb4469.seq 

TCCGGGCNNmATTGGGCCCCGGGCCTGTTCNTTGGTGGCTmACCAAAAATAGTAGTCAGTGGGTTTTT^ 
AGCAATAACCAACAAC 

>ncrb4470.seq 

GGGGGGTCNTGAANTATGGGCCGGCCCTCCAGCNAGCCGGCGANNGTGCCTGGGGCGCCTGCGTAGAAAGTAnCAATCCAGGCCGGTTGCnTTGTGAGAAGAATTCCCn^ 
GTGCGGCGTCGAGTCAGCTGAAAGANCACnTGCACAGTTCGGGGATGTGAGAAGGTGCATTnAGGGnnGACAAGGAGAGTGGCmCACAGAGGTnGGGnGGGTTGAGn^ 
CTTCAGAAGAAGGACTTCGGAATGCACTACAACAGGAAAATCATATTATAGATGGAGTAAAGGTCCAGGnGAGACTAGAAGGCGAAAAGnCCG 
GATTrrTGAGACTGGAGGCTAnAATAAAGTTAACATAACTGA 



>ncrb4471seq 
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AGGAGGAGGGACAmGTTGTmTTMTCTAGMCmACAMTCTCAMGCCAMGMCTACTAMTAnATCC^^ 
TCnAAmTGAAAGGAGTmCTGnACCAGAAAGGGCAGACGTTGTAGACCATCTGCAGCTTCCnCCTG^^^ 
CCTGTAATCCCAGCACTnGGGAGGCTGAGCCAGATGGATTGCGTGAGCCCGGGAATTTGAGACCTGGGTGGGAAACATGGTGA^ 
AGGTGTGGTGGCATGCAGCTGTAATCCCAGGTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACGTGGGA 

>ncrb4472.seq 

AGCAACCmGATCCTAAGCCCATTCCTGGGAACTGGAATGGTGCAGGCTGCCATACCAACTTGAGCACCAAGGCCATGCGGGAGGAGAATGGTCTGAAGTAC^^ 
TGAGAAACTAAGCAAGGGGCACCAGTACCACATCCGTGCCTATGATCCCAAGGGAGGCCTGGACAATGCCCGACGTCTAAGTGGAnCCATGAAAC 
GGTGGTGTAGCCAATCGTAGCGCCAGCATACGCATTCCCCGGACTGTTGGCCAGGAGAAGAAGGGmCnTGAAGATCGTCGCCCCTCCGCCAACTGCGACCCCTm 
GAAGCCCTCATCCGCACGTGTCnCTCAATGAAACCGGCGATGAGCCCnCCAGTACAAAAATTAAGTGGACTAGACCTCCAGCTGnGAGGCCCTCCT^^ 

>ncrb4473.seq 

TATGGCCGGGGCCCCCCGCAATGCCTGATTCTmATCTGCnCTGTAnCAATCTGTTGTGATATGATGGGTAGCCTCTGAAACACTCCACTGTATACnGTGAA^ 
AAAGGAAAATAGATTTGTAGTATOTTATGCAAATTGmTGACCTCAGAGACCACTTGGAAATGTTTOGGGAACCCCC^ 

ATATGTTACTAmCAGTAGCATCTAAGTACATGTGGCTGGTGAGCACTTGTAATGTGGCTAGTGCAAATGAGAGACAGGACTTCCAGCTATATGTAAmM^ 
CTGGAACCTCATAAAATGTlTTGTTGTTGTTGTTAAACATGACCTTATAGnnG 

>ncrb4474.seq 

ATGGGCCCGnAGAAANNAGmGmAAGANCTGACTCCATGCCTGAGTAATCTCCCmATTmGACCAGGnCAmGTCAGCmGCTC^ 
ATTGTAACTAAAATCnCCTCAGGACTAnAACCCCTGCAAAGmCTATAGGGAACTGCCTAGTGTAACAATGAAACCAGATTTC^ 

>ncrb4475.seq 

ATGGCCCGGGANNGAAGCCCTGTGATGACCTACAGAACmGCGAACGCCTACGCCCATGGmATGGATACAATGCTGCCTATM^ 
TGAGACTGAGGGAAGAAAAA AAATCT CTTmnCTGGAGGCTGGCACCTGATTTTGTATCCCCCTGTAGCAGCATTACTGAAATAC 
TGTCTTGTCTGGCTGCAGCCCTTmCCCGCCCCCAGAnGATAAGTAATGAAAGTGCACTGCAGTGAGGGTGAAAGGAGAGTCAACAT^^^ 
TGATACTTCCGA 

>ps^76.seq 

c®gataggagngcccgagcnggaattcggtgtggaca™gggccggtctgcttcttgtaaaaaccctgaaccccagaaacaacagaatccgto 

Tft0CTTTCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGnCGGAGTm 
AiaGGGCAGACTGCAAAATAAAATCTCGGTGTTCTAmATTTATTGTCnCCTGTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTAA 
AiSGCCCCCAGCCCAGGCCAGAAGAGCTCCCTTCAGGTGCCGGGCGCAGGAACTGTGGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTC 
TtfSATATTAAAAATGAAAAGAn 

>ii^4477.seq 

Ap^GCCGGGANNGGAAAnGGTGAATCCCACCAAAAAAACTGCCTCTCGCTCCTCAACCGCTCCCCTCCATCCCTGGCCCCCCTC^^^ 
>p^4478.seq 

T^SGGCCNmATTGGCCCGGGGGGAGGCCGNCGCCGCCCGGANGAAAGATGGAAGANCTACGCAGGCTGCGGAGGA^^ 
/^lAGGCTATAGAAAGCGCAATTGGTGGTAACGCTTATCAACACAGCAAAGTGAACCAGTGGACCACAAATC^^ 
AlfeTACATCGTGACCTGTGTAATOTGCAGAAGAATGGAGCTGGATTACACACAGCAAGTTCCTGCTO 
CW^GCCTGAAAAGCTGAGGAAGCAATCCCAACAGCCCAGAGGAACGTCCTAAATATCAATGTAAAGAA^^ 



>S|[l)4479.seq 

AAfGGCCCGGGCNAGTGGGCCTGANCGGAAANAnAGCCTAAAGTATmACCNTGTmGTAAGATCTCnGGm 

AAGAATTGTGTmCAmCTCCTGTGCAAGTACAGAATGGAGAGAAAGTAGGCAATCAGGGAGAGATGCAAAGAGTCTAGCAAA™ 

TCAGCCTTGTTTTATAATTCC 

>n crb4480.seq 

GCl 1 1 1 1 1 1 1 iGAGGAAGACGCGGTCGTAAGGGCTGAGGATTmGGTCCGCACGCTCCTGCTCCTGACTCACCGCTGTTCGCTCTCGCCGAGGAACAAGTCGGT^^ 
GCGCAGCAGCCATGGCTmAAGGATACCGGAAAAACACCCGTGGAGCCGGAGGTGGCAAnCACCGAATTCGAATCACCCTAACAAGCCGCAACGTAAAATCCnGGAAAAG^ 
GTGCTGACnGATAAGAGGCGCAAAAGAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACCAAGACTTTGAGAATCACTACAAGAA^ 
ACGTGGGATCGmCCAGATGAGAATTCACAAGCGACTCATTGACnGCACAGTCCTTCTGAGATTGTTAAGCAGATOCnCCATCAGTAn 

>ncrb4481^eq 

GTCCCGCGGGAATCTCCGGCCNmTGGCCCGGGGNNCGATGATGATGAAGAGGATGATGATGAAGATGATGATGATGATGATmGATC^ 
TGAAGAAATCTATACGAGATACTCCAGCCAAAAATGCN 

>ncrb4482.seq 

ATGGCCCGGGGCNCAAAANGTAGGGnATAATAATGTTAACCATGGAGATGATCTTCTTOTAATTCTACmGAGTGCTGTCTCCATGmGATG 

GTAGCTCTAGGAGGGCTGGCAACnAGAGGTGGGGAGTAGAGAATTCTCnATCCAACATCAACATCTTGGTCAGAmGAACTCTTCAATCTCTTGCACTCm 

TTAAGCGTGCATAAGTTAACTTCCAATnACATACTCTGCTTAGAAmGGGGGAAAATmGAAATATAATT^ 

>ncrb4483.seq 

AmCTAGnTCTATATAGTGCAATAGAGCATAGAnCTATAAAncnACTTGTCTAAGACAAGTAAATCTGTGnAAACAAGTAG 
>ncrb4484.seq 

CCTCCCCCCGGGAANCTCCGGCCCNnATGGCCCGGGGAGGAAGGAAATTGTGGGGAmGAAATAnCTCmATGTTGmCTC^^^^ 



>ncrb4485.seq 
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AANGGTGCr^GCCCAAGGAGGCCAGGCCCCGCCCATGTGTCCACCTGTATACCTGTCTCCTAGCTCACAGGAATGATA^^ 

CATCCAnCTCTGGTAATCATCATCACAnCCCTGTGATGAGGAATTAGCACCAAmTAGAGGAGAAAAC^^ 

AAAAmGTGAGTCTTGCCCAAGACCCAmCAACTAATTAACGGCTGAACTGGTCGTCTGAmCM 

AAACAAACAAACAAAAAATCCCnGACCGTAGCCCnGCTATAACAmCCCACTGAGTTGAGGGGAGAAAnGGAM^ 

GTG6GGGGAAGCTTATCCAT 

>ncrt)4486.seq 

AlsrrGGCCCGGGANTCTnAGGCCAACACTGGTGTCACAAAGCTCCTGTCAGGGAGCCTGGGGmGGGAATGTGCmGTGAACC^ 

AGAAACAGGCAGAGTTGGAAGCAGCCAAATCACAGTGGGTGITGTGTGTGTGTGCGTGTGTGCATGCGTGCGTGTATGCGTGTGT^ 

CTATTGATACACCAAACCAAGTGCCTCAmCTGTGCCAAATGmGCCTTGGTCGTTGTGGACCTCCTTCTCTA^ 

GATCCTCATGTGnGACCCTGATGTCmAGCAGAGGCCTCTAGCATCTCGGTmTCATCCACTGCAGGAATGTGGC^^ 

ATCCTGAGACGGTCTCTACCCATG1TT 

>ncrb4487.seq 

GCNNTGCGAGGCGGAGGTAGGGAGCAGGTTGTGGNGCTAGTTTCTCTAAGCCATCCAGTGCCATGCTCGTCGCTGCAGCGACACAGGCTCTCGGCGCCGCCATGACTGAGCAGATG 
ACCCTTCGTGGCACCCTCAAGGGCCACAACGGCTGGGTAACCCAGATCGCTACTACCCCGCAGnCCCGGACATGATCCTCTCCGCCTCTCGAGATAAGACCATCATCAT 
CTGACCAGGGATGAGACCAACTATGGAATTCCACAGCGTGCCCTGGGGGGTCACTCCCACTnGTOGTGATGTGGnATCTCCTCAGATGGC^^ 
GATGGAACCGTGCGGCTCTGGGATGTGACAACGGGCACCACCAGGAGGCGAnTGTG 

>ncrb4488.seq 

NGCCnGCTGNTGTGGCAGCTGGGATATACGCTGATGGATGAAGCTCnCAGAGCTATGGGCAATATCTACATATnGAnGT^^ 

CAAAHGC 

>ncrb4489.seq 

AACCTCCGGCCCCnATGGCCCGGGGAAAACCAAGNAAATAATArrAAATATGAACATATGGAGAACAGAATAATATTm 
TJircmTGTAATACCAGAGnATTAGGAAGGTAnATCTMTAACACTATTnCAGTGATAm^ 
Wn-GTGTATATACATCAATCATATGTATCGATTTCTGTTmCTTGAATTGCAAATGAAAnTGTAm 
WiAAnCAACGTATnGAATACTTTAAGAATGnACAnTATAGTTAACAGATACTGA 

>M}4490.seq 

TgOGGGGAANnCCGGGGNmTGGGNGGGGGGCAAAATAAAAAGCAAAGTCGCGnGnATATTTCTAAACCAACCTAACAAGM 

AO^GCATTATAGTGATTCnGCACAAACAGCTTTAATmTGCCTT^ 

TpXTTmGAGAAATCCmTGTATTGTGAGGGTTGATGGCTAmCTGTAGTnGAAA^ 

G^CCGATTGTAACTmCCAAAGGGAGGnTACAnGATnGTATCAACATCAGATATTTOTATGTGAATATATTAAACAT^ 



>fr6ft)4491.seq 

GATCCAAGNATAAGGAAAGGCATCCCTCCTGATCAGCAGAGGTTGATCmGCTGGGAAACAGCTGGAAGATGGACGCACCCTGTCTGAC^^ 
CiprrGGTCGTGCGCTTGAGGGGGGGTGTGTAAGmCGCCTmAAGGmCAACAAAm 

>6|44493.seq 

GOSCTCTTCGGCACCTTnCCTGTCTGAGGATCGGAATGCGGGGTCGAGAGCTGATGGGCGGCAnGGGAAAACCATGATGCAG 
G|gATGGGCATCCGATGCTAACCATGGnGCCAACTACATCTGTCCCTTCCCATCAATCCCAGCCCATGTACTAATAAAAGAAAGTCm 

>fjefb4495.seq 

GflpTCTGGGGAGCCTGAAGCAAAGATGGATGAAGAAACTGTAGGCAATGTTGTCCTGTTGGCCATCGTC^^ 

CACGAAAGCAGGACCCAGAATGGGAGGAGCTTCCAGAGGACCGGAACACnGCCTnGAGCGGGTCTACACTGCCAACCAGAACTGTGTAG 

GCTCTGGTCTGCGGGGCTACmGCAGCCAAGTTCCTGCTGCGmGCTGGACTGATGTACTTGGTTGTGGGGCAAAAGTACmG^ 

CCCTGGCTACATATTTGGGAAACGCATCATACTCTTCCTGTTCCTCATGTCCGnGCTGGCATATTCAACTAT 

>ncrb4496.seq 

AGAGmAnTCmAATCCTACAmAAGTTATCTGTAGACAAGGGTGATATGGGTAGCATTCCACAATGATTAAAAAGGmAA^ 

AnCCACAAmTATATnTAAATAAAGTGTAGGATCTGCAGnTCnTAAATnCAATGAACTAGAGTTnGAAATGCAG 

AATGmGCTTGTGTATTGTAGACACTTAAGAATGTATCATCCCTGTmCCTTTTCACTmm 

>ncrb4497.seq 

CTTTTGTATmGATAAACACTGAAGCTGGAGCTGTTAAATTTATCTTGGGGAAACCTCAGAACTGGTCTA^^^ 
CTGTTTTGTATACTTGTTnCAGmTCAmCGACAAACAAGCACTGTAATTATAGCTATTAGM 

>ncrb4502.seq 

TNCCCCGGGAATTCGGCCNmTGGCCCGGGATATGGGAGGATGTGCAAAGGTGATGTGCAAATACTATGTCATmATATCAGGGACnGAGTATCCm 
CTGAAACTAGTGCTCCATGGATACTGAGGGCTGACTGTATATTCCTATCCTCACGGAACmCATTGTAATGAGGGAAGACTGACTATAAACAAAATAT^^ 
ACCGTGGAGAAGTAACAAATGGGGCAAAGTGAGmiACAGCTCCAncnAGAAACCnGGAGTACnTTCTOGmATACCTCGTGGTGGTnCCTmGT^^^ 
GACTCTGACATGTGCCCATAGCTAGGGTGGCAGTAGGATCTACCCGAAAAGCGTCCTGCTGATACAGGACCAAAGCATCCTGTTGnCTCGAGCCTA^ 

>ncrb4503.seq 

GACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACATTGATCATCGACACnCGAACGCA 
CGGGTTCCTCCCGGGGCTACGGCTGTCTGAGCGTCGCTTGCCG 

>ncrb4504.seq 

GTGGTAGTGGAAGCAATmGGAGGTGGTGGAAGCTACAATGAmTGGGAATTACAACAATCAGTCTTCAAATmGGACCCATGAAG 

CCCCTATGGCGGTGGAGGCCAATACmGCAAAACCAGGAAACCAAGGTGGCTATGGCGGTTCCAGCAGCAGCAGTAGCTATGGGAGTGGCAGAAGAmTAATTAGGA^ 

TTAGCAGGAGAGGAGAGCCAGAGAAGTGACAGGGAAGCTACAGGTTACAACAGAmGTGAACTCAGCCAAGCACAGTGGTGGCAGGGCCTAGCTGCTACAAAGAAGACATGT^ 

GACAAATACTCATGTGTATGGGCAAAAAACTCGAGGACTGTAmGTGACTAAnGTATAACAGGTOTmAGTTTCTG 
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>ncrb4505.seq 

AGANCAGmMTGGTAC™CTGAGCTATAGCATAGCTGCTTAGnGTTmGAGATm 

GTGAATCACTATATGTGATGTAAAAGnATTACACTAAACAGGGTAAACTmGACTCCCCTTTTGK^^ 

ATGTAACCCTAGCTACTTTGGGATGGTCTTAGA 

>ncrt)4506.seq 

AAGGTGGGGCTAAGGAACAGNATGAGTAATAAGAGGCTCTTGGATTTTmAACCAATGCAAC^^^ 

CCAGTCAACTAGGCATGCTCCACAGTATCACAGGAAGAAGGTCAGAAATCTGGAACTGAAGCTAAAAGAAGTGAGGATGTAGAAGCC^ 

CCGCCCCCTCnGACAGGAGGATGACCGTCGCCATTCnGCGTGGGACTGACTCACCCAGCTGAGAGGAGGACCAATAGAAAGAAAA^ 

nCTGACCnCAnCATAAGATCTGGnGTTTGGGCTGTAGGTGGCATAATTCATG 

>ncrb4507.seq 

GGTAGGAGCGTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGCCTTAGCGGT^ 

GTGnATGAATCACATGAAAGCATGGAATCnATGAACTTAATCCCTTCATTAACAGGAGAAATGGAAATACCTTCATATCCCCTCAGCA^ 

TCCGAGAACGGTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTTGCGAACGGTACGCCATGGTnATGGATACAAT^ 

GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnnTTTCTGGAGGCTGGCACCTGATmGTATC 

C 

>ncrb4509.seq 

CAnCATAATTAAGTATTCCTGTATCmGTGTAATCTCACCTCTCTATATATCTCTGTGACCAAATTCTCCCATnTATAGGGAC^^ 
CTCACTTTAACCTCTATGAAGACGCTATCTGCAAATAACnCATACTCTAAGGTGGTGGGGGTGACCACTTCAACATGAATTT^ 
CTCTACCCCTCAAATOTGTGTGAGGAAATTGAGGCCCAAGCCAAGTAGmGATTTGCAmAGGCCTGACTCTAAAATGATACAT^ 
AAATACTGTGAACCAGGGGGAAAAAAAATGTCTTCCTCGATCTGAATnGATTAGTGTGAGAGTG 

>ncrb4511.seq 

(I^CATAATCATGTATGAAACCTCTCCACAGTTAAGGTAATGAATATATCCAnAnCCCAAAAGTnCTGTGTGCTCCmGTM^ 
Tj3g)TCCAGGCAACTAATGATTTTCmATCACTATGGAmCTTTGTA^ 
T|3nTrGAGAnCATGCATGTCATTATGTGTATTCTTAGTTCAnCGCTTTnATO 
G^TTGTCTCCAGmrTGAGCATTTGGAGATTACGAATG 

>|^^4512.seq 

Gjr)\CAnGGGGAGGTTGGTATTCGACCCCCTGTGCCTTTTNTTAGCTGTAnGTAnCnATTATGTGTnTACC^ 

TGlGGGGCGGGGGGTCGGnAirmTAAGCAAAGAAGTACAGCCAGTATGAnCTGAAGCAACTAGGCCAGAGTAGAAAAAAGnGGAG 

ApSATGAGTT 

>ilM)4515.seq 

CAGTGACATTGATGACCACAGCAGGCTGCCGAGTAnGGGAGTGACGAGGGnACTCCAGTGCCAGTGTCAAACTTTCATTCACnCATAGAACCC 

CIpATATTCACTGGGCCAATTCAATACAAAGAATCTCTTAAATTGGGnCATGATGCAGTCTCC^ 

CftT^TATnAAGCAAATACnAGCAAAAAGTGGGGCAGAGCCTCCCAAGGAGAACAAATAnCA^^ 



AlfiTTGnACCTmAGNAAAAGCATTGAAATGAGTTTCTCTTGCTT^ 
CC^GAAAATTGATGAGAGCAAAGGGGTCGCACCATATGGAAATGnGAAAACTATTGTAAAGT^^ 

TMCTATGTAAATTCACACTAAAACCAGTACAGTACCATAAGTAGAATACATGTAAGAATCACCTAGTCnCACTATATTGAGTAAA^^^ 

m 

B-'ssr 

>ncrb4520.seq 

GGGAGTCTGAGGAAGGAAGGGGCAAACTCATGAACGCTATTGnCTGGnCTACACTTOCAATCAAACTCCnAGAAGAG™^^ 

GnTAAGAACACAnCAGATmAATCACCTCnACCAGCnGACnCTTCCTAAGGCAGCATOTGGACTATGACGTGCTCCTAATGAm 

CCCT 

>ncrb4523.seq 

NTCATCATCATTmGAGACAGNAGnGACAGTCTTGCTGCGTCTGTCACCCAGGCTGGAGTCCAGTGAGCTGAGATCATACCAnGCACTCGA^ 
>ncrb4525.seq 

GAAGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTimTCTCmGAAAGATAGAGATTA^ 
TATAGTCAATAGGnACTAAGATAnGCnAGGGTTAAGTTmAACGTAATmAATAGCTTAAGAT^ 

>ncrb4527.seq 

GTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACAGTTCGAACGCACn^ 
CGGGGCTACGCCTGTCTGAGCGTCGCTTG 

>ncrb4528,seq 

GNACAGGCACTACCGTAAACACACGGGGCACCGCCCGTTCCAGTGCCAAAAATGCGACCGAGCATmCCAGGTCGGACCACGTCGCCTOCAGATGAAGAGGGAnmAA 
AGAGAGTGGATATGACCCACAGTGCCAGAAGAGAAnCAGTATTTmACTmGACACTGTGTTCCCGATGAGGGAAGGAGGCGAGGCAGAAAGGAGTAGA^^ 
AAGTGAGTCATCnGTGAGTGGATAATCAGGAAAAATGAGGAATCCAAAAGACAAAAATCAAAGAACAGATGGGGTGTGTGACTGGATC^ 
ATATTCCTGGACTTAGAAAATGGGAAGGGGGTGACTGGAAGnGTGGATATGAGGGTATAAATTATAT 

>ncrb4529.seq 

GCnGnGATGCTGAACTGGGTOGGTGGCGGTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCCAGAGATGGGACTGGAGGACGAGCAAAAGATGCTOCCGAATCCG 
TGAGGAGGAGGAAGAGGAAGAGGAGGAAmGTGGATGCCCTAACAACAGTGAGAGAGCAATGCGAGCAGTTGGAGAAATGTGTAAAGGCGCGGGAGCGGCTAGAGCTCTGTG^^ 
AGCGTGTATCCTGTCGATCACATACAGAAGAGGAnGCACGGAGGAGCTCmGACnCTTGCATGCGAGGGACCATTGCGTGGCCCACAAACTCTnAACAACTTGAA^ 
GGACTTAATTGACGGGAGTCnCATGATGTGGGCATGAGAATATTTCCnATGGTTTTGGATGCACCAnTGTrTGnAT 
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>ncrb4531.seq 

CTCTCANGCTCMCTCACATAmCCTTTTCCCTGGGGGGGCCATCGnGACnCTCAGTCCCATGm 

ACTGCATAATCCACTCCTGAAnCCCTACTCTGGACTCAATCAAGATTnGAGnGAACTATGnCATCm^ 

CAGGTAGTGAAGGAmGCATCTCCAAGGACTCTTTTTTTCCAAAGCCTTAGC 

>ncrb4532.seq 

GAAACTCAAGTATGGAGTAATACTGGGnGACCCTAACCAAGGATGCAAATTGGATGCTATCAAGGTATTCTGTAATATGGA^ 

GTTCCACGGAAACACTGGTGGACAGATTCTAGTGCTGAGAAGAAACACGTTTGGnTGGAGAGTCCATGGATGGTGGTnTC^ 

TCCTTGATGTGCAGCTGGCAnCCnCGACnCTCTCCAGCCGAGCnCCCAGAACATCACATATGACTGC^^ 

>ncrb4535.seq 

natctggtgagtcatgatgcgcgcacgatccgctaccccgatcccgtcatcaaggtgaatgataccattcagattgatttagagactggcaaga™c^^ 
tggtaacctgtgtatggtgactggaggtgctaacctaggaagaanggtgtgatcaccaagagagagaggcaccctggatcttngacgtggncacgtgaaa 
cagcmgccagtcgacmccaacatmtgttanggcaagggcaacaaaccatggatttctcttcccggaggaaagggtatgcgcctc^^ 
tggcggccaaacagagcagtgggtgaaatgggtccctgggtgacatgtcagatct 

>ncrb4536.seq 

GAAGANTAACTTTAAAAGGATCAGGAAATTCATGAAGTAAAAAAGTCTCATGAAAATAATGACTTGGTGGGAmCAGGCATGAGCCACCACGCCTGGCCT 
ACTCACACTGTCCTCCCAATATGACCCATGGTAGCCACTGATCCCAnACCCTAATmGnATnCAAGAATGCTAnAAAATGGAATCGTAA 
TGnCACTCAGCAAAnACCCTTAAGATCTATCCAAGnGnAGGTGTCTAAATAGTnTAAnmGTTACTGAGnAGTAnGTmAM^ 
CTGnGATGGACATnGGGnGmCCAGTGTTTTGCTGTTATAAATAAAGATGCTGTGACT 

>ncrb4537.seq 

AAGTAATAnCCnTTAAATTmTCCAACCATTGCnGATATATCACTATmATCCATTGACATGAnCTTGAAGACCCAGGAT^ 
GGGCCTGGAAAGGCAACnnCCTGATTAATGTGAAAAATAATTCCTATGGACACTCCGmGAAGTATCACCTOTCATAACTAAM 
qACACTCAAGGCATACATGATGACAGTCI 1 1 1 1 1 1 1 IT 

>figb4538.seq 

AtoGCCCGGGANCTACATGTTGACCTAGNAACTTGGAGGGGCTCATTATTTAATATGACTTGAAGTGATTGTTTrrCAACTTTTCAnM 

C-MAATGGACCACAGGAGGAGAGGAATTGCTTTAATCTTCAATCATGAGAGGTTCTTTTGGCACTTAACACTGCGAGAAAGGCGGGGCACCTGCGCAGATAGAGACA^ 
MpTAGTAGTTTTATCTACCTATCAAGATGAGGCAGnAAGTGATAAAAnACnTTGGCCAGGTGTGGTGGTTCATGCTGGTAATCCCAGCACTTTGGGAAG 

>|fcfc4539.seq 

G'artCGCCAAAACAAAnGCAATATAATGTGATAAGTTCTnAAAAGAGGTAAGAGGAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAG^^^ 
C^AGAAGAGAAGCCCACTATGTCATTTAATCTnACAACTCTCTTGCAAGGTTCCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCAGTATCATC^^^ 
QWCCTGGGCTGGACCGnTGAAGAGAGAGGCTTATTTGACTTTATGGTAGAAGATGAGGCTTGTGGGATAGGCCCAGAAGTTCC 
CXgTGTGCCCCTTCCGCTGTCAATGCCAT 

SI 

>S34540.seq 

;®rAAATGATATAGATGAACAnCAGCGACTACTGCAACGCAAAGTATTTTGAAAAGCCAAGTTGCTAGTTTTCTCCTTAACTACGAAG 

AAiAGTAAGCTTAATGAATACnATACTGGCCAGGTGTGGTATAAGTATACAGGCATGGGATCATGCCTGTAATCCCAGCACTNTGGGAG 

AlSrrGAGACCAGCCTGGGCAACATGGCGAGACCCCGTCCCT 

>i!@)4541.seq 

CyGTACACTGCCCTGAAGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCAnGACATTGCACCCAT 
dllATAGGAGGGCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCnCrrGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCC^ 
CCMTCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGTTCGGACTTTrCTCCCCTCTCTTrCTAAGAGACCTGAA^^^ 
CAGACT 

>ncrb4543.seq 

GGCTGGTTCTGTGAGTTrTTCCGGTGCACGCGAGTGCTTCTGAAACGTCAGCTGCGCTCCCGTAGGAGTGCTGAGCGCGGGGAACCGCAGCGATGACTGAGGCTGATGTGAATCCA 
AAGGCCTATCCCCTTGCCGATGCCCACCTCACCAAGAAGCTACTGGACCTCGnCAGGAGTCATGTAACTATAAGCAGGTTCGGAAAGGAGCGAATGAGGCCACCAAAACCCTCAACA 
GGGGCATCTCTGAGTTCATCGTGATGGCTGCAGACGCCGAGCCACTGGAGATCATTCTGCACCTGCCGGTGGTGTGTGAAGACAAGAATGTGCCCTACGTGTTTGTGCGCTCCAAGC 
AGGCCCTGGGGAGA6CCT 

>ncrb4544.seq 

NACCGTGAAACAGTCTCTACTAAAAATCCAAAAAnGGCTGGATGTGGTATCATGCACCTGTGGTCGCAGATGTTCGGGAGGCTGAGGCATGAGAATCGCnGGATGCAGGAGCGGA 
GGnGCAGTGGGCTGTGATCGTGCCATTGCCCTCCGGCCTGGGCAACAGAGCTAGATCCnGTCTT 

>ncrb4547.seq 

TATGATCTGCAGTGTTCCTGGTGACACTGGAATCTCTCTGTCTGCCGCCTCAGnTGTCTGCTGGTCTCTTGGGGGGCCAGGCCCTGCACGTCTCTCCTACCCGGCCTCAAATGGTGC 
TGCTGCGCATGATGGTACCACACCAGGGCCTCAGCCTGGCCCCTCACCACATACCCTTTGCCTTTTAGAACTCAGTGCCATCCTGGGTGCCCAGGGCAGAGCAGGCTTTGTTCGCAC 
CTCATCTGCTGGAGAACCACATGCTGAGGAGTCTGAGCnATCCTGGAGGGAATTGGGA 

>ncrb4548.seq 

TCTCGCAATGTNGNGCATTTGGAGTATnCAATACGGGATCCAAAAAGATCCATGCGTTGCTnGGnACTGTGTCTCnCATTCTTTNGCANTCnAACACGTCTCCCTnCCT 
TTTCTCTTTTATGCCATTTATTTGTTGAAGAAGCCCTGGNGTTTTGTCnGTAGAAATCTCCTAGATTCTGGATnGTCGAGCTGCTGGNTTGTGATGATGTnAA 

>ncrb4549.seq 

GnCATTGTGGATGTTAAAGCCAACAAGCACCAGNAnAAACAGGCTGTGAAGAAGCTGTATGACATTGATGTGGCCAAGGTCAACACCCTGAnCGGCCTGATGGAGAGAAGAAGGC 
ATATGnCGACTGGCTCGTGATTAGGATGCTTTGGATGTTGCCAACAAAAnGGGATCATCTAAACTGAGTCGAGGTGCCTAATTCTGAATATATATATATATATATGT 

>ncrb4551.seq 
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GGTGCCCAGGTGTACnGAGCTGTGAGGTCATCGGAATCCCGACACCTGTCCTCATCTGGAACAAGGTAAAAAGGGGTCACTA^ 
CGGGACAACCTGGCCAnCAGACCCGGGGTGGCCCAGAAAAGCATGAAGTAACTGGCTGGGTGCTGGTATCTCCTCTAAGTAAGGAA 
AATTCCCAAGGAGAGGCnCAGCATCAGCAAAAAnACAGTGGTTGATGCCmCATGAAATACCAGTGAAAAAAGGTGAAGGTGCCG 
CAT 

>ncrb4552.seq 

GGGACGAATCGGCGTTTGCCGAGGCTGGCATAGATTTGGCTGTCTCCGCTCATAGCTGCTTTTGGCGCGAAAGATGCCGGGTCTGGTTGACTCAAACCCTGCCCCGCCTGAGTCTCA 
GGAGAAGAAGCCGCTGAAGCCCTGCTGCGCTTGCCCGGAGACCAAGAAGGCGCGCGATGCGTGTATCATCGAGAAAGGAGAAGAACACTGTGGACATCTAATTGAGGCCCACAAGG 
AATGCATGAGAGCCCTAGGATTTAAAATATGAAATGGTGGTCTGCTGTGTGAATAAATAATTCCTGAAGAATGAAGAAGATTAATTTTGGGAGTTCTn 
AAAGTATTTATAAnTAnGTAAGAAGA 

>ncrb4554.seq 

GTTTGACTCAANTNGAATnGAAGTGAGTTAATTATAATACTGGAAAACTTCAGGTrAGCATAAAATAGTnATATATATCCCCTGCCCCCTTTGGGAnT^ 

ACTGnAGAATTTCACTTAAAAGTGAATAACTGCCATACATGTTnCTTGGCATCTTCATnACAGAAATAACATACAGCATCTAAAGCAAGTTCTGTCCCTCTT 

TTTAAGTAGCTGATCAGCAATAACAGCCACCAGTTGACTAGGTCAGCCTGATATACTAGTGGATCACTGTCCAAGATAAAAAGGT 

>ncrb4555.seq 

GGCCGGTAGCTGCAGCTGGAGCAGTGGCGTTTGGAGGAGACTCGGATATACCTTCTCAGAAGCTGCACAGGAGGAAAGCAGTGACAAAGAAAGAAGTTGTCATTCTTTGCACGAA^ 
TGGATGGCTTCTACAGGGAGCCAGGCCTCTGATATAGACGAGATTrrTGGAnCTTCAACGATGGCGAACCTCCCACCAAAAAGCCCAGGAAGCTGCnCCAAGCTTAAAAA 
AGCCTCGAGAACTTGTGCTAGTGATTGGAACAGGCATTAGTGCTGCAGTTGCGCCCCAAGnCCAGCCCTCAAATCCTGGAAGGGGTTAATTCAGGCCnACTGGATGCTGCCATTGA 
TTTTGATCrrrTAGAAGATGA 

>ncrb4556.seq 

TATATCCTATAGTCATACCTnATCTGTCTAnTATATCTATCTAGAGTGAAAGAGAATAGACAAAGTTnTTCTTnATTnCTAATATGTTTACACGACACACCAATG 

ATGGCACACnGGTGTCTGTAGAGATTCAGTGGAACAAAGCAAGTCATATGGTAAAGTATACCATCAGTACAGTGAAAAAGAATGTGGCTATCATAGTGGGAGAGATnGAGAGATAA^ 

TAAATAAAAATAATGAATAnTGATTTTACT 

>|Te?b4557.seq 

AlgATCAAANATGAATTAATAGCnTTCACTTGGTTCCAGTGGCAGAAGAACnTGCGCATAGTTAAATGGTGTCATTATGAACTATTTCAAATAGAA^ 

T^^GGCTGGGCACATAGTGGCTCATGCCTGTGTAATCCCAGTGCnTTGGAGGCCACCATGTGAGGAnGCTTGAAGCCTGGAGTNCAAGACCAGTCTGGGCAACATTGTGAGACCC 
qpCTCTACAAATAAAAACTAAAAAAAAnAGCCAAGTGTGGTGGTGCATGC 

>fm|)4559.seq 

GMAGGAGCCTCTCTCCCTACTGCTGCTACACAAGNACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTrCTCGCCATCCTGGCCGCCTTAGCGGTAGTAACn 
•npGTTATGAATCACATGAAAGCATGGAATCTTATGAACTTAATCCCnCATTAACAGGAGAAATGCAAATACTn 

TjE^GAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTTGCGAACGCTACGCCATGGTTTATGGATACAATGCTGCCTATM 
Gi^GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTnrrTCTGGAGGCTGGCACCTGATTTTGTAT 

>ifc|D4560.seq 

C^I^TAATTAGCTATrACGTTCTATTAAGnGnTTATATnTAATTnCTGGAAGACTAm 
>|||[)4561.seq 

GgNAATGAATGGGCATAGGAAAGCAATGAATGAATGGGAAGATCTCAAACATACGTGGCTCCAGAAAGAGAGCAAACCAGAGGCTTGCC 

GjSGGTAGCAAATCCCTGAAGCCATAACCATTTGTCCAGTCGAGCATTCACTATGGTGGTGAGATGGGGCAGTnCATTGCCTCCCCTnGGGGACCACCTTGCTAC 

TM^TCAGTGCTCTCCAGTTAnTCCCTCTGTGGCAAGAGTGGCTTTATTTTCnCTCTTnGGGTATTACCCAGGACAAACAGTGGATGTGACGATGGATGGT^ 

>ncrb4562.seq 

CTCGGNTNTTATGGCCCGGGGTnTGGGGGGAAAATTnATnCCCTnTCnCTGATATnAAAAAATTCATCGATCTTTCAAGATGAACCM 

cttcattctttataaaactttctataatgccttatttgaatgttaatcttatgcgctttctaaaaaatgttgtgaaataccaaacttatgga™ 

TnATCAGAATAAAATGAAATTTCATAACTGTG 
>ncrb4563.seq 

GATGGCNCGGGGAACACAGCAATCCTGTATAGCCTATATACCAGTAGGAGAAACTCAGAATnCTnTCAGGATACTAAGGAAATGGTGGTCAGAAGAGGCCCGGGACGGATGA^ 
CACCAAAGTCTCTACCACAGACATTCTCAGATGGTCCTAATAAAAAGAAGAAACCCAAATC 

>ncrb4564.seq 

ATGGNCCGGGGCAGCAAGGTAAAAGTGCACTCTTAATGAGCAAAAGCTnATAAGnCAAGGGCTGTAAAATATGAACTACrrAGGGTCGTCTTGCCnCCATGGGAACTTGGCTA^^ 

CnAGAAAAAGCTGTnGnGTGCTAATGTAAAAGTGTCATACAATTTAGAAGATnTTGAAGATGGTAAACTTAGAAGANnCTATGTTCTGAAATGCACACTTTT 

GAAAACAGGCT 

>ncrb4565.seq 

NATCCTGGCTATGCTTTATrCTCTAAAAACnCATTTTTGAAAATACCATGGrrATTAAACAACTAGTCTTTGTGCGTGArrAGGACATAAACAGGAATCT 

AAGAAATAACTmCCACTGArrTTATTrTGAATTGnAAAAAACnTTAGCAGGGAGAGAAAATrrGGTTGATGATTCAGAGCGCGAGGGAA^ 

GCACGAGTTGAATGACAACTGGTGGATATmTATATrTAnGCTATTCTTAGCCT 

>ncrb4566.seq 

CGACTCnAACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCACTTGCGGCC 
CCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTAC 

>ncrb4567.seq 

NNACTnAnAAAATTAAAAATTTTCTACTnGTAAAAGNACACCATAAAGAGAATGCAAAGACAAATCACACACTGGGAGAAGATATnGTAA^ 
AAAATATGCAAAGAACTCTTAACACTC 
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^ncrb4569 S6C| 

MGAAAMGCGGATGGTGGnCCTGCTGCCCTCMGGTCGTGCGTCTGMGCCTACMGMAGmGCCTATCTGGGGCGC^^^ 

GACAGCCACCCTGGAGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTACCGGAAGAAGAAACAGCTCATGAGGCTAC^ 

AATAGACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAGACTGTTAAnCCTAAGA 

>ncrb4570.seq 

AAGTGACCGATGnCAGGACAACAGCAnANTGTCAAGTGGCTGCCnCAAGnCCCCTGmCTGGTOCAGAGTAACCACCACTCC 
ACTGCAGGTCCAGATCAAACAGAAATGACTATTGAAGGCnGCAGCCCACAGTGGAGTATGTGGTTAGTGTCTATGCTCAGAATCC^ 
CAGTAACCACTATTCCTGCACCAACTGACCTGAAGnCACTCAGGTCACACCCACAAGCnGAGCGCCCAATGGACACGACCCA^ 
CCCCAAGGAGAAGA 

>ncrb4572.seq 

CTCnTCmACTATnACTACCAACCTAGTACATGTGTTGACTGAAnCTmCAAACAATGnGAGTOTCATGGTGCACCTAA^ 

mCTCAGCAAAGCCAGATTAGATGGAAATAAACAAAGAAAATGATCCTAGAGTGAATTmCTAGAAAATATCW^ 

CAGCTAnCAGAAAATAACTnCATATAACCATGATmGCACAGTATGAGGTCnAAATGTG^ 

>ncrb4573.seq 

GATGGCCCGGGACGGCATCAAGTCAGTAAGGNATATNGGAGAAGGTTCnGTGATCTAAATCCACTCCnCCAGAGTACCGGATTCTGTCmAACGC^ 

TGTTTAAAATGTnGGATGGmGnGTTCTGCCTGGAGACAAGGTGCTAACATAGAmAAGTGAATAGAnAAGGGTGCTAA^ 

TGTAACTTAACTATTAAGGCCnTTCCACACGG 

>ncrb4575.seq 

GTGTGGCCGAGCAGNATGGCTATGTGCTAGAGGGCAAAGAGnGGAGTTCTATCTTAGGAAAATCAAGGCCCGCAAAGGCAAATAAATCCTTG^ 
GTGTTTATTGmTGnCCC 

>iicrb4576.seq 

(lAfeTCCATGGATGGTGGTmCAGnTAGGTACGGCAATCCTGAAGnGCTGAAGATGTCCTTGATGTGCAGCTGGCAnCCTTCGACnCTGTCC 
AfS^TGACTGCAAAAATAGCAnGGATACATGGATGAGGCGAGTGGAAATGTAAAGAAGGCGCTGAAGCTGATGGGGTGAAATGAAGGTGAAm 
AtSTACACAGnCTGGAGGATGGTTGCACGAAACAGACTGGGGAATGGAGCAAAACAGTGmGAATATCGAAGAGGCAAGGCTGT^^ 
A^gTTGGTGGTCCTGATCAAGAATTTGGTG 

>|igii)4578.seq 

XfGGGCCGGNGACTGTAACTACTATGGTAGCACTGCTAACCAATCACTCGGCCTCCAGCTAGTGCTGTCTGGAGGAGAnGTATACTGTC^ 

CCTGTGTGCTCAGAAGGCnCAGTGATTGGGmGTTACTGAACAnGTTGTTGATAnGTAmAGTCnTAGTCAGGnCTAACCTAT^ 

AfgATACTATGCTGTATTTCGTGTGTAACTAGGAAATCCAGAGTGAGAnAGCAGnCnA 

>hS)4579.seq 

NRDGTnAATAACTTTAGNCATnACAGNAAATAAnATAATGCAGGGTATAATGTGATAAATGACATGAGACGT^^ 
ASrAGTATAAAGTTCCTmCTGTCTAATAAGGTATGAAAGnCTTAAAGTOTAATAAGGCCCCTTCCCmCTC^^ 
(^GAGAGGTAGATCTGTmTGGAGATTGGGAAGAATTGAGGAACAAGTACGAGTTGAATCCGTTGGCTGAAATAAA^ 
A||tTTTGTCTATGAGA 

>!ia4580.seq 

TMGATTATAGGCATGAGTAACCATGCTTGTCGCATATTmAACAmGAGTAACTGCAAGTCTGGAAGATGCCTATAT^ 

CfFAAAAATAAAACAGAAGTGAAGGAAAGAGGGTTAAACAAAAATCAACAATAAnAAATACGGGATTATAA^ 

Ge^GTATGATAATATGAG 

>ncrb4581.seq 

GAAAGCCITCCACTAACATCCCGTAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGAGGAAACCATGAAGAGGGTC^^ 

GCCTTAGCGGTAGTAACmGTGTOTGAATCACATGAAAGCATGGAATCmTGAACnAATGGGTTCAnAACAGGAGAAATGCAAA^ 

GCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTGAATAGGGAAGGCTGTGATGACTACAGACTTTGGGA 

>ncrb4583.seq 

AAGAAATGAGTATACTAAAAAACTCGTATAAGTTGTGAACTTGAnATAAATTGTACATTTTTATAGAGG^ 

AAATTAATTAAAGAGAAACTGACAAAGTATACArrGAGGATAGGAGGAAAGGTCAAGAAAACACGGGAAATGAAATACAATCATGCn 

AATAAGAAAAAnAACAmCTACAATAAAAAGTGGACCCTAAGTGAAAmATATTCTAnGTAATm^ 

>ncrb4584.seq 

GGAACAGAAGGnGTCGCCTCAGGAAGGAGTCCAATTTGGTGTGGTCCGCACATCACCTGnTGCTACCTGmGATCCTCTCAGGCTmGGnnGTCAC 

mAAAATCTTATCCTAAAAAATCAAGAGATCmAGGTTCAACAAAACAACCmTTTTnGnGA^^ 

CATTGCAnGGAGTGGCGCCTGGGCAGGAAGAGCAAAAGTACATCT 

>ncrb4587.seq 

GAAAACNTGTCAAACACATGGGTAATGCCTCATGCnCACTCAncnGCGTAAACCTGCATAGCCACCATCCAnATACGCnGGTAACAAGACAAnCTGCM 

CTAAGTAACCTTTCAAnCAAGnGmAGGAAGAGAAAATGCAATCnGTGGAGTCAGnGCAGTGTCAGmAATGTnGAA 

GACHGCT 

>ncrb4588.seq 

ANGTATGGGTGAAAnGGAAATTACTAATCTAnGGAAATGAGnCCTGACATAGTAAAGmGCmCATAACTGCAGCAAAAAAGGTCAACn 

ACTGTATOTmCAGAAAAAAATATAATAGTCCGAGTCCAAGTTATCTTGATTTAAAATTGATAGAGAAAAGAAACTGTCGAG 

TATGAAATCAATATnAAATAAG™mTTCTCGATTGGTGnCTTAAAAACAnGTAAGTAGCTGTAATATAGCAGTACCAATATGn 



>ncrb4589.seq 
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ANGAAACGGNAATTTATi^^ 

TTGAACAAACATTTTTiTTAAAGACGGGGTCTCCGTCGCCCGGGCTGGAGCGCAGTGACACGATCATGACTCACTGCGG 
CTTCCGAAGTAGnGGGACTACAGGCACGCGCCACCACATCCGTCTAATTTTTGTATTTTTGGTAGAGA 

>ncrb4590.seq 

AGnCATGGTGCAGTCATAACTCCTGGGAGnCCCCCCACAGTGGGGGTGTGGTTCCCAGAGCAAGTGAGGGGAAGACTTGTGATCAGGTACC 

ATTAGCTACATWTGCCATTGGGAAGATTTTACTTTTGGTATTATTATCCATAA^ 

AATAACAATTTTTTTTTATTTTGTGAACTTAAAATATTTATGAATGTCTTATTTTATGAACTGCTGTGAGA 

>ncrb4591.seq 

GGAAGTAAAGTGATACCTGCAI 1 i 1 1 1 ICCCCAGTGTAATCnAATnACTATTGTATTTTTCACnAAAATTnGTAGGGAAAAAAAGTrrTCAAGGGAACACTAAGATTAAAnGACTA^ 
GnCAAATATGCTTCCTOTGAGAnCAAAATTTACTGTGTGAAAnAAAGTTTAAGAGACCTAAAAAAATGTACTCCCAATAAAGAATCAAT 

>ncrb4592.seq 

AAGGAGACAGCAGCTCCATGCATGTTACTGTCCTGAAGACCTTCCAGTGGGACAAGATGTGnGGTGGAAGACAGTGATACTGATGATCCTGACCCT^^ 
TGTGTTTGTGTCTTAGnTTAAACAAAAAAAAGTTTAAAAAGTAAAAGAGTN 

>ncrb4593.seq 

GAAGAAATGCAAGNAATAAGGTGGGATGAAAGNATTTTTGACAAGAGTTTinAATGAACCTGAAACGGGAAAGGGCGAGATTAACTA^ 

GCTAGAAGATTAGCTGTGCGGAAAAAnATGCATTTACCTnGGGCATAATAAAATGGAATTGACTCTCCATATTCATGGGTTCTGCATCCACTGAT^^ 

GTCAGAAAAAAGAATAGAGTG 

>ncrb4595.seq 

TACAGGCAGnAAAGTACATAAATGCCTnTTACAGCTTAATGATTnGGTCTTCTGTnAGTGTTGTAnTCAATTGTGGAGGCTCATTnAAGTGTTCA 

CTrrTTCTTTTTATAGCTAATAGTGAAATCTACAAAGCAAAACAAGAACTTTTAAATCTGGGATATAAAnAAAGATCATATGCACA 

TTGGTGTTTGTGATAGCAnTTACTTGGGTTACTAGAGATGCnCTAGTAGACCTTAATCTAGC 

>fie&4596.seq 

AftbTAAGTCAnATAACTAGNATTTCAGATGTrrATAAGnAACTAGAGATAAGGAAGATGTAAGAAAAAGACCCAAATCGAACTT^ 
CMl3ATnAAAAAGAAAACAAAACAAGACAAAGCATGTCCTCGAATAAATTTTTGCTCATCACCATGAGTTGAAGCCAGAACm 
AdeAACTAAGTATAAATTAGTCTCTCmCACCTCCTGCAGTCTnATTCAATCCAGACCCArrATrrCTGCCTCTCCAAGTACACACCCA^ 
q^TCTTTAATAAAGTACAGGTATACCTCGTCTTACTGTTCnGACATTAnACACnCACAGATATTG 

>nyD4597.seq 

A^CAGTGTGTTrTCTTATTTAACTCCGTTTAGTACAnCTACATGGTGTTTACGTGATCCACACTTGAAATACTAGATCAGTAGACAnCACTAATATA 

aprrccGTG 

>rfcrb4598.seq 

NlpAGAnGAGNAACCGTGCTTGAGNAGNAGTTGAGGGCTGTnCCCATnATCATGTTGCACTGTTTGAGTrriTGCCTTTCTC^ 

Al^firTAATTnAATGTGTTTTCTGnCACAAAAATAGTGTGTGAnACAGTCAAnCATTTrrATCAAGAGAGCCAAG 

G|=0m^^CTGTATATGCAGTTCGATGAAAGAATG^ 

TI^GATAAATCHTACGACTTAGA 

>nS>4600.seq 

gl^tgtcgcctaacgctgccaacatggtgttcaggcggttcgtggaggnggccgggtgggctatgtctcctttggacctcatgccggaaaa 

t|g3aacagggctnggtcgatggaccngcactcaagtgaggagacaggccatgcctncaagtgcatgcagctcactgatttcatcctcaagtttccgcacagtgcc^^^ 

tAtgtccgacaagcctggcagaaggcagacatcaatacaaaatgggcagccacacgatgggccaagaagattgaagccagagaaaggaaagccaagatgacaga 

AAGTTATGAAGGCAAAGAAAATGAGGAACAGAATAATCAAGAATGAAGTTAAG 
>ncri34601.seq 

GATrTTGNCCCAGGGATTCGGTCTTATGGCCGAGGTTTGGACATGAGNAATAGATAAGAnAAAnACAATnACAAGATCACTTCAn^^ 
CACCCTnCACAATAAAAAATAAAAAATAAAAAACCCTCAACAAACTAGGAATAGAAGGAAACTTCCTCAACCTGATAAAGGGCATCTATGAAG^ 
GGTGAAGGACTGGATTATTTCCCCGTGAGATCAGAAACAAGACAAGGATGTCTGCTTTGGCCATTTCTATTCAACTTGTACTGGACAGTCAAGAAAGGGCAA^^^ 
ATAAAAGTCATCTAGGnGGAAAGGGAAGAAGTATAACTAAATAGAGATGGGAGACGATnGGTGGNTTTGTGCATAGTAATCCAAGGGAAAACTATAGAA^ 



>ncrb4603.seq 

GGGCATGGTGGTGGGCGCCTCTAATCCCAGCTACCAG6GAGGCTGAAGCAGGAGAATCGCTTGAACCCAGGAGGCAGAGGTTGTAGTGAGCCAACATTGCGCCACTGCACTCCAG 
CCTGGGCAACAGAACAAGACTCCA 

>ncrb4605.seq 

ACCTCGTTGCACTGCTGAGAGCAAGATGGGTCACCAGCAGCTGTACTGGAGCCACCCGCGAAAATTCGGCCAGGGTTCTCGCTCTTGTCGTGTCTGTTCAAACCGGCACGGTCTGAT 
CCGGAAATATGGCCTCAATATGTGCCGCCAGTGnTCCGTCAGTACGCGAAGGATATCGGTnCATTAAGTTGGACTAAATGCTCTTCCTTCAGAGGATTATCCGGGGCATCT 

>ncrt)4606.seq 

AACCCTAAGGAAGGGTCCATCTGCTTTGATTGTAATCGGGCACAGTCCTGGACACCGAGTCCCTTTCTGTCAGGTGCGAAAAGCTTGGGGAATGCATCTTGGTCATGGGTTGCTACTA 

AAATGAGCGTGTCATCTTCAGGGGACAGGAAnAAAGGCACAGAGAAAAACTGAAATTATlTAGCTTCCCTTCCCTTCTCCCTTGnCCCATCTCGCATCCCnGC 

GGGCTGGCTTTATATArrCTCTAGTTTCTCATATGTTGACTTATTTrrGCAGTCGTITCAGTTCTAGGCCArrTGGTGCATTATGnCCGCGTTTATGGGCATG 

AGCTGGCHAG 

>ncrb4607.seq 

NNTTCAGAATTTTGGTTTACACATCAAGTAAACAGACACACATACCTAGGAAAGATnACACAATAGATAATCATCTTAATGTGAAAGATATTTGAAGTAn^ 
AnTCTGTTATAGTCTTCTGTATGGAATTnGTCACnAAGATGAGCTGCGAATAAATAATACCTTGAATCG 
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>ncrb4612.seq 

Cim-ATGGCCGGGGTATGGGTTAATCCGACCATGAGCTCTGTAGGTCCGGCG 
AAGTTCAGCATCACTCTCTGCATTmAAGCACGTGCAGCAAAAAnCAGCACTCTnCTGGGCCAC^^ 
TCATTGTAACGTCGGAATGGTACACGCTGmCTGTAAAGTGACATCmCAGATACnCGTGGCTTnCGT^^^ 
TGAACACGAAGAnGGAACCTCnGAmGCATGAmCGTGGGGnCTCCGGGTCAAGTGAATAGCGAACCATm 

>ncrb4613,seq 

NATCCAAATT^GNAAGAAAAAATAAACCTATCGCCCAAnCCAGTGACATGGGTACCTCCTCCTGGM 

TAACnCGTTmGATTGTGTTGGTGTCATGTTGAGAAAAAGGTAGAATAAACCTTACTACACAn 

CTTATTTTTATAG 

>ncrb4615.seq 

ATGGCCGGGNATCTATAGATAAATAAGTAAAACTTAATGGTAGAAATAAGTGTAATTCAGCAACATGAnCAACAATTTTOTAm^ 

TATATAnGCCTTGTAATGCTAAATGCTCnAAAAGAATATATGGGCTACnCAATTCTACGACCnCnCCCCCTCCCCCAGGACGT^ 

ATTTTGCCATATCAAAGATTGTGCCTOTmAATAAAACTGTTnGnGGAATC^^ 

>ncrb4617.seq 

AAGTATTGnAAAGTAATAAAGmTmGGAAAGTGTAACCCAnnAGCACTGACATAGGACTGACAGTAGGTGGTGATGTCAmT 
GATATCTAGCCAGAATGTGATGGAGGCTGGAmCAGATmGTTACAGAAmGACAGAGGAACACAGAGGGGACAGGCTCAG^^^ 

>ncrb4619.seq 

NCTTATGGCCGGGNAnGAAACAAATGAAAAATAGTCTCAGCAAAGAAATAGAAAATGTAAAGAACAACCAAATGAAAGTm 
TAGTTGTAGCCAACAACCAAGTGGAGTGGGAATGGGGGTACAGAAGAATGAGTAAACTGGAAGATAAAACAGTAGAAACAGCCTAAACAGCACAGAA^ 
GTGGC™CACCTGTAACCCTAGCAmTGTGAGGCTGAAGCTGGAGATTGCnGAGCCAGGAGTTnGAGACCAGCCTGGGCAACATAGTGAGATCCCATC^^ 
AAAATTAACCAGGTGTGGTGGCAGGCAACTGTGATCCCAGCTACTTGAGAAGATGAGA 

>pe>b4620.seq 

G|8€GGGCGGCCTGGCGCGGCGCTCCGCTGTGTCAGGGTGTTATGATGCCGTCCCGTACCAACCTGGCTACTGGAATCCCCAGTAGTAAAGTGAAA^ 
GffiGATGGCTACATTGACCnCAGmAAGAAAAGCCCTCCTAAGATCCCTTATAAGGCCATCGCACnGCCACTGTGCT^ 

C^dCTGTCAGGCTACATCAGCAAAGGGGGGGCAGACCGGGCCGnCCAGTGCTGATCAnGGCAnCTGGTGnCCTACCGGGAmTACCACCTGGGCATCGCTTACT^^^ 
AliGGCTACCGTGGTTACTCCTATGATGACAnCCAGACnTGATGACTAGCACCCACCCCATAGCTGAGGGAGGA 

>rrci4621.seq 

AWGCCGTAGTCCCAGCTACTTGGTGGGCTAGGGTGGGAGGAnGCTTGAATCTGAGAGTAGTGGGAGTATGATCATGCCACTGCACTCCAGCCTGGGTGACAGAGACCCTATC^ 
C|i5^AACAAAAAAGTAAATGGATTAAGTTCTCTAGTCAAAACA^^^ 

Ti^QATGTAGCGCGAAAGTAAAAAGATGGGAAAAGACAnCCACGTAAATGGAAACCAAAGAGAGCAAGGGTGAGTAGGGAAAG^^^ 
A@«(AAAAGCAGCAGCTAAGCCCAAAGTCAGTAGAAGGAAAAAGAAACTAAG 

>ffg)4622.seq 

C^AAACCTAGCCCGAAACCCACTCCAGCnACTACCAGACAAGCnAGCCAAACCATnACCGAAATAAAGTATAGGCGAT^^ 
AtllGAAAGATGAAAAATTATAACCAAGGATAATATAGCAAGGACTAAGCCCTATACCTTCTGCATAATGAAnAACTAGA^ 
OlGACGAGGTACGTAAGAACAGCTAAAAGAGGACACGCGTGTATGTAGCAAAATAGTGGGAAGAnTATAGGTAGAGGCGACAAACCT^^ 
A|^TAGAATCTTAGnCAACTnAAATnGCCCACAGAACCCTCTAAATCCCCnGTAAATTTAACTG™ 

>Q)4623.seq 

^TGCAGCTGGAGAGCTOTCGTAAGCAAACCAACACAGAATCAGAAAAGCACATGncnGGTmAAGTGAGAGCTAAAGCTTG^ 

A&AGTGGAGGCTATGATAAAAAGAAGGGAAGTGGGGCAAGGGnGAAAAACTAACTGnGGGTACTAGGCnAACTACGTGGGTGTO 

TACAACATACCCGTGTAACAAAGGTGCATCTTTACTCTCTGAAT 

>ncrb4627.seq 

CAACAAAACTAAAACACTATAAnCAATGAACAACnATnAAGAAAATCAAGTCTCCTTAAGAAGTATCCGACAAACCTC^ 
CCTGCAAGCnCATGATCCATCGTGCATGnAAAAGCAm 

AnCATTTTTGTTTnTGI II II II IICGTGGCCGCTrTGAGCACAGCTCCATAGGAGCCACnCAGGGATTGCTGGCCTGGAT 
>ncrb4528.seq 

CAGNA ACAGCAGNACTGAGCTCTGACATTCTGAnCGAATGACACTGTTCAGGAATCGGAATCCTGTTGAmGACTGGAGAGCnGTGGCAA 
TTmAAAAnTATATTGTAAATAnGTGTGTGTGTGTGTGTGTGTATATATATATATATG 

>ncrb4629.seq 

TATGGCCGGGAAGTCTGGGAGGATAATTGGGATGATGACAATGTAGAGGATGACTTCTCTAATCAGTOCGAGCTGAACTAGAGAAACATGGTTATAAGATGGAGAC 

CAGAAGAAGTGTTGAAGTAACCTAAACTTGACCTGCTTAATACAnCTAGGGCAGAGAACCGAGGATGGGACACTAAAAAAATGTGmAmCA 

TTGTAACACAAAAAATAAATGTTrrGATATAATCn 

>ncrb4631.seq 

GGCCATmGTGAAGAGACGMGACTGAGCGGnGTGGCCGCGnGCCGACCTCCAGCAGCAGTCGGCTTCTCTACGGA 

CCGTCCCCnCTTGTGAGAnTTTnGATCTTCAGCTACATmCGGCnTGTGAGAAACC™CCATCAAACACGATGGGCAGCGACG^^ 

CTCCCGTGTATTCATTGGGAATCTCAACACTGTTGTGGTCAAGAAATGTGATGTGGAGGCAATCTnrCGAAGTAT 

>ncrb4632.seq 

TCnGTNCCCAGGGAAANCTCGGCAATOTGGCCCGGGGGTGATGTGnCGACGTmATCAAAGGCCCCCmCTATGTTCATGnAGT^ 
TATCCATGTTGCTGACTrTTGCAAATAAAGGTTTTCAGTCCT 



>ncrb4633.seq 
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GANIW^GTmGCTGGAGACCTGCnGCCCCATATGTCTGGTCCTGATAGATGAGGACTGGCCAGGTCAGGACAGCTGAC^^ 

actctggaaaaggagggtcggagtattaaactggctgggaatgagaggcctccaatctttt 

mSScVtatggcccgggtgcctggggaactgctatctgatgcccctcaatacto^^ 

tatctSShatg^^^ 

JSSacctchStggg^^^ 

AGATAGGAGTGTCCnGGTAATTAAGAAGTCAGGAGATmCAATATGACmAACATTAAGGmATGGGATACTCAAGATATTTACTCATGCAm 
SSSGGGGTACCCmCGAAAGCTCTCGGAGANCCTCACCTAGATGCCTATTC^^ 

CCCAGACTTGGACTCTGAGTCAGAGGAAGATGGGAAAGAAAGGACAGATmCAGGAAGAAAATCACAmGTACCCrn^^ 

TCTOTGACTTGGACACATAGACTGAATGAGACCAAAGGAAAAGCnAACATACTACCTCAAGTC^^ 

AMGGATAAAAATGCmATnATACAGATGAACCAAAAmCAAAAAGTOTGAAAATTmATACTGGGAATGATGCTCAT^^^ 

GwSwCTCCCCGGGAANTCGGCGNTTTATGGCCCGGGANNTGANNAAAATGGCTCAAGTAAGAGTGAAATGGGnC^^ 

SoAciTSATG^^^ 
ATGACC 

gaSSatggaccttcacacccagtagtactgcgatccgcccccaagtcaggagtcattgacct^^ 

CAGAAnGCTGGAACCTGGGAGGCGGAGGnGCAGTGAGCCGAGAnGGGCCACTGTGCTCCAGTGTGGGCAACAAGAGCAAGACACT 

GJM6AC?^CTmATTCTTCGTGTATGAAmAAAGCTATmnGTAAATAmC^^^ 
K^ElGTCTTAnGGAAATCTATTTTATCAGTGTGCTTTAnGAGT 

G^rSrTCCCCAGGGAANGTCGGCCNmATTGGCCCGGGGCCCNGTCCTCATmCATCTO^ 
ACMTATrTTGTATATGTGAGATGmAAATAAATTGTGAAAAAAATGAAATAAAGCATGmGGTTTTCC 

IB 

Cli^CNTOTGGCCCGGGATNCTAAAATAGGAAANTATGTACCTCm 

AQAAAGAAATATACTAAACTGAAACAAQCTGGTGTGAACAGAAATATTCTGGACTnGTGATCAGGTGTAACTTAAAAAC^^ 

c^tSgatggcgcccgaagcgaagaaggaagctcctgcccctcctaaagctgaag 

W^GAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCCGAAGAC^CTGCGACTCCGGAGACAG^^ 
GdlTOTCM^3mCCGCTGAC(^CTGAGTCTGCCATGAAGAA6ATAG^ 

AdMGCTGTATGACAmGATGTGGCCAAGGTCAACACCCTGATTCGGCCTGATGGAGAGAAAGAAGGCATATGTTCGACTGGC^^ 

SSGACCCTmCACAAGATGGCGGCGAAAGCGAAGAAGGAAGGTCCTGGCCCTCC^^ 
TGTCCACAGCCACAAAAAGAAGAAGATCCGCACGTCACCCACOTCCGGGGGCCGAAGACACTGCGACT^^ 

ISJcactatgcSt^t^^^^ 

TAAACAGGCTGTGAAGAAGGTGTATGACATTTGATGTGGCCAAGGTCAACACCCTGATTCGGCCTGATGGAGAGAAAGAAGGGATAT^^^ 

mSatcaaaaaggtctatgcctgtcagcgaatgagagctggcaaaggcaaaatgagam 

TCATCAAGGCCnCAGAAACATCCCTGGAATTACTCTGCnAATGTAAGCAAGCTGAACATTnGAAGCnGCTCCTGGTGGGWTGTGGGACGm 
TTCCGGAAGnAG 

SSc^TGGCTCATGTCTGTAATCCTAGCATGGGAGGCCCGAAGCAGAAGGGTTGCnGAGCCTOGAAGTnGAGACCAGCC^ 
GAAGAAAAAATrTAAGCTTTTCTT 

TATSSGGnGAAGANCNGCCTGGGCAACATGGTAAGANCCCCATCTCTACAAAAA^ 

TAAGATGGGAGGATCTCTAGAGCCCCAGGTGTTCAAAGTTACAGTGAGCTATGAnGTGCGATTTCACnCAGTATGGGCTATACCCTGTCCC 

ASTMGAGAGAATGAAGGAGIWVGATOTGTmGGATmcnGCTGAAATGGCAC^^^ 

AG'SGAGCnTTmAGTGGCTGTCnGCGGAGnCGTGnAGCTGGACTCTCCTGAAATATAGAnCTTA^ 

CACATACnATTATCATGCTGmATGTCGTCTCTAGTOCTTGAAAACATGTATCACAGTGGGTCAGTGGGCGGCCATCCCAGAmGGGGTCAG^ 
AGCTOACCTAGCCnAAGAAACAAGGGAAATGGTAACCTAGGCAGATA^^^^ 

AAGTCTGGTAAAAGATAAACAGGGGTTCAGACCACAAAGAGCCGCAGTCTGTGAAGmGCmCTATCnGAGGATAAGGnTCCAGCAAAGGTAAGACTGAAAG 
>ncrb4656.seq 
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ATTGAGAGTGGGAGCCMGTCnCAMTGAGCAMGGCACTnAAAMGGTAGGAGAMCMCCCAAAAAM 
GCATTGGAGAAAGTGTATGAGCTGAGCTAGCAGGCAGAGGGCTCGAAGCAAACAATGTAAAAGAACCAnGGACmGTGG^^ 
GACAATGGGGAGTAGGAGAATGGAGGGGCCGTCCTCAAATGTACTGATACmACATCAAnCAGGGACTGGAAAGATCATGGCM 
TTGACAAmGACnAATCCAAAGmCAGCTTTTTTGGAACAAAATATOCG^ 

>ncrb4659.seq 

NTACACGAATAGNACATCAAACTCAATGCmAmGTAAAmAGTGTTTTTnATnCTACTGT^ 
CCTTAAATCTTAATGTTCCTCAAAGCnGGATTAAATACATATGGATGTTACTCTCnGCACCAAAnATCTTGAM^^ 
CAAGAATAnGCAAAATACATGAAGCTTCATGCACnAAAGAAGTATimAAAATAAGAAmGCAT^^ 
CTCTTTGAmTTTGCATGTTATGTTTAATAAGCTACTAGCAAAATAAAACATAGCAAAT 

>ncrb4660.seq 

GTCGTGAAAACTACCCCTAAAGCCAAAATGGGAAAGGAAAAGACTCATATCAACAnGTCGTCAnGGACACGTAGAnCGGGCAAGTC^^^ 
CGGTGGCATCGACAAAAGAACGATTGAAAAAnTGAGAAGGAGGCTGCTGAGATGGGAAAGGGCTCCTTCAAGTATGCCTGGGTCGTGGATAAACT^ 
TATCACCATTGATATCTCCTTGTGGAAAniGAGACCAGCAAGTACTATGTGACTATCAnGATGCCCCAGGACACAGAGACmATCAAA^ 
GTGTGCTGTCCTGAnGnGCTGCTGGTGTnGGTGAAmGAAGCCGGTATCTCCAAGAATGGGCAGACCCGAGAGCATGGCGnCTGGCnAGACACT^ 

>ncrb4661.seq 

CNTTATGGCCGGGGGGCnAAGGGTAGTGTGAAAAATAACCTATnGAGATATAGTGAATGAAATCATGTGGTGAAAnCCACGGG^ 
GACACATGCTGCAATAGATAAAOCAAAAACTGTAGCTTTTAATCAATGAG 

>ncrb4662.seq 

AnCTTmAAAAAAAATTnGGCTAGGCACGGTGGCTCGTGCCTATAGTGGTAGCACmGGGTGGCCAAGGCAGGATCACCTGAGGTC 

GGTGAAACCCCATCTCTACTAAAAATACAAAACATTAGCCGGTCATCGTGGTGGGCACCTGTAGTCGCAGCTACTCAGGAGGCTGAGGCGGGAGAATCTC^ 

AGGnGCAGTGAGCCGAGAnGTGCCAnGCACTGCATCCTGGCAACAAGAGCAGAAGTCCAT 

>[M4663.seq 

ATMTAATGTTGATnAAmTGCnmAAATACACACAATAAGAATGAGAGAGGGGAACTCCTAAAACTAAGCGCA^ 
Aj^TGAATAAAAmCAAAGTAATAAAATAACACTGAAGAGAAGAGAGGGATGAATCCAAGTAGATm 

IS 

CyjGCATGGTGGCGCCCTCCCTGTAGTCCTGAGCCTGAGGCATGAGAATCGCTTGAACCTGGGACGCGGAGGTTACAGTGAGCCGA 
ACMbAGTGAGACCCCATCTC 



a^acmt5\agatcnagatcaitgctcctcctgagcgcaagtactccgtgtggatc^ 
ti^tgacgagtccggcccctccatcgtccaccgcaaatgcnctaggcggactatgacmgngcgttacacccmcttg^ 

Gii^TGGCTTTATTTG 1 1 1 1 1 1 1 1 1 GTTTTGTrTTG 

M 

>aM)4669.seq 

ClfATCAGCTGGGnGGC™GACAAGTGACmATGTGTCTGAGGCTCAGGTTTTnAAAAAAATC^^ 
A^GGGTAAGAAATTTTTAmGTOCTGnCAAGAGTCTnGGGTGAGCTAGATGGnCTTCTGGT^^^ 

T^CTCTAAGCTGGTCTAGGATTATCTCAACTGAGAGGAAAGTGAmGGACTCGCCTCCACGTGGTCTCTCATCGTCCAGTAGAGAGC^^ 
GffiBCGAAACnAGGGTCACCTCTGCTACGTTCTmGGCCAAAGCAGGTCGCATGACCTGCGCATAnCAAGGTATGGACAAGTGATCT^^ 

>nSt)4671.seq 

GAGANCCCGGTGCGAGGmCCGTnCGAGCmGTTGTTCCGGCCCTGCTGTCTGCCTCCCGGGCTGATTGGATTCGnACTGCmGCAAGG^^^ 
GCAGTTGCGGTGGGCCGAGATCACGACACTGCACTCCAGCCTGGGCAACAGAGCGAGAATCCGTCTCAAAAATAAAATAAAATAAAATAAAATAACAT 

ATAAAATAAAATCAC 
>ncrb4672.seq 

GCTTTTnCTTTmCCGGCGCTCAAGAGTCGAAGCGAGGACGTGGTGGGTCCTCTGGTGCGAAAnCCGGATnCCTTGGGT^^ 

CACAGGAGCCAAAAACCTGTATATCATCTGCGTGAAGGGGATCAAGGGACGGCTGAACAGAGTTCCCGCTGCTGGTGTGG GTGAC ATGGTGATGGCCAGAGTCAAG^ 
CAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCATTCGACAAGGAAAGTCATACCGTAGAAAAGATGGCGTGmCnTAT^ 

>ncrb4673.seq 

TCGCNGGGAAnCGGCNTTATGGCCCGGGATnGAATAATGTGTCATTGCTGCTmAGnGGATAGAAGGAAAAGAGTn 
TTTAGAGAAGAGAI 1 1 1 1 1 lAGTG 

>ncrb4675.seq 

AGATGAAACAATTTGGAGAAGATAGAAGnTGAAGTGGAAAAGTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAA™ 
GAAGAAAAAAGATAAAmAAAGGTGAAAAGTAGGAAGGAGAAGAAAAAAGACAAGGTAGGAAAGAAAAAGCT^^ 

>ncrb4677.seq 

CNATOTGGGCGGGAGAAGAGAAGGAANAAmGNGCTCAmGATGAGACAGCATTGTCTTGATATCAGAACCnAGCCAAAACCCACCAACTAATATG^^ 

AAATCCnAACAGAATnCAGTGAATCAAGTCCAACAGTAGAGAAAAAGTmATACATmGAGCAAGTAAAGT 

TGTAACTCAC 

>ncrb4678.seq ...^ .-^ 

GGTTCACTAAATTGAmAGTNAGAAnCCTAGNACTGAAGAACGTAAACAAAAAAATACmAAAGATATAAATATATG^^ 

TATTTTCGCATTnCAATAAAATGTCTCTAATACAAT 
>ncrb4679.seq 
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GTGAAMTACTCTCGMTAAMATAnnnMGGCACATCTAMTGCCATCmCTGCCCATCCnC^^^ 
TAAACAACTGTATGCAAnAAGTGTAAAATCTGTGGTATATAATATAACTAAAGGGAAAAATCATOAGTGGGTAGAG™ 

GGAATGTCAGGnCTTTGGANAAG 

>ncrb4680.seq 

GTTCTTGTGTCmmGAnCTTCTGCTGTGCNCATTGTAnGGTCCTTGnGCATGTAGTCTACTGTGT 

ATGTACATATAAACGCTTnGnGTATGGCTCCTCCATGTTACTGTATATATCTGCCAGCACTTCCCAGnACACTCCT^^ 

TAGTAGnATCAAATTTAAGAGATAAAGTAATCAGAATGmGGATTnCTTCTATCnAATGTGA^ 

AAANC 

>ncrb4681 .seq 

NTCCCGNGGGAATTCGGCCTmTGGCCCGGGAnGTAATGGAAnCGAAAGANTTCATGnCACAGAACCTCAACGnCAGGCTAATAmACA^ 

TAGATAACCTCCTGTATGCCmATCCAAAGGACACCCCACAGTmCCAGCATAGATATAAGCAAGGATGAAnGATTCCTTCAAAGAAC^ 

TACATCCAGTAGCCAAGACGCCTCAGTGAGCCAGTCTTGGGCAGAGGCTGTCACATTTAGGCAGATTTGGAAGTTGGTATGnCTAATO^ 

ATCATGC 

>ncrb4685.seq 

GAGGAGAGAAGAAAGAGAGACAGAGGATTGCAnCATCCGTOCGnCTTGAAAmCCTAATAGCAAGAGCAGCGAAGCGGnGCACGCTmC^^ 

>ncrb4687.seq 

GAGGTGGTAGTTGCACAGCATTGTGAATATACTAAGGATGAGTGAATTGnCACmAAAGTGnTAGTmATGTTATATGAAT^ 
TAGGAGTCTGGGTnGTTCATAGCAAAACGGGnGTAnAGACTAmCTCCTGTGnAAAAAnATGAACGCTCGATAAAATACGAAAAAAGGTA^ 
AAAGCAGGCAGAAACTAGAGGGACGTCAACCCTTAAAAGAAGGGAATCATAGTGGGTGCGATCAGAmATATAGGCmCTO 
ATAGAACTCAAAGA 

>ngpib4691.seq 

AtMACATGAGNAGAACACAGCAAAAATnGGAAGCCAGAAATAAAAGCTGACHCTAGTGmAAGTCCTGCCnAACm 

ATiflrrATAATTAAGACTAGTTnAAGGTnAAGATTAAATGmCCATCnTCmGAATACC^^ 

A®3GGATTmAAAmGAAGGCAAAACGTGATnGTCTnAGGT^^^ 



H . 

GijAACC™GCNAACCmACCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGGAAGGGAAAG 
G'iMCTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCGGAAACCAG 
CI^TATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACGGAGCCTGGTGATAGCGTGGnGTCCM 
cKliTCTAAATCCCCTTGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACCTTGTAG 

m 

^I3crb4694 seo 

AiOGCCGGGGTCTGAGCGAANAAGCAAGGTCAATGGGAGGGTGAAATGAAGCAGTCACAAAmAGTTGCCTCCT^^^ 

GMrGTGCAACAAAnCTGCCCCAGCnCCCAATGTTGGAGAATGATTGATmACCAGAACATTCTCCCACTCATO 

TlllCTCTGTAAAGGAGGCAGGGATGACGCCCTCGmCATGmGTACTACnGTmAGCCAGACACTGGGTGCCTGCAGGAGG^^^ 



N^GGGGACCTnCGGCCGGNAACCGCCTNCTTCCAGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGT^^^ 

ApTGTTCCmGGCCACATATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGnCAAA^ 

4§GTCTACAATG™CCCAGCArGC 

>ncrb4696.seq 

GNTTCAATGCAGNAnGTTGGACCnCAGI^TGGAAGTAGTTACATTATAGAnACTATGGAACCAGACTOCAAGACTGAG^ 
ATAAATAmnTAAAAGAAACAGAmGAGCCTCCnGATmAATAGAGAACTTCTAGTGTATGGATnAAAGAnTCTCT^ 
TGTGGTnTTG 

>ncrb4697.seq ^ 

AnATAATCCTGTAGAAGTCCTAATAAAGGAGTAnmmGTCAGCTTATCAATCAGACTGATCTAATGTGAAATGTAAGTATC 

TTCTTAAAnCAGTCATTTGATATTCTGTGAGACTTCATATTTCTCATCCCmATTGCTrmAGCAAACATAAGAAACCATGAGT^^ 

GAAAATACTGAAATCAAAAGGTTAATGAnmnGTTCAnGTGAmGTCATnTAnATCTGnATCGGTCTAAAG 

>ncrb4699.seq 

GGAATTGTGGAAGTGGTTGGAAGAGTAACCGCCAAGGCCCCATCnGTGTACATCnATGTCCAGTnAAAGAAGATAGCCATCCnTTGATCnGGACm^ 
AmTCCATGACTTCCCTCAGTTnATCCmAGGGATTGTGCAACATGATTGATGTTGATGGATmCATACGATTGTAAATGAGCTATA^ 
TGAGGGAGAGAmCTGTGCmCCCATAmAATnGCTGTTmAAGATATOCAAGGTAGAGTmTGA^^^ 
GGTACTGCAATATATGGTCAGATTAGATGCAAGAAT 

>ncrb4700.seq 

GGTmGACAAGNATGGCGCCGAAGCGAAGAAGGAAGCTCCTGCCCCTCCTAAAGGTGAAGCCAAAGGGAAGGCmAAAGGCCAAGAAGGCAGTGTTGAAAG 
AAAAAGAAGAAGATCCGCAGGTGACCGACGTTGCGGCGGCCGAAGACAGTGCGACTCCGGAGACAGCGCAAATATCCTGGGAAGAGCGGTGCCAGGAGAAAGAAGGnGA 
TGCTATGATCAAGTnCGGCTGAGCAGTGAGTCTGCGATGAAGAAGATAGAAGAGAACAACAGACnGTGTTNTnGTGGGATGnAAAGCGAAGAAGCACCAGATT^ 
AAGAAGCCTGTATGAGATTTGATGTGGGCAAGGTCAAGAGGGTGAnCGGGGTGATGGAGAGAAAGAAGGCATATGTTCGAGTGGGTGCTGATTAGGATGCT 

>ncrb4701.seq 

GCAGGAGTTCAACACCAGCCTGGCCAACATGGTGAAACCCTGTCAGTACTGAAAATACAAAAGmGCCAGGCATAGTGGCAGATGCCTATGATGCCAGCTACnG 
CAGGAGAATTGCTTGAACGGAGGAGGGAGAGGTTAGGGTGAGGCAAGATCATGCGAGnCAGTGGAGTGTGAGGAAGGGTGAGACTGCAGGG 



>ncrb4703.seq 
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ACAGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAMGAGnGGAGTTCTATCTTAGGAAMTCMGGCCCGC^ 
GGTGTTTATTGTTTTGnCCCG 

>ncrb4704.seq 

CGACTCmGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATCGAC^^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCGAC 

>ncrb4707.seq 

GGAGGGGAGAAGGACTGGAATGTACCCCNTCTCCCTTGACTGCAGAGCAGGTTCCTCCACTGCCCCACCCCTTAGACACCATGACCCCATCAGGT^^ 

TGGAGAGCnGCAGCTGCCATCTTAGATGTGCTCmGGGGAAGCCCATCTAACAGGAGGACAnGGTTTGGGGGTGCAGGTCCTGAAGA^^ 

CAGAnCAAATAAATCAAGTATGTAnGAGTGCCTACTCTGTGCAAGGGACTATGCTAGATCTGGTGCCTAGAAGCCCTGA 

>ncrb4708.seq 

AGAGTTTmAGATAAGATGTTCTGAGTCATAAGNAGGCTGGCAGTATGATGGCGTAGATGGAGAGAAAAGAGGTCGTTGGTGAATTGATA^ 
CCTCCATTGGGGAATAAGCATAACCCTGAGATTCmCTACTGATGAGAACAnATCTGCATATGCCAAAAAATmAAGCAAATGAAAGCTA 
TTAAAGTTAAnGCTTGTGAAGCTATAAGCACAAAAATAATGAAnGATGAGAAATACAATGAAGAGGCAATGTCGATCTCA^ 

>ncrb4709.seq 

CGATTCATTCCTTnGGAAGGAAACTCGAATGAGGACTGGAAGCCTCTCATmACCGGACACTAAACCCAAAAnAAGGATA^^ 

CACTGCCCCAAGTGAAAACAGAAAAAGAAGAnTCATCGAACTCTGCACCCCTGGGGTAATTAAGGAAGAGAAACTGGGGACAGnTACTGTCAGGGAAG^^ 

AAnGGTAATAAAAGGTCTGCCAnTCTGTTCATGGTGTGAGTACCTCTGGAGGACAGATGTACCACTATGACATGAATACAGCATCCCm 

TAATGTCATTCCACCAATTCCCGTTGGTTGCGA 

>ncrb4711.seq 

TATGGCCCGGGGTCAGCAGTGTTGnCCGnAACCTTTnGTAAATACTGCnGACCGTACTCTCACATGTGGCAAAATATGGnTGGTmTCl 1 1 1 1 1 1 1 1 GAAAGTGTmTTCTTCG 

TmTmGGmAAAAAGTnCAGGTCnGGTGCCnnGTGTGATGGGCCTTGCTGATGGCTTGACATGTGCAATO 

GXQATGATTTGGGGGAGGCTTTGGGAGCAAAATAAGGAAGA 

M 

>fiS)4713.seq 

TipDTATCAAAATACCAATGACATNCnGACAAAAATTGAAAAAAAAATCCAAAAAmATATGGAACCACAA^ 
Gl^GAATCACAnATCTGACTOAAATTATATTACAGAGCTNTAGNAACCAAAACAGCATGCTGCTGGCGTAAAAACAGACA^^^^ 

>fieil)4715.seq 

C^CACCGCCAGNANAACCTGGAGCTCTNCGCCTCCTACGmACCTGTCCATGTCnACTACmGACCGCGATGATGTGGCTnGAAGAACm 
CTHATGAGGAGAGGGAACATGCTGAGAAACTGATGAAGCTGCAGAACCAACGAGGTGGCCGAATCnCCnCAGGATATGAAGAAACCAGACTGTGATC^^ 
AlSCAATGGAGTGTGCATTACAmGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGACAA^ 
C-TGAATGAGCAGGTGAAAGCCATCAAAGAAnGGGTGA 



ciJGGTGGCnACGCCTGTAATCCCAGCACmGGGAGGCCGAGGCAGGCGGATCACGAGGTCAGGAGATCGAGAATGTCCTGGCTAACACTGT^ 

m 

>fM)4719.seq 

C^TATNnCTCnCCCCCAnAATNAGnCATTAGAAATATTnAAAATCAGCTATTnGTGAAGCCATGAGTO 

QETCTATAAGGTGCTCTCmCTGTCTTCTACAGATGAGTCACACCmGAGCnAATCnTGA^ 

TlltAGATATCnGGACAAATCACATATTnAAAAmGncnGTAmAnGGm 

>ncrb4720.seq 

GTAANCAATACGCAGNAGGACCATATCTANTNTTGTCTATTATnGTGATGGTAAAACATGCATnGCAATAAATTAAGCnTCT^^ 

TCGGAACATGTGTGTGTOTCTCGGTTCATATCAAGTCCAAAGCTAATGGAGCCTTCCCCGCCATCCAGGGAGGAACACCAGGACCCCGGAGmCnc™^^^ 
TGCATTGACGTnTCCTCCCCTTCCTrTTGTGCAAGnGGAAGTAGCAGTGnCTAAAAGA 

>ncrb4723.seq 

TAGCGACGGCCAACACCTGNCCAAACAAAAAAAAAGTGAAGAAGAAnAAAAGATGAAGAAATGGATnAmACAAAATATTAC^ 

ATTCTATAAGACCATTCCCCGGmTATTATAGGCTGCCTGCTGAAGATGAAGTCmCTACAGAAATTAAGAGAGGAATCAAGAGCTGTGm CT^^ 

AGATAATGAAGAATOCAGAACnATGGTTTnGCTGGAGAAACACCAGACACCACCTATGATTGGAGAGGAAG^^^ 

>ncrb4724.seq 

ACCAGGCACTNTNGCTGATGCCTGTAATCCCAGCACnTGGGAGGCTGAGGCAGGCAGATCACCTGAGGTCAGTAGTTCGAGACCAGCCTGGCCAACATGACGAAAGAGCATCTCTA 
GCAAAAATACAAAAATTAAAGGGGTATGATAGCCCGTGCGTGTAGTCCCAGCTACTCAGGAGGCTGAGAGAGGAGAATTAGTTGAACCCAGGAGGCAGAGTCTGCAGT^^ 
TCACACCACTGGAGTCTAGCGTGGTGACAGAGGAAGAGTCGGTCTCAAAAAAATAAAGGACAATATAATGCAAAGGATACTCTTCTGTTAGGTCTAG 
GAAGACTAAGGAAAGTITAAT 

>ncrb4725.seq 

GGATGCNCTTGAAAGAGTGGGGCCTGCmNAGCAATCnCTCTTGAAGCCAAAACCCATTTCCTnACCACAAATCATGTAATOTTGTAATACAn^ 
GAAAATGAAATAATCCATTCTAAATCATAGTAATTATGGAAGnGCCTATGGTATGAATTGCACmCCCTACAGCATTGnGAACAGATGCAGACGAGG™ 
TGGGmTGGGTACnGGATTGGAGGGAAGGTAACCGAGGAAAACAGAAATGCAAGCCCnGCnGTATCGGTAGCCTAGACAACAGCCTGTGTGTATG^ 
CTCTGGAATGTTTTTTA 

>ncrb4729.seq 

GAAGCTGAAGCAGnCGATGCCTACGCCAAGACmGGAGGACTTCCGGGTCAAGACCTGCGGGGGCGCCACCGTGACCATTGTCAGTGGCCnCTCATGCTGCTACTGTTCCTGTC 

CGAGCTGCAGTAnACGTCACCACGGAGGTGCATCCTGAGCTCTACGTGGACAAGTCGCGGGGAGATAAACTGAAGATCAACATCGATGTACTTmCGGCACATGCCn 

CTGAGTAnGATGCCATGGATGTGGCGGGAGAACAGGAGGTGGATGTGGAAGACAACGTGnGAAGCAACGAGTAGATAAAGATGGCATCGCCGTGAGCTCAGAGGCTGAGCGGCAT 

GAGCTTGGG 
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>ncrb4730^eq 

TGTAGCCCTTGTCACMCATAGTAGTOCAGGmAGAMGGTOAMCACMGAGCMnGTACACCGTOGTGAA^ 

GnCCTAAAAAAACTAAAAGTAAAGCTACGATAGGGTCCAACAnCACACATCCGGGTGTnATCCAAAATAATTGAAATC^ 

AGCATTGATCACCGTAGCCAAGACAGAGAAATGTCCATCAATGGGTGAAAAGATAAATTGTGmTGTACAA^ 

>ncrb4731.seq 

CGGGCCCGGTCTCTGCAGCCTTTGmCTTGCCCCAACGAGAAGGTCGCCAAGGAGATCGCCAGGGCCGTGGTGGAGAAGCGCCTAGCAGCCT^ 
ACATCCATCTATGAGTGGAAAGGGAAGATCGAGGAAGACAGTGAGGTGCTGATGATGAnAAAACCCAAAGTTCCnGGTGC^^ 
CGAAGTGGCCGAGGTAATTGCATTGCCTGTGGAACAGGGGAACTTCCGTACCAGCAGTGGGTGCGCCAGGTCACAGAGTCAGm 
CCTGnCCTGCTCATCATGAAGATCCCCGCGATACTTCAACGCCnCTGACnCCAGGTGATGACTGG^ 

>ncrb4733.seq 

TATAAGCTATATAAACTGCAACGTCTTAATTAAGCAAAGGAAAmTACTnnACCCCATACTGnTAATGATGTGTTAAG 
CATAGTAAAATCATAATCTAGGnCACAGAN 

>ncrb4736.seq 

ATGGCNACNnGGGAATGAAGAAGGACANnNNTAANAGTGAGGCCTAAAATGGAANCCAGTCATGATmTATmGGTACTTTCm 

CCnAACTCTGAATTGGAACAAGGTCGTGTAAGTGCCAGGACGTTAmCCAGAAGCCCACAGCTGCTGAnCCTACACCCAGTGATTTCCACTGCCT^ 

AAGAACAGTGTCATCnAmGAAGGTAmGCCAGnCGAGnGGAGACAAACCAACCnCCCTCACAGGCTGAGTCCnCTGGTTTCACTG 

CTGnAGACATAmGAATGAATCTGTCAGATTGTTGAGTCGTTAATGAGGTCACACTTTCCATGAAGACCAT 

>ncrb4738.seq 

CTANNNGNATANATGAGTCGGTACGGGCACGAANGCCCNGAGGGGGAGGAGCAGNGCATAACTNNGAANNGGAACAAGGNNGAGGAAGAGGCNAGGACGNNATCATCCAGAAGGC 
GAGA 

>n$;jEt»4741.seq 

AMNCNAnCCTGGTCTGATGnCTACTAGTTmATGCmCTGAGAGGAGCATACAAAnGmCAGAAAAAGTCTAmA C^ 

TiaTGTATATTATTATCTATOTAAGAAnAGAAAGGGGNCTmTAATGGCTCTnGGGAATATT^^ 

CfgrnGAGCrrTCTCATCATATGAGATCTTTTTCTACAGAAnATGA 

>nlri)4744.seq 

GH£lGCCGGGAAGGGCTNCAATGACGTGGAGATCCGGGNmGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAA 

TT^CGAGTACCGGTCACAGAAGACCTCACGCCTGCCCATCAnGAGATTGCACCCATGGACATAGGAGGGCGGGANCAGGAATTCGGTGTGGAGATAGGGCGGGTCTGCnGn 

Al^CCTGAACCCAGAAACAAGACAATCGGTTGCAAACCCAAAGGACGCAAGTACTnCCAATCTCAGTCACTCTAGGACTCTGC 

TfeKAGGGTGTCACAGnGGGAGTTnGTGCGGTGTGmCTAAGAGAGCTGAAGTGGGGAGAGTGCAAAATAAA^ 

GlGTCAAGGCAGA 

>riefb4747.seq 

ClIfcCGTATTATGGATOCCATGNTTmcnAACCCACTTGAGCAGGCAGNNTCGCAGCAACACAGATCAm 

AmMGTCTAAATGGGAGAAGGnGTGAAGGGCAGAGTGTTAATTGGGTTATAGGAAANIWGCAAGGGGATAGGGTGTCTCCC 

GSQTGGTGCAmAGTGTGCTGGTGTCCTGCTCTGGGCACCCTGTGCCCGTGAACTGTGCCCTGTOCGTAT^ 

C^GTGTCTCTCGCCTGGTGTTCGAGGAAGGnGAGATACAGGnGCGTGAGnCGTGGACGGTCGTGGCACGAGGGACAAGAGCTAGn^ 

Aip 

^h3lt}4749.S6q 

TCCCGCTAAGGAAAnCTCCGTGGACGCCATTGTGAGCTGCGGATCAGGATGGGAGGTGGGGCGTGAATGTAAGGGGnCGGTG^ 
AGCTGCCATCCCCTCCGCGmCAGTGGACCCTGTGGGGAGGTGCTmCCCTATGCACAGGGGTGTnGTGTGTGTGGGCGTGTGCGm 

>ncrb4751.seq 

ANCNCCGCTCmCTAGTGCAAGNAAAGTNNNGGCTGGATCAGTAGTTCAACAGCTAAACAGTCATAAAATAGTCAnGTGGATGTTAAAmGm 
AmGTAmAGmTTGATTGTGACAGTATTACTAAACAGGTAAGGATGGGAATATmGnATACTGTGTATAGTGA^ 
TTCATATGTmGTTGGGGACAGAGGAGATTAAGTCTGAAAGGAAGAGAGGmGTmAGAACTGAAGGCAAm 
ATCACATTTAAAATAAACTGCCTCTGA 

>ncrb4753.seq 

TATGTATGTCAAGnGGNGGANGCGCmGTGCTGAACAGCAAATCAACGTAATTAAGGTTGATGACAAGAAGAAAGTAGGAGAATGGGTAGGGCmGTAAA^ 
AAACCCCGTAAAGTGGTTGGnGGAGnGTGTAGTAGnAAGGAGTATGGCAAGGAGTGTGAGGCCAAGGATGTCATTGAAGAGTAmCA^^ 

GGCTCACACT 

>ncrb4754.seq 

ATATTTTTATTGGGAAGAAGTGATGAAGAAAAGGnGTTGAAAGATGAAAGTACTATAmGAATAACAnTm 

GAAG 

>ncrb4756.seq 

GAGCTACTAGAGATAnCnATNCTCACTAAATGTAAAATTTGGAGTAAATATATATGTCAATATnAGTAAAGGTmCTTT^ 

GTAATTCATTGAGCAGTTAGCTCAmGAGATAAAGTCAAATGCCAAACACTAGCTCTGTAnAATCCCCATGATTAGTGGTAAAGCCTCAm 

TAAAATTTnACTAATGTCATTATnTGAAAAAATAAATTTAAAAATACATTG 

>ncrb4757.seq 

GTGGTTAATATTGAGCCAAGnNNmGTGCAGmnGAAGAGGCCAAGACAnAAGATNTGCTTAGAATAAAGATCATCTGGGATCAGCTGCNC^ 
>ncrb4760.seq 



■4 
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NCAGmGTGATnCCTCATTTnNTGTGTGGTATOTAGAGGCCTTACCTMTCCTCTGTG^^ 

CAGCAAAAAAAAATTGCAACTCTGTAGTATTGAAAAAATmATATGGCATAmCnGTAACA^^ 

HACTCCTAT 

>ncrb4761.seq 

GAAGTCTCTCAACAACCAGAATTGNGACCCnCnACTCCTGAAGGCTCTAGAAAGAACCCAGCTCGCACATGCCGTGACTTGAGACT^^ 

CTGGAnGACCCTAACCAAGGATGCACTATGGNTGCTATCAAAGTATACTGTGAnTCTCTACTGGCGAAACCTGTATCC^ 

GGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAGAAACTATCAATGCTGGCAGCCAGmGAATATAATGTAGAAGGAGTGAOT^ 

>ncrb4762.seq 

GCATCTACTCTTGAAGCTAGATGCATCTGTGCTmCACAGTOGAGCTGCTGATGAACATAAACAAGATGTTAACTGACnGTC™ 
CATCnCAAAGAAAGCACCTCCACCTTCAGGAGCATCTCAAACCATCAAATCAACAACCAAACGnCACCCAAACCAC 

>ncrb4763.seq 

TGTACCTATAnGTGCAATACTNNAAAAAAACGGTATAAAAGTATmGAGTCAGTGTCnACATGTTAAGAGGGAC 

>ncrb4764.seq 

ANCNGGGAAGCAAGATGGGAGTAAAGTAAnTTTCGAGGGGACCCACCATAAAGGACAnGGTAAAACAmACACACGTAAAGACACGTGCAGGCACAC 

ACnCAGCAGACATCTTCTAnGCCATGCTGAGCTGTTTAAAGTTnAAGAAGAAAATCTAAGTATGGAAGTAGAAAATAAGACn^ 

TGTGCTGAACATTTTGGTGTATGTCTATGAACTAAGAATCAAGTTTrTGTCTCATTAAATATACATATNTG 

>ncrb4766.seq 

ACCGAGGCAGTGGCAAGAAAAGGGNCmGCCTTTGTAACCTnGACGACCATGACTCCGTGGGATAAGAnGTCATO^ 

>ncrb4767.seq 

GmTATAATnGCmNTTnNTAACAGGAATACCTGAGAATGTCCTGATGACCATGTAAACAAGGTAC^^ 

GfeAAmATCAAGTCnCTATTAGTCAAGGATTGTTTGAGAGTATGCTANAACTGnGTCTGn^ 

Af^TTCTGGAAGTGTTCACAGCT 

cjp\CAGCAACTCTGAGGCCATNNmAGCCAAAAACTAGAGGTACTGCTCGACCTGGTCTCATAAAGG 

T§3AGGCCTCGAGGACAGAGATAGACATGAGCTnGACAAGAATCTGTAGGCTGTCCTGCmAGAATAAGGATGTACCATTCTnATCGAn 

AbltrTCTTGGGTGTGAGACTGAGTGAGACACACACAAAATGTGTTGACACTGTGATGGCGGCAGGCAGAGCAGCTAGTGACm 

A^CCAGTCCTmCCCCnCCAGTACAGTGACACTCTGGTGCCCATTGGCAGATGGCGACTTCCCTGCACCCATAACTGATGCmGTGAATO 

>Mil)4769.seq 

TGATATTTTTTmAACATnAACNTAAAAmnCACACATAGGCAAAmGAAATGmGC 

Ar^CATATCTGTCCAmATCCATCCCACAGTTCTGGGTGATTTnACCATTTnC 

TMcCACATCAATATTGNGATCTnTGGGTAGAAAAnTAAGAnGATAAGTTTnAG^ 

>iy}4771.seq 

C&CTGATCCTGGACTGGGTACCnACATCAATGGCAAGmAAGAAGGATAATTAAnACACAAACCCnCACAGACTGCTCTGGTGCCTGGTGGT^^ 

Al^TGCTGCATCTGGAGCAGCCCAAGCCTCANGATGGACAAGAGGAAACCCACAGCTCAGCnCAGGCTTCnATGmCTGAA^ 

dafcACTGAAN 

>ficft)4773.seq 

ACACTGCCCCGGGTTGCCTGCCTNGGCCCCATGTGGAAGGCAGACGCCTGCTCGCTCTGTCACCTGTGCCTCTCAGAACACCAGCAGnAACCnCAAGACAn^ 
TATTTATTnGTAAGGAGAGGTrrTAAT 

>ncrb4776.seq 

CTGACCAACATGGAGAAACCCGANCTCTACTAAAAATACGAAATTAGGCGGGCGTGGTGGTACATGCCTGTAATCCCAGCTACTGGGGAGGCCGAGGGGGGAGA^ 
T 

>ncrb4777.seq 

CTCGAGGCAATAnAAAGTGCTGANGGCCACTAACAGACCTGATACmGGATCCAGCACTGATGAGGCCAGGGAGATTGGATAGAAAAATTGAAmAGCn^ 
TCGGACCCACATATnAAGATTCACGCTCGnCAATGAGTGTrGAAAGAGATATCAGATnGAACTGTTAGCACGACTGTGTGCAAATAGCACTGGTGCTGAGAnA 
CAGAGGCTGGTATGmGCCATCAGAGCACGGCGAAAAAnGCTACCGAGAAGGAmGTTGGAAGCTGTAAATAAGGTCATTAAGTCTOTGCCAAATT^ 
ATGACATACAACTGAACCCTGAAGGCTTTCAAGTGAAAACTTTAAAnGGAATCCTAAGCTTATATAGA 

>ncrb4778.seq 

AGCAnCATATTTTCCATCnATTCCCAAnAAAAGTATGCAGATOTTTGCGCAAATCTTCnCAGATTCAGCATnGTTCmGCCAGTC^^ 
AAGCmGmcnGGGCAAGCAGAAAAATTAAATTGTACCTATTnGTATATGTGAGATGmAAATAAAn 

>ncrb4779.seq 

ACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCGGAGGGACCAAATGAGACTGAGGGAAGAAAAA AATCTC TTnm 

TGATTTTGTATCCCCGTGTAGCAGCAnACTGANATGCATAGGCnATATACAATGCTNCmCCTGTATATTCTCnGTCTGGGTGCACCCCTT^ 

TGAAAGTGCAGTGCAGTGAGGGTGAAAGGAGAGTGAACATATGTGAnGTTCCATAATAAAGTTGTGGTGTGATAGTTTCATCT 

>ncrb4780,seq 

TGCCGTAGGnGTAGAGAAACTGAGTCATnGTTGAAGAAAAGAmGATGTCTATATOCATATTCCTAATOGnCCCTAnAGm 
AACTTCTGGGGCATGAAGTGGGGCCGGAATGTGCAGTACTCGC 



>ncrb4781.seq 
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ACAGGATAnATAGGAAmCTHNCTATCTnATGAAMCMCGTATATAAMTATATCTAGAAMCCrnGm 
TATCTnCAAAAGCTGATAmCCTACCTAAGCATCTCCCGAGAAAAATATCTCAnAAAAAGCC^^^ 
AmCCCAAAATAAnATGGCTTCTGTCATCTCCAGAGATAATCTGGCnGGmACCCCATAATCTA^ 
mCTCTCAAAGCGmAnGAGAAACTCAAATGAATATACTTmGAATTACT^^^ 

>ncrb4782.seq 

ACNAmCTGAGCGCAGNAAAGCCTTmCCCTAGGAGTGGGGTGCAGGGAACTGGAGGGCAATGGTTCTOTGAGAGGGTGATGATC 
GGCTAAAGCTACTGTGAAAGAACTTGCCTCACTGCACGGCACCAAGTACACATATGGCCCGGGAGCTACAAC^^ 
AGGAATCAGATAnCCTTCACCTnGAACTTCGAGATACAGGCAGATATGGCTnCTCCTTCCAGAATCCCA^ 
CCAGCTACGTCCTGGAACACCTGTACTAGTTGAGAAAGCTGATGGCCTTGinCAAAATTCTCATTm 

>ncrb4784.seq 

GAAGTCCCCTGGGTGTOTCTCTGATGGCNTmCCTATGGTGTTCCTGATGATCTGCTCTACTCATTCCCTGTTGTAATCAAGAATAAGACCTGGM 
AATGAmCTCACGTGAGAAGATGGATCnACTGCAAAGGAACTGACAGAAGAAAAAGAAAGTGCTmGAATncmCCTCTC 
GCTGAAGAATCTAGATGTCGTCmGACTCAAGTACCAAATAATAATAATGCTATACnAAATTACnGTGAAAAACAACAC 
TGACAGTTTATCGTCATGCTGTTAGTGTGCATTCTAAATAAATATATATTC 

>ncrb4789.seq 

AGCAAGNAAGGGAAAGACAGAGAGNGAGAAAAAAGAGGAGTCAGTCGCTCCTGGGGAAGGGAGAGAGTGAGACTGGGAGAAAGAGAA^ 

AAG 

>ncrb4790.seq 

TAGCCAAGGNAACCAAAAnGCATCTGATGGTGTCAAGGGTGGTGTGnTGAAGTGAGTCnGCTGATTTGGAGAATGATGAAGTTGCAmAGAAAAn 

GTTCAGGGTAAAAACTGCCTGACTAACnCCATGGCATGGATCnACCCGTGACAAAATGTGTTCCATGGTCAAAAAATGGCAGACAATGAnGAAGCTCAGGnGATC 

CGATGGTTACnGCnCGTCTGTTCTGTGTTGGTmACTAAAAAACGCAACAATGAGATACGGAAGACGTGTOTGCTC^^ 

Ai|&rCATGACGCGAGA 

>ri3)4792.seq 

TylpACATACTCTGCCGATCTAANNTACAGCCTTATrmGTATGCCTmGGGGATTCTCCTCATGCmGAAAGTTCC^ 

CAi^TAGGCAAAGCAATCAAGCACCAGGAAGTGmATGAGGAAACAACACCCAAGATGAA^ATTmGAGACT^^ 

cj^nGAGAAGCACAACTGAAACCAGTAGCCGCTGGGGTGTTAATGGTAGCATTCTTCTTnG 

^i^^[|>4793 seq 

ATs^^GCAGTAGTTCTCAAACmGNTGAmTCAGGGTTCCmACAnAAAATTATTGAGA^ 
ApS^GAGAGTmAAAAAATAmGnmATTAAAGTAGCAGTOTAmACnAAAAmCT^ 

>i3prb4794,seq 

TSSCGTATCACGGCCTCACNGTGCCTCTCATTGTGATGAGCGTGTTGTGGGGCTTCGTGGGGnCTTGGTGGCnGGnCATGCC 

GWSGTGACCTGTTCAGmGCTGCTATCTNTmGGCTGATTGCAATTCTGGCCCAACTCAACCCTCTCm^ 

GfljTTGAGGAAGAAGACATGCTCTACAGTGCTCAGTCmGAGGTCACGAGAAGAGAATGCCTTCTAGA 

f 

>iiiS34795.seq 

TifeAATGAATCAnGAACAACCTTmATTACAGAAGAAGAnATCAGGCTCTGCGAACATCAATAGATGCTTATGACM 

GIpCTCATTGAGnCAGGAGAATTGCTGCnATCTCnCAAAGGCAACAATCGNNGGAA^ 

Cf^TCTAAAGATACTGAATTGGCTGAAGA 

>ncri34796.seq 

GAGGGCCACAGTGACAAAGAGAGNCCACAGTCTGGGGAGTGGCTTGAAGAGAATTAAACATGCAACGAGGTCAGAAGAGGCAACAGAGAGGTGGATC^ 
TCAAAAGTTAirrATT 

>ncrb4798.seq 

TATCGATGAAAATGCTCCAGTCACTGAAAGGGCTAAACTGAmCCnGCCAACTAGTAAAAACTGGACCTTCGGACCCCAGGACGTCGATGAACTGA 

GGTGGGGTCATGTGCGGGCCGTCGCGAGTNAAGCAGATGmGCCTCCAGAGCCTGCCGGAAGTCGGTGATGAnGGGACTGCTCnAACAGAAGCGAGATGAAGAA^ 

CACATGGGGGAGATGGACCACCCCTGGAACTGTCCCCATGGAAGGCCAACCATGAGA 

>ncrb4799.seq 

GATCTTGGTGAGATnGAACTGCGGAATCTCTTGCAGTGAAAGCnGnAAGATAGTTAAGCGTGCATAAGTTAACTTCCAAmACATACTC^ 

ATATAAnGACAGGAnAnGGAAAnTGTTATAATGAATGAAACAmTGTCATATAAGAnCATAmACnCTTATACA 

TTTG 

>ncrb4800.seq 

ATGAGAAAGCTGTAATNGmGATTTGTAAGGCTTTATOCCATGTTTmCTmTGAGATGGAATCTCTCTCTCTGTGGC^ 

GAGCTCCGCCTCCTGGGTTCAAGTGAnGTGCTGCCTCAGCCTGCTGAGGAGCTGGGATTACAGGGATGTACGACCATGCCCAGCTAATTmATATnmGTAGAAA 
>ncrb4803.seq 

AATGGAATCAGnAGAAAGCGAAGAAATCACTAAAAAAGnACnCnTTmCCGCACCAGTOTAATCnCAACCnACTAG 
TAAAGTTATAATTTTAAGTATAGTCATATAGAAG 

>ncit4804.seq 

AGGTGGCCTGGAGGTGGGCAAAGGGAAGTAAGAGACACACGATGTTGTCAAGGATGGnTTGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACGAGAACG 

TGGmGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGmTGAAAATATAGAGATTCTGACATAAGGCCAGnCATCAGGAmCCTCCm^ 

TTCACATTAGGCTGnGGTTCAAACTTTTGGGAGCACGGACTGTCAGnCTCTGGGA 

>ncrb4805.seq 
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GCTTNGGGANCAGAGMGAGGGAGAMGCAGCATCnGCCTGGATGAGCCAGGGGACACAGMGAGMGCCCACTA^ 
GTGAAAATAGATGAGATAAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGmCCTGGGCTGG^^ 

>ncrb4807.seq 

CAAAAAGNGCTTTATCTCTACCATGTACTGACAGnc™CAGTTGAGAmGnCTmCAGCTAnGCTO 
TCAGGCAGGAATTAATTAnCTGTACCTAAGGGGnAGCnGmAATGGGANGGCAnGACTTmGA^ 
GA 

>ncrb4808.seq 

TGGAGTOGCAnCTGAAAGTGAAGmGCATACTCTGGTACCATGGTTCAGGTCAGGCATTCTAAnGCnCTGGTTTCTAAAGCA^^^ 

TTGCCTCCTGTGCATGGTGAAAATACAGAGGTCCAGTCnCCAGCTGGAAGAAAACCnCTGmGTCCTCnGCCTGTCC^^^ 

AGTGCTAAGGAGCTGTGAGCAGGAAGGTCATCAnCAC 

>ncrb4813.seq 

ACGAGGTGAAAAATArrCAGTACCnGmGGATAGCATnGTGTAAAGACTATGATCTCATCCCAATAAAATGAm^^ 
TAAAGAATTTAATGTACAGTAAATTGTCTCGC 

>ncrb4816.seq 

CGGTOTGNNTGGCCCGGGAGGGGATmGGCAAGGNATGTTAGTGGNTNTTNGTATTTTnGACTGGGCATGGTGGCTCATGCGTGTA^^ 

GTGGATCACCTGAAGTCAGGAGnCAAGAGGAGCGTGGCGAACATGGTGAAAGGGTGTCTCTACTAAAAATACAAAAAATTATCTGGGAGTGGTG 

CTGGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAAGCAGAGGTTGCGGTGAGCCAAGATTGCATCACTGCACTCCAGCCTCGGCGACAAGAGTGA^ 

>ncrb4817.seq 

GCTCNCAAGNACmCAGGATTAAGCGAmTTGGCCAAGAAACAAAAGCCAAAATCGTCCCATTCCCCAGTGGAnCGGATGAAAACTGGAAA 

AGACATTGGAGAAGAACCAAGCTGGGTCTATAAGGAATTGCACATGAGATGGCACACATAmATGCTGTCTGAAGGTCACGATCATGTTACCATATCA^ 

TpLGGAGAmCGACGTGTTTTCCTCTCTGAATCTGnATGAACACGTTGGTTGGCTGGATTCAGTAATAAATATGTA^ 

>AeA4819.seq 

ApAACANACCAAATATCAAAATNGTGTACTCAGGTGAAAGGACGAGAGGCTGGCTATGTGGCTACCCCCATAGGTATGGTTCAG 

T^TAAGGCGGGCGGGGTCnCACACCTGGAGCAGCTTmCCAAAACAAAGnGATTGACAGACTCAACAAA^^^ 

Cj^GAAGAATTAACTGAAGTCATAACGTGCGTGAATTAACAGCnCTCTAT 

m 

Al^CCGTCATTATTmGTCNTTNTCCTGAAGCAGCGTTTGTNGTTCNATGAAAATCTTT^ 

AjfAGnGGGGAAAATCAACTAAGGnGCCCTCmGCTTACAGCAGGACTGANCCATGTCCACAGACACTGATGCAAATAGCATCAGTGCC^^^ 

TS^ATCTGTATTmGAAGCAnCAAAmCAmGGAGCTGTACCTGGAAGGGACACAGTGATGCTCAnCTCAn^ 

TpATGAATGGCTCATGTGTAGA 

saw* 

>teJ)4821.seq 

tRJttaaagtctctcttcaccctgccgtcatgtctaagtcagagtctcctaaagagcccgaacagctgaggaagctcttc^ 

G^^GGAGCCATTTTGAGCAATGGGGAACGCTCACGGACTGTGTGGTAATGAGAGATCCAAACACCAAGCGCTCCAGGGGCTT^ 
AffiCAGCTATGAATGCAAGGGCACACAAGGTGGATGGAAGAGTTGTGGAAGCAAAGAGAGCTGTCTCCAGAGAAGAnCTCAM^ 

>©)4823.seq 

AiNTNTGGAGATGACAATCTGGCTCCCANNAnGCCAACGTGCAGATGACCTTCCTACGCCTGCTGTCCACGGAAGGCTCCCAGM^^ 
r5\TCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGG^^^ 
CTGCACGAAAGATACCGGTAAGTGGGGCAAGACTGmTCGAGTACCGGTGACAGAAGAGCTCACGCCTCCCCATCATTGAGATTGCACCCA 
AnCGGTGTGGACATAGGGCCGGTCTGCnCTTGTAAAAACCTGAACCCAGAAAC 

>ncrb4825.seq 

TNTTAATGCACTAGCCTCTGTAGTGNCAGGAAGTGTGAGAAGGAGmcnAATGAGmACACGmAAATCAAGCATATOTA^^ 

ATATATAAAGAmTOGTATnGnmAGTGTCCnGTGTTGCAATAATnAACTCCmGACTCAGnGCTGAAAATAmC 

GTGAAAATCATGTCAATGmCCCAAAGATAAGTmTATACAGATACACACCTTATAAGnCTGAmATmc™ 

>ncrb4826.seq 

AGCTCnCATGGGCCTGAACATNNAmCAGTCTTTGCAAAGAATGAAGAAGTGAAnCGCTGGCAmGTCACCAGCACTGGGTTm 
GATAAAATGCAGANACTTnGGGGGTGGAAGGCTCATCNTAAAACATGAGCATGAAATATATNNGGAATAGCAGAAGGTTAAGAAATATCm 

>ncrb4829.seq 

CTCCGNNGATTAAACACTTAAATGTATGNCATGAAAGTATAAAAATAATAANAATCTACAGAAAACTCnCTGGACATTGATCTAGACAA^^ 

GCAAGAAAAACAACAATAGACAAATAGGACTTCAmCACTAAAAAATnGTACACAGAAAAATAACTACCTAAGCAAACA^ 

CATCCAACAGGAGACTAATA 

>ncrb4832.seq 

ATCTTAGGGAAGAAAATTAAGCNNnNAAGAGATCTGTGAAAAAATACAGCCnGTAAATCCAAGACTCTGAT^ 

GTAGATAGnATTGAATGTAmATGTAGTGTAnAAGAAGCnATATOCTAGAAAAAACTOTTmAT^^^ 

GCTCmGTAACTATGTCTGrrTTCTTTTTTGTAATGTTAAATGTTACATTTGTT 

>ncrb4835.seq 

AGAAATAAGTmGGTTGCATGTAAATGTTCTGAAGCTAAAAGTAAAACnCTTCAGAAAAATGTTGGCATTTTCCCCTO 
mTACCTTTAATAAGTCAGATAnGNnGCAAACTGTTAAAGTTATGGATATAAATCnGCTCAnnGCTACnAGATCTCTGAM 

>ncrb4836.seq 
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CGGGGGMNCTACNTmAMGTTMTTGCTTGTmGCCTATMCCNCAAAMTMTGMN 
AGAATAAAAGCG 

^ncrb4839 soq 

ANAACCCCCCTCTCCTCACCTGCmGAGmNmiCmATCAGATAnCTAAACTCAAAGGGAnCCC^ 
ACTCATGGGCmGGTAATATCTCCTAAAAATGAGGTmGGTAATTmCCTATGCATO^ 

CATATCAGGGCAGCCTGTGGTGGCTGCAATACTGTGGTGCnGGGCCACTGGCTGAGAGGAGCCAGGmGTGTGTGTCTGCATG 

>ncrb4840.seq 

TGAGGAAGACGCGGTCGTAAGNTmGTGGATTmGGTCCGCACGCTCCTGCTCCTGAGTCACGGCTGTTC^^^ 

GCCATGGCTmAAGGATACGGGAAAAAGACCGGTGGAGCCGGAGGTGGCAAnGACCGANTTCNAATCACCCTAAGAAGCCGCAAGGTAAAATCOT^^ 

nGATAAGAGGCGCAAAAGAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACCAAGACmGAGAATCACTACAAGAAAAA 

ATCGTTTCCAGATGAGA 

>ncrb4843.seq 

CAGGGAAGNCNCGGmCTAGGGCCGGGGGAGNCNNCNAGTGGCTAGCGCAAGACCAmNTCTCCCTCTGCGTTGAGGCnCTGCNAmCAnATCATCAAGCAGGAA™^ 

GTAAGTCACTGACCCTAACTGCAGACCATGAAGTAAAmTGTAACTAGGTmTGGTTCTCCAGTGGTGACCACCCCCCCCATCGCCGCTCACAACnGGGnCTO^ 

GAGCTGAGAAGCGGTGATGAGCACCTGGGGAnTTAGTAAGTGTGTCTTCCTAGAATTGGAAGGCTCTCTCTTTGTAGAGGTG 

>ncrb4845.seq 

CGCACGCCGCCGTGGCGGCGAGGACCGATTGGAACGTCTGCCCTATCAACmCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGATO^ 
GAGAGGGAGCCTGAGAAACGGGTAGCACATCGANNGAAGGCAGCAGGCGCGCAAATTACCCAGTCCCGAGCCGGGGAGGTAGTGAG 

>ncrb4847.seq 

gaaatgggcaagttcatganccgtgggaaggtggtgcngtcctggctggaggctactccggacgcaaagctgtcatcgtgaagaacattgatgatggcacctcagatcgcccctac 

ag£catgctctggtggctggaattgaccnntaccgccgcaaagtgacagctgccatgggcaagaagaagatcgggaagagatgaaagataaaatgtmgt 

at5>cctaatgcccacaaggtactctgtggatatccccttggagaaaactgtcgtcaataaggatgtgttgagagato^ 

. (^mGAAGAGAGATACAAGACAGGGAAGAAGAAGTGGTTCTrGGAGAAAGTGGGGTTTTAGA 
>E£^849.seq 

A^GTCGATGGCGTACCTmCCGAAACATCAGTGTGGATGACTAGCmCACGAGGGTCTCGACCCTGGACCTC^^ 
>fRSil}4850.seq 

I^^TGTTCCAAAAnCAGTCnATmCAGTCTACACTAGCTNNNAAATATAGTGTCGmAGATGGn^^ 
ASTAGTCAnGCTATCTrTGAAGTTGTGGAGGATAGGTGTATTACAGNAGGAACTGGAGAGAnCC 

>ncrt)4852.seq 

ai^aaangatgtaggtagcncggctatgtaaagacatagtagaggacaanacnaaagaagagtm 

al^aaaggccgmatagaagccaagaactgttggaggtctgtgatgcaggttmctgncccaacatca^ 

tiIItgagacatcaagattttitaaaatatcaatactggaaagatga 

if I 

>|§b4853.seq 

hMeACCNCGAAAGAATCTAGATTGnGmNTmGAATCAmGTAAmCTAAAGGTCTCn^^ 

C^CACAGTATGTCAAGGAAGAACCACTmATTGGGTGGAATAAAGTACTACTGATAAAATnAnAGGCACTCAm 

qiiAACAACnACnGGCTCTGTACCCAGAAATiTA 

>ncrb4856.seq 

CTGGNACCCTAAAGAACAGTGACTGCAAAGGCAAAGAAAGTAAAAAAGGAAlTGGCCATOGACGnCGTGAGCATCCA^ 

CTG 

>ncrb4857.seq 

AAGCTCCTGGCCGTCCTAAAGGGTGAAGCGAAAGGGAAGGGTTTAAAGGCCAAGAAGGCAGTGTTGAAAGGTGTCCACAGCCACAAAAAGAAG 

GGGCGGCCGAAGACAGTGGGAGTGGGGAGAGAGCNCAAATATGCTCGGAAGAGCGCTCCNAGGAGAAACAAGCnGACCACTATGCTATCATCAAGmCCG 

GCCATGAAGAAGATAGAAGAGAACAACACAGnGTGnCATTG 

>ncrb4859.seq 

ATAGAGATACAGAGAGAGAGAAAAAGAGAGGAGAGAAAGAGAGACAGAGGTAGAGACACAGAGAGAGACAGAGAAAAAGAGACAGAGAGNGATGAGAGAGAGAAAGA^^ 
ATAGACAGNNmcmGACAGAGAAAAAGAGAGAGNGGGGNGAAAGGTCCACAGAGATNCAGACAGAGAGAGAAAAAGAGAGAGGA^ 

>ncrb4861.seq 

TNTTC™TTmTATAAAATAATCCCGTAATATCCAAATGAATCTGTTAAAATGmGATTCCTTGGGAATGGCCnAAAAATA^^ 

CTAGTGATCATGTAGTAAATGTAGGGnAAGCNTGGACAGCCAGAGCmCTATGTACTGTT AAAATT GAGGTCACATAmTCmTGTATCCTG 

GTATAATAGCAAAAAGTTGAACAAAGATGAACTAATGTATOCATOCCATTGCCACTGATmTTTTTAA^ 

^ncrb4865 seq 

CTGmCTCAGGTGnCCACTCACACCGTGnAGGACTCTCAAAGGTAAAATGTCACAGGGGCTTnCAGnGnACAGAGCT^^^ 
A 

>ncrb4866.seq 

ATTmAmAmATAmCNTTGAGACAGAGTCTCGCTCTGTCGCCCAGGCTGAAGTTGCAGTGAGCCGAGATCACACCACTGCACTGCAGCCGGGGTGACGG^ 
TAGATAGATAGATAGATAGATAGATAGATAGATAGATAGACAGACAGACAAGATAGATAGACTCTGTCTCAGAAGGAAGGGAGGGAGAGA 

>ncrb4867.seq 
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TGGTGCTGAMGMGAGCCCACAGCTGACTTCATGGTGCTACMTMCCTCAGMTCTACTmCACTC^^^^ 
AAGCAANACCTCTCCTCAncnATTGTmAmGGGCAAmGTCTCAATAAAAGCCCAGGAAGAAGA 

>ncrb4869.seq 

TGTNCCACCGTGACCCCTGTCnTTTCTGACCTGTGnCCCTCCCCGNTCATCmCCTGnCC^^^ 
TGCAGCncnACTTCCCTANTGAAGN 

>ncrb4870.seq 

AAATGCTCTAGTAACAAGGNGTNCCAGGGCCGTGGGAACCCAGAGGAGGGAGTGAGAGTTCAGAGGCTGAAGAAGACTTCATAGAGGAGATCATGAAGTTCAN 

TGGGCAGAGATAAAACCAAGGGTAAGAATTAACAAGCNGGTCCAATnCCTTAGATCTGTCNCTCAAAGGGAAGCCAGGGAGCCAAACGU^ 

CGCAGAAAAGTGAGGTGGGGTGGAGGGAGTATAGGAATGGAGATGAnTGCTAAAAACTATAGCCCAGG 

>ncrb4871 .seq 

AACAGGTGTTCTCGGAGAATGnAGGTAGAAGAAGCTGCAGAACCTGGATTTTTmCAATACGATACTGAGGCAm 
>ncrb4874.seq 

GTGCTAAAATCAGCTACTAGAATCTGCTGCCAGAGGGGACAAAGACGTGCACTCAACCnCTACCAGGCCACTCTCAGGCTCACCnAAAATCAGCCCTTGAT^ 

TTTAGACAGTGAAACTGACTnGnTACGTGCTTGCAGCATATTAGAACAGACGATCCATGCTAATATTGTATTnCTCnAAAA 

TATTTGTAAnAATTATATATAGTTG 

>ncrb4875.seq 

TAAACTCCATCTAAGGCTAAATNCCGGCACGAGACCGATAGTCAAGAAGTACCGTAAGGGAAAGnGAAAAGAACnTGAAGAGAG 
GAGATAACAATCCTAAAAnGCnGCATCTAACATAGAGCTTCAAAATACATGAAGCAAAAACTGATTGAACTG 

>ncrb4876.seq 

GaeiTGGTTGGTCTAnGGACTACCGTGAGGATGGTGTGACGCCATATATGATmcmAAGGATGGTnAGAM^ 

TgbATCATAACTGGCnCTGCnGTCATCCACACAACACCAGGACnAAGACAAATGGGACTGATGTCATCnGAGCTCTO^ 

T&nTAAGAAAAACATGTCATGTA 

>&)4877.seq 

AttkGGAGATNTGCACNTCCCACACCGGTGCAGCAGTnGCCAGCTAAATTCAAAAAACTGCTGGTGCCAGGAAAAATTCAGCACAm^ 
AllfrATGACTATCTCAAGACTCTGGNTGGTGATGnCATAnGTGAGAGGAGANNGGCGATGAGAATGTGAAnATCCAG^ 

>pri^4878.seq 

Gl^^AAGAAACACGTCTGGCTAGGCCNAAACTATCAATGCTGGCAGGCAGTnGAATATA^^ 
Glld;CAACTAT6CC 

>F tfyb 4879 S6Q 

/^ACCTCTAmCTGTGTTnc™mTATCGCTAAAGmGAAGGTCATCTCTmAGACCATA™^ 
hlllTGGnGGTATAOTTTnCTATCAANGGGACCTGATTGAGAATGTACCCATCAGnACAnGCTGTGTA^^ 

>hlb4880.seq 

AlfcnAAGAAGTTGATTTTGACAAATTTTGCCAGTGAAAACAGTCAGM 

>jiSb4881 .seq 

#fATACCAAnAGmTATATAANATCCTCATAAGCTATTCTAATTTnGAGAGAAACACAAAAAGm 
ATTmGGTAAATGGTAAGGGAmGGGGTGGAATGTGATGAGATTAAAATGTNGCTTNGGTATAACnCATGTGTAmCAA^ 

GTATTTTCTACT 

>ncrb4883.seq 

CATGATGAGCGCTGTrCCTGCTCATCATGAAGATCCCTGCGATAGnGAACGCCTTCTGACnCCAGGTGATGACTGGGGCCCCAATAAATCCCGTCTnG 

>ncrb4885.seq 

ACCTAAACCATGTACTCnTAGTACTGTmATATATmTAAGCCTCATACTTGCTCATTCTACGGCTTT^ 

GCTGTGTAGCAGAAnCAAnACGGGAACTACCATAAmATCTGTTCTCCAGGTGAAGGCATGAAGnGTTGCCAGTTTCTGTATTATAACACTGTAGT^ 
GCTCACTGCGTGnACCTAAGACGTATCACAGAATAAACACATnAGCCnATAGACAnGCCAAATTGCTCTTCAAAGTAAATGTG^^ 

>ncrb4886.seq 

ACTAATAAGTGGTAGTATGGnACnCCnGTGTACAnTCTCTTAAAAGTGATATTATATCTGTnGTATGAGAAACCCAGTAACCAATA^ 
AAGGAAAGTGCACACTnGTTmACnNTCCGmCACTCTAAAGGTAGnAAGATGAAATn^ 

>ncrb4887.seq 

AGATTTATAGGTAGAGGCGACACACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTOGTTCAACTnAAATTTGGCCACAGAACCCTCT^^ 

CTGmGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACGTTGTAGAGAGAGNAAAAAAmAACACCCATAGTAGGCCTAAM 
TCAACAGCCACTAGAC 

>ncrb4888.seq 

AATTGTATTGATGATCTCAAAGAATCACATmGGmAAnGAnTTCTCTGmTCTGmTCTAATTGATTGG 

>ncrb4889.seq ^ ^ 

CGTGCTGCGAAGTATCTCGCTAGCCGCTGCGGCCGACTAGCGGGCTTCTGGGAACTTGGCAGACGCAGCTOGAGAGACTCACCAGCGAGCGTCATTGrrGTCmCTGGGAACT^^ 

TTGCGATGAGATGAGAAGGTGnGGAAAAAAGAATANGGTAGATGCTAAAAAAGAGCAAGAAGGAAAGGAGGGCTTGAAAAGGAAGATCCGAA^ 

AAnCCTATTGAAGATlTTATTACCGCTCTAAAGTTCnGGATAAAGCAAGAGA 
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>ncrb4890.seq 

AGCTGMCATGGTACACMnGTGNTGAAMGAGCTTGTnTTTCGGTAGGAGGTATGCGTTGCGTGTGnGGTnTGM 
TGGTCAGCAGTCTGATGTCCCACTACTGTCAAGGATGCCTGTGATGTGTGAGCTTACCmCCATTCTCCnGTATCm 
TOCAAGGAAAGGmCCCnCCCTCACTGGGGAnTAGTGGGGGACAGTATAGACTGTCCmAGGAGATAA™ 

>ncrb4891.seq 

AANCNGGACCCCCCAT6GCAGCCAm™mGATTCnAAGATCCAAAGGCTGCTGAAAGAGCAATTGAATAAAGnGGGGAnGGA^ 

AAACTCCANNTTTmcnCCCCTTCCCCTCAAAAGGGGGNAGNCTGCTAGGGGGnGTAGCTGTGTCAAAGCCGCT^^ 

GGATAAAATTAAAAGTAGCACCATTGAAGCAGTGGAAG 

>ncrb4892.seq 

GNCTGGGTGACAGAGCAAGACTCCNTCTCAAAAAAAAAGATGTGnGAGCTmAAAnCTTACnGATACCCn^^ 
ACTTCCTGnAACACTGTTTAGAGAGGTG 

>ncrb4893.seq 

TATTmGnmAANGCnCCNTATnCAATGTOGCCTCAATnCTGAACACCATAGGTAGAATGTAAAGCnGTCT^^ 

TCAGATAGAATGACAGTCCGTCAAAACNGATTGmGCAAAGGGGAGGCATCNGNGTCCnGGCAGGCTGAmCTAGGTAGGAAACGTGGTA 

CnTATTAAAAACTGAGTGACTCTATATAGCTGATCAGTTTmCACCTGGAAGCAm 

>ncrb4894.seq 

CGGCCGGTACTGNANAAAGCCACAAGTGGAGGCGCCGCTCTAGCGGCCGGGACTCTGAACTATGGCGGCTAGTGATACAGAGCGAGATGGACTAGCC^ 
GATAGAGATAAGAAAAAAGAGCAGT 

>ncrb4899.seq 

Q^ygCTGAAATGGGAACACTGGCTGCCTCTCCAAACCCGCTCTTGGACAGAGGATCTGGGAGGTGGAAGCCAGGCCAGAGGACTTGGGGAAAATGA 
ASAAGCTGAGCCACAGCTOACTCCTACAGAGTGAAATGAAAACGGGGTGAAAATACCACCCCAGGAGAGGACCTCG 
(M\CTGAGAAACCCAGAAGCTGGTAGTCATGTGGGGnGCCnCTCTGCCAAACGACTGGGAAACCAAAATGAGCCC^^^ 
TipTCTGCTCCTCCCGACGCTTCCCTGCTATAGnCCCAGCTGCTGTAACGGAGCGACCTCCAACTCTAACAATA^ 

>|®4901.seq 

A^AGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAAAGAGnGGAGnCTATCTTAGGAAAATCAAGGGCCGCAAAGGCA^^ 
GSiGTTTATTGTTTTGnCCC 

>Klb4903.seq _ 
(MGTACTGTTTTAAAAAAnCTGAATCTGAGGGCCAnGmAnGGAmGAACACTTG^ 

Si 

>n@cb4904 seq 

(MCCTCCTmCnNCCCTCCCCTTTmCTTGTAnAATCAAGAGAAACTTCAAAG^ 
dSjGCnCmnAATCATACAAACTCTCACCATGATGTGAAGAGmCACAAATCCnCAAAATAAAAAGTM^ 

d^CCACTGTGCAACATTAGACAGTTCAACGAGCACAGCAAAGTCAACTAGGGAAACCCAGGCAAnGAACTCAGNTNTGCACCAAGCGGACCT^^ 

>mrb4907.seq 

dffiTAGTGTNATGGCTAGGGGATGAACAGGTOTTGAGNAATACTGGAGAGnCTTCCGAGAACCAAGGGAGGCAGACTTACCT^^^ 

AAGCTGATGCTCAGCTGCTGGAGAAGAGATACGAAGAACCGTCCCTCAnCCAAGAAATCCACCTTCTGCTCCTTCAACAAGGCGACGAGT^^^ 

CTACGGCTCAGGTCCTCCCTACAAGACCTACCACTCACCCATGCCTATGCCACTCCATCTG 

>ncrb4908.seq 

GACmAGAATNAmGTTGATATCCACAAAATAACTTACTTGGATTGTAnGGGATTGTGnATACCTCTAGATCATGnGGGAAGAAnGACAC^^ 
ATGAACATAAAATGTGTCCCTATnATGAGTATCmAATGAnCCTGGTGAGniTGTAGTmGCACATATAGATCnAAACATACm 
TAAAAAmAAATGTAAATATAAAmTATTGTCTmTAATTmTATTTCAAnGTTTGnGCTGAAATATG 
TCACTAnAGCTCTAGTAGTmTACTGATTCCnGAAATmCTACGTAGACAATCATGTCATCTGCAAAC 

>ncrb4909.seq 

GAGTGTGmACAATCAmGATCTGGCTAAACTAnTTAATGnAATGAAATmAAAAmTGGAGGAAAAAAmAAAA^ 
TCACTATGTAGAGACCATTGTCTACTAmCTCAATTCTGTGmCATCTGTATGTTAATAAGTGTAGGAmGGGAGTGAGTAGTGTT^ 
TGTnCCCATCTAAATAGTGAGGAAGAGTATCAGAATmGTAGGCTTGTGGTGATGGnAAAmGATAATAnAATGTTGGGTACnA^ 
TnCAGATATAGTGTGTmAGCATOCTGCCTTmATCAAACCTAnGTCAAAAAAGTGAGA^ 

>ncrb4911.seq 

GGTmCGATCCGCCATCTGCGGTGGAGGCGCCACCAAAATGCAGATTTTCGTGAAAAGCCTTACGGGGAAGAGGATCACCCTCGAGGTTGAACCCTCGGATACGATAGAA^ 
AGGCCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCTTTGCTGGGAAGCAGCnGGAAGATGGACGTACTTTGTCTGACTACAATATTCAAAA^ 
GTGTTGATClTGTGTTGAGAGnGGTGGTGGTGGTAAGAAAAGGAAGAAGAAGTCTOGAGCACTGCGAAGAAGAATAAGGACAAGAGA^^ 
TATAAGGTGGATGAGAATGGCAAAATOGTCGGCTTCGTCGAGAGTGCGCTTGTGATGAATGTGGTGGTGGGGTGmATGG 

>ncrb4912.seq 

ATCACAGGAACnAGrrTTGGTTTAAGTCATTmGATTGGTTTmCCAATGGAATATGTATAT^^ 
TAATGTGAGTATATACACTAAGAACAAACTAAAnGTGAmATGATCnCAmATmAATGGTAATGGm 



>ncrb4916,seq 

ATTmCGGCTGTGGTATCGGCAGmAGGGTATGGAGCAAGTAATATTGTGTGnnCTTTTmGTnGTnCCnGC 
TNAAAAATTCCTCATGAGCAAAGGACAATTCAATAAATACATCCAAACATGATCATCGTTGGAGCCGGAGGTGGCAGGAGTCGAGGCGCTGATCC 
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ATCAmCAGCCAMGTCCTAACnCCTGTGCCmCCTATCACCTCGAGMGTAATTATCAGTTGGTnGGATm 
AnnAAATGAAAGTATTGGCAlTCAAAAAGACAGCAGACAAAATGAAAGAAAATGAGAGCAGAAAGTAAGCAmCCAGCC^^ 

^ncrb49 17iS6c^ 

AnTAGGnAmGnGAGACTCATTGGTACTGACTGGCAAGTATTCTGCmAAAGTATCATGTATTA^ 
>ncit)4918.seq 

AGGGAATGAAGAAGCTCTCCTACATCCGCATTGCTGATACCAATATCACCAGCAnCCTGAAGGTCTTCCTCCnCCC^ 
GATGCAGCTAGGCTGAAAGGAGTGAATAAnTGGCTAAGnGGGAnGAGmCAACAGCATCTCCGCTGnGAGAATGGCTCT 
TGGACAAGAAGAAGC™CCAGAGTACCTGGNGGGCTGGCAGAGCATAAGTACATCCAGGGTGTCTACCTTCATAACAACAAT^^ 
CTGGACACAACACChiAAAAGGCncnAnCNGGGGGGGAGTCTnTCAGCAACCCGGGCCAGNCTGGGAGANACAGCCCTCCNC 

>ncrb4919.seq 

ATACAAGGATCAGAnCTTGCTGTGACCCAAGAACTGCTGAAATCATATAGAAAGGCTGGGGTGGGCCGTGTCATTCGTGGnGAmCAATACACTCAAGT^ 

AAAAACATCTGGATATCAAGGTGGAAATGGGGGAmAATGATTGAnATATGACTTnGTGGATATAGTTATAATCTGATGGGCCTGGCTGGG^^ 

AATAGTAGAGTGTCAGTTGCAGGTGCCAATGACTAACTTmGAATOTATGTTGGCATOACAATAAAGCATm 

>ncrb4920.seq 

ATGAAGAGCCTGATCCTTCTTGCCATCCTGGGCGCCTTAGCGGTAGTAACTTTGTGmTGAATCACATGAAAGCATGGAATCmTGAACTTAATCCC^ 
AATACCnCATATCCCCTCAGCAGAGATGGAGAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCT GTGATGA CTACAGACm 
AACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTT^^ 
CCTGATmGTATCCCCCTGTAGCAGCATTAGTGAAATACATAGGGTTATATACAATGGnGmGCTGTATATTCTCnGTCTGGC 

>ncrb4921 .seq 

AGAGGCCGTTATAAmAATATTGGCCTAAmNAATATTGnGTGTCTCAGGGAATAGGGAAGCCTGAGGAGAGGGACAGAGATGGGGAACAGCCAGTAGGTA^ 
GAgGCATCTATGGAnATGnTGTCTTGTATGGGTGTGGTTCAGGGTGTCCTACAATAGTAACATCTGAGATCACTGATAACAGATAATCGTM 
AtrACCAAATGTGACAGGCCTGAATGAGCACATGCTGTTGGATAAATGATGAATGGAGACTTGnCAAGGTATGGTTGCCACAAAGCnGAAm 
Al^ACAATATCTGTGAAGTGGAATAAAGTGAGGTATGTCTCTAnCAGTGATGATGGGTTTTmAATCCCAGAAT^^ 

>E^}4923.seq 

Gl&TGAGATAG™mGCAAAAAGAACnCTAAGCATGAAATTGAGCATAAAATTGCCTAGGAGTAAnCAGmGCTTAATA^ 
CWrrGnmGGATAAAGACGmTCATTmCAGCATGGCATGAGGGAAATAGCCTGGAATACTCTCAG 
AGCsGCAGTGGmAATATGGTTCCCAAATTCTGAAGTCTTCTGAAATTTGnAGACAAAGCAAGACnAAGGATCACA 
(^TGACCGTnCTCTCTCATGTCAmACGTATGTCTATGACTGTGAGAACTAAAGTGGCCGTAmACAGTAAGG 

>lljBl)4927.seq 

CCCCGTGnGGAAAGTGGCCCAGGTAGATTCCTTGAAGGACAAAGCACGGAAGCTGTACACCATCATGAACTCGnCTGCAGGAGAGATnGGTATTCCTGnGGA 
CHGGAATACCCAATCCGAGTGACTACGGTCCTGCCAGATCGTCAGCGCTAAGGGAACTGAGACCAGAGAAAGAACCCAAGAGAACTAAAGTTATGTCAGC 
cyGAGCCATGACCCTCACAGGTCTrGTGTOGnGTATCTGAAACTGnATGTATCTGTCTACCnCTGGAAAACAGGGGTGGTAnCCTACCCAGGAA 
T^CAACCATGCnCTCAnCCCnGACTCATGTCnGCCAGGATGGTOGATACACAGCATGTTGATTTGGTCACTAAAAAGAAGAAAAGGACTM 

>t^b4929.S6Q 

G^CTCTTCCTCGGCGCTGCCTACGGAGGTGGCAGCCATCTCCnCTCGGCATCATGGCCGCCCTCAGACCCCTTGTGAAGCCCAAGATCGTCAAA^ 
Qg|CACCAGTCAGACCGATATGTCAAAATTAAGCGTAACTGGCGGAAACCCAGAGGCATTGACAACAGGGTTCGTAGAAGAnCM 
GMGCAACAAAAAAACAAAGCACATGCTGCCCAGTGGCnCCGGAAGTTCCTGGTCCACAACGTCAAGGAGCTGGAAGTGCTGCT^^^ 
cfeACAATGmCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGTCACCAACCCCAATGCCAGGCTGCG^^^ 

>ncrb4931.seq 

TCCCNGGGAATTCGGCNTOCGGCCGGGGGATGCCTGNTGGAAAAATCAAGGAGAGCCATCATCTGGGATGCAGTGCCAGCTCAGAGAGCAGACAAnATGC 

GGTGCCAGAGTTGnCAGACACCTGTGAAACCCTGGGACTGACTATGAAAnGTACCTGTTGATGAGCAAnCTAAAAGTCATGCACTC^ 

AGGCCCTACGAmGTAGGTGCTCAATAAATGTCAGTGAGTGATCAAAAAGAmGGGTATAACTGATnCAACACAGAAGTGG GAACA 

AACAATAACCTCCCAGCCTGACCnCTAGAmATCATTGCAATGGATAACGTATAGTGCCCTnGTnAAAAAAAATTGACTG^ 

AATTTGGAAAGCACAGAAACATA 

>ncrb4932.seq 

GGCGTCGTAGTCTCCTGCAGCGTCTGGGGmCCGnGGAGTCCTCGGAACCAGGACCTCGGCGTGGCCTAGCGAGTTATGGCGACGAAGGCCGTGTGGGTGCCTGAAGGGCGAC 
GGCCCAGTGCAGGGCNTCATCAATnCGAGCAGAAGGAAAGTAATGGACCAGTGAAGGTGTGGGGAAGGATTAAAGGACTGAGTGAAGGCCTGCATGGATTCC^^^ 
GGAGATAATACAGCAGGCTGTACCAGTGCAGGTCCTCACTTTAATCCTCTATCCAGAAAACACGGNGGGCCAAAGGATGAAGAGAGGCATGTTGGAGACTTGGGCA^ 
GACAAAGATGGTGTGGCCGATGTGTGTATTGAAGATTGTGTGATCTCACTCTCAGGAGACGATTGCATGATTGGCCGCACACTGGNGGNCCATGAAAAAGCAGA^ 

>ncrb4933.seq 

GnACTATnCTATGAAAGATTAmAGAGATCTAGGTGCTGTGGCnGTAATCCCAGCCATCCCAGAGGCTGAGGTGGAAGGATTGCTGGATGGCAGATnGGAG 

TAGCTGGAGAnAAGAGnGGAGACCAGTGTGGGCAACATAGGAAGACCCCATCTCTTAAAACAAAACAAAACAAAACAAAACAAGTGTTGCGTGTGTCTGT^ 

AGGCTGAGGCTGGAGGATCGGnGAGCCCGGGAGmGAGAnGGAGTGAGCTGTGAnAAACCACTGCACTCTAGCATGGGTGGTAGAGCAAGAC 

>ncrb4934.seq 

CAGTACCAGCAGCAAGGCAGAACCACCCCAGTGCACCTCCCTGGCCTGGTCTGCTGATGGCCAGACTCTGTTTGCTGGCTACACGGACAAGCTGGTGCGAGTGTGGCAGGTGACCA 
TTGGCACACGGTAGAAGTTTATGGGAGAGGTTTACAAATAAAAAAAAAACTGGCCC 

>ncrb4935.seq 

CAAGCACATCCTTGCTAAmCAAAACTACCAGTTCTTTATTGGTGAAAACATGAATCCAGATGGCATGGnGCTCTAnGGACTACCGTGAGGATGGTGTGACCCCAm^ 

TnAAGGATGGmAGAAATGGAAAAATGTTAACAAATGTGGCAAnAnnGGATCTATCACCTGTGATCATAACTGGGnCTGCTTGT^^^ 

GGGACTGATGTCATGTTGAGGTCTTCATmTTnGACTGTGATnATnGGAGTGGAGGCAnGTTTnAAGAAAAACATGTCATGTA 
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^ncrb4936 S6C| 

ATCTGMCAMGTCnATCGCACACACATGTmCTCTGTMGGTACATCAGAGCmCAmGCnAGGM 

CCAACAAAAAGTACAAACATATCAAAACCGTGGCACTAAATAAACTGTGAGAACAGnGmACAGCATGAGAGCTAAAA 

ACATGTGTATGGAGTGACTCAATTTTTmAmAmATTTTm 

AGGGAGTNGGCAAAnAGCAAATNTGGAATCCACAAATAATGAGGATAGATGGNGTCATGCAAAGATCAATCAAAG 

>ncrb4938.seci 

ANTTCGTTGATGCTTTTGTTCCCAAGTGTGACCCTAAACTTAAGCTTTGTAGGAGnGACATTCTTTCATG^ 
TTGGmAAAAGnAAnGATATTATACmGGn™TCTAAAAAGTAAATGTAmGCCmGACAAAAGACTGACACAA^^ 
CCATTmGAGCATATTATCCAAAATGGTCTGTATAATATAAATGAGAATGATGCAGmAAGTAAGCCTO 
GGGAAAGAGGCATATGGGAnTATACAGAnCACnGTAAATGnGGATTGGGGATTmGTGTAAATm 

>ncrb4939.seq 

CATGCnCTCATTCCCnGACTCATGTCnGCCAGGATGGTOGATACACAGCATGTTGAmGGTCACTAAAAAGAAGAAAAGGACT^ 
GAACATGCACAATAGTATGTmTATTACTGGmAATGGAGTAATGGTACTmAnCCTTCnGATAGAAAGGTGC™ 
mcnCACTGTCmCATnAAAAAGAAATTAATGCTCnAAGATATATAmTAGGTAGTGGTGACAGGACCCACTCTnCAT^^ 
ATGC 



>ncrb4941 .seq 

GGAnCTGATAGACAACTGGGTAACmTATTTCTTTGTAATCAAGACnGAGATATCGAAGTCAGTOnGGTCTGCAGAGTGCAGCTCTGGGAGCCT^ 

AAGAGGTGAGAAGAGAGAAGACGTGAnGGGTGGTTGAGTAGCAGTCAGAGAAGCTGTCCTCCGAGGGTGTTCGTGAGGGGTGACGAGAGTATnATmGGCAT^ 

TGCAGAGGCGCACCCTGATGGGCAnGTGTCTGTrTCGCAGTGGGGTGGACAGTATATCAGATGGTCAGAAGAAATAAAGTTGAGTGTCAAATGA 

>ncrb4943.seq 

GGTGTGNGATCCATAGGAAAGCATATGCAGCGAACCGAGATGGAAATGTTnGAAATGATATGAGCAAAATTnAAGTAGGAAA 
C^CGCAATACTGTAGGAACAAGCATGATGnGnAGTGTGATAmTAAATATGCACAGTACTCACTnnCGAAATGATCGTAGTAAnGCC 

titgaatmtcccagtatmtatacggaaaaaattgtattgaaaacacttagtatgcagngat^ 
aStttagtactgtggaaagacaactghttaataaaagatttacatt 

o 

>pl)4944.seq 

Gi^AACAAAAGCTCTGTAGGGCTGCAGACATTTAAAGnCACATAATCATCTGTAAGACGmTGTAnrrGTGGAAATACTAGAATmnTCCTGA^ 
AttlmGATTAATGCAAAAGTATATGACmGmTTTATGTGATACACCATAAATATTAAAGTGnGM 

>^b4945.seq 

G]*$GCATTGAGGCAGCCAGCGCAGGGGCTTCTGGTGAGGGGGGAGGCGGAGGTTGAGGAAACGGCAGATAAGTTT r 1 ! TCTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAA 
WAGTCAATAGGTOCTAAGATATTGCnAGCGTTAAGTTmAACGTA^^ 
A|i)iGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAA^ 
AyaCTmAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTnAGmAAAAGTTGTAGGTGATTA^ 

>llib4946.seq 

(^fATCGGAGCGGATCGGANCACACCGGAACAGGCTCATCGAGAAGGCGTCTGCGAGACCATGGAGAACGGATACACGTATG 
Cj^ACTAAGCACCGACCTCMGnGCMTAATCTGTGGTTCTGGAnAGGAGGTGTGACTGATAAATTAACTC^^ 

T^iSAGTGCCAGGTCATGCTGGCCGACTGGTGmGGGnCCTGAATGGCAGGGCCTGTGTGATGATGCAGGGCAGGTTCCACATGTATGAAGG 
C@AGTGAGGGTmCCACCTTCTGGGTGTGGACACCCTGGTAGTCACCAATGCAGCAGGAGGGCTGAACCCCAAGmGAGGTO 

>hsi^948.seq 

GGCTGTCTCTAGNACTTmGGACGATGTGCGGCGGATGAACAAGCGGCAGCTCTATTATCAAGTCCTAAAT^ 
GGTAATAACTGGAAGTGAAAGTCCGAnGTAGTGGTGGTCAGTGGCAGCATGGAACCTGCATnCATAGAGGAGATCTTCTCTnCTAACA M 
GAGAAATTGnGTTmAGGATAGAAGGAAGAGAGAnCCTATAGnCACCGAGTCnGAAGATOATGAAAAGCAAM 
TTGATGACCGAGGCCTCTATAAACAAGGACAACAnGGCTAGAGAAAAAAGATGnGTGGGGAGAGCCAGGGGAmGnCCTTATATO 



>ncrb4950.seq 

GGATTAATATACCAATAACTACTGTGGATGAAACAGGGCTGGCCmTAAGCAAAGGAmAAAnAAGCCTGnCTTAAATGGn^ 

>ncrb4951 .seq 

GGGGTATCATTAACAGATCAGCATGTGCAGCTCCCCATGGCAATGACTGCAGAGAATCnGCTGTAAAAGACAAAATAAGCAGAGAAGAATGTGACAAAW^ 
AGAGATGGAAAGCTGCTAATGATGCTGGCTACTTTAATGATGAAATGGCACCAAnGAAGTGAAGACAAAGAAAGGAAAACAGACAATGGAGGTAGACGAGCATGC 
CACCCTGGAACAGTrACAGAAACTTCCTCCAGTAnCAAGAAAGATGGAACTGTTACTGCAGGGAATGCATCGGGTGTAGCCTGATGGTGGTGGAGCTGTOTCAT^^ 
TGCTGnAAGAAAGATAACTTCAGACGAGTGGCAAGAAnGTGGGCTACmGTATCTGGATGTGATCGCTCTATCATGGGTATTGGTCCTGTCCGTGC^^^ 

>ncrb4952.seq 

AATCACTGGTGTCGATATTGTCATGAACCATCACCTGCAGGAAACAAGTTTCACAAAAGAAGCCTACAAGAAGTACATCAAAGATTACATGAAATCA^ 
GAGACCAGAAAGAGTAAAACCTTTTATGACAGGGGGTGCAGAACAAATCAAGCACATCCTTGCTAAmCAAAAACTACCAGnCTTTATTGGT^ 
TTGGTGTAnGGACTAGCGTGAGGATGGTGTGACCCCATATATGATTnCmAAGGATGGnTAGAAATGGAAAAATGTTAACAAATGTGGCM 
ATAACTGGCTrCTGGnGTCATCCACACAACACCAGGACnAAGACAAATGGGACTGATGTCATCnGAGCTGnCATTOTmGACTGTGATnAm 

>ncrb4953.seq 

GGGGCTCAGAGACATCTGGAmGAAGAAGAATCGTGGGmCAAGAACTCTGTGGTCTCTTAAGCAnGGTATTCCACAGCTACACTO^ 
ATAAATATHGTAGAAnG 

>ncrb4955.seq 

GTGGACGGCCGATGCTGGGCGCCCCAGCTGAGCGGACTGTGAAGATGCGGnCCGCTGCGAAGATGGGGAGACATmCCAAGAACGTCATGATGATCGAGTCCTGGAAATGCAAC 
TAGAACTGCCGGCATGGGAATGAAGCAGCGmCCGnCTAGAGGCTGTTGAATGACAnCACAAATmGGGACTAAATGCTAGCTGGGTnCCAGGGCACACC^^ 
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GAGMGAGTGTCAGMTCAGMTCATGGAGAAMTGGGCGGGGGTGGTGTGGGTGATGGGACTCATTGTAGAMGGMGCCTTGCTC^^ 
CTGCCAAGGGTGCTGGTGCCGGATGGACACTAATGCAGCCACGATTGGAGAATACTnGCTTCATAGTAnGGAGCAC^^ 

>ncrb4957.seq 

TTTnCTGGGGGTAGGATGAAGAGAAGGCACACAGNAGNAnCTGGATCTCCTGCTGCCmTCTGGAGTnGTAAAAnGnCC^ 
GG 

>ncrb4958.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGi 11 I I ITCTCTTTGAAAGATAGAGATOATACAACTACTTAAAAAA 
TATAGTCAATAGGnACTAAGATATTGCnAGCGnAAGTTmAACGTAATmAATAGCnAAGAnnAAGAGAAAATATG 
AAGGTTTCTAAAACATGACGGAGGTTGAGATGAANCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAG^^ 
ATGCTmAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTTTAGTTTAAAAGTTGTAGGGTGATTAAAATAAm 

>ncrb4960.seq 

ATCTGGAAGGGACATGTAATAAGCATAGAGAGACTGAGAACAAGCTATTTAmGAAAACTAAGGTGTGmGATTTAnAGATCCTGAGATAT^^ 
AATATACAGACAAAATAATAnAGTATTCTTnGTATGCAACCACGCAGGTAAGnnGTTCACTGTCAAAAmGnTCATO^ 
AGTGAGACC™™TCTCTAAmGCCAGACTCACAAGGTnAACAmTAnAnTGACTGAAAGTAAnCTACTGCATAACAGn^ 
ATCmTACAnTCAGTTTGGCnCTGTGATnACAAAATTATGCCAAAnTAnGTAAGCAAGGAnGAnnTACAAAAC^ 

>ncrb4961 .seq 

ATGGGCAAATCCAACAGGCAGAAAATCGGTAAGGACATAGATGTACAGCAnAACAAATCAmGGATGTAATCGACGTATAGACTACm 
GAAGCTGACATAGAAGGTTCACCAAGATAGATTACATCTGAACAATAAAACACACCnAAGAAATTAAAAAAAATAGAAACCATG^^ 
GGTGGATAACAGAAAGATAGCTGGAAAAATCCCAAAATACTTGGACGTTAAATAACACATTTCTAAAnACCCATGGGTCAAAGAAA^ 
CTGAAmAAAAGAAAATACAGmATCAAAATnGTGGGAGGCAACAAAAGCAAmATGAGGGAAATTTACAGC 

>ncrb4962.seq 

AllTAAGTGTAAnTTCTCTATAGGAGAGCAGGnGCTACATCTGnAATGCCTGTCAGTGATGAAAAGAAACnAA^ 
Tp\ATAATTGTAAGCGT 

>{®>4963.seq 

A^GTGAAGGGCCCCAGNAGAACCCTGCGGAGGGACnCAATCACATCAATGTAGAACTCAGGCTTGTTGGAAAGAAAAAAAAGAGGCTCCGGGTO 
Al^GAACTGGCTACCGnCGGAGTAnTGTAGTCATGTACAGAACATGATCAAGGGTGnACACTTGGGCTTCCGTOCAAGATGAGGTCTGT^ 
mTCCAGGAGAATGGGTCTCTTGnGAAATCCGAAAmcnGGGTGAAAAATACATCCGCAGGGnCGGATGAGACCAGGTGTTGCCTGTTGAGTAT 
TI^TCCTTGAAGGAAATGACATTGAGCTTGmCAAAnCAGCGGCTnGAnCAGCAAGCCACAACAGnA^ 

>yb4965.seq 

GCAmCAmCAGGGTCnGGCTGCGTGTGGGCnCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTr^ 
tOGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTnGCCTGAGGCTGTAACTGAG^ 

Tl#ATCACCAmCCTCCnCACCmCAGTGCAGmCTmCACAnAGGCTGTTGGTTCAAACTmGGGAGCACGGAGTGTCAGnC^^^ 
C|#nCTCCTCCTCTGTCTmGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCA 

>l^ft>4966.seq 

A?#^CAGAGCCCACmGAAACAGmCCTGnAAANCATNnATAAATNGNGGATAATCTGAGCCATGGGA^^^ 
QTtiAGATAGAATAAGAnAAGACTCTTGAGAGAGATGCATTGGGGCTmATGGCACTnACCTnATAGGCGT^^ 

>fM)4969.seq 

ATTGACCACCTACATTGTATCTTTmGTTTTTCTTTAAATAACATAC 

GTCTnGTTGTATCnCATmAGTGnAATTCTGCAGGGGnCTCGTnATCmGAAnGTAAnc™™^ 
CAAAmCTATAATATGGGCTmATAGCTTmAAAAAAGCAGGAATAGmCTT^ 

>ncrb4971.seq 

GATGGCTGATGTGTGTGAGTGTGATGGGCCTGAAGGGCTGTAGGACGGAGGTOGCTGGGGGAAGTCTGTTCTTTGGTATGGAATTmCTCTCTO 

CAGTGACTGAGCTGTCCTCGATAGGCCATGCAAGGGCnCCTGAGAGTTCAGGAAAGTTCTCTTGTGCAACAGCAAGTAGCTAAGCCTATAGCATGGTGTCTTGTAG^^^ 

TGTTACCTGTCAAGTAAATAAATAATAAAACAGCCA 

>ncrb4972.seq ____ 

GAGAACAAATCTCTTTGCTAGTCAGGTGGTTCCTAGnCACTGmAAAAGAAATGAAGAAGGACmATCAAAnGTCATGTGCCCGAAGATTA^ 

CACAAATGTTGACATATAACATAGAAGGAAnCAAAGAACTGAATOCATTGCTATAATAAAACACTCTCAATTGCTTCM^ 

>ncrb4973.seq 

GTATATGTGATGGCAGAGGGGAACGTGCTAGTGTGGTAGGAAATACTATAGGTGGCAGAGAAAGAATAAGATGGAGTGAAGGnGGGAGGAGATGAGAACATAGGTGATGGGGTTA^ 
TCmGAAAGGAGGAGAGGCAAACTCCCAGnGGTCCAGAGGGAAGGTGAGCATGAGGGATGAGCAGAGGGAAGGAAGAATTACTG 

>ncrb4975.seq 

CTGGTCGCAGTGCCGTGTTCCATACATAAAAGGAGAGGGGnGTTGGCTGGGCACGGTGGGTGATGCCTGTAATCTCAGCACmGGGAGGCCAACGCCGAGGCGGGCNGGATCA 
GAGGTCAGGAGATCGAGACCATCGTGTTTAACACGGGGAAACCCCGTCTCTACTAAAAATGC 

>ncrb4976.seq 

GTTTTAmATGGAGGTTmCCAGAGTCTnGnCCTGTGACTAATnCTmCTTCATnAnmCTTAACTGTn™ 
AATTTmCCTGGATCGGATTnAAGAAACTAGTCCAAnTATATGTAAGCATTAAAAATGAGTCnGATGAATnAT^ 
TGGTAGTGAGACAAAATGTGTGTAAGACAAGGGCTTAAAGTGAGAAAmAGCAGGCGGGAATAAGACAGGAAATCTGTTTAATCCTAGCA™ 
TCGAAnAmTTATnATTTTAi i 1 II I IGACAGAAGGTTnGCTGTGTTGTGCAGAGTGGAGTGGAGTGGGAGAATCATGGCTGAGTGGAGGGTC 



>ncrt)4977.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page203 of 776 



CTACCCAMGTGATGAGTTCTGMCMGACMGACTGTCATAnGTAGAGACTnGGTATGTGATACCATAGMTACTGAn^ 
GnAACTOTAAnCTAAGCTATCnAAAATGCATATATATACncnGCATGGAAGAGCAAAACAAAnCAAGTTC^ 
CATGTmCAACCCmAACTTmACGGTGmGAAGACCAGCTACTCCTTAATATnATC^^ 
GTCnGCGGCTnGAAGTGTCCCmATAmAAAmGAAAGnGTAAGCACTGATGTTAATGTGAnG^^ 

>ncrt)4979.seq 

AATGACACCGAGGAGGAGTTCTACCTCCGGCGCCTGGATGCGGGGCTCmGTTCTCCAGCACATCTGCTACATCATGGCCGAGATCTGC^ 
AGGGnCACCAGATCCTAAACATGCGAGGAAGCTCCATCAAAATTGTCAGGCATATCATCAAGGAGTATGCAGAGAACATCGGG 
AACAAAAGCGCATCCTGGGCnGCTGGAGAACnCTAGAGGCACCTTGGCCCTGCGCATCATGGACTCTCTCAGCTO 
GGACAAATTAAAGCTAGTTTTAGA 

>ncrb4980.seq 

GAAATGmCCATCAGCCTTCTAAATGGCACAGGCTCACCTACCAAAmAAAATGCCGTTCAACAATGCCAAGAAAATC^ 

GTCCGTAAAGAGCCAAAAACATATmAATGGCGAmGAAAAACTTCAGACAAAAAAGCATGAAAGACACTTNAATACAGG 

CACACAACGAAAACCAGAAAGGCGGATGAAACCAACACCACCAGCAGATCCTCTGCACAAACAAAATCTGAAGGATTGCATGACATCT^ 

AGAGAAGAAGGAAACCTGmCTCCTCATTTGGATATGTAAACCTTACTCAGCCTGGGAGATGAATACATCTTCCACTCTGGATAACT^^ 

CTGCTTCTGACT 

>ncrb4981.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGGTGAGGGGGCAGGGGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCmGAAAGATAGAGATT^ 
TATAGTGAATAGGnACTAAGATATTGCTTAGCGTTAAGTmTAACGTAATmAATAGCTTAAGATmAAGAGA^ 
AAGGmCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTATnAAAAGAAAATTGAGAGAAAGGACT^^ 
ATGCnnAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGmAGmAAAAGTTGTAGGGTGAnAAM 

>ncrb4982.seq 

NNAGCTGAACACCGACTACCTAAAAAATCCCAAAGATATAACTGAACTCGTCACACCCAATTGGACCAATCTATCAGCCTATAGAAGA^ 
TffTCCGCNTAAGCCTGCGTCAGAnAAAACACTGAACTGACAATTAACAGCCCAATATCTACAAT^^^ 

>l&4983.seq 

(^ACCATAGGAAGATAAAATTGGAAAGGTAGTGTAnAGGCCAnCTCATAnGnATAAATACCTGAGACTGGCTAAmATAAAGAAA^ 
dSl^GTACAGGAAGCATGGCAGTATTTGmCTGGGTAGGCCTGAGGGAGGmACCTGATGGTGGAAGGCAAAGTGGGAGGAGACATCmCACGG^^ 
AlriTTGGCGGGGGGCTATACAATTTGAACAGCCAGATCTCACTAGAACTCACTCACCATCATGAGAACAGCACCAACAGGGAAATCAGTC 
CtqACGTCCAATGTGGGTAnACAAmGACnGAGAmGGGCAGAGGCACAGATCCAAACCATATGAG^^^ 

>fM)4984.seq 

AyGATGGmAGAAATGGAAAAATGnAACAAATGTGGGAAnATmGGATCTATCACCTGTCATCATAACTGGCnCTGCTO 
G^CTGATGTCATCTTGAGCTCnCATTTATTnGACTGTGATnAmGGAGTGGAGGCATTGT^ 

>M34986.seq 

Af&CTAAAAGGTnACATACAAGCAGAACACAATGCATACAAATTAAAGACAGATGTTnACm 
CWiATmCAGGCTGCACTGTCAGTACTTCAGCAACAGTAAATGTAAAnAATATAAT^^ 

gScgatcacagctcactgcggcctcaacctcctaggctccagcaatcctctcacctcggcctcccaagtagtcaggactataggcac^^^ 

Til^rTTTmATTmGAGAGTGCAGTGGTGTGAmTGGCTC 
>ftM)4987.seq 

GGGAGCCGAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCGATCTTCGGCAAGATGCTGGGCGTGTCGCTCnCTTGCTTGTCGnCTCTATCAC 
AATCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGTTCCAGGACATAGTCTGAGGCAAGATGGAGGGTATGAGGGGCCTTCACA 
ATCACAACATACAAAGCAACTACACTTGGATTmCCAAACAACTmAmCCTCAGAGTCnCCn^^^ 
CTTTTCTACTCCCTCCCCCCAATATAAAAATATAGACCTTT 

>nQi}4988.S6Q 

AATGAAAAGTAGCCCTnATCAATACAGTGCTGCAAmCTGGATATCAGCTACACmGTTmA^ 
TAAAATGTAGCGNCN 

>ncrb4989.seq 

ggcaactatggcggtggtcctgg™tagtagtagagggggctatggtggtggtggaccaggatatggaaaccaaggtggtggatatggtggaggtggaggatatgatgg™ 
tgaaggaggaaatmgggggtggtaactatggtggtggtgggaactataatgatmggaaatotagtggacaacagcaatcaaanatggacccatg 
ggaagaagctcgggcagtccctatggtggtggttatggatctggtggtggaagtggtggatatggtagcagaaggttctaaaaacagcagaaaagggctacagttg™g 
gagagcgaggagttgtcaggaaagctgcaggttacmgagacagtcgtccgaaatgcanagaggaactgtaaaaatctgccacagaaggaac 

C 

>ncrb4990.seq 

ATTTTNAGmGTGAAAAAAGTGCTTACATGTAATGGTGmATTTAAACCCTGCTCCAGGTAAGCmGAAAGTAGCTTCTO 
TACAGGGCATCAAATGTGCTTCACCTTTnCTTCAGTTTTCTniAmmCATAGAATCmAACCTCATTnAW 
TATGATATCTGTACCTTTGAACAGTGATTCTTAATATATGGAAATATAGAAAAGCATTTGTTGTAGTAATTACTATTTnm^ 
GATAATCACTAAGAATAACTAAGATTTTTTAAGATAGAGmGAAGATAAAAATGTTTnAAGCATATATATACm 

>ncrb4991.seq 

GGACCCGGAAGnGTACTTGCAACTGCGGCmCGTTCTCCCACAATCCnCGCGCTCnCCCTTCCAACnGGACGCTGCAGAATGGCTCCCGCAAAGAAGGG 
AAGGGCGGnCTGCCATCAACGAAGNGGTAACCCGAGAATACACCATCAACAnCACAAGCGCATCCATGGAGTGGGCTTCAAGAAGCGTGCACCTCGGGCACTCAA^ 
AAAmGCCATGAAGGAGATGGGAACTCGAGATGTGCGCATTGACACCAGGGTCAACAAAGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGC^ 
GAGAAAAGGTAATGAGGATGAAGATTGAGGAAATAAGGTATATAGTTTTGGTTAGGTATGTACGTGnAGGAGTmGAAAAATCTAC 
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>ncrb4992.seq 

CACCGTGnAGCCAGGATGGTCTCGATCTCCTGACCnGTGATCTGCCCGCCTCGGCCTCCCAMGTGCTGG^^ 
GTCATGCCTCACATCAGTCCTTTnCTTTlTmGAGACAGAGTCTC^ 

CAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGAnATAGGCGCATGCCACACCTGGCTTmGTAT^ 
GAGCTCAGACAATCCCCCCGCCTTGGCCTCCCAAAGTGCTAGGATOTAGGCGAGAGCTGCTGTGTGCncnAAGTG^^ 

>ncrt>4995.seq 

AATCnCATTCmATTGnGTCGTTGTTGnGTTGCTGTTmGmGmAATCCCTGCCTCmG 

TGGTAATCTGGTAGACCAmCTATCACGAACAACTCTCATGGCTGAGGCCCCCGGTTGTGTGTGTTGTGTGCGTGTGTAmGGAGAAAGACC^^ 

TCCnACTCCGTGGAACTCAGACCTCTCCTCTTCGCCCACAATCCCCTCAGAAATGCTAGAGGGAATGTCTACTGAGTGGAAAGTCCTACAGAm 

AACCAAATCGCTnCATGTnCTGGGACCCACTCTncnCACCCAGACATAAAAAGAGAAAA 

>ncrb4996.seq 

AAGTGGTGTGAGTAAAATGGCCCCTGAGTGACTGGCCCCAGCCCAGGCCAGAAGACGTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGC^^ 
CAAACAGGTCTGTAnTTTTAAAACATCAAnGATATTAAAAATGAAAAGAnAnGGAAAGT 

>ncrb4997.seq 

GGATOTCTAGAGAATAATNTATATATGCATACGTAAAAATGGACCACAGTGAGTOTTTGTAGTTGTOGTTGCCCTGCTACCTAGm 

CTCTAATTAAAATGTGCAGTATTnCAGTGTCAAATATAmAACTAmAGAGAATGATnCCACCmATGTnTAATATCCT^^ 

AmAAGAAATAACnGTGTTACTAATTTGTATAAGCCATATCTGTGCAATGGAATATAAATATGACAAAGnGnA 

>ncrb4999.seq 

ATGAATGAATGAGTCATGGGCAGTGGGTCATGGGTTGCnGGTCAGTCAGGAACTTGAGCAAAATAAAGnGGAAAACTGGGGGATGGAAGAGAGAGGTATGCAGAGA 

ATGGGCAGAGCnCAGAAGATGGTGGnGCAGGTnCCCCAAATAGAGAACATCAATAAAAAGGTAGAAATnTACAAAGAGACCAGATAAAAAGm 

TGAAATGAAAAAnCACTAGAGGGGCTCCAGAGCAAAmCACCATGCAGAATGGGGAATCAGCAAGCnGAAGATAAGACAAnG^ 

>lifb5000.seq 

qglAGGAGGCTGTGTCCCTACTGCTGGTACACAAGACCCTGAGAGTGAGCTGCAGGACGAAAGGATGAAGAGCCTGATCCTTCTTGCCATCCTGGCGGCC™ 
QTinATGAATCACATGAAAGCATGGAATCnATGAACnAATCCCnCAnAACAGGAGAAATGCAAATACGnCATATCCCCTCAGCAGAGATGGAGAG^^ 
TteGAGAAGGCTGTAAGGCTGTCGAGGAGGTGAATAGGGAAGCCTGTGATGACTAGAGACTnGGGAACGCTAGGCGATGGmATGGA 
(MGGGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnnTnCTGGAGGGTGGCACGTGATmGTATCGCCCT^ 

>ricpb5003.seq 

GllATAGGCAAGGNTGGGGAGGGTGGGTGnGCCTGTAGTCTGAGCACGGTGGGAGGGGAAGGGAGGAAGATTGGTTGAGGGCAGGAGTTGAAGACGA 

dScCTATCTCTGCAAAAAATAAAATTAGGTAGATATGGTGGCGTGTGCCTTGTAGTCCCAGCTACTTGGAAGGCTTGAGGCA^ 

AfnGACCTATGATTGCATCACTGCACTGGAGCGTGGGCAACGGAGCTGAGACCGTGCCTCn 

>lig)rb5004.seq 

AteCCCCACATGGACATCGAGGCGCTGAAAAAACTCAACAAGAATAAAAAACTGGTCAAGAAGGTGGCCAAGAAGTATGATGCGT^ 
(^GAATCCTCGGCCCAGGmAAATAAGGCAGGAAAGTTCCCTTCCCTGCTCACACACAACGAAAACATGGTGGCCAAAGTGGAT 
(aSaGGTGnATGTCTGGCTGTAGCTGnGGTCACGTGAAGATGACAGACGATGAGClTGTGTAT^^ 
A#rCCGGGCCTTATATATCAAGAGCACCATGGGCAAGCCCCAGCGCCTATATTAAGGCACATTTGAATAAAnCTATTA 

>f!efb5005.seq 

(MGCAATTAGGGAAATmGAGAAGATCATTGmTTGTGGTnGCAGTATATAmCTOGTAA^ 
TpfrAAGAmAATCnmGTAGTATGCTACAGAmAAnATAnAAC 

>ncrb5006.seq 

CTGCTAAGGCCAnGGACACAGAATCCGAGTGATGCTGTACCCCTCAAGGATnAAACTAACGAAAAATCAATAAATAA^^ 
CTTACTACCTT 

>ncrb5007.seq 

ATAGTGGAGANGTmGmGTGAGTAAGTGAGAGAGTAATATGAAATAATGTGATATGTCAGAGTGACATGGAGCATGGTGAGGCTGTT^ 
GAGATCAAAGCCTGTCACAGCCTGCTGCTGGGATTATAGGCGTGAACCACCGCGCCTGTCCCAnGTTGTGTAATTnAATAATOGTTT^ 
TGTGGGATGACTGGAGnAATCAAATAAAGCnGTCATGTGTAC 

>ncrb5008.seq 

GGACCACGTGGTGGCAAATCCTCCATCAGTTCTGTGCTCAAAGATCCAGACAGCAATCCATACAGCnACTrGATAATACAGAATCAGATCAGACTGCAGACACTC^^ 
CTCATCACAGTACTAACCGTCGTAGGCGGTCTCGTAGACGAAGGACTGATGAAGATGCTGnCTGATGGATGGAATGACTGAATCTGATACAGCTTCAGTTAATGAAM 
CAAAAGATGTGATTGAAGAGCATGGTCCnCAGAAAAGGCAATAAACGGCCCAACTAGTGCTTCTGGCGATGACATTTCTAAGCTACAGCGTAC^ 
TTAAAAGAAGAAAACACTCAAGAAGCAGCAGTCCTGAATGGTGmCATAAACTGGAAGAAGTTCCTAGmACAGCTCmTACA™CAm 

>ncrb5011.seq 

TATGGCCGGGGGAGmGMCCCGTmGGTTGCAmCCmTTGGAGMCTTAATTMCGTGAGATrGGCMTTGAMTGCAGGT^ 
GTAATAAGAAGTATTAAGTAAnGGCmAGAmTGTAATmTTTCCCTGAGnCGTGCTAGAmCGTATTCTAGTAGTCAATGT^ 
TTGACCAGTATTAATTmGAGATCnACTGCnGTCACTTGAATCCGGTGATTGTGATACATCTCTGGTATAAGCAACATnGGnn^ 
GATGTAAmTACAmGTGGATmTAAAACAGmGGGCATAATCCTAGATGCACGCTTCTAAnCATGTACCTGCACATGTGACCm 

>ncrb5013.seq 

TATGGCCGGGAnCAGTCTGGTAAATGCCTGCCTGGCGCTATGATATCAnCTCAATGCAGGTmATGGAAAAACTAAAAGAATA^^^ 



>ncrb5015,seq 
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CCGGCGGTGACGACCTACGCACACGAGMCATGCCTCTCGCAMGGATCTCCTTCATCCCTCTCCAGMGAGGAGMGAGGAMC^^ 

TTCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACA^^ 

GAAAAGCAAGGCnACAGAAGGATGnCCnCAGGAGGAAGCAGGACTAAAAGCACTGTGAGTCAAGATGAGTGGGAAACCATC^ 

>ncrl>5016.seq 

GGAGCAGAGAAGAGGGAGAAAGCAGCATCnGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCGACTATCTCAmM^^ 
ATACATGAGATAAATCATGAAGGCCACTATCATCCTGCTTCTGCTTGCACAAGmCCTGGGCTGGACCGmCAAGA^^ 
GGATAGGCCCAGAAGnCCTGATGACCGCGACnCGAGCCCTCCCTAGGGCCAGTGTGCCCCnCCGCTGTCAATGGCATCTTCGAGTGGTCCAGTC^ 
AAGTGCCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACTGAAATGAAAGATGGAGACmM 

>ncrb5017.seq 

GGTAGTAGCCTGAGGTTCCTnATGTGGCCCTATAGCTGmCTGAAGGAAGTAGCCTACGTCCACGCCTACAACTGAAGTCTCTTGACAAAC^ 
AGGGGGTAACCTAGACCTGAATGGGCTTGACCAnCTCACAACTGCTCGCGTGACGACCGCATTCGTGGCAGGTAAGAAGATTGCTGTATCAACTCAAGAA^ 
GmGTATmGAAnGGAACAACAACTnGATATCAACAATGAAGCAATGATATCTAAGAACAAAAGAGTAmGG^^ 
CTGTCACAGACCTGTGCGTCAGCTAATATATGGGAGAATGCTncnCTGATACTAmACTOGAGGCAGTmAATA^ 

>ncrb5018.seq 

GAAAGGTGGGACTGAATTGCGTGGATCnATTGGCCACTGGTAGGTGAAAGAGTGACGGTATCAGAAACTGAAGTCTCAACTAACAGACAGTGGTAGATGAGAGGTGCTG^^^ 
GAAnCAGGGAAnAGGTTGGmCTCTACCGGCATCnCCATCCnGGTCAGTGGAGTGCCTGGAATCAGGCTGGCTCTAAnCTGCCCATCCTCACACCCAACT^ 
GAGTAGAGTGCATTCCTGGAACGAGCCTAAGCCAACAGAAGAGAAAAAGGAAGCATGCTGATmAGTGTGGGGTGGAACTGAACCTnGCCAAAGAAA^^ 
GAGGGAATGGGGATTTAGCAAAANCCT 

>ncrb5019.seq 

AGGAAGGCCAAACCGAGGAATTATCTCTGACAGAAGGGAAGAAATGATCGTGGTGGCCTnTCAGACCGTACGGGAAAGGTCTCTACCGAACCGGTGAACGTGTC^^ 
GAGGATmAGmCCTGACTTGGGCATGTGAGTAAAGTCAATnGCCAGTCCTGGGCAAGAGCNAATCCCTGANCTTG^ 

>Pi#b5020.seq 

Aiffi^mGTTAGmCAACTmAGTnGGGmCCCTCTCCnGCTGTACCACCATCTTCTCCATCCTGAmCTO 
C||GATCAAAnTAACAAGATAACCC 

>^5021seq 

GilACTTGCGATGGTTAGCACATCTnGATGTCAACTGACTGTCCCTTGCAGAGAGGGATCTTTTATCATTCATTCTGTGTGCnm 
AAQGAAGCTTCCTTTAACTGCnTAAAGAmCTTmGACAGnCGATGGGTGCATCTTmAGTAGCTCTTCAAT 
A/^t3TAGAATmCCCCATTGAATGATTTTAGAGGTGnTGAGAAAGCTGTAGGT^ 
TmnGTGTGTGTATGTGTGTGTGCGTATGTATGTGTTTmCCTANGGTAGACnAA^ 

>ncrb5023.seq 

GSGCTGAGTGACTnGCCTCTCTGGGCTGTGCTGTCCGGGCTGTGAAGTGTATGTAGACCCTCCTCTTCCTCATAGGGnATTGTG^^ 
Ca(SCTGGA6GTATCANGTCGGGGCTGCCCGTTCTCTGGGCCTCGATTGCCAGAnGATGAAA™GAAAAGCTCGACCTGAAM 
TjM"CGCAGCACTGGCAGGCTGAGGCCAGTGGATCATmGAGGTCAGGAGnCAAGACCAGCCTGGCCAACATGGTGA^ 
GJpAGTGGCACGCGACTGTAATCGCAGCTACTCAGGAGGCTGAGACAGGAGAATGACTGGAGCCTGGGAGGTGGTGGGnGTGG 

cm 

m 

>e€*5024.seq 

Afen*CTCAAAACATA™CTTTGTCTmAATCTTCTAGTmAACTAATAAAATAAG 
AtlKTmAAATATCCAnTATCTmGCATATGTAAGACTCATCCTGATTTnACTA^ 

AGTGGCTGTCnAAAAGATATAAGGGGAAAGATAATATTGTCTGTCTCTATAnGCmGTAAGTATTTGGATAGTCAAT^^ 
CmATGGGTAATACTATTAAGCAAGAATGCAGTACAGAATTGGATACAGTACGGAmGTCCAAATAAATTCAATAAA^ 

>ncrb5027.seq 

GTCCTTGGGAGGCTGAmCTAGGTAGGAAATGTGGTAGGCTCACTmAATGAACAAATGGCCmAnAAAAACTG 
TTGmCTACTnGATATGACTGTTmCGGACAGmAmGTTGAGAGTGTGACCAAAAGnACATGm 

>ncrb5028.seq 

GGTAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGGAGGACGAAACCATGAAGAGCCTGATCCTTCnGCCATCGTGGCCGCCTTAGCGGTAGTAACTn 
GTGmTGAATCAGATGAAAGCATGGAATCTOTGAACTTAATCCCTTCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGAG^^ 
TCGGAGAACGCTCTAAGCCTGTGCAGGAGCTCAATAGGGAAGCCTGTGATGAGTACAGACmGCGAACGCTAGGCCATGGTnATGGATACAATGCTGCCTATA^^ 
GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnTTmCTGGAGGCTGGCACCTGATmGT^^ 

>ncrb5030.seq 

AATNAAGGnCTTGAAGAAAAAGAAAGCTGAGGGAGATATCCTAGCAAATATCGAGACTmTAAAAGGTGCAGTGAnAAGAGAATGGAGTGTTGGGA^ 
AnGGAGGGAACAGTGnCAAACAAACTGCACATCAGTAGTGACnAAmATGACACATGACAAAGAGAAAAGATGGGGmTCAGAAA^ 

GGCNN 

>ncrb5031.seq 

GGAGTACTCAGCTGTGTCAAATGTTGATGAGACATTGATTCTGAGAATTGACTATTGATmGGCAACATGAAAGTCATTGGCAACCCAGAGACAAAA 

AAGAATGGACAGTGAAGAAGTGAAGGTAGTAAGTGmCTATGAGnTAGTTGTAAAAGGAGTATAGAAAAATAAGAGTGnAGCTAGAGAGGCAAnGGGATAM 

TGTCGGTTAATAAAATTAATTTCT 

>ncrb5032.seq 

GACTCTAAACCTGmTATAGAAAAmGnTTTTCnGATCTTAGGTGGAAAAATCTGCCAAGnTACACAGTAmACTTGGTTTTGACC 
GATTCAGCGAAACTTAAAAAAGAGAAGAAAGTACTGAGGAGCnAGTAACTGCTGmCTGTACGTAGTGnTAATCTTCCAAGCAGATCTAGTGTCTGTCAGm 
TAGGCGGGTCTGTGACTGAAGAATmGAAACCAGGmAGAGCCnCAGGAAAAATCCCnGTGAnGGATGTnACTATGTGGCAGGAAACTGGTACTCAA^^^^ 
TATTTTATGATAGCACACTTCCCTTGATCTGC™tTTTTATTCCATCACCATTTACCCI i III i 1 II ITAAAATTTTTGGAGCCATTCTTATGATGCTCTTGATTT 
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>ncrb5035.seq 

TGCCTGATATGAGTGTCMGACACCAMGATCTCCATGCCTGATGTAGAmGCACGTGAMGGTACAMGGTGMGGGAGAGT^^ 

CAAAGGCCCAAAAGTGGACAnGATGCCCCAGATGTGGATGnCATGGCCCAGACTGGCACnGAAGATGCCCAAGATGAAAATC 

GGGCCCAGAAGTGGATGTGAACCTGCCCAAGGCTGATGTGGACATnCCGGGCCCAAGATAGATGTOCTGCT^ 

CAAGTnAAGATGCCTGAGATGAACATCAAAGTCCCGAAGATCTCCATGCCTGAT6TGGAC™CATGTC 

A 

>ncrb5036.seq 

GGCnCGGGGCGTCTACCGCmGCCACTGATAGGAATGACTTCCGGAGGAACTTGATACTAAATnGGGACTCmGCTGCGGGAGm 
GCTCATGGCACCTCAGCCAGGGGTGTAGCCAAGTAGTTCTAATGCCACCTGTCGTCnATCATCTGAnGCAGACAAATGGAATCCTGTGCT 
ACAATCTGTGACCACGACAAGATGTGCCCTGATGGCAGCTGAAGTTTGATTCAGATGGGCACnnCnCCGCnCCCTGCCTAGmCCT^ 
AnCTCTGGTCAGCAGACAGGCnAAGCTAAAGTAnGCCTCTATTCTGTAAAGTTCTGTACATAGnCCCAAG 

>ncrb5037.seq 

CTGCTTTCTGAAnCTGGAAAATATnCTCTGTGGATGAAAATGGGTCAGGATTCTGAACmGCCAGACACACACAAAGACAGAGATAC^^^ 
AHTT 

>ncrb5039.seq 

ACTCAAmCCCmAATAAAGGGGGTGGGGGCCAGGTGCAGTGGCTGACCTCATGATCTGCCTGGCnGACGTCCCAAAGTGTTGGGATTACAGGCATGAGCCGn 

AGGGTGTGTC™nGAAATTGAACAAAATACCTAATnCTAGAGCGTATAAGAGAAGmAAAATGCmATTGGATGTGTO 

ATTTCAAAATCCAAGTAACTTAGA 

>ncrb5040.seq 

GGAGCACCTGACGGAGAAAATGAAGACCACCATCCAGAGNAGGCGTTGTGCTCAGAAATGAGAGGTGCAGTGAAAAGTACAGCACGGAGTTCAmAGCAGCTGTAnCA 
GCAAAGGCGTGmGAGTGGAGGAAGAACGTGCTGGGTCACATGCAGCAGGGTGGGGGACCCTCTCCAmGATAGAAACTTTGGAACC^^ 
T^ACTGCAAAACTGAAGGAGGCCCGGGGGAGAGGAAAAAAAmAGCACGGATGAnCGAmGTGTGCTGGGAATAAGCAAAAGAAACG 
GpGGAAAGGGATmGAGGAGAGGATTGCGAAAGAACAGTGGTGGGTGAAGGTAGGGGGCGTCATGAAAATGGTGGGGAAGTAGAAGGCGAGGTA^ 

>lM)5042.seq 

G^TTATAGGCTGGATAGCCACATCCCTGGTCTCTACTCATTCGATGCCCAGAGTACCTCACGCTCCAGTTAGGCCAACTAAAAATGTGmAGGCGAAGT^ 
WGGCAGCACmGGGAGGCGGATCACCCAAGGTCAGGAGTnGAGACGAGCGTGGGCCAGATGGTGAAAU^ 

GiSATGCAGCTGTATTCGCTGGTAGTGGGGTGGGTGAGGGATGAGAATCGCTTGAAGGCGGGAGGGAGAGnGGAGnAGGGAGATCATGCCACCGNACTGC^ 
AtieAAGAGTGT 



>ncrb5043.seq 

GeAAAATNAAAATAAAATACCATnACAAnGCTAAAGAATTAAATATGTAGTTGT^ 

AaiATATCTGAATAAAAAGACAGACAATGnGATGAATATGAAGACnGAGGTAGTGAATATGTCGATm 

C^fTTTTCTGTGGATATAGACAATATTATTCTAAAGAnACATAGGAAGAG 

mi 

>HM)5044.seq 

AtiGATGCAmTCCAGAAGTGAAGnGGGGTAGTmAACmGAAGnGGCTAAnGAAAGATA^^^ 
>^i|)5045.seq 

GigCACAAAAAGAAATGCAGGATGAGATTGCCTAGCATTnATAGGATAnTACTATGTAmATACGn^ 
AATTCAATCTGTAATAAAAATCTAAGTAACTAACTCATTTAmGTAnAAAAAGGTAnGTCCmAGGCGGG^^ 

TCCCTGTACmCCmCAACATGCnCAATGmTCAACGCTACATmGTATTmCAAACAAGTATA^ 11 1 1 11 111 1 
>ncrb5046.seq 

GACTTGGGCTGAATAmAGTGTAATTAGATGTCAGCTnGAGGGCTCCTGTGGCAAAnCCCGGAnAAAAGGnCCCTGGn^^ 
GATCCTGGnCTGGnGCACAAGmCCTGGGCTGGAGGGTnGAAGAGAGAGGCnAmGACmATGCTAGAAGATGAGGGTTGTGGGATAGGC 
GACTTCGAGGCCTCCCTAGGCGCAGTGTGCCCCTTCCGGTGTCAATGGGATGnCGAGTGGTCCAGTGnCTGATnGGGTGTGGAGAAAGTGCCAAAGGATCTO 
CTCTGCTAGAGGTGCAAAACAACAAAATAACCGAAATGAAAGATGGAGAGTnAAGAACCTGAAGAAGCnGACGCAnGATO 

>ncrb5048.seq 

GTGTTTnGGGGGTGGAACCATGGAGGGTGTAGAAGAGAAGAAGAAGGAGGTTCCTGCTGTGCCAGAAAGCCTTAAGAAAAAGCGAAGGAAmC 
TGAGAAAGAAGnTGCCGAAAAGATGGnCGAAAGGCAAGGAGGAAGCTTATCTATGAAAAAGCAAAGGACTATCACAAGGAATATAGGC 
GAGGATGGGAAGAAAAGCTGGGAACnCTATGTAGGTGGAGAAGCGAAATTGGGGTTTGTGATGAGAATGAGAGGTATCAATGGAGTGAGCGCAAAGGTT^ 
CTTGGCGlTCGTCAAATCnGAATGGAAGCmGTGAAGGTGAACAAGGCTTGGATTAAGATGCTGAGGATTGT^^ 

>ncrb5049.seq 

CAAGTGAGGAGAnAAGGCnAAAGAAAGGAAAGGACnGCCAGCGACCACAGGGCTCATGAGGGGCTTGAACCCATGTCGTGTGTCTCTACCACAGCTGACTCTCAGCTGGCTAAT 
GGAGAAAATGTGAGGAAnACGTGTCAAATOGAnGAGCTCAGAGTAAATAGATGAGCACAmATAACTCTAAATOGAGTnCTATGAAATGG^^ 
TGTGGTGGGTGAATnAGCGAAGAGnGTCnGTGTGAAAGGGAAGAGTCAGGAGTAGATGGAnGTGGAGAAGTGGAGGGTGTGAATTGTOTGTGTGAn^ 
AACCTGAATGTCTGTGATGACTAAGAGGTGATGGGCGTnGTGCGGACTCCAGAGATATTGTGGGGAGAGAAATTGTTTTAAGAGCCTC^ 

>ncrb5050.seq 

GATGAATAAAACNACGACAAGAAGATCCTTGAGAAAACAAGTCGAGACACAGTCACATmAAAATGACAGAATAmAGTACTTGAAATT 

ATGGCTGACATTGTAGAGGGTGACTGTGGTGGGTATCCTAAGTGTACACAAAnAAAAGAGCCCAGAGGATAAGTTTGTGTCTAATGGCAAAGAAAAGTCA^ 

AGCACATTCCAAGGGGAAAGAGGTGGGGGAAATTGAGGGAAATTGAAGGGTGAGAATGTCGAAAAGAACTGAAATGAAAAAGAAG 



>ncrb5051.seq 
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TMCMnCCnGAAMCNCACACTATCAAMnCAnCAMGTGAMTAGATCATAGGMCCATTGTATMC^^ 

CAGGCCCAGATAGTTTCACTAACAAATTCTACGAAACCmAAATAATTCCAGnCTACATAAGCTCnCCA 

CTGATGTTAACCTTAATGCCAAACCAGGCAAAAACAGTG 

>ncrb5052.seq 

GAGTGAACGGAGNAGCGTAGTGACCATCATGTTnAGCACAACCCCCTCAGACCACTCTGTGGAGAACAGACT^^ 

GGACAGAGATGACAGAGGCTTAGGCCATGGAGCCTCCTCAACAAGCCCAAGAGTGAGATGACCCCAGAGGAGCTGCAGAAGCGAGAGGA^ 

TGTGCTCACACAGTCAGTCAAGAACAATACCCAAGTGCTCATCAACTGCCGCAACAATAAGAAACTCCT^ 

CGTGAAGGAGATGTGGACnGAGGTACCCAAGAGTGGCAAGGGCAAGAAGAAGTCCAAGCCAGTCAACAAAGACCGCTACATCTCC^ 
GTG 

>ncrb5053.seq 

AGAACACATTATTTTNAAGACTAAATCTAAAACCCAGAGTAAACATCAATGCTC^ 

TATTmGTATACTATATCACnAGACAACTGTGCnCATnGCTGTAATCAGmTTAAAAGTCAGATGGA^ 

AATAAAGCTGGAGGAGGAAGG 

>ncrb5055.seq 

TATmAATCTGTmAATCnGTATmAATCTCAGAAGAATAAGTGAnGAAAGGTGATGAATTCnGCTCT 
GCCATAAACAAGGTTGATGTTCTTTTTGTTGnGnAAGGAAACCCTAGGGCTCGGCmACTCTO 

>ncrb5058.seq 

GACTGCCGACTCTAGTGACTCCCAACAGAGCGCCCAAGNAAGAAAATGGCCATAAGTGGAGTCCCTGTGCTAGGATTmCATCATAGCTGTGCTGAT 
CTATCAAAGAAGAACATGTGATCATCGAGGCCGAGTTCTATCTGAATCCTGACCAATCAGGCGAGTnATGmGACTnGATGGTGATGAGAnnCCATGTGG 
GAGACGGTCTGGCGGCnGAAGAAmGGACGAmGCCAGCnTGAGGCTCAAGGTGCATTGGCCAACATAGCTGTGGACAAAGCCAACCTGGAAATCATGACAAAGCGCT^ 
TATACTCCGATCACCAATGTACCTCCAGAGGTAACTGTGCTCACGAACAGCCCTGTGGAACTGAGAGAGCCCAACGTCCTCATCTGm 

>nS)5059.seq 

C^TCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACATTGATCATCGACACnCGAACGCACnGCGGCCCCGGGn 
T^eQGCCTGTCTGAGCGTCGCnG 

>|y35060.seq 

ApACAAGAGCAnGTGGACAGTGGCACCACCAACCnCGTTTGCCCAAGAAAGTGmGAAGGTGCAGTCAAATCCATCAAGGCAGTCTCCTCC 
CiGGCTAGGAGAGCAGCTGGTGTGCTGGCAAGCAGGCACCACCCCTTGGAACATmCCCAGTCATCTCACTCTACCTAATGGGTGAGGTTACCAACCAGTCCTTCCGC 
c£fcCGCAGCAATACCTGCGGCCAGTGGAAGATGTGGCCAGGTCCCAAGACGAGTG™CAAGTnGCCATCTCACAGTCATCCACGGGCACT^ 
cMeTTCTACGTTGTCTnGATCGGGCCCGAAAACGAAnGGCmGCTGTCAGCGCTTGCCATGTGCACGATGAGTTCAGGACG 

AW 

>f^rb5062.seq 

Cli&AACACAGTGCCATATGAATAAmCACATACAGAACCTTTTTnCTCTG 
AI^GAATATGATCTG 

>h&j>5063.seq 

C^GCTGGCGGGAAGGCTCTGGCTTGGGACGAAAGTGTCGAGGCATOCGGCTCCCAnGAGGCTCAAGrrCGGCTAAAGGGAGCTGGCCTAGGA 

T^TCGGGCGCCGAnCCTACAAAGATGCTGTCCGGAAAGCCATGTnGCCCGGnCACTGAGATGGAGTGAGAGAGAGAGAGAGAGAGATG^^ 

AlKrCCCGAATTCGCTGTOCCGCCTGTCTCTnAAGGGCATGCCnGTGCTGnAATAGATCnAGGGTGAACCACnCATO 

Ci^TGTGGGTTGCCTGGNGAATGGCCnCCTOCCGCCAGAGGGCTTGTGAACAGACCGGAGAGGACAGTGGAnGmATACTCCAGTGTACAT^^ 

AH 

>ncrb5065.seq 

AnACNGTAAGCATAAGTNATAmAACATTGGAATAACTAAGCAnTOTACAAAGATTTnCmGACCCAGm 
TAATACTn GTAAATA CTAGTGTGAAAAACAGATAGGATGCCTTnCCAGTGGTAGGAGCATCnGTAAGTGCATn 
AAATAGACATTTTnTCTAAAGAnATTAGTTAAAAATAACTAAAAGAGnCCnAG^ 
AnAimGAATATAAnATAAAmAAAmCAAATATnAAAAATACTATTTTAT^^ 

>ncrb5067.seq 

GGAAGAAGAGGAAAGAACAAGAGGACGAAGNAGTAAAAGAAAAGGAAAGAAGAAAGAAGAAGAGGAAGAAGAAAGAAGAAGAAAGAATAAGAAG 

GAAAAGAGGAAAGAAAGAAGGAAGAAGAAAGGAAAGAAGAAGAAAAGGAAAGAAGGAAGAAGAGGAAGAAGGAGGAAAGAAAAGGAA^ 

AGAAAAGAATAAGGAAGAAGAGGAAGAAGAAAGGAAAGAAAGAAAAAGAAGATAGAAGGAAAGAAGATNG 

>ncrb5068.seq 

AAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGlTCnTCCTC^ 

CCCTTTmCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAGGCTGAGAACTCGTTCACCTCCA^^ 
AAACTCTCACCATGATGTGAAGGGTTTCACAAATCCnCAAAATAAAAAGTAATGACTTAGAAACTC 

>ncrb5069.seq 

GAATAAATAGTGGTGCCATAGNAAGTAATGAAATAAATAAGAAAGATnGGGAAGACAGGGAAAAGGAATCACCATTCCnGCAGAGTAAG^^^^ 
AnTGTOGTAGTATCTGTAGTGCTCCCAGATAGAAATAnCACTGGGAGCCAGAAATGCAGGATTGGAATTTGAGAGAATGTAGAGCnCAAAATCAAA 
CTAnATATCAGTAAGTGGGAGCnGTAATGAAGGCAGANCCCAGAAAGTATGTCATAGAGCTATAAGAGGAGAAGGCCAAGGACAGAGCCTA^ 
TCAAAGGAAGAGAGAATTAAGAAAG 

>ncrb5073.seq 

AGAATAACAACAGNAAAATAAAGCCTGTATGTTCCnCTCCCTT™CTTGnAAGCAAATCnGAAGAAG™CTTGACTCATTGTTCTGAAT^ 
AAGAAmCCHGAAAGTGTTCnAAATAAAAATAGGGATCTTCCTGTTAGTGAGTGTAAAAmCTCAGCAGTGAnCTTTGGTmGTG^ 
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CTATCCCnCCTTCCATTCCCTCTGCAGTCCATCATCnGGnCAGGCCmGTGACAGnCnGCCTAGCCTCC^ 
CCACCTGCAGATGACnCTTCAGGTCAGCAGTAGnGTCACTOCCTCTTGGACCAACCTmGGGAnCC™ 

>ncrb5075.seq 

GGGAAATGCAGCAAmCTGGACTAGCTGAGCCGAnCCTTCCTGTGAGCACACTGTAAGCmCAAGTTCTCTGGGC^^ 
TGATGCTCATTGCnCCCmGTGCTGGAGCAGTCCCCCAGGTGTCCATCTCCTATCTmTGTO 
AGGGGTmAGCTCTGnCTCTGCTCCCATCCnCGCTCACCAGCTGAGTGAGAACATGAACT^ 
CAGTnATGAGnCATAGAGAACACCAGCACTCmGACAAAACTGTGAGTGACCCTTmAAACAATC^ 

>ncrb5076.seq 

GATTGTGCTAGATGTACCTGCCCAAGTCTGCTGGTCACAmGGCAGCAAAATGGAmCTCCTGGGAGAACAAAGTTAAGGGACACTGAGACCTGCCC^^ 

GGGGGCnCTGTGGTAGAGACTAACTGGCCTTCTGATGTCTTTGnCAACTGTGGCCAGCTGTGGCATCAGClTCCTGGAGCAGTAAATGAAGAC^ 

AAATGCACAAGACTGAmcnAGCACAnTTAGTCTTTCnGTITTAAAAAAACTTCTn 

>ncrb5077.seq 

ATGATTCTGTGATTAACAAGCATATnCTGGTGCTATCATATGGAAAAGTTAGCAmAnCTCCCnAACATmAnGGCATC^ 
GCTAAGCAmCTCCCTCTnGTHCTTTAATTAACGTATTGA 

GACACTTmCAGTAAATAAAATATGGACAAAACTGCAAGATGTGGAGGCTGAAGGnCCAnAAGGACTTTTGGCATCT^^^ 
TCTTCTGTGCCATAGCATATAACAAGCGTTTmAAAAGACCAAATACAGCTCTCTGATTTCC^ 

>ncrb5079.seq 

AGTTGAAGnAGAGGAAAAnCATAGCCnAAATAGCTACAmCAAAATGATAACATCGAAGTTTTGAAAAGGTAAGGATATATCTCAGAAm 
C 

>ncrb5080.seq 

AATCGGCAAAATGTGGAGTGTATGTTCmTNCAGTAATATATGCCTTnGTAACTTCACTTGGTTATmAnGTAAATGAG 
Tl^ATTAATTTCTnCCTTGmACGTAAAmTGAAAGATTGCATGATnGTTGACAGAAATCGATCTTGATGGTGTGGM 
A|®GTTGTAGCCCATCCAACnCAAAGAAAAAAATGACCACATACTnGCAATCAGGCTGAAATGTGGCATGCTmCTM 
CgCCAGnCTACTGTGACATAGTCGAGTATAAAGACATGTAGCAATAACGGGGAGTGGGGGGGGGAGTCTCACAGTGCCmGGAAGGGCCC^^ 

>IHD5083.seq 

AlilACTGTAAATGAGCAGncmAGAGATGTAATAAGGAATCTCATGTCTACmAGGAATGAGATmAGGTC^^ 
TijJtGGAGGTGTAGmCGTTCTTGTTGCCCAGGCTGGAGTTCAGTGAGCCGAGATCGCGCCACnGCACTO 

>lfi>5084.seq 

aiOXAGCCCTGCGCACTCCCTGCTGGGGTGAGCAGCACTGTAAAGATGAAGGTGGCTAACTGGTACTGGCTGAGCTCAGCTGnCTTGCCACnACGG I 1 1 1 1 1 GGTTGTGGCAAAC 
ASfGAAACAGAGGAAAnAAAGATGAAAGAGCAAAGGATGTCTGCGCAGTGAGAGTAGAAAGCAGAGGGAAATGCGAAGAGGCAGGGGAGTC^ 
C^GACTATTCAGGTGCCGAAGCAATTGAGGAGGATCGAGGAGGTGTGCAAAGAAGTCCAAAACCTCAAGGAAATCGTAM 
GpGATGACAACGGAGACCCAGGCAGAAACGGACTGnGTTACCCAGTACAGGAGCCCCGGGAGAGGTTGGTGATAACAGAGTOGAGAAnAG 

T||j 

>flM>5085.seq 

Cp'AGCCTGAGTAGAAAGGCCTnAAAATTTmTAGAAAGCAmGAATGCATm 

CTMGCCCCAGCAAGCAATCCTAGGTAGGGmAATCCCCAGTAAAATTGCCATAnGCACATGTCTTAATGAAGTnG^ 
>lll)5086.seq 

GGGCGCGGTGGCGCGTGCCTGTAGTCCCAAGTACCTGGGACTACAGGCGTGAGCTACCATGCCCGGCTAATTTTTGTATnnAG^^^ 

GGTGTCGAACTCCTOCCTCAGGNGATCCACCCACCnGGCCTCCCGAAGTGCTGGGATOCAGGCATGAGCCACTGCGCCCGGCCATGGACCTGGCTGTCTnAT^^^ 

ACATTTrGAAACTGGAATAmGTCnCAGAAAATGGAAACAAGACTATAAATGATAAGCCGTGTCCCU^ 

nACCCTGTGmAAAAAGATCnGTAGCAAGCCAACGGNGnCCTGGCTCTCCTGCCCACAGGATGAACATmCGGCTO 

>ncrb5088.seq 

GAAAGTAAAGAGAGAAGAGGnGGnGAACnGGGCAGAATCACAGATACAAnCCACACTAAAGAATGAAAATAAGCAATGAACTAGACAG^^ 
GCAGAAnACAATCTGTCATATTAACAAATGGAGTTTGCCTTCTAAGATCAGATGTTGCTCAGAAACTTTCAnGT^^ 
ATGCAAAATCCAGCTOTmcnCTATGTGCTCTCAAGCnATTGCTTATmAAAGTAAAATCCTGAAAAA^ 
AAATTTGCCGTTnATAnGGAGTACAnCnAAATAAATGTGGnATGnATACATCATmAAGCATAnTC^^ 

>ncrt>5090.seq 

ACCTACTACAGAGGAGCAAGAAGCGNGCTGCATAAACTCnAAATTTGATOTNCGATAAAGGNCAAATCATnNGGACAGCnCTm 
G 

>ncrb5091.seq 

AANGCAnAAGCNAAACTTATGTAAGNNATNANAAAGTATTTTCTGTTGTNTTTGGCTCATGAAAGACTACAGTGGCTGGNCNTGGTGGCTCAGGCCTGTA^ 
GGTGAGATGAGCAGGTCAmGAGCCGAGGAGTnGAGACGAGCCTGGCCAAGATGGTGAAACGCCGTCTCTACTACAAATACAAAAmAGCCGGACATO 
TCGCAGCTACTTGGGAGGCAAAGGCAGGAGGATGTCTTGAACCCTGGA 

>ncrb5092.seq 

GACTCTOGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACACTTCGAACGCACTO 
CGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGAN 

>ncrb5094.seq 

GAATANCTCTGTACTCGTGGCTCATGGATCCTNATTAAAGAACnCCAGAACTCGGGACAACTCAGCTAnAAAGGAnAACAGCTGGCAAATACTCTGTGGCCATC^^^ 
GGTAGAAACAAAAAATATACATGnGnAAAATATGnGGGTTTATGTGTACATATATCAAAACATTGTmACACGnGAATATAT^^ 
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TmAAMGTGAMTAAAAMGMGTGGMGTAGTATTmCTATAMTTAGAMTCACT^ 
TCA 

>ncit)5095.seq 

AGnNNAAGGAAGTGGGGCCATmATGTGTnATCTGTGTCAAGTATnCTGGTAATAAGAAGCACTTAAm 

TACCTAACCnCAACAAATGTOTTTTTGGAAACACAATTTnGTCATTAAATC^ 

AGAAAnATCTAGAnCAnAATmCATAGTGCCTTmCACATGAGTCAGCTGGAAAGTCTGCAA 



>ncrb5096.seq 

AGGCCAAGGTGGGCGGATAACCTGAGGTCAGGAmCGAGACCAGCCTGGCCAACATGGCGAAACAACGTCATTACTAAAAATACAAAAATO 

TAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCTCnGAACCCAGGAGGCAGAGGnGCAGTGAGCCAAGATCACGCCATTGCAGTGGAGGCTGGGTGACAAAAGCA^ 
COAT 

>ncrb5099.seq 

GGCAGCGTGTGGAmGAGGACCTCTGCTTACCATCAGATCAAAGGAGGGAGAGGTGTmGGGTGTTnGTmnnGTn™^^ 
ATGGCATGnAACTGGTGCACATCGTGTAAGCTGTCTGGTGAGGAACGTACAAnGGGATGAGnCTAGGTACATGTGTnGCTGACmGGGGTAAACAACm 
CTGCCACAGATGCATGTGACCTCTTGAGGGGCGCAGAGTGGCTGAGGAAGGAAAGCTTCAAGCTGGCCATGGGGGTCCCAAACAGTCATTCCAGGCnAGATGATGACTAGCCT^ 
GTCATCAGAGCCCAGACTCCACAGAGACTAAAATCAGAGCTCTGTCTrGTOTGATAAATnCATnGCnGGAAAAAG 

>ncrb5100.seq 

GAGnGGAGACCAGCCTGGACCACATAGTGAGACTCTGTCTCTACAAAAGCACAATAAAAAnAGCCAGGCATGGTGGCACACACCTGTAGTCCCAGCTACTCAGGAGGC 
GAGGAGTTGnGAGCCCAGGAGGTCAAGGCTGCAGTGAGTOTGATGGCGTCGCTGCGCTTCAGCCTGGGGCAAGTCCAGCCTGTGAGACmGTCTCTAAAA^ 

>ncrb5103.seq 

CAAAATTGAAAAGTAGAAGAATATGGATATCTTCTTATAATATATGTGTGTATGCGTGTGTGTGTGTGTGTGTGTGTGTGTGNGCATC 
>rt5104.seq 

AJSAGNNGCAAGCTGAGAGGACCCGAGGCTGNTGTCCTCCCCCGCTCTCCATCCACCAAACTGTCAGnCCTAGAGTGGGAGCGTCACTCAGAGAAGmGG^ 

G^CTCCAGAGGCCTAACTCTGAGAmmCCTGTGGAGAAAAACAAACCATAAAACAGCTCCTAAmcnCCCAAAGGAACTGACnCATnGCAAC 

ApTGATTGTACTCTCAAGAACAGTAGAG 

>r^5105.seq 

Ai^GAGCNAnTATAGCATANATGTANAAAACTAnNTGGGNTAGAANAGATNTGNATCAGAGCTGTNCTNATGAGGTGCATGGGAAGGGCATGGAGGTCTCTGN^ 
0|grATGAGGGAAGTCANCACmGGGTATTNGTCAnGACCATAAGCCCTCCTTCAGGCTGATAGCAAGGATACAA^ 

>%b5107.seq 

CyAAACAAATACTGAnGCmCTATGTNACmATTCTmGAAAmGAGAnnATAAGAAATm 

AI^AAGGATGTGnGCTGCnAATTCTGTGCCTGAACmGGAGTCnCTGATCTGTGmGGGACAGAGAATGCTC^^ 

CSTs^GGAAAAAAACNC 

>|@35108.seq 

Ci(^lCTCGCGAAATNTATGGCTGTAGCATTCGTGCTATCCCTGGGGGTTGCAGCmGTATAAGTTTCGTG^ 

TgTJCATGAAAGATTnGAGGAGATGAGGAAGGCTGGTATCTTTCAGAGTGTAAAGTA^^ 

CitMBAACTATGACACATGAATATGTGGGCTAAGAAATAGnCCTCTTGATAAATAAACAAnNNC 

^ncrl!)5109 seq 

AGAATATCTGTTGTAACAnGCTTCATGTGGGTCTGGATGGAAGATTAGTGGGCCTACAGGATCAmAmATAnGm 
CTTTACAAATAAAAGCCTCTTCCATTTG 

>ncrt)5111.seq 

GTAAACCCCGGAGCGAGGTTCTGCTTACCCGAGGCGGCTGCTGTGCGGGAGACCCCCGGGTGAAGCCACCGTCATCATGTCTGACCAGGAGGCAAAACCnCAACTGAGGACn 
GGGATAAGAAGGAAGGTGAATATAnAAACTCAAAGTCAnGGACAGGATAGCAGTGAGATTCACnCAAAGTGAAAATGACAACACATCTCAAGA^ 
GACAGGGTGTTCCAATGAAnCACTCAGGTTTCTCmGAGGGTCAGAGAATTGCTGATAATCATACTCCAAAAGAACTGGGAATGGAGGAAGAA 
CAAGCGGGGGGGCATTCAACAGTTTAGA 

>ncrb5112.seq 

GGCTCNAAGCTGCAGCAAGANAAACTGTGTNTGAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCnGCACGCTCnTAAGAGTCTGCACTGGAGGAACTCC 
CAGCTCCCTTCTTGCAGAAGGGAGGGGGAAACATACATnATCCATGCCAGTGTGTTGCATGCAGGCnTTTGGCnCCTACCTTGCAACAAAATAAnGCA 
AnCCGCCCACAGAGAGTCCTGGAGCCACAGTCmmGCTnGCAnGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCGCmCCTGAGCTACCGAGAGCGCTCGT 
ATCAACTGCnCA 

>ncrb5113.seq 

GnTCNNGAACGAGCAGAATCAGTGCCTAGNCTGTGCGCAGCAAATAGnGGCACTCAATAAAGAmGCAGAATTTAATACAGATCTTn 

ATCATAACGTGGTTCTAGGTTATCAAACCATGGAGTGATGTGGAGCTAGGAnGTGAGTGACCTGCAGGGCAnATGAGTGCCTCATCTGTGCAGAAGTCGCAGCAGAGAGGGACCAT 
GCAAATACCTAAGAGAAAACAGACCTAGTCAGGATATGAAmGTnGAGCTGTTGCGAAAGGGCTGGGAGGnTTTGAAAAGAAAGAA^^ II 1 1 11 { 1 11 1 IAN 

>ncrb51 16.seq 

TCTGNAGGATGGTTGCACGAAACACACTGNTGAATGGAGCAAAACAGTCTTTGAATATCGAACACGCAAGGCTGTGAGACTACCTAnGTAGATAnGCACCCW^ 
CTGATCAAGAATTTGGTGTGGAGGTTGGCGGTGTTTGCTTTTTATAAACCAAACTCTATCTGAAATCCT 



>ncrb5117.seq 
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CAGnGGTGAGTGTCCGGCCCCAGTACCAGTGAAGGACMGAAACTTCTGGAGGTCAMCTGGGGGAGCTGCCMGCTGGATCnGATGC^ 
GAGCGTTTCAAAGAGGTCAGAGCCTTGTGGATGTCTGTAAATGAAAGCAAATCTCTGGGTCT 

>ncrb5119.seq 

GTCGGCAAAATTCAGGAATTAAAACTTNACATCnATGAGCAmCCCTAGATCTOAGAAGATGTTGTGCTC^ 
GTCTAAmCACAGCCAAGAAGAGA^GAAATGGTGGGCCACAGGAGATCAGCACACCmCAGAAGTGACAG^^^ 

>ncrb5121.seq 

CGATGGACACGACTGCGAGCCGTCGGACCCTGAGCAGGAGACGCGAACCAACATGCTGCTGGAGCTCGCAAGGTCACTnTCAATAG^^^ 
TAGATTGGGACCACCACCTGCCTCCACCAGCTGCCAAGACTGTGGTTGAGAACCTCCCCAGGACAGTCATCAGAGGCTCTCAGGCTGACAA^ 
CTGCCCACTGATGACGACACTTATGAGGAGCACAGACGAGATAAGGCTCGAAAACAGCAGCAGCAACACCGACTGGAGAACCTCC^^^ 
CTGAGTGCTGGCCCTCTGCGTCTTCCTTAnA 

>ncrb5123.seq 

GAAAACNCTTGGTTGCTOTCTTGTAAAATNTGCTCTGCnGCTTGCTTGGGCATGTATGTAGTCAGmAGTCAAATACGTGTCAGT^^^ 

CCTTAAAAACGTACmAAAAAACTTTAACACTTAAGTCAGTCCACTGAGCTGATCCTGTGTGATCTTAGTGC 

TCATACAmGAAGCATnGTTOTACTAAATATGATGCnGATTTTTTm 

ATTTGAGGTTTGATTTAATGGATATTG 

>ncrb5124.seq 

AGTCTACCTTCTTimAGGCAGTGCTmANATTGAAGACAAAAAGAAACAAAAAACAACAATAT^ 
AnTACTGCATACTTTACCACATGCCmTGAGACmnCTCCAAATATGTGCTnTAACAGGGATTGGACATCAGAATCAOT^ 
CCmAmCCTAAAGGTAAnCTTCAGTGGnAAGCATGGGCCTGTGTGTmGTAAATTCCAAGTGATGmATACCACCCA^ 
CCCGTGCTTTTTGTTGCTGCTGTCTTGCCAGCAGTGTTTTCTCCTCCTGGAGAGTATTTGCCACACGC 

>ncrb5126.seq 

d^GAAGNATGTCCAAAATGATTTGmTACCATGGGAAAATTCTOCTATTCAACAAACTCTCAGTTGGCCCCCTACAGC^^ 

OPrrTATGTAAAGGTATCCAAmGATmGAAACCAAAGTAGAAAATGCAAAA^^^ 

G^AATTATCCAGCATATGAATATAACAATGTGTTmAAGTAATCAAnCAmAAAAM 

>iM)5128.seq 

TiflSGCCGGGAACTCCCGAAACTATAAGTAAnCTCAAGAANTNNCTCATTmATAACCTGGCAAAATCTO 
ACTfeCAATGTGGATGTTTTAGCCACATGACnAnATGCATAAAGCCAAAnTCCAGmAAGTAAnGTCU^ 
n&GnGATGTTAACTGAGCTACTAGAGATATTCnATTTCACTAAATGTAAAATTOGAGTAAATATATATGTC^ 
AlMGTATGAGTCTTCTGTAATTCATTGAGCAGmGCTCAmGAGATAAAGTCAAATGCCAAACAC^^^ 

>ricit5130.seq 

CJtAAGGCATmGTGTnnAAGnGGmnCAATTCTTTCCTGGGGAAAnAm^ 

GtSGGTGGTATTGGAGAAAGAAGATGAAnATAGCTCCGGAGAATCAAGATCnAAGTGAAGCCmCTGnCAGATGTC^ 

qffiGCmGTAGTCCTGATGTOTAAGTGACTnGTGATCAAACTGTCAGGCTTGGGnCTTGTO 

(|||CnCATGTCATGTCAAAGATAGCTCmGCAAGTGCCTTGAnAAACCAGAAA^ 

>iib5131.seq 

GjliGCNCCGCTTGAGGAGAAGCGCCAAGTGCNCNTGGGGACGCTATAGCAAnCGTnG 

OTTCAGGCAGTTGGnGGGACCCGCTCCAACCCTGGGTTCnCCTGCAATACAGTGGATACAAmGTCAT^ 

Al^AAAGnCGTCAATTCTGTAGTTnCCACAmCCCCCTTGGGGAmGCTTnACTCT^^ 

ACmAACAACAATAACAACAAAAAATTGAnAAAGGATAACATCTGAACATGAGNGGACAAGCTGGTCAGCAGGATCAGn^^ 

ATACTA 

>ncrb5133.seq 

ACCAAGGCTGGGGCCAGAACAGATAGTCCTAGGGTAACAGTGAAGGGGTCGTGAGGGGACAGTGACTCCCTTCCAACCCCnCTTCAT^^ 
>ncrb5135.seq 

TCAnGAGACTTnCTCAGATACnmGGTmCAACGCCAATACTAAATAATCTAAAAAAGAAAnAAAAAT^^ 
AAGTAAAAGATCnGCTAATGAAAACTATAAAACACTGATGCAAGAAATTGAAGAGGACA 

>ncrb5136.seq 

GAAAACAACAACCTCCACTCmAGmATATAAGnTGAGTTCmCGTAAATOAAAGATCTACAGTTGAGTTGGGAACCGAAAGA 

GGAAATCGTGTGATGGACAGGTCAGAGTGAAGGAAGGTTGTGCTGGTAAGACATCTCTGACGAAGAGCCATGGATGCnTCCACAAAATGTCACCTCGCTGCACTAAAGG 

TCCTAATGATTAAAGGAAnGnTCAGCTGAmAAAnTATAATGAACTCnnGTAATAATGTATACGTAGAAGATGAGTCTCTCC^ 

TTAGAAATTTCCATiTTGTTAAATAAATGGTTAGAGTCTAT 

>ncrb5139.seq 

ANAAGCCCATGATTGAATCTGTmAGGTGNNTGNACAATGGACAnAAGAATnCCCNCAATAATTTATGAATAAGnTCCAGAACAAA 
GTTTTAJTTTACGAAT 

TATTTmCAAAAnCATGAnGCAGmAAATCATCATATGACGTGTGGGTGGGAGCAACCAAAGTOTTTTTACAGGGACm 
CTAAATOTTAAGGAGTGNGTGTATCAGAAGTAAnmTAATGTCnCTAAGGATGGNCTTCCAGGCTmAAACTGAAAGC 

>ncrb5140.seq 

GGCCCNCGnACTGCGGACGGAGCTGATmCCTATGGATTCTAGTAACGGAAACTGTAGAGGGGCAAGCAGTGAACGCTGTAAATGTAAGCCTAmGAGCTACACAGM 

TTCCGGAACAAnACAACTATGTCAnCGGGCTAAAGTTAAAGAGATAAAGACTAAGTGCCATGATGTGAGTGCAGTAGTGGAGGTGAAGGAGATTCT^ 

TCCACGGGACACTGTCAACCTCTATACCAGCTCTGGCTGCCTCTGCCCTCCACTTAATGTTAATGAGGAATATATCATCATGGGCTATGAAGATGAGGAACGTTCCA 

NGGAAGGCTCTATAGCTGAGAAGTGGAAGGATCGACTCGGTAAAAAAGnAAGCGCTGGGATATGAAGCTTCGTCATCnGGACTCAGTAAAAGTGATTCTAG 

TCAGAGTCAGAAG 
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>ncrb5141.seq 

GGGGANNAMGGCAGCmCTGTmATAMTGCAGACTTCTGTnATTGMTGMGCNTATCTCAGTGnTA^ 
TTTAAAAAAAAATAGTGAAmGGNGTAAAGnGCTATTnATGGAAATGCCTCTAACmACAnn^^ 
AAAATAGAAAAGTAGCnGTGAATAGCTCAAACTAAGCTOCAAATCGCATGTAAAAAAGCAAAAAAGnAmGNGT^^ 
GGGTGACAGTAAGGGCCAAGCAGGAGAGGCGTAATCCnGTATAAAATAGGATCCAGCGACACTCTTGNA™ 

>ncrb5142.seq 

ACTATGCCnCCAGCACTGTCCCGGTGAGCNI^GNTGGCTCGGCTAATGAAACTCCCGAAATACCGGACAACGTC^ 

AATGACTTCCGGAGGAACTTGATACTAAAmGGGACTCmGCTGCGGGAGmGGCTGGCCAGGAACnGAGTGACATTGACCT^ 

GACAAATGGAATCCTGTGCTGAACCCGAATCnCCAAAAAACAGCCTACAATCTGTGACCACCACAAGATGTGCCCTGATGGCAGCnGAAGm^ 

CCCTTCCCTGCCTAGmCCTnTGTTCCTTGAGTCCACGCAGAAnCCATOTCTGGTCAGCAGACANGGCnAAGCTAAAGTAnGCCTCTAn^^ 

CAAGCTTCTGANG 

>ncrb5143.seq 

GGTCTGCnCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAACCCAAAGGACCCAAGTACTTTCCAATCTCAGTCA^ 
CTGATGTCCAnCATCCCACCCTCTCACAGTTCGGACTTnCTCCCCTCTCTTTCTAAGAGACCTGAACTGGGCAGACTGCAAAATAA^ 

GTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTAACTGGNGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGG 
AACTGTGTGTGTCCTACACAATG 

>ncrb5145.seq 

AACCACCGTCTGAATTCTCGCAGAAGGCGTTNTnGAGTAGCCCnGGCCACACTGCTCACCTCCCTGCAGAAGTCAAAGCCCCAGCCCTCCTC^ 
TTGGTOCCnCTCCCCTTCGCCCTTTACTCCAGGCCGTCCAGCATCAAACACTAGGCTCCACACGTGGAAAAGACCCTGACTCCCACAGTAGA 
TTGGGCCAGGCTGCAmGGAAAATGGAAACCAGACTGTCTTCAAATTCnCTGCCTAGCCTTAGCCATTAGAGAGAGGTCCTGCTAAAGAT^ 
AGATGTCAATTCCACTGAAGTCCTCAnTCTGCTGTAGGTGATAnATGTCGNGACmAGGAGAAGT^^ 

>}#b5146.seq 

TQGTCGCAmGCGGAGGAACATTGGTGTTmGGAGTGGGATTTAATAAGGAACnGATCCTATACAGAAACTCmGTG^^ 
Ti^AGGACCTGTTGATGGTAGTTCAGAGTATCAGCAAGAGCTGGAGAGGGAGGTTmAAGCTCAAGCAAATGm 
AiecCAAAmGAAGTCATCGAAAAACCCCAGGGGTGAAGAAATAAAGTAAAATTAATCTGGTAATTTGTCACGGATTA^ 
A^TWCTGTCT 

>nbfc5147.seq 

A^AMGAAAAAAGTCCTCTGTGAGGAATATTCTCTAT^ 

dgiATTmCCAACAGCTAAAGTACTCmGTTGAACAGTGTGCCCTAGCTTnCnGCAACC^^ 
>ncrb5148.seq 

GiSGnCCCGCCCTGACAGATTCTCCTATCGGTI^CACAGGGACGCTAAGAnGCTACCTGGACm^ 

Cj^CTCTGAAGAATGCAGCCnCCTAGGTCCAGGGGTAnGCAGGCAACAAGGACCmCATACAGGGCAGCCACACCTTGTCCCTGTACGACCT^^ 

TIISTOTGGACTGATCCCTGAGGAATTCTTCCAGmCTnATCCTAAAACTGGTGTAACAG^^^ 

GrltTAAGCGCAGAGACCnCACTGCCCTATCAGTACTAGGTGTAATGGTCTATGGAATTAAAAAATATGGNCCCTTO 

>|p55150.seq 

C^AGAnCAGAGTTGGGTCCTAGGAGCTGATGCTGCCAnGTCGACATCTGATATTTGAAAAAACAGGGTCTGCM 
GjiejAGGGACTrCGGGCAGAGGAGAACATAACTGAATCTTGTCAGTGAGGTTTGCCTCCAGCTGCCTGAGAAATAAGTC^ 
Gjfli^GAATCAGGCAAAAAAGTGAGAATGACCTTCAAACTAAATAmAAAATAGG 
GAACCAAAAATAGAAAnAGAmGTGCAAACATGGAGAAATCTACTGAAnGGCnCCAGATmAAAT^ 

>ncrb5151.seq 

GCAAAGTAATCTGGCTTGAAACTCAAnAGGCTGGAGTAAATGCTCAAGAGTGTGAAAGTGAGGTCATCTGTTGGAATACTTGG^ 

ACTATAAGACTAGAAACAAGATCTCTGCAAGGAAAAGAATCAATGAGGCTGGACAAATAACTGGAGACAAGAGAGGAGATGGGTGATAAAGGGAGTGCm 

ATGmCCAGTGACACTACTTAGTATCACAGATGnACTGAGACmGCTCAAGTCAACnGTAATTGCATGCACTGATmCTCTGTM 

CGCTGTGACACTCCAAGAAGAAGATGGNGTTGNCTAAmCCCATACnATTTGTCCACAGAAACTCTTmTAAAAATAAGCTAGGG 

GGA 

>ncrb5152.seq 

ATGCCTAAGAGCTGCCCAGCACAANAGTCAATAAAAACCGTAGAATAGAGmATAGGGGnGTCTATGTACATAATTAAATCCTTCAGGCACm 
TGCAAGAATAGCCTGCTGAGAGAAGAAATGCnGTATCAGCmAACCAGCTGCGGTGTGnGCATGTnCTGGGnGGAATGAGAAAGCTAnAGAACAGTGGAAG 
CATACAAATGATCTTTGnAGTGACAGTTGGGGGAGTACTrTATAGTGGCTGTCAAGACCAATACAAAAGATGGmGTGCCTGAAAAAGTGAAGTGCCA™ 
AGTAATCCAAATAACTGAACAACATCGAGGATCnCATTGAGTTTAGCTGCTATAGACGCAGATnAT 

>ncrb5153.seq 

TGTGTCCCTGTGGGTGGACGTGGCNGGTGATTGGCAGGATGCTGGTATCCGCTAACAGGTCAAAATGCAGATCTTCGTGAAAACGCnACCGGCAAGACCATCACCCTTGAGGTGGA 
GTCCAGTGACACCATCGAAAATGTGAAGGCCAAGATCCAGGATAAGGAAGGCATTCCCCCCGACCAGCAGAGGCTCATCTTTGCAGGCAAGCAGCTGGM 
TGAGTAGAAGATGCAGAAGGAGTCGACGCTGCACGTGGTGGTGGGTCTGAGAGGTGGTATGCAGATCTTCGTGAAGACGCTGACCGGCAAGAGGATCACCCTGGAAGTGGAGGGCA 
GTGACACCATCGAAAATGTGAAGGGCAAGATCGANGATAAAGAAGGCATGCGTGCCGAGCAGCAGA 

>ncrb5154.seq 

AGGGAACGCCAAGTATGATGTCAGAAGGTGACNmGTTTCTGCCATAGnACAGGGAGGCAAGAAGCAGCAAGGTAGCCCGGACmCTACTCTTCCACCTGCTGAGG 
CAAGAATAGAGGAGTCTGTATGGGGCAGGGACTANGAGAGAAGGGCAGTGCTGTCAGGAGCTGGAGACACCTGCGAGAAAGAAAAACCCAGGnAAGAAGACTGGTATm 
AGTGGCAAGAGnAGGCCAATAGTAGTTGGGATCCGTGGTGTCCAAGTGGGTCTCTCAAATAGATGCAGATGAGATTGTAGCAGGAAACnCAGTTAGAAA^ 
AATGAGGAAACATTTGAGGAAGGCCAACA 



>ncrb5155.seq 
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CAGTCGGCTGGAGTCGGAGGCGATAmCTAGGGGTGTACnGTTGGGGTCAGGGTMGCACCAGCCACAAAMCCTACAAMG 
>ncrb5156.seq 

ATCCGCCTGTGGAAGCTCTCACTGTGAACCTGNTAACATACAmCAGTGTCTACAAAATGTCTmGA^ 
CCAGNGAGACnCAGTmCATTCTCCCCnAGCAGCTTTCAAATATGTACGTAACACAAATGnACAT^^^ 
AACTCTAmcmGTGGCCTGATAGTCnGCTCTCCAGGGTAAAAGAAGAGGATGGAAATGGCTGTGGGGCGCCTGANCT^ 
CACTGGGATGGCTCAAGGGGAGmGGAAACCCTCCTAACATGTCATCTGAAATCTGGGACCACAGTTCCGGCT^ 

>ncrb5157.seq 

CAGANACI^GnCCTATGTATGTCCmG™cnCAATAGCTAAnAATGTGCnGAGGATACTO 

CnGTGnACATCAAGTAACAAGCTAATCTAGTnGmCACTGGACTAGGCTTGTGCTCCCTACTTCAGTAmTG^^^ 

ATCATTCAAAACAAATGACAmATTAGGTnCAtrTTGAAACGATGTACAGACAAGTCCCCAAC^^ 

CTCCACCACAGCCCAAATGGAGGGCTGTGGNGGCCAGATCTGGnGGCTmGNNGGGCTGACCCAAACAn^ 

TGGGGAC 

>ncrb5158.seq 

CTGAAACGTI^GCTGCGCTCCCCTAGGAGTGCTGAGCCCGCGGAACCGCAGCCATGACTGAGGCTGATGTGAATCCAAAGGCCTATCCCCTTGCCGATGCCC^^ 

CTACTGGACCTCGTTCAGCAGTCATGTAACTATAAGCAGCTTCGGAAAGGAGCCAATGAGGCCACCAAAACCCTCAACAGGGGCATCTCT^^ 

GAGCGACTGGAGATCAnCTGCACCTGCCGCTGCTGTGTGAAGACAANAATGTGCCGTACGTGmGTGCGCTCCAAGCAGGCCG^^^ 

>ncrb5159.seq 

TATGGnTAACATAGACAGnCAATAAATGTGATACACCACACAAACAATrAAAAACAAAAATCATGTGATCATGTGAAT^^ 

TGATTAAAACTCTCAGCAAAATGGGCAGACAAGGGACAGGTATGTCCCTTGTAATAAAAGCCCTCTATGATAGACCCACAGCCAACATAATACT^^ 

CCTCTGAGAACTGGAACAAGACAAGGATGGCCACTCTCACCACTGCTCnCAACATAGTACTGGAAGTCCAAGCCAGAGCAATCAGACAAGAGAAAGAA^^ 

GTAAAGGGAAAGTCAAACTGTCACTGmGCTGGTGATATGAnGmACCnGAAAACTCCAAAGACTCCTCCAGAAAGC^ 

Ap^AGAnAATGTACACAAATC 

>i&5160.seq 

TOfcGGGGTGGCTGTCGGCGCTGAGGCTGCAGCTATCATGGTGAACTTACTTCAGATTGTGGGGGACCACTGGGTTCATGTTCnGTCCCTATGGGAmGTCA 

GjgAGAAAGAGTGATGAACGGCTAACTGCCTTCCGGAACAAGAGTATGTTAmAAAAGGGAATTGCAACCCCAGTGAAGM 

Gl^ACATTTTAAAGTTCTGAGAGAAATAAAAACATGAAGAATTTC 

In 

>r«;it)5161.seq 

G^TGCCAAACTAAAGTGCAAAGAATCAGATTCTCCTCATGCTGTTACTGTATATATGCTAGAGCCTCACTCCTGTCAATATATTCn^ 

(»AGAGCAGATGAAAATGGACTTCTnCTCTCCCGAAGTAAAGGATATTAAAGTTAGGGGAAAGAAAAGATGAnGAAAGTCATGATM 

TKCAGCCAnGGACCTCnCTAAAGGATGGTATAAAATGACTCTCAACCACmGTGAATACATATGTGT^^^ 

>nbrb5162.seq 

G©TCTCAGCGGTGGATCACTCGGCTCGTGCnNGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGATCATCGACACTTCGAACGCACn^ 
Cf^GTTGCTCCCGGGGCTACGCCTGTCTGAGCGTCGCmC 

>llii)5163.seq 

A||3CCNCCGTAGCACCCAGCACCCTGAGGTTmGCTGCnmGGCTGTAGGGAnCTGCTCCCAGTAGCAAGATGTGm^ 

GPCAGTCTGCTACCTATCTGGGTTGGTnGAAACAATGTGATCAAnCCCTGTGAGnAGAAGTAT^^ 

G|p!GGGTGGnCAGGCCTGTAACCCCAGCACmGGGAGGCCAAGGCAGGAGGAnGClTGAGnGAGGAGTO^ 

AMGmAAAGAnAGTCTGCCATGGTGGCACACGCCTATAGTCCCAGCTACTCAGGAGGCGGAGCTAAAGAGGCTTGCTTGAGCCTGGGGAGG 

TGCGCCACTG 

>nab5164.seq 

ATGGCCGGGCACACACATGCATGCACATACAGGCACACTCnNCATGCACCACCATGCACACAGACATGCATGCACACACAGGCACATTCATGCACACACAGCTTGCACAGTGTCTGA 

GTCATAACAAAATAGGCTATGTCTTGAAATCTCAGTGGCnAATACAGCAACAATTGCnCCTCACTTGCATAGACAGAAGACTCTGGGAG 

ACATAATTCCTTGATCTCCAAGGCAAGAAAATTATGCCCACTGTCTnGAACnCCAmGCCAGCAAGGGCAGGTTTACACACCTCCC 

TGACATGCAGACACCTCAGACGATGAAACACCCTnGCCATCATTnGnCTCmGAGCCAGTTTTCAATGAGCTGAAAT^ 

CTGGANGATGC 

>ncrb5165.seq 

CGGGTCTCTGACCGCACCATGGCGNnGGCAAGAACAAGCGCCTTACGAAAGGCGGGAAAAAGGGAGCCAAGAAGAAAGTGGTTGATCCATmC 

AAAGCACCTGCTATGTTCAATATAAGAAATATTGGAAAGACGCTCGTCACCAGGACCCAAGGAACCAAAATTGCATCTGATGGTCTCAAGGGTCGTGTGm 

mGCAGAATGATGAAGnGCAmAGAAAATTGAAGCTGATTACTGAAGATGTTCAGGGTAAAAACTGCCTGACTAACnCCATG 

GGTCAAAAAATGGCAGACAATGATTGAAGCTCACGTTGATGTCAAGACTACCGATGGnACTTGGnCGTCTGnCTGTGTTGGGTm 

ACCTC™ 

>ncrb5166.seq 

AAAGACAAATmCTTCAGGCACANGCAnGCCCTmAAACTACAGAGCCACnGTAGGAnCACAATACTCACTCAATGGCTTCCCnCCTGGCAG 

ATTGTGGGGAAGGAGGCTGACAGAGGTTGGAAGGGATTGTCAGGGAGGGACATCATGTAAGCAAGTACTAACAACATAACGTGACGAGGGCACCAGTTGCmCCn^^^ 

GGGATGGCATGnATACTGTAGGTACTAmGnGTAGGATnCTCACAGTTCGTnGCCnGACTAAATGGTAACTGCACACATA^^ 

>ncrb5168.seq 

GAGAGTATOGAAAGTAAAGAATGNAATTCTATAATCAGCTACATATGGATAGGCAGAGAGAGGGGTCTGCncnGTCCAGCTGTAGCTCTGTGCTAGTGGA^ 
CACGATGTGGCCAAGAGAACAGATGTAGmGGCAATGGAGGTGGGACAGAGAGCTGCAAAGTGCTGCACnGCCCCTC™CTGGACCCAAAAGGCTCTCAAGTGTAACACGTn 
TGTAGTGCTGTAGATCATTAATCTGGGTGTGTGATGACCATCTGATCTAGCACATCGAGTGGCATTGTGCATATTGGGATAGGAATTTGATmGTGAAGT 
CCATGAAAAATCACCAGAAGGGTAGGTG 

>ncrb5169.seq 



Figure 14A - Norma! Cartilage cDNA Libraiy EST Sequences - Page213 of 776 



GA TGGGA MCTGGAGTATCCMCTTGTGCAAAMGATAGMTCMTCATAMGTGCACACCTnAnCAGMCm 
CCTTmAnCATACGTAAAATmGGAnAAmGTGAAAATGTAATTATAAGCTGAGACCGGTGG 

>nctt)5171.seq 

TATGGCCGGGGATnACGACTATGAmACCTATACAnATNTmATmATAAAGATACTAA^^ 
GAATAAATTGAACTAAATCCAAACTAmCCTAAAATCACAGGACAnAAGGACCAATAGCATCTGTGCCAGAG^^^^ 
GTCTGAGACTCGTCATACCTCAGTGGTOGAAGCATGTCTCTCTTGAGCTACAGTAGAGGGGAAGGGATTGTTGTGTAGTCAAGTCAC 
GAGTGCTTAACTCCCCACTGCCTGTCCCAGAGAGGCmCCAATGTAGCTCAGTAAnCCTGmCTTTACAGA 

>ncrb5172.seq 

TAGCATTGnGTGAGGmGGCTGGCACAAGATAAAGTGCTGTGTAAnACTCTGAAATGmGTAATTAATAAAGAAATG^ 
GAAACGCAATGTTTCAATAATAAAGACTTTT 

>ncrb5173.seq 

GTGGGNCGTTTCTGCAmGGACTGAAAGTNNmCCGGAAGmGATGAATTGTACGGCACnGGCGTAAAGCCGCTTCCCTCAAGAGTAACTA 
TAATACAGATCTTAGCAGAATCnGAAAAGCCCAGAGATCCAAAGAGCCCnCGAGCACCACGCAAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCC^^ 
ATGTTGAAGCTAAACCCATATGCAAAGACCATGCGGCGGAACACCATTCTTCGCGAGGCCGGGAATCACAAGCTCCGGGTGGATAAGGCAGCTTGCTGC^^ 
CCAAATCAGATGAGAAGGCGGCGGTTGCAGGCAAGGAGCCTGTGGTAGGTAAGAAAGGAAAGAAGGCTGGTGTTGGTGTTAANAAGCAGAAGAAGCCTCTGG^ 

>ncit5174.seq 

GGTTTCNAGGTnAGmGGTGGGTGTTGNNTGTGACTGAGTGTATGAATTmAAAAAGTGATmGGGATGGATTAGAC^^ 
TTGTAGGAGATTAGAAnAAAGGGATCAnnGAAGTGATAACTAGGAAAATAACTGTGGTAGCATGGAGAAAACTAAATTAATA^ 
TGTAAAGGAAAAGmGATGGGAAAmTTmTAAGTGTCCCTTGGTOGCTGACTmCTTTAGAAn 
AATACCTGAGTAAAGGCCCTAmACAGAGCACAAATTGAGnAAmGAmGCmCTAGTACTCTnAAAATACTTTn 

> nat5 175.seq 

CffrrCTGCGTCTTTTGAGATGAGTATCAGGTTTTTm 
CigTrCCTAGGCCTGAGTmATmGTTGACACAGAAATAAATTAGAAGG 

TgBgAGGCTGCAGCAAGCmGATTGCGCCACTGCACTCCAGCCTTGGCGAGAGACTAAGACGCTGTC^ 

>M)5176.seq 

GtfBGGTGACATGGTGATGGCCACNGTCAAGAAAGGCAAACCAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCAnCGACAACG^ 
OOT"AmTGAAGATAATGCAGGAGTCATAGTGAACAATAAAGGCGAGATGAAAGGTTNNGCGAnACAGGACCAGTAGCAAAGGAGTC^ 
AlSCTGGCAGCAnGCATGAnCTCCAGTATAnTG 

>W)5179.seq 

AAGNAGAATGAAGGAGGCTAAGGAGAAGCGCCAGGAACAAAnGCGAAGAGACGCAGACmCCTCTCTGCGAGCTTCTA^ 
AglAACAAATAAATAAGATCAGACTCTG 

>@||)5180.seq 

CjaCACTAACCTATGAGGGTGAGCTGGTCCCCTCTATATATACATCATACnAACmACTAAGTAATCTCACAGCAm 
T^AGACAGTTAAACTGGCnAACTTAGTATAnATOTTAATTACAATGTAATAGGAAGCTTAAAA 

>«)5181.seq 

C|0:GATGTTGTCAAGGATGGTTNNGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGmGCCTGAGGCT^^ 
GiiJ^CTGTGnATGAAAATATAGACAnCTCACATAAGCCCAGTTCATCACCAmCCTCCmACCmCAGTGCAGm 
GACTGTCAGTTCTCTGGGAAGTGGTCAGGGCATCCTGCAGGGCnCTCCTCCTCTGTCTTnGGAGAACCAGGGCTCnCTCAGGGGCTCT^^ 
GAAGGCCAAAATCAAGAGTGAGATGTAGAAAGTTGGGAAATAG 

>nab5182.seq 

GTGGAGCAGGAAGGAGCTCTCNTTCTGnCCCAAGCCTCAGAACTCTTGAGCTGTGGCnACnGCTGTCnCACCAGGnCAAGCTCCGT^ 

GGTGTACAGGCTCCCCAGGATGGGGCCTCATACAACCCnCATCTGCACTCAACAmAATCGTGTCCnGCTGTCTm 

TTCAATAATCAGAGAAGTGTAAAATAAAACAGATTATATTGT 

>ncrb5183.seq 

ACTATGAACAGGGTGAAAAAGTGTCNGCTCGCTATCATATOGAGAAGmGGGTAAAATCAmTAGGnCTGAATTGATGATGATGAGCTCTCTGC 

nACTATGGTCTCTACCTGATTCCTGAGACATATGCAAGmGTGTTCTATACATGmATATCTACATGCCTATACCGATTGmACATATGT^^^ 

CATGAAAnCATCTACCAGAAAAATAATATGTGATOmGCAGTAGATCTAAAATGCAGACAnAATATGAAACT^ 

>ncrb5185.seq 

CTATCACCCTATAGAAGAACTAATGTTAGTATAAGTAACATGAAAACATTCTCOTCCGCATAAGCGTGCGTCAGATTAAAACACTGAACTGACAAn 
CAAGAAGTCATTAnACCCTCACTGTCAACCCAACACAGGCNTGCTCT 

>ncrb5187,seq 

GCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGmTTTTCTCTnGAAAGATAGAGATTAATACAACTACnAAAA^ 
TTAAGmTTAACGTAATmAATAGCnAAGArrTTAAGAGAAAATATGAAGACTTAGAAGA 

>ncrb5189.seq 

GCTGAGGGGGGAGGCGGAGCTTGAGGAAACCGCAGATAAGmTmCTCmGAAAGATAGAGAnAATACAACTACTTAAAAAAW 
TrAAGmnAACGTAATmAATAGCTTAAGATmAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAA^ 
GCTTCTTGATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGAGTAGAGAGCCCCGAAnAATAGCAATAGAAGGGGAATG^ 
CnAAAGTTTAGTTTAAAAGTTGTAGGGTGATT 



>ncrb5192.seq 
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AnGTCCCCATATCnGTGTGATCTGTMTGACATCATGGCCTATATGmGGCmncnTGGTCGGACCCCACTCATCMGCT 

GGGCnCmGCTACTGTGGTGmGGCCnCTGCTGTCCTATGTGATGTCCGGGTACAGATGCTnGTCTGCOT^ 

GAGCCCTCGGACCTGmCGCCTGCAGGAGTACAACATTCCTGGGGTGATCCAGTCAGTCAnGGCTGGGTATGTGCCACT^ 

>ncrb5193.seq 

TGGGGATCMCmCCTTCTGTGTGTGGCTCAGGAGnCnCTGCAGAGATGGCGCTATCmCCTCCTCCTGT^^^ 
AAAATAnAACGTTCAGC 

>ncrb5195.seq 

CATGCCAAGNATGATTAATACAGNATCnANTNGAATCnGAAAAGCCCAGAGATCCAAAGAGCCCnCGAGCACCACGCAAGAAGATCC^^^ 

GAAAAACTTGAGAATGATGnGAAGCTAAACCCATATGCAAAGACCATGCGCCGGAACACCATTCTTCGCCAGGCCAGGAATCACAAGC 

AGCGGCACTACAAGCCAAATCAGATGAGAAGGCGGCGGnGCAGGCAAGAAGCCTGTGGTAGGTAAGAAAGGAAAGAAGGCTGCTGTTG 

>ncrb5196.seq 

CACGTCCGATmGCTTGGATCTTGGCAAGTATCCGTAATCTCCCTCGAGAAACAGTGGACTCTCTAAAAAATATCCTGACTTCW^ 

CCAGGTGAAGTGCCCCAAGGTGTGGTAACCAGGnCTACAGGGAGGCTGGACCCAGTCCATGnACTTCTGCTTCGCmCCCCTAGGGGACCCCGCCCATAAAGACA^ 
CCATGACAAAGGAAGTTGACOTGAACATGTAACCATGGCGTACCGTGTOCCnGCTAGCTGCAAAATAAACnGnGCTGACCTGCTGTGCT^^ 

>ncrb5197.seq 

ACCCCAAAAGCCTGTGGCnCAGTCCTGCGTCTGCA^ 
TCTTrrTCTGTTTnCCnGCTCATnCGTmGGGGAAGAAATCTGTACTGT^^ 

>ncrb5199,seq 

ACAAGGCCAACAAACAGCACTTCTTACACAGCCTGGCCCTGnAGGGGTGCCCCATTGCAGAAAGCGACTCTGGGCTGGGnAnGGTAGCnCCGGAACGACC™ 
CrrmCTACCAGGCTCTGAGTGGAGACCCCAGCATCCAGACTTTGGCCCCTGCGGGAGGGACCCTGCTACTCTTGGGCTGGCnGCCTTGGCTCmGAACTCC 
ACTGGGTTTTCTGGGCAGI 1 1 1 1 1 i 1 i I IAAAGA6TTGGAGTAAGA 

>llib5200.seq 

;^y^GGAC^C^AATATAACTG^ACACTGTCCTO^ 

>ISfc5201.seq 

SffncnGTNTmTGncmACATCANGTAAAmTATGTnAAATATGCGGAGAATG^^^^ 
AAAACTGGGGmGTOCCAGTTGCTGTACmGTATATAGAAmTTATAAAnGTATGCTTCAGAM 

T^CCCCCTGAAATGTATAGAATCCATnGTCATCAGGAATCAAAACGCAGAGTCCATTGTGAAGTGTGCTATAnTAGAACAGTCnAAAAT 
T^AncnATTTTCAAGAGA 

>ncrb5203.seq 

TA^CTNGACTCAGCGGTAGCAACCTCGCCCTTGCAACAAAGGCAGACTGAGCGCGAGAGAGGAGGnTCCAACTCAAAAATGCAGGCTCAACAGT^^ 
TiSaAGCTGCCnCnGGCAnCATTnCATACTGGCAGCTGTGGATACTGCTGAAGCAGGGAAG 

>|^^5204.seq 

(#^GCCTGAGGCTTTCTCGAAAGTGC™^^ 
AiiGATTTTTTTTmAAAGANAATTCTANAAnCTAT^ 

mTTNGNACTAAAATGCTCATnACATGNGCCATTTTmAATTCGAGTAACCCATATTNGmAA 
>ll^5209.seq 

GGNCNmATGGCCGAGGGTGGTCNGCCACTGCGCAGAACCAGACTTCGCTNGTACTCGTGCGCCTCGCnCGCTTTTCCTCCGCAACCA^^ 
TCGAGAAAnCGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGAnGAACAGGAG^ 
GCCGCCAATATGCACTGTACATTCCACAAGCATTGCCnCTOTTnACTTCTmAGGTGmAACnTGT^ 
ACATCAAAGAACTACTGACAACGAAGGCCGCGCCTGCCmCCCATCTGTCTATCTATGTGGCTGGCAGGGAAGGAAAGAACTTGCA 

>ncrb5210.seq 

GGATGGTGGTGACATGGACTTGmATAGAGGACAGGTCAACTGTCTGGCTCGGTGATCTACAnCTGAAGTTGTCTGAAAATGTC^^^^ 

GGAACACTGCAGAGACAATGCTGTGAGmCCAGCCTCAGCCCATCTGCGGGCAGAGAAGGTCTAGmGTCGATCACCAnATGATATCAGGACTGGmCnG 

CTAGGAGATCTGTCCCTmAGAGACACCTOCmTAATGAAGTACnGGGAAAGCGGnTTCAAGAGTATAAATATCCTGTATT^ 

ATCCTCCCT 

>ncrb5211.seq 

TGCCNCAGCAGNAAnCnGTAACAGAGnTTCAAGAnCTTATAGATAAAGTGAAAGATGATTCTGACATTGTCNAGAAAGAATNTGCnCTATACn^ 

AGGGCATGTNnATCTGACAAGncmAACAGAACCmCTCTGAACACGGACATGTGGACCTCTTCTGTAGGAACTTGAAAGCCACTTCTCA^ 

AAGGTTGTGTCTGGAAGCCATTGGTTTTCCTACTG 

>ncrb5213.seq 

CAATGTACATGATGACAAATGAGTCTTAAnACATGAATACAGATAGTAAGC™TACTGTGCGTGGmGTGACATGCCTGAAAACATGAGTGTATO 

TAACAGTCAACCAnGNGCTCCTTGAAnCTTTmCCTTAAAAAACAAnTmAAGGGGATTAACACATCTG 

AGACCAGGGTGAGAAAAAGGAGTCATCTAnmNCnAnGGCTAATnATTAATAGCCCCATGGAAGGGCATATGACCATCTO^ 

>ncrb5215.seq 

GAAAnATGAAATGTAATGAAAnGAAATGAAAnGAAATGAGATGAGTTGAAATGATGAGATGTAATGATGAAATGAAATGATG^^ 
ATGANTTGAGATGATGAGATGAGATCATGAGNNGAAATGATGAAATTAAATGAAATGATGGATGAAATGATGAGATGAAA 

>ncrb5216.seq 

AACCAATGATTTTAGTGGTGCTANGGCAGCTGCAGTmGAGTTAGAnAATGTGGTGAAAACCATCAAATACmGAAA 

TnGGGAGGCCGAGGTAGGTGGATCACmGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGCAAAACGCCGTCTCTACTAAAGATACAAAAATTGGCTC^ 



Figure 14A - Normal Cartilage cDNA Libraiy EST Sequences - Page215 of 776 



GTGCCTGTGGTCCCAGCTACTCGGGGGGCTGAGGTGGGAGMTTGCnGGACCCAGGTGGCAGAGGnGCAGTGAGCCAAGAnGTGCCACT^^ 
CGAAGCTCTG 

>ncrb5220.seq 

GNAAACCCCCGGNTACTTATGGCCCGGGGTNNCCNCCGCAAGCCCCATGTGTGTTGAGAGCTmCAGACTATC^^^^ 
GCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAM 
CTCnAATCAGTGGTGGAAGAACGGTCTCAGAACTGmGTnCAAnGGCCAmAAGmAGTAGTAAAAGACTC 
GAATGTTnGTGGACCACmGGTTTTCTTTmGCGTGCGGCAGT^ 

>ncrb5222.seq 

CAGAAGACACAACAGAAGACACAGCAGCAAGACGAAGATGAAGAAATGGATGTGGGAACAGATGAAGAAGAAGAAACAGCAAAGGAATCTACAGCTGAAA^ 

TACTCTCACCAmGGATCCTGTGTGGAGAGGGAATGTGAAAmACATCAmcnmGGGAGAGACTTGnnGGATGCCCCCTAATCCCCnCTCCCCTG 

ATOTGGGTCACAGGAAAAAGTGGGTTnnAGTTGAAmnmAACAnCCTCATGAATC^ 

AAGAT 

>ncrb5223.seq 

AGCTGCATAGATTTCTTCACCTGATCnTGTGTGGAAGATCAGAATGAATGCAGTTGTGTGTCTATATTTTCCOT 
AATAAAGGTAnACniAGAGTG 

>ncrb5224.seq 

TATGAATACAGGAGTGGAGGCTCNAGAGACTGCCTGTAAACTAGCTCGTAAGTGGGGCTATACCGTGAAGGGCATTCAGAAATACAAAGCAAAGAn 
TGGGGTAGGACGTTGTCTGCTATCTCCAGnCCACAGACCCAACCAGnACGATGGGNNNGGACCAmATGCCGGGATTCGACATCAnCCCTATAATGATCTGCC 
GTGCTCTTCAGGATCCAAATGTGGCTGCGnCATGGTAGAACCAATTCAGGGTGAAGCAGGCGTTGTTGTTCCGGATCCAGGTTACCTAATC 
ACCAGGTTCTCTTOTTGCTGATGAAATACAGACAGGAnGGGCAGAACTGGTAGATGGCTGGGTGnGAnATGAAAATG^^^ 

>pcrb5227.seq 

Gl^GGCNCGGGTGAGGAGCTGGTGGCGTCNTNnGnCGAGGCGAnCGAGGTCCAGCTAGGATGATGGAGGTTGmGCAAGGACCGTCTGGGGAAGAAGGTCC 
Ai^ACGGATGATACGATCGGGGAGCTTAAGAAGCTGAnGGAGCCCAAACTGGTACCCGTTGGAACAAGATTGTCGTGAAGAAGTGGTGCAGGAT^ 
(^ACTATGAAATCCACGATGGGATGAACCTGGAGCTnAnATCAATAGATGAGAATCCTCATCnCCTGCCCCGCmCCTCTCCCATCCTC^ 
GpTGTAAAAACTCACCTTAATAAAGACTTAGATGTTCA 

>fll)5228.seq 

dtr^CGGAATTAGATCTTGATGGGNACAAAATCAGCAGAGnGATGCAGGTAGCCTGAAAGGACTGAATAAmGGC 

TgiCTCTCTGGCCAACACGCCTCATCTGAGGGAGCTTCACTTGGACAACAAGAAGCTNACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGTTGTC^ 

/^AATATGTCTGTAGnGGATCAAGTGACnCTGCCCACCTGGACACAACACCAAAAAGGCTTCnATTCGGGTGTGAGTCTm 

>^^ACCTTCAGATGTGTCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAATTCTCAAGAAAGCCCTCATTm 

TAAATAAAAGCTAGATACTGG 

>Ob5229.seq 

(^CAGCAGACTGGCAACCTGAAGCAAGGCCCTGGTCCTCCAGGGCTCCAACGAGATCGAGATCCGCGCCGAGGGCAACAGCCGCn^^ 
q^GTCACACCGGAGCCTGGGGCAAGACAGTGATTGNATACAAAACCACCAAGACCTCCCGCCTGGCCATCATCGATGTGGGCCCCTTGGACGTO 
GSSGTTCGACGTTGGCCCTGTCTGCnCGTGTAAACTCCCTCCATCCCAACCTGGCTCCCTGCCACCCAACCAACmCGCCCGAAGCCGG^ 
Cl^AAAAGCCAAAAAATGGGAGACAATnCACATGGACmGGAAAATATTTnmCCnTGCAn^ 

>p|)5231.seq 

ATOAATATATAnATAAAnAATNTAAAmAAGGGAAGCTCTATGTAAGGAGACnAGAGCCAAACTG 
TAGCTTAAGAATTGCTAGGATTAAATTAAGGAAAGTAAAGCTACTCAGAGCAGGNGGnCCACAAGCACAAACmAGACA 
GCAACACAmGAAATACAGGCncmACATAAACTGAGAGGnATACAAAACTCAGTFCACAAGGGAACAATCTAT^^ 
TATTTTACTCrrTAAAATCCTGCCTTTCTGA 

>ncrb5232.seq 

AAAGGAAGAGTTTATTGTNTCTGCGTTAAAATAATGCACAATGAATAAAAATGAAAAAATAAATAAAATATnAAAGA 
CATACTAAATCCC 

>ncrb5233.seq 

CACAnCGGGACACCTCCCAAGCTCTGGAGCTOCCCAGTAmriTTGAGGCTGTTTGTAGCCAGATGGAAAAGTGGTATGAAAAGTAGA 
GAAAGCCCAGCAAGATAAGGCTACATTGAAGGAACACAnAAAAGmAGAAGAGGAACTTGGCAAACTAAGGACTAGGGTGGAGAAGGAAAA™ 
AAAGGAnCTTGAAGAmCGAGTTTTGCAACTGCATAATAGCTATGCCCAAGGAGTCAACTAnGTATATAnGCAGAmGCCTT^ 
TACATGTnGGTATGCCGAGGAAGnATGAAGACT 

>ncrb5234.seq 

TCGTTAAAGTCTCTCTTCACGGTGCCGTCATGTCTAAGTCAGAGTCTCCTAAAGAGCCCGAACAGCTGAGGAAGCTCTTCATTGGAGGGnGAGCTnG^ 
GAGGAGCCATTnGAGCAATGGGGAACGCTCACGGACTGTGTGGTAATGAGAGATCCAAACACCAAGCGCTCCAGGGGCnTGGGTTTGTGACATATGCCACTG 
ATGCAGCTATGAATGCAAGGCCACACAAGGTGGATGGAAGAGTTGTGGAACCAAAGAGAGCTGTCTCCAGAGAAGAnCTGAAAGACCAGGTGCCCACTTA^ 
TGTTGGTGGCATTAAAGAAGACACTGAAGAACATCACCTAAGAGATTATTnGA 

>ncrb5235.seq 

AAATAAATGAAGAGGCATACCGGNNTTGTAGATTGGAAGACCCAACATAGTAAAGATGTCCATOTCnCAAAmGAAATACAAATC^^ 
TTTnGTAGGTATAGACACATTTATTTTAAAATTTGT 

>ncrb5237.seq 

GTAAGGCCTAAAAAGTGTAATGGTCCnmTTNTGGCAGCCTGAATGAGAATGCAGGGCAnCAmCATGTAGTATGATGGTGATOTTATATGTAGGGTACA 
mTCCTCTATGAAGATAGTAmGAACACAGGGCTGnAGnAAGAAAACGGGTTGTATnCGACnAAAAGAGTTAAATCTmAAAM 
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CATmGCCCmMnGGMGGATCMCTAGGAMCTnGGAGAGAGAMTMTmCTAAAm 
GCmGAAACnGGATTTAGGAAAGATCTAAACTATAAGTAGACTGTTCCTATTTG 

>ncrb5238.seq 

TATGGCCGGGGATCCCCTAGGAGCCTCTCTCCCTACTGCTGNnCACAAGNACCCTGAGACTGACCTGCNGGAC^ 
TAGCGGTAGTAACmGTGnATGAATCACATGAAAGCATGGAATCnATGAAGlTAATCCCnCATTAACAGGA 
AAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGA^ 
TAATCGCTACTTCAGGAAGCGGCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTT^ 

>ncrt35239.seq 

CATAAAGCAGGGGCAGCAGGACAGAAAGCTmATTCTTGTCAAAATCAATCnGACmGGTACATCACAATGGCT^ 
GGCTGACTTGGGCATCATTCTGGAAnAAGAGCCTTTGCAGTATAAAACCAAGATTTGAATAACAGTAAAGGTCAGAG 

>ncrb5240.seq 

TGAAAGGAATGCTATTAAAAANACCANCTACTTTCTCAAATTGTTTTCCAGTGTTCTGGAGTCTCACTGTGTCTACmCT 
GAAACAGTGATnAGGGNGAATOCAAAGGmCTTCTAAGTATCTACnGGNGGGNGNCCGATTATGATTCCCTTAACAAGTAAT^^ 
ATGATCCCCTCATGCCACCCGACCCGAATCTGNCnTCATATACCATCAGGTAGGACCACTATGCTCCAAAATATGCCmGGAAAATGTAm 
GAAACTAAAAGACCCCAGAGAAACTAAATAGCTCCCACTG 

>ncrb5241.seq 

AACAAACTCATGGCGTTGAAACCACACAGnCTCAmCTGnAmATOGCTGTAGCAnGTCTGTCTCCTCTCTCTGCTCCTnGACCTTCTCCTC 
CATGAATTOGTTCCTCGCAAGAGTnGGACTGGCCATCAGAnGTTGCTGGACATAGTTGCCnTGTATGTCTGTATGAAATAAAAGGTCAnTGnA 

>ncrb5242.seq 

GnGGAGATNGCGAGGATCCTGGTATCCGCTAACAGGTCAAAATGCAGATCnCGTGAAAACCCnACCGGCAAGACCATCACCCnGAGGTGGAGCGCAGTGACACCATCGAA^ 

GTGAAGGCCAAGATCCAGGATAAGGAAGGCAnCCCCCCGACGAGCAGAGGCTCATCmGCAGGCAAGCAGCTGGAAGATGGGCGTACTCmCTGACTACAACATC 

TtgACCCTGCACCTGGTCCTGCGNGTGAGAGGTGGNATGCAI^TCnCGTGAAGACCCTGACCGGCAAGACCATCACCCTGGAAGTGGAGCCCAGT^^ 

>fiSb5243.seq 

d^iACCCACAGNATAATAGGAACAAAATGTANmNCCATGTGCCAAACAAAATAAATGAAATCTCTGCATGm^ 
GiJAGTGnATGTGCCTGTATTTTmAAAATGGTACACCANGAAAAGGACTGGCAGTCTAGnCTACCATAGnAA^ 
Ag^TGCTCATAAAGAGGATCAGACCTTCTnCCCGTGAAACCAGTAmGGCGCCATATATAAGCCTGGTTAAATTGGTCATCTA^ 
Aq^TCGAAACTGGnATAAGTAAAACCATCAAGCCAACAACAGGGTCnGAGATAACCmGAAGC™nGTA^^ 

>lM)5244.seq 

GgfTTCNCCAAATGCTACCCAAATAACCGCnGTAATTCTCTGTCATCTGTCCAGCAGCCC™CAGCAATTG^^ 
GtCATTCAGAAGmGGGGATATGGA TTCCTG TCAGTGACAAmnAATCTGGCATCTCTCCTCGGATTGAmTGA 
TtlTGTGGGGCTGGCTATTOGGACTCTTTm 
rl^TmACCTACTmCTTTTTTGAAAGAATGCTAAAGATGnATT 

m 

>l>lib5245.seq 

TpC™CCAGGAGCCTCAGGGANCCCAGCCAGCACAGCAGCAGCAGCCnGCCTCTATGAGATCAAACAGmCTGGAGTGTGCCCAGAACCAGGG 
(i^CAATGAGGTGCTGAAACAGTGCCGACTTGCAAACGGAnGGCCTAATGAAGAAGTTCAACCTGGAGAGAT^ 
AptSATAGTGAGGGTATAAAGTGTAACCATCAGTTAAACCTCTCCTGTCATTCCTAGCnCCTO 
GaSllAAATGTnGTGTGGCCTCCnAAAGTAGCTGnATGnATGATTnAncmGNGAGTTAAn^^ 

>ncrb5246.seq 

CATACTAAAACCmAAAAAGCTNCNTCnCTCAATTGAlTTnTTCTmAGAAGCCATGG^^^^ 

CTGCTCTCnACTAAAAACGAAGACAnCAATACTAATCTTGCTGGAAGAAGCCTTAACCAAGCAAACnCTCATnCTCTGG 

AGAGCCTGTAGAAAATATAGAAGAnCATTGGATGTTGGCCTAGTTCTGTGTGGAAGACTAGTGATmGTTGT^^ 

>ncrb5247.seq 

CTGTGTAGCCATGTCACTGTGNATAACGAmcnGCATATTTAGCCATmGATTCCTGmGAmATACTTCTCTGnGCTACGC 
ACAATCTGTATGCCTAAAAGCGGGTACTACCGmATmACTGACnGnNAAATGAnCGCnnGTAAGAATCAGATGGCA™^^ 
TAACAGGAAACGGTATTGTATGATATATTTATAAATGCTATAAAGAAATATTGTGTTTCATGCATTCAGAAATGATTGTTA^ 
CTATGTTGAGCCnGCnACCAGCAAAGAATATTTnAATGNGGATATCTAATTCTAAAGTCTGTTCCATOGAAGCAATTGGCACATCm 

>ncrb5248.seq 

TGAAGCGAAAmGAAGATGACATGCCCTAnGGCnAACAGAGATCGAAATGGACATGAATACTATGGCGATTACTACCAACGTCACTATGATGA^ 
GCCCCTACGGGTTTAGGCATGGAGCCAGCGTCAACTACGATGACTACTAACCATGACTNGCCACACGCTGTACAAGAAGCAAATAGCGATTCTCnCAT^^^ 
CTACTTGGTTTCTGAmGCTCTAmCAGCAGATCTmCTACCTACmGTGTGATCAAAAAAGAAGAGnAAAACAACACATGTAAATGCCT^ 
TTTAAAAATAGAAATAAAGCATnTG 

>ncrb5249.seq 

ATATGTGAATGAGTAACmTTNCGTATCAGGAATGTmGGTACTGTGmTCACTCAAACCACTGACTTAACAGATACTGCTGTGTAT^ 
AACAGATTGTTCCTCTTATAlTTGTGTGTATACAGGCAAnCATGTTTTAATGTNAATAAATACCATTnGCAGCG 

>ncrb5250.seq 

CAGGAGGGTGAGGTGGGCGGATCACGTGAGGTCAGGAGnTGAGACCAGCCTGATGAAACCCTGTCTCTAGTAAAAATACAAGAAmGCCGGGCGTGGTGGCGCATGGCTGTAGTA 
TGAGGTACTCAAGAGGGTGAGGTGAGAnATGGGTTGAAGCGAGGAAAGGGAGGTTGTAGTGAGGGGAGATGGCGCGAGTGGAGTGCAGCGTGAGTGAGAGAGTGAGAATGCATCT^ 
AAAAAAAGACAAAAAACAAAATTGCTTGCTAAAGAAGTGGTGTCCTGAGGTCnAAGACATTCGTGACAGTGTCTTGAGTGGGTGGGANA^ 



>ncrb5251.seq 
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TGAGGGGGCAGGCGGAGCnGAGGAMCCGCAGATMGTTTTmCTCmGAM 
AAGTTmAACGTAATTTTAATAGCnAAGAnnAAGAGAAAATATGAAGACTTAGAAGAGT^^^ 

>ncrb5253.seq 

TACnCCGTAAAAATAGnAATCTATTTmTTTGACATCCTAGmGCATCAGTC^ 

AATGTCCTAGnGTCATTGTGATTAAGGGGCCAACTnCCAGGCAGCTAGCAGAGATACTATTCTCnCCTCTCC^^ 

TGGCAGCCAGTGATGGAACTATAAAGATGTCTGTGGTCATATGnGAATGTGGCAGCTTGAAGATGTACTGCCACGGGTGATCTAGGGCAGGCTGT 
TCGCCGTAGACAGCGCTCTGGCTACCACCGTGAGGCTACnGAACTGTCAGGGGCATCTGCCTAAACCAGAATCmTGTCAGAA^ 

>ncrb5254.seq 

CAAAAnGGACmGTAnGmATTCATAAAAGACACTTGGTAATAGACnCAGTGAACTCTGTATGAATGCAGTAGTGTGCGTGCAAA^ 

GGCGCTAGGGCTCGGTTGTGAAATACAGCGTAGTCAGCCCTTGCGCTCAGTGTAGAAACCCACGTCTGTAAGGTCGGTCnCGTCGATCTGCTTmTC^ 

CCACAAAACTGTAAGCTCAAGGAAACCATAAAGCnGGAGTGCCTTAATTTnAACCAGm^ 

>ncrb5255.seq 

TGTAATGCAAAAnTTTnAATCCTCGCCnAATACnirnATTnGnnATTnGAATGATGAGCCTT^ 
TTnGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGCTTACCTGTACACTGACTTGAGACCAGnGAATAAAAGTGCACA 

>ncrb5257.$eq 

GTGTTTTAATAGGAAGCAGCnCNCTGTTTTCAmATTCTCACTGAGGTGTGACCAGTGTGTGTGTGTGTGTCTGTGTGTGTGTGTGTGTGTGTGT^^^ 
>ncrb5258.seq 

GAAAACCGGCTCTGTCCCTGTCTGATCTCTnNGCCTGCCTTGGAGACAAGACTCTCCCAGTGCTGTGTGCTTGGAGAGAGGAAAGCACACAGGCGTG 
CAATTCTGTCTCCACCTCTTAnAGCTAGCTATGGACTCCTCTCTGAGGCTCGATOCCTCATCTGTGAAATGGGGTAATGGTGTGAGCAGCGnTCCCTGG 
CACnGGGGGCTCATGGACTGAGCATGTCmATTAGCAAACACTTATTGAAGCCCTAGTAGATGCCAGGCAGTGTOTGAGGTCCCGGGGATACTmA 
ATTCCTGCTCTTGTGAAGTTTACATTGACTAGATAGTAAACAAAATAAATGAAATATGGAGAC 

>fBb5259.seq 

A^CCGAGGTGGGCGAATCACAAGGTCAGGAGATTGAGGCCATCCTGACCAACATGGTGAAACCCCGTCTCCACTAAAAATACAAAAATTAGTTGGGCGTGGT^ 
A^CCAGCTACTGGAGGAGCTGAGGCAGGCAAATGACnGAACCAGGGAGTCGGAGGnGCAAGTGAGCCGAGATCGTGGCACCGCACTCCATCCTGGCGAC 

111 

>a!^b5260.seq 

CfBGATAAATTAmmAmCGTAGTGTACTTCTATATTmACATGCTGTCAGAATAmGAAATACAGT^ 

Ti^^TGAATGGATTAGCAAAnATAGGGACTAATGAAATTAAATAAAGATTAnCAACTAAACTAGTGGCTC^ 

TpTAGAATTAAAAATGTCAAAGTAAAATTAAAATAACAnC 

TTGCATAAAATAACnG 

>!iBb5263.seq 

■IMAAACAGA6CAAAGGNGAC^]AAA^TTATAGTGAACAGCATATACCTACCAT^^^ 
df^AATC 

>iSb5264.seq 

QS"GGAAGGAGGCTCTCAGAmCCCTGCCGTCCTGACATCCCCCAACCCTCCCTGGGCGTGGGGGTGTCAAGCATGAGTCAGGCTGAGCCTGACTC^ 

tMTCTAAACnCAAATCnCAACCCTGTTCCCTAATCCAACACAnCCCCAAATGAAGGGACTGGACAGTGAGAW^ 

G^AAAATGnCCCAl II i I II II II II I 

>ncrb5265.seq 

TGTACTCCAGCCTGGGTGACACNAGAGAGACTGCGTGTCAAAAAAATAAAAATAAAAATAAAATACATAAAGGAAAAGAAAGAAA^ 

CCAGCACTTTGGGAGGCCGAGGCAGGCTGATCACCTAAAGTrGGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAn^ 

GGGGCATGCCTGTAATACCAGCTACTCGGGAGGCTGAGACAGGAGAATCACnGAACCTGGGAGGTGGAGGnGCAGTGAGCCAAGATCATGCCATTGTACTCCAGCTTGGGCA^ 

AAAAGTGAAAGT 

>ncrb5267.seq 

AAGCTGCAGATCCAGGTCACCACCTAGAGGGGAGGAAGACCTCGCmGGAGAGTGGGAATAAAACGCTCGTGGAGAAGGGTACACGCTmCTGGGAAAGTGAGGCCACCA 
TCTGGAGAAGTCTCTTGTCCGGCTCCnCTGCnGTCCTGATACTGCTGGTGCTGGGCTGGGTCCAGCCTTCCCTGGGCAAGGAATCCCGGGCCAAGAAATTCCAGCGG^^ 
GGACTCAGACAGTTCCCCCAGCAGCAGCTCCACCTACTGTAACGAAATGATGAGGCGGCGGAATATGACACAGGGGCGGGNGGAAACCAGTGAAGACCrrTGTGCACGAGCCCCTG 
GTAGATGTCCANAATGTCTGnTCCAGGAAAAGGTCACCTGCAAGAACGGGCAGGGCAACTTGCTACAAGA 

>ncrb5268.seq 

CGGCACTACAAGCCAAATCAGATGAGAAGGCGGCGGnGCAGGCAAGAAGCCTGTGGTAGGTAAGAAAGGAAAGAAGGCTGGTGTTGGTGTTAAGAAGCAGAAGA^ 

GGAAAAAAGGCAGCAGCTACCAAGAAACCAGCCCCTGAAAAGAAGCCTGCAGAGAAGAAACCTACTACAGAGGAGAAGAAGCCTGCTGCATA^ 

AGGTCAAATCATnTGGACAGCnCTnTGAATAAAGACGTGAnATACAG 

>ncrb5269.seq 

GAAATnTOTCmATTGTANACACCAAAAGAGATGTAACTTTGTmTGTTTmAAGTTCTCCTT^^ 
TGTATAmGATTCCAGATTTAAAATOGnAGAmTnAAAAATOTCTNACTACATGTAATACnTGTAAAAGGCTTAGTTnGTG 
CTACTAAAGTrAGTGAAACAGTTTCnCnTCATTCAAAATOTnGGTAGAmAATGCmcnATTTTGTGCAm 
TTCATGTGTTTTGGCAAACAC 

>ncrb5270.seq 

TCAGnGTGGCGGTTGCTGGTCCNTAACAGCCAAGATGCTGCGGAATCTGCTGGCTCnCGTCAGAnGGGCAGAGGACGATAAGCACTGCTTCCCGCAGGCATm 
TCCGGAGAAGCAAAAACTGnCCAGGAGGATGATGGAATTGGAGTGTATGTAAAGGGNGGGGTAGCnGATGCCGTCGTGTATAGAGCCACCATGAnc™^ 
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ATATGCCATATATGAGCTGGCTGTGGCnCAmCCCAAGMGCAGGAGTGACmCAGTCATCCCAGCMTCGCTO 
ATAACCGAGCTCTOmGGGGATCAATATmATTGACTTGTAGTAACTGCCACCAATAAAGCAGTCTTTA 

>ncrb5271.seq 

TCTAACAAAACTAGGCTGTCCCGAACCCCTGGTAATAGAATTGmACCmATACCAAGAAGGnGGGAAAGC^^ 

TTCGTGCTGTAAGACCTAAAGnCmTGAGATTGTCCAAAACAAAGAAACATGTCAGCAGGGCC^^^ 

CTTATCGAGGAGCAGAAAATCGTTGTGAAAGTGTTGAAGGCACAAGCACAGAGTCAGAAAGCTAAAGA 

>ncrb5272.seq 

CGTCTACTGTGACAGTATTTCANCNTGTGGACAAAAGTAGCmAAAGCAAGTATCTGGAAAATTmA 
TCAGAGTCATGACAAGGGGGT6TGATA 

>ncrb5275.seq 

TGAGGGGGCAGGCGGAGTTTGACGAAACCGCAGATAAGmnTTCTCmGAAAGATAGAGATTAATACAACTACTTAAAAM 
AAGTTTnAAGGTAATTTTAATAGCnAAGATmAAGAGAAAATATGAAGACTN 

>ncrb5276.seq 

AACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCGCCAATTCCTACTO 

GATGCTATAAAATCACCACGGTCnTAGCCATGCACAAACGGTAGTmGTGTGTTGGCTGCTCCACTGTCGTCTGCCAGCCTACAGGAG 

GTTCAGGAGGAAGCAGCACTAAAAGCAGTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAAGAGATTTTG 

>ncrb5277.seq 

GACAAACGTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGTTCAACmAAAmGCCCACAGAACCGTGTAAATGCGCnGTAAAm 

ACAGCTCTnGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAnTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCM 

AAAATCCCAAACATATAACTGAACTCCTCACACCCAATTGGACCAATCTATCACCCTATAGAAGAACTAATGnAGTATAAGTAACATGA^ 

GAnAAAACACTGAACTGACAATTAACAGCCCAATATCTACAATCAACCAACAAGTCATTATTACCCTCACTGTCAACCCAACACAGGCATGn^^ 

A^AACTCGGCAAATCTTAC 

>fiert>5279.seq 

TCSCCTmCCTCTCCTCCCTCTNCTCTCCAGnAGGCmCCAGAGCACAGTATATACACTnGCTGAAAAnCGAGT^^ 
tI|ATGAGGCCGI II t II lAGATCCCTGAAATATGTGTCTGGTGGAAATAAATTAACTTTTAAAAAT 

>Rjjrj35280.seq 

AT&AATCCGTATGAAAATCTCATCAGCATTCTTCACAGAAATAGAAAAAAATCATACAATnCTGTGGATCCACAAAAGATCCCAAATAAG 

GlilGCATCATACnCCCAAmAAAmATAmCAAAACGAGAGTAATCAAAACAATACAGTAnGGCATAAGAGATACACAGGACAGTGAAA 

Gi^TAATGAATTmGACAAGAGCACCAAAAAGACAAAATGAGAAAAGGGTAGTCTCnCAATAAAT^^ 

>ngrt)5281.seq 

GWGAAGTGACmCAAAATGTGTGCCTTGTGCmAGGATAAAGCAATCCAATGAAnATTT^ 
A^MCCCAGAGAAGnAGTGGATCTGTGTAGAGCTGTCATGGCAATCAATAGCAATCAmAmAnCCCTTTnGGT^ 
AilSTGGCnCAGGnGGGGTCAnCnnCCTGATGTAmATGGTAATGAAAATGAACCnGTCAAAAT^^ 
G¥gGCAnCCCTAAAAATAATTGCATGATACA™TATATmATCATTGAGTTGAATCCAAAGCTC™CT^ 

>0S)5282.seq 

AlKTTAAGAAACCTGGCAmAAATCATATmGTCmAGGTAAAAGCmGGmGT^ 
AAmACCnTCCCrrTTTCTTTCTCI i 1 1 1 1 1 1 INGTATATNATGGGTAACAATAAATATACATNGCnTN 

>ncrb5283.seq 

CnATAAACTGTGTACTCnCTCAnAAACAATACAGTCAATACAAmAACTmGTmcnAAAATGTAm 
ATGTGTTGATGTCCTCTGGTGCmGGAAGTATTCAAGCTGnTGGTAGAATGATTnGCCAAATAGCTCnAGTGAA^ 
GGAAATATTAGGTTGTCTAAAGCAAATCAAAATAAAACCAGAAATCATCTCTGATGATTCTAAAACTAGAAATC^ 
GTAATCTGGTGCTATATAn 

>ncrb5284.seq 

CTCCCCGGANTGCACAGGTCGACCTGGGAGCCTGGCGCGTCATGAnGGGCTGACAGCAGAGAGAATTGAGAAGCATTTCTCCCCTGCCGCACGCGGGGGCTGACATnCTAAGCAA 

GATAGGAAGGGAGCACTnCTAGGCTAGGAGTTGGGTGCATnGTACCGTGAAAAGCATTCCTCAGTTGTGGCTTAATGCCAGTTACGACGCTGCCTTTCCGGCCTGCTC^^ 

AGCTACTGGnCACGTGCAGmGGGGCTGTGAAACCTAGGCAGAAGGCGGCTGTCTGAGGGCTGTCCCCGCCTAGGACAGGGTCAATCGAGGAATGCCAGATGTGCACCGGTTTT 

TGGCAAAGTAGGGGGCACAnTCCAnATAGCAATGTTAGTGCCACCACCTTCTGAACACAGTGGGGAGGGCTGTGAAGGCTCATGTGACGTGGATGTGAGGTG^^ 

GGACGCCACCGGGTCCA 

>ncrb5288.seq 

AGGATNAAAGAAGAATAGAGAGCTTTCGAGTTAACAGGGAAAATAAGGACmGTGCCAAACAmCCAAATGTGGAATTTGAGAATAATCT 

TTAAAATTAGTACTTAGTmCCACACCTnGGGAAmCACCCnGATGGAGGATTGCAAGAATAATCTGATimGAGAAC 

ACCATGGAGAAATAGAAAnGCTCCCAACTnCCAAAAGGTTCTTAAGnCTTTCTTCTTTTGTGGTT 

>ncrb5289.seq 

GNGACCCTGGAGGGCAATTATTGTTCAAGTGACnTGTATTAGCCGGCACTGnATCACAACCATCACTCGCGATGGGAGnTGCACGCCACAGTCTCGATCATCAACATCTA 
GGGAAAmGGCGATTCAGCAGGCGGGCAAGAACATGAGTGCGAGGCTGACTGTCGTCTGCAAGCAGTGCCCTCTCCTCAGAAGAGGTCTAAAmCATTAnATGGG 
TGAAGATGGGGGAGGCAAAATCATGCCAAACAGGTnATGATGATGnCAAGACCAAGAATCAGAAGCTCCTGGATGCCTTAAAAAATAAGCAATGn^ 
AAGCTGTAnCTGCCAnGCCmGAAAGATCTATGTTCTCTCAGTAGAAAAAAAAATACmTAAAATTACATATTCTC 

>ncrb5291 .seq 

GAGTGAAACTCGTmGGACTCCGTCAGAGGTATAAnGTACAAAGAATGCCGACATGACAGTAAATGAGAAnTGAAACATGAGGCAGmCAAAATGAGG 
GAAAAGAGGTmTTTGGAGAAAAGGAGGAGACTAGACCmATCAGTATCAGTAAATTCTTACACTTGAAATGTTCTC^ 
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CCmGTACATGGAMTCAGTTGCATGCGMCAGGGCATATCCTCTnGCTGCTCTGCCTCCTGCACTTCCCAC^^ 

AGGCnGirmCGGTGmCTGACAGCmATCAGGGCmAAGGAAACGCTGAATmGTCC™ 

CACGTTTAG 

>ncrb5292.seq 

GnCACCAAGGNAGGACCTCACTGAGATCAGGGACATGnGCTGGCCAATAAGGTGCCAGCTGCTGCCCGTGCTGGTGCCATTGCCCCATC^^ 
ACTGGTCTCGGGCCCGAGAAGACCTCCTTTnCCAGGCTmGGTATCACCACTAAAATCTO 
TGGGGGCCAGCGAAGCCACGCTGCTGAACATGCTCAACATCTCCCCCTTCTCCmGGGCTGGTCATCCAGC^^ 
TCACAGAGGAAACTCTGCAnCTCGCTTCCTGGAGGGTGTCCGCAATGTTGCCAGTGTCTGTCTGCAGATTGGTACCCAACT^ 

>ncrb5295.seq 

ATGGCCCGGGAAAANCATGTTGATAAAATTGAAACAmGGTTGTGGAATTGTGTGTGGNmAGAGGGTNTCTGmGTGAAATGTATGT^ 
CAAAAAAAAAAAAAAN 

>ncrb5296.seq 

AnGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGnmCCCACATGACnATTATGCATAAAGCCA^ 
GAAATmGCCTGCCATmCAGAATCATCTTTTGAAGCmCTGTTGATGTTAACTGAGCTACTAGAGATATTCnAmC^ 
AGTAAAGCTmCTmTTAATTTCCAGGAAAAAATAAAAAGAGTATGAGTCTTCTGTAAnCATTGAGGAG™ 
CCCGATCAnAGTGGTAAAGCCTGAmGAATGTGTGAATTCAATACAGGCTATGTAAAATTTnACT^^ 

>ncrb5297.seq 

CAGTGACCCnGmAAAAATAATAAmATGAGATTGAAAGTTTGAGGTCTGTGGAATGATnCTGAAnACATGGTGTGTTT 

AGCATATTTGAGAGGGCAGCGmTGCCAGTACCTATCTrcnTCTACAGAAGATAGCnmAAGAAATAAGAGTTCCACATTGAGTGGCTGTCAGAC 

AATACACTGCAGTGAGAATATGGTATCACCACTATTCATATTTACATCAnCCCCTCACACAGAAAAACCAACCCTTTTCCCA 

>0^b5299.seq 

GSAAANTCAAAGTGAGAGAACTATAAAGGGTmTAAAAAGGAATOGGTATGnGGGnAGTCGC 

T&AGAGGCAAGTTGGGAATGCTGCCAGGCTCCTGTGGTAAAGGAAGCTCCTCTCTTGAOTGGTGCmATGGCTACACGTTCCTGCTCA 

A|®W\ATCTCATGANATGAmAAGNGTTTTATGGACAAGATGTCTAAAACTGANAAAAAmCACAGNGNGCCTAGCmTATG 

At^GmACTTTCAGAGAAAAnAAATCCATCACCCACTCCnGTACTATGAATTCCAAATACATNnAAATACATAT^^ 

>AM)5300.seq 

G(^lAAACCTAGGCCCAAACGCAGTCGACCnACTACCAGNACAACC™GCCAAACCAmACGCAAAT^ 
AlNlSGGAAAGATGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACm 
Al^AGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTAGGAGGCGACAAACCTACCG 
CifeATAGAATCTTAGnCAAGTnAAATTTGCCCACAGAACCCTCTAAATCCGCTTGTAAAnTAAGTGTTAGTCGAAAGAGGAACAGCTC 

>^6fb5301.seq 

GlMcmGCCCGCCnGGCGGCCGGCTCTACGTTCCCTGTTCTCGCCTGCAGCTCCGCCATGGCTCCTAAAGGCAGCTCCAAACAGCAGTCTG^^ 
TfCAGCCGCAATCTGTCGGCCAAGTCCTCCGCGCTCnCTTCGGAAACGCGnCATCGTGTCTGCCATCCCCATCTGGn^ 
TGjTTTGTATAGTGTGATGACGCTAGTAAGCACATAmGGNAGCCTnGCATACAAhWVTGTG^ 
AlfeACTCGAAAACnTCTGAAGCTGATAATANAAAGATGTCTCGGAAGGAGAAAGATGAAAGAATCTTGGGGAANAANM 

>^ir|)5303.seq 

G'SeGTGCTGCTAGCGGNGGCGCCATAnGGAGGGGACAAAACTCCGGCGACAGCGAGTGACACAAATAAACCCCTGGACCCCCnGnCCCT^^^ 

ACCTAGAAGACTATCTGGAAATGAnGAGCAGCTTCCTATGGATCTGCGGGACCGCnCACGGAAATGCGCGAGATGGACCTGCAGGTGCAGGAATGCANTGGATCA^ 

AGAGTCAGTGAAnCTnATGAATGCAAAGAAAAATAAACCTGAGTGGAGGGAAGAGCAAATGGCATCCATCAAAAAAGACT^^^ 

GTTGGCAAACCAGATATATGACnGGATCTnGGAATOGACACTCCTTCACAGCCAGTGAACAATCACCATGCTGAnCACATAGTC 

AAGTTTTAAAAACAATG 

>ncrb5304.seq 

CTATCTGAAATCCCAACAAAAAAAAmAACTCCATATGTGnCCTCTTGTTCTAATCnGTCAACCAGTGCAAGTGACCGA 

TATAAHTGACAAAGAAAAATGATACnCTCI 1 1 1 1 1 IGCTGnCCACCAAATACAAnCAAATGCnnTGTmAmTniACCAATTCCAATTTCAAAATGTCTCAATGGTGCTATAATA 

AATAAACnCAACACTCmATGATAACAACACTGTGnATATOnTGAATCGTAGCCCATCTGCAGAGCAATGACTGTGCTCACCAGTAAAAGATAACCm^ 

ATACGAAAnAGAAAAGCCCTCCCTATmAACTACCTCAACTGGTCAGAAACACAGAnGTAnCTATGAGTCCCAGAAG^^ 

>ncrb5305.seq 

GGCNNAAGCTCCnGCCNTCTGCTAAGAAAGACTGGGGCTGAGTAGTTAAGCCAGCCnCTGAGAGGTGGCTGnGGTCAGGACGGGAAGCTGGTGACCnGGCATGTCn^ 

CAGCTAGATCAGGCCCTCGGCAGAGACACAGGAAGCGGAACTGCTGTGGCnAACTTGGCTGAGGCAGGAGACTCGCTTGAACCTGGGAGGTGGAGGnG 

GCCACTGCCCTACAGGCTGGGCGAGAAAGTGGGACTGTCT 

>ncrb5306.seq 

ATTCTTAGCTTTCnAGGTGAACCACACATTTATACTTGGAAATCAlTTGTAAATGTGTAATCACTTCTAATmGCTACAAGACGGGTGAGTG 

CATATCAGACCAGTAACTCACTAGACTCnAGAAAATTGGGATACnCTAAATGTCTCTGAAAGAGCCCTCATTAAAGTATCCAGTGTGTCCTGCCTCCn 

CACATAACAGGTGTGAGAAAGGATACCAAACTATGACTCCAGGTAACAAAGTACAGACACTGTGmTGTTTATCATmATGTCTTTGTGm 

GGGGTGCGATAGGTGACGCCTGTAATCCCAACACTnGGGAGGCCAAGGTGGGCGGATCACGAGATCAGGAGATCGAGACGGTCTTGGGGAACATGGTGAAAACGCATCTCT 
>ncrb5307.seq 

GCTCmCCCTTCGGTGTGCCACTGAAGATCCTGGTGTCGCCATGGGCCGCCGCCCCGCCCGTTG™CCGGTATTGTAAGAACAAGCCGTACCCAAAGTCTCGCTTCTGCCGAG 

GTCCCTGATGCCAAGAnCGCAmnGACCTGGGGCGGAAAAAGGCAAAAGTGGATGAGTTTCCGCnTGTGGCCACATGGTGTCAAGATGAATATGAGCAGCTC 

CTGGAGGCTGCCCGAAmGTGCCAATAAGTACATGGTAAAAAGnGTGGCAAAGATGGCnCCATATCCGGGTGCGGCTCCACCCCnCCACGTCATCCGCATCAACAAGATGTO 

CCTGTGCTGGGGCTGACAGGCTCCAAACAGGGATGCGAGGTGCGTmGGAAAGCCCCAGGGCACTGTGGCCAAGGGTTCACATTGGCCAAGnATCATGTCCATCCGCACCAAGC 

TGCAGAACAAGGAGCAT 
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>ncrt)5309.seq 

ACTCATOTGACACAGCTGMCATAGMTAMTGMCTGGMGATATAGCTTMGAMnACTCAGMTG^^ 
ATGGATAGAATGTCAAGCTCAAATACACATCAAAnGAAGTCCCAGAAAGAGAGAATAAACAGAGAAGTCAGAm 
ATGAnCAAGAGGTGTAACATAATCTAAGCAAACAAAGAAATTGACACCTAGACAAATAATAAAACTGCAGAATAAC^^ 
TACCTACAAAGAAATGACAAACGAGGTGATTTmGATAATGAGCCCAGGTAGATAATAmmG 

>ncrb5311.seq 

GGGAGTCCTGCAATAAACATATGTGTGCAGTGCCmATAGTAGAATCATTTATATTCCmGGGTATATAGCCAGGCTGCATGCAGTC 

TCCGAGGnCAAGTGAnCTCCTGCCTCAGCCTCCAGAGTAGCTGGGATTACAGACCTGCACTAGCACGCGTGGCTAAnTTTGTATnmTAnAGAGACGGAGm 
GCCAGGCTAGmCCAACTCCTGACCTCAAGTGATCCGGGACGTCAGCTTCCCAAAGTGGTGGGATTAGAGACATGAGCCACAGTGCGGAACCTGTGATATT^ 
nCCTCCTmCCCAGTATCTCCTTCCTCATTAnACTCTTCCnCTTCATCCmGGTCTCCCCACTCAGTGCCCCTATCCCTCnCCTCTTTCATCA^^ 
TCTAAAACTGA 

>ncrb5312.seq 

CAGAACAGCAGNACTCAGCTGTGACATTCTGAnCGAATGACACTGnGAGGAATCGGAATCCTGTCGAnAGACTGGAGAGCTTGTGGCAAGTGAAnTGCCTGTAACAAGCCAGA^ 
TmAAAAmATAnGTAAATATTGTGTGTGTGTGTGTGTGTATATATATATATGNACAGTTATGTAAGTTAAmAAAGN^ 
CAATGmGCCTGAATTTCTGAACACCATAGGTAGAATGTAAAGCnGTCTGATCGNTCAAAGCATGAAATGGATACTTATATGGAAAn 
CAGAnGTTTGCAAAGGGGAGGCATCAGTGTCCTTG 

>ncrb5315.seq 

GGACTTGGCCAAGGTCAGAGCTCACGTGGGAGGAGACGAAGATGATAACTTGCTAGGAGTmGCAAATGGGmGTCTACAGTnGGTAGAAnAAAAGA 
>ncrb5316.seq 

GATATATnCAmGCAACnCTACATAATNAGTmATGnTAAAACCATCGGnCTATATATCTAGCTTOGGAAGnGCCC™ 
GAGTGATCTTATTTGGGTAT 

>i®)5319.seq 

QJ^QTCCAmTCATGTCTATGAAAATGTCTCCCAGGTTGGGGCCACTCAGGmGCAGGCTTCCAAAGCTCACAATAACTCCTnGAGAGGm 

ASgTGGGAGGAAATGTCTmCnGCGTCmAAAACATGGATGGGGAACATCAGAGATGAAGGCnAATCCTGCGGnCCmGA 

TiriTTATGGAT^^^ 

>F«;i)5321.seq 

G^gGGGGAATCAGGGnCGAnCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCATCCCTCCTGATCAGCAGAGGTTGATCm 

TilACGCAGCGTGTCTGACTACAACATCCAGAAAGAGTCCACTCTGCACnGGTCCTGCGCnGAGGGGGGGTGTCTAAGmCCCCT^ 

CiMrTCAATAAAGTTGTTGCATTCAC 

>^b5322.seq 

asgtatgtgagcaacctgtcncagtgtagtacaaaggcagagtgagggggcngtggctccnccaaccccactccccgncaggacagccgccamgca^ 

algrtacaatcactgcccactgaccctctcccagcgggcctcccccttcctactcaggcacccccncactctgcctagagactcagtctta 

c|&accagagctttgctaataattaggtgtggtcaagagccgtctgagcctaatgagtcccagctaca™ggt^^ 

ti!m:cctaggatacacagcctgcaggtgcggaggagctggatgacacccggctcagtgtggcagtgtattgggtgttaangctggta^ 

t^ttacccc 

>|pb5323.seq 

Gy«lGCTCCTGTGGCAAATTCCCGGAnAAAAGGTTCCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCACTAT^^^ 
GmCAACAGAGAGGCnATnGACmATGGTAGAAGATGAGGCnCTGGGATAGGCCCAGAAGnCCTGATGACCGCGACTTCGAGCCCT^^ 
TGTCAATGCCATCTTCGAGTGGTCCTGTTCTGAnTGGGTCTGGACAAAGTGCCAAAGGATCTTCGCCCCGACACAACTCTGCTAGACCTGGAAAACAACAAAATA^ 
ATGGAGACmAAGAACCTGAAGAACCnGACGCAnGAnCTTGTCAACAATAAAATOGCAAAGnAGTCCTGGAGCAnTACACCTnGGTGM 

>ncrb5326.seq 

AGAATTAGAAmCTGAAGAATATTnGTTCAGATAAnAAAmTAAAAAATAGTGTATCnGTCATnGCACATAAGAA^^ 

CCTCTCAmcnGTGTGTGTCTGCACGTGTGTGTGTGTAmGTGTGTGTGTnTAAAAATAAACTCAAATGCAACTCnCTTGnTCTAACATCmCCAGAnGTA 

AACATGATrAACCAGTATGTACATTTCTCCTATmACAATGTTGAATCTCnAnGCTCCCACTmCTAGnCCCTCATTCTCA 

TACAATmATTCATCTCAAATAAGATAGGGnTGAAAAAACAAGCATATGTAATAAGCATCnCTACTTTGAGATGCCn^ 

>ncrb5327.seq 

GGGCAAAAAAAATAACTGACAGATTAGAAAGGAAGAAATAAAACmGmGCAGGCATGAnGTATAGATAGAAAACTAAAGAAAAGCT^^^ 
TTCTGGATTTnACATACTAGCAAAGAAGAATTGGAAAnGAATTTTAAATGTCAnTATAATAGGATC 

>ncrb5328.seq 

GACCCTAACCAAGGCTGCACTATGGATGCTATCAAAGTATACTGTGAmCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGAAAACATCCCAGCCAAG 
CCAAGGACAAGAAACACGTGTGGCTAGGAGAAACTATGAATGCTGGCAGCCAGnTGAATATAATGTAGAAGGAGTGACTTCCAAGGNAATGGCTACCCAAC 
GCTGGCCAACTATGCCTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGCATACATGGATGAGGAGACTGGCAACCTGAAAAAGGCTGTCATTCTAC^^ 
GAACTTGnGCTGAGGGCAAGAGCAGGnCACTTAGACTGnCTTGTAGATGGCTGCTCTAAAAAGACAAATGAATGGGGAAAGACAATCAnGAATACAAA^ 

>ncrb5329.seq 

ATGGGAAGATAGACTGGTATTTTAAAACTGTAAATTTAAATTTACATGTAGAAAnAGTGGTAATCACTGTGTGCTACCTTATAAG 
TGACTGAACCATGCATACTAATCAGTATGGTnCTTGGATTCTTGCCATGAAGnGTTAGGACGAAGAAGAGGAGGCCACACAGTGGCTGCnCCTTGCTO 
CTCAGCAGTTGTAACTCACTGTAACTCTGCTTATCCTCTGCmCTCTGTmCCCGTATGGAGGGGTAGACATGGAAAGAAAGGCAGATCATGATTAAAGG^^ 
GCAAGGCrrTAATGCTAGAGGGGATCCTCGCAGAGAATAAATGGTAAAAATGTrTGCCTnGTGGGnGGGAAGGGCTAGGCTCCTGGTGCTCTnCATG 



>ncrb5332.seq 
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CACTAAMnGCMGATAMnGTAATCnTGCTGCTGCTGCACTCCCCMCCTCTCCCCCACCCCCCGTC 
ACACTCTATGCmCACCAAGGAAGTGCGATCTGAGCAGCCACAATCCAGCCAAAAGAGGATGGTAGATATn^ 
TGCTCTGTmATCCAAGTGAGTCTGTGACCAGCAAnGGTGCATAATTAnACAGCAAAAGnAAGAAATGAAA 
ACTAGTGGACTTGCTGTGAGGAAGnAGTTTmGTTnGATGAAATGCmCGT^^ 

>nci1}5333.seq 

ACCCTCAGCGGATGATAATCTCAAGNACACCTGCGGAGTGTCTGCTCTATCCCCTTCCACCCTCAGCGGATGATAATCTCAAGAGACCTCCCGA^^^ 

CTCAGCTCCACCCTCAGTGGATGATAATCTCAAGACACCTCCCGAGTGTGTCTGCTCACTCCCCTTCCACCCTCAGCGGATGATAATCTC^^ 

AC 

>ncrb5335.seq 

CATTCCAGTCTCTTGGAACTTTAAACCTTCATGAAAGTTAAGTCTAGAACTAAAGAGAATCTCAGTGACATCTAAGTGAGCTAAGTTGm 
AGACTGTAACTGCTnTATATTCTG™CTACCTCCAT6CAAAGACCCACAGCAGCTCTGTGAAGCATnCAmATATAAAATAACTTCTnAAG 
AnGAAGCCCCTCCTCTGAGCCmGAGTOGGTTCCAAGAGCATATATGGGAATAACATOCTTCCTGCTCTTAAGAAAACTCACATAAACAGATCAT^ 
CACGCATAGAATATCTTAGAACACAGAGGAAAGmCTCAGACTAACnAGAGCTTAAGTGACTACnCTTGGAAATGACAnCT^^ 

>ncrb5336.seq 

CTGATATCTTGGGTAAGTCTTGCTTmCTTncmTTCCTCTCCCCTGCCCCCTTAAnAAATGGGAGGGAAATGTTTCTTAAW 

TTCCTCTAAATGGTCAATGTAAAGAATCnAAGGATAmcnGTGnGAAAmACATTCGAnTTGTGAnACAGTTGGAAA^ 

GCAnAAGCAAGTGTAACATmTTCCACATAAAACTTAGAAAACmAGmCCTGAAAAGCAAGGAnCTmCTAATOTTATGCTC^ 

AAGTGTAAGAGGAAGCACTAGAAACTGGCAnAnGnGCACTAAAAAAGTCTATAAATCATAATAGCACCATGAGGTGTm 

GAGA 

>ncrb5337.seq 

ACAAACTGGTAGCACAATTAAATTCAGTATGGGTGGAGCATGGTACAGTCTTGGTGCCATAGAAGGAGTAGTTGCATAGTCACACATCAnTGATAAGnGGATGn 
GGAACACAAAAnCCAGGGTTTnGGAGGAAGGGATOGATAGTGACTAAGCCGCCAGAATTGAGGTGGCCATTCCTTm 
TMGGCTTTGGCACTAGAATAGCACTGTTGCAAAGTAnTAAGCACCCCCCATCTCAGCCCmATmATCmCATGTGGGCT^^ 
CfpTCTATCmATGAAAACAACGTATATAAAATATATCTAGAAAACCTTTGTTTGAGA 

>teb5339.seq 

aliagatggaaggtggcggtgggggggtgtctcgccatgttgcccaggctggtctcgaattcctgacctcgggtotccacccgcctcggcgtcccaaagtgctggganacaggc 
giibaggcagggcgcctgggcagaagaaatcmatcttggtgtggagtgtctggtgagggacaaatgtcatctctcnggatctgaatctggaaggataaaggcactc 
tftbmcgggcagtctccttgtgttgccagggtggagtggagtggcacgatctcaggtcactgcagcctctgtctcccaggagaatcgcttgaacngggaggca 
g||gagctganatcgcaccactgcattccagcctgggcgaccgagcgagagtctccc 

>iipi|)5340.seq 

Glfi^TmCAmGATGmTCTTTTGATGTTAGCmGAGTTCGATGTTATTmAATA^ 

AQCTGGAnAnGGATTATGCCCAGTAGTTAAGnGGGAATCAnATTGnCAGTTGAGACnATrTAI II I i I ICATACAGAGNCACTCTCAGGATAAGnGAGACnATTTGTCAGCTC 

TlB-AGGGATGGTCTAGAATAGCATTTGTTCTGTGGCTCAmAGCCCTGCTCCTAAAGGTGTGTCTCGCTCTGGTCTCTGC^^ 

C^^GACAATACAGnGGCTAGAGACAATACAGnGAnCGCAGCTnCTGTGAGCTCTG 

>^M)5341.seq 

GjSlATCGGCGGACGCCCATCACCGTGGTGAAGCAAGGCmGAGCCTCCCTCCTTTGTGGGCTGGTTCCnGGCTGGGATGATGAnAC 
AflGCTGAGCTGGCTGCCTGAGGAGGGGCAGGGCCCACCCATGTCACCGGTCAGTGCCTmGGAACTGTCCTTCCCTCAAA^^ 

^ncrb5343 seq 

AGGTGACAAAGAGGGAGCTCTGACAGCCmCGCAAGTACATATGACAAAACTGTGGCCCTGGGTCACCGAnGGATAnGT^^ 
AATGATCTCATCACACGAAACACAGAAAAGGCCAAAAGCnAATAGAAGAAGGAGGAGACTGGGACAGGAGAAACCGCCTAAM 
ATTTCAAACAGGCAGCTGAACTCTTCCTTGACACTGmCAACAmACATCCTATGAACTCATGGATOTAAAACAm 
ACCAGATCTCAGGGAAAAGGTCATTAAAGGAGCAGAGAnCTTGAAGTGTTGCACAGTCTOCAGCAGTTCGGCAGTATCTGrm 

>ncrb5344.seq 

GTGGTGAGCTAGGGGGATGGATGTCATAATGGTGAGATCAGAAATACCAGTGTGAAAGCTnCGTGAAGAAGAGGTCAGAGAAAATGGTCTAnCCn^^ 
ATATACCTTCCTGTGAmAAATATTGTGCTCAGAGTGATCAAAAAGGTCATGGGCTGTGGGTGmACTGCTAATGCTACTTCCnGCTCATmTAG 
ATACACTCAGnTCTnAACATGATAmCTATAmAAAAAGAGCATAAGAAACGATTAAGGnTAATnATGAnGCGAGTTGTGAnCTA^ 
AGTAAGTTCTAATCCTATGAAATGATGGAGATGTGAGCAACAACTTAAATTGAATTCTGATCnATAGTAATACATAAnCTAAATATA™ 

>ncrb5345.seq 

AGTGATACAAmCTTGCTGTCAGCAATnmATAATAGCAGAGTGGCCTGnGTAAGAAGGCCATAnTmAAGnATCmCAGGG 
AAGmAATATGTTnCAGTGTTCTCTAATTTmGGAATTTTTGTAGAGmAGACCTGGAAAAAAAGAmGTAAA^ 
AGTATOGATGCCCATmAAAAACAAAAACATAATAATGGTTACAACACGTGGAGTmACTAACATACATA™ 
TGCATTTTCAATACTTGTAAACTGGAAATCAGAAAATATTTACTATGAAC 

>ncrb5350.seq 

ATGACTGAGGAAGAGAAGAAmCAAAGCCTTGGCTAGTCTCCGTATGGCCCGTGCCAACGCCCGGCTCTTCGGCATACGGGCAAAAAGAGCCAAGGA^ 
GAAAAGAAAAAATAAAGCCCTCCTGGGGACTTGGAATCAT 

>ncrb5351.seq 

GGGGCGGGGAATGTGAGTAGGAGTGGTGCCnTCTTATCCCrrGTGAAGGTCGTCAGTTGAAGACAGGGCACAGAGAGGGGTGTGCAGGTGGTTAGGTCCTGGCCTACTGAAGGAA 
AGACAmGTGTGAATAGATTAGAGATCTGTGTGTTGGATACACGGAGATGTCCCGACGTAGTTGGGGGTCnAGATGCTGGGCCAnGAGTAGGAAAAGAGCGGCAn 
GCACAAGGAGTAATOCACGAAAGTGAAAGAAAGCTTAGCAnTATGGAAGGGAGGAAAGACACGGAGGTGCCAGGTAGGGTGTnAAAGAAAGATCT^ 
AnTTGATCmAAmGCATAGTGCACGAAATGATGCTGTTCTGCACAAGATGACAAGGAAGATGTTTGTGGGGCTGCmGCnTGTACn 
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>ncrb5353.seq 

CnCCnGATAnGCACCTnGGACATCGGTGGTGCTGACCAGGMncnTGTGGACAnGGCCCAGTCTGnCCAMTA^ 

AAAACmCTCmGCCAmCTTCnCTTCTTmTAACTGAAAGCTGAATCCTTCCAm^ 

CATTGTGCAATACAGTnCATOACTCCnCCCCCGCTCCCCCAAAAAmGAATnTTTm 

>ncrb5354.seq 

AACCATTTmAACCTGTTCGAAGAAGCCAGTATAGGTTCACCAATOTACTTAAnAAACAGnGTCT^ 
GGATOTnAAAAmAAATAmAATAAAAAATGCAGTAnAATGTTmGGATAAA^ 

GAGTACTGCCTAAAATCCAGCTGAAACGACTACTAGAGnGGTGAAGnnATAAGGGGAGGTCTmAnGCTCAGAGTO 
nAATGTGTCCCTTAGAAAnGAAGTATAnCATGTACTTCCCmCTGTACTGNGATTm 

>ncrb5355.seq 

GTAACATCATAACTTAAAACACTTTmGGAAGAAGAmAAAATAmGCCCATGCTACAGGAAGAGACTGTATTAA^ 
CCAAAAAGAAAGTGGCAATATATTGACTCAGGATCTCAAAGCTGGGTGTnTAGCATTACTGTGTAAAGACTTGAAGGGACAGAAGTGA^ 
CAACnCTGAAAAGCTGGTGTrmACAACTAGCAnGAATGCAGTCCAAmGCAGTAGTAATCTTCAATAGACA^ 
TTGTAATATGGTAAAAATGTGAGCTAGCACnCTGCGTTCCrnTGATTTI 1 1 i 1 11 lAACATGTATTCAGATTGAG 

>ncrb5356.seq 

GATGAAGCCCCATCTCTGCTAAAAATACAAAAATTAGCTGGGCATGGTGGCAGACGCCTGTAATCCCAGCTACTTGGGAGGCTGAAACAGGA 
GGTTGTGGTGAGCGAAGATTGCGCTGTTGCACTTCAGTCTGGGCAACAGAGCAAGACTCCATCTTAGC 

>ncrb5358.seq 

GGTAGGAGCCTCTCTCCCTACTGCTGGTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCCGCCn^ 
GTGTTATGAATCACATGAAAGCATGGAATCTOTGAACTTAATCCCnCAnAACAGGAGAAATGCAAATACGTTCATATGCCCT 

tccgagaacgctctaagcgtgtccacgagctcaatagggaagcctgtgatgagtacagactttgcgaacgctacggcatggt™tggatacaatgctgc^^^ 

GMGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTGAT^ 
>|p)5360.seq 

AfiCTCTCTAAAAACAGNAAACAAGNACAAGGATGCCCACTATCACCACTCCTATTTAAGATAGTACTGGAAGTCCAAGCCAGAACAATCAG 

Gi^CAGGAAGTCGAACTATGCCTGTTCAnGATGATATGATCTGATACTTAGAAAACCTTAA^ 

y^iAAnAATGTACAAAAATCAATAGCATnCT^^^ 

>f^^5361.seq 

GySCACATCCAAGCnAAGACGGTGAGGTCAGNnCACATTCTCAGGAACTCTCCTTCTnGGCCAGGAnGCTACAGnGTGATTGGAGGAGnGTGGCCATGGCGGCTGTC 
d^GCTCAGTGCCATGGGCTTCACTGCGGCGGGAATCGCCTCGTCCTGGATAGCAGCCAAGATGATGTGCGCGGCGGCCATTGCCAATGGGGGNGGAGnGCCTCGGGCAGGCTT 
(^GCTACTCTGCAGTCACTGGGAGCAACTGGACTCTCCGGAnGACCAAGTTCATCCTGGGCTGCAnGGGTGTGCGATTGGNGGCTGTCATTGGGAGGTTGTA^ 
cbCTCGCCCTGCAGAGAAGAGAACCATGCCAGGGGAGAAGGCACCCAGCCATCCTGACCCAGCGAGGAGCCAACTATCCCAAATATACCTGGG 

>®)5362.seq 

N||/^GAACCNGTCCTGGGCAACGTAGGAAAGACTNNNTCTCTACATAGGAAAmTAnATAAAAGTAGCTGGGGATGGTGGCAC 
(|i3GGAAGATTGCTTGAGCCCAGGAGmGAGGnGCAGTGAGCTGATCATGCCACTGCACTCTAGCCTAGGCTACAGAGCA 

>fp)5363.seq 

oi^GGAAGAATTCTOTCTCTAGCTTGGmNCACATGAGGTTmCTGAGAAGGGCTTGGGACAAGAAGTCTG^^^ 

TtpiAAGTTGTnGTCCGTATGAmmAAAAGTCAAGmAATnCAAAAA^ 

AillGGGAATATAACATTCCAGTGTATACAAAGAAGGCAAATTCmAATCAAATAAAGCGCA™ 

>ncrb5364.seq 

ATAGTACGGCAAGGGAAAGNATGAAAAATTATAACCAAGCATAATATAGGAAGGAGTAACCCCTATACCnCTGCATAATGAAn^ 
AGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGU^^ 
GCTGGnGTGCAAGATAGAATC™GnCAAGmAAAm6CGCACAGAAGCCTCTAAATCCGCnGTAAAmAACTGn^ 
ACCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACT 

>ncrb5368.seq 

GGGCGCCTGGGTCTGTCTGCAAAAAAAGTTGGTGATGACATTGGCAAGGCAACGGGTGACTGGAAGGGCCTGAGGATTACAGTGAAACTGACCATTCAGAACAGACA 
GAGGTGGTGCGnGTGCCTGTGGCCTGATCATCAAAGCCCTCAAGGAACCACCAAGAGACAGAAAGAAACAGAAAAACAnAAACACAGTGGGAATATCAC 
GATTGGTCGACAGATGCGGGACCGACCCTOGCCAGAGAACTCTCTGGAACCATTAAAGAGATCCTGGGGACTGGCCAGTCAGTGGGCTGTAATGTTGATGGCCGCGATCGTC^^ 
CATCATCGATGACATCAACAGTGGTGCTGTGGAATGCCCAGCCAGnAAGCACAAAGGAAAACATTTCAATAAAGGATCAnTG 

>ncrb5371 .seq 

CAGNAAAGGTCTGGCCAGCCAAGGCCTTGAGGACTCCAGTGGCTTnCCCCAGCTGAACAAATCCTGTGGAATCmCAATGTAAGGAACAGACCCCGAGGAAAGACATC 

TTAACTAATGACACCGGAAACGTCCTGAGGTGCGGGACGGGCTGCCGCCTGCCTATGTGTCAGAAATTAACGACCCCGCTACAAnGTGTGGATGCCAGAGCGGAGA 

ACACCAGGAAAGTCTGGTTGAAAAATGTCTGAAAGTCAGTGTTTTCGCTGCTATTCCTAAAATAAAATACTTGAAATTCCGG 

>ncrb5373.seq 

GCTTTCCAACTTGGAACGCTGCAGAATGGCTCCCGCAAAGAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCATCAACGAAGNGGTAACCCGAGAATACACC 
GGGCATGCATGGAGTGGGCnCAAGAAGCGTGGACCTCGGGCACTCAAAGAGAnCGGAAAmGCCATGAAGGAGATGGGAACTCCAGATGTGGGGAnGACACGAGGCTCAACAA 
AGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGATTCACCAAATAAGCTATATACm 
CTGTOCGACTTTCAAAAATCTACAGACAGTGAATGTGGATGAGAAGTAATGGCTGATCGTCAGATCAAATAAAGnATAAAATTGG 

>ncrb5374.seq 

GGAGTAGCGTGAGGATGGTGTGACCCCATATATGATmCmAAGGATGGmAGAAATGGAAAAATGTOACAAATGTGGCAATTAmTGGATCTATC^ 

nGTGCTTGTCATCCACATAACAGCAGGACnAAGAGAAATGGGACTGATGTGATCTTGAGCTCTTGATnATmGACTGTGATTTAmGGAGTG 

TGTCATGTAGGTTGTCTAAAAATAAAATGCATTTAAACACG 
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>ncrb5375.seq 

MTGCTAAGNACnCACCAGTCAMGCGMCTACTATACTCMnGATCCMTMCnGACCMCGGMCMG 
AATAGGGmACGACCTCGATGTTGGATCAGGACATCCCGATGGTGCAGCCGCTAnAAAGGTTCGmGnCAACGAnAM 
GGTCGGTnCTATCTACTTCAAATOCTCCCTGTACGAAAGGACAAGAGAAATAAGGCGTACnCACAAAGCGCCTO 
CCA 

>ncrb5376.seq 

ATnCAAATGAGGTCTATGTGGAATCCAGTCTCTGTATCAAGCAGGCACATGTGCCACATAGTTCTAAGGGAAGTAGCGTGGAGAACAACTGGGCTCCn 
TGCCCCATCAGACACCCCAACAAAACAGAGCCACTAGAAAAGCACTGCGTTGGATGACCCCTGAGGGCTCTCACTGCTCTGACCTCCGAGGACAAAGGCCAGCAAACTGTGGCCAGT 
GGGCTGGGTnAGGTGTTGTCATATGGCCGATCACnAAGAATGATmTACATTGnAAATAGTTAGGGGCAAAAAGTCAAAAGAAAAATA^^ 
AATTCAAAmCAATGTCCACAAATAAAGTTTGAnGGAACAAAGCCATAGCCATCTGTGGACAAGnGTCTATGACTAACTGAGGACAA^ 

>ncrb5377.seq 

GGTGGATGGTGATTGTGTACGATnAATTGATTGGATGCAAGnCGGAGGCAGGAAATGGCGATTCAGCAGTCACTGGGGATGCGCTGGGGAGAAGATGAGTATGGAGGCTAT^ 

CCATAGTTACCACCAAGGATACCAGGATGGTTACGAGGATGACTACCGTCATCATGAGAGmTCAGCATGGATACCCTTACTGAGCAGAAATATGTAACCmGACTCAGGG^ 

CTCTGCAGCTGCTAAAACTACATGTGGCCAGCTCCAnCTTCCACACTGCGTACTACATTTCCTGCCTTmcmCAGTGT^ 

>ncrb5378.seq 

ANGGAGAGNTAAATGTGATATGNAATTTACTGCANTAGCCAnACACTGATGGGCTGAGGTAGCCACTAAAAATGAAAGCTACAGGAAGGATTAAT^^^ 

GTGGGACGATGTGGTTTAmCATTAAAAGATATTAGTGCCTGGTATmGGTCTGmGGTGGCGAAGTCTTAAGmCAGCTGTAAGGTC^ 

TGATGGGTGTATAATCAGCGATTATAACTGGTTCCCCTGTTnCTAGCATTGAAATGCCATCCAGTCATTCACATCTCAAGGGTAnGTGTATACAAGT^^^ 

mCATATGCATGTATTmATCTTGAGCAAGCAAAGAAGCAGGCTCACTGGAAGCCCTCTnGTGAAGGTCCACTGGm 

TGTGGCTGAC 

>ncrb5379.seq 

G^GCACCTAAAAATTGTATACCGGAGNATTCAGGCATGGATTCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGnGCAGCATCCGGnCATCT^ 
AipCATGGAATAAATGTTCTGGTTTTAAAAAATAAAAAAAAGCG 

>M)5380.seq 

GiiGnGCAAGnnGATAGCCGGTGAAGTGCATAAGTATGTAATmACCTGAAnGATTTGGGGGGAAATTACCAGTAGA^^^ 
AgiTAAAACAGATCTGCGCATATATATATATTGTATAAAAAATAATAAAATAATGGAAGATG 

>n^5384.seq 

a^SAAAGGGTCACCAGAAACTGGAAGAGATGGTTACCCGmAGATCAAGAAGTAGCCGAGGTTGATAAAAACATAG 
Q^ftAAAATGGAAAATCAGTCTGAAAACAATGATATCGATGAAGTOTCATTCCCACAGC 

TllTACnGGGAGAAGCCnGAGAAGGGGCGTGATAGACCTGGATGTCnCCTGAAGCATGTACCGTCTTCTGTCCCGTAAACA 
A^GACTGCCGGTCTCAGTGACCTCTACTGACTTCTCTGATACCAGCTGGAGGnGAGCTCTTCTTAAAGTAncnCTCTTCCT^ 

>|Ffib5385.seq 

AtlSAGAATGGAATGAACCATCCATCAACnCTATAAAAGNAAGAGGTGCnCTGATCTGTCCAGTGAAGAGGGnGG 
A^^AGAGGAGTGAGGAGTGCTGCTGTAGATGACAACCTCCATTCTATmAGAATAAAnCCCAACnCTCnGCmCT^^^ 
Al^CmATOCCAGTGGCGTTGnGCATGmGAAATGAGGTCTGTTTAAAGTGGCAATCTCAGATGCAGmG^ 
Gy^GGTGTGATCnAATATATTTGAAAAAAACTTCATTCT 

>lll)5388.seq 

TATGGCCGGGGATCGCTTCTCGGCCnnGGCTAAGANNAAGTGTAGTATCTGTTCnANNCAGmAATATCTGATACG 
ATAGGAGATGGAATAGGAGCTTGCTCCGTCCACTCCACGCATCGACCTGGTATTGCAGTACTTCCAGGAACGGTGCACTCTCCCTTCG^ 

>ncrt)5395.seq 

AACCmGACGACCATGACTCCGTGGATAAGATTGTCArrCAGAAATACCATACTGTGAATGGCCACAACTGTGAAGTOGAAAAGCCCTGTCAAAGCAA^^ 

CCAGGGAAAGAGGTCGAAGTGGTTCTGGAAAGTTTGGTGGTGGTCGTGGAGGTGGnTCGGTGGGAATGACAACTTCGGTGGTGGAGGAAAGTTCAGTGGTCGTGGT^ 

GGCAGCCGTGGTGGTGGTGGATATGGTGGCAGTGGGGATGGGTATAATGGATTTGGTAATGATGGAAGGAAnnGGAGGTGGTGGAAGGTACAATGAnnGGGAA™ 

CAGTCTTCAAATmGGACCCATGAAGGGAGGAAATnTGGAGGCAGAAGCTCTGGCCCCTATGGCGGTGGAGGCCAATACmGCAAAACCACGA^ 

TC 

>ncrb5396.seq 

AAATGAAGTGAnCTAAGANnGGlTTGGGATGAATAGGAAAGCATATGCAGCCAACGAAGATGCAAATGTmGAAATGATATGAG^ 
TTCTGGmGAGTTAAGTGTGTGGCGCGGAATAGTGTAGGAACAAACATGATGTTGTOCTGTGATATmAAATATGCACAGTACTCACTTm 
AATATCmCTCTOGCTGnATTTATCAATTmCGCAGTAmTOTAGGGAAAAAAnGTATTGAAAACACnAGTATGCAG^^ 
AmTTTTmATACTGTATGTGCCAAAGCTTOCTAGTGTGGAAAGACAACTGnTTAATAAAAGATTTACATT 

>ncrb5397.seq 

GGACTmCTCGGGTCTCTTTCTAAGAGACCTGAAGTGGGCAGACTGCAAAATAAAATCTCGGTGnCTAmAmATTGTGTTGGTGTAAGACCTTC 

AACTAACTGGTGTGAGTCAAATGGCGCCTGAGTGACTGCCCGGAGCCGAGGCCAGAAGACCTGCCTTCAGGTGGCGGGCGCAGGAACTGTGTGTGTCGTAGACAATGGTGCTAn 
GTGTCAAACACCTCTGTATTTTnAAAACATCAAnGATAnAAAAATGAAAAGATTA™ 

>ncrb5399.seq 

ACAGTGTGGCCGAGGAGATGGCTATGTGCTAGAGGGCAAAGAGTTGGAGnCTATCTTAGGAAAATGAAGGCCCGCAAAGGCAAATAAATCCTTGTm 
GGTGlTTATTGTnTGTTCCCAC 



>ncrb5400.seq 
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ANTGANAAMmCTACnMTAMTTGGAGCTGGGAGCAGTGGCTCATGCCTGTMTACCAGCACmGGGAGGCCGAGGGGGGCGGATCAACT^^ 

CCTGGCCAGCATGGTGAAACCCCGTCTCTGCAATAAATACAAGGATTGGCTGGGCATGGTGGCATGCACCTC^ 

CCCAGGAGGCAGAGGnGCAGTGAGCCGAAGTCGCGCCACTGTACTCTAGTCTGGGCAACGGAGTGAGACTCCATCGCNN 

>ncrt)5401.seq 

ATCTCTGGTTGTACCAAAGAAGAATAAATATGGmcnAATCTCnGCATGTTnCTTATAAAT^^ 
ACTACTGGTTC 

>ncrb5402.seq 

AGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCTTCCTACGCCTGCTGTCCACGGAAGGCTCCC^^ 
ATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGA 
TGCACGAAACATACCGGTAAGTGGGGCAAGACTGTOTCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCAnGACAnGC^ 
TTCGGTGTGGACATAGGGCCGGTCTGCnCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAACCC^ 

CACT 

>ncrb5403.seq 

TATGGCCGGGAACCGCTATTCTNTGTGGANTACAAAATGCCTTmCTCTGAATTAACCTGCAmGAAAATANT^^ 
GnCAGGTAAAGGCATCATCAGTCAGC 

>ncrb5404.seq 

GANGCCTGTGGGGGANCCTGGGCACCTGTGGGmCCCNGCNATGAAAGANI^NTGGGCTTGGGCGGGTNCCnGGGANCGTAC 
AAAAAGTCCCGCCC 

>ncrb5407.seq 

TATGGCCGGGAGACATTCTCACNTAAGCCCGGnCNTCACCNniCCTCCTTTACCmCAGTGCAGmcmTCACCTTAGGCTGT^^ 
GJTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAG 
AMTCAAGAGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCmCCTCACATTTGGATGAnGTCATM 
CigTCCCCnTmCTTCTATTAATCAAGAGAAACTTGAAAGnAATGGGATGGTCGGATGTCACAGGCTGAGAACT^ 

>Si[|)5409.seq 

c^tgatggmaataggtaaaccaaaccctataaacctgacctccntatggttaatactattaagcaagaatgc^^ 
aJ^ccttaaagctg 

>S5411.seq 

T%IBCCTCCCGGGTTCAAGTGAnCTCCTGCCTCAGCCTGCCGAGTAGCTGGGACTACAGGTGTGCGCCACCACACCCAGCTAAnTnGTATTmG^^^ 
TGfrGGCCAGGATGGTCTCGATCTCTTGACGTCGTGACCCACCCGCCTCTGCCTCCCAAAGTGCTGGGAmCAGGCGTGAGCCACTGCGCCCTGCCAGAG 
TGCATGCAATTmAACTAGATGCATCACTGGCTCAAmCTGCAAACCAGGTGGGTGGCTGAGTGGGTGGATGGATATGGn^^ 
TiBDCCACTGGGTTTTTnCAACAAGCCTTTCCnCACGTO 

ill 

>&gj)5415.seq 

AjiiMBGCCGGGGCTGCTCnGTCnCTmCTGCTGATACCTmGATGGTCTGCAGATG™ 

All^GTcmmcccGTCTmcmcTmccmccTTTmGGGGG^ 

A|-5|TCnAnCTGCGAAATCGGAAAGTGAGTTCTCTAAAGCCCGGGnAGCCAGACCATAGGGT^ 
>|li)5416.seq 

TCAnCNCCCTmGGGCTCTACAGCGCTCAGAGGAGAGAAAACCAAnCTCCAACAAACAGGTCTCTCCAACATGGTGGTG^^^ 

GGCGmGAATACATCACATTCCTATGCAAATGTTmAATCTCCAGmAATGTAGmATT^ 

HGGAAGG 

>ncrt>5418.seq 

GAAGAGAAGAAAACAAGAAGTTCCCTGTGmAAGGCCGTGTCAnCAAGAGCCAGGTGGTCGCGGGGACAAACTACnCATC^ 

TGGGAGTGTTCCAATCTCTCCCTCATGAAAACAAGCCCTTGACCTOTCTAAGTACCAGACCAACAAAGCCAAGCATGATGAGCTGACCTA 

TTCAGCCAGAAGACTGACAAAGTCATCCTCCGTCTACCAGAGCGTGCACTTGTGATCCTAAAATAAGCTTCATCTCCGGGCTC^^ 

GCTGCTmGCATnCTCnCCTAAAmCATTGTGnGGAmcmCCTTCCCAATAGGTGATCTTAA™ 1 1 1 IINAAAAAT 

>ncrb5420.seq 

TATGGCCGGGGAAGAAGCCCmATCAAGTNNNTNNNGCNCCTCTACTGNGTGCCGGATAATGTACANCTGAAACCCATTGCACAGAGATTGANGAGNGGGCATGGAAA 
GAGACATGGTCTTTGCCCTAATAAGAGAGCTAGAAATTAAATGTTTAATACACAGTTnAATT 

>ncrb5422.seq 

AGATTmGAGATCnGTCCTCTGGAAGCTGGTAAGAATTAAAAACAATCTTAAGGCAGGGTGCAGTGGCTCATGCCTATAATCCCAGCACm 
GGAGGCCAGGAATTGGGGACCAGCCTGGCCAACACAAGAAAAGCGCATCTGG 

>ncrb5423.seq 

GTCGCGGNTCTTGTnGTGGATCGCTGTGATCGTCACnGACAATGCAGATCnCGTGAAGACTCTGACTGGTAAGACCATCACCCTCGAGGTTGAGCCCAGTGACACCATC 

GTCAAGGCAAAGATCCAAGATAAGGAAGGCATCCCTCCTGACCAGCAGAGGNTGATCTTTGCTGGNAAACAGCTGGAAGATGGNCGCACCCTGTCTGACTACAACATCCAGAM 

TCCAGTCTGCACnGGTNCTGCGCnGAGNGGGGGTGT 

>ncrb5424.seq 

TGGACATCTTGTNAAAGAACCTCACTCACCCCTCTGGCCTCTACAGCCCTCAGAGGAGAGAAAACCAAnGTCCAACAAACAGGTCTCTCCAACATGGTGGTG 

mGAAAATCCTGACTGTTAAAGGCGnTGAATACATCACATTGCTATGCAAATGTTmAATCTCCAGnTAATGTAGTTT^^ 

TGATAGTHAGGAATAAAACAGnGGAAGG 
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>ncrb5425.seq 

GCAnCTCCTCCGCATMGCCTGCGTCAGATTAAMCACTGMCTGACMTTMCAGCCCMTATCTACMTCM 
GCTCAT 

>ncrb5427.seq 

GACTAATAGCATAGCCnGAGACATAGTAGGTGCTCAGTAAATAmGnGGATGAGTGnTAGGmAAGAM 
GCCAGTAATATATGCCAAmCTGCATCTACCTATTTGTCCTCTTTAACTGTATATGCCATOGCAGCAAAGCAG 

>ncrt}5428.seq 

ATACTmAGAAGAAATAAGATAAAnTAAACCTGAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGC^ 
AGAAACAAGATAGAAAATGAAAATAnGTCAAGAGTHCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnG^^^ 

>ncrb5430.seq 

GGGAGTAAATGCGGAGAGTTCACGAACTGTGCCCAACGCATGnATAGCCAGGGTCCTACTAACTACTCAGTAAAAGAACGTAnGTTGTAnCCTC 

TAAAAGTCACTGTGCAmAmTCAGCATCAAATACCTTGTAACGTCTOTCTGCCnGTTAGTGCATATTmACmTCTGAT^^ 

CTATAAATCTmGTATAGTCATmCTCTGCTCCnAAATATCATCTCTAnCAGAGTATAATAAAA^^^ 

>ncrb5431.seq 

ACAGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAAAGAGTTGGAGTTCTATCnAGGAAAATCAAGGCCCGCAAAGGCAAATA^^ 
GGTGTTTAnGTTTTGTTGCC 

>ncrb5432.seq 

GACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACATTGATCAT 
CGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGC 

>ncrb5433.seq 

AkGAGCCCAATTCTAGACnCTAGGATGTCAGGAGCGATGCTClTAAGCnCTCACCCTGCTGTnTAATGAGAnAATG 

ApTGAAATAAATGAGTCACATGGAGATTTGGAAGGATATCACTGTGGAAAGTAGATGTTAACAGCCTGTAGAAATAT^^^ 

A^AAGATGTGTTGTGCAGGTAGAAAGCATGGAGAGAAATGGCACAAAGTAGAGTTAT 

>M35434.seq 

GPGCAGCCCTGGACnGCTAGCCCAAAGAAGGAGGATGTGGTTAATCTGniCACCTGGCTTGTCCTAAGGCCATAGnAAAAAGT^^ 
GG(i:CAGGGAGCGAAATCnGCCTGTGCTGGGCATACAACCCTCTGCnCGACATGTGTGAGGTATATCCTCAnAGTGAAGGTGGCTm^ 
TJ&TCCCATTTCAAAAGGTAATGTTGCCTGGGGCnAACCCACCTGCCCTTTGGGCAAGGnGG^^ 
d^GTATAGGCTCTGCCCAGATGCCATGACATCCCTGATACTGTGTATGCmGAAGCACCTTCCCTGAGAAGGGM 

w 

>pcrb5437.seq 

(J^CAGCTGTAATCCCAGCTACTTGGGAGGCTAAGGCATGAGAATCACnGAACCTGGGAGGCGGAGGTTGCAGTCAGCTGAGATCGTACCA^^^ 

cHrccc 

m 

>Qf^5438.seq 

CI^TAATGTGGCTGTCAACTGGCCTAAATAAAGCTACACAAACCAGTACTTGCCTmGCTGGAAACATO 

dSTTGTGTTAGACmAGGGCGAGTATTGTCAGCAmAlTTATnATGTACCmGnATGATGGGATAT^ 

TF§TGCATATTmCATATAGTmGTnAAAAAATAATTCACGGAAAATCnG^^ 

>fe5439.seq 

ATCTGTGAACTGAATTCCCACAGACmAGCTTTCTGAGCAAGAGGATTnGCGTCAGAGAAATGTCTGTCCAT^ 

CTTGGAAATCAAATGTAAAGTnAATTGA 

AAGAATGTAAAGCAATC 

>ncrb5443.seq 

GANCTCnAGCGGNGGATCACTCGGCTCGTGCGTCAGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACTO 
CCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTG 

>ncrb5445.seq 

CAGTGAACAGACACGGGTGAATGCTGCTAAAAACAAGACTGGGGCTGCTCCCATCAnGATGTGGTGCGATCGGGCTACTATAAAGTTCTGGGAAAGGGAAAGCTC^ 

TGTCATCGTGAAGGCCAAAncnCAGCAGAAGAGCTGAGGAGAAGATTAAGAGTGnGGGGGGGCCTGTGTCCTGGTGGCTTGAAGCCAGATGGAGGGAGmCAnAAATGCTA^ 

CTACTTTC 

>ncrb5446.seq 

ACAGGGNTGANTGCTGCTAAAAAGAAGGAGTGGGGCTGGTGCCATCATTGATGTGGTGCGATCGGGCTACTATAAAGTTCTGGGAAAGGGAAAGGTCGCAAAGGAGCGTGTC 
GAAGGCCAAATTCnCAGCAGAAGAGCTGAGGAGAAGAnAAGAGTGTTGGGGGGGGCTGTGTCCTGGTGGCnGAAGCCACATGGAGGGAGm 

>ncrb5447.seq 

CACACAAGAGTTGTTGAAAGTTGACAAGCAGACTGCGCATGTCTCTGATGCTnGTATCATTCTTGAGCAATCGCTCGGTCCGTGGACAATAAACAGT^^ 
>ncrb5448.seq 

ACACATGGCGGAAACTGGATCCTGGCAGCGAGGAGACCCAGACGCTGGTTCGAGAGTACTTnCCTGGGAGGGGGCCTTCCAGCATGTGGGCAAAGCCTTCAATCAGGGC 
TTCAAGTGAACATGTCnGGCATGAGGTAGCTGGGTGCAGGTGGCCTTGAGGGAGATGGGGGTCATTAAAGGAAAGTGAAGATTG 

>ncrb5449.seq 

GGGTAANATTCCAATGNGGATmNNGTnGTATATATNGNTATGTGTGGTAGGAATGTAAAAAGCAGTATGACCTTG^^^^ 



>ncrb5450.seq 
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GGCTGAGGTGGGCGGATTGCGAGGTCAGTAGmGAGACCAGCCTGACCMCAGGGCGAMTGCTGTCTCTGCCGMGATACAAAMn^ 
ATCCCAGCTGCTTGGGAGGCTGAGGCAGGAGAAnGCnGAACmGGAGGTGGAGGnGCAGTGAGCCGGGGCTGTNCCACnGCACT^ 
GTCTTG 

>ncrb5452.seq 

GAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAA 

CCACAGAACCCTCTAAATCCCCnGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTO 

AAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCAACACCCACTA 

>ncrb5455.seq 

GGGAACGGGACnCTAAAAGAACTATGTCTGGAAGGCTGTGGTCCAAGGCCATTTnGCTGGCTATAAGCGGGGTCTCCGGAACCAAAG 
GTGTTTACCGCCCGAGATGAAACAGAATTCTAmGGGCAAGAGATGCGCTOTGTATATAAAGCAAAGAAGAACACAGTGACTCCTGGCGGCAAACCAM 
GGGAAAAGTAACTCGGGCCCATGGAAACAGTGGCATGGTTCGTGCGAAATTCCGAAGCAATCTTCCTGCTAAGGCCAnGGAC^^ 
TTAAACTAAGGAAAAATCAATAAATAAATGTGGAITTGTGCTCTTG 

>ncrb5458.seq 

GATnCAATCnCTACCCTTGGGAGTTGTGGCGTTTGGCACAAAGTCCCCTnGGGTGTTTGGAGGTCAGTGGTAGACCAGGTCGCCTGCCCCGAGCmGT^ 

GAAACAAAGTGTGGGGAGCTGGTTGTGGGTGTGAGTGGGGGTGTGGGGTCCAGGCTGGGCCCAGTGAAAAGGAGGAAGGGGTTCCCATGCGGGGGAGGCTCTGGGGCTGAGGGG 

AACAATrCTCACGTGmGGTGCnAGAGACCTGCCCGGGGCGTTGGGCAGGCCCTCCGGGGGGTGAATTAAAAATGCTnATnCCAT 

>ncrb5459.seq 

AAACCCAGCAGNAGCAGTTNGCCATATANGAGGNTGAmGTAAAGAAGCTCCTTCCAGCACCTCCTCTCnCTCGTnTGCGCAAACTGACGCAGTGAGTGT 

TCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACnGTTTTCACCATTGGGCTAACTrrGCTGCTAGGAG 

TCGCCTCTCrrGCTACAGAAAGATACTAAAAGATCACAAGTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACACAGATTGATGTCAATGTCCAGGATCAm^ 

GGATGTGAGATGATCTGnACTGCAACTTCAGCGAAnGCTCTGCTGCCGAAAAGACGTmCmGGACCAAAGATCTCmCGTGATO 

AnGTGGAGAACACCATTCCTGAT 

>®>5460.seq 

A0^^CAGAGGCCTCAGNAAATAACGCTACACATCTACAACCACCTGAACmGACAAACCGGACAAAAACAAGCAATGGGGAAAGGAT^^ 
T^ECAAmATGAGATGGTCAnTGGCTCTTGAGTGGAGGCCACCTCTCAGTGACTCAGCAAAAmGTCCTCTGCACGGTCCnGTATCn^ 
TfeWTTATATCATAGmTnATGAGTTAACGCATCTCCTTACTGGGTCCCAAAnCCnGAAGGTTGCAACC 
GpTCAATGTAGCAGGTAACCAAnGTmGCTTGCnnAAAGTAGnGTTmAAATTC^^ 

>nc45467.seq 

GiSCCCCATCCCTGGCAAGCTGTCCTGACTGCCATTTCCTTCCCAAGATGCAGCCGTCTGATGAGGCCACAACCCCTAGGCCCGTCAGGAGCmGCAGAGAGGAGGACGTGTACT 
CpGGCGAGGCCTCTGGACCTGTGTTCCTGTGCCAAAGTCCTGTCAGGCTGGTGGGCACCAGGAAAGGGCTGCACCGTCnCCTGCTCTCCCAGGAGGCCAGCTC^ 
GAGCCAGCCGGAAACTCnCCTCCAGCCTTCCGGGGAGAACATCCCTCCCATTCTGGGAAAGGAAAGCAGCCTCCAGGGAAATGT^ 
G^CTGATGAACCCCACnAGCACAGCTGAAGGGGnTGTGAATACTCCCGCCTAAATCCCnCTACTTCACTCCTCAGGGGAGTGAAGTC^ 

^d;^D5468.S6Q 

AftfelNCTITTTATmGGCATTAGAAGTAGACTCAAAGGAGATTACAATTTGGn^ 

^GACCACTAAGGAGGGGAGGAnAAAAGGGAATCACTOTCAGTmTAGCATAGGATGCATTAAGAAATATCAACGGATM^ 
GfiCACTACTGCCAGAGCGGCAATGGATGT 

>IM)5469.seq 

GGAATAACCAGI^CACTAGNAATAGmCCAAAGTGTmGCGTATCAAAATCCTATATACTOGAAGAAGAACT 

ATCAGATGCAACTGCGAGTGGCCTACGGTCATTmTCAAATGAGAAGACTGGAGAGAGAGAACAACAGTAATCACAA^ 

mAAAAAATTAAGCCATCTTCTGAATTGTTTTCTACA 

^nQli)5470.seq 

GGAGTCGATCAAGTCTAGGCTCCAAGTCGTTATGAAAAGTGGGAAGTACGTCCTGGGGTACAAGCAGAGTCTGAAGATGATCAGACAAGGCAAAGG 
AACTGCCCAGCTnGAGGAAATCTGAAATAGAGTACTATGCTATGnGGCTAAAACTGGTGTCCATCACTACAGTGGGAATAATATTGAACTGGGCACAGCATG 
AGTGTGCACACTGGCTATCATTGATCCAGGTGACTGTGACATCAnAGAAGCATGCCAGAACAGACTGGTGAAAAGTAAACCTmCACCTACAAAAm 
GCAAAATTTTCCTTTAATAAAATTTGCTTGTTTC 

>ncrb5471 .seq 

ATCCCATGGCAGAAGGTGGAAGGGCAAGAGATGATGAAGAGACAGAGTGTCAGAGTAGCCCCAAGCACAGCTCCAGAGAAAGGAGGAGGATCCAACAATAAAATAnAAm 
AAGAAATTTTAAAAAGTAACAAGAAAGAACTCGTTTGAAACG 

>ncrb5476.seq 

GAAAGAAAGAAAAGAGAGAGAGAGAGAGAGAGAGAGAGGAAGGAAGGAAGGCAGGCANGCAGGCAATGCTTCNATAAATCCAnAAAACACATTCAAACTTCAGAAA 
CAAATAAGACCAGCAGTCCTTGGNGGTGGCTTATCATTTCACCCATTTGACAGTnTAAAAGATTGACTGAACTCAGTATTGATTAAGGTmGGGGAA^ 
TTACAAATGTGAATGAGNACAGCCmCCAGAGGGCAGnTGNCTATGTGTATCAAAATATAAAATGTGnTGTmGACACTACAATCTCACTTCTAGM 
AGTGTGTGAAAAGAAAnTAAGTGTGTGAAAAGATGCATATGCGTGGGATTGCTGATCACGGmCAmATAATGAGGNAGAGCANACCCGTT^^ 

>ncrb5477.seq 

GNAAGCCAGGmTCAACCTAGTCACAGNATCNGCACCTACCCCCTCCTCCmCCACACGTGCAAACTCnnACTTGGGCTGAATAmAGTGTAATTACATCT 
CCTGTGGCAAATTCCCGGAnAAAAGGnCCGTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCAGCGTCCTTCTGCnGCGCAAGTTTCCTGG^ 
CAGAGAGGCnATTTGACTTTATGCTAGAAGATGAGGCnCTG 

>ncrb5479.seq 

GAGTCnCAAAmTGGACCCATGAAGGGAGGAAATTTTGGAGGGAGAAGCTCTGGCCCCTATGGCGGTGGAGGCCAATAnCTGGAAAACCAGGAAACC 
TCCAGCAGCAGGAGTAGCTATGGCAGTGGCAGAAGATmAATTAGGAAACAAAGCTOGCAGGAGAGGAGAGCCAGAGAAGTGAOAGGGAAGOTACAGG™^^ 
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ACTCAGCCMGCACAGTGGTGGCAGGGCCTAGCTGCTACAMGMGACATGTmAGACAMTACTCATGTGTATGGGCAA^ 
GGnATmAGmCTGTTCTGTGGAAAGTGTAAAGCAnCCAACAAAGGGTTlTAATGTA^ I II II II IIIGCN 

>ncrb5480.seq 

GGGGmGTTGTTGTTGCTTATGCAGAGAGATOTTnCTTmATTATmATAA^^ 

GAGCCTCCCGCCTCGGTCTCCCAAAGCGCTGGGAnACAGGCAGGAGCCACTGAGCCCAGCCAAGACnCAGTGnGACTGCm 

AAAGTTCAGTGTGTACCCnAAATGAACAATGAAGCAGGTAAAA™CCCTTGAAAAAAATCCCnGGACCACCCAT^^ 

CACCTGGCCCTGTmCATGGCTlTTATnCCmCATCCCACACAmGTCTGCAGTACT^ 

GGAGACAAAATA 

>ncrb5483.seq 

TACTCTGGGCTCCCATTTGTTGCTTCTCAAAATATACCTCTTGCCCAGCTGCCTCTTCTGAAATCCACnCACCCACTCCACTTTCCTCCACAGATGCCT^ 
TCAGGAGACCCCAAGGCATGTGAGCATCTGCCCAGCAACCTGTGGAGACAACCCACACTGTGTCTGAGGGTGAAAGGACACCAGGAGTCACTTCTATACCTC^ 
GGAAAGCCACCAGAnGGAGGTCACCAGCATGATGATAATAnCATGACCTGATGTGGGAGGAGACAGCCAACCTCAGGCnAGATCAATGTATAGGGCTA^^ 
AGCTCTnGAAGGTGGATAAGACTTCAGAAGAGGAAAGGCCAGACTTTGCTOCCATCAGCATCTGCAATGGGCCAAAC^^ 

>ncrb5484.seq 

CGCAGGCAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTAmmAAAACATCAAnGATAn 
>ncrb5485.seq 

GGGCATGGTGGCACAAACCTGTAGTCCCAGCTACTCGGCTGAGGCAGGAGAAnACnGAACCCAGGAGGCGGAGGTOCAGT^ 
GTGACAGAGGGAGACTCCATCCT 

>ncrb5486.seq 

TGGTGTGAnCCGTCCTGGGCGGnGTTCTCTGGAGCAGCGTTCTTnACCTCCGTCCGCCTTCTCTCCTACCTAAGTGCGTGCCGCCACCCGATGGAAGAnCGATGGAC^^ 
TGAGCCCCCTGAGGGCCCAGAACTATCTmCGGTTGTGAACTAAAGGCCGACAAAGATTATCACnTAAGGTGGATAATGATGAAAATGA 
™GGGGCTGGNGCAAAGGATGAGTTGGACAnGTTGAAGCAGAGGCAATGAAnACGAAGGCAGTCCAAnAAAGTAAC^^^ 
CJgSTTGGGGGGTTTGAAATAACACGACGAGTGGTCTTAAGGTTGA 

>ra)5487.seq 

TM^TTTAGTAAATTAATAGGAAGANCCAGGCCCAGTGGCACACACCTGmTCTCAGCCACTTGGGAGGnGAGGTGGGAGTATO 
Arjf^TGATTGTGCGTGTGAATAGGCAGTGCACTCTAGGCTGGGCAATATAGCGAGACGCTGTCTCC 

>nS)5488.seq 

Al^AAAAAAAAnAACCGGTGGAGTAGCACATGGCTACAGTCGCAGCTACTCGGGAGGCTGAGGCGGGAGGATGGCnGAGGCCAG^^ 
>ncrb5491.seq 

gfegactcnagcggtggatcactcggctcgtgcgtcgatgaagaacgcagctagctgcgagaanaatgtgaattgcaggacacattg^^^^ 
cISgggttcctcccggggctacgcctgtctgagcg 

>ieS)5493.seq 

Ci^iCTCCCGGGnCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTGGCTGGGGmCAGGTGTATGCCACCACACCTGGCTAAT^ 

TlS^CCAGGCTGGTCTCGAACTCCnACGTCGTGATCCACCTGCnCGGCCTCCCAAAGTGCTGGGATOCAGGCGTGAGCCACTGTGCCCAGC^^ 

C^GnGAmATATCTTTnCATCTATCTGTGGCAACATACTGCTTGGAGGAATTAACA 

>^ll)5496.seq 

GGTGGCCTATTACCAGNAAATATGTGGATGAGGCTTCCAAGNAAGGAGATCAAAGACATCCTCATCCAGTATGACCGGACCCTGCTGGTAGC^^^ 
AAGmGGAGGCCCTGGTGCCCGCGCTCGCTACCAGAAATCCTACCGATAAGCCCATCGTGACTCAAAACTCACTTGTATAAT^^ 

>ncrt)5497.seq 

AAACGCAGGTGTCCTAAGGACGAGCTCAGGGAGGACAGAAACCTCCCGTGGAGCAGAAGGGCAAAAGCTCGCnGATCTTGATm 
CTCACG 

>ncrb5499.seq 

ACATCACCACCATCnCAAAGTAAGCACCCTCCACCTTCAGGAGCATCTCAAACCATCAAATCAACAACCAAACGTTCACCCAAACCACCAAACAAGAAGA^ 

AATCAGAGGAAATAACAGAAGAACATTCTGmCTGAAAATCAAGAGTCCTCCTGGTCCTCCTCCTCTTCCTCncnCTTCAAC 

TAATAGAGAATTACAGAAGAAACTCAAAGC 

>ncrb5500.seq 

ATGTCGAGTGGCGCCCATGGCGAAGAGGGCTCAGCTCGCATGTGGAAGAGTCTCACCTTCnCGTCGCGGTCCCCGGGGTGGCAGTCAGCATGCTGAATGTGTACCTGAAGTC 
CCACGGAGAGCACGAGAGACCCGAGTTCATCGCCTACCCCCATCTCCGCATCAGGACCAAGCCGTTTCCCTGGGGAGATGGTAGGCATACTCTATTCCATAACCCTCATGTGAATCC 
ACTTCCAACTGGCTACGAAGATGAATAAAGAGAATCTGGACCACTACCCGGGCACCAGGGACCACAGCACTGGmGGACCGTOCTCTGCACATGGACCAGAAAAAGTATATC 
CCTTAAGCTCACCTTCTTTACTTGTATCAAATGATGACTGGTATACTGGTCTCCCATCCCmGCTTGTGGCAGGAGATGGCTTAAAT^ 

>ncrb5503.seq 

GCnGAATOTCACAAATCCGAAATTAAnGGTTGTOTTAATGTTACmATCAAAGAGTmCATGCATTTCAACAmCAGT^^ 

TGAGAAAGGAAAACnGCTTnGTCACTnGTTCTCTCCCCAGAAAGCATTGATGAmCAnAAGCCTAGCGATCTTAAGTAACCCAAGCAnCAC^^^ 

CTCTGCAAAGGTGGCmGTAATAACCCTCGAAGGGTCCCATCAGGAGAGAGAAAGATGGCCTAGCCAAATTGTCCCCTCATCACGTCGTACTCCCCTCCCGTATACAGC 

AAGAGTGCCTGGATCCCTCGmGTCGAGTGACTATAAGTATGCCATAACAGAGTCCTCnGGCACAnATATTGCnAAGAATTGAGTGnGGGTTCGTGGAAACACm^ 

AT 



>ncrb5504.seq 
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GGnGMTTCATAGCACCATCAnCAmGTTAmCACAmATAGACCACCAMTATATGAGAGGCACnGGGGMCM 

GnAAGAAAACAAGTATTnACGGTACAGTGGGGAAGTGnAATAGGGATGATGGTGTTCTCTAGGAGTTGCnGAGM 

GC 



>ncrb5507.seq 

ATAGTATGTGACTCTACATAACATACTGAAACTATmATACTmCTTTm 

CTAAAAGGGAAAATTGCCTTGGTAACTTTCAGATTCCTGTGGAATTGTGAATTCATACTAAGCTnCTGTGC^^ 

AGAAAAAAAACTGTACTGCnGTTCAAGAGGGCTGTGAnAAAATCmAAGCAmGnCCTGCCAAGGTAGT^ 

GmATAAACAAGACTAAGTGTGAGTTCATAAGGGCTTTCTAAAACCAmCTGTCCAAGAGAAAATGACnn^ 

>ncrb5508.seq 

CACAGTGGCTCACACCTGTAATGCCAGCAAmGGGAGGCCAAGGTGGGTGGATCAGGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATAGTGAAACC 

ACAAAAAmGCCGGGCATGGTGGCGCGCACCTGTAGTCCAAGCTACTCGGGAGGCTGAGGCAGAGAATCGCnGAATCCAGAAGATGGAGGCTGC^^ 

GTGCACACCAGGCTGGGCGACAGTGTGAGACTTGGTCTC 

>ncrb5509.seq 

ATATGAGATGGATTGTTAGAGGAAGTCCGTTGCCATGCTAAAAGCCACGCCAGnCTCTCTAAGGAGAATGGCCCAGTCCTGTCCCAAGTCCACACAGGGGAGGTGATAGCATTC 
TCGTGTAAAnATGTAATGGAAAATTTTmAATCTTCGCCTTAATACTTTTnATmGTmA^ 

TGTATGAAGGCTTnGGTCTCCCTGGGAGTGGGTGGAGGCGGCCAGGGCnACCTGTACACTGACTTGAGACCAGnGAATAAAAGTGCACAC 

>ncrb5510.seq 

TATGGCCGGGGGGCCTCTCTGTGTTCATGACnCAGTCCGTAAAGTTOnCCAATGCCTGTTCTGTATGGTGmTCCmATATGGGAGmCCTCAn 

GACCGTATAAAAmTTrGGAATGCCTGCTAAGCATCAGCCTGAmGATATACCTCCGTOTGTGCCGCTCTGGAAGGTCGATAmTCACAGTCAnCAGCTTA 

TATGGGTGATAAAAGmCAGCTGCTGCAGTGGTTTTTCCCATGATGGTTCTTGCATOGTGmGTGCGCAAACTCATGGACCTGTGTnCACGAAGAG 

gatc™tgcgagaaagtaaga 

>nfb5512.seq 

CffiANNGCAAnmAGNAAnAAAAAATACAACCAAAATGAAAAACTCAATGGATTCAATGTCAGAATAGAGAAGATAGAG^ 
TAdCCAATCTGAAGAACCAAGAGAAAACAGACTTAAAAAAAATAGATAGAATCTGACTCCTCAACCCCTTTGGCCATGGCAGGCACCTm 

gSC^aaggtgccaggaggagcatgggggtggaagtcgtgtcagccaaaaaata^ 

>|fl|>5514.seq 

GelCTTCTATCTCnGGGAGCAGGTGGGTGAGATGTCGTACACCACAATGTGCATCAAGGAGACGTGCCGATTGATTCGTGGAGTCCCGTCCATnCCAGAGATGTCAGCAA 

TA&TTGCGAGATGGATGCACATTGCCTGCAGGGATGACGGTGGncnAGTATTTGGGGTCTTGACGAGAACCGTGGTGTGTGGAAAAACCCAAAGGTCTTTG^ 

GfclAGGAGAATTCTGATCAGAGACACCCCTATGCCTACnACGATTGTCAGGTGGATCAAGGAACTGCAnGGGGAGGAGmGCCATGATTGAGnAAAGG 

GrJCTCCACTTCAGAGTGACTCCAGACCCCACCAGGCGTCTOCmCCCCAACCATTnATCCTCAAGCGCAAGAATGGGATGTAm 

CTCAGGGTACA 

>i&5517.seq 

TiSrGGCCGGGGAACTGAGGTTmCTGCTATGGnCTGAACCATnACCTGATAGACTGGGmW 
TAlhATTnCAAGCAnCTGCCTAGGACATCGmCATAAAATTM 

(#lcmGGCTTCTTGAAGAGGAGCTAATGCCATAACCmTnAAATCATCCATCTGCAGCTGGGCATGGTGGCT 
Ap^CAGGGTCAGCAGTTCAAGACCAGCCTGGCCAGCATAGTGAAACCCTGTCTTCACTAAATNC 

O 

>&I3i)5519.seq 

AtlhACTGTATmATAAAATACGAACTAnGTOTGCmATGGAGAGTATAT^ 

GAGCACTAGAGCmAGTGTCTACATGAGTATCnGTGAAGTGTCATAACAGGCATAACATATTmATGTTAAnAA^ 1 1 1 lATTTCT 

>ncrb5521.seq 

AAACCATAGGTGAAAAGTTGTGCTGTGTGCAAAGTATCCAACAGATTAmAmAAAATGGAGGAAAATTCCm 

GGGTCCGACTGACATGCTnCTAATGGGGTGCAAAAAAAAAAGATGGAGACTGTmAGAnAAAAGAGGCCAACAA^^ 

GATTnAAAAAATAGATGTNTAmGTCAGTAAACTAGAAGGAAGTCAAATGCTAATCAGTTGAGGATNGGnG^ 

>ncrb5522.seq 

ATCGCTAACCCCACTAAAACACTCACGAAGTACCTCAACGCCTGACCCCCATGCCTCAGGATACTCCTCAATAGCCATCGCTGTAGTATATCGAAAGAGAACCATCATO 
AAATTAAAAAAACTATTAAACCCATATAACCTCCCCC 

>ncrb5523.seq 

CACGGAAAGGCTCCCAGNAACATCACCTACCACTGCAAGAACAGCAnGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAG 
ATGCGGGCAGAGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGnATCGAGTACCGGTCACAGAAGACCTCACG 
CCTCCCCATCATTGACATTGCACCCATGGACATAGGAGGGCCCGAGCGGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACM 
TTGCAAACCCAAAGGACCCAAGTACmCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTC^^ 

>ncrb5524.seq 

GGCAGGGGGACTAGNANAATGGnGGGGATGAAATCATAGGGGTGnGAAACTGTCnCACCTGCCGAGTCAGTTCCTGGGTGGGGGCCATGGGTCACTGGTCTGGnGGCATC 
TTGATCTACCAGATTGCAAGGTCTGAAAAATATCTCAGACACTCAGGmTACAATAATGATGTOTCTATGTTAAAAACAACGATGATGTTATCTATA^ 
AATGAGTGGmTAAnGAACTATAGCTAGATCnAGCAGAAAAGCAAGGTAAGAGATAATGAGTGGmTGGTnATGCGTACAGCTTGACAGAAAGGT^ 
CAAnCnAGTGACCACCnCTATCGAACTGACTATATGCAGGCAATCATGCATCTAGGA 

>ncrb5525.seq 

CNTACTGGCCCAGGGACNCCGGCTCnATGGCCGGTCTCTTTTCTAG™™™™TACCAATAGGAATATATAGGAGGTCTGAGCAACAATATCAAGTO 

TTTCATAAAACACTAAAGTGAATTGAAAAATACnGnTACTTAAAGTGCACATGGAACATTAACCTACAAAGATAnACnATA^ 

AGAAAGAAATATGAGGAGAAAAAAATGATATAGTCTGACGTGTAACCACAGTAAAATGAAATTAGAAATCAnAACAATAGAATAm 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page229 of 776 



ATGCTTCTMCCCAGGAGTCAMTATGAMTACMGCGAMTGTAAAMTGmAMTATCAAMCGT^^ 
TTGTAGCTTTAAAATG 

>ncrb5526.seq 

GGATGCAGGnGTCTACTAAAGAAAGATOTATATAACTATGCTAATTGTOATAATCAACAGAAACCAAGATAG^ 

mGCAnATAAGGAAnAAGTCTCCGATTATTAGGTGATCACCCTGGATGATCAGTTnCTGCTGAAGGCAGC^^^ 

CCTCTCCmGTGTTCAACTTTTGTGTGCTmAAAATCAGCmAnCTAAGCAAATCTGTGTCT^^ 

>ncrb5527.seq 

TGATGGCCCGGGGAATGGGGTGmACACAGTCTGTATACACTTGACAAACTCAnGTAAACTTAAGATCTGTACTTCTOCTGTATGC^ 
GTCATAG 

>ncrb5528.seq 

CAAGAGATCAAAGNATAAAATCTmGTGAAAGTGTATAACTAGAATCACCTAATGCCCACAAGGTACTCTGTGGATATO 

ATCCTGCTCTTAAACGGAAGGCCCGACGGGAGGCCAAGGTCAAGTnGAAGAGAGATACAAGACAGGCAAGAACAAGTGGTTCTTCCAG 

TCAnAAAAAnATAANGA 

>ncrb5530.seq 

GAAGAAGTGGACnACATnCCmmACATmCGTATACTTATmn™GCCATCArrATATGTTTAAGTCTA™T^ 
TGCTATCTTGGAAAAnGCATACGTCTGTGCAATTTTnATTCTGCCTAGTGCTAnCTGCnGmAACTAGATT 
TGGAGGGAAATGGGCTTTnAGAAGCAAACAAimAAATATAnTTGTTCTTCAAATAAATAGTG 
GATGCnGGAATTAAGnTTAGCTGTTTTCATTG 

>ncrb5531.seq 

AGGGTGGGAGATGAAGGGGGGTATGGTATGGCGCATCTGTATGGTGGTAGCTAGTGAnTACACAGGTmGnGACTAATGAGGCATTAGAAATAATA^ 

GCACCCACACGACTGCAACATACAGGTGCGTTGGGGAAATGTGGAGAACAnCAATCTTGCCGTCACTATTCATCAATGAAGATTAGCACTGAGATCCAGAGAGGCTGGATGACTTG 

TimGnCACCAGCATGGTAGTGGCAAAGAGAGGTCCAGAGTCCTGGCCCnGATGCCCAGCTCAGTGGCACAAAGCTCAGTAGGAGGGATGnCGAGTGGATGAGGG 

Alp^ACAGGTCCAAGGCTGGTCGGACACnATCAGCAGCAACAACTGTCAGnGATCGTGCATGGGAAAAATGnGGAATGGGAGTGTGAAATGGGG 

CiapTGTTTCAGTCCTAAC 

>liM)5532.seq 

(^MATGCCAGNACGCTGGGGATGCTGGTACAArfTTGTGGGACTGCATGCTACTGTCTAGAGCnGTCTCAATGGATCTAGAACnCATCG 

cifdACCTTGCTCATAAACAAAATGCCCATGTTGGTCCTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGmAm 

CpCTGTTTTAGCTGAAGAATTAAAAC 

>j^@|)5533.seq 

GGGCAACACAAAGNACAAAGGCTGCTCTATACACCTOTnGCCTCTTGAGGATAnGAGAAAATATGTGTCTACTM 
TeAGCATTCTCATCAGTCnGGGGCCTTTmcmCCTATCAGACTTAACACCAAGTO^ 

C^lGCCTCCCCTCCCCTTCCATCACTAGCCAGTGATAGGAACAATATGTATATGCAGAGACAAGGCAGCAACATTCACTACTGA^^^ 
Al^aAAACACAAAACAGCCCAGAAACTAACAGCTGCCTGGTGTGTGCTAmTGCTGCAAAATGn^ 

::s; r 

>^M>5534.seq 

(^GAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGnCAACmA^ 
TisfcTGnAGTCCAAAGAGGAACAGCTCTnGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmA^ 
A|Si|TCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACGCAATTGGACCAATCTATCACCCTAT^^ 
Ct^GCATAAGCCTGCGTCAGAnAAAACACTGAACTGACAATTAACAGCCCAATATCTACAATCAACCAACAAGTCA™™ 

>ncrb5535.seq 

GGAAAAAGGAGGGAGCTACTCTAAGGCTGAGTGGAGCGACAGTGCCCAGGGGTCTGAGTCTCACAGCnGTAAAGCCTGAGACAGCTGCCnGTGTGGGACTGAGAT^ 

CCnGTGTGCGACTGAGATGCAGGATTTCCTCACGCCTCCCCTATGTGTCmGGGGACTCTGGCTTCTCTTmGCAAGGGCCTCTGAATCTGTCTGm 

AGGAGGTAGAGAAACAGTCCACCTCTGTGTCTACCATGACCCCCnCCTCACACTGACCTGTGnCCTTCCCTGnCTCTTnCTAnAAAAA^^ 

>ncrb5536.seq 

ATGGGAGGAGAGCGTGTGCGGCTCCAGCCCAGCCCGCTGCTCACTTTCCACCCTCTCTCCACCTGCCTCTGGCTTCTCAGGCCTCTGCTCTCCG ACCTC TCTCCTCTGAAACCCTCC 

TGCACAGCTGCAGCCCATCCTCCCGGCTGCCTCGTAGTGTGTCCTGCGTCCTCTGTCGCCGGGmCAGAGACAAClTCCCAAAGCACAAAGCAGTTmCCCCCTA^ 

GAAGCAAAAGACTCTGTACCTAimGTATGTGTATAATAAmGAGATGTTmA^ 

>ncrb5537.seq 

GGGGACCAGATGGATTGTAGGGAGTAGGGTACAATACAGTCTGTTGTCCTCCAGCTCCTTCmCTGCAACATGGGGAAGAACAAACTCCnCATCCAAGTCTGGTTC 
GTCCTCCTGGCCACAGACGGCTCAGTCTCTGGAAAACCGCAGTATATGGTTCTGGTCCCCTCCCTGCTCCACACTGAGACCACTGAGAAGGGCTGTGTCCnCTGAGCTACGTGAAT 
GAGACAGTGACTGTAAGTGGTTGCTTGGAGTCTGTCAGGGGAAACAGGAGCCTCTTCACTGACGTGGAGGCGGAGAATGACGTACTGCACTGTGTCGCGTTCGGTGTG^ 
TCATCCAATGAGGAGGTAATGnCCTCACTGTCCAAGTGAAAGGACC 

>ncrb5539.seq 

GTCTTnGGAGAACCAGGGCTCTTGTGAGGGGGTCTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAA^ 
GGTGAATCGGTTGmmCCTCACATnGGATGATTGTCATAAGGTTTTTAGCATGnCCTCCTTnCTTCACCCTCCCCTnmCTTCTA^ 
GATGGTCGGATCTCACAGGCTGAGAAGTGGGTGACCTCGAAGGAmGATGAAAAAGCTGCTTC™nAATCATACAAAGTCTCAGCATGATGTGAAGAGm^ 
TAAAAAGTAATGA 

>ncrb5540.seq 

GTGAAGGAGGCAGTGCTGACTGGGTGAGTGTGAGACACGTGCTnGAACTGCTmCTATTCATGGAGCACTCCATAGTCTCAAACTGTCCCCCTTATGACCAACAGCACAnTGTGAA 
GAGGTTGGCAGGGATAAGGGGTGCACmTATAGCTATGGAAACATGAGATTCTCCTCTATTGGAAGCTAAnAGCCCACAAAGGTGGTAAACCTGTAGAnGGG 
GTACTCTAATCAAAGGACTCmGTAAACCATAnTATAGGmGTTAAGGTAGAGATAGTGTATAGATAGATGCATAnTTACGGGGAGGTGGGT^^ 
ATAGAmGGTTTTCCTTTCTTTACTTACCCTGGTTTG 



(5 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page230 of 776 



>ncrb5543.seq 

TGCCMG^IAGTGCAMTGCACCTCCTGCMGTMGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCMGTGTGCC^^ 
TGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATAT 

>ncrb5544.seq 

ATGGTTTTGTAAGGTACATGAAAATGTAATTATGTGTGAmGTAGGTATTAAAGAACTOGCTAATTGAA 

GCTATGCCTGTCTGTATAATGTACnCATATAGmAAAATGCACnCAGTGATACAAAATCCCT^ 

GncnCTGTTmAACnATGCATnAATGACACAnGCCATCTmAGAATTTm 

GAGATTGCAGTGCAGGAGGGCAACAGAAACTGTACAAGGTGCAGACnGAGTCATGTAAGATCTATGTGAATGAACCAAA 

>ncrb5545.seq 

TCAGTTAGCCGCAATAAATCAATTAAGGACAmTATGTAACTmAGGTAAAAGTCAAnCTCCAGACTCATATCTAGAn 
AGTATOGACCACCGCTCTCAATGAAAACTAGGAAAACCTGmGAAGGCAGCAGGAAGCTGCTCGGGCAACAATAAGTGCAGACACCAA 
AATAAGCTGCTTCAACAACTTnTCCCAGGGGACACnGCTGATGTTAAGTATGGGCAGGAAACGGGATTCAAGGATOGGCCCAGAAATACTGnGCCG^ 
GAGGmTGGTGGAGTCCTACCTAGATGCATCAAGGATGAGGAGATTCTGCCCTCAGnCAGnGTnAATCCTGGGGCTACCTGGGATGAGAAACnA^ 

>ncrb5546.seq 

TANGGCCGGGGAATTAAGCAGATAGCAATTGGCTnTCCCmAATGCTCCTATAGCAGATCTAAGAGCATAATTGAGCnAATGCnAACATAT^^ 
ATGCAmTCTCAmAATCATCAnAnATCCGCATTTTAGGAAATTGAGATnGGAGAAGTATACCAACnGACCAGGT^ 
CTCCAAAGTCTGTGCTCTTATGCACTATACTAAATTGTCnTAATGCATCATCTACTACGTTGGATGTAATOmATnGTAGAA 
AGCAAATGTCTGACACATTAAATGAATAATTGGATTAATGATAATCGAAAGTAGAATTGAGGTATTTCTGTAATCTCT^^ 

>ncrb5547.seq 

CAAAGGATGACGTCTGGGACTCTGTGTCCATTATCTGGmGCGGAAAAGGAGCAAGAAGATGTTCTCCAAACGCmGAACCAAAGCATGGGCC^^ 

GATCAAGCCATCGGAGCTGCTAGAGTTCTGTCTGGACTTTCCAGAGACCAGTATTCCCTmGCTGCCTCTAAAAGGGCTGTCCGTGCAGAGAT 

G^ACAAGCTTTTTTTTTTTNTTAAANAAn^ 

>r3eS35548.seq 

GTOCGCAACCTGGAGTGCAATGGTGCAATCTCAGCTCACTGCAACCTCTGCCTCCCAGGnCAGGTGATTCCCCTGCCTCAGCCTCCTGAGTAGCTGGGAmCA 
ctiCGCCCAGCTAATTTmGTATTmAGTAGAGACAGGGmCACCATGTTGGTCAGGCTGATCTCGAGCTCCTGACCTCAGGTGAT 
G?i^ACAGGCGTGAGCCACTGCACCTGGCCTGACAncmATGAAAmAGAAnGTTGAAGAACTATAACAmCAGTAGGGnCAAGGT^ 
TlJfACTATAAACCCnGTCTmACTCAGATCCTAGCATCCCTTnCACATGGmCTCCATGTNT^^ 

>IH)5549.seq 

Af^GGAAGACAACCTGATTTTnGGTGTGTATTCTATCATAAAACATGAAAAGTACAATAmT^^ 
TllMACTTAAGTAACCATGTTmATATTCTCAATTTTCACGAN^^ 

>iip5550.seq 

G^GCCGGGGGCAGCCCCAAGCCTAAnGTCACACAGCAAGTAAGCACTGCTCmGGATGACTGGGAACCTCCCTnCAAAGTTCCCCATCCTCCT^^ 
AflpAGCAAGGCAAAACGGAACAATGnAGCCTmGAmGCCTCTGGGGACAGCTCTTGCC^ 

>Ei§fb5551 .S6C| 

AllsCCAGGGAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTrm 
A^TAAAAAATATAGTCAATAGGnACTAAAATATTGCmGCGTTAAGTTmAACGTM 

I 'U ■ 
>ncrb5555.seq 

AATCTAGGAATCGATACACTGAGGAGGCATTTTmCTTCAAGATTCTCmACTGTTATTn 
GAnGATCAmAnCTGCCTGTGTATTCCATGGTGTTCmGTGCATATAATTinAAnAAGACATAATAAn^ 
ATGTAATGATCAAATCAGGGTAAnAGCATATCCATCACCTCAAATAmATCAlTmGmTGAGAACAnCA^ 
CTATAGTCACCTTCAATGCTGTAGAAAACTAGAnCTCCTATGTAGTAnCTATAGAAATTCCTCCTATCTAGCTGTAATmGN 

>ncrb5556.seq 

GATCCTAGTACATGAAGCATGGAGTGGAGGCGAAAAAnACGAAGAGATTGCAAAAGnGAGAAGCTCAAACCAnAGAGGTAGAGCTGCGAC 
TGnAATGATTnGGCTACATGAAGAAGAGAGAAGAGGAGATGCGTGATACCAACGAGTCAACAAACACTCGGGTCCTATACnCAGCATC 
CTACGTGGCAGGTGnCTAGCTGCGACGCTTCTTGAAGGCCAAGAAATTGATTGAGTAATGAATGAGGCATATTCTGCTCCCACCTTGTAC 
TGCCTGGCCTAAGGGATCGTAGGAAGAGCACCATGAAGGGACGTTGGAGCTTTCTTGCCAGAACTGATCTCnnGGTG 

>ncrb5559.seq 

ACGTAAAAATGGACCACAGTGACTTATTTGTAGTTGTOGTTGCCCTGCTACCTAGmGTTAGTGCAnTGAGCACACAimAAmTCCTC 

CAAATATAmAACTATTTAGAGAATGAmCCACCmATGTmAATATCCTAGGCATCTGCTGTAATAATAmT^ 

ATAACCCATATCTGTGCAATGGAATATAAATATCACAAAGnGTTTA 

>ncrb5560.seq 

AGNAAATGAAACCNGGCGCAATAGTATATAGNACCGCAAGGGAAAGANGAAAAATTATAACCAAGGATAATATAGCAAGGGCNAACCCCTATACCnC^ 
ATAACTNNGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGAGGAGCTACCTAAGAACAGCTAAAAGAGCACACGCGGCGANGGAGCAAAA^ 

>ncrb5565.seq 

AAAANGTCTACTGNTCACGAAATCCTGTGCAAGCTCAGCTNGGAGGGNGANGAGTCTAGAGCGCCAAGTGCATATGGGTCTGTCAAAGCCTATACTAACTnGANG 

CnNGAACATNGAAACAGCCNTCAAGACGAAAGGTGNGGGTGAGGTCACCATTGTCAACATTTTGACCAACCGCAGCAATGCACAGAGACAGGATATNGCCnCGCCT^^^ 

GGACCAAAAAGGAACTNGCATGAGGAGTGAAGNGAGGGTTATGTGGGGACGTGGAGAC 

>ncrb5566.seq 

CGCAGGCACTGTGTQTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATTlTnAAAACATCAAnGA 
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^ncrl55567 seq 

GAMCCTTAGCNMCCmACCCAMTAMGTATAGGCGATAGAMnGAAACCTGGCGCMTAGATATA^^^ 

GACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGA^ 

GTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATC^ 

CTCTAAATCCCCnGTAAAmAACTGnAGTCCAAAGAGGAACAGCTCTnGGACACTAGGAAAAAAGCTTGTAGAGAGAGTAAAAA^ 

ACCAATTAAGAAAGC 

>ncrb5569.seq 

NNCATCAGNAAnAATATTNCCTGCCAGACTGGCTTATCAAGACAAAGGTGTCCnCATAATGAAGTTAAAGTGAGTATACTGTGG 

CACTGCCCAACATGAGAAAACCTGACGGCTATGATTACTATGCCmTCTAAAGATCAATACTATAACAnGATGTGCCTAGTAGAACAGCA^ 

CCTTATGCAAAGTCTGGTACAACTGTCCmGAGTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATAATAAAnrrGACACT 

>ncrb5570.seq 

GGTCAGTTGTGGAGTGGCGTAGACGAGnAAGTCCTGGTCTGCGTGGAGGTCGACGACTCCGTCGCAGACTACGGACCTGTCTGGGTCTCAGCCGCCAAAGACC 
AAGTAGTAGCCGGAGATGATGAGTGGGTGTCGGGTATTCATCGGGAGACTAAATCGAGGGGGCAGGGAGAAGGACGTGGAAAGATTCnCAAGGGATATGGACGG 
GATCTGAAAAGAGGCmGGTTnGTGGAAnTGAGGATCCAAGGGATGCAGATGATGCTGTGTATGAGCTTGATGGAAAAGAACTCTGTAGTGAAAGGGnACT^ 
GGCTCGGTCACGAGGTGGAAGAGGTAGAGGAGGATACTCTGACCGTmAGTAGTCGCAGACCTCGAAATGATAGACGAAATGCTCCACCTGTAAGAACAGAA^ 

>ncrb5571 .seq 

GGGAAAAGTACCCAGGTTGACACTTACAAGTAACGCmGAAAGATATGTnGAAGATnAGTCTCAGATTTGGCTGTAGTGACAAGATTAAAGAG 
ACTTATTCTGAAGCATTTCAATTGAmACCAGACAAGTCATCCTTCmGTCTGAAGTGACATAACCTCACTTGACAAGCTGTTAAGACA^ 
ATCGATOGCTAGTGATGGATCTGnGAGTGTTGACCCAmCnATmCCTGTTncmCATGGCACCGTATGCAAAATGATCACAGTATGTGA 
AGGAAGGACAnAGTGAGAAAATGGATCATATTCTATAACGTCCGTGGAnAAGnAAGAGTGTTGAAGTTAAGAGTGCGCAGTGGCTCTGTAAGA 

>Bcrb5575.seq 

C^nCCGTCCTGACAGNAGTTCACAGCACATAnGGTGGAnCnGTCCATAGTGCATCTGCmAAGAAnAACGAAAGCAGTGTCAAGACAGTAAGGAnCAAA^ 
AigSAGTCTAAGTGCAmACTCTCTTCCTGGCATTGATTGGTGGTACCAGTGGCCAGTACTATGATTATGATmCCCCTATCAAmATGGG 
AfeTAACTGCCCTGAAAGCTACCCAAGTGCCATGTACTGTGATGAGCTGAAAnGAAAAGTGTACCAATGGTGCCTCCTGGAATCAAGTATCm^ 
Aj^GATGAAAAGGCCmGAGAATGTAACTGATCTGCAGTGGCTCATTCTAGATCACM 

>^|)5576.seq 

G4T<3AAAGGAAATGGAGGAGGGAGAGGTGATGAAGGAAACAGGGAGGAGGGAGAGGTGATGATGGAAATGGAGGA^ 
AXIaAGGAAATGGAGGAGGGAGAGGTGATGAAGGAAACAGGGAGGAGGGAGAGGTGATGAAGGAAATGGAGGAGGGAGAGGTGATGATGGAA^ 
G^<3GAAACAGGGAGGAGGGAGAGGTGATGAAGGAAATGGAGGAGGGAGAGGTGATGAAGGAAACAGGGAGGAGGGAGAGGTGATGAAGGA^^ 
AT^AAAC 

>ftbj)5578.seq 

Cil^ACTAATGGGATCTCTCAGCAGAAACCCTACAAGCCAGAAGAGAGTGGGGGCCAATAnCAACAncnAAAAATTCnAA^ 
CIIWCTAAGCnCATAAGTGAAGGAGAAATAAAATCCTnACAGACAAGCAAAT^^^ 
(^GGAACAAACAGTACCAGCCACTGCAAAAACATTCGAAAnGTAAAGACCATCGACGCTATGAAGAAACTGC 
AtgAAATTCAAACATAACAATATTAACCTTAAATG^ 

>ER^5579.seq 

CSgAATCACTCAGACAACATmGTAACTGCTGCTGTTGCmCTACATACACCTTATAAAGTGACAm^ 
dPyCTTGTAGTATOTAGCTATACTGGGAAAGCATAGATACAGCAATAAAGTACAGTAATm 

>ncrb5580.seq 

atcatcaacgggtacaaacgagtcctggccttgtctgtggagacgga™caccttcccacttgctgaaaaggtcaaggccttcttggctgatccatctc 
ctgtggctggtgccaccacagctgctcctgctgctgctgcggccccagctaaggttgaagccaaggaagagtcggaggagtcggacgaggatatgggamggtctcm 

TCACCAAAAAGCAACCAACnAGGCAGTTnATnGCAAAACAAGGAAATAAAGGCTTACTTGT 
>ncrb5583.seq 

AGAAAAGGAAGTATCAAAGAAGGGTCTGCTGATAGAAAATTAAATAAAGAAGAAGATGCCATGGAAACGTTnTAGTGGAAATACACT^^ 

ATGTGTGACTTCCAGATGAAGTTCAGGCATAGAGGCAGGGCTAAATAAACAAGCACATAGACCCGAGAAnCTCGTTGAnGATCmGGAAATTCGGTAT^ 

CATGCCTTAGCTACTGGATCAAAGGAGACATCTACCGGCTTTGGGAGATAGGAATCTGGAAAAnGACAGACTG 

>ncrb5584.seq 

GGTTGCCTGATCGCCGCCATCATGGGTCGCATGCATGCTCCCGGGAAGGGCCTGTCCCAGTGGGCmACCCTATCGACGCAGCGTCCCCACTTGGTTGAAGTTGACATCTGACGAC 
GTGAAGGAGCAGAnTACAAACTGGCCAAGAAGGGCCTTACTCCTTCACAGATCGGTGTAATCCTGAGAGATTCACATGGTGTTGCACAAGTACGnTTGTGACAGGCA^ 
AAGAATTCnAAGTCTAAGGGACTTGCTCCTGATCnCCTGAAGATCTCTACCATTTAAnAAGAAAGGAGnGCTGnCGAAAGCATCT^^^ 
AnCCGTCTGAnCTGATAGAGAGCCGGAnCACCGmGGCTCGATAnATAAGACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATC^^ 

>ncrb5585.seq 

AmATACCTTGCATAAGTCCTCATTCTACCACATGTTAACCCTCTAGCTGATAATGCAAACACTAACTGGGGGATTmmATAAGGGCTCTAGAA^ 
TCATCTTAACTAACAnCTGAACTAGTOGTGCAGCTmCAnGTGTTGTGTGGTTGGTCTCATAACTAGGTTGAGTTmCTCCTCTGCTGAGGAAA 
GTGGGAmGTAnATAAAAACnGGTGTGGGGGAGGAGCACAAAACTCCAGCCCACTGAACCTCTGCCAATTAAGATGGTGTTGGGnAGGnAGATGTGGnACTGTGCT 
ATCATTmATAGAGATGGCCTTCCAAGTGGTTnAAAATnACTGAAGTTm 

>ncrb5587.seq 

ATGATGGATTATGCCCATTAACAGGACATACTCCCAATGTCGAGTAGCmGATACCACTTCACnCATCCCAmGTGAATGAGAATCAGAATCAGGTGAATGAGAGTGATA^ 

GGAAAAAGCAAGGTAAAGCCACTGATGTCATAGGTTGATGCCGCnGAGGCCTGACCAGCACAAAAGGGCTGTGGGTTGGTGGCTGGTAGAAGCACTGAGTCTGGGTAC 

TCGAACGGTAAGTCAGGCTAATGCAGCAAGTOTGTGTGGGCAGGAGCTGCAGGGTGGACAGGTGAGAAAACCCCCTCTAGGGAGTGGGCGGTGTCCGTGGGAAAnCATATGTTGA 
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AGCCCCMCCCTCCATGTGACTGTAnGGAMTAGAGTCmMGGAGGTMTTAAGGTTMGTGACGTCATMGGATGMG 
AAGAAATCTCTCACTCT 

>ncrb5588.seq 

AAAGTCTCTCTGCTCTAGCTCTCAAGCinGGGTGAATGTCCCTGCGAAATGTATCnCAAGnG 
CATGTGTGTAmCTCTGGACCmATTGCTACTTTTGCmCCmGnACAGAGACTlTGTGTO 
TGATAGTGTCCACAGCTCAAATGCAAGCCCAmGTCATCAGTCCTnCATCTCTCTGAGAGGATTTATTGTGTGC^^ 
CATCTTGmGATGACTTCTnCTnGTTGTTmCCnGAAAATGTCAGTAAGCTCTG™ 

>ncrb5591 .seq 

TCCCNGGGAATTCGGCNTOTGGCCGAGGGCAGAGAGCCATCCTCTATAAGCGGCTGAAAGTGCCTCCTGCGATTAACCAGnCACCCAGGCCCTGGACCGCCAM 

GCTGCTTAAGCTGGCGGACAAGTACAGACCAGAGACAAAGCAAGAGAAGAAGCAGAGACTGTTGGCCCGGGCCGAGAAGAAGGCTGCTGGGAAAGGGGACGTCCCAA^ 

CCACCTGTCCnCGAGCAGGAGnAACACCGTGACCACCTTGGTGGAGAACAAGAAAGCTCAGCTGGTGGTGAnGCACACGACGTGGATCCCATCGAGCTGGnGTCTTCT^^ 

GCGCTGTGTCGTAAAATGGGGGTCCCTTAGTGGAnATCAAGGGAAAGGCAAGACTGGGACGTCTAGTCCACAGGAAGACCTGCACCACTGTCGGCnCACACA^ 

GACAAAGGCGCTTTGGCTAAGCTGGTGGAAGCTAT 

>nGrb5593.seq 

TACATACAAAGTTCTTGTTAAAGCTTACTTGTAATAGTGAAAGAnAGAAACAAGATAAATGTTAATACTOCCAACAGAGTACTGATG 

TGGAGCCAnACAAAAGAATAAATAAGGTCnCCTGTAGTAAACAGCGTGACCTCAAGATATATCATTAAGTnAAAGTTTAAAAAGGCA^ 

CCTGTAATCCCAGGAGmGGAAGGCTGAGGTGGGTGGATCATGAGTTCAGGAGATCGAGACTAACCTGGCCAACATGATGAAACACTGTCTCTACTAAAATA 

GCATGGTGGTGCGCACCnGTAGACCCAGCTACTAAGGATGCTGAGGTGGGGGAATCACnGAACTGGGGAGGTGGAGGTTGCAGTGAGCTGAGATC 

T 

>ncrb5594.seq 

AGCnAATGGGGGAAAAATGTGGTGAGGTGGTGAGGCCGGGCATGGTGGCTCACGCCTGTAGTCTCAGCACnGGGAGGCTGAGGCAGAAGGATCCCTTGAGCCCAGGAGTTTGA 

ACQAGCCTGGGCAACATGGTGAAACCTCGTCTCTATAAAAAATATAAAAAAAAmGCTGGTCTTGGTGGTGTGAGCCTGTAGTCCCAGGTACTCAGGAGGCT^ 

CfetGGGCCTGGAAAGTTGAGGCTGCAGTGAGCTGAGATCATGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGGCTCT^^ 

>RS)5595.seq 

AyCACAGTGGAGGGGCGCTCTTCTCCAGTGACACGTGGACAAATGCGGGCTCATCAGCCGCCCCAGAAGAGGGTCAGGCCGAACCCCAGTTCTCCTCGTCnAGGTCAT^ 
AM^nGAATATCTAGACCTCTCTTCCAATGAAACCCTCCAGTCTATTATAGTCACATAGATAATGGTGCCACGTGnTTCTGAmGGTGAGCTCAGACTTGGTGCn^ 
AiacCCACCCGTTGnTnCAAGATACTATTATTATATnTCACAGGCmTGAAGCACAAATTTATTGGCATnM 
C/^CCACTGTGTAAGTGACTCATCnCCTGnGTTCCAAnCTGTG6GTTmGATTCAACGGTGCT^^ 

>IS)5596.seq 

AgSAAAGGGCNnCCAAGGAAGAGGAGTAGTAGGTACAAGGCCTAGAGGCATGAAAAGATTGTGGTAAGTnGGGAATCAGGAGAAATTCAGTGT^^ 

GAG^AAAACAATGGGATAGGGGm GGAGC AATACTGTGAAGGGTlTGGAAGAGGCTACTGAGTTGTGATmATCCTGGAGATGGGTAAAT^ 

TAMCACATmGTTmGGTmATTTTnAGAAATGTAnm 

T^pKTAAGAGATGATGAGGACnAAACTGATGTTGACCAGGTAGACGGAGGGGAAAGGATGGATOTGGAACACAGnGACAm 
Gfil|rACTG 

>rtM5597.seq 

TAlSGCCGGGGGAGATAGGGTCnAACTCTGnGCCCAGGCTGGAGGAGTACAGTGGTACAGTTATGGCTCACTGCAGCCTTGACCCCTCTGCCTCAG 

Gj^GGTGTGTACCACCACTCTCAGCTAAnmAAAATlTTnATGGAGACAGCGTTTCGC 

CCmGCTGGTGAAATOCAGGCATGAGCCACCACACCCAGCCTGAAATTCTOAAGGATGAGA^^ 

GlibCACGCCATGGGAAGTGmACAmGGGTACAGCTGTGCTAAGTACTGTGGAGCCCATAGCCnGAGGTAGACGGCTACmG 
GATnGGGGT 

>ncrb5598.seq 

GGGTGTGAACATCCTAACCGmnGTGCAAACCCAAGAACGTCAGATCCCAAAGCACAACAACCTGGATGGACmGGGAACATCTAAGCA^ 

ACGTCTTGGTCCCCTCCACCCTGAGAGCATCTGACGGTCCTCAGTACTGAACTCCCGGAAGCTGCTCTGAGCCCGGTGACCTCATCTGGGCCAGGTGTGGTGC 

CAGGTGCTTACAGTGnGCAATCCCTAAGAGAGTAGAGTCTGGAGGAGAAACCGTGAAAAAGACCnACACACCACCAAGAACTTCGGAATG 

TGCAAAAAGAACCACCACAGCTGCTCAAAGAACACAGTGAACTCATCACmGGTTCATCAAAAAATCATCGCCCATGCGmTTCCTC^^ 

CCTT 

>ncrb5599.seq 

ANCTCGGCNATmGGCCGGGAAGGANATTGTGCCGGAAGAANCTGGCAGACAGAGGGAAGTCCnCCAGCAGGGTCAGATnCCTCCnGTTCTCTTGGGGGATGGTGATGCGC^^ 
AGTTTCCCCTGGGATTTTTTGAmCAGAGTOGGACACAGAAACTGATmCATCAACCCATCTATTATGTACTATAACAGTGTCT^ 
ATGTGTCAATATCAGATGCTCTGGAGAAGmCACCATATGTGGATGCCTCTAACATAGGTTAGGTCAnGTAATAAGCATGACTAGAGTnGAAA^ 
CAAAATTCTCAGCCACTCTGAnGACTCTGTAAAAGGTAATAAAACAAAAACTATTCAGC 

>ncrb5600.seq 

TGGATGTCCCACAnCATACTCTGTGCTGGAGCGGTTTGTAGAAGAATGTTTTCAGGCTGGAATAAmCCAAACAACTCAGAGATCTTTGTCCnCAAGGT^^ 

nCTCAATGTAAAATAGTGGATGAGATCmGGGAAGGTTAACTGCTAAGTTAGTTOTCGTTCCCTGAAGTCACTGAAGAACGTGACTCnGTGAGTTCATGG^ 

GCTTGTTTTAGCCCCCTTGTAAATCTGTACAGGACTGCCTCATGAAGTCCTAGnTATTTNG 

>ncrb5601 .seq 

CCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTGGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCCCCAA 

TTCCTACnCATGGATGTGAAATGGCGAGGATGCTATAAAATCACGACGGTGTTTAGCCATGCACAAACGGTAGnTTGTGTGTTGGCTGCTCCACTGTGCTCTG^ 

GAAAAGCAAGGCTTACAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAA 

>ncrb5603.seq 

GTCTCnAGAGGGTGGGGTmGTTGATGAGGGAGGGGAAACTTnTTTTTCTATAGACnmTGAGATM 

AGAAAACAGCTCCTTGGTGAAnGATAAGTAAAGGCAGAAAAGATOTATGTCATACCTCCAnGGGGAATAAGCATAACCCTGAGATTC™ 
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GCCAAAAMTmMGCAMTGAAAGCTACCMnTAMG™CGGMTCTACCATTTTAMG 
GAGGCAATGTCCATCTCAAAATAGTGCTTTTACAAAAGCAGAATAAAAGC 

>ncrb5605.seq 

GGAGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCAGTCACTGCCnGAGCCTGCTTCCTGACTGCAGGACTGGC^^ 
CAGCATmGGGAATGGCCTGTGCmCTCMTGMAAAmGCATCGAAGAGTCAAAATAGAGGATTCTGAAGA^ 
TGCCTACTmATCCTCAmAAAACGAmCCAGnCAGGGCAGTAGTGACTCATCCGAAGAAAATGGAGATGACAGTTCAGAAGAG^ 
AGGAGAAAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACTnCTGOTACAACACTGGGCTATGGAGAGGA^^ 

>ncrb5607.seq 

GGGCCAAAGCTCAAATTGGCTGAGTTGAGAAAGCAGCCGCAGTAGTTCGATTGTTGCCCAGGACTTTGTGCATTGCAAACAGCATCCTACCTGGGT^^ 
CACATGGnmAAAGTATGAGAAACACAGmGTCCTCTCCTmATCCAAGCAGGAAGATTCTATATCCTGATGGTAGAGACAGACTCCAGG 
AAGGAGGATGTGGTTAATCTGmCACCTGGTnGTCCTAAGGCGATAGTTAAAAAGTACCAGCTCTGGCTGGGGTCCCGTGAAGCCCAGGCCAGGCAGCCAAATC^ 
GGGCATACAACGCTGTGCnTCACATCTGTGAGGTATATGCTCAnAGTGAAAGGTGGCnnTGCmATAAGTnGGGGTGGGGAGCACTnAAncnCCCAm 

>ncrb5608.seq 

ATACTATTnAACATACATTGCGmTATnmCTCCGAGTCAAGACAAGAAAAATCAAACCGAATTAAAGCAAAGGCTGT^ 
TTGGATGGTnGGCnGAGTAmTAGCCTGGATGTGATAGmAGATAAAGTrrrTACATATGC 

>ncrb5609.seq 

AGAAAAAGTGAAATCAAGGCTAACAGCCAGCTTCCCCATCACCTTGGGATCCCTGAAAGGAAGTGTATTCGAGTATCAATCTACAGGAAGCAnGCAAGTGC 

TCCGAAGACAGCCAGAGACAAGGTGGGGTGATAAGACTATCATCCTCAACCCTGGAAACTCTGATAGGTAACTTGGCCAAAGTTGACACCAAATCAGAATGGCTGTTCAGCGG 

TAGTATAGGAGGTATGTTCTGCAGGTTCGTAGGGCACAAACTCCTAAGCAGCATTCCCACACTATTGGGACAnCCGTnGGAACCCCTCCCACTTAAGATGAGCA 

nACTAGAGnGAGGCGAACCTGGGGTTAAGGTGGGAGGTAGTGGTAAAAAGGAGGCAGCAACGGAGCAGGAAAAAAAAAGATGAGAAAGGAAAGGAGGAGCTAA™^ 

TAAGGAAACATGT 

>icfb5610.seq 

G|©GCNNTTATTGGCGGGGACCAAGAAGAGNTGAATTAAnCTCAGTGGGGTGAGTAAAGATGTAGAGGGAAGCAGTGACGTAmTAAM 
GgfeGTCTGmTATTAACTTGCTACTnCTATAGTAAAAGMGAAAATAGATOGTAATAnGTTM 

gWaggtgaacatgctgaaggaagcgag 

>iip)5611.seq 

GXTbTATCCTmCGGCAGGGTACCTACGGTACCTGAAAACAACGATGGCATGGAAAACACTTCCCAmACCTGTTGTTGCTGCTGTCTGT^ 
GAlCTnCCTGTAAAGGCGGGTGGTnGAGTCCTTCGAGAGAGGGAGGGAGTGTGACTGGGACGCCGAATGTAAGAAGTATGAC 
GpGTGCATAATCCGAGATGAGGAGGATGTTCAAAGAAAGCACGTCGAGGTTGAGGAGCATGTGAAACCATCAAATCAACA^ 
TAAGAAAGnATAGAATCAGGAGGAAATAAGAGAAGAACAnCTGmCTGAAAATCAAGAGTCCTCCTCCTCCTCCTCCTCTTCCTCTTCTO 

>%b5612.seq 

A®TAAGGGAGATnNTTmCTGAmGmAGGAAnAnTGATmATAATGGTA^ 

GgrMGAATCCCGCAGCTGACAAAAAATGTGAAAmCCACAAAATATCCAACnATGTGACTAAACGCAGTAGT^^ 

A|3trAGTAAGCCmGGAGTAAAATGACGGTTGTAACTAGTAAACGAAAmAGTmCACAGCAT^ 

GIW^ 

>Rsl)5614.seq 

cMJCTGTCTGGTTGCAATGTmGCTCCCAGTAAGAGAATGAGATGATCATGTGGGGAnACCATTGnGCTGGAGTAGTC 

cftr 

>ncrb5615.seq 

AGACATTCTCACATAAGCCCAGTTCATCACCAmCCTCCmACCmCAGTGCAGmCTmCACAnAGGCTGTTGGTO 

AGTGGTCAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCTTnGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGGTGmCAGCCAGGAAGGC^ 

GAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCmCCTCACAmGGATGATTGTCAT^ 

TrrCnCTAnAATCAAGAGAAACnCAAAGnAATGGGATGGTCCGGATCTCACAGGCTGAGAACTCGnCACCTCCAA 

>ncrb5616.seq 

AGTGGAATTAGAATGGAGAAAAATAAGTGACTCTAGTnGCTGGAAACAATGCTGTCTCAAGCGGACTCACTCCATACnCAAAnCAAATAGnCT^ 
ATATAGCTnGTnCTGCAAACGAAGCACCATTCTACCTCTGGGGATCATCAACTAGTGGCnGACGAAACTCTCAGTAACAAGGCGTnTGGAAGAGCCA^ 
TTTnAGTGTGGAAATAGAAGGAAAAmAAGAAAATAAGTGGAGTGGCAAAAGGATnCnACTGGTAGACmTGCAGACAGATM 
CTATGGAAnCATAAGAAGTmCAGTGAGAAGGAGCAnAAAGAGAGGCATTGTnCAGCTCAAGATGCnCACTTGAGGAAAGAGTGn^ 

>ncrb5617.seq 

CAGTCACTACAAATTAAGTGTGTCATGTTGGAAAATTAGnCACCATATGTAGAAGAGGAAAACTGGATCTCnACnAATATCATATACAAAAGTGATA^ 
ATGTGAAAGAAAAAATAAAGTOTCAGAAGAATGATAAAGTTAATAGAAGATCTAAAAAATTTAAAGTTAATAGAATACGTTGA^ 
CACAAAAAACATTAAAAGCACAAACAATGTGGGAAAAGATAAATAnACTCCATTATATmTAGAAGATTTCTATCCAATGAAG 
AGAAGGTATTCGCAACATCTGAAATTGGCAGGGGATTAACATTGAAAAGATACAAAAACTGCTACGAATGAAC 

>ncrb5619.seq 

GGAATTTTACCAAACAmAAAGAATAGCTAATACCAATCCTACTCAAAAAAATGnA 
ATTGAGGTTTrTGCCATTAAAAGTCAGGATAATACCGTGAT 

>ncrb5620.seq 

GAGATCnCTGGATGTGAACAACAGATCCAGGCCAGAAGGTGGCATCATGTCTGGGTGGAGGTACCTCATCTGTGTCAGCnmGCTGACCAnCTTCTTGAACTGAC 
ACCCCCTGTCGCCGCTTCATCAAGCACAAAGnGTTAATGACAAGCTAnCTATGCGCTCCACGGTGGTGTCTCGCTATGCCCACACCnGGTCACCTCTGTCCTGm 
CTGAAGCCCATGAAGCGATCmGAGCTGGATCTGCCTCATGTTGCCmATCTCCAATTTCACTATGACGATGAAGAATAAAGTCTACAnGCAGAAGTGAAAGAG 
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>ncrb5622.seq 

AGAGnGTnGTTCTTmAGnGGTCACTnACACACTTMnnCMnnAmAGAAAMGM 
CCCAAAGTCATGAGTATGTAGAGAAmCTAAAncnAAGGATAAXTAmAGGAAAACCTAAGAAATCAACT^^ 
ATATCCATAATCGGATAATAATCGTAAAGAGGGAAAAGAGCTCTmACAACAGGGGAAAAACAAAGCAAAACA^ 
TATAGGGCnCTATCAATnAGnGTAAAAGTnAGTOATATGAAATCAGGCnGAATAAAnGAGACATAm 

>ncrb5623.seq 

TATOnNAGGTGAGTTATGTAATCAAACTAGGAGGAATmAAGAATGATTrrC^^^^ 

AGGGCAGGTGTGGAGTCTCACGCCTCCAATCCCAGCACnTGGGAGGCTGAGGCGGGAGGGTTGCTTGAGTCAAGGAGTTCGAGACCACmGGTCAACACGGGAA^^^ 
CTC 

>ncrb5624.seq 

GGGGACCCAACTGAnGTCAAAGGCGGCAGAnGTAGmnGTmGGCCGGAAAGGCTTACCATGAGTTGCCAGGGCTGAGAGAGATGGAGAAGGAnCGCGGCGGTGACAGATT 
AAAnCCCCAGnACATOTAGAGTTGGAGACTTGTCCTTGTGTGGACGGGAGGCGGAAAGCGTTGAGAAC™nCGTGGACGCGGACATGGCGCAGGAGAAAATGAM 
CAAGTCGCTGCCGAGTTCCACTACCGCAGAGGGCAACATTCTGAGAAGAGTCAACAGTGCCCCTTTGATCAATGGACTTGGTmAATTCACAGGTGTTGC 
ATOGGACAAACAGAAGAAGATnAGGAATCGACGGTCTCTGnGnGCGAGGTGCTCCCmGATGGnGGACGAGGCGCCTTCATCAAATCAAACAGGAACGTGC 

>ncrb5626.seq 

TAANTCGGCAmATGGCNAGGGTTTAAGGATGGmAGAAATGGAAAAATGTTAACAAATGTGGCAAnATmGGATCTATCACC 

AGAAGAGGAGGAGTTAAGAGAAATGGGAGTGATGTCATGTTGAGGTCTTCAmATmGAGTGTGAmAmGGAGTGGAGGGATTGTT^ 

AAAAATAAAATGCATTTAAACC 

>ncrb5628.seq 

GACACCCGGGCTGGGACTCnGnGCAGTGAGGCAGGGCCATGGGACCCnGAAAAGnGGTCGACGCTAATCGCGAAAATATGTTTnCTGGCGGCTGTCGCAAGTGCCTGGCATGA 
TAGTATATGGGTCAACTGGGCGTGTTGCCATGGAAGCCCAATTGTAGGAAGTGGGTCmTATCACGCGGGATAGCAGAGGTGTGGAAAGTGCAGTGGGAAAGATCAGGATC 
AAAGCGTTGGGAATGGGAAGGGAGAGAGCnGGATOGCTGGGATGCTCCATGCACTCGCTGAGTGACCTTGGACAAGCCCCnAGACACACTAAGCCGGTTTCCTCATCTACAGGA 
Gl^GGATCCCATCTGCTACTGCACCAGGTTCnGTGGCAATAAGnGAACTGAGAGATGGAAAGAGGGmGTGAGGTCCATA^^ 

>fS>5630.seq 

ApAAATGGGCmGCCAGTmAGCTGGAGGGTmCTAACCGACTTGAmCCTCATGTTCTAGAAAGATCACTAAT 
G®TmAACTTAAGGGAGGCTAATTmAAmAAACTGCTCGAGATATGAGTTCTGCAAAAGGTGGTCGGGATCCTTGGCCG 
GlipAATACTGAGCAGAATGGTGnCATGTAGCTTATAGAGTTGGnGACnCATGGGGnGTTGAGATGnTAmGTAGCGTTAATC 
AOT 

>l®)5631.seq 

(^TCATCATCTCATAACTGAGCAAGAAGACTATGCAAATCTTAGGGCGCTCGCTCCCTGGACAGGGAAAGAACTCTGmAAATC 
Ti^GAAAAGAGGATAATGGTGGTGTAAATGAGTGnTCGTTTGAAAGTGCAGTGGAGAGGTnTATGGATATGGTATGCAGATGTAGGCAA 
TjmTTAAAACAACAAAAAGGGAGGGGGnGAGAGGAnGCGGACAGAGATAGTCATGCTGAGTGTGGGTTGTTTA^^ 
Ap^ATAACCAAGATmATATTrnGTAAATTATACTnCTATACTGTAGATTGTGTATG™^ 

>ll9)5632.seq 

GisiCCAAAGTCCTCCAATTGACmGAAAGGAAAATGAAATATGACAAGCATACACATCTACCTCnGA^ 
GpTATGCmCCGmAGCATCTACAGGTCTACATTGACGTCTCTTGnCTCTGAGAACAGATCTTCnGAT^^ 
Ai^ACTAACTGCTCCATACAGTCTAnTTGGAATGAGCATGGACTCAmmTACAAAGACAAGATAGAACTOTGG 
AfCTGmCTCTCACTCTTmGATTGCTCCAnACTCTCTGTGTCnGCAGACATT^ 

>ncrb5633.seq 

CGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCAT^^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCC 

>ncrb5634.seq 

GGAAATATGGCCTCAATATGTGCCGCCAGTGrrrCCGTCAGTACGCGGAGGATATCGGTTTCATTAAGlTGGAC 
AAAAACCATGATAATTCTTTGTATATAAAATAAACATTTGAAAAAACC 

>ncrb5635.seq 

GnCCTCCACCTCTmGAGANGGATGTATGCTGTCAGACTmCCAATGGGATACACAGTTGGGGTmGGAAATAATm 
TGTAGAACCACnCCGAGGGCCnCTAAACTT 

>ncrb5636.seq 

ATCCTCAmGTGAAGGTGGCTmGCTnATAGTnGGCTGGGGAGCACTTAATTCnCCCATTTCAAAAGGTAATGnGCCTGGGGCTTAA 

GACAAAGCCGTCTGGGCAGTCAGGGGCAAGGACTGTTGGAGGAGAGTOGCCCAAGTATAGGCTCTGCCCAGATGCCATCACATCCCTGATACTGTGTATGCmGAAGCACCTTCC 

CTGAGAAGGGAAGAGGGGATCmGGACTACGTTCnGGCTCCAGACCTGGAATCCACAAAAGCCAAACCAGCTCATTTCAACAAAGGAGCTCCGATGT^^ 

CTGCCCCAGGGCTCTTCAGAAAGCATCTGCATGTGAACACCATCATGCCnTATAAAGGATCCnATTACAGGAAAAGNTGAAGTGGGNGGCTAACCTGACCM 

>ncrb5637.seq 

CACTAATTTAACACACCTATTGAACATACnTCAGAGCTTGTGGAGAAAATATTCATGGCnCAGAAATACTTCCACCGACATTGAGATA^ 
GATAAGTGGCCTACAAATACCACCATGAGAACAAGAGTTGTTAGTGGTTTTGTTTnCTTCGACTCATCTGTCCTGCCATCCTGAATCCACGGATGnCA^ 
TCTCCTATTGGTGCAAGAACACTGATAmGTGGCTAAATGTGTGGAGAACnAGCAAATCnGTGGAATnGGAGCTAAGGAGCCCTACATGGAAGGTGTCM 
CAACAAACATCGTATGATCATGTTTTTAGATGAACTTGGGAATGTAGCTGAACnCCGGACAGTACAGAGCATTGTAGAAGGGAGCTGTCCCGTGAm 

>ncrb5638.seq 

AACGAGAAACTGGACTTmAAACCCTCnCAGAGCAAGCGTGGAGGATGATGGAGAATCGTGTGATCAGTGTGCTAAATCCCTCTGCCTGTTTGGACm^^ 

TAATTAAAGAAAAAAGTGGTCTGTGAGGAATAnCTGTATTnAAATAmmGTATGTAGTGTGTATGATOAmCCAm 

TCTOTTmCCAACAGCTAAACTACTCTOGTTGAACAGTGTGCCCTAGCTmCTTGCAACCAGAGTATT^ 
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>ncrb5639.seq 

CTAGCnGnMTMTATCTTGATMCAAAMGACCTCTTAMGTGmAMGTCCACMTMGGCCAGGC^^ 
AnGCTCGAGCCCAGGAGTTTGAGGCTGCAGTGAGCTATGnCGCACCACTGCACTCGAGCCTGGGCAAGAGCGAGTGA 

>ncrb5640.seq 

TATCTGAAATCCCAACAAAAAAAATnAACTCCATATGTGnCCTCTTGnCTAATCTTGTCAACC^^ 
ATAAmGACAAAGAAAAATGATACTTCTCnTTTTTGCTGnCCACCAAATACAAnCAAATGCT^ 
ATAAACTTCAACACTCTnATGATAACAACACTGTGTTATATTCmGAATCCTAGCCCATCTGCAGAGCAATGACTGTGCT^^ 
TACGAAAnAGAAAAGCCCTCCCTATTnAACTACCTCAACTGGTCAGAAACACAGAnGTAnCTATGAGTCCCA^^ 

>ncrb5641.seq 

ACNGGGTAmCGGCNTTATGGCGGGGGmGTGGTCCCCCCCCACCACAAACACAGCACnCGGCTCCTCTAACCTGTGC^^^ 

>ncrb5642.seq 

GAGGCATTGAGGGAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTmCTCmGAAAGATGGAGAnA^ 
TATAGTCAATAGGnACTAAGATATTGCmGCGTTAAGTTmAACGTAATmAATAGCnA^ 

>ncrb5643.seq 

GAGANCAACCTGGCCAACATGGTGAAACCCGGTCTCTGCTAAAAATACAAAAATTAGCTGGGTGTGGTGGTGTGTGCCTGTAATCCCAGCTAGnGGGAGGCT 
CCTTGAACCCAGGAGGCAGAGAnGCAGTGAGCCAAGATCACACCACTGCACTCCAGCCTGGGCAACAAAGGGAGACTCTATCCC 

>ncrb5644.seq 

GGCGTGCGCAGATCAGGGATCGCGAnGCGAATCCTCCGCTGAGGTGAnTGGATATCCCTAGAACGTTGAGGGCACGAGTCGGGTCCTGAGACCAGGTCCTCAGCCAG 

ACGnCCTTATGAGCACCGTGGGimTTTCAmTCCTACACCACTGACCCGAATATGCCCGGCGCCATGGGGACTCCGGCTTTGGGAGAAGCTG 

CTGTCACTCCGGTCCAGATGGCAGGCAAGAAGGACTACCCTGCACTGCTTTCCTTGGATGAGAATGAACTTCGAAGAGCAGTnGTGAAAGGA 

CMCAAAACCAGCAACTGCGTGGTGCTGAAGCACATGCCCTCAGGCATCGnGTAAAGTGCCATCAGAGAAGATC^^ 

A@T 

>rieiti5645.seq 

GtlTCCCCnCTGTTmNAGACAAGTTAACACATAAGTGGGTGGnGAGnGGAmGAAGAGAGAGnGGTnGCTGGGCTGTCTTCTC 
TipTGGnGGGGGTTnTTGAAAGAGAGATTGGGG 

>nciti5646.seq 

AilGAGAGGTGTGGTCACAGTmGTTAAnTGGAGTGGTAGCAnGmATGAGTGGCTGAAAGTGAAGTAAAGGAGTGAAAGATC 

AfpATGCTAAGGATTATGGTGACAACCGCAAAAGGTTAGmCATGGCACTTGTTGGAGATGCATGTAmAACnGCAAAT^^ 

GmAAGCATAACATGGGAGlTTAATAATGGAAGACAGAGAGAGTGAAT 

"! 

Ci^TGTGGCTTACAGCTGTAATCGCAGGAGmGGGAGGCCGAAGCAGGCGGATCACGAGGTCAGAAGTTCGAGACCAGTCTGGCCAAGAT^ 

ATlCAAAAAAAGGGGGGGGGTGGTGGGGGGAGGGTGTAATTGCAGCTACTCGGGAGGCTGAGACAGGAGAATGGGGTGAAGGGGG 

A^TTGCACTCCAGCCTAGGCGACAGTGCAAGAGTCGGTGTGA 

>ii)»b5650.seq 

GW^CTGAGCTAGTAGAAGATAnGnATnGACTAAATGTAAAAmGGAGT^^ 
>ncrb5651.seq 

AAGGCAGGAAAGGAAAACCAAAGAnGTATGTTCTCACTCATAAGTGGGAGCTAAGCTATAAGGATAGAAAGGGATAAGAATGACACAGTC^ 

GGGGAAGTGGGTGAGGGATAAAAGATGAGAAATAGGGTGCAGTATATAGTGCnGGGTGATGGGTGGAGGAAAATGTGAGAAATCAGGA 

CATCTGnCCCCAATAACCTATGGAAATGAAAATACAAAAAATAAAAGGAAAACTGAAG 

>ncrb5653.seq 

ATGAGnCCTGGCGGCGCAGNAAAAAAGCAGGTGTGGGAGCAGCCGCTGCAGAGCCGGAAGGCCAGGAGCCTGCAGCTCGATCTCAGGACACnCCTAAGAATACGGCAGACACCn 
TTGAAAGCTAATTmGGTGAAGAAATGGATTCGGTOCATAAGAGTGCAACTTCAGACTGAAGATAGGCCAAGGTCGTCAC 

GAGAnGAAAGGGGAGCAAGTTGGGCAGTGGGAGAGTTGACTGTGTCACGGCGTGCAnGTGCTGGCAmGGCCAGCGTGTCCAAGGGCATGAGACCAAGTAGACACT^^ 

AGAAAGAGTACAGCAAGGGAGGGGnGTCGTGAAACAGACnnATACTTGAAGATGGAGAGTGGACATGGGmANGGGGTnGTGGTTGNGGGATAAAGGGG^ 

AGATA 

>ncrb5656.seq 

CTCnAAAATATGTCAGGGCGCTAGGGACAGTGGCTCATGCCTGTAGTCCCAGCTCTTGGGAAGGCAGAGGCGGGAGGACGACTTGGGCGCAGGAGmGAGAGCTGCTO 
TGTAGTGAGACGnGTTCTGGAG 

>ncrb5657.seq 

GAGTCCGAGTGGAGAGAGCGAGCTGAGTGGTTGTGTGGTCGCGTCTCGGAAACCGGTAGCGCTTGCAGGATGGCTGACCAACTGACTGAAGAGCAGATTGCAGAATTCAAAGAAGG 
TTTTTCACTAmGACAAAGATGGTGATGGAACTATAACAACAAAGGAATTGGGAACTGTAATGAGATCTCTTGGGCAGAATCCCACAGAAGC^^^ 
TAGATGCTGATGGTAATGGCACAAnGACTTCCCTGAATTTCTGACAATGATGGCAAGAAAAATGAAAGACACAGACAGTGAAGAAGAAATTAGAG 
GATGGCAATGGCTATAmGTGCTGCAGAACnGGGCATGTGATGAGAAAGGnGGAGAGAAGTTAACAGATGAAGAAGnGATGAAATGATCAGGGAAGGAGA 

>ncrb5659.seq 

CAmcmGGACnAAAGTGATGACTCCCTGTATGTCGCATACATACnGTCATCAGGATmCAGAmGAAGAAAGTTGTCTTmAGAAM 

GTAGAGTGTnGGGGGAGTAAATTTAAAGAAGGAAAAGAGAGGGAGAGAGACAGAGGGACACTGTGATTGATGGGAATGGGTGTCGCAGnGAnCGTATTGTT^ 

TACATAGCTCnAAmGGTACCCAGATAGGTTGAGTnATmGAGGGGAAAGAGmCATCTACAGCCCTCGTGGTAGnAAm 



>ncrb5660.seq 
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CATGAGCTAMGGATCATGCTnCCTGTCCCGGCTCCATAGGnATAGGCTGGCTGGTGAMGGnCACGTGGCCCAGGCTGM 

TAAAGACTGATTmGnCGnCTGAGCCTTCAAGGAAmGTTTmACAA 

TGACCTCAGAGCTCCAGGATCATCAGTAAAmGTCATGnATATATnAnTTmATAAATCAA 

>ncrb5662.seq 

CTGAGAATACAGATCAACCCACAGNAACAAAGCGGAmCCAAGGCATCTCCCCAGAGCGAGCCm 
nGGCTGAATCATTCTCAmACTTAATTGAGGAGTAGGAGACTAAAAGAATGnCACTCmGAATTTCCTGGAT^ 
AGATnGCACnACTGCTAGCTCTGCnmATGCAGGAGAAAAGCCCAGAGnCACTGT^^^ 
ACCCTTTTGCCTTCCAAATTAAAGAACTCCATGCCACTCCTCCAT 

>ncrb5663.seq 

GGGGAAAGCAAAGGATmAATGTTACGGAGTNTGAAAAATnATTATGTAAnCAGATGCTACCnGCAACTAAACnAAGAA^ 
>ncrb5665.seq 

NCAGACTmATTAAGNAGTOTTAAGGTGTATACCnCAACCAAAAGGAAATGAACCCAGGGAGAAGTTATAGGATC^ 
CACAATCAAGTACAGATTGG 

>ncrb5666.seq 

ATAAmAAAAAmGCCGGGGGCCAGGTGCGGTGGnCACACCTGTAATCCTAGTGCTTTTCAGGAGTTCGAGATCAGCCCGGCCAACATGGTGA^ 

CAAAAATTAGCCGGGCGCGGGACCATGTGCCTGTAATCGCAGnACGTGTGAGGCTGAGGGAAGAGAATCACTGGAACCTGGGAGGCAGAGGCTACAGTGAGCC 

CTGCNCTCCAGCCTGGGTGAGAGAGCGAGACTCTGTCT 

>ncrb5567.seq 

GGGCCATGGnAAATGACATCGAAGNAATGTmGGGTCCnGGnAAAAACACTCCAGTmGTTTmGAAGAAGAGGATGGCAGTAGTAGC 
AGCAAGCCATGATGnGTGAAGTAGCATAACGGATmAATTAGAGnGnAAnTACAGGGCACCCAGGATGTCAATACAGATGACnAAGGGAGGAA^ 
AGAACCTTTCTCCTGAAGTAACTAGCCAACCTGGAAAAAGTCTCCCTGAGnGGAAGAAAGCTAmGAGAAAATAACAnnG 
Cl^TAnAAAAATAGATGnCAAAAACAATmAmAAATAATTAA 

>r3&i5673.seq 

GyGCCTTGAGGCCGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGGAGATAAGnTTnTTCTCnTGAAAG 
AWAGTCAATAGGTTACTAAGATAnGCmGCGnAAGTTmAACGTAATmAATANCTTAAG 

>ni^5674.seq 

AiiTAACAnAATGACCTCCCGAATGCTCTGCCTOCACACATGGATAATAGAACTAGGATACAAATCTACTnCTATAGTCATC^ 
TiSggAncmAGGGCAGTAGTnGTAAAAAGAGAnGACTTCTTTrnCTGGATCT^^ 
A jcCGAAA GGGATAATATAGATGATGAGGTGAGTCTAAAAGTTCmATTTn 
AmmGTCGGAGTGTGCATGGCACAnAAGAATAATGAACCTGTmCCCTGGCA^^ 

13 

>^^5676.seq 

AfflfeGAACCACATGGGAAAATGmAATGAGCAGACCTGGGAGGTATCACAGGAGGATCGCTCACATGGAGAA^^ 

cMGGAGAGGGGCAACACAAATGTGATGAATGTGGGAAGAGCmAGTCAGAGCTGAGGTCTCAnCGACATCAAAGAAnCATAGTGGAGAAAGAC 

G®\AGCCTTCAGTCGAAGnCTGGTCTTTnAATCACCGAGGAATCCACAATATACAGAAACGGTACCACTGCAAGGAGTG^ 

Gii^TCAGAGAATCCACAAAGGAGAAAAGCCGTATCAGTGCAGCCAGTGCAGTAAGAGCTACAGTCGGCGnCAmCTCAnG^ 

C&ffeTGCAT 

I'U 

>ncrb5679.seq 

AGATAGTGCmACCmATTAATGAACTGTGACAGGAAGCCCAAGGCAGTGTTCCTCACCAATAACnCAGAGAAGTCAGnGGAGA^ 
ATAACCATCAGTOCTGGmCAGnGACAAAATATATAATGGTTTACTGCTGTCAnGTCCATGCCTACAGATAA™ 
GGGTACAAGAGCGATGTACCAGTGTACTGCmCAACTTAAATCACTGAGGCATTTTTACTACTATTGTGTTAAAATCAGGAn 
CCTTTCTGTGGAGAGTGAGAATAATTGTGTACAAAGNAGAGAAGTATCCAAnATGTGACAACCTTTGTGTAATAAA^ 

>ncrb5680.seq 

ATTCTCCGAGCTTCGCAATGCCGCCTAAGGACGACAAGAAGAAGAAGGACGCTGGAAAGTCGGCCAAGAAAGACAAAGACCCAGTGAACAAATCCGGGGGC 
AAGTGGTCCAAAGGCAAAGTTCGGGACAAGCTCAATAACTTAGTCTTGTnGACAAAGCTACCTATGATAAACTCTGTAAGGAAGnC^ 

TCTGAGAGACTGAAGATTCGAGGCTCCCTGGCCAGGGCAGCCCTTCAGGAGCTCCTTAGTAAAGGACTOTCAAAGTGGmCAAAGCACAGAGCTCAAGTAAm 
CCAAGGGTGGAGATGCTCCAGCTGCTGGTGAAGATGCATGAATAGGTCCAACCAGCTGTACAnTGGAAAAATAAAACrriAnAAATCG 

>ncrb5681,seq 

GAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGATGTOGCAGACCCAGGTTAGAGnCTTCmCmCTTAAGCCCTnGCTCTGGAGGM 
AGCTCAACTCACAGCTTCTCCAAGCATCACCCTGGGAGmCCTGAGGGTmCTCATAAATGAGGGCTGCAGATTGGCTGTTCTGCTTCGAAGTAnCAATACCGCTC 
TGAAGTGAnGTAAGATTTGGmGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGmTGAAATGATATGACCAAAATmAA^^^ 
GCmCACnAAGTGTCTGGCCCGGAATAGTGTAGGAACAAGCATGATCnGnACTGTGATATmAAATATCGACAGTACTCAGTT^ 

>ncrb5683.seq 

TATGGCCGGGCGTGTGGTGTAI i ! 1 1 lAAAAAATnGATnAGCATTCCTATTTTCCCTCmTTCCCAATTAAAAGTATGCAGATOTTTGCCCAAATCn 

CnTGGCAGTCTCAnTTCATGnCTTGGATGGnGCACAGAAGGTnGmGTTGGGGAAGCAGAAAAATTAAAnGTAGCTATTTTGm 

AATGAAATAAAGGATGTTTGGTnTCCAAAG 

>ncrb5684.seq 

GCTTGCTAATCGTTCCGACGnAnTNACTGATAACITGAAAGCGmAAnTmACATTCTCAGTTACTGmCTCnGCTTAACTGC 

ACTGCCAGTACCCAGCACGTCAACTGAGTACAAACTGGTCAGGAAACACTCGTTGAATAGATGAAGACATAAATGTTTGTTCAGTTGTAGGCTGTTGCCAACnCGGAA 

TTCAAATGmGAGTGAnGGGGTAGAACTTGGAGTTCGTTGTGGGAnAAAAAAAACTCATGTAAAGGATAAATOTAGCAGAATAACnAAm 

AGTAGTGGAAnATTAGTAAGTCCGGTCAGAGGTGTGACCAGTTTCTG 
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>ncrb5688.seq 

GTGCCCACTGTCTCTTCCACTTGGTCTGGGmGGCAGGCACTGCCTGCTACnGAGGGCCAGGATGCTCCCCCAGGGAA 
CCCGCAGATGGCTGGAATAnAAAATTCTTGTATATTGGC 

>ncrb5689.seq 

GAGAAGCAGGAGGTmCAACCTAGTCACAGAGCAGCACCTAGCCCCTCCTCGTTTCCACACCTGCAAA 
GCTCCTGTGGCAAAnCCCGGATTAAAAGGTTCCCTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCAT^^ 
CAACAGAGAGGCnAmGACmATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGTTCGTGATGACCGCGACTTGGAGCC 
GAATGCCATCnCGAGTGGTCCAGTGTTCTGAmGGGTCTGGACAAAGTGCGAAAGGATCTTGGGCCTGACACAACTCTGCTAGAGC 

>ncrb5692.seq 

GGTGTCACGGGCnGTAATCCCGGCTACTCAGGAGGCTGACGGGAGAATCGCTTGAACCCGGGAGGTGGAGGTTGTAGTGAGCTGGGATGGTGCCACTGGACACTCTAGCCCCGG 

GCAACAGAATGAGACTCTGTCTCAAAAACAAACAAAAAAAAACTGTCmGGGTGAnGTGGAGAGGTGATCATATGTCCGCTGTGTTGCTCCCATCCAAGCC 

CTCATGAGGGTGTGATGGTCAGGCCnGCCCCTGGTGTAAAnCTGTCTGTAATAGGCTGTGACmCTAACTCAACATCACCACTGGCnAGGAGTTCCAmGCAC^ 

TTTATTGCnTTCTATATACATAAGAACTmACGTCTCACCAGTGGAGGnGGGCAGCCAAGACACCACAATGCTGGGGTGTCTTGAGAATGGACnAAT 

CCA 

>ncrb5693.seq 

CTGCTCCTCTGAnGTTAGCCATCACATAACTTATTGAATGCTTGCCATGTGCCAGGCACTGTGCTGAGTGCCATACATACATnCATnAATOTCCAATAATCCTACn^ 
ATTCTCAAnTACAGGTGAGGAAACTGAGACATAGAAAGCTTAAATAAmGCTCTAGGTCCCTATACTAATTGAGATGTnTCAGCAGACA^ 
TAnCmCACTCATAATAAAAGAAATGCAACTTAAAACCATACTGAGATCCTTmAAAACTGTCAGAnGGCAAAGATCAAAAAGCn^ 
AATAGGTACTCTCATAACAGCTGACAGAAGTACATAnGAAGAGGACAATATGGCAATGTCCnCAAAAnATAAAAGCACTAACTCm^ 

>ncrb5694.seq 

GGGGAGAGCCAAGGAATAGTGAATCTOGnTAGATGACACAAAGTCACACmTATGACACTGTGAGGCTCTGTGACGnTGCTTOGTGGTGTCTGGGAAGAAAGA^ 
Cl^AnGACGATCGCTCTGAAATCCAGAAAAGGCCTGATGTTCTGGTGGAGGGCGGGTATGTGGGGAGGCAGAGGCCmCTCTCCCTGCTTGTATAGCTAAC^ 
TCBGTTAmCTCmAGAAATAAAACTGnnCTTAAGCAGACAnAACCTGCAGTAAACACCTTCACACCTGCCnnCCCAmGCAGTAAG 
G^CCTCAnCTnCGTCTGTGTTTGTGTGTTAAATGTTATACAGTCATCCTAGnCAnCAGGCCACTGTAACAGA^ 

>ASb5695.seq 

Gp\GATGGGGGCAGAGATTGGAGGGACGGAGCTACAAGCCAAGAAAACCAAGGATTGCTGGCAGCCACCAGAGGCTGGGAGAGAGGCCTGGGnGAGACGGCCTCAGAGCC^^ 
A(|i^GGGAGCCTGGTCCTGCTGACACCTNAGTmGGAGTTCTGACCTCCAGAACTATGAGAAAATAA^ 

>iS5696.seq 

AlBGGTGAnGTATOGTCCATTnCTGCTGCTGATGAAGACATACCCAAGACTGGGCAATTTATACAGGAAAAAGGAm 

ASrCAmCGAAAGGTGAAAGGCACATCTCACATGGCAGCAGGGAAAGAGAGAGAGCnGTGCAGAGGAACTCGCCCnATAAAACCATCAGATCTCATGATAAn^ 

A§AACAGCACAGGAAAGACCTGCCGCCATGAnCAGnACCTCCCACTGGGTGCCTCTCACAACACATGGGAATTCAAGATGAGATrTGG 

GOrAAATGTTnAGGACTGnAGGTGTTCnGATGAATCAATCCmTATOTI^TGAGAGGACTnCT^^^ 

Hi 

>||S)5697.seq 

G(MAGCGGGCGGCGGCGnGGGGGGTTGTGCAGCAATGGCCAAGATCAAGGCTCGAGATCnCGCGGGAAGAAGA^ 

A^TGTCCCAGCTGCGCGTGGCCAAAGTGACAGGCGGTGCGGCCTCCAAGCTCTCTAAGATCCGAGTCGTCCGGAAATCCATTGCCCGTGTTCTGA^^^ 

AAiAAAACCTCAGGAAATTCTACAAGGGCAAGAAGTACAAGCCCCCTGGACCTGCGGCCTAAGAAGACACGTGCCATGCGC^ 

C|?GAAGCAGCAGCG 

>ncrfo5699.seq 

CATTGAGCAGAGCTCAAGTCAGGGTCGGATGAGGTGCAGGTTGGACAGCAGCGCACGnCATCAGCGCCATCAAGTGCAGGGAAGCCCTGAAGCTGGAGGAGAAGAA^ 

CATGTGGGGTCTCTCCTCCGAmCTGGGGAGAGAAGCCCAACCTGAGCTACATCATCGGGAAGGACACnGGGTGGAGCACCTGGCCTGAGGAGGACGA^ 

AACCAGAAAGAATGCCAGGACCTCGGCGGCnCACCGAGAGCATGGnGTCmGGGTACGCCAAGTGACGACACGCCCATTCCCCCACTCCAGATAAAGCH^^ 

>ncrb5700.seq 

ATAGATGATGCAAATGTGAGAAAAACACTATAACTGCTTCCATGGTAATGACAnCTACAAAGCATGTCCACATGGTAnAAATG^^ 
TGAACTTTATGTTTCTCAGTGGATATG 

>ncrb5701.seq 

ATATCAGAAGGCTAAGGCAGTGnGCAGACTGCGTGCCTGAGGGTAGAAGACATGCCCCAACATGGACACACAGCCCGTAGGCAAACACnAATAAACnAAAGGCAmA™ 
CTCCAGnACTAGCTGACCACTAAGATAACCAGACAGACCTCTGTGGCCAAACACACAAAGGATACAAGGAGAGACTATGAACAACTCTATGGCAAAAAnACAT^ 
GGAGAGACnnAGAAAAAGAAAAAnATCAAAACTAAGTCAAGAAAAAATAAAATATCTGGAAAAGTCCTGTAACAGGAGAnGAA 
CCAGGCCCAGATGGCnCAAnGTGCATTCTA 

>ncrb5702.seq 

GACACAGGTATCCGGAGCTGGNGCTGATAAGAGGGGAATCGCCCGTCTACCTCTCTCCTTGGNCCTGGAACAGCGCTACGTGATCACCAAGTAGCCACAAAATATAATA^^ 
CACnGGTCAGTAGnTTGTGAAAGTCTCAAGTAAAAGAGACACAAACAAAAAAnCTTTnCGTGAAGAAGTGCA^ 

>ncrb5703.seq 

AGGTTGAGAATTGAAATATTnCTTGCATCAGTAnGGCTAGAAAAGAAAATAAATAAAACGAAGTTAATmGTAGTAACAACn^ 
ATCAGAATCAGGTTmAGTTGTGCGTGTNCGCGCACACGTGTGTAAAAAGCACmCGAnGTGCCTGCTGTTTTCTCGAGTGGGGACACmAACTACA 
TAAAGTTmGTTGTCmCTCTCTGGNTGTTTGTGmGTGAGTGGAGCAACAGGAGCACCCACGAGGAmGTnTGAGTATGGAGCTG^ 
GGNGCTCAGTTTTTACAGAGTGTAAAGGAGATGTGTTGTTTGTGA 

>ncrb5704.seq 

ATATGAAGAGATCCTGACTGAAGAAGGAACTGCAAAGGAGGCAAGATATAATGAmGCAAGTAGAATATGGAAAATGTCAACTACAAATGAAAGAGCT^ 
ACAGACAGAGAATnCAGGnAATAAAGGAAAAGGAGTGTCnAAGAAGAATAmCAGCACTOTCAAAAGTGGGAGAGTGGAAATAA^ 
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CCAMGATTGTCTGAGmCCACATmCGAMTMTCATAAMCTGCMGGACATTTGATACAGnA^ 
GATCACAGAGCTAAAAGTGATGmCTAAAGATGTACATCATAGCACTTCACTGCCAAATCTGGAAAAGGA^ 

>ncrb5705.seq 

ACNGNAAAAAGAGACAGCTCTCACCTCTAGCTTTCTGAGATGAGGnGTCAAAATCTGGACTCACTGGATCT^^ 
ACGGTGGGCCAGAGTTCTGCGTCAmATCCnCAGGTGGTCTCTGCAGTGGATGGmGTGCCTCCTGAAGCAAnGCTO 
GAAAGCTGGAAGAAAGGCTTCAACAAAAGCATTAATGGTGATGTGAAGAATGCAGGAAACTCCCAAGAAAGCCAAATGATAT^^^ 
GGAATCACACACGTnCACAGCTGGGTAAATATGTGAmCACGTGAAATCAGAGGGACAGGTGTnCTCT^^ 

>ncrb5706.seq 

TACTAATAGCTGGAACTGGCAGCAGCCTCTACTGGGCTnTACTGTGATGTGTTCAGTTCATGTCCTAGGAAGTCAGCmTGCCCCAGGTGG^^ 
CCACTTCCATGnACTTAGATCTGTGGGTTnTGnGTTGCTGTOGAAAAmGTGGCTGGTGAAAACAGCACTCCmGGCT^ 

CCTCCATCCTTTCTGATATGACCAAAAATCAAGTTGTTTTG I 1 I I I IGTCACCTCCACTGGCATGGGCTAACCACTTCTTTnCAAACCCTCTGAACACCTTTTTCTGATGGGTAACTTGC 
AGGAATAnCTAnGGGAAAAGATAACAGGAAGTACAAGTGCnCTTGACCCCnCCTCAATGTnCTAGCCTTCACTCTGCATTGTCm 

>ncrb5707.seq 

GGATGTTGAGTTCmTGGACGAAACCTnTTGTCnTAGAGnGnCATTGTnGTGATTGCATGmCCnCCmAACTGTGnCTCCCTGGCATO^ 
AGAGGAAGGGGAGGGAAGCnCCCAAGAGTAGCCTCAACCTGTGCTTCTGTGGATTAnCTGAGAATAAATTTCTGTTTCAAACTGG 

>ncrb5708.seq 

AAGATAAATNCTnCTGmTmAGTCTAGTAAGCACTmAGTGAAAATATGGAAATAAAAATGTAAAAAGAAGAAAC 
AATTGGGCATATTCACATGGAGAAGAnTTAAnCCCTGAGGGGGAAAAAAGCTCAATTmGCTAGTCCAAAAAATAAATGAAGAnT^ 
GATnAAAAGCAATAAAGTGTmATmAATGGTCACnCAATTAmTCGAAnCCAGGAGGTATGAATTCTGAGCnTAACTAGA 
AAAAGAGGGTCTGTTGGTnnATAAAGGCAAGACGTTGTATATAATAAAAAGCCTTmTTCTCCCCTCACTTGTAATCA 

>Rcrb5712.seq 

AfBMAAGACAGCTTAAGGAAGAGCTAAATTCTGnAAAATAmGGGGCATGTTTGTGCACTGCTGTTGTGAGGATGAGCATAT^ 
ClaGGGGGCTACACGGTTGCTGTGTGAGTGGAGAGATGCAGTGAGGCAGTTGTCATTATTCTAAAAATTGTACTACTTTC^^ 
Gl^CAGCATTGGCGAAAGGTACTGAGGCTGCTTAAAATATTCAAnCTGCTTnTAATmTAAGTGAAm^ 
T^TAAAGTTCCCAGTnTCCTGCCTTCTGTGACAGGATGAATGAGGTGGGTATGGACAGTGGAGGCAGCTGGAATGGCAAGTGCAGAA^ 

>il5)5715.seq 

NWmATAmAAAAATTGmcnGACAAGCTGACTTGGCACTTAAGTGCACTTmTATGAAGA^^ 

GAATrGTGTGTCTGGTAACTGGAAGGCCTTCCACTGTGGCAAATGGAGGCmTGACTGCCTGTAGAGACAATACAGTAAGCATAGTTAAGGGGTGGGT^ 

itlfcTGTATATGTATTCCCTTGTAnnGnAAAGCTGGAACATTTGATATTTTTCCAnTAmATGAAA^ I 1 1 II lAAAGCAAGTC 

Al^AGGGTGGCmAAnGTATAAGTCAAGCACATGTAATAAATTCAAAACCTGCAGnAACAGGATA™^ 

>fierb5717.seq 

GflfrGTAAAGAAGCTCCTTCCAGCACCTCCTCTCTTCTCCTmGCCCAAACTCACCCAGTGAGTGTGAGCAm 
CGAAAAGCCAAAATGAAACTGATGGTACnGTmCACGATTGGGCTAACm 

CI^CTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACACAGATTGATGTCAATGTCCAGGATCATnCTGGGATGGGAAGGGATGT^^ 
TteTCTGCTGCCCAAAAGACGTmCTnGGACCAAAGATCTCTnCGTGATTCCnGCAAC^^^ 

>0|nb5718.seq 

Gl'M^VTCTGGATGAGCGATCnCAAACGTGTGCmCAAACTACTTAAATACCATAncnCCTATCnGCC^^ 
GTAGAATGCnAGAAAAAGCTTGATGAACCACTGGGCTAAGTACACAGAGGGAGAGGCTAGCAGTATTmAAAnGGm^ 
TTCATTGAAGTAATCTGAAAAACCAATCCTCAAAAGACCTCTCAAnAGAATTCnAAATGACAATGTmCT^^ 
TGAAATAATATmAACCCTATCATAAAATCTCTGCCTGGTAGAACAGCTGACTGTGGAAGGGTAAAATGCAGAGAACCAGT^^ 

>ncrb5721.seq 

GACATTGAAAGTGGAGAGACnGGGCTCAAGACCTCCACGTGACCAAACCTCTGTCCnGTCGTCAGAGCTGTCCAGAAACCTAA^^ 
GGGAGACACCTCTCCTGTCCCAAATAGAGCTCTCTACCTACCTCCCTCTCTGAGATACCTGCGATCTGCAGGAGGAAnACTCCmTGGGCATC 
CAAGTCTCGnCCCAAACCAmCTGCCCATGAGCACAGTGACGTnAAmCATCTnAGGAnCAmCCATCAnTCAAGCAGGGTCATCnGGA^ 
ACAATCCATTGATACACTTGGTGACATTAAnGAGAAAAAAACAATATGGGTCTCAGCGCCCTGCTTCCAGGnGCTCGAGGT^^^ 

>ncrb5722.seq 

GTCTGAGATmACTGCACCGGTCACCTGAGTAGTGTACATTGTACCCAATATGTGGnTTnATACCTTGCCCCCCTGTTACCCTCCCCACTnGAGT 

TCTGTATACCTTmGTACCCATAAGTTAGGTCTCAGTOTAAGTGAGAACACACAGTATTTGGmTCCAnCGTGAGTTGCnCACmGM 

CTGCGNNG 

>ncrb5723.seq 

GATCCCGTAGGAGCCTCTCTCCCTACTGCTGCTACACAAGNACCCTGAGACTGACCTGCAGGACGAAACCATGAGGAGCCTGATCCTTCTTGCCATCCTGGCCGCCTTAGCGGTAGT 
AACmGTGTTATGAATCACATGAAAGCATGGAATCTOTGAACTTAATCCGTTCATTAACAGGAGAAATGCAAATACCTTCATATCCCCTCAGCAGAGATGG 
GAGGATCCGAGAACGCTCTAAGGCTGTCGACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGGGAACGCTACGCGATGGTmTGGATACAATGCTGCCTAW^ 
TTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCA 

>ncrb5724.seq 

ATAGGTAGAATGTAATGCTTGTGTGATGGNTGAAAGGCTGAAATGGGTACTTATATGGNAATNCTGCTCANATNGAATGACAGCTCCGTCTAAACAGAnGm^ 
CAGTGTCCnGGCAGGCTGAmCTAGGTAGGAAATGTGGTATCCTCACTmAATGAACAAATGGCCTTNATTAAAAACTGAGTGAC 

>ncrb5725.seq 

ACCTATAGAAATAATTATGnTTGAATGTCTTCACAAGTAGCATAGnAATTGAmCCTCnAGCACAGTGTCCTTCATAAAATCTnATCAGATTG 
AAGTATeTTGTACCCATAGAAnAGAAGTTCAAGAmAGATAmCATTATTAAATTGmGGmGnATOGACCAT^^ 
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CGmGCnATGTATTACnAGTnGAAATAGAATmAGGAATACAGNGAnACCTnCTGAATCTCTTGGTC^ 
ATACTCTmCCATmCTTATTTTnAnCCTAmCmATGNTCTGAn^ 

>ncrb5726.seq 

GmG™CAGCCTTTAATCTGGAAGACAmTGCTAAATGAAATAAG(X)AAACCAAAGACAGACAGATACTGCnG^^ 
AGAGGGTCAAATGTTGGTTGCAAGGCGCTGGGAGCAGGAGGAAGTAGGGAGGTGnGGTCAAAGGATACAAATTnCAG^^^ 
CCTATAGCTAACAATACTGTAnGTraCTTAAAAAmGCTAAGATGGTAGATCTTAAATGTTC™!^^ 
mGGAAGGCACGGCAGTGCnATGGCATAGAnGTGATGATGGTmACAAGTGTACAmATCTCCAAGCTC^ 

>ncrb5727.seq 

ATCATAAAnAAATGAGAAmCTGCTTATCAGTAmTATATAAGCACTGTCTGGAAATTCTACTTAGGACAATAmAAGT^^ 

TATCCnGnAAnAATTAACTAATTAAGTCCCCAAAATGAGAAGAGATTGAATTACTATCAATAAmGTAGTAAAGTG^^^ 

TCAACAAGnAGCACATACTnTATTTTTAAAAAGTCTTCACAN 

>ncrb5730.seq 

AGTmCTGCGTAATACTCAGNANNnGGnGAGTGTGTAnGCATGCTTCCmCTnCTGCCAGTTATmGTGCmGnGACTM 

ATGATAGTAmGACCTACCTTGAAGCAAGGGTATCCTGTTAGATGTTAAGATGCAGGTnTAGGGTTGCCAGAGAAACTATCAAATAAACAGT^ 

AGTTAGGAAGTGGCAGAAATGGCTTGACGTGACAAACATCCCTGTATCCnAGAGAAGTGGCCAACAAnCTCTAAGCTAGAAA^ 

>ncrb5732.seq 

CGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGGAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGAC 
CCGGGTTCCTCCCGGGGCTAGGCCTGTCTGAGCGTCGCTCGTN 

>ncrb5733.seq 

GGAAATTGAATAAAAGAGAAGTAAGAATGAAATCCTGCAGCTGAAGAATOAATGAATGAAAAAACATACAGTGGAGAAmCAG 
AACTTGAAGATAGGTTATTTGAAATTAACAAGTCAGAGAC 

>S5735.seq 

CjiAGGGAGGGGCGCTGGCCACATGTCACTGATGGTCAGATTCCAAAGTCCnTCmATACTGnGTGGACAATGTCAGCTGGGTCAATAAGGGCA 

C|||CCCCCTGTATCTGGAnGTAATGTGAATCnTAGGGTAATTCCTCCAGTGACCTGTCAAGGCnATGGTAACAGGAGACTTG 

Aja^TGGTTAGTACCGGGnCAGmAGnCTTGGTATCTm 

>ncrt)5736.seq 

G/SATGGAATAATGAAATGGAAATGATGAGCTGAGATGCAATGAGTTGAAATGAGATGAAATGATGAAATGA^^^ 

GlifeACATAAAATGAGATGAAATGAGATGTAATGATGGAATGAGATGAGATGAAATGAGATGAAATGATAGATGAGATAAAATC^ 

AfmTGATGAAATGAAATGATGAGATGAGATGATGAAACG 

>%b5737.seq 

GiBi)CCCATAGAAACTGAACCTAAACnCAAAm™nATCTAAGCTATAATAATAGGCGGAGTCGATCTG^ 
AI^CCTCGAAGGCATCATAATCATGGTTCTCCTCACCTTAAGGCCAAGCATACCAGAGATGATnAAAAAGnCAAACA 

GKgCAAGTCTCGGGATCACTCAGATGCAGCCAAGAAACACAGGCATGAAAGGGGACATCATAGGGACAGGCGTGAACGATCTCGCTCCTTTGAGAG 
TlilGGCAGTCGCTCAGGACATGGCAGGCACAGGCGCTGACnTCTCTTCCmGAGCCTGCATGAGTTCTTGGTmGCCTATCTAGAGTC^^ 

IS 

>0at5738.seq 

Gia5AAACTTmGATCTCGTGACCCCnTATACTCnAAAGATTAnGAGGATCnAAAGAGCT^ 

AjM-AAmAAAATACATGTGTmAAAATATTATAAACCCATTGCATCCTAACATAAAT^^^ 

TTATTmGCGTATCTCTmATGTCTGGCnAATAGAAAACAGCTGGATTCCCAGCTCTGCnCTGATO 

TGTCAAAGTAnATGAAAATnGNTnGACCTCATGGGTnCCnGGGAAGAGTCGACCCCTGCAAGGGACCACGGACCACACTTGTGGGA^ 
>ncrb5739.seq 

GGACCACTnGGTmCTTTmGCGTGTGGCAGTmAAGTTATOGTT^ 
AAGTTAAATGAAC 

>ncrb5741.seq 

GACCACGCTmCATCTGTCCCGCTGCGTGTTTTCCTGTTGATCGGGAACTCCTGCTTCTCGTTGCCTCGAAATGGAGCCCAACTGCTCCTGCTCGCCTGn 
CCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATGTGCAAAGGGACGT^^ 
GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAI I i 1 11 111 i II 1 1 

>ncrb5742.seq 

GCAGTGACCAAAGACnGACCACTCAAAGTCCAGCTCCCCAGAACAGTGCTCGACATGGACACCGGTGTGATTGAAGGTGGATTAAATGTCACTCTCACCAT^ 
GGAAAGGAAGTTGGCAGTATCATGG 

>ncrb5743.seq 

GTGGGACACTCAGGGAAAGGGCTGGGTAAAAGAAATACAACCAAGCTAGAGAAAGmCAGAAGGAAAAAATATCACATAnCCTACCTCCTCGAGAG 
ATCACCTGATTGCTnTTCCATGTGATAGGAATGACCGGACTTTCTTTGGACCACGCCTTTATTAATCmATOTGTACA^ 

>ncrb5745.seq 

GGTGGAATAnGGGGCCTTAAAmCCTGCCTGTAGAATGAGGCAmGGGCTAGGGGAGTGGTTCCTAGACTTmGTGGGATM^ 
GCCACCAGCTTTTTATTrTGACAAG 

>ncrb5746.seq 

GGCAGTTCGGCGGTCCCGCGGGTCTGTCTCnGCTTCAACAGTGTTTGGACGGAACAGATCCGGGGACTCTCnCCAGCCTCCGACCGCCCTCCGAnTCCTCTCCGCTTGCAACCT 
CCGGGACCATCTTCTCGGCCATCTCCTGCTTCTGGGACCTGCCAGGACCGTTmGTGGnAGCTCCTTCTTGGCAACCAACCATGAGCTCCCAGAnCGTCA^ 
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CGTGGAGGCAGCCGTCMCAGCCTGGTCMmGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCnCTAm 
TCnCCGCGAAnGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCGGCCGCGCTCTCnCCA 

>ncrb5748.seq 

GAGTCCGAGTGGAGAGAGCGAGCTGAGTGGnGTGTGGTCGCGTCTCGGAAACCGGTAGCGCTTGCAGCATGGCTGACCA^^^ 

TnTTCACTATnGACAAAGATGGTGATGGAACTATAACAACAAAGGAAnGGGAACTGTAATGAGATCTCTTGGGC^ 

TAGATGCTGATGGTAATGGCACAAnGACnCCCTGAAmCTGACAATGATGGCAAGAAAAATGAAAGACACAGACAGTGA^ 

GGATGGCAATGGCTATATOGTACTGCAGAACTTCGCCATGTGATGACAAACCTTGGAGAGAAGnAACAGA^^ 

GGTC 

>ncrb5749.seq 

GGAGGTATAGGAAGAGATGGAAACCTGAGGGATGTCCTGGCTTTATAACACCCCACTGCCTCGAAAACGAATCCAGTCTCACAAAAGTGAGAACTCA 
GCCATGCATGAGGGATGCACCCTATAACCCAAACACCTCCCAGCAGGCTCCATCTCCCAACACCACCACAATTGGGGATCAAATTTCAACATG^^ 
TAGAAGCAATAnCTGACCTGCTGATGTnTGTATGCCTGTGnCTGGCAATGTAnCTGGAGGGnCCTGACACAGTGTGAGCAATTACTGGGGGCT^ 
TTATATCAATAAAACTGACTTGATAATAGCTAnGATGTCAATAAAGmAAATGTnTACCACAGTCATTA^ 

>ncrb5752.seq 

GGAATCTACGAGATAAATGGAATAGGTATTCATACCACTCCTAATGGGAnGTCTACACAGGAAGCTGGAAAGATGACAAGATGAATGGTinGG 
AGTATATGAAGGACAAnTAAGGATAATATGTTTCATGGACTGGGGAC™CACATTCCCAAATGGGGCAAAGTATACTGGAAA^ 
ATACTGATATCCAAGGACTAGAATGGAGTGGTAACTnCATmAGAGGTGCTCCAGACCTGAAAnAAAGCnCACATGTAGATGTGATGTTm 
GCTmAGTTGTAAGGAAAGCAACnAATGTG™mGAAATGACnCATACACTACCCCTATAAGnTGCCAATAA^ 

>ncrb5753.seq 

CAAGAGACGGGCATTGAGCAGCTCTGTCAnCGTGAACnAAGGAGCAGTACTCAGATGCTCCAGAGGAAATCCGTGATGCTCGGCATCCCCATGnACCCG^ 
CCAACACAGGAnAACTATGAGGAGAGCGTGATGGTGCGmGAGCGTCAGTAAGCGAGAGAAAGGACGGCGAAAAGGAGGAAATGTCATGAGCTCACAACnCATT^ 
CTTCAGTGACATCAGTGCmGACAGGGGGAACTGTTCATCnGATGAGGATCAGAATGGTAnAAGAAGCGGAAGAAGATACCTCAGAAAGGTGGGAAG 
C66CGGTGATTATTGGGGTGTCATATTTGTATAI 1 1 II 1 1 IGTCATCCTGAGATACTTCTAAnTCATTGATATANGGNGGNmCCCTGGAATTCAnAATTGTnGGTn 

>&5754.seq 

GynCGGGGnGTrCGCTGGTGGCGTCGGAGCCGAGCCGGAGTGGTCAGGATGATGACGGAGGTGCAGCTCGGCATGTTCGCGAACATGCTGGGCGTGTCGCTCnCnGCTTGT 
Cl&CTCTATCACTACGTGGCCGTCAACAATCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCGCAGGGTTGCAGGAGATAGTGTGAGGCAAG^^ 
TjmCACTTCACnCATCCCTTCTACCCATCACAAGATACAAAGCAACTACAGCTGGATnnCCAAAGAAACTTnTATTT^ 
G|C^TGAATAGG6CCCAGTATAGGGGCTTGCTmGTACTCCCTCCCCCCAATATAAAAATATAGACTT^^ 

>l®)5755.seq 

C^IGNTTCTCCGGACTTCGAGGCATGGNGGTGACGGAAGCGAGCCTGTNGCGCCAGTGGCCCCTGCTTGTGCCCCAGAAGCGGNGGAAAACCGTGTATGA^ 
cMSGGAAGAGACnCCACCTTAGGATAGTGTTGCCTGAAGAmACAACTGAAGAATGCAAGA™™TGTAGnGGCAGCTGAGAACAATAC™GTG^^ 
AEAGAGAATGCAGCACTCTCGTGATCTAATGAGCmATGATGGAGTTGAAGATGCTnTGGAAGTTGGCnAAAGM 
ApCAAGCCnATTGAAGAGATAGGAACTCnGGTTGGGATAAACTTGTGTATGCGGATACCTGCTOAGTA^ 

i 

>ffl}5758.seq 

TlltrAmCCCTCACTGTCAACCCAACACAGGCATGCTCATAAGGAAAGGTTAAAAAAAGTAAAAGGAAC^^ 

m 

>ii^5759.seq 

cl^AATTCAGGCTTAACCTATGCAGTAmCTGGCTGTATCACTGAATCTCTCCACGCACCCTCTGTGCCAGCTACATCAGAAT^ 
AlliGGGAGTTTnCCCTCCTTCTCCAGCAGTCACATTCCTTATCGATCAGCCnCGGG 
GnAGAnGAATCGmCmCTnATAnCTCnAGCATTnGCTmGCnCTAnACTACACTnAAAAA^^ 
CAATACAmGTTGATTTGACTTACTGAACGmCTACTTCCATCCTGTTTTrrTAGCTG^ 

>ncrt)5760.seq 

ATGTCAAGnGGTGGAGGCCCmGTGCTGAACACCAAATCAACCTAATTAAGGTTGATGACAACAAGAAACTAGGAGAATGGGTAG 

CCGTAAAGTGGTTGGnGCAGnGTGTAGTAGTTAAGGACTATGGCAAGGAGTCTCAGGCCAAGGATGTCATTGAAGAGTAm 

AC 

>ncrb5762.seq 

TATGGCCGGGAATTGCNCGATACAGAAAGCCATCGGATGTCNATCGGATGCAATGCAGAGAGATGTCTGGCTACTGTGCAGTAAAGAGATGGTAGAGACAGGGCTGGGGTGAGCAG 

TGAGGGGTCCCTGCAGTGGATCTGGAGATACATTAACATGGTCTCCCGCCTCCTCAGAGACCTCCnCAAGTCnGCCCGCTACAGAAAGCCnACTGGATTCTGmGCCTT^^ 

ATCTGCCAGAGCCCTGAAATATAGCTGTTATmAAGTCTCmGCAGTCTGTGTTCTCTCGTGATAACTTCCTATTGCCTTCTTGTCTCm 

TTGCCTCnAnTTCCCAAGCTCTTCCAGTTCATAGCTCCTCATCCCCCCAGGTCTATCAGTGCCnCGGGGmGGAACCmGGGGTACACTGATGGTCACCCAACAT^ 
ACCATG 

>ncrb5763.seq 

TAAAGCAGAATTGATTCTTATGCAACATTCTGGTAAGAAAAAAGTAAAAmCATTTTTGTCmAACATATAGGCCCTTCTCATTAA^ 
CAGGAAAAAAACCnCAAAATATATnATAATGTCAAGTTGTATGTGTGCGTGCATGTGTGCATGTGTATmATmCTCTCTAAAGCTGm 
TnAGCrmGTAACTTCAGGAATCCATAGTAATAAGGCACTGAGGAAGGAGGGAGTGGnCTATAGnAACTnGACCGTAATTmCCn^^ 
ATACCCAAAAGAATGTGGGTCATCCAAAGACTCAGGATGCAATCTATATTAACACmCCCAAAGTTGCCCAGAAGCCA 

>ncrb5764.seq 

GGTATCTGATTCTGCCTGAGAAAGCAGGAnTATGGGAAGGAAAACTTGTCTAAGGCTCATCAAGATGGCCCGACCCAGAGTCACCTAAGAGAACTCnCCAACTT 
TGTGTAATCAGTTGCTTCmTTCTGTGTCTCAGAmCCTAGTCCATGACAmAATAGTGAGTATAGAGTAGGATATTCTATACATTTTAGTAm 
CCATGTCACTCAGAAGACTCTCAAAGmGTGTATAAATGGCGAAGTATGCACTATGAGAGATTCTAATCCAnCACATCATTCnGAGnGTGCAAATACACTO 
GGTGATCTAAAmGTTTAmAAGCTGCAAGAAAGmCATTAAmGGAATGTGTCATCACTTGGACCCAGTATATCAGA 



>ncrb5765.seq 
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GGATNCAGTNATMGATGGAAAMGACTGf^NMTCTmAnACAAMTGmCTGTTAAMTGGGATC^^ 
ATCAAnCAAGTCAGTGTTGACTATTCTGTGAAATATAmGGCCAGTGGAAATGATAATCAGNAAAAGA 

>ncrb5766.seq 

TCCCAACACTGCCAACGAGNCAGCATGACCnCCTACGCCTGCTGTCCACGGAAGGCTCCCAGAACATCACCTACCACTGCM^ 

AACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGNGGAGATCCGGGCAGAGGGCAATAGCNTGGNTCACTGT^^^ 

AAGTGGGGCAAGACTGTTATCGAGTACCGGNACAGAAGACCTCACGCCTCCCCATCATTGGCA 

>ncrb5767.seq 

TGGnCAGGACTTGTGnGGGTGCTAAATGAGAAGCTGGGTTGAAATCAGGCCCATGGGTAATAGTOCTATTGGAOmCAACAAAGAGTGAA 

AGACAATAAATGTGAAAGGTATGAGGAGGATATTAATGCnGAAGGTTGTGAGAGCTGTAAAGGGTAAGTGGAGGATAGCCTGTGATmTGATGG^ 

CAAACATGAGGGCCAGCCCAGAATTGTGAAGTTGAGTTGTTTGGATAGAAAGGCTATAGGGCACGGTCCCAGCTCTTGTGTAAGA^ 

>ncrb5774.seq 

GGGGNCNAGGCCAAAAAGAAAGAAGTGGTCCNNAGGCAAAGTTCGGGACAAGCTCAATAACTTAGTCnGTnGACAAAGCTACCTATGATAAACTCTGTA^ 

AAACTTATAACCCGAGCTGTGGTCTCTGAGAGACTGAAGATTCGAGGCTCCCTGGCGAGGGCAGCGCTTCAGGAGCTCCnAGTAAAGGACnATC^^ 

CTCAAGTAAmACACCAGAAATACCAAGGGTGGAGATGCTCCAGCTGCTGGTGAAGATGCATGAATAGGTCCAACCAGCTC^ 

>ncrb5779.seq 

AAGGNCCAACCCCATCTCTATGAAAAATAGNnNAnAGGGCTGGGTGCAGTGGCCCACACCTGTAATCTCAGCACTTCGGGAGGCTGGGGGGnGGATTACGA 

AGACAATCTTGGCCGACATGGTGAAACCCCGTGTCGAGTAAAAATAGAAAAATTAGCTGGGCGTCATGGCACGTGGGTATAATGCTACTACTT^ 

TGAACCTGGGAGGCGGAAGnGCAGTGAGCCGAGATCACGCCACTGCACTCCAGCCTCGCAACAGAGTGAGACTCTGTCTCANAAAC 

>ncrb5780.seq 

TGAAAAGAAGCCTGCAGAGAAGAAACGTACTACAGAGGAGAAGAAGCCTGCTGCATAAACTCTTAAAmGATTATTCCATAAAGGTC 
APCTGATOTACAGGC 

>ii8t)5781.seq 

AlSGNCTTTGCTATCTmAACTAGTCTGATATTCnATACTnAGTOTACTTnGGAATnGATACAAGG 
At^AAGAAAAACCATTmATAAAAnGTGACTTTTCG 

>|k)5783.seq 

GislAGGGCNGmGACTGGGGCGGTACACCTGTTNAACGGTAACGCAGGTGTGCTAAGGCGAGCTCAGGGAGGAGAGAAACCTCCCGTGG 

CTOAmTCAGTACGAATACAGACCGTGAAAGCGGGGCCTCACGATCCnCTGACCTmGGGm^ 

CglAGGGnCATAGCGACQTCGCTTmGATCCTTCGATGTCGGCTCTrCCTATCAnGTGAAGCAGAAnCACCAAGCGn 

>nafb5786.seq 

mGGCCGGGGGTGTTCNATCnCTATATAAnCCTGTTmAnATTAACAAAACAGTCGTAAATAGCAGCCC 
GllmATCAGAACTATGTTmGTTCAGmATCTGnCATATGGATAAATATTGGTTGGGAT^^ 
TIKJTAATGCTTGCTGCTGAmAAACACATTAAAGGTACmGCAGGAAATCCnGCACCATGGGATTAATATGCAAn^ 
TjjmrCCAGTAATGAGCTTAAGAAATTTGTGGAAATAACTCACCTGGCATC™ 

lU 

>(ji|)5788.seq 

cpsncaamaactgtogtccaaagtaggntcagctcmggacactaggaaaaaaccngtagagagagtaaaaaamaa 
aNgcgttcaagctcaacacccactaccta 

>ncrb5789.seq 

CAAGAACAAGCGCCnACGAAAGGCGGCAAAAAGGGAGCCAAGAAGAAAGTGGTTGATCCATmCTAAGAAAG^^ 
TTGGAAAGACGCTCGTCACCAGGACCCAAGGAACCAAAATTGCATCTGATGGTCTCAAGGGTCGTGTGmGAAGTGAGTCTTGCTGAm^ 
nCAAGCTGATOCTGAAGATGTTCAGGGTAAAAACTGCCTGACTAACTTCCATGGCATGGATCnACCCGTGACAAAATGTGTTCCATGGTCAA^ 
TCACGnGATGTCAAGACTACCGATGGTOCTTGGTTCGTCTGTTCTGTGTTGGTTrTACT 

>ncrb5790.seq 

ATCCTCAAnTOTAmGAAATTCACACACTAGTTAAAATGGAAAAAGTGCCAATACCTGAmCTGTCCCCTGmnCCACTCGC 
GGGAAAATACATCTAACAGAGAACTATCAATAACAGAAAGAAGA 

>ncrb5791.seq 

TGAGGGGGCAGGCGGAGCTTGAGNAAACCGCAGATAAGTTTnTTCTCnTGAAAGATAGAGAnAATACAAGTACTTAAAAAATATAGNCAAT^^ 
AAGTTmAACGTAATmAATAGCnAAGATrrTAAGAGAAAATATGAAGACnAGAAGAGTAGCnG 

>ncrb5792.seq 

AGGAGAGGAGAAAGTCCCTAATCAACATTCATGTCTTGACCTAATTTGTAGTGTACmCAlTGTGTTAAmCCTCGTATGTTTTGT^^ 

AAAACTCTGTGGCATTmCCATCGAAAGGTAGATAGATAGCnCTGCAGTGAGAGGGAAAGATAGTTGTTTTGAATGCGAAA 

CATAnGAGGCACTATnTCTGAAAATAAAAACAAACAAGAN 

>ncrb5798.seq 

GGAANNCCTGGTGGGAGGTGGAGGGGTAAGNnAGGAAAGAACTACAnCTTGAGAATNCAGTGATGAAAATTGATTnGAAAGTGAAATA^ 

TAAACGAGNGA™CACCTGGCCATCCGTCTAAATGnCTAGGAAGGCATGTCTGTTGTGAnTTGATGAAGACAGAA™TT^ 

AGTTAGTCAAATGACANATGGGGG 

>ncrb5799.seq 

ATATAGCGmGnCAACAACTGnTAnGANCACCTCATATGCACCAAGCACCATTCTAAGTGTGAAGGATGTAGCAnCTAAGAAACAGTCCAAGnGTC^ 
CTACCAGGGAATTCAGACATTAAAAACTGTGTAATGAnTTTTTATATGACCAGTCCTAT 
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>ncrb5800.seq 

TATGGCCGGGGAGCACCCCCAAGCAGCCATAGATMTATACMGTNTNAGGGGTGTCACTGTGCTCCAGTGAGACTnATTTACA^ 

CTATAGTAGGCTGTCCCTTGAnGGATGCATCAAAAACGGACAmGACCTGTAAACCTGACACCTCGCTGGGTACCACTCCGTCTC^ 

GGAATAAAAAATATATACCTGCCCTTACTACCnGAAAGATGGTGnGTAAGGATGAAACAAGATATAATGCATGTGA^ 

CGGCTCTACAGTCATTCTGGnCACCnGTGGAGTGTGACTTCTTCACCTTmAATCACAnGGGCTn^ 

GGNTTGTCTGTAC 

>ncrb5802.seq 

AATGCCTCGTCATCTAAnAGTGACGCGCATGAATGGATGAACGAGATrCCCACTGTCCCTACCTACTATCCAGCGAAAC^^ 

GCTATAGCTG 

>ncrb5806.seq 

TGGCTAACTnCAGGGGCCTCANCAnCCATATGTCTTCAGTGGATTGATGAATATCAGGTTAAnTGTGCCTGCCCCAGCCATCTCTACTm 
TTGCAAGGTNCTGCTAAAAAAAACTCAAAATTGTGTATCAAATATTnCTTTCAACTGTAAAAAATCATCTGTGT^ 

>ncrb5807.seq 

CTGAGGTGGGAGAATTGCnGNACCCGGGAGTTGGAGGTTGTGGTGGACCAGGATCGTGCCACCGTACTCCAGCCTGGGCAACAGGACAATTGTGCCACTGCNCTCCAG 
AACAGAGTGAGACGTNACCTAAAAAAATAAAATAACCCATACAGTAAAATTGACCTGAGGAGAAn ATCTCACTGC AGCGTGGAAGTGn^ 
CCCAAAGTGCTGGGATTACAAGTATGAGCCACCATGCCCAGCAACCTCAATGTTAATTrTAAAAACI II II II II lAGAAGAATG 

>ncrb5808.seq 

TGTTAATGTATGAAGAGAAGCATCCNGmTGAACTGAGTACTCTCACAAAAAGACACACAGGAAACmCTGTGGCCTCAAATGAAACATTGAGGAATM 

TAACGAGGACATGGGAAATAGCTAAnGATAACCAGAAATAGAATGTAmCAAATGGCAAGGGAAGCAAAATCCCTGTGAnCCCACACAnGATT^ 

CmAAGGTGTTGGATGAAGAGnCTGAATGAGCTGTGAAATAAGACAAAAGAGGGAGGAGAGAAAGCAGATGGAAAGCCAAAATGTCACATTCGT^ 

AGTnAGACCCACAGGTAAGTGGGCTCCTTAACACTAACCTCAGAAnAGAGACAmCCCACCAACATAGAGTAAGAAAACACAGGTCTCCCCAGTGCGACC^^ 

CglGATAACGCTTTTTGTAGG 

>iSI)5811.seq 

A®GGCGATCTGTCTGATGTCCTGTGTTTGGTGCCTAGGTGGGCTTGGTGCTTGCATTTCCTGCGTTGNNGTGTCAGGAmn^ 
liSGATCTGGTTACTATGGCACACATCATACAGATCnACTTACCTCATGTACAGAAGAGAATGGCATGGATCAAGAAAATCCCCCnGTGM 

tI#\agacttgaccagtatacgggaagtgccttgaaagaaataccatccggctggcatctgtggaggagtgtcagagctggaatcatgc 

ap\cttaaatggagttccnccccacccgacattcaagttcctggaagaagccatmgaacamatgtagctatcm 

tg^gataatgaattcactga 

m 

>HCFb5812.seq 

AyAAAAnGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCAATGGnnAGAnAAAATGAAGGTGACTTAAACAGCn 
TJAAAATAAmGAAGGCGATCTTTTAAAAAGAGAnAAACCGAAGGTGAnAAAAGACCnGAAATCCATGA^^ 
A&CAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAA^ 
dAdAAGATNGGGAAAnAGAAGATAAAAACATACniNAGAAGAAAAAAGATAANTn 

>EKi5813.seq 

AfSSTGCACCTACTCAGCTATCCCAGGACCAGCnGAGGCTGAAGAAAAGGCAAGATCCCAGAGATCACGGCAGACCTCACTGGTCTCCTC 
C^GAAAGGCTGGATACCTCGGmTTAGAGGATmGGAGATGGAGGTGCnNGNNAGAGATCCATGTGGCCCAGTATCCACTGGA^ 
(^GGCCAnCAGGTGGATTCTGAAGGAAAAAnAAATATGATGCAAnGCTCGACAAGGACAGTCAAAAGGCAAGGTCAm^ 
T|i?|ATGCAGATGATCCAGACCTGCAAAGGCCCGATGAAGA 

>ncrb5814.seq 

CAAAGNAAGTATGAAGATGATTTTNAAGCTCTAAmATATAGTCACCCATAAAATGTTCT^^ 

GCAGTAAAATGAAAGCTATATCTATTCTAAACCnATnAGACAnGGTACCAGTOCCCAGGTGAAAATATGGAGTAACmG 
GTATCTCTATATAAATAAAGTGGTCAACAATGTGCAATGATTGTAAATnAGTAAGATAnACAGCCAmCATGM^ 
ATCCATATACnCAGGTGnGCTGTTAACAmACTATGATAGmTmAACCAAAATGTTACTCACAnAAATGm 
TACTTA 

>ncrb5815.seq 

TGCTCmCTGCTACAAGGGCCCTGGGAGATAGCATGGACGTGCAnGAGAAGCCAGCCTCAGACCmGCTTGAAGCAGGTTGAGGCCAGACCTACTGTAGCCTCAGCATCnGCT 

AGGAGGCATGGAAGTGATCTATCCTGCCAGGAGGGCTCAGAGTGATCTGTCCTGCCAGGAGGTGTGAGAGTGATCTGTCGTGTGAGGCATTTAGGGGCmCAGGAATnAG 

GGTGGAGTATGCCmCCAGTATCTTCCATCTTCCmGTATACnGTCCTTCCTCCCATTTCCTCCCTTTGGCCCGAGGTAGGAGGATGGAGGGAGGCTGCTA^ 

TGTGCCTCTACTGTGGCCTCAACCCTGGCAATOTAGCTACTCCCATCCCTTACGTGGGCATGTGTGAGGGGnCTCACTGGATmATACCCnGNGTC^ 

CATATATATATAC 

>ncrb5816.seq 

CTGAGGTCAGGAGTNNGAGACCAGCCTGGCACAACATGGTGACACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCGGGGTGGGGGNGCGTGTAATCCCAGCTACTNAGGAGA 
AnGCTTGAACCCGGGAGATGGAGGTTGCAGGGAGCNGAGATTGCACCACTGTACTCTGGCCTGGGCGACAGAGCANGACTCCAACCCAATG 

>ncrb5818.seq 

AGCTAGGATTACAGGCATGAGCCCCCCATGACGAGGCnCAGTmAAGATTNGAGTTAGTGGNGAACATTAAGAnTATTATTCTAGGAATGCAGNGAAT 
AnAAGGGGTTTAAAAATATGTTTGAATGmCTTnATGATGTTTmAAAAGTNGGATGTATGAm^ 

AGTATGATAATCTACnGGAATGNGGATAAATGTAAAAAGAAGAAAAGnAGAAGAGCAATATGmCCTTCTCTGTAACAGGGTC^^ 
AAGGGAAATTATATACTTAATATGTATTGATTAAAAGA 

>ncrb5821.seq 

TACnTTGGCCAAGAGTAATGAAGGCGGCTAAGGAGAAGGGGCAGGAACAAATTGCGAAGAGACGCAGAGmCGTGTCTGCGAGCTTGTAGn^^ 
AAGATTTTTTGAGTAAGAAATAAATAAGATCAGAGTC 
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>ncrb5822.seq 

ACATGGTGAMCCCCGTCTCTGCCNAAMTACAAAAMmGCCAGATGTGGTGGTGCACACCTGTAGTCCCMCTAnCG 
GCGGAGATTGCAGTGAACCAAGATCGGGCXACTGCACnCCAGCnGGGTGACAGAGCAAGACTCCATCTCAAAAA^^ 
GGTAACCAGTGAGGCTATGAAATTGCGAGTGAAnAAGAGTAGGGCTAGAGTCAACAGTCCAGAACGGCTATGGGTATGAA 
CAACTGAGAAAATAAAAGACTGCACTTTGGAGA 

>ncrb5824.seq 

GAAAAGACATAGAAAAGGCTTGCCCATCCTAmATCCTCTCCATGATGTCnCGTTAGAAAAGTAAAAATGCTGM 

TGAAGGCAGTAGnCTGGAAAAGCGAGTGGGGACGAGAGAGGTGCTAAAGTTGAACGAGCTGATGGATATGAACCACCAGTCCAAGAATCTGm 
CAAATAAAAAGTGCTATTTGC 

>ncrb5826.seq 

AAGGGCAAAAGCTCGCTTGATCTTGATmCAGTACGAATACAGACCGTGAAAGCGGGGCCTCACGATCCTTCTGACCTm 
AGGGGCCCGTTTACATGGCGTGTCCCTTTTATAAAATTnCCATTAAAAACCACCTAnnCT 

>ncrb5827.seq 

TATGGCCGGGCGAANCGCCAAGGGGTAGGCAAnCTATGTAGNmTGGACATGAAGmGGTGCATCnGGTTTATGCTGGCTCAACTGCTAnAAAC^^^^ 
TCATTCTAmGACAAGCACGTATCGAACACnGCTTCGCACAAGGGTCTnAGnAAGAATTTAGCAGCTACTGmGTGTTAAA^^^ 
AGAGCAATGACTAmAAAGAAAGGCnTCCCAGCATCACTTACACATCCCAAAACTAAAAAGATCAACTCnCCAACTGAGAAAAGACTCCTGGCm 
AGTCACAGGCCAGGGCAACAACAACGAGAACAACAAACATnGGAATAnAnCTCAACTCACGTTTTAATAATACATGTOnATT^ 

>ncrb5828.seq 

AACCGCCTGCAGGAGGCTCTGNNCCTCTTCAAGAGCATCTGGAACAACAGATGGCTGCGCACCATGTCTGTGATCCTGnCCTCAACAAGCAAGATCTGGTCGCTGAGAAAGTCCTTG 

CTGGGAAATCGAAGAnGAGGAGTAGmCGAGAATTTGGTCGCTAGACTACTCCTGAGGATGCTACTCCGGAGCCGGGAGAGGACGCAGGGGTGACGCGGGCCAAGTACTTC^ 

GAGATGAGmCTGAGGATCAGCACTGCCAGTGGAGATGGGCGTCACTACTGCTACCCTCAmCACCTGCGCTGTGGACACTGAGAACATCCGCCGNGTC^ 

ACATCATTCA 

>i||}5829.seq 

GMTGCTACATAAACCCTCCCCmGAATCTGAGGGGGCCACTAATTTTm 

>filA)5830.seq 

ApGAGAAAAAAAmGmAGCCCTTAGAnGCAAAGAGAAATAACnAAAAGAAmGGGGAAAA™ 
>l^5831.seq 

cSsiAAATGTTTGGAAACAGTATCNTTTGACAAAGAAAAATGATACCTCTCn 1 1 1 1 1 lACCAATTCCAATTTCAAAAT 

(^TCAATGGNGCTATAATAAATAAACTTCAACACTCnTATGATAACAACACGGTGTOTATTCTnGAATCGTAGC 

TlTCmCTGAAATAGTGAAATACGAAAmGAAAAGCGCTCGGTAmTAACTACGTCAAGTGGTCAGAAACACAG 

GHAAAACTOTAAATnCAnGATTAATCTCCTGGAAGATTGGmAAAAAGAAAAGTGT^^ 

dfelAAAG 

lli 

>Qier^832.seq 

a|l53tacataactggta™mctacmanngmggtagaattcaccagtgaagccatctgggcctg 

ciilgggacccagaatagccaaaacaatcctgaaaaagaataaagnggaggactcacaancccaamcaaaacttacc^^ 

gmtagatacatagatcaatgggatagaactgagaangacaaataaacccgacacatccatggtcaattm 

acgmtggtgctgggataacctgataaccaccncaaaagagtgaagnggacccctacncactc^ 

cUtaaaactc 

>nat5834.seq 

CCTCCmACCTnCAGTGCANNnGTmGACAnAGGCTGTTGGnCAAACTmGGGAGCACGGACTGTCAGTTCTCTGGGAAG 

CTGTCTmGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAM 

GnGGTGAATCGGTTGncmCCTCACAmGGATGATTGTCATAAGGTrmAGCATGnCCTCCT^ 

TGGGATGGTCGGATCTCACAGGCTGAGAACTCGTTCACCTCCAAGCAmCATGAAAAAGGTGCncnAnAATCATACAAACTCTCACCA 
AATAAAAAGTAATGAC 

>ncrb5835.seq 

ATTTTTATTGTCmTTmAATmGATTmAAAATAAAAmACNCTCmACTATGm 
TATATAACAATATATATTAAACATAGGAATTTTGG 

>ncrb5837.seq 

ATAGANCCGTAGAnATGAAATAAGAAAACTTTTTGGCATGnAAATGCTCTnAAAGGCTTnAACTCCTGTCTGGTGGAGCA^ 

GAAACTGAGAGTmAC™GTGAAACCnCCACTACTTATGAAAAGTGAAATATCATGTATAACTCATGCAGATCAACTAGTCCGTAGAGACTC^^ 

ACTGACTCAGAmAGGGnTAAAGACTATTGAGAAATAGGAAGGTAnGAGAGAmTTGGGmCATCAGAGCAGACTTAAGTAGCCTGGTTGATm 

ATGCTTGGATGCTCGAGGCCTGGCAGAACCTTGCTGGTCTCTGTAGGGTGGGATAAGTGAAGCAACATTAAACCAGGTGCAGTCCTTAAmCTCAGGTAACATA^^ 

AATTCTAATAC 

>ncrb5839.seq 

AGGCATTAAGCACCGACCCTGGGTCGCTAGGCCCCGCCTGGCACTCAGCCTTGCCAGAGATTGGCTCCAGAATTmGCCAGGC™CAGAACACCCACTGCCTAGAGGCCATC™ 
AAGGAAGCAGGGGCTGGATGCCnrCATCCCAACTATTCTCTGTG 

>ncrb5840.seq 

GNCGGnCTCTCCTnCCAGTGGCNGACCTCTGCCGCAAACATGCTCCGCCAGATCATCGGTCAGGGCAAGAAGCATCCGAGCTTGATCCCCCTCTnGTAlTTATTGG 
TACTGGAGCAACACTGTATCTCTTGCGTCTGGCAnGnCAATCCAGATGTTTGTTGGGACAGAAATAACCCAGAGCCCTGGAACAAACTGGGTCCCAATGATCAAT^^ 
CAGTGAATGTGGAnACAGCAAGCTGAAGAAGGAAGGTGGAGAmGTAAATGAAATGmGACTATAAGGGTGGmAGAATGAAGGTCTTCCAGM 
ACTTAACCAGGAAATAmCTCCTCTAAATGGATGAAATCATGTTGGAGATCTCTATTGTAATCTCTATTGGAGATOCAATGATT^ 
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>ncrb5842.seq 

ATGTCTGnGCnAAAMCCANGTCTGCCTTGGmGTCCCATTGTAGCACTGCCTnCAGGACAGATGCAGGGAMCAG 

ACTCAATAAAAGGCACAmGTTGCAAAGAAGTCTAAAAnCCATGGAAnCTGTGTGnGTGATTGATTATC^^^ 

TAAAnAGGGCTCTAnAAAATnAGATAGGGAGTAAGnGGAATATmAAAGAAAGCAmGCTGAM^ 

>ncrt5845.seq 

ATGCTTGCAAAAATGTATGTTATCCNnGTCTGTmATTATATTAAGTGGTGTATAAAGTATTCTGTTG^^ 
TTT 

>ncrb5847.seq 

GTTnAGTACCCACnGTNCCATAATATCAAGAmCTAAAAATGGGGGAAAGGACTTCTAATCTTTmTCATAATATCn 
TAATCC 

>ncrb5853.seq 

CCCAGTATGAAGAGATCnAATGATACTAACCTCTGnAATGATGCTAGTCTGAAATCACACCCGAACTAGGGTCATnCTACAGCATCm^ 
>ncrb5856.seq 

CTCTCATCATnCAGCACCAAGGCCNATAAAnAGTGGGAGAGTAAGGGNGACTTGATGAGTACATCCAATTGnGACATAGTm 
TAAAATAGTCTAGTGGGATTCACATG 

>ncrb5857.seq 

GATGATCAACCAAACTAAGGTACCAGGGAACAGTCCTGGAGAAACAGAGCTATGTGACCTnCAGACAGATAATTCGAAATAGCT^^ 

CAGAGAAGGACnCAGAAnCTATCAGATAAGCnAGCAAAGAGAnGAAATACTOCAAAAAATCAAGCAGAAAnCTGG 

TCAAGCAGAATAAAGAATTAGTGAGCTTGAAGATAAACTCTTTGGAAATGCACAGAGAAGAC 

>a5858.seq 

AtaGATGATGGGAAACGACTTCTGATATCCATCAGCTGCTGAGATCTAGAAAGCCAACTAAATCAACTTGGAGAGTGCTGGCTAAGTAACACCM 
(^TGGAAACAATAnGAAACACTGGACCAGATATCAAAGTGAATCTGCAGATCTAATCCACTGGnACAATCTGCAAAAGACCGGCT^^ 
CfeiCAAGAGCTGGAAATGGTCCGTGATCATCTAAATGCmCCTGGAGTmCTAAAGAAGTGGATGCCCAATCTTCCCTC 
AtMwW\AGGTGGACACAGGCACGCTGCGCTCTGAGCTGTCGGGCAnGATAGCCAGTGGACTGACa^ 

>n§j)5859.seq 

(^fCTATCCTnACGGGAAGGGTACCTACGGTACGTGAAAACAACGATGGCATGGAAAACACnCCCATnACCTGn^ 

AaasGCmCCTGTAAAGGCCGCTGCTTTGAGTCCnCGAGAGAGGGAGGGAGTGTGACTGCGAGGCCCAATGTAAGAAGTATGACA^ 

AGGAGG 

>Sj5863.seq 

CjEI^^CTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATO 
CffiGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCC 

>e^865.seq 

A0<iACACAGTGGTGGCTCTCCATGCTCTGTCCAAATATGGAGCAGCCACAmACCAGGACTGGGAAGGCTGCACAGGTC^ 

AgfeGACAACAACAACCGCCTGnACTGCAGCAGGTCTCAnGCCAGAGCTGCCTGGGGAATACAGCATGAAAGTC^ 

cM-ATTGTCCCAGAAAAGGAAGAGTTCCCCTTTGCTnAGGAGTGCAGACTGTGCCTCAAACnG 

>ncrb5866.seq 

CACACCTGTAATCCCAGCACmGCAAGGNTTAGGTGGGTGGATCACnGAGGGCAGGAGnCAAGACCAGGCTGACCAACATGGTGAAACCCCGTCTCTA^^ 

GCCGGGGTTGGTGGCACATGCCTTTAATCCCAGCTACTGTAGAGGGCTGAGGCAGGAGAATCGCnCAACCCGGGAGACAGGTTGCAGTGAGCCAAGAT^^ 

GCGTGGGCAACAAGAACAAAACTCTGTCGC 

>ncrt)5867.seq 

ATAGAGAAACAGNACCCAAGNAAATGTGCTCAAnGCAATGGGCCACATACCTAGATCTCCAGATGTCATnCCCCTCTCTTATm^^ 
COT 

>ncrb5868.seq 

CTGmGCAGATGACATGATTGTGTATCTAGAACACCCCTCGTCTCAGCCCAAAATCTCGTTAAGCTGATAAGGAACTTCAGCAAAGTCTCAGGATACA^ 

AAGCATTCnATACACCAATAACAGACAAACAGAGAGCCAAATCATGAGTGAACTCCCAnCACAAnGCnCAAAGAGAATAAAATACCTAGGAATCCA^ 

ACCTCTTGAAGGAGAACTACAAACCACTGCTCANCAN 

>ncrb5869.seq 

GACAGCACCGGNAAAGTGAAGAGTCAGAACTAACTTTGGTCTCAGCGGGAGCCAGTGGTGATGTAAAAATGCnCCACTGCAAGTCTGTGGCCCCACAACGTGGGCTT^ 

GCCTCACAGCCTGGCACGAAGGCGCCGTCTGGGmGGTGACTAAAAGGGGnCGGGGACAGGCAGGTCACAGAAAGGCAGGTTTCAmCTTATGACATAAGAGA^ 

TTTTAnCCTTTGAATATTTTTTGA 

>ncrb5870.seq 

AAGCTCTAGCAAAATAAAACATAGGAAATGGCATCACTGTGmGACTTCnGTGAAAmGTGTACmGTATATAAA^ 

>ncrb5871.seq 

ATAGTATTCCATCTTTAATATGTGGGACTAACAGCAGTGTAGAnGTTACCTTAATAl Mil IGCTGGGAGCATCTACCTGCCTTATACTAGACTOGGAAAAAGTATrACATATGGTTTAT 
TnGAAACnCAAGTATTATTGCCTTAATGTCTCnAACCCTGmCACGCTGCnGTAGACATGnAATATAGTAATACCTTOTGATATATTGAGm 
ATCATGTATGCAmTmGTATATGTAGAGGGGAAGTAGGTATATAATTTGATAAAGnGCAATTGAAATATTATTA^^ 
ACTmmGTAAAmmGCCCTGGAGTmAGAAAATAGmCTGAATnTAAACTTGCTGGATTCATGC 
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>ncrb5872.seq 

AMGAMTCTAmCATACCATGGAGGMGGCTCTGnCCACATATAmCCACTTCnCATTCT^^ 
GCTGAGCTATGTAGTATGCTATGATTAAATTTACTTATGTAACTTT 

>ncrb5873.seq 

TATGGCCGGGGAGGAGCCAACTAATGAAGAAATGAATAATAAATmGACACTGAAAAACATmAnAATAAAGA^ 
TTGACAATCATTACACTAAAACAGATTTGATAATCTTAAAAAAAAT 

>ncrb5874.seq 

NGGANTCTAAGAAGGTGATAAGACTAAATTAACNNNTGTAGAANCCATGAAmTAGTGAAAATAAAATGAATCCCCTm 
GGNTCCTTATCCAAGAATGCATGTGGTTGAGGCCACAGGGAACCATTGGTNAGGATnCTC 

>ncrb5876.seq 

ATGGCCGGGATCCAANTGAATCTGITAAAATGTTTGATTCCTTGGGAATGGCCTTAAAAATAAATGTAATAAAGTCAGAGTGGTGGTATGA^ 

TAGGGnAAGCATGGACAGCCAGAGCTTTCTATGTACTGTTAAAAnGAGGTCACATAmTCTTTTGTATCCTGGCAAATACTG 

CAAAGATGAACTAATGTATTACAnACCATTGCCACTGATTTTTTmAM^ 

AAATGTATTGTGGTnGATAC 

>ncrb5877.seq 

GCTNGCTAATCAATTGAGNCCAGTACNGCCnNNTAAAGACATAGTAAAAGGCTTGCCAATCTAnTATCCTCTCCATGATGTGTTCGnAGA^ 

TnGAAnGGGAAAGCTGATGGAGGTTCATGGTGAAGGCAGTAGTTCTGGAAAAGCCAGTGGGGACGAGACAGGTGCTAAAGnGAAGGAGCTGATGGATATGA^ 

GAATCTGTTTAAAGTTCAGACTTCAAATAGTGGCAAATAAAAAGTGCTATTTGC 

>ncrb5880.seq 

GGNACGTGGGAGGGGGTGCATGTAGAGTGTGmATGGGAGTTGTATGGATGCTCAGCTGAGCmcnCCCnACCAGTTCATTATTCCTAGAGGAAGGTCATATACCAGn 
CfeATmGCCTCTTAGTGCACATGCTTGAGCCCACTTGCCCAAATCCTGAGATCTTATOGGAAGCTGCTGATGACCAGTnCAGGTT^ 
AinrGCGACCTATGAGGAATTAnATmAGTGAGACATTTAACTACTTGCTGACGATCAGCTGATGGTCGACTGATGnGnAGm^ 
ApJTGTGTCTGACTAGGTACCTACTGTGAGACTGCTGA 

>S)5881.seq 

dpAGGTGGTOCATTCGTTGAAGGACACCAGCTGCGGAATTTGCGGCmGGCAGATTGAAATCATGGCAGGTCCAGAAAGTGATGCGCAATACCAGTTCAC^ 

TtrGAACTCTTATAGTCTCAGAGGTAGAATGAACTGTGTACTGGCCACATATGGAAGCAnGGAnGAnGTCmTATnCAAGTTAAGGTCCAAAA^ 

ATmTGGATmAAACTGTCTACGGnGnAAGCTCATCTGnAAGTTCCC 

>||!|)5883.seq 

GAAAACCCCTTAGTATGAAGTTGATAAGAGGAAmGGTATAAnATGGTGGGTGA™TTT^ 

rjiACAncc 

Ip 

>©|*5884.seq 

GSSnGATGCAGAGNAGAAGGGGGTAAGAACnAAAGnAATAmAGAATGTnAGAAAAAAAGATTGAAAGATGATTm 

GP#VCACACACACAGAAAGAAAAAAGTrAGAGGAAAAAACTGCTCAGTAGTnATmGAAAATAACCAGCAAAT^^ 

G^ACAGAGTCCTGCACnCAGCCTGGGCAACAAGGGCGAAACTCTGTTTC 

>fig&5885.seq 

TAIbGCCGGGGGAGGCCCAACAGGCTGCCGCTGAGGGGCTGGAGCTGGTGGGGACTGGGCCGCAATGGACAAGCTGAAGAAGGTGCTGAGCGGGCAGG 
GCGGCCTGTCCGAGGTTGTTGAGGCATCnCATTAAGCTGGAGTACCAGGATAAAAGGCTTCATTGCGTGTmGCTATAGGAAT^^ 
GGTGCCCAGGAAGGGACTACACCTCnCGCAGTGTmATACCmGGTAATATCGCATCAATTGGGAGTACCATCTTCCTCATGGGACCA^^^ 
CCTACTCGmGAnGCAACTATCATGGTGCTGnGTGTmGGACnACCCTGTGTTCTGCCTnTG 

>ncrb5888.seq 

GAGAGCATCAGGGCTGAAAGGTGCAGACAGNNAGAAGGGAGCTCCATGAAGTACAGAGTGATGGGCAGAGTnGAGTGAAGGTAGTGGGTAGTGTC 
CTGGGTTGGG 

>ncrb5889.seq 

ACTGACAGAACCTGGAGGCTATTAAATACAAAATGGCAGTmCTTTCAAAGTGAAAATATnGCTTCTnGATACTCCTCAGTGCCTTGCAG^ 

GGAAGGGCCAAGAGGAGTATGnGCCAGTGGCCCTACAAGTCCATGTGTGCTGAAGTCCCTATAGCAACCACCTTACTCTTCAGCCCAGTAGCTGCCTCCCATGTGACCAnCACCC 
GAnGGCACCAnGCTGGAGCTACTGTCACAGGGACTmTGTGCAGGTGGTCACATCnCTTCCTCTGAGCTGCTCTCCACATCACTGCGATCATCCnCGATACCTGGGTGGG^^^ 
AGACCAAAGACAGAAAAGTGAGGAAAGAACTGTAAGACACCTAAGCTCAGAGACCCAGGTGTGGGCACCTGTGTTCCCAGTCTGGTCTGGTTTCTGATGACATCTA 

>nab5891.seq 

ATCATCAACGGGTACAAACGAGTCCTGGCCTTGTCTGTGGAGACGGATOCACCTTCCCACTTGCTGAAAAGGTCAAGGCCTTCTTGGCTGATCCATCTGCCTn^ 

CTGTGGCTGCTGCCACGACAGCTGCTCCTGCTGGTGCTGCNGGCGCAGCTAAGGTTGAAGCCAAGGAAGAGTCGGAGGAGTCGGACGAGGATATGGGAmGGTGTGmGACTM^ 

CACCAAAAAGCAACCAACTTANCCAGTTTTATTTGCAAAACAAGGAAATAAAGGCTTACTTCTT 

>ncrb5892.seq 

GTGCCCAGGGCTGCATCTGCAAANGGGCGTCGGACAAGTGCAGCTGCTGCGCCTGATGCTGGGACAGCCCCGCTCCCAGATGTAAAGAACGCGACTTCCACAAACCTGGATmn 
ATGTAGAACCCTGACCGTGACCGTnGCTATATTCGTTmCTATGAAATAATGTGAATGATAATAAAACAGCTnGA^^ 

>ncrb5895.seq 

ATCCTGAAATCTACTAGAGACACGCCTAAGCCATGAATGAACTACATCCAAATACCTGAATTTnGGAATCTGnTCATGGAnmCATCnCTACCGT^^ 

AAGATnATAAGTACAAAmGGGAACATACAAATCTmAGGTAGTAGAGTnAACGTGTATAAGCTAAAAGTGAAAGTAACTTGAGTG^ 

TGGmGCCmGTCCCGCTGGATAGAACGTGCAnTAAAGAATATAnGTACTTACTGTGACAGCAGATAATAAACCAGTCTCTTGGAGGGCACAACCCnAmG 
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>ncrb5896.seq 

TATGGCCGGGGAMGTCTACGTGTMTTCATCnCGTTCMCAACATAGCTTCMTTACAGATGACACATO^ 

ACGCCTGGAGGGCAATCCAATCGTCCTGGGAAAGCATCCAAACAGTTnAmGCTTAAAAAGAmCCGAT^^ 

ACCTACACTAATAGTCTGTCTCAACAATGTGTAAAGGAACTTAAGTATTGGTnAATAnAACCnGTATCTCA^ 

ATAATAAGTAAAAAGTAAGACTGAATGTCTACGnCGAAACAAAGTAATATGAAAATAmAAACAGCA™^ 

AAT 

>ncrb5899.seq 

gaanaaacgtagttcagcngcaaggtgcgaccttmacctctggcaggcagagacaggcaagagcaagaactaggaatagaagaattgc^ 

gcacagtggctctcacctgtaattcgagcactttgggaggccgaggcaggcggatcactngtggtcaggagmgtcaagaccagcctggccaacatgg 

ttcaaagaaaaaaaaaa™gctggacgtgatggtgggtgcttgtaatcccagctagtcgggagggtgaggcagganaatgacto 

>ncrb5900.seq 

AGATCCCCCACACCAAAAAGAGAATTGTGAGATATACCAGTTATTAATACCAGTTAnAAATCAAGAACTGGGCCAGGCATGGTGTCTCATGCCTGTA^ 

gaggtgggcagatcacaaggtcaggagatcaagaccatcctggccaacatggtgaaaccccgcctctactaaaaatacaaaaa™gct6GGCGtg^ 
agctactagggaggctgatgcaagagaatcacngaacccagggggcaggaggngcagtgagccaagatcgtggcactgcaatgcagtctagtgacagagctagacactggctc^ 

AAGAAAAAAAGAAAAnAACAACTGTATAGAACCAACTGGTGCTAAAGCAACATAGAGACCAGAATnAAmAGGCCATCTGnG™ 
AAGAACAGCT 

>ncrb5901.seq 

GGAACCTTGCTACANAAAATCAGTAmAAGAGTATCCCTGGAGMGGAAGAAAAAGCCnATCCTCATOCAGGANGAGTTAA^^ 
TAAAGGGAGAAGTACTGAATTAN 

>ncrb5902.seq 

AATGGGNGACTTTAAGACGCCACTGTCAACATTAGACGGATCAACAAGACAGAAAGnAACAAGGATATCGAGGAATTGAACTCAGCTCTGCACCAAGCGGACCTM 
GMCTCTCCACGCCAAATCAACAGAATATACATTmmCAGCACCACACTACACCTATTCCAAAAnGACCACATAGTTGGAA 
Ai^TAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGATTAAGAAACTCAnCAAAACCACTTAACTACATGG^ 
aS|g)ATAACGAAATGAAGGCAGAAATAAAGATGTTCmGAAACCAACGATAACAAAGACACAACATACCACAATCCTG 

>^li)5904.seq 

(^TTCAAACTTNTATAACnTNGAAATTGGAGAGCAAAAATTnGCnGTCACTGCACATCAATATAAAAAAGC™m 
(MI^TmGTTCATATTTATCGGGATGACAAATCCATAGAATATATTCl^ 
Tj&jATAnAnCTTCAACGACAmmGTAACmACACTmnGGTOTTnAnTT^ 
G(33CCmGTGTTGGACTGCAAAnGAGnTCTTTCTCTTTAGGCCnTCACAACTAGGACTGAGAATGTA^^^ 

• m 

>ag|)5905.seq 

TGGGGTCGACAGTAnCACTGAAAGAAGGGGACNGTGTACCAGACAAAGAGAAATGACATGnGAAAGnCCTGAGGAGACA^ 

G^GCTTGGGGAGCTAAGGAGGCAGTGGGGCTCAAGAGAnAGCAAGAACTAGAATATGATGGAnGCTATGCAGGCATTCAAGCCAGAmCCA^ 

T^AAnCCATAAAmGGAAAAAGCATGGAGTGAAGCCTTGTGTAAACATCnGACTATmCAGTTGCAGGGAC 

>|M)5909.seq 

G#rCTGACAGTAAATTCTGCTGGATGTCACAGNTGAAGAAAmAnACGTAGCCAAAGATGCACACCGCAAAGCAACGAAAGCT^ 

GISTTCCCTCACTGGACTCGGTGGACTGGGTGGnATGGATCAGGAGACAGTGAAGATGAGAGGAGTGACAGAGGATCTGAGTCATCTGACACTC^^ 

AffpCGGCAAAAACAGGAAGCrnTTGGAGA 

>iy)5911.seq 

ATGTCCNGGTGGCCCCAGCCTACATTCTTCAGCAmGAATTCTGTCAAGTTGACTGCAACCTCTCTCTTmCTCTCTGGCTCCC 
TCCCCACCCnGGTGCAGAGGAGGCTGGCAGCnGTGTGCAGGATGGGCAGAGGTATAATGATAAGGATGTGTGGAAGCCGGAGCCCTGCCGGATC^^ 
TGTCCTCTGC6ACGACATAATCTGTGAAGACGTGAAAGACTGCCTCAGCCCTGAGATCCCCTTCGGAGAGTGCTGCCCCATCTGCCCAAGTGACCTCGCCA 
TnAmAmCCTGnCAACATAAATAAATTACnGGAAGCACTGCAAACACGCTCCCATAGATGCTGGTCGTCTCTGCA^^ 

>ncrb5912.seq 

GGGAAACTCAGAGCCGGGTTCCTCCCGGGTTTCTGCCGGGTnCTCCCTGCGGCTCCTGGGTTGTTGAGACTCTTGTGAAGATGGCTCGCGCTGCCGCGCGGTCCCCGGCCGACCA 

GGACAGGnTATTTGTATCTATCCTGC™mAAATAATAAGAAGACGATCGCAGAGGGAAGGGGAATCCCCATAAGTAAGGCTGTTGAAAATCCTAC 

ATGnCAGCAGnGGACTTAACGTAmCTTGAGAAAAATAAAATGTACTCTAGAGAATGGAATCGTGATGTCCAATACAGAGGCAGAGTCCGGGTCGAGCTCAAACA 

GCCTCTGCGnGTACAGnCCCATCACGTAAGTCAGTAATGnGTATGCAGCAGAAATGATACCTAAACTAAAAACAAGGGACAGAAAAAAC 

AGGAGAGGGAAGT 

>ncrb5913.seq 

gtcttgaagaatgcacagtgacaaggggagtagctattgggaacagggaactgtcctacactgctattgttgctacatgtatcgagccttgattgctcctag™^^^^ 

cttgcttcctacctacatctggttgagcagtgcgtcaagtacatgcttattaggaacatncaaacccctmagnaagtctngactaaggttgtcto 

ggatctcagactaaccatagtaataatacacamctgtgagtgccgacngtctttgcaatatttcnnctgamamaat^ 

tcaatgaaataaatttgga 

>ncrb5916.seq 

GACnNGTCACAGCCCAAGATAGTTAAGTGGGATCGAGGCATGTAAGCAGCATCATGGAGGTTTGAAGATGCCGCAmGGATTGGATGAATTCCAAATTCTGCnGCTTGC 
TATTGATATGCTTATACACmCAGTmTGCACAAAATGTAGGGTTATAATAATGnAACATGGACATGATCnCnTATAAnCTACTTTGAGTGCTGT 

GCAGGTTGCTCCACAGGTAGCTCTAGGAGGGCTGGCAAGTOGAGGTGGGGAGCAGAGAATTGTCTOTCCAACATCAACATCnGGTCAGAmGAACTGTTCAATCTCnGCAC 
AAAGCnGTTAAGATAGTTAAGGGTGGATAAGTTAACTTGCAAmACATACTCTGCTTAGAATnGGGGGAAAAmAGAAAT^ 

>ncrb5917.seq 

TATGGCGGGGAGAGACAGACATTATCATGAmAAAAGATTCAGTATTGnAAGATGnGGnTCTCCTGAAATCGAGTCTGTCAGTTCAGGGCM 
TmAACAGAAATTGGCAAACTGATTAGAAAGmGmGGAAATGTAGAGCTAAAATAGGCAAAATAATmGAAAAGGGA^ 
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>ncrb5918.seq 

TGCTTCAAMCCTTGAAMTGGCCCATGGCNnGTCCATCTMCAGAGTCCAGTAAMTCCTGACM 
GAGmAAACCTCTGTGCTAAGAGATGATCANGAGTCTATCATGGCnCTAGTAGCATGAGACCATGTCTCACGAAT^^ 
GGCTGCCAGGGGAACnACmAGTCTAGCCAATACTTGATGATGGCAGmCAGGATCTlTCmcnATAGCACnACT^ 
TGTATCTCCTAGGGACTTCAATGTATCTTTGCCCAGGATCTGAAAGGCAATACTmGAGGTGTAGnCTCAGGAAGG 

>ncrb5919.seq 

GGGGACCCGATGGAnGTAGGGAGTAGGGTANAATACAGTCTGGTCTCCTCCAGCTCCTTCTTOTGCAACATGGGGAAGAACAA^ 

GGTCCTCCTGCCCACAGACGCCTCAGTCTCTGGAAAACCGTGAGnCCACACAGAGAGCGTGAAGCATGAACCTAGAGTCCTTCAm^ 

CTTTCCTATGATACTGTCATCTTCTTAT^TAAGATO 

AAGCCTTCCTAAGGGGTGTCAGAAATTmAGCTTTITAAAAGAATAAATmAGATATO 
GGTCCA 

>ncrb5921.seq 

GAGGCAnGAGGGAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnnTCTCmGAAAGATAGAG 
TATAGTCAATAGGmCTAAGATATTGCnAGCGnAAGTTmAACGTAATmAATAGCnAAGATTTTAAGAGAAAATATGA^ 
AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATNGAGAGAAAGGACTACAGAGCCC^ 
ATGCTmAGAnAAAATGAAGGNGACnAAACAGCTTAAAGTTTAGTnAAAAGTTGTAGGNGATTAAAATAAT^ 

>ncrb5922.seq 

TATGGCCGGGGAAACAANCATGGGAGAACAGNAGGAGTAGTGACAGGAGTAGAAGCACTGTAGAGCTTnCATATCATmGGnTTT^^ 
ATAAAmAATnAAAAGGTAATGGGGGATAGGAAGAAAmGnAAAAGATACAAAATTACAGCTAGATAGGAAGATTAAGTO 
CAATAATATATAnCTAAATAGCTAGAAGGAGGATAnGAATGTTCTCAACAGAAAGAAATGATAAATGCTTAAGATGATGGATATACTA^ 
TATTGCAATGTCAGTATGTACCCCATAAATATGTATAATTATCCGTGTGTCAATTAAAAATTmAATTAAAAM 

>ncrb5923.seq 

(BMCATCGGATGAAGCTGGAAACCATCAnCTNAGCAAACTTGCTCTCACTCGTATGTGGGAGTTGAAGAATGA 

TfflDAGTGGGCTGGGGGCTATGGGAGGGATAGCAnAGGAGGAATACCTAATGTAGATGACGGTnGGTGGGTGCAGGGAACCAGCACGGCACGCGTGTGCCTAT 
GfSSiTGTTCTGTGTrCTGCACATATATCCCAGA 

>iB5924.seq 

CI^CTCnAGCGGTGGATCACTCGGGTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACAnGATCATCGACA 
CCqGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCGATAG 

>|l|)5925.seq 

TAJGGCCGGGGAGGATCCAGTnCAnCTCCCGCATGTGGCTTGCCAAnATCCCAGCACCAmGnGAATAGGGmACCnCTO^ 

ASTTGGCTATAGGTAmGAGmAmCTGGGTTCTCTAncre^ 

AtCAGGTAATGTCATGCCTCCAAAmGnGTTmGCTTAGTTTTGTmGGCTG^ 

GpGTATTTTGA 

>Dcrt)5929.seq 

C&rAGCAGGCAAAGAACAATmnATTATCAAAAAGGmCTGCACATTG 

Cf^CAAAACTGAAAATCAATATnCCATGmCATTAATCAAGGCATAAAATACAAnAAAGCAAAATATm 
>i1e!lf>5930.seq 

GSgGGANTAGATATAGTACCGCAAGGGAAAGATGAAAAATrATAACGAAGCATAATATAGCAAGGACTAACCCCTAT^^ 
AGCGAAAGCTGAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGGAAGATn^ 
AGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGnCAACmAAATnGCCCACAGAACGCTCTAAATCCCCTTGTAM 
CACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCGCCAAnAAGAAAGCGT^ 

>ncrb5931.seq 

GGAAAANCTGATTmGTGAACGnGCTGCTTGTGCCCGAACTAACTCTCAGGCACATTAGTCAGAAAATATOGGmGGn 
CGTCAAATTGGCAATAGAAGCCGGGTTCCACCATATTGAnCTGCACATGTTOCAATAATGAGGAGCAGGnGGAGTGGCCATCCGAAGGAAGAnGCA 
GAAGACATAnCTAGACTTCAAAGGmGGAGCAATTCCCATCGACCAGAGTTGGTCCGACGAGGCTTGGAAAGGTCACTGAAAAATCnCAAnGGACTATGn 
CATTnCCAGTGTCTGTAAAGCCAGGTGAGGAAGTGATGCCAAAAGATGAAAATGGAAAAATACTATnAAGAGAGTGGATCTGTGTGCCACATGGGAGGCCATG 

>ncrb5934.seq 

NATNTACATAAATAnATACTAGGATnACCATCTCACTTCTAGGAATACTAGTATATCGCTCACACCTCATATCCTCCCTACTATGCCTAGAAG 
GTACTCTCATAAGCCTCAACAGCGACTCCCTCTTAGCCAATATTGTGCCTATTGCCATACTAGTCTnGCCGCCTGCGAAGNNGCGGGGGGCCTAGC 

>ncrb5936.seq 

ACAGATNTOGAATOTCTGAAAAAGAmTGAAGTAGTCATCATAAAAATGClTCAATGTATATAACGTGTTCAAATACAAACATACTTGGA^ 

ATATAATGTCTCAACAGATCGATACATAAAGAAGAACGAAATGGAAAnTOGGAATAAAAAATACAATGATTGAAATTTAAA^ 

GAGGAAAGAATGAGTTTGAAGACAGAAAACTACAAAnATCCAATGTGAACACTAG 

>ncrb5938.seq 

CTAAAGCAGAAACTGAAGCAATCGAACAACTNAAAGAACAAGCAGCAACTGGAAAACAGCTAGAAAAAAATCAGnGGAGAAAATTCAGAA^ 

AGAmGGAAnGGGTATTTAAAGAnCACGGAAAGCAAGTTGATGACCAGAAATCAGTGCAAAGACATCnCTGTTAAACCCATTGGTATAGACAGAAm 

TGTGAATCTATAAmTAACCAmATCGAAGATO^ 

AGATACGTGAAI Mil lAGCTAAGCTTGAGAGATTGAAAGACAAGTGTCATTTTTTTTGTAGAGGGTGATATATAC 
>ncrb5939.seq 

GGTGGANCTGTCGCGATGAAGGTCGAGGTGTGCAGTTTOGCGGGTAGAAGATCTAGCGCGGACACGGGAGGGGCTACGCGAGGACGGACGGGAAGGTmCCAGmGn^ 
GAAATGCGAGTCGGCmGCmCCAAGAGGAATCGTGGGCAGATAAACTGGACTGTCGTCTACAGAAGGAAGCACAAAAAGGGAGAGTCGGAAG^ 
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CGAGCAGTCAMTTCCAGAGGGCCAnACTGGTGCATCTCnGCTGATATMTGGCCAAGAGGMTCAGAMCCTGM^^ 
AGGAAGCAAAAAAGGCTAAGCAAGCATCTAAAAAGACTGCAATGGCTTGCTGCTAAGGCACCTACAAAGGCAGCAC^^^ 

^ncrb5940 s6q 

AGCCTNCNATAGATOTATTCCAGNAAAAATNNGTAAAGCAGCnGnCATCATAAACAGC^ 
ATACAAAGTAACAAAGGATCATCATATAAAGTCCTGGTAGAACAAGCAAAACTAAAGCAGGCCACnCAAAGGW 
ATGATCTTTAATOCGATCGAGAAACTTAAATATACAmCTCTGCTTAACAGAGAAGCCAACCTACTCTGGACT^^ 
GGATmAAGTAnATTGTAATGTAnACCnCAnGTGGAnGAGTTCCAGTAAATTGAAGATAAAGGATAGTGGAAT 

>ncrb5941.seq 

TATGGCCGGGGGGGAGCTCTAACTAGGTGTGTACAmCTTNGTGCTTAAGCTTCCTACGGAGTTACGTACTAnGTTTAGTTCACAGCT^^ 
CACCAGATCCAGCTAGGCTAGATGTACAGTATCTAACTTGATCTGAACTGAACCTGTmCCTTGATGATGCCTAAAACTA^^^ 
AGTACAGTTnATATAATAAGATGCTGATCTCTTTATTCTnCAAGTAAGAGTGCTAGTGAACAAATTGTGTTAOT^ 
CAAACAGCTGCAGCmGGGCAnmCTTmAATOnCTTGCTCTGACTTTGTATGCCnAATACCTACACTCTGCAAn^ 

>ncrb5944.seq 

CAAGAACAGGGnCTmAACATGGATOCATGGNGTGAATGAAGAGATAGGmCTTACGCAACACAAATGGACAGTGGATnGACnTCTA^ 
TGGAGAAGAAAGATGGCACACTAACCCAGATAATAGnmATGCCTGGAAmmGCAGnTGATnGTATACGTATGACCTCTTGAAATC 

>ncrb5945.seq 

CAGGACCnCGAGAGCACnGAGTAACAACAGCTACCGCCCCACTCAACAGCAGATGACTGAAAGTTCnCCTGTGAGGTCAGGAACAAGGCAAGTGTGCCCTTGCCTGCCCT^^^ 

TTATGTGCnnATAAATGGGAnATTnCTTAAmCCTTnATACTGTTCATTCTGATAGTATAGGGAACAACT^^^ 

TTTTCAGAAGAGGAAATGCCACTTCTACTCATCATAGTAGTAGAAGCCCTAGACAGAGAAATTA 

>ncrb5946.seq 

CACnTCCCT GAAGAG AAGTTCTCTTTATGAAnAAGAGTACAAAATCCTCTGAGATGAAGCAACCTATCCAGTTCTATGGAAT 
GS©CAAACTGTTTTTmCCma:CCCAAAAGAGTATGAAAAATAAAT^^^ 

>riSb5947.seq 

GyGCNCTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTrrmTCTCmGAA^ 
AfMAGTCAATAGGnACTAAI^TAnGCTTAGCGnAAGTTmAACGTANCTnAATAGCnAA 

AM5Gn 

>n&l)5949.seq 

AtlGCCGGGCG CAATAC TGTAGGAACAAGCATGATCnGTTACTGTGATAlTTTAAATATCCGGAGTACTCACT^ 

T^^AmATCAATTmCCCAGTATTTTTATACGGAAAAAATTGTATTGAAAACA 

TGCCAAAGCmACTACTGTGGAAAGACAACTGTTTTAATAAAAGATTTACATTCC 

>if3)5950.seq 

Ct§<\ANTnAAAAnAGATAnAAAGCTGTCNTATGGTnCCTCACAAAAGTCAACAAAGTCCAAACAAA^ 
Gl^GCCTAGGCAAAGGACATnAGTACTATCGATTCnTCCACCCTCACGATGACTTGCGGnCTCTCTGTAGAAM 

>dSi)5951.seq 

a|S3cagagaggaacaangcgaagnccacagtatggtagtcaagnaggatgctgctaaatgaatgca™gagcgaatct^^ 

Tl^grTTATCnAATGCTGGTTAAATOTTiTGAG 
>ncrb5952.seq 

TCAGCCCATATAGnGGAATTGAAAAATGAANAAGCTGCTAGAAACCmGAGGGCATGGCTTCCGTGTGAGGCAGGAATGGCAGTCACAATTM 
CG 

>ncrb5954.seq 

ATACTCAnGAAGACAAAGmGGAAACATAGATAAACGTAAAAmAAAGTCATCTGGGGCTGGACACAGTGGCTCACGCCTGTAATCCC 
TCATGTGAACCCAGAGGTCTGAGACCAGCCTGGGCAATATGGTGAAACCCCATCTCTAC 

>ncrb5955.seq 

GGGGCGGAAAAAGCAAAGTGGATGAGTnCCGCmGTGGCCCATGGTGTCAGATGAATATGAGCAGCTGTCCTCTGAAGCCCTGGAGGCTGCCCGAAmGTGCCAAW 

GGTAAAAAGTTGTGGGAAAGATGGCnCGATATGGGGGTGCGGCTCCACCCCTTCGACGTGATCCGCATCAACAAGATGTTGTCCTGTGCTGGGGCTGACAGGCTCCAAACAG 

GCGAGGTGGCTTTGGAAAGCGCCAGGGCAGTGTGGCCAGGGTTGACATTGGCCAAGTTATCATGTCCATCCGCACCAAGCTGCAGAACAAGGAGCATGTGAnTGAGGC 

AGGGCGAAGTTCAAGmCGTGGCCGGCAGAAGATCGACATCTGAAAGAAGTGGGGGTTCAGGAAGTTCAATGCTGATGAATTnGAAGACATTGGTGGGCTTGA^ 

CCAGAT 

>ncrb5956.seq 

GGAnAAGACGTAAATGTGAAATCCTAAACTATAAAGTCnCAGAATATAATATAGGAAAATATCmGGAGTTCAGAATAGGTAAATAm 

GCAGGCATGGTGGGTCATGCCTGTAATACCAACACTTTGGGAGGCCGAGGTAGGCGGATCACTTGAGGTCAGGAGnGAGAGCAGCCTGGCCAACATAGTGAAACCCCGTTTCTAGT 

AAAAATAGAAAAAATOGCGAAGTGTGGTGGGAGGTGCCTGTAATGTGAGCTACnGGGAGGCTGAGGCAGGAGAATCACnGAAGGTGGGAGGCGGAGTTTGCAGTGA 

CAGGCCACTGCACTCCAGCCTGGGTGATAAAGTGAGACTCTGTCTC 

>ncrb5959.seq 

GGGGAATGAGGGTTCGATTCCGGNGAGGAGCGTGAGAAACGGCTAGCAGATCCAAGGAAGGCAGCAGGCGCGCAAATTAGCCACTCCCGAGGGGGGGAGGTAGTGACC 
>ncrb5960.seq 

TAGCACAAGTTAmAAATCTGTTmCTAACTGGGGGAAAAGATTCCCACCCAATTCAAAACAnGTGCCATGTCAAACAAAT^^ 

AGACTTGACAGTGGAACTACATTAGTAGACAGGACGAGAATGTATATTAAGGTGTGGGTTOGGAGGAGTGGGAGGGTAGGAGCAGAAAGGTTAGTATGATGAGAT^ 
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GAGTMTATGCCTGCTAmGMGTGTMTTGAGMGGAAMTmAGCGTGCTCACTGACCTGCCTGTAGCCCC^^ 
GTCAAGnGnCCnAAGTCAGAACAGCAGACTCAGCTCTGACAnCTGATTCGAATGACACTGTTCAGGAATCGGAATO 

>ncrb5961.seq 

AAGAAATCnCCTAAAnATTCAATAGCAGAAnCTCTGCCATGATAAAGGGGAGTCAAGCACnCTATACCTGAG 
ACACTATAGGCATCTCTTTACATGGTTCTGTAATTATTAACCTCAACn 

>ncrb5964.seq 

ATTTCAGAATOTCTAGGTTAAATAnGATGTATOTGATGGTCGCAAAGTTTmTGTGTC 
GATAmCATCTTGACTmAAAGCCCTAGAGGCTAAnGTOGTAACATCAAmCTATTAGGATATCCGm 

CCCCGTGTCAGATCAGCAGCAGCATOGATTCTCATAGAAGTGCGAACCATATGGTGAACTGGTATGTGAGGGATCTAGAGTGCCATGnCCT^^ 
GAGGTGGAACAGnCATCCTGAAACCATTCCCCCATCCAGAGAAAAATTGTCTTCGATGAAACTGGTCCCAAAAAGGGTGGGGAGCACAGGm 

>ncrb5965.seq 

TGTAAGCTATGGATGTTGCACAGGACTGTGATTnAmAATCATTTCATATCTATTTAAACAmCCAAAGCGCACATTCA^ 

mATGnAATGGATATAAGAAGTAlTAATAATAnTCAGTGAAGGCAAGAGAACCCGATAAAGATCATTGCTAGAGACGTnAATGn^^ 

TAAGCAGHACATAAAAnCTGATCATAGCTTTGATTGATACCATGAAGGTATAAnCAGTGCCTGGATACTAACAACmAC 

>ncrb5966.seq 

AGTTGAAGTAAATCCAAANATGAAGATGGAGGTGGTGCTGAAGGAGAAACACCTCATATGCTTGTCAGGCCCCATGTGTTCATGCCTGAAGmCTGCG 
GAGTACGCAATCAAGGCATOTCATCAATGGGATGCTTTGCGATGAGACCAATATATGCAATGGTAAGCCAGTAGATGGACTGACTACmGCGCAATGGGACA™ 
GGTCAnAmCTGGATGCTAAGTCCATTCAGTCCACCATCTCCAGCTCGCAGAATTACTGAAGmGGGGTATTCCnCCCCCATTGATACTGm 
AAAACmCTTCTTTAAGGAnCTCAGTACTGGCGTmACCAATGATATAAAAGATGCAGGGTACCCCAAACCAATm 

>ncrb5967.seq 

CAATCACATGGCGGAnCTCTGCCTTCAGTTCCATATGCTTTrGCCmCTGGATGCACAGAAGCTCATOTAGCAAATCATATTTCTGCATA^ 
ABATATTnCnnAAACATGAATCTAACAGAAACAGGGCAGTGACTTCCATGTTTTAATGAGTm 

C^^nCCCTGCAGTGTCCTAGGnAAGCTCACTCACGTCCTAAGGAnTGACCTTCCAGGTCATGCATGGATTmAAATCnCAACGT^ 
ApfGCTATGAAGCAGnCTTAACTCTnCTGTGATCAGTGTTCCAAACAGGTACACACCTTGGnCCTAGAA^ 

>^5971.seq 

AfeNGGTAGGGNTCAATAAAnGATTCCAGACAGCGTTGGAAANGACNTAGNNAAGGCTTGCACTATGCTATnAnCCTCT^ 

GS^.GCCCAAGmGAAnGNNAAAGCTCATGGAGCTTCATGGCGAAGGCAGTAGnCTGGNAAAGCCA 

Cit^AGTCCAAGAATCTGnTAAAGTTCAGACnCAAATAGTGGCAAATAAAAAGTGCTATnGCGTG^ 

>0gr}359 72.seq 

G^i^GGTGGCAATCACCAAAACAATTACCAGCCATACTAAAGGAGAACATTGGAGAAAACAGGAGGAGATGTTAAAGTAACCCATCnGCAGGACGACAn 

GATCTAAGATGAnATmGTAGAAGACmCTAGTGTACAAGACACCATTGTGTCCAACTGTATATAGCTGCCAATTAGTm 

Cre^TGTGGAmGmATACACATmAmGTATCATTTCATGTTAAACCTCAAATAAATGCnCC^^ 

>i5cf!)5975.seq 

GgiAnAAGGTAGTATAAATCTGAAGTAGACTCTGATAAGTTAATGTGTAmAACACTTCCTAGAACAAACACTA^ 
AttrTACAnACAAAATATGGACTTAAGACAAAAGTG 

>rt6fb5976.seq 

AflSACAnCTCACATAAGCCCAGTTCATCACCATnCCTCCTTTACCmCAGTGCAGTTTCTm 

GAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGGTGmCAGCC^ 

GTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTO 

TTTncnCTATTAATCAAGAGAAACnCAAAGTTAATGGGATGGTCGGATCTCACAGGCTGA 

>ncrb5977.seq 

GTnGGCGGCATCCCACCGCCCGTACGACAAGAAAAAGCGGATGGTGGTTCCTGCTGCCGTCAAGGTCGTGCGTCTGAAGCCTACAAGAAAGm 

CACGAGGnGGCTGGAAGTACCAGGCAGTGACAGCCACCCTGGAGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTACCGGAAGAAGAAACAGCTCATGAGGGTACGGA^ 

CGAGAAGAACGTGGAGAAGAAAAnGACAAATACACAGAGGTCGTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAGACTGn^ 

>ncrb5978,seq 

AGGAGGCTGGGGCAAGAGGAnGCTTGAGCCTGGTCAGGGAGGGAGAGGnGCAGTGAGCCCTGATCGTGCCACTACACTCTAGGCTGGGCAACAGGATGAGACCCTGTCTCAA^ 
AAAAAAGAAAATTGACGCCGG 

>ncrb5979.seq 

AGCAAAGCCAATmGGAACCnAGTCTCTTGACTCTCAGTCTAGTGCTCCAACTACTGTACTGTGACCCTCTAATTGAATCTATGAC 

CATGGAAATnATGCAAATGAATAGCTGnnAAAATCATCAnAAAACTGTCCATGGGCCAGGGGCAGTAGCTGACACCTGTAATCGGAGCACm 

TCCTAAGCCCAGGAGTTCAAGAGGATCATGGGGAAGATGGTGAAACAGTGTCTCTAC 

>ncrb5980.seq 

GGATGTCAGTGAGACAGCATGAGAGCCAGCAGTCATCAAAGCGTTCCAOGmGAAGTTAGCAACTGCTTAAAGTTATGCCCTATTAAAATTGCmCTCAAM 
AATGTGATAmTGGAGGGAAGGTAAAGTAGGTATCmCAGGTCGTGATAATGAGCTCCTATGAAAGAATGCAATATAATGACCCGCnnCTAGAM 
AAGCACACTTGATTCCTCACTGTGCnCAGAATGAGATTAAGATCAGATGTTGGAAGGTGCTATGCTGTAGCGTGTCTGGAAACAAAGTACACAAACCTGGCTA^ 
nCTGCTTACTACCTGTGACAACCCAAGTGGGTGACAGTAGTGAACCnCTCGAGTCTGCAGGGTGGATAGAAGGGTCnAGAmTATTGGGCAGCTTGCAATCT 

>ncrb5981.seq 

GGGATGGCTATAATGGAmGGTAATGATGGAAGCAATmGGAGGTGGTGGAAGCTACAATGAmTGGGAAmCAACAATCAGTCTTCAAAT^ 
TnGGAGGCAGAAGCTCTGGCCCCTATGGGGGTGGAGGGCAATAGmGCAAAAGCACGAAACCAAGGTGGCTATGGCGGTTCCAGCAGCAGCAGTAGCTATGGCAGTGGGA 
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ATTnMTTAGGGAGGAGTCTGCTACTAGTCTOTCAGCTCnAAAMCAGAMCTCATCTGTCCMGn 
TTCGnATCACTGCCATGCAGmACATGAGCTGnCTGCAGCTCAAAnCCATmGTGAATGGGnTTT^^ 

>ncrt)5982.seq 

AAAGTGATTGCAGGCACCAnGATCAGACAACTGGAGAAGTCCmCAGTCmCAAGCAGTm^ 
GAmCTGGTCTAAmCACCAGAAnAAGAAAGTGCTTTGACCTTAAAGATGCCAAAAGTCATGGCC^^ 

>ncrb5983.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTnCT 
ATAGTCAATAGGTOCTAAGATATTGCTTAGCGTTAAGmnAACGTAATTnAATAGCTTAAGATTTTAAGA 
AGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGAAAG^^ 
TGCTTTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGmAGmAAAAGTTGTAGGTGAnAAAATAAm 

>ncrfa5984.seq 

AATAATAAATTAAACATGCTGnACCAGAGCCTCnTGCTGGAGTCTCCAGATGTTAAmACmCTGCACCCCAAnGGGAATGC^ 
ACAGAAAGCTAGATATGCCnAAAACATACTCTGCCGATCTAAnACAGCCTTATTmGTATGCCTmGGGCAnCTCCTCAT^ 
GCAGTTTGAAGTCAAATGTCACATAGGCAAAGCAATCAGGCACCAGGAAGTGnTATGAGGAAACAACACCCAAGATGAATTAmTTGAGA 
TTAAGAAAGAACATTTTGCCTGAnGAGAAGCACAACTGAAAGCAGTAGCCGCTGGGTGTTAATGGTAGCAnCTTCTm^ 

>ncrb5985.seq 

CACTGAAGGTATATTGAAACTTAATAniGCTATTCCGTCTGATCCmAGAGCAGGAACTGGATTTTACTTGTmT^^ 
GTTCACTGAACTGAnAACTGATGAAnnmGTAAGACGACAAAGTGAAAGGAGCCCAGnCTCCAAAGAGAGGTCCnGTAGAAAC^^ 
ATTCCTGAAAGAATGTGGGAAGTGGTAmGnCTGTCCATTGAAAAACAAATGTTAAAAAATAAATmAGAAATmCCTTO 
TAATGAnAAnGAATCATOGGGAGAAAACCCTCTTATmACAGTAnGATATAAAATGATCTCAAGGTCAn 

>ncrb5987.seq 

Ap^TTAAAACTGGGCAACmGGAAGAACTmAAGAGAAGCCTCAATGATC^^ 

>@)5988.seq 

Cl^GGTGGCTCAGGCCTGTAGTCGCAGGACTmGGAGGCTGAGGCGGGTGGATCAGGAAGTCAGGAGATGGAGAGCATCCTGGCTAACACAGAGAAAC 

t§|wwv\™gccgggtatggtggcgggcgccggtagtcccaggtact 
ccjfiictgcactccaggctgggcaacagagcgagactgtgtctc 

>nM)5989.seq 

AAlGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGAnCACCAAATAAGCTATATACTnGG™ 
Ap/pACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCAGATCAAATAAAGTTATAAM 

>Rcrb5992.seq 

AI^ACAGlTGmnGmACAGACCAmAAnAATAmCCTCTGTTTATTCCTCCTCTCCCTCCCAnGCATGGCTCACACCT^^ 
Ai^TTCAAAACTAGTGTAnCACTTAGCCTAGnCATOTAAAAAATATCTAGGCATTGTGGATATAAAACTGTTGGGT^^ 
C|^TmTGTGACACAAGTACAATCTAAAAGnATAnGGAAAACATGGAAATATTAAAATmACACT^ 
AflkTATAATGGCAATAGGTAGAGATACAACAAATGAATATAACACTATAACACTTCATATTn 

>flS[)5994.seq 

A^kCAACTACTTAAAAAATATAGTCATAGGnACTAAGATATTGCTTAGCGTTAAGTTmAACGT^ 
G|p3AAGGAAAAGATAAAAGGmCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAm 
ATACCAATAGAAGGGCAATGCTTnAGArrAAAATGAAGGTGACTTAAACAGCnAAAGmAGmAAAAGTO^ 
ACCGAAGGTGAnAAAAGACCnGAAATCCATGACGCAGGGAGAAnGCGTCATnAAAGCCTAGTTAACGCAmACTAAAC^^^ 

>ncrb5995.seq 

GGAACATAAAAAnAGAGCAGCAAACCGTGACAAGGTCAGGGTGGGGTAGnGGCAGTnTCCCCCAAGGAGGTAmGTTAAmCTGAG^ 
TAAGCGATACATACACTAGAmGTAAGTAGTnGAAAAACAAAGGGATAGAGAGGGTAGCTATATGGAAAGGTGGAGAGAACm 
TTGGAGAGAAGACTAGGGATmCTCACATGAAGTmACATGTGAGAAGAGAGAAnATGGTGGCAAGGTCCTGAAGAGGACTGAT^^ 
AAATGAGGACAGC 

>ncrb5996.seq 

ATGTAAATCCAAAACATGGTCCCATAAAAACCCAACCAAAAGATCTAACCTAAAGCAAAAAATGATAAAGAAAAAATOCGTM 
CCTnATTCAACTGTATCTTCATAAAmGAAAACTAATATGAATAAnnCTAAGACAATGTAAmACTAAGACTAGCTCTGGT^ 
GAAACAGAGAAAmGCAAAGCAGCTAGATTCCCAAAGCAGCAAGTCCAGGTGmTCACAGTTGTGTCAAACAACTAAAAGGTCnAAAAAG^ 
TGCTCnCTTGAACAnGAAAGAGACAGCAAACTnCAAAGTmACTATGAAGGAAGTATAnATnACAGCA^ 

>ncrb5999.seq 

CACCAGAmAGAGAATCAGCATCACCTTAGTCmGTAmGCCNmCAnTTCTTCTTAATGTAGGNTnCTGATAAGCAATGTGGACTACGGGCGTG 
TCnCTAGTCAGGCmGCCACCAGACAGCTGCATGACTOGGCAGTCTTCmAnTCTCTAGGTCTCAGCTTCATTnCTATAAAAGGAGGATACT^^^ 
TAATAATAATGCTAmGnGAGTCCTGCTATAnCGAAGCACTCCGCAACTACAmATCTTGAGAGCAAGTCTGTGAAGTGTTCTG™ 
AGTCTCAGGAAAGnAAGTAGCnACTCAACTCACTTAACAATGAGTGGTACAGCmGATCTAACCCAAAATTGTCTGCCAGGCTGA^ 

>ncrb6003.seq 

GCmCCGGCGGTGACGACGTACGCACACGAGTAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAG 

CCCAAnCCTACnCATGGATGTGAAATGCGCAGGATGCTATAAAATCACCACGGTCTnAGCCATGCACAAACGGTAGTTTTGTGTGnGGCTGCTCCAC 

AGGAGGAAAAGCAAGGCTTACAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACAT^ 



>ncrb6004.seq 
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GGGnGGTGGAMCGCCTCnCACACTAMGGMGAAAMCCTMGATGTACnCATGACCATGATCGm^ 
CTCACCTACCTGATAGTGACTTCCTTACTATTGCTTCCTGGACTAAACCAACATGGAATCATTnG 

>ncrb6006.seq 

CCGGCGGTGACGACCTACGCACACGAGTAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGA^ 

ATTCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTm 

GGAAAGGCAAGGCTTACAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTC 

>ncrb6007.seq 

GATGATGAGCTTTTmCTGTTTmGGCTGCATAAATGTCTTCT^ 

TnCTTGTAGAnCTAGATAnAGACTTGmGTCAAATGGGTAGCnACAAAAGTTTTCTCCCATCCTGTACATTGCCT^ 

GnGnCAGnAGATTCCATnGACAATmGGCmTGTCGCCATTGCTnTGGTGnTCAGACATGAGGTCm 

CAGTCTATCATTGATGGGCCCTTGGGnGGnCCAAGTAmGCTATTGTAAACAGTGCCACAATAAACA 

>ncrb6009.seq 

GCTCnCCGGGGACGTTGTCTGCGGGCACTCAGAATGGTCCAGCGTTTGACATACCGACGTAGGCTnCCTACAATACAGCCTCTAACAAAA 
AGAAnGmACCTTTATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACnCGAGGGGTTCGTG 
CAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGTTCCATGTGTGCTAAATGTGnCGTGACAGGATCAAGCGTGCmCCTTATCGAGGA 
AAGGCACAAGCACAGAGTCAGAAAGCTAAATAAAAAAATGAAACrnrnGAGTAATAAAAATGGAAAAGAC^ 

>ncrb6010.seq 

tctaaataccacgatcaaaagggacaagcatcaagcacgcaacaatgcagctcaaaacgc™gcctagccacaccgccacgggam 
agmaactaagctatactaaccccagggnggtcaatncgtaccagccaccgcggtcacacganaacccaa^ 



>ricrb6011.seq 

gI%:gacaatggcagcatctacaaccctgaagtgcttgatatcacagaggaaactctgcattctcgcttcctgg 

cpjactgngcatcagtaccccanctatcatcaacgggtacaaacgagtcctggcgttgtctgtggagagggamcaccto 

aj^atctgcctngtggctgctgccgctgtggctgctgcgaccacagctgctcctgctgctgctgcagcccgagctaa^ 

>||^6012.seq 

A|TpCTATCTAGmCAATCnAAATTGTTTGCCTATACCAATCTAGmAnGTnGCCTAT^^ 

>i|6ii6013.seq 

ATArGGnCCTGGCAAGCGCATGTGTGTTGAGAGCnCTCAGACTATGCACGnTGGGTCGCnTGCTGTTCGTGATATGAGACAGACAGTO 
CMGAAGGCTGCTGGAGCTGGCAAGGTCACGAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATAmTGCCTAATACCT^ 
TeAGAA CTGTTTGTnCAAnGGCCAmA AGTnA GTAGTAAAAGACTGGnAATGATAACAATGCATCGTAAAA 
TtjjnGCGTGTGGCAGTmAAGTTAnAGTTTnAAAAT 

>i||f)6014.seq 

G?^yAGTTAGCCCAAGTATAGGCTCTGCCCAGATGCCATCACATCCCTGATACT6TGTATGCTTTGAAGGACCnCCCTC^ 

CAmcCAGGAATCCACAAAAGCCAAACCAGCTCAmCAACAAAGGAGCTCCGATGTGAGGGGCAAGGCTGCCCCCTGCCCCAGGGCTCTTCAGA^ 

T(^|GGCmATAAAGGATCC™™CAGGAAAAGCATGAGTGGTGGCTAACCTGACCAATAAAGn^ 

>i!lb6016.seq 

ATATGGCACAGAGTTAGGCCCnCAGGGTTGAAGTCTGTGGmcnGTGTCTCAAGACTCAATGTCnGAGAAGTTGGTGGA 
CCAGGGGACCTAGCAAAGAGTCAGGAGAAAATGGCCAAAGGAATTCTGACATTCCATACCTGAATGAAGTGTmCGTGAGTGC 
AGGTGGCCCGCAGGAAATCTGCTGTCGCAAGAGGAGGGCmGACnACTTCCCCTAAnGTTGAGTAAAAAGTGATTCTCTTAAnT^ 
GGTCCTGTGGATCTAAATAGAGCACAnnAAGGCTACAGAGTAGTAGAAATTGATGTnAGACAAGGCAGCTTGTTCAAM 

>ncrb6019.seq 

GGGTnGGGGGTGCTGCCCTACTGGGAACAGCGGGGGTCTGTCACCCGTCTGAGCCGCACCCCCCTGTGTGGATnCAGGAAGAGCCTCCCmcm 
TAACATmCAAAAGTAATAAAnCnACTGACGACnGTAACTOGTCATATmATACnGTAGCCTTTAATA^ 

>ncrb6021.seq 

CAGGAGATCACCCGCGACnCAACCTCCTGCAGGTCTCGGAGCCCTCGGAGCCATGTGTGAGATACCTGCCCAGGCTGTACCTGGACATACACAATTACTGTGTGCTGGACAAGCTG 

CGGGACmGTGGCCTCGCCCCCGTGTTGGAAAGTGGCCCAGGTAGAnCCTTGAAGGACAAAGCACGGAAGCTGTACACCATCATGAACTCGTTCTGCAGGAGAGAm 

CTGTTGGATGACTGCAATGCCTTGGAATACCCAATCCCAGTGACTACGGTCCTGGCAGATCGTCAGCGCTAAGGGAACTGAGACCAGAGAAAGAACCCAAGAGAACTA^ 

AGCTACCCAGACnAATGGGCCAGAGCCATGACCCTCACAGGTCnGTGnAGnGTATCTGAAACTGnATGTATCTCTCTACCnCTGGAAAACAGGGCTGGTAnC^^^^ 
ACCTCCnTGAGCATAGAG 

>ncrb6023.seq 

AGAAAAGGCGTGTAGTACTAAGGGAACAATCCATGTGAnAATGTmCAmTGnCATGTAAGAAGCCCCTOTTnT^ 
TAATTTTGTCACATTATTTATTAAAAATGTTCTCAAAT 

>ncrb6024.seq 

A ACAAAT GTGAATAATAAnATAGTAACAATCCAGAAGATACTATCmAACACAGCCTTmATAGGTCTTTAACACAG^ 
TATTmAATATAGATAAGTATAATGTGATAAATAAAAGATmCAGGCATAAAAATGTGTCACTNGTAGGACAAGGm 

AnCTTGTTCnGGGGGCTATCTTCAGCnTGTAGGATGmAATAGCATCTGTGGTTCACTGGATGCCAGTAGCACCCTTCCnAAGnGTGACAATCAAAAA 
CAAATGTCGCCTGATAGGTAAAATCCCCACCACTACCTCTAGTGACTCCACCCCTGTTGAGAATTAACTGnCTAGGATAAGAATGGAATGAAACTATM 

>ncrb6026.seq 
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ACAMGGGCCCnCCTGCAGCAGCTGMGGTGTmCTGATGMGTACAGCAGCAGGCCCAGCTCTCMCCATCCGCAGC^^ 
TGGCTGGCTTCCTGGACCTCACAGAGCAGGAGTTCCGGATCCAGCTTCnGTCTTCAAACACAAGATGAAGAACCTCGTGTGGACC^^ 
GTCAGCCTCAGAGGnGACnCTACATTGATAAGGACATGATCCACATCGCGGACACCAAGGTCGCCAGGCGTOTGGGGAm^^^ 
AATCGAACCCTGAAGAAGATGGGACAGAGACGTTGATGATATTCACACACATTCAGGAACCTGTmGATGTA™^ 

>ncrb6028.seq 

CTGATGCAAACCATACATTGAAAGCTATmAAGAAGAAGTCACTCTAATAAGCmAAmCGA 
GACAnAAATGGCAnTAATCAGTCAGATAAT GATTAA TGTOGAGTAATGTTTGATGGGCCAAGCTGCTAA^ 
AAACTTAGTAATGTATAAAGTGACAGTAGGTCTTTmGCnAAAAATCAGAGTTCCTGTC^^ 
TAAGAGGAGTATACCTmACmAGGGTGCCCATGCCACmGAAGTTATGGAGTGCAAAGTAGTnCCACACATT 

>ncrb6029.seq 

CACACAATGCnCCTCAnATGGCAmAGCTTnCATAmnTGTGTCTTAnCTAAAGAGGAAGTCTTAAnATG^^ 
CnATTAmAnCAAAAGGGAAGCTAATGCATGTGCAATOTTAAnCAGAGAAnTGGCCTGNNTATAnCAAGTATTCAGCA^^^^ 
ACTGAGATAAATmCAAAATCTGTGAAATTTATGAAACAATACAlTCTGATATrAAGAAACAAACATCmGGTGTGA 
CnAAAAGTTGTGTGTACTnTTTCTCCCTCTCAGATGAGTACCTCTACTCTGGAACAGCTTCTGATTTCCnGGCAAAGATACTGOA^^ 

>ncrb6030.seq 

GGTTGAACAAACACATCTGAAGTGTAGTTGAGGGGCATGTmAAAGAATGGACTCCGCAAnCATCGTGATGGTnAGGTGTGTACACACGCnG 
AATAGTACCTTCCTmGGAGmGAAmGAAGmAACATGCATAACTnGAAAATnAGAGCATGTTGTAGGAGACGTTCCTCAGA^ 
TTGAATGACAAGTGATGAGAATATATATAACTTGCATGAnTGGGGGTACCGCTAAGAGTAATTAAAATACCTCATTCTAmCTAGCGGTGCTATTA^^^ 
AnACnGACCTCTGTGGACTCTATnCTOCCTGTAAAATGAACGAmAGAGATGACTTAAAGAmCTCCAAACTGTAAAA^ 

>ncrb6031.seq 

GAACTCGGTGGTGGGCGTGCGCAGAGGAGACTTCGCTCGTACTCGTGCGCCTCGCTTCGCTTTTCCTCCGGAACGATGTGTGACAAACGCGATATGGCTGAGATCGA^^ 
AAGTCGAAACTGAAGAAGAGAGAGACGGAAGAGAAAAATGCACTGCCTTCCAAAGAAACGAnGAACAGGAGAAGCAAGTAGGCGAATCGTAATGAGGCGTGCGC^^ 
DteTACAnCGACAAGCAnGGCnCnATmACTTGnTOGCTGnTAACmGTAAGATGCAAAGAGGTTGGATCAAGnTAAATGAC 
Cf^ACAACGAAGGCCGCGCCTGCCmCCCATCTGTGTATCTATCTGGCTGGCAGGGAAGGAAAGAAGTTGCATGnGGTGM 

>l©l)6032.seq 

Gg|GTCTCmGCGGCGCTACACTAGNAGCAGAGTACGAGTCTGAGGCGGAGGGAGTAATGGCAGGACAAGCGmAGAAAGTTTCnC^ 
C^TGCTGCTGAAACTGTAACCAAAGGAGGCAmTGCnCCAGAAAAATCTCAAGGAAAAGTATTGCAAGCAACAGTAGTCGCTGTO^ 
AptAACCGGTOGCGTGAAAGTTGGAGATAAAGTTCTTCTCCCAGAATATGGAGGCACCAAAGTAGTTCTAGATGACAAGGA™ 
TAjGTAGACTGAAATAAGTGAGTATTGAAATGGCATGAACATGATGCTGCCCAnCGACTGAAGnGTGAAATCmCG^ 

>|^i36034.seq 

Gl^GGAAAAATGCCTGAAAATOGGGGGCACTTCAAGTAGGATAGCTTCTAmCCTATATTNCGCGCmTATACAAGTA^^ 

>|gj36036.seq 

GpAACATGGCGGACGACGTAGACCAGCAACAAACTACCAACACTGTAGAGGAGCCCCTGGATCnA^^^ 
G^lCTTCGAGGCAGAnACATGCTTATGATCAACATnAAATATGATCnGGGAGATGTGGAAGAAACTGTGACTACTATAGAM 
Al^iAAACGGAATAnCCAATGCTCmGTCCGGGGAGATGGCGnGTCCTGGnGCCCCTCCACTGAGAGTTGGCT 
A|^TGGCCTCTCTAAAAGTACAAAACAnCATAAGAGAAACCTGGATACATmGATATTAAGAAATM 

>iHS)6037.seq 

Gp:GTGGAGGCCCCCATGCCCAAGCTAGCCACGCAGTCCAACGAGATCACCATCCCAGTCACCnCGAGTCGCGGGCCCAGCnGGGGGCCCAGAAGCTGCAAAAT^ 

ACTGCCGCCAAGTAAAGCCTOGCCCGGATGCCCACCCCTGCTGCCGCCACTGGCTGTGCGTCCCCCGCCACCTGTGTGTTCTTnGATACATnA 

nCAAAGCAAC 

>ncrb6039.seq 

GGACCAGCAGAGGCAGAGCCCACCTCTGGCTTAGAATCACTGACAmAGACTCCAGGCTTCAACCTGmACAAGCGGACmCCAAAGGAAGGGGGTGGGA^^^ 
AAACACCAGCCGCCGTCCCCCAAAACAAAAAGTGCCTnGGGCAGCCnCAAATGGGCA 

>nab6040.seq 

CAAGAAAAAAmTGTAGACACAAATGTTm 

CACnGGAGAGAGTTmCTGTGAnCATAGCCAGAAATAGTAGACATGATTGGGTCTCAACAm 

AAATTCATTCCTCAAAAnCAGnGAmCTAATTTnTGnGATTCCATnGTGTOCATTTTATGGTGT^ 

TGACTTGTnGTGCTCATCTCTGnCTGTAGGCAACTTGCCACTCCCTACTGAATAAAGCTAGAGTAAAAGAAAAAA^ 

>ncrb6041.seq 

GGGGTAAACAGAGATGGCCGGCGAAGGAGATCAGCAGGACGCTGCGCACAACATGGGCAACCAGCTGCCGCTCGTGCCTGCAGAGAGTGAGGAAGAAGATGAAATGGAAGrrGAA 
GACCAGGATAGTAAAGAAGCCAAAAAACCAAACATCATAAATmGACACCAGTCTGCCGACATCACATACATACCTAGGTGCTGATATGGAAGAAm 
TGAGGACAGGTGTCAGGTGAnCGAGTTCTTGCACAAGTGATGATGATCCTGAnCCCGGACAGACATOCGTCnCAGCTTTTTGACCCTCAAGAAGT^^ 
TTCAGAAAGATAGAACCTTTGCTGTTCTTGCATACAGCAATGTACAGGAAAGGGAAGCACAGmGGAACAACAGCAGAGATATATGG^^^^ 

>ncrb6042.seq 

GAGGTGTGAGGCTGTCACAGNAnGGTGATCTGCTATCTCmGAGATCAACTAATnGGAGAAGTGTGTGTGTGCGTATCCTTTmAAGTCAA^ 
TGAGGCAGACAGTTCTGmATAGACTACCTCGnCCTGGAAAAGTCTCAGTnCATATTCTGTTGAATATATGCAGAAnGTTAGAGTGAAAGGTGATGTACC 
ACTGGAGAGACTTGTAATTGGTAGCTGTAGCTCGTATGCATGCGTAGTCACmGCCAGGATGAATGGTGnGGGCAGGAGTAGCGTAAGmCGGAAGGGGAGGAGATO 
GnnGAGACATCnCTCTGATACCnAGCnTCGnCTGCTGTGGTGGCTATCCACTCAGTCGTGTGCTAGAAATGmAACAACGAGGATCT^^^ 

>ncrb6043.seq 

GGAGGGGTGAGCAAGAGCTGGGATGGTTAGTTCTAATGTGGGGTTGGAGCAGAATGACATCTAGATAGGTCATAGACCTGAATTCCAGTGAAAACCAATAM 
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>ncrb6044.seq 

MGGMTATMGTCATTCTGnATAMGACACATOACGTGTATGnCACTGCMCACAnCACMCGGC^ 
AAATGTGATACGTATACACCAAGGAATTCTATGCAGTGAGACTAAGTCCmGCAGGGACAnAncnGGCAAACTAAGTC^^ 
AGTTGGAGCTAAATGATGAAAACACACGAACACATAAAGGGGAGCCACACACACTGGGnmCGGAAGGTAGAAGGTGGGA^ 
CTAGGCTTAATACCnGGGTGnAAGGGTAGGCTATTGGGTGATAAAATAAGCTGTACMCMGCCCCCATC^^ 

>ncrb6045.seq 

AnCCTGATGAATATAAATGCAAAATAATTGAACAAAnGTAGGAAACCMTnCAACAGCACA^ 
CAACATACACAAATGAATAAATGTGATACATOCATGAAAATAATGATGTACAAAGGCCATATAmATCTCAGT^ 
AAACTCTCMCGAATTAGGCATAGMGAATAATGCCTCAACATAATAAAGGCCATATATGACAAACCCACAAGTAAC^^ 
CTAGGACAACACAAGGATGCCCTCTnCACCACTCnATTCATCATAATACTGAAAGTCCnGTAACAGAAAT^^ 

>ncrb6046.seq 

GGTTGAGAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGATTmAGGTCTTTCGTGGTCAGTAAAnCCGGGAAATTCAACAGGAGCmCC^ 

CAGCTGAATGGTGAAACAAATACACCCATTGAAGGAAACCAGGCGGGTGATGCAGCTGCCTCTGCCAGGAGTCTACCAAATGAAGAGAT^^^ 

GGGGTCnAGATACAGAACTACGATATAAGCCAGACTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACA^^ 

GCCT 

>ncrb6048.seq 

AAGAAATCTGTTGTTACAAAGTCTAGGGTGGGAGAGAATAATTACACATAGCTTTTTGATAAACAATCTAAATTGTGCTTCAAAGGACAGATGTGGCTTTA^ 
THCAGATTAAACTTTGCnGATTGCGTTGTACTTGATATGTATACTTAAATCTATATGTTAAATGTTATACnTGATATAGCACATCnGnTGACTTTGTTCCTATGATCTGACAAGC^^ 
ATTATATAATAACCTAGTTTAAATAAATCTTAAAGACATAAAAGTGTTCCTGACAGTAAGAAAAAAmAAGGCACACAAATGATGTATCGG^^ 
TTCATTCAAATCTTTGAACATGTGTTTTGAATAAAGCTGTAAGGCATTnCCAGTAACCAGTGTTGTATTAC 

>ncrb6049.seq 

A|i,gGAAGTCCTCTCTGGAACCTGCTGATTnCAGGATGGAAACCCATCCTGTCGGGGATGCATTCCACAGCCTCTCCCGGCCTCCAGGGAGGAAGAAGTCCCTACTCCCAGCCCAA^ 

Al^CCGGTACCCTGCTGCCCGAnCACTCAGCAAATGCTTTCAGAGAACTCACTTTGTGCCAGGCCCTGAGAGGAACGAAGAGATGCTGCCCnCACTATTTAGGGTCTGC 

TeGGGGCTCCTGGGACCCTTTCAAGGGGTCTACAAAGTTAACACTATTTTTATAACAACACGAACATGTGATTCGCCnCTCTCACATGCATACAGTGGGGGTTTTCC^ 

TSTATGTGATAnGCAACAGACTACACGCACAAGCAGGTATGAGTTTCTGTTAAGCCTGGCATGAAAGAGATGGGCAAAAATATAAAAACAATGCCACTCT^ 

Tip-AAAAAAATAGGH 

>ftefl)6050.seq 

G>^TCGGTGGTGGCCACTGCGCAGAACCAGACTTCGCTCGTACTCGTGCGCCTCGCTTCGCTTTTCCTCCGCAACCATGTCTGACAAACCCGATATGGCT^^^ 
AJg\GTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGT 
C^g^TGTACATTCCACAAGCATTGCCTTCTTATTnACTTCnTTAGCTGnTAACTnGTAAGATGCAAAGAGGTTGGATCAAGT^ 
TAgn-GACAACGAAGGCCGCGCCTGCCTrrCCCATCTGTCTATCTATCTGGGTGGAGGGAAAGGAAAGAACTTGCATGTTGGTGAAGGAAGAAGTGGGGGG 

>aejf)6052.seq 

Gg^GAGATGCGGTTrCGCCnGnGGTCAGGCTGGTCTCGGACTC^^^ 

C^ACTGGCTITTTrrATGCCAAATAATAnCCATCATATGGATTGGATATACCATGTATCCAnnAGTAGnGATGGA^^ 

>Q^6056.seq 

A||MnCTCCTTCTAGACATTTTATAAAGCTCTTTTATGTGAACTCTTGCnCATCCAGGCA^ 

CpSACCATCACTTAACTGATGCTCCGGGGTAGGACTGCAGGTTTCACATGAACCTGnCTAGGCTGTGGACATTGGTGTGGAGAGGTTCTGCAATTTTTTAA^ 
TflfmAAGTAAAAnArrTGTGTArrGATAAAAGTCTAATTTCT 

>ncrb6057.seq 

TACGTTAGATAAATnGGAAAACATCCTATATGATATCCCTTTCnGGGCATITAGAGTGCATATCATATCGTGTGTATTTGTGTGTGTGTnATGTCTGTGAGACTG 
GTGCATGGCTGTGTGCATGTGCAGAGTACGTGCTAAGTAACACTTCTTGATGTCCTAAGGGACATAATAGGAAATGCTAGGTTAGGGGATGCACTAAAAGTATAAGGAGTAGCAAn^ 
TGGTGGAAGGGTAGAAAGCGriTATTAAACAACATTrrAGAAGTTAGTATrGCTTATGTTnGATATCACAGATGATGAGGAAATTACTATC 
ATGTCAAGAGTGAATATCAAAAAAAGTAGATGCGAmCCmATATAATGAACTCTGGATCAmAAGGGCnATTCACAA^ 

>ncrb6059.seq 

ATrGTTAGnNTTCTTTATTATAATAATTATTAnAATTAGTGTTCAGAAACCTCAGGAAGAATAATTCTCTTAACTGGTTTCTAAG^^ 

GTAAGTAAGTGGAGTAGGAAAGTGTAAGGATCATATAAATATGCTTTATTAAGGAATGTGGTTACACCTCAAATTACTCTTTTACTTAAGAAAATAAGM 

GCAGGAAATTGnGAATGATTTATGTTAATTTMTTTCTnAAATTCT^^ 

GAAAAGCTTATAAAAATATAAAAAGTGATTTTTCGGGTATGATTAAAGAAAATGAAGTTAATGCATGAGCTATATGTTGGTGGn^ 
>ncrb6062.seq 

ATCGAAGAATTAGAAAAAAGAATAGCCTCATCATCCCCACCATCATAGCCACCATCACCCTCCnAACCTCTACTTCTACCTACGCCTAATCTACTCCACCTCAATCACACTACTCCCCA 
TATGT 

>ncrb6064.seq 

CNCCCCCGGGGAACCNCCGGCCCCCTCCGGCCCGGGGTAGAAACTGGTTGTANTTAGANGTTCTCTNTCNnTAATAATATACTTGTGGACTAAAAGATATAAGTGCTGTATAAAATC 

AGCCAAmTGTTAAACTAGCATATCTGCCTTTATTGTGTTTGTGAnAGGCTGAGTAGAAAGGCCTnAAAATTTrTnAGAAAGCAnTGAATGCATT^ 

ATAAAGTATTTAATTAG 

>ncrb6065.seq 

GAAGAATGGGAAACCGCTCTATGGGGACGTGTTTGGAACCAATGCTGCTGAATTTCAGACCAAGACTGAGGAAGAAGAGATTGATCGGACCCCTTGGGGGGAACTGGAAC^^^^ 

TGAAGAATCCTCAGAAGAAGAGGAAGAGGAAGAAAGTGATGAAGACAAACCAGATGAGACAGGCTTTAnACCCCTGCAGACAGTGGCCTTATCACTCCTGGAGGCTTTTCATCAGTG 
GGTGGTGGAATGGAGAGGCCTGAAGTGATTGAGGTGAGGAAGAAGAAGA 

>ncrb6067.seq 
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TGAGTNTCCnCACTGCCCAGACAGCATACCCAGAlTCTGGGGAGGCGGGATTGMTGAGTCACAGCTCTGAOT^^ 
>ncrb6068.seq 

AAACTGGAAGANGGAGCCAGATGGTGCTTmACCCAGATGAl^TACAAAGGCCCCTGTCAGAGTO 
mAGTCGGCCTGATGGCTOGAGGACTCTGAGGATAGCAAAGAAGATGAGAATGTGCCTACTGCTCCTGATCCTCC^ 
AnCCAGCmGATGTTCACAAGAAGTGTCCCCTCTGTGAGnAATGmCCTCCTAACTATGATC^^^^ 
CAGCGAGCAGTTCCCTCCTGACTATGACCAGCAGGTGTnGAAAGGCATGTGCGGACCCATmGATCAGM 

>ncrb6069.seq 

CTGTTTNAAACCCnGTGTGCTGGmACAAAATAATGTGTGTAATCCnGTTGCnTCCTGATACCAGACTGnTC 
TGTnAGATGTCAGGmAGTCTTCTGAAGATGAAGTTCAGCCATmGTATCAAACAGCACAAGCAGTGTCTGTCACTnCCATG^^^ 
GAmGGTAGnCnCCnGTAGAGnATAAATGGAAAGAnACACTATCTGATTAATAGTnCnCATACTCTGCATATAAT^^ 
AACAAAACAACTGAAGATATGTTCAATAAATATTGTACTTATTNGG 

>ncrb6071.seq 

AAGCTCGGTGACAmGAGCCACAGTTnTAGATCAGCACCTGGAATACATGACACATTCTTACTGAGGTCATCCAGCACTGCC^^ 
GGCACATGTCCCTGTCACACAGGTTCCAAGAAACACATACGCAGCCATGCATAGACCAACAGAmAATATTATAnGCAGTmCAGCGATGCAGA^ 
GGAGAAGCCAAATGGGGATGGnGTCCCTGCAACATGGTGCCACTGCTGGGCCATGTGCAGCCTCAGTGGACACTCTTCCATAGCGCTGAGGCCCTGGCCCCGCCTGG 
TGTACTGCCCACTGCCmCAGTTCAGTGCGCAGGCCTTCACCTmCATCACCAGCCTCTCTGCTCAG 

>ncrb6072.seq 

AGGTNNTmAGTTTCT^CTGTGGAAAGTGTAAAGCAnCCAAGAM 
CTGAATAAATGTCTTlTTTnAATGNGCTGGGTAAAGTOGTCTACTG 

>ncrb6073.seq 

CJNCGGGCCGGGGGTTGTCCTGNCTmCNTCNTGAANNTCTGANNNTGAGGGANGGGCTGGGATCGCTTAmACTGGGCAGATGGimcm^ 

TpACACTGAnCCAGTGACAAGATGACATGACTGGGAGTCAGTAGACATGCAAAGAGAGGACACCCTAGAACTrcnCCTGAAGTGGCT 

TglTGAGGCAAGAAGTAGAATGTGATCnTCACTCTAATGCTTnTATACCATAGATnGAGACAACTAGCCTG™ 

C|SCTGGTGCGAGAAGTTCTGGAGAAGCAGGCAGTGCTAAGCCAGACCGAGGCCCGCGAGTOGTAGAACGCTGCATGCGAGTGCTAT^^^ 

GWrCAAATCGCCACTGTCACCG 

>|if|)6074.seq 

AfdCNAAGCTAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCAA^ 

AmGCTAAAAGAGCACACGCGTGTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGGGACAAACCTACCGAGCCTGGTGATAGCCTGGTTGTC^ 

A^AAAnTGCCCACAGAACGCTCTAAATGCGCnGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAA^ 

C|^TAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGCGTTGAAGCTCAACACCCACTACCCG 

>nicrb6075.seq 

ApcCNAATATTCTACNAATCAACCGACAAGTCATTAmACCCTCACTGTCAACCCAACACAGGCATGCTCATAAGGAA^^ 
CfgiGTGTTTACC 

>li46076.seq 

Glg^NmGTTGANTCCCTGTCANTCNGmCTCCTCnCCCTGCTGTGGTCCTCTnCCAGTGATGGAAAAGT^ 

T^3mGTGAGAGCTCCGAGTATAGATGATAGAGACnnATGTAAAGATGGGAAmACAA6GCAATAT^ 

TigjTCAGGCATGTTGGCTGTCTAGCACATAnACAGTCCTCTGTCGGTAGACTAAGCTCTnGAGGGAGGGATGATAT^ 

G|p-GACACATGGTAGGTCAAAGTAACTACAGTAnnATTGAACnAATTGnGACTCCCCTCTGTGTATCCCATGAACTT^ 

CTCACTGAT 

>ncrb6077.seq 

TGTCCNAGAI^GCCTCTGnGGGnGTGnGGGAAGAAGCGGCTGGAGnCAnCTCTCACCCCCTTATGTTGGTGTnGGC 

TCATGGATGAGCGGCTCTCnGGCTCnAAAGGCAGGCCTCTCTCncnGGGTTTAAAGAATCCTCCnCCTCACACGTGGCCTCCTCTGGGTO^ 

CCnCCACAACAACACTATATTmATGCTACTnCGTGmGCACTACTACTTTmAn^^ 

>ncrb6079.seq 

GATmCTNCCCCGGGAAmCGGCNnmGGCCGGGCGTGGTGGGTCATGGTmAATCCCAGCACnTGGGAGGCCGAAACAGGCGGATCACGAGGTCA 

CCTGGCTAACATGCTAAAAAACCCCGTTCTCTACTAAAAAATACAAAAAATTAGCCAGGCGTGGTGGCAGGAGCCTGTAGTCCCAGCTAGTCCGG 

TGAACCCAGGAGGCAGAGCCCGCAGTGAGCCGAGATGGCACCACTGCACTCCAGCCTGGGCCACAGAGCAAGACTCCGTCTG 

>ncrb6083.seq 

TCTCTGAGCCNTNATGGACCGGGGGCCCCTGTCTGGAATGACnCTTGCGGCTGTTCTACCCCTCGCCCTCCCCGCGGTACCnGCACTnTCTCCCTCCCTGCCCC^^ 

CACCCTGCGGGCCnCTGCCCCTGATCGCTTGGTTnCCnGCAGTCGCCTGCTGCTGTCGTCGGGAGGAAAGATGAATGGGAGGGCTGAnTTCGAGAGCCGAATG 

AAGACCAATTCCCACATAGGGCCTGATTACATTCCAACAGAGGAAGAAAGGAGAGTCTTCGCAGAATGCAATGATGAAAGCTTCTGGTTCAGATCTGTGCCmGG 

GnGAnACTCAAGGAnAATTAGTAAAGGAATACTnCAAGTCATCCCAAATATGGTTCCATCCCTAAACTTATACnGCTTGTATCATGG^^^^ 

AAAACTTGCCAAGAGAAAnCAAGA 

>ncrb6084.seq 

ATCTCAGGACCCTGTAATAATTGCAnAACTGCACAAATTATACAGCATGTGTGTTTGAGCAGTATGAAATGTGGGCAGCTTGAAAAAAAGAACAGGAT^ 

AAGAGAGATAACCTTAAACTCTGAGTGCCGGTGAGCCGGGTGGAACAGAGCCATAnTCTCnCTnCAAAAGCAAATGGGAGAAATATCGCTGAAnCTm^ 

CGCTGAGAAAGAGAATGCGGACGTGGGGGTGGGTCTCTGAAGTGGCGCCCCGGGTGTGGTCGTGTGnATGGTGAAGAGTGCAGGGGTGAAATAGAGTCCAGTCTCCCATAGCG^ 

CCCAGGCTCATOGGAAGAGGAAAnCGCGCCTAATAAATmGGTCAGAGACCAGnGATGTCAAAACCGTGTCTCCTGATAAGATG™ 

AnAGCAATTTT 

>ncrb6085.seq 
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TATGGCCGGGGAACATATATmGTAnCCCAGCCTTTCnTCTTCGGGAGCCATTCnnCCCATTCnCAGTGATC 

TGGCTCTAGGAATAGCCTGTGAGCCAGCCCTGGACTGCCCTGGACTTGTTCTCAGAGGTATCAGGAAAGGCmCTGTmGATCTC^ 

CCGGTGGCCATCITTTCCTACTACCTAGAGAAAGCCAGCAAAGAATGAAGGCAACAAAGGA^^ 

CAGAnCCTGTTGTTATmGATTAAGCCTGmGTGmGGGnnCTGACnACAAnGAAAGAGnCTGTCC 

CCAGCAC 1 1 1 GGGA 

>ncrb6087.seq 

TNGGCCCGGGGGCCCGGAAGCNAGTANTGTGANTGACCGTAAGANAGTANnGCGCCCGnGGTGATOCCGGAAGANNCNAG^^ 
AAACAAGGAAGTATGCGACCCATGAAGCGAATGCTOGTCTCAGAGATCAGAGGCTTAAAGAAAAGGATAGAnA^ 

>ncrb6088.seq 

CGGGAANCTCGGCNAnATGGCCCGGGGAANGATGTCCNAAATTCTGAAGCCCTGTAnGGCmCNTCCGTATGATTTTGTAG 

TAGTGAAGACAATAAAGATGAACAAATAGGCGGTmCTOCTGAACAGCTCAATAAAGTCTCACTCTmTGTCCAGGCT^ 

CCCTCCCAGGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGCTAGnnGTCTGATGAGGAAGCA^ 

>ncrt)6089.seq 

CCGGCGGTGANCGACCTACGCCANNCGAGAANNTGCCCTCTCGCAAAGGATCTCCnCATCCCCTCTCCAGANGAGGAGAAGAGGAAACACA^ 

CCAAnCCTACnCATGGATGTGAAATGCGCAGGATGTTATAAAATCACCACGGTCTTTAGCCATGCACAAACGGTAGTnTG^ 

GGAGGAAAAGCAAGGCTTACAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTC^ 

>ncrb6090.seq 

CGGGAGGAGGGANGANGTGAnGCTTCCCAAGANTAACNCCTACAATnANNnAGANGCTmACGAGTGTATTTANTTGAA^^ 

ATCAGAAAATTTGCCCnCTAAAATTATCATGGCCATGTGCAATCATGTAAAATAGAAGGTGGTAAAATGTnGGTC™^ 

AnTCTGACCCCGCnCCACAGAACATATATGGCCCATGGTnAGnGTGCACCTTAACmTAAAATATGACAAAnCATCTTCT^^^ 

ATGGGCAAACmAnCTTAAGGCACGAAmGTATATGTTmAAGATnCATAAGGGTACTCAACTCTGCAGn^^ 

GCGATGTTCCAAC 

>fg|}6091.seq 

A|E>iACTNTGGCCGGAACCTCGTCGCTGTCCNTCTGCAGAGTTCCCTTACCGCTAAGAGAATGTTACCGACCTGAANA 

GA^CACCCAGCTGTACCTACTAGAAGGGAGCmTGGTGGTAGATCCCCTGGTGTCTCCAACCTGACTAGGTGGACAGAGCTCAAAGAGGCC 

G|p\TCTGGGTTGCCACAAAGGTCTGTTCGACCAGACATATCCTAGCTAAGGGATGTCCAAACATCAGAATGTGAGGCCAACCTTCTATC^^ 

Cr^CTGATCCATCAGTCATGTAGCTAGCCTGTAGAGCTTGCAACTTAATAGCAGCAGCTGCCCAATGCCATGTGAAGTAACAAACTGGT^ 

GmAATGGTATGGGGGAAAGGGNNTT 

>i|pi>60 92.seq 

^^;^^^^^'^^^^™ANACTGACGTGGTTm 
>r|cfti6095.seq 

N^CGGGGAANCAAATCCGGGGGCAAGGCCAAAAAGANGACGTGGTCCAAAGGCAAAGTTCGGGACNAAGCTCAATA^^ 
GT|TAAGGAAGnCCCAACTATTAAACTTATAACCCCAGCTGTGGTCTCTGAGAGACTGAAGAnCGAGGCTCCCTGGCCAGGGCAGCCCn^ 
CAMCTGGTnCAAAGCACAGAGCTCAAGTAATnACACCAGAAATACCAAGGGTGGGAGATGCTCCAG^^^ 
AAgAAACTTTATTTAAAGC 

>fM6096.seq 

T#,BCNNTTTATGGCGCGGGCACCCTGAGCTAAAGGAAAAANTAATGCAAAATTAATTCNTGATAAAAnGM 

ATGCTTTGCCCATTCCATCGAGTAAGACAAAGAACnACTACCAGAAGATGAAATGATCGGAAAAATOTC^^ 

TGCGATCAGAATGGGAGAAGAACCAmGTAAAGCATGAACATGAAGAAnATCmATGTGTTGGGGATGATATGAAnCATTCTO^ 

AGAAGCACTTAAAGAAGAACAAAATATmGGAATCTCTTmAAGTGGNnCAGTGG 

GCTCTGGCACAGAAAATTGAAG 

>ncrb6100.seq 

AAAoAA I \Df\ I I I 0AC3 

>ncrb6101^ 

AMGCACCTGCTATGnCMTATMGAMTATTGGAMGACGCTCGTCACCAGGACCCMGGMCCAAMnGCA^^ 

GGTCAAAAAATGGCAGACAATGAnGAAGCTCAOBnGATGTCAAGACTACCGATGGTOCnGCnCGTCTGnCT^^^ 
>ncrb6102^ 

GGAGACMTGACATCmGAATCGCTGTACTACAGGAAGATGTACGGAGAC^^^ 
TTTTTCCGT 



>ncrb6103.seq 

GTCCTATAAGGTTAAAAGCGCGGATATOTTCTGGGGTTTrTATnnTTfifiTfirTftAnf^r^TAArTTAnAm 
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>ncrb6104.seq 

GTOCACAGTATGCGAnmGAGMCTGATAGTGCATCAGCTGACCCAGGTMmAAMTATTCnCATCCAGA^^^^ 

AGCTGTGGTGTCTCGGCAAAGGCACGATGATACCAGAGTCCACGCTGACATACAGAATGACGAAAAGGGTGGCTACAGTGTCAATGG^^ 

GTCGnGGGGCAAGAGCTGAGGGnAACAATGTGACCAGCCCTGAGTTCACCAGTGnCAGGATGGCAGTCGTGC^ 

GTCTOnGTGATGAGTCTCGACTGTCAAATCnCTTCGGAGGATCACCCGGGAAGACGACAGAGACTGAAGAnGGTCA^^ 

ATAAGCT 

>ncrb6106.seq 

ACTGCATGnGnGGCAAATGAnGAGATGCATGTGCACAAGACAAGnGCCAAGAGTCCCAGCAGAGAmCCTGATAC^^^ 
AAAAGACmGCTAAAAGACTOGATGTTCAGnGAGACTCCATACCCTAGAGTAAGGAGCATGTGCCAGGACTAAGCnAAAAT^^ 
ACCTAATAGACCAAAAGTTTCTGCCAATAAnTAAnGCCmCAGAAGAAATTCAACATCCCnAAAGAAAG^^ 
AnACTAGACATGCAAAGAAACACGAAATAGTGGCCCAGAGTCAAAAGAAATATCAGTCAmTAAACAAATCCT^^ 

>ncrb6107.seq 

TATGGCCGGGGAGGCATTGAGGCAGCCNAGCGCAGGGGmCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACGGCAGATAAGTTmTTCTCm 
CTACTTAAAAAATATAGTCAATAGGTOCTAAGATAnGCnAGGGnAAGTmTAACGTAAmTAATAGCnM 

>ncrb6108.seq 

AANCTTNTmGGAAGGCTTGTCTAGAGTNNAGCATGTATTTTTAGCCnTGGAGTGAATTGCATGTGCTAAnGTAACCGAC^ 
AAATGnCTAnATATAmGCTCTAATCCCnAAGTAAATTTTAAGAAATAAATACnGTTCAAATTn 

>ncrb6109.seq 

ATAGTNATGATCCTTCGAGGGAATATGCACTGGCGAGmAAAGTAAGGGCTATGATATnGATGGTCCCAAAGTACGGGAGCTGCAAAAAGT^^^ 
TGGAAAAATTAGTTAGGAATTTGGATGGGTAAAAGGTACCCTTGCCTTACTCCATCTTATmcnAGCCCCCmGAGTGTm 
ATCCTCATCCTCTGCCCTCCCAGGAAGTCAGTGATTGTCTTmGGGGnCCCCTCCAAAGGACCTTCTGCAGTGGAAGTGCCACATCCAGTO 
ANAnGAAGAGATCTnGTGCCACACAGGATTTTTTmmTTTAA^ 

>ig)6111.seq 

Aji^nTTGTAnATNAACTTTmAGATAACATCTTCTGAGTCATAAGCAGCCTGGCAGTATGATGGCCTAGATGCAGAGAAAAGAG 
(?ArrATATGTCATACCTCCATTGGGGAATAAGCATAACCCTGAGAnc™CTACTGATGAGAACATTATCTGCATATGCC^^ 
Ct^AATCTACCATmAAAGnAATTGCnGTCAAGCTATAACGACAAAAATAATGAATTGATGAG^ 

Tilp'^GC 

>nbl56112.seq 

TiiGCANTTTATTGGCCCGGGGTGCNAGTTCTGGAAANNGTNAGGGTCAGCTGATCTACGAGTCTGCCATCACCTGTGAGTACCGTGGATGAAGCAT^^ 

TpQGATGACCCCTATGAGAAAGCTTGCCAGAAGATGATCTOGAGTTGmTCTAAGGTGCCATCCTTGGTAGGAAGCmATOGAAGCC^ 

AGMGAAmCGCAAAGAAmACCAAGCTAGAGGAGGnCTGACTAATAAGAAGACGACCTTCmGGTGGCAATTCTATCTCTATGATO^ 

(^GGAAGCAATGAAGTTAAATGAGTGGTGTAGACCACACTCGAAAACTGAAACTGTGGATGGCAGCCATGAAGGAAGATCCCA 

^GGTTTCCTAGAGCTCTACTTA 

>DCi!36115.seq 

CfyGGCNNTTnGGCCGGGCTTCCCTGAGTCCCTNTAAATCGGCmCCTTGTGATGTAGANTNTCTGAT^ 

GrP^CAGGCATOTAGACTGTCAGAATAGAAAGGGCCATAAGTAAATATAGAGTCTAATCTCTCmCTGGTTGGGCCAGAGACAC 

Cp^GTAmGTAAGTAGTATAATCAGAmAGAGCCCATGTATATGTGCACTATTTTmGGCTGGAG 

A@f^TCTATmGTATG™CCGGTAACTATGAGnCTATCTnACTGGGCCAAGTmCCCT^ 

GlifliTGCAAACAGTACT 

>ncrb6l16.seq 

AnGAAGAANAAATGAAATCAGGATCCTGCCnAAAAAGAANAACTmGnAAAGTAmCCACTGAAATC^ 

ACATTTGATAATnGAGGGAAAAmCTAACAGATGCCAGAATGCnGTTTATNGGGAnGCTGTGmCCT^ 

ACTAAAATCTATAATAAAGCrnTCCACAGCTTTAAAACT 

>ncrb6117.seq 

AGCAATGGCTTTGATTCAGACCTTAAAATCCCTAAGAAGAATOCAACCTGTOTGGATTmAAGTGGCAGGTATTG 
ATAmCAGATGAAAGGGATGACAAAAGCCTGTTGCGCmGCATCAGCAAGGCATTGACnCTGAAAAAATGATCTGAAAAAA^ 
GCATGTGAAAATGGGATACTA TAGAC TACTGAGAATnCAGAAATTGAGAACAATnCATAATAAAACGGCTATAnTGAAGAGAGA^ 
ACTTTATGGAATmATGAGACTTTTTGTGGGAACAGAAGGTCTTCAAATTGTAAAATGTA^ 

>ncrb6119.seq 

GGGCACACGGCCGTCGCCATGGTGAAGCTGAGCAAAGAGGCCAAGCAGAGACTACAGGAGCTCTTCAAGGGGAGCCAGmGCCATTCGCTGGGGCmATCCGTCTTGTGAm 
CTGGGAmAAGAGGGGTGCAGATCCCGGAATGCCTGAACCAACTGnnGAGCCTACTTTGGGGATAAAGGATTAmGGTCTTCTGGAirrGGAGGCAATC^^ 
AGATGTGTACTCTGGCTCGGATAAGAGATGGGACATCATTCAGTCACTAGTTGGATGGCACAAGGCTCTTCACAGACGCATCTGTAGCAGAGTGGAACnGTACTAAC^^^ 
TGTATCAGAATAAATGmTTAACAGCG 

>ncrb6120.seq 

GAAGTnGTATATmCCGTACTGCAGAGCnACACAAAAnGAAGAATGnAATGTTCGAGTmcmT^^^ 
AATAAATAAATATTCCCAGC 

>ncrb6121.seq 

AnGATTCTTGTNACAATAAAAmGCAAAGmGTCCTGGAGCATnAGACCmGGTGAAGTTGGAACGACmATCTGTCCAAGAATCAGCTC 

AAAACTCnCAGGAGCTGCGTGCCCATGAGAATGAGATCACCAAAGTGCGAAAAGnACmCAATGGACTGAACCAGATGAnGTCATAGAACTGGGCACCAATCCGCTGAA 

CAGGAATTGAAAATGGGGCmCCAGGGAATGAAGAAGCTCTCCTAGATCCGCATTGCTGATACCAATATCAGCAGCATTCCTCAAGGTCTTCCTCCnCCCnACGGA^ 

GATGGCAAGAAAATCAGCAGAGTTGATGCAGGTAGCCTGAAAGGAGTGAATAATTTGGCTAAGTTGGGATTTGAGTTTCAACAGCATCTCTGCT^ 
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>ncrb6122.seq 

GTCMCCmGTMGAAMCCAAMTAAAMnGAAAMTAAAMCCATAMCAmGCACCACTO 
TTAAGCTACCTCAAAACACnTCCCATGAGTGTGATCCACAnGTTAGGTGCTGACCTAGACAGAGATGAACTGAGGTC^ 
GTAmCAGATACTTGAAGAATGTTGATGGTGCTAGAAGAAmGAGAAGAAATACTCCTGTAnGAGnGT^^^ 
TCnATTCCCAAnAAAAGTATGCAGATTATTTGCCCAAATCncnCAGATTCAGCAmG^^ 

>ncrb6123.seq 

AACTAGAAnAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGC^^ 
GGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGTTCAACmAAATnGCC 
CAAAGAGGAAGAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAnTAACACCGATA 
ACTACCTAAAAAAT 



>ncrb6124.seq 

GCAGTATGGATCCAnGGAATCTmATAAGTATAAGCTACATTATGGGACCmAATGATCCTATTTnCCTCmCTTGAAGTA^^ 
™mGGAAGAGTGCTGAAGATGACTAAAAGAATAAGAAAGGAGAAAAATGATGGAATCAnGAGAAGGTTGATGTAATAATAAAG 
TATTGTGnGCCTAAAGTATTGCATCATTTAAGAAGGTGTAAAAGAAGTCTAAAGGCAGAATCTTTAGGmGTnGTTACAGCnTCATO 
TTCTACTATAATGGCAAAGAGAATAATTGACGGAGAAGACTTnCACAATTATOGACAAATCAGAA^^^ 

>ncrb6126.seq 

AGGGAGAGTATACATTAGATGCTCnCCGAATGTACAGCAAAAGAACAGAGATGAAGATTGATAGATGAGAGAAAATGATACCTATGAAAGAA^^ 

ATAGATGTCTGCAAAGGAGACAACAGAAGTGGAACAAAAGCATGGATCAAATGTCTCATTGTGGAAGACTTTCCAGGGnGAAAATGACCTGM 

AAGAACAnATGAAAACGTGTCTGTACCTAGACATATTTTGCTGGTTTTCTTTTGATTnAAGGATCCTG 

>ncrb6127.seq 

AGTCNAGAANCCGCATCCCTCAGCAGGGACTGATAAGCCCATCTCTCGGAGGGCCCCCTAATACCCCAGTGGAGTCTGGTTCACAGCCTGGGGGGTGTGTCACTGTGATGGGACAC 

GTAGGAGTCCAGCCnAAAACCAGCACGCTGTCCCTCGAGGCTGCCGAGTGGGGGTGTGGACCTGGGGTGCCnGCCACAAAACTAGCCTCCGGGTCTGGGCCCGAGACAGCCGC 

Al^CCCCAGCCACTGAATGATACTGGCAGCGGCTGGGGTmATGAACTCCTnCTGGTATTTTTTT 

AI^TAAAAAGATTTTNCAGGG 

>l«^6128.seq 

/^=GnGAAGnGmATGTCCTTAAGAANCTmGGGAGGCTGAGGCAGGAGAAnGCnGAACCTGGG^^ 
QG6CAACAGAAGTGAGACTCTACCTC 

>nM)6130.seq 

C^llGGATGCTGGTACAAGTTGTGGGACTGCATGCTACTGTCTAGAGCTTGTCTCAATGGATCTAGAACnCATCGCCCTCTGATCGCCGATCA 

A|P/EAAATGGGGATGnGGTGGTCTGCGCTGGACCTGTGACAnCTGGACTAmCTGTGnTAmGTGGCCGAGTG^^^ 

A®?ATTAAATC 

>»6131.seq 

Af|5AGAATTAAAGAAGTTGTTCAAAACGAGAAAACCGAAGCCTAAAAAACCAACTCTATAAAATGGAATG^^ 

AiggCTCATAACTGTGCACCTGAGGAGGGATGAGAAGCTACTGCTATCTGCTGCTCTGGGAAATGAGATGGmGGCCATGCACCACCT^^ 

CIlGCAGTATGAGAAGGmCCCAACAAGAGTGTATCATGATGGCAnCCACGAGATmATAACCAGAGTCTAGCAGTGATAA^ 

C|^GAAAGGGCATTGCCATGACATCTCAAAGCAACAGGTATnGAAGTGGCTGAGTGGATACCACGTTGTGAGGTCAGCCACT^^ 

>^eii6135.seq 

Af^CAAGGTnGAGACATCAGCGCTCTGGAAATGTTGAAGTCATGGACGAGAGAGAAAGGAAGCTGGGGAAAATGAGA^^ 

CTGGTCTCAGCTCAGCGTTGCnCAGGAACATGGAAATAAATGTGnACATGGAACTCGGCTGGCnGCTGATGGGAGTO 

AAAAAGGAGGAGGAAA™mTCATGCCCATAGTTmAGGAAAATCAAATGTCmAGGGGAAAAAAGAGA^^ 

TTAAGGCTGTGTTCCGATCAGGCACGCACACATCCGTGTCCCCTGGCCCTACCCTGGGATGACAGAGCCATCCCnCACGTTCCAAGGTTGCTCCTGCCTCAAATCCCA 



>ncrb6136.seq 

AnCACAAAATATTTATGATGTAmACTCTGCAGGAGGTCCCATGCCAAGCACTGGGGACACAGTOTGGCAAAGTAGACAAAGCAmGTTCATn^ 
ATACAmGATAATGACACAATCAAATATAAATTGCAAGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAACAGGAGGACACAGCA™ 
TACTGTTCCGTACGGCAGCCACTACCCACATGTAACnmAAGAnTAAATnAAAnAGnAACATTCAAAACGCAGGTCCGGAATCACAGTAGCA^ 
TGCATGATTAGGTGGTOCCCTAnGAATAGGTCAGAAGTAGAATCTmCATCATCACAGAAAGnCTAnGGACAGTGGTCTO^ 

>ncrb6138.seq 

CTCTAGGAGGGCTGGGAAGTOGAGGTGGGGAGCAGAGAATTCTCTTATCCAACATCAACATCTTGGTCAGATTTGAACTCnCAATCTCnGCAGTCAAAGGn 

GCGTGCATAAGnAACnCCAAmACATAGTCTGCTTAGAATTTGGGGGAAAATnAGAAATATAATTGACAGGAmTTGGAAAmG™ 

TTCATAmAGTTCTOTAGATTTGATAAAGTAAGGGATGGnGTGGnAATCTGGmATTTnGTTCGACAAGT^ 

>ncrb6139.seq 

GTGCGGGGAGGTAACAAGAAATACCGTGCCCTGAGGTTGGACGTGGGGAATnCTCCTGGGGCTCAGAGTGTTGTACTCGTAAAACAAGGGTCATCGATGTO 

AATAACGAGCTGGnCGTACCAAGACCCTGGTGAAGAATTGCATCGTGCTCATCGACAGCACACCGTACCGACAGTGGTACGAGTCCCACTATGCGCTGCCCCTGGGCCGCAAGAAG 

GGAGCCAAGCTGACTCCTGAGGAAGAAGAGAnTTAAACAAAAAACGATCTAAAAAAATTGAGAAGAAATATGATGAAAGGAAAAAGA^ 

GnCCAGCAGGGCAAGGTTCTTGGGTGCATCGCTTGAAGGGCGGGACAGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAAAGAGTTGGGAGnCTATCT^^ 
>ncrb6140.seq 

CAGAATACTTmAAAAGAAGAGCAGGmGAGGAAAGAAAAAAAnGATGCTGAATGTGGTGATGAAAGCATGmCTAAM 
GGATTnGCCCCATnCTCTGGTniTCGCTCCTATAnTAAnCTCACAATCGTGTCGTCACATAGTGC 

>ncrb6141.seq 
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ACCCCAGTAGCTGMGACAMGGCCATATTATCTTGGGAGTTCTMGGCCTCGCCCACCTCCTGATTCTCCTGATTCTC^^ 
CTCCTGGCAGGAGGCCAACCAGCACAAACCTTGTGCATCAAACAACTGCGACTAAGGGCACTCACAGAGTCCAmCACT^^^ 
GAGAACTGAAGATGGnCACATCAAAGCACTCTGTGCAGACAGCCCCCAGTACCAGACCAGAACCTGGTAGCCCTGCTGAGTGGC^^ 
nGGCTCTCAGGAAGCCACATCCnAAGAAAATCAGGAGAGTACTACATCAAGGGAGCACCCCCGTGGTACAAACAATGT^^ 

>ncrb6142.seq 

AACATTGATGTCAAGAAAATGACGGTCACAGACCAGGTGAACTGCCCCAAGCTCTCGTAACCAGGTTCTACAGGGAGGCT^ 

CCCCACCCCCCCCATAAAGACAAACCAATCAACCATGACAAAGGAAGnGACCTGAACATGTAACCATGCC^^^ 

TGTGCTCGCAGTAGATTCC 

>ncrb6143.seq 

CAnAnGGGTGnAAACGATAGGTAGGGTTTATATATACACmAGTGTGCATGATATTGTGGAACAAAACAAnCACATGGCAGA^^ 
CAAAATCGAAGTAAGAAAATAACAGAATAAACCTAAAAAAGTAAAGAAAGATAATGAAAACAAACAAAAATGATAG^^ 
CAAACTTAATmAAAAACTAACAAACTCATAACAGAACAAACAAAGGTGAAAAGCAACAGACAAACCTAACA 
ATACAnAACTATAGAATOGCATAGAATTAAGAATATAGCAAGCAACTTnATCTAGCAAGCTOTA^ 

>ncrb6144.seq 

CCAAGTGTGTGTGCAATGnCCGTTGATGTGAGGAGTCCAAAATATGGAGTGAATTCAAAATCAnTnGimCCTCCm 
AACCCAGnTGTmAAAAATAAATAAATAAAGCAAATGTGCCAATTAGCGTAAACTTGCGGCTCTAAGGC^^ 

>ncrb6145.seq 

AATCAAGCCCGAATGATAmCCTATTCGCCTACACAATTCTCCGATCCGTCCCTAACAAACTAGGAGGCGTCCTTGCCGTATTA 
CCATATATCCAAACAACAAAGCATAATAnTCGCCCACTAAGCCAATCACTTTAnGAGTCCTAGCCGCAGACCTCCTCAnCT^ 
TACGATCAnGGACAAGTAGCATCCGTACTATACTTCACAACAATCGTAATCCTAATACCAACTATCTCCGTAATTGAAAA 

>ncrb6146.seq 

;#{AAAGCTAAGAATTAmTAAGGTGmACTACTAGCATGTAAATGTATGATGGGACA^ 
T|§AGAGGAGGCCAGGGAGAAAGGAAGGTAGTGGAGC 

>W)6147.seq 

AlgrANGATCTGACTTNTCnGCCGTCTnGGNAACTAAAAGTAGTGACmTACACATATGAGGTGCTCANAGGCATnGACT^^ 

TT|^.rAnACTAA™TmGTAAACTGAAATATATTmGTGAGGAAAAACTCTCAAT^^^ 

mrrTAACAAATACATGCCTArrAAAGACAACmGGGTAGACCAGAAGGATGTAAAGAAATCC^^^ 

GTATAT 

>Bcri)6148.seq 

AWtGCAATGAAGTAGAATGTGTGAAAGCAGAmCAACCACAGAATCAAGGAGGTTGTCnCAACTCCCTGTTCAGTG^^ 
AGCCAGTACTATGAGATGGGCTGGTCATGTGAGCACCTCAnATGGTGTGGATCAATGCTmGTCATGCTCACCACGCAACTGnGCCATCCAAAT^ 
GpJGCTCAGCTGGGCAAGTGGCAGAAGTTGGAACATGGGTCCTACAGCAATGCTCCACAGCACAmGGTCAGAAAATACAAT^^^ 
T"^ATATAGAGCCATGGGGCCTTACAAGGTGGCAGTGCCTTGAGATGTATCTCATGCCCGCm 

>|ii6151.seq 

Tp:CTACACATGmAAGGTGTCTGTGCACATGTCTCAAGCCCATCACAAGAAAGCAAGTACAGTGTGGAmCAM^ 
G,a:GTGGTAATAnnTGACATGTGATGGTGATAGTCTCTGGnCTCCCCATCCCCACAAAGGCTGnGAACCACA^^^ 
G^TTTGTCCCAGGCTnCTGGTGTGTGCCCTCCTGGTAACAGTGAAATTGAAGCTACTOCTCATAGTGGnGnTCTC^ 
TAlBAATAACTCCTTnCTACATCCACGCTCCATAGAGTCTCTCGTmCAGACATCCTGGGATGAAAGAAm 

>ncrb6153.seq 

GTAACAAAGTGGAAAGCCTTCCAGNATGAACTCTACnCTGCAAGAAACTTAAAACTCTGAAGAnGGAAAAAACAGCCW 
CCTACnAGATGTAAAAGGTAATCACmGAAATCCTCCCTCCTGAACTGGGTGACTGTCGGGCTCTGAAGCGAGCTGGn^^ 
GACGTCCGGGAGCAAATGAAAACAGAATAACTOTTnTCGTTAAAGmGACTGAAACACGCTOTACCAA^^ 
CCTTnCACACAAAATGTACACAAAGATCGCGTAAGGAGTATGTATTTTTAATAAAAATnAATTG 

>ncrb6155.seq 

GACNCGCTmCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGCnCTCCnGCCTCGAAATGGACCCCAACT^ 

CGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTGCTGGTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAA^ 
ACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAT 

>ncrb6157.seq 

CTGGCNmNCTGGCCGGGCAGTGGNGGCTACACCTGCAATCCCAGCACmGGGAGGCTGAGGCGGATCACGAGGTCAGGAGATCGAGACCNTCCTGGCTAACATGGTGAAA^ 

CGTCTCTACTAAAAATACAAAACATTATGGCAGGCGTGGTGGCAGGCGCGTGTAGTGCCAGTCCCAGTGCTGAGGGAGGAGAATGGGATGAATGGGATGAACGCGGGAGGCA^ 

TGCNGTGAGCCGAGATTGTGCCACTGCNCTNCAGCCTGGGCAACAGTGCAAGGACTCCATTCC 

>ncrb6158.seq 

AGAATACmTATAACCAAGGAAGAAACCATGCCAGCTGTTACCAnCAACTTGTTAAGCAGAGAnAAGCTnnCATATCTGnCTOTCCTGG^ 
CATCCGTTCCATCnGTAACAACTCCCTGATGmCTTAAAACCACCTCTTCCTATmCAGTCTGTGGmGGACAGTGTGACGGAACCTTGAGCTn 
ACCTCATCAATCAGCAAATCCATCTGAACTGTGGAGGAGAAGCTCTCnTAGTGAGGGTGCmAGGTmTAGGATGAAAACCTCAAACTAACAGG^ 
CCAGTGCAGGGGAAAGCAGAGCCAAAATATGGAGAGACnGAATCCTGATGACAGCGTnGTGGCCCTGGATCCAACCGTGGCTGAAGGTAGAATAT^^ 

>ncrb6159.seq 

AGGTAAACATATGTAACATCCATCCTTGnGACTTTGAGGTGAGATCnAGCAnAAAATGAGGTGGAATTGGGCTCTnATGTGAAAAGGTGAACTG 
CCTCAGCGAGCTGCTGAAACTGGCmAAGGCCTGCAGTTGCTTGTCAGAAGAAAATGmCTAAGGCCAGTCCTCTGCCCAGTCAGAGTTGTCTTGGTCTGGGTO 

TGTCCGATCACATGGTAnATAGTACGCAAAGACTGAAAACAAGATAAATGAACATCAGCATATACTGGTCAAGTTGTAGGA^ 
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>ncrb6160.seq 

GTAGTCCCAGCTAnNAGGANGCTGAGGCAGGAGMnGCnGTGAGTGAGCCGAGAnGCACTACTGCACTCCGGCCTTGGCGAC^^ 
>ncrb6163.seq 

AAGGGAGGTGATGTGGCCAGAGGTGACGTGGCAAGGGTOTGGGGGTGACATGGTGTGGTGGGGGGAGGAGATGTGGCCAGAGGTGATGTGG 

AGGGAAGCGACAAGAGGGGTCTCCAGGCCTCAGACTGTGGAGCmCACGCTCGCACAACCTCACAGACTGTGCCTGAmAT^ 

AAAGAAAAGTAGTOTnAGAACCATTGTGTATGmAAAGCACGGTACAAATATAGCACAmCCCAAAC^ 

>ncrb6164.seq 

ACAACACCAGGACTTAAGACAAATGGGACTGATGTCCTCnGAGCTCnCCmACTmGACTGTGAmACm^ 
TCTAAAAATAAAATGCATTTAAACTG 

>ncrb6167.seq 

AmAAGATGGACTGGGAAAAACATCAACTCCTGAAGnAGAAATTAGAATGGmGTAAAATCCACAGCTATATCCTGATGCT^ 
GTGTGAAATAGTTCTGC CACCTC TGACGCACCACTGCCAATGCTGTACGTACTGCATTTGCCCCTTGAGCCAGGTGGATGmACCGTGTGm 
ACATGCCTAGTCCAAGATTTmCCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATCCAATATCATGTCTTGTGCATAATTCTTCC^ 
TGTACATTACCATATAATGTAAAAAGATGTACATACAAACAATGCAACCAACTATGCAAGTGnATACGAACTAAAA 

>ncrb6168.seq 

agcmcataaacatacncatagatgttgttngaaatgtnctaaatatctaaaatcamcaacagcagaa^^ 
agtggtcatamatoctgactngagtcaggtgttaaaatagcagtgcgacagctcgtctcttggctogtgtgctgctgtgagagtcacagtgg^ 
ttcctaagaagcaaaatccagcacagcatcctgtgaagccacgtgtaatgatggtcccataaggaaagtatgtgaatatggctcttgtaaagga™ 
tctgtattctgtmctatggaatotnaagccctntagtgaccmgtcctggcccamaaaaactaaaatgtagtat^^^ 

>ncrb6169.seq 

^^GAATGGGAGTAmNTTGTGAGAAATGCATCAmGGTTAmTATCATrGTGGCAATACCATAGAGTGTGCnCCACAAACCT^ 
TlgTAGTCTAnGTTCCTAAGCTGAAAACCTGTACAGCATGTOCTGTACTGAGCACTGTAGGCAGTTGTCATAOAATGGTAmGTGmC^^ 

>M56170.seq 

aSnGCCTCTGCTTnGnCCCTGCCTnCCGCCACATCACACGGCCTGACTGGGCnCCTACCAGnTCTCAGAATTACACGCACGACC 
Tf^ACTGCAGCGTGTGTAGGACCATGGGGAGnCAGAGTCATCATACAAGGCAGCCAAGAACTGCCATAAACACTACACAGATGGAGGGCATGGGATAGGACA 
Af(|rACACnAGAGGTAACTAAGGCTAGmGAAAACCGTGAATTAAGATAm™^ 
ACgTCnGGATTTGnGTnCTAACTAACATGTCATGTACACCAAACAnmTAAATCAATCAGTGAATATm 

>BCii)6172.seq 

C#ACAAAAGGGAGTTACAGAGGCTGCTTAAAAGATGGAGAAAAGCCTGAGAnGAAGGAGGAAAAAAACCCAGTAm 
TAAAATAGTCATTGmn™CAnCTAAAGTGCATGTAGGTTGATATTmTAAAATATCAnGGAGAAm 
G^GATAAAAGGAAAAAAAGTTGTCAAAATGTAAnTTCGGTCCAATTCACCAGGAAAACATGCnGTGAAnGTGCAGTAAAAGGTC^ 
AlJfCCTACCTGATTrTAGTTACTTAAATAAAAGTTACTTACAATGGGGA 

>||})6174.seq 

Ap^GAAAAGATTAAATTGTCnCCTCGATTCTCCATCGGGTGTAGAGTTmAAACTACTCAATGGCAm 
T^Q^TGCAGCATCTAATAAGAGmCCAnGTAGAATGTmCACATACTO 

>l|d)6176.seq 

AGCAAAAGTTGAACAAAGANGAACTAATGTAnACCnACCCTTGCCACTGATTTTTT^ 

AmGmCTATGAAAAATGTAnGNGCTTTGATAGTAAAAATGTGTAAAATGnAGTnTGGTAATTT^ 

AAAATTAATCATGTTTC 

>ncrb6177.seq 

CATGmCCnCTTGTTATnATGCTATTCTCmGTGGCTCCATTCTTCmAATCnGTCAGGTTATAACCGTCm 

GTCAAGGGCTGCTGGTTGGTGGTGGTACAAGGAGCCCACTCAGCAGTmcnACCTTTGCCTGCCCTGCGmCATGGAATAAGAAAGGCAACG 
GAAACTAATGTCAGATTGGCAGTTAAAGTCAAAATGTTGCCAAATATTOTTCCnTTGCCTAAGnTGGCTACGCGG 

GTACCTCAAAAGAACAGTGAGAACATnGCmGGmCTGCTGAATCGGTAACCTCAACAATCTATACCTGGACTGTGCAGnCTGGTCCTGTG^^^^ 
>ncrb6179.seq 

AGAATCCCAGAGGACAAAmGTGACnTAAGCAATOTTGAACTATTTGGTAAATAGAAATACAGnGATCCnGAAAAAC^ 
mGCGTATAACTmAACTGCCCCAAAACTATAGTAATAGCCTCCTGTTGAGTGAAGCCnATCAATAATGTAAACAGTCA^ 
ACTGTAnAAAGTAAGGTAGAGAAAATGTOnAAGAAAATCATAAGAGGCCAGGTGCAGTGACTTAnCGTATAATCCCAGCATTGTGGAGGGCCA^ 
CAGGAGTTGAAGACCAGTCTGGGGAAGATAGTAAGAGCGTGGCGTAC 

>ncrb6180.seq 

GGAnAAGAAAATGTGGCACATATACACGATGGAATACTATGCAGCCnAAAAAATGATGAGnCATATCCTnGTAGGGACATGGATG^ 
CGG 

>ncrb6181.seq 

GAGAGCCAAGTGGAGGAAGAAGCGAATGCGCAGGCTGAAGCGCAAAAGAAGAAAGATGAGGCAGAGGTGCAAGTAAACGGCTAGCnGTTGCACCGTGGAGGCCACA^ 
AAGATGGAATGCCAGACGCTGGGGATGGTGGTAGAAGnGTGGGACTGGATGCTAGTGTCTAGAGGTTGTCTGAATGGATCTAGAACTTGATCGCCGTGTGATGGCGGAT^^ 
AGACCCACCnGCTCATAAACAAAATGCCCATGnGGTCCTCTGCCCTGGACCTGTGACATTCTGGACTATnCTGTGTTTATTTGTGGCC 
CTTCCGCTGTTTTAGCTGAAGAATT 

>ncrb6183.seq 



Figure 14A - Normai Cartilage cDNA Library EST Sequences - Page260 of 776 



GTCCGACATCTTGACGAGGCTGCGGTGTCTGCTGCTATTCTCCGAGCnCGCMTGCCGCCTMGGACGACMGMGMGMGGA^ 
CCAGTGAACAAATCCGGGGGCAAGGCCAAAAAGAAGAAGTGGTCCAAAGGCAAAGTTCGGGACAAGCTCAATAACnAGTCTO 
AAGnCCCGACTATAAACTOTAACCCCAGCTGTGGTCTCTGAGAGACTGAAGATTCGAGGCTCCCTGGCCAGGGCAG^^ 
nCAAAGCACAGAGCTCAAGTAAmACACCAGAAATACCAAGGGTGGAGATGCTCCAGCTGCTGGTGAAGATGCATGAAT^^ 

>ncrb6184.seq 

ATGATTAGTAATrnTGAGCATTTW^ 
mGCCCACTTTmTTGCTGATTTTTlTr^ 

AAAGTAGGNGTAACAGGNGTAACAGGCAACAGTAGAAGAGCTAAATAGAGATGGAGAAGGCAAGGAGGAAAAGAAATGGAAAAGA^ 
>ncrb6185.seq 

GAAGCAGGGTGTCnGACCCATGGCCGTGTCCGCCTGCTACTGAGTAAGGGGCATTCCTGTOCAGACCAAGGAGAACTGGAGAAAGAAAGAGAA^ 
GGATGCAAATCTGAGCGnCTCAACnGGTTATTGTAAAAAAAGGAGAGAAGGATAnCCTGGACTGACTGATACTACAGTGCCTCGCCGCCTGGGCC^ 
CGCAAACTmCAATCTCTCTAAAGAAGATGATGTCCGCCAGTATGTTGTAAGAAAGCCCTTAAATAAAGAAGGTAAG^ 
CCACGTGTCCTGCAGCACAAACGGCGGCGTAnGCTCTGAAGAAGCAGCGTACCAAGAAAAATAAAGAAGAGGCTGCA^ 

>ncrb6186.seq 

GNTTinGCATCGGGGACNnACGGCTNATATAGTGGCCGGGANATCTTCCTAGGAACAACATATGACGCACTCTCCCCTGAACTCTACA^^ 

CTAACCTCCCTGTTCTTATGAAnCGAACAGCATACCCCCGAnCCGCTACGACCAACTCATACACCTCGTATGAAAAAACnCC^^^ 

CCATACCCATTACAATGCTCCAGCTTTCCCCCTCAAAG 

>ncrb6187.seq 

CCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACGAGAAGAA^^ 

TTCCTACnCATGGATGTGAAATGCCOAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGnTTGTGTGTTGGCTGCTCC^^^ 

GAAAAGCAAGGCnACAGAAGGATGnCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACC^^ 

>|#b6188.seq 

GgCGTGGAGGAAANCTTNGTGGTCGTGGTGGCmGGTGGCAGCCGTGGTGGTGGTGGATATGGTGGCAGTGGGGATGGCTATAATGGAmGGTAATG^ 

ASSTGGTGGAAGGTACAATGATTnGGGAAmCAACAATCAGTCTTCAAATmGGACCCATGAAGGGAGGAAAT^ 

TMtrTGCAAAACCACGAAACCAAGGTGGCTATGGCGGnCCAGCAGCAGCAGTAGGTATGGCAGTGGC 

>fl#6190.seq 

GBtGATAGCGGCAGCGAGGGGGTCGGANAGGTGCTCGGATTCTCGTAGCTGTGCCGGGACTTAACCACCAGCATGTCGAGCAAAAGA^ 
G(:?gTGCAACATCCAATGTGmGCTATGnTGACCAGTCACAGATTCAGGAGTTCAAAGAGGCCTTCAACATGAnGATCAGAACAGAG 
Arjg"GCTTGGnCAnGGGGAAGAATGCAACTGATGAGTATCTAGATGGCATGATGAATGAGGCTCGAGGCGCCATCAAnTCACCATGn^ 
GgQACAGATCCTGAAGATGTCATGAGAAATGCCTTTGCTTGCmGATGAAGAAGCAACTGGCACCATACAGGAAGATO 

>ribfti6192.seq 

AmCAGTACTACACAAATNATGCGGAACTCAAGCCATACATCACGGAAGGAAGAATAACGGAGAAG^^ 
CfiX^AATGACAGACTTmCTCCAAGCAGCTGGAAAACAACCATGTACCCAAAGAACACAmGC 

>il&f)6193.seq 

G^TCTAAGCTGCAGCAAGAGAAACTGTGTGTGAGGGGAAGAGGCCTGmCGCTGTCGGGTCTCTAGncnGCACGCTCm 
C^CTCCCTTCnGCAGAAGGGAGGGGGAAACATACATITATTCATGCCAGT^^ 

AtftCGCCCACAGAGAGTCCTGGAGCCACAGTCTTTmGCmGCATTGTAGGAGAGGGACTAAGTC 
Al^CTGCT 

>ncrb6195.seq 

caaaggaaaatgcatacaacgagtctgg™ttcctagagaatcctaactgggagctgacaatattgatggggctcctgccaagtgccggggcctgtgctc 

nCATCCnACATTGGTATTATCCTCATnTGCAGTC 
>ncrb6196.seq 

TCTTTnGCGGCTGGAACCATGGAGGGTGTAGAAGAGAAGAAGAAGGAGGnCCTGCTGTGCCAGAAACCCTTAAGAAAAAGC 
GAGAAAGAAGTTTGCCCAAAAGATGCTTGGAAAGGCAAGGAGGAAGCTOTCTATGAAAAAGCAAAGCACTATCACAAGGAATATA 
AGGATGGCAAGAAAAGCTGGCAACnCTATGTACCTGCAGAACCCAAATTGGCGnTGTCATCAGAATCAGAGGTATCAATGGAGTGAGCCCAAAGGTO^ 
nCGCCnCGTCAAATCnCAATGGAACCmGTGAAGCTCAACAAGGCTTCGATTAACATGCTGAGGAnGTAGAGCCATAT^^ 

>ncrb6197.seq 

CAGAATATAGAGGAATTGACCCATmAAAAnAmTATmATATATATGTGTGTGTAGATATAW 

AGAGGCAGAGTCTTGCCCTGTTGCCCAAA TGACAC AATCTTGGCTCATTGTAACCTCTGGCTCCTGGGTTCTATCGATCTTCCCACTTCAGCCTCCTGAG 

CACGCCACCGTGTCTGGCTGACnnAATGTTTmATAGAGACGGGGTATTGCCATGTTGCCCAGGCTGGTCTCAAACTCCTCAGCTCAAGTAATC^ 

GAGGCAGGGGGATCACGAGGTCAGGAGATAGAGACCATCCTGGCTAACAAAGTGAAGCCCTGTCTGTNCT 

>ncrb6202.seq 

GGGTmCGGAACTGAGGCCATGATTAAGAGGGACGGGCGGGGGCAnCGTATTGCGCCGNTAGAGGTGAAATTCnGGACCGGCGCAAGACGGACCAGAGCGAAA 
AGAATGTmCATTAATCAAGAACGAAAGTCGGAGGnCGAAGACGATCAGATACCGTCGTAGTTCGGACCATAAACGATGCCGACCGGCGATGCGGCGGCG™™ 
GCCGGGCAGGTTCCGGGAAACCAAAGTCTTTGGGTTCCGGGGGGAGTAnGGTTGCAAAGCTG 

>ncrb6203.seq 

AGAAGCCCCAGGCTOTAATGACATCAGGGGCTTGTGCCCCCATTGACGnGGACACCTGACAGATTCAGGTGCAGAGCCAGGGTGACTGGCTTCTCAGAGGCCCATGGCTA^ 
GCCCCCACCCTGGGCCTGCAGmGCTGTGAGCCTCCACTCCGTAGTTGnCAGGGATCCATAACTGnmGmTGnTCAGCCTCTTCCATGAGTGGGGAGCCCGCTGCTTGTCT 
CCAGCTCCTAGCAGTGAGTCCTGATAATCTCAAAmAAGGACAGTAACnTGTCTGGGATGAGTGTGGGAAAGGATGTGmGGGAACAGACGCGAGCCTC^^ 
CATCTCTTTCTAAGTGGTGGGAAGCAGACATTTTATTCTTTAACTGTTAATATAT 
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>ncrb6204.seq 

GACAmMTMCmGCTGGAAMTCTGTAAAAMGAAAMCMGmGCTAGTGACTMGCCCCGCA^^ 

AGGGAGGGAGGACCCACACTGCTACACTTCTGATCCCCmGGTmACTACCCAAATCTAAATAGATACT^ 

AAATGTATmGAAAACACTTATmACACAGCAATTTTGTATCCATnAAACTA^ 

>ncrb6205.seq 

GGAGGCAATCAGCGGACAGCATGGAAGATGTGTGCTCTGGCTCGGATAAGAGATGGGACATCAnCAGTCACTAGnGGATGGCACAAGGCTCTTCA^^ 
TGGAACTTGTACTAACTTATGATAGAATGTATCAGAATAAATGTTmAACAGTGTAAAAAAAAAAAAAAA^ 

>ncrb6206.seq 

GGAAGAGACCGGGGnGAGCGTCTAGCCCATCTCTGCGTGACTTCCGCCAGCGTTTAGAGCGTmCGGGGTCCGAGTTGAAGAGCAAAACCAAGTGAAGGAM 

AGGGTGACAAGGGAGGAAGTACAGAGACTGCACmAAATTCCGGATGACAGACCTATCAGGACTGAGTGGACCTTTGAGTGACAAGATGGGGGTGnC^ 

CTGCAGCTAGGACmAATACCTAnAGAGTGCTAAGGAGAAGACAAGTTAnAGCACCCAAAAGAAGCACCAGT^^ 

>ncrb6208.seq 

AAATACAGAGAATGCCACAAAGNACACTCCTTGAGAAGAGCAACTCGAAGACACATAATCGTCAGACTCACCAAAGTTGAAATGAAGGAA^ 
GnGGGnACCCACAAGGGGAAGTGCATCANGACTAACAGCTGATCTCTCGGCAGAAACTACAAGCCAGAAGAGAGTGGGGGCCAATAnCAACAnCTTAA^ 
CACAGAAmCATATGCAGCTAAACTAAACTTCATAAGTGGAGGAGAAATAAAATCCnTACAGACAAGCAAAGGGTGAGAGAnTTGTGACC^ 
GAAGGAAGCACTAAACATGGAAAGGAACAAGCGGTATCAGCCACTGGAAAAAGATGCCAAAnGTAAAGAGGATCGAGGCT^^ 

>ncrb6209.seq 

AGTCAAGGAGGAGTTCAGATAGAAAAGTGCTGGAGATACACATCnTCCnCAAAGGAAATGTAAmAmCCAACCGCTGCCTCAGACGGGGGTTTCA^^^ 
TTGAATGACTGTCACCGTCATCCTTCCC 

>ncrb6211.seq 

CATTTGAAGTCTGAGAGmCTAGGTGAGAGGAAACGAACCTGGmCTAGATTTAGTGAGCAAGGCTGACAAAAGAGAGAAAGGAAGACAAA 
TX5tCATGAGAAnGGAACCAAGTGGCACCCCAAGAGAACTAGCTnCAGTGGCATGTnCTGATGGTGACAGGCCTGGTTTGTAAAAGGTCTAACATGGTC 
(gpAACCCAGAAACAGC AnTTT CTCGTAGCATAAGGCAGATTCmCCTGAGCTGCAGCAAGACCTCTACAAmCAAACTACA 
AiliiAGTCTGAGCAGTAGTTmATTnGTGAGTCAGnCCAGAGACAGGnnGGTAAGnGAG^^ 

>l®b6212.seq 

qflAAAGGGAAGTGATGTACATnCGGGGGCATTAGGGTAGGGAGATGAATCAAAAAATACCCCTAGT^^ 
TAGCTGCCTTAGnCTmGTCATAAAAACAATCACnGGTTGGTTGTATTGTAGCTATTACTTATACAGCAACATTO 
C^nGATAATAmCTGACTGTAnAATATmAGTGCTATAAAATAGTATGTGAATCTCnAAAAATCTGACAn™^ 
Ctf^GAmAGGTTTmAAATGTATTmGCCCTGAAn^ 

>nQrt)6213.seq 

^TmCTAAAAAANCGGGAGCAGAGCTCTCTCTTCGCCGCCGACGCAGAAAGGAGCTGGGGAGGAAAAAGCTGCTGCCTTn 

TigCAGGCTGCTTCCCCACCCGGGTGAGGAGCGTCCTGAGACTAAGGAAAGAGCCTGGAAAATGGAAGAGACCTGGACGAGAG^^ 

C^AGAACGAGTCACACAGCAGCTmCnAGTGACACTAAAGATCGAGGCCCTCCAGTGCAGTCACAGATCTGGAGAAGTGGTGAAM 

Al^AmGAGAAACCCCCTCAGGTACAGACCCAGGCTCTTCGAGACTnGAGAAGCACCTCAATGACCTGAAGAAGGAGAACTTCAGGCTCM 

dfliCTACTTCCTGGAGGA 

in 

>RerJ)6214.seq 

A||^GTGCTCCTCTTTmcnGTCATTGCTGGTCAAGAnACTAATATTrGGGAAGGCm 

Al:^GCAnCAGAACATAAATGCACAAAATCTGTACATGTCTCCCATCAGAAAGATTCATTGGCATGCCCCAGGGGAnCT 

TATGGGGCTGCTmGTCACACTAGCATAGAGAATGTGnGAAAmAACmGTAAGCTTGTATGTGGNTGTTGATCI II II 1 1 ICCTTACAGACNCCCATAATAAAATATCCTTTCCNA 
NNNNANNNNNNNNNNNNNAAAAACCCmGGGGGGCCCCCCNNCCGCCNNNNNNTTmNNNrrNGNNNNNNTTTmCNGGGNGCC 

TGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>ncrb6215.seq 

GTGTCTACTAAAAATACAAAAAATTGGCCAGGTGTGGTGGCTGATGCCTGTAATCTCAGCTGmGGGAGGGTGAGGCAGGAGAATCACTTGAACCCAGGAGGT 
GCTGAGAnGCAGCACTGCACTCGAGCCTGGGCAACAAGAGCAAAACTCTGTCTCAGAATAAATAAATAAATAAAGTATTACACCATTCCACCmCCACTTATTA 
GGTTC™CTGTTCTAAAAGTGTTTAAACAGTTACTGTGGAAATGCAATGnGGAAAGAGCACAAGACTACACAACACATAGCnCTGTGACCU 
TATGGmGGCmGTGTGCACCCAAATCTTATCTTGAACTGTGGCTCCCATAATTCCCATGTAnGTGGGAGGGACCTGGTGGGAGGTAAnGAATCATGGG 

>ncrb6216.seq 

ATTGAATGTGAATGGCCCTCAGNAAAATCTCTAGTGCAmAAAAATAATCGACTCTAAAACTGAAAGAAACCTTATCACATmCCCCA 
AATCTCAAATAAnnCCACnAATAACTGTAAAGmnnCTGTTAATnAGGCATATAGAATAnAAATTCTGATAnGCACnCTTATmAW 
ATGTGnAAAATGTnGATTCCTTGGGAATGGCCnAAAAATAAATGTAATAAAGTCAGAGTGGTGGTATGAAAACATTCCTAGTGATCATGTAGT 
CCAGAGCmCTATGTACTGTTAAAATTGAGGTCACATAnTTCTTnGTATCCTGGGAAATACTCCTGCAGGCCAGGAAGTATAATAGCAAA^ 

>ncrb6217.seq 

GGGTCTCACCATGTTGCCCAGGCTGGTCTCAAACCCCCA6CCTCAACTGATCCTCGCATCTCAGCCTCCTGAGTGGCTGGGATGACAGGCGTGCACCTGGCGGCTTTTTCAAAGTGT 
TGATGGTAATCTGAGGCAATCTAAGGGAGTCATTTTnAAGTGACmATACAGAAAGATTGGTAAGAGCCAAGGGGTAGAAGTGGCATA^^ 
TTCAnGTTCTTGGCTGAGGAGAAGCGGGAGTGGCTGATGGAAGCACCTAAATGATGCCTCTGCCTGTGGGAAGGCAAATGATGGGTCAGAGCTCTAACCAAAGGnn 
CGAAAAACAGGAAAGTGGGGAAGCGGGGGGTAGGACTACAGTGAATCAnAACAGTGCTGTAAACTACCATGTGGCGATTAACAATGACGTnANGGGAGTm 

>ncrb6218.seq 

GATAAAGGGAGAGAGCAAGCAGCGAGTCnGAAGCTCTGTnGGTGCnTGGATCCATTTCCATCGGTCCmCAGCCGCTCGTCAGACTCCAGCAGCCAAGATGGTGAAGCAGATC 
GAGAGCAAGACTGCTmCAGGAAGCCTTGGACGCTGCAGGTGATAAACTTGTAGTAGTTGACTTCTCAGCCAGGTGGTGTGGGGCTTGCAAAATGATCAAGCCm 
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CTCTGAAMGTAnCCMCGTGATATTCCTTGMGTAGATGTGGATGACTGTCAGGATGnGCnCAGAGTGT^^ 
GGTGGGTGAATmCTGGAGCCAATAAGGAAAAGCTTGAAGCCACCATTAATGAAmGTCTAATCATGT^ 

>ncrb6219.seq 

CAGCTTAAAGAACnCGGnGTTCTGATTCnGAGCCTCCTCTACAGCnCAGAGAGGACmCAmT^ 
GAAGnCCTAGATGAmAAAGCTGTAAGAAGAAGAATAATGAATCATAAGAAAACnGCTGCTACAGAC^^^ 
AACAGGATCTAAAAAAAATAATGCTGGGAAGTCCTAACCACATCAAGAATGCCTCAGATCAGTGACCCAAGGAACCTTC^^ 
TTOGGGCCAAAAACCCAAAAAACAAAACAAGACCAAAAAAATCnCAGATACTGGGAGAACAAATCTCAATO 

>ncrb6220.seq 

GCmCCAACnGGACGCTGCAGAATGGCTCCCGCAAAGAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCATCAACGAAGTC 
CGCATCCATGGAGTGGGCTTCAAGAAGCGTGCACGTCGGGCAGTCAAAGAGATTCGGAAAmGCCATGAAGGAGATGGGAACTCC^ 
GCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCGGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGAnCAGCAAATAAGCT^^^ 
TGnACGACmCAAAAATCTACAGACAGTCAATGTGGGATGAGAACTAATCGCTGATGGTCAGATCAAATAAAGnATAAAATTGC 

>ncrb6221.seq 

ATCTAACCATAGTGCTTCTCTGCAAATGAAATCTCCGCCTCACAGCCCCCTAGAGGGAAAAAATAGAACACmACnACAGTCGGTAACCTCW 
TGTCCAAAACAnGAAAGAAnGGGGCTTGnGATGGACAAGAAGTGGCGGnGCTGATGTGACCAGCCCACAGAGTGTACTATTCAAACTTGAT^ 
ATAATAGAAAACTCATGGAAATAATATACTTTGTGGATGCTAAGAAGnGAATCGATGTCATTmAGCAATAGTGTTGGCACGATTTG 
CnTGTAACCnCCCTTGAAGACAGAATmGGTGnGGTGCnGTAAGCATTTrCATTAATAATATGAGAAATGATACCTGGAGAGAGAGAnAT^^^ 

>ncrb6222.seq 

CCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCC 
nCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGnTTGTGTGTTGGCTGCTCCACTGTCCTGTGCCAGCCU^^ 
GAAAAGCAAGGCnACAGAAGGATGnCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAA^ 

>|^6223.seq 

A|gAGAATGCTGGCTATTAAAAGATGCAAGCATTnGAACTGGGAGGAGATAAGAAGAGAAAGGGCCAAGTGATCCGGTTCTM^ 
A^TTATGTTC 

>jib6224.seq 

A|MGTGAAGATTTTATmAAAAACCGTGGGAAAGAGTGGGGGGmCTTmATGTCTC^ 
Cf : 

>iiB)6225.seq 

GKSGCTGAGGCAGGAGAATCCCnGAACCCGGAGGGCAGAGGnGCAGTGAGCTGAGATTGTGCCATTGCACTCCAGCCTGGGCAACATGAGCGA^^ 
A^^AAAAAATAAACTCAMTTAGCATGATAGATCAGGCTACnAGATO 

AATATATAAACATCTTmCCmGGCCTAAAAGGTCTnAGTAnCAGCACACTGGGTAAAGTTCAGmAGACACAA 
G|^TTGAGnAGnAAAGAAGATACAGTATAAnAAnATACAGAACAAAACAAAGATGTGnTA^^ 

>illl)6226.seq 

A|l|TAATmCGTCTAATTAAAATGTGCAGTAnnCAGTGTGAAATATAmAACTATnAGAGAATGA 
A||fGmGGAATnAAGAAATAACnGTGnACTAAmGTATAACCCATATCTGTGCAATGGAATATAAATATCACAAAG 

>rlS6227.seq 

GmATGTAGTATAnCAATnAAAAACmCTGGCCGGAGCAGTGGCTCACGCGTGTAATCCCAGTACmGGGAG 

AGCCTGGCGAACATGATGAAGCCACATCTCTAnAAAAATACAAAAAnAGCTGGGTGTCATGGCACTCACCTGTAGTCCCATCT^^^ 

CGTGGGGAACAGAGGTTGGAGTGAGCCGAGATGGCGCCACTACACTCTAGCCGGGGCGACAGAGACTCCAT 

>ncrb622d.seq 

ACTCCGCACCATCTAGAGGAAAGTCTAGAAAGGnTAAAATGGTATnTACAAGTTCACTATATCAGmAT^^ 

GTGCAGTGGTGTGATCTGGGCTCACTGCAACCTCTGCCTCCTGGGnCAAGCGATTCTCCTGCnCAGCTACTCGGGAGGnGAGGCAGGAGAATGGCATC 
GCTTGCAGTGAACCGAGATTATGCCACTGTGGTCCAGCCTGGGTGACAGAACGAGACTCCATCT 

>ncrb6229.seq 

TGTCAACATATGATAAAGAGACTTGAACGATTTTTTTGm^ 
CTTGATTTTAATGAATAAT^ 

ATnnAAATATGCATCTTmACTCCAGTATATnCAAAAAATGTGTmAATAC 

TCTCTAGTAAGATTTAATATGmCTGATACnCATATGCCmATTGATGmAAACTAGTCCTGTTATTCT^^^ 
>ncrb6232.seq 

AGTCATAAAACACCATCAnAAGAATAATTGAACAATAAAGTTTGCnTCAGATGCAGTmCAAATOTAATCTCAmCAAm^ 

ATGTAAGmAATOTCTGCAnTATCTmnCCTAGTimCTAATACTAATGnATncnAAAAnCAGTGAGATA^^ 
AAATAACTTTTTCT 

>ncrb6234.seq 

AmCCAAAATGTGGTGTTAAnTTTCTAGTTGCAGTCmGGACTAGATACATNCTAGGTGACTCTGCTACTTTATTCmACACGT^^ 
AGTATATGTGCTCATATmACAGAATGTTmCGCTTTCAATTTTAnnACCAGAATTTGTGGAATGCCCTGTGTGGTATAm 
AGAGAGCTGCAAAAnCATAGCCATCATGGAAATCTCnGGAAGATACAmTCCTTAACnTAAGCAGCCAGGCGTGGTGGCTCAGGCCTGTAATCCCA^ 
TCGGGTGGATCACOTGAGGTCAGGAGTTCGAGAGCAGCCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAAATTAm 

>ncrb6236.seq 

GGAAGCAGTCGCTGCAACnCCGGGAGGTGCTTGTGTGCCTGGTGCGGGAGCTACGGGGCCCAGGGATTGTGTTTAAAGTAGTG 
GGmTGACCGCCACATTACCATTTmCACCCGAGGGTCGGCTCTACCAAGTAGAATATGCTTTTAAGGCTAn 
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TGCAGTMnGTCACACAGAAGAMGTACCTGACAMTOTTGGAnCCAGCACAGTGACTCACnAnCMGATMCT 
GCAGATCCCAGGTACAGAGGGCACGCTATGAGGCAGGTAAGTGGAAATACAAGTATGGCTATGAGAnCCTGTGGACATGCTGTGTA^ 

>ncrb6237.seq 

GTGGTAAAAGGAATTAAAAATGCAAATGTTACGAGGTCCCTGTGmGGAAGAACAGGATCnCAAATGACmA^ 
AACTTnCAnAAAGGAAGGTACAAAGAATAATGCTACACTGACAAGATGnGTAAATGGAnAAGATAC^^ 
AAAAATACAAATAATGCTGAGAAAACAGAAGCAAGGAAAACCAGAGAGAAAACACAGGATCTTATGGAGGTGGnCAC^^^ 
GAAGTAACTnCmATOTTnCnCATGnAGAAGGATGGAAACmAAGGGAAGGAAAATATATC^ 

>ncrb6238.seq 

ATAGCGTCTGTGTAAATTATTGGTCAGCTGTTCAAGTATGCAACACAAATATGACCTGAATGGAATTGAAAAAAAAAATCTGA^ 
GATTCTACAGTTTATAnCAGGTAAGTTACC 

>ncrb6239.seq 

GGCAAAACAAAnGCAATATAATGTGATAAGTTCmAAAAGAGGTAAGAGCAACGTGCmGGGAGCAGAGAAGAGGGAGAAAGCAGCATCTTGC^^ 
GAAGAGAAGCCCACTATCTGATTTAATCmACAACTCTGTTGCAAGGnCCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCAGTATC^^ 
CCTGGGCTGGACCGTnCAACAGAGAGGG™mGAGmATGCTAGAAGATGAGGCnCTGGGATAGGCCCAGAAGnCCTGATGACCGCGACTTCGAGCCCTCCCU 
TGTGCCCCTTGGGGTGTGAATGGGATGnGGAGTGGTCGAGTGnCTGAmGGGTGTGGACAAAGTGGCAAAGGATGTTGCGGCTGACACAACTCTGCT^^ 

>ncrb6241.seq 

AnGCCCGmGGACATCGGTGGTGCTGACCAGGAATTCTrrGTGGACAnGGCCCAGTCTGmCAAATAAATGAACTCAATCTAAAnAAAAAA 

CmGCCAnTCTTCnCncmTnAAGTGAAAGCTGAATGCTTGCAmcnGTGGAGATGTACnGCTTAAAnGTGGGGAAAAGAGAAA^ 

ATACAGmCATTAACTCCnCCCCCGCTCCCCCAAAAATTTGAATTITTmTCAACACTCTO 

>ncrb6245.seq 

GMnACCTGGATGTTCTmTACNAGGTGACAAGAGTTGGGGACAGAACTCCCATTACAACTGACCAAGTnCTCnCTAGATGATTT^ 
AJiSGTCANGAATCAGAAGATAGTCTTGGAAGCTGmGGAAAAGACAGTGGAGATGAGGTCAGTTGTGTTT^ 
Giy^TGTATGGATTGAGAmAGAAAAGTGAATTGAAGTTTCAAGTTTTAAAGTTCAnGGAAn 
TMSGnmGGAATCmGTNCCAAAATTnAAAAAAGGGAGlTTnGATAGn^ 

>i!4b6248.seq 

AifeTGCGCnGGGTGCGGGGGCGnGGATATAAATAACGGAGCATAGAGTGAGGACATGTAGCTGATGATAAATAG^^ 
ATfJrACATGTATGAACnAACATGGAAAATGTTAAGGAAGGAAATGGnGTAACTTTGTAAGTAGTOTAAGATGGT^^ 
GJ^STrTAATTAAAACATTTTCTTGGTG 

>ipj)6249.seq 

TCGGATGTGACAGGGTGAGAAGTGGnGAGGTGCAAGGAmCATGAAAAAGCTGCnCnATTAATCATACAAACTC^ 
GtSATGACn 

>il||)6251.seq 

GlfeTGCCCmGGAAACTTCTGCAGGGGAAANGAGCTAGGAAAGAGCTGCAAAGCAGTGTGGGCTT^ 

Gl^CnGGCGTAGAACCTGCGAATTTCGAAGAGGAGGTGGCAAAGTGGGAGAAAAGAGGTGnAGGGTTTGGGGl 1 1 1 1 1 1 GTTTTTGTTTTTG I II 1 1 lAATTTCnGATTTCAACATT 
Tti'CGCAGCGTCTCGGCTGCAGCGAAGGCGTCTTAGCTGnCTGCGGCGGCGGGGAGCGCTGGCAGCTGAGGGTTA^ 

>iil)6252.seq 

ATGACCCGCTTTAAAAACATTTGTGTCTGCTNAAATTATmACmTAACTmCCCCAAnGnCT^^ 

CACAGGGAACCTGCACATATCCAGGATATGTGTAACCAGCGATGGTGACTTGAGGnGGGAAGACGTGTGAnGGnGAGGAT^^ 

GGGAATGGTGGAGmATGCGATnGGAATAnAAAAAATAAAAATGGAAGnATOTTTCAATAAT 

>ncrb6254.seq 

GAGGGCGTATGAATAmACGACTAAGTmAAGAATTTTATAGnATATCTCCTACAmAGGTCTTTGATCCATnTGAGTTAAT^ 
nCnCTAAGGTGGCTATTCAAnGTCAGAGCACCATTTATGGAAAGGATTTmTCCCAnGTCAAAAATCAACTATAGAGGTATGGGTTTAm^ 
TGTATAATATCTTCnATGCCAGTAGCAGAnGCCnGAmCTGTTGCnTGTAGGAAATmGAAAGCGAGAGTCCTAAGmGTT^ 
GTATTTCCATATGAATTGCAGGATGAGCnGTGAAmCTATACTAAAATAAAGGCAGTTGGGAnTTCATAAGCGTTGTATTCATGAG 

>ncrb6257.seq 

AGCGGCCGGCTTTCCCGAGGGGCCACTGTCCNTGCAGAGTGGATGCTTCTGCCTAGTGACAGGTOTCACCACGTTATATATTCCCTACCGAAGGAGACACCTmCCCCCC 
CAGAAGAGCCTnAAATCACAAGCAAAATAGGAAAGnAACGACGGAGGCACCGAGnCGAGGTAGTGGTTnGCGTnCGCAAAAATGAAAAT^ 

>ncrb6259.seq 

GAGGCCCTGAGGCAGCCAGCGCAGGGGCTTCTGGTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnnTCTCmGAAAGATAGAGAnAATACAA 
ATATAGTCAATAGGTrACTAAGATAnGCTTAGCGnAAGTTTnAACGTAATTTTAATAGCTTAAGATm 

>ncrb6260.seq 

GATCTCNCCCTATCCTTTACGGCAAGGGTACCTTNGGTACCTGAAAACAACGATGGCATGGAAAACACnCCCAmACCTGTTGTTGCTGCTGTCTGT^ 
CATCTCAAGAGCTnCCTGTAAAGGCCGCTNGTTTGAGTGCTTCGAGAGAGGGAGGGAGTGTGACTGCGACGCCCAATGTAAGAAGTAT 

>ncrb6261.seq 

GAGNCAACAATGAAACCTAAAGTGGTnGATGGAACTCCCACAGACCAGTCAAACTGGGGCAnCGGAAGCCAGACACAGACTACTTCAAGCCCCATCAnGTGnGCCnGAGGATC 

CCTGAAGGAmTGGCAGCTATCCGCGTGTCAAGAAAAAAAAGGCTTTATATGTAAAATGGAGGCAGATAnCACACTGCAGAGGCGCTGCCAGAAAAAGGACCM 

TTCCTNCmGGGCGGTTGTACTGACACTGATAGTCAnGTGGCCAmGCACACmCCnCTGCATATACAAGCATAACGGTGGCTTCTO^ 



>ncrb6264.seq 
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GGGGCCAAMTATTMTATATAmmmTTAMTGCTGTTMGACACTAGTCACTGTAGCTGATAGCATGGGTOGTC 
TAGCCCTGAGCTTTTCCCAAGACAGCATCCC 

>ncrb6265.seq 

TATGGCCGGGGAGGTACNGAAAATTGTAATTAAGnCTTAGAGCTAGGAAGGGGCAGAGATGGAAnGTGTGGTGCTGATGTCAGM 
TAnAAGTCCTCCmCTATTCATCGnATGCTOTCTAATACATGAnCCACCTTGCnAGGCTGGGATA^^ 
ATGGAAATGGAAAGGCAGTAGAAAGTAGTGTAGAGACTATAAAAATCATACACTTAGATCAACCTGGGTGAGAGACGTA^ 
CTGCAmCTATAAACTCAGGTnGTTAGATGTTACATGGAGCTATTAATAACCCTGTCTACTAGGA™ 

>ncrt6266.seq 

GGNAACCCCAAGI^GCATAGCACCACTAmGnGAGGGCCTTCGTTmCATCTTCCCATGGCAGAAGGTGAAAGGG 
ATAACAAGGCCAnCTTGTGATAGCTAGCCCACTCCTATGGTAATGACATAAATCCAnCAGGAAGGTAGCACCCTCATAAm^ 
™GGmCCAATGCATGAACTTCAGGAAACACAnCAGACTATAGCAGGGTGTTCATAGAAATATGATTAAAGTGTnTGTGC^^ 
CAGnGnGTAnGTAGGACTGCTCAGAGTCTCTCATATGGAAATGTATATTGnGnTCCAGTAGAGGGAAGCAGAAATGGCAAC^^ 

>ncrb6267.seq 

GGCTCNCAGCTGCAGCAAGAGAAAGTGTGTGTNAGGGGAAGAGGCCTGTTTCGCTGTGGGGTCTCTAGnCTTGCACGCTCnTAAGAGTCTGC^^ 
GAGCTCCCTTCnGCAGAAGGGAGGGGGAAAGATACAlTrATO^ 

AmCGCCGACAGAGAGTCCTGGAGCGACAGTCTTTmGCmGCATTGTAGGAGAGGGACTAAGTGCTAGAGAGTATGTGG 
ATCAACTGCTTCA 

>ncrb6268.seq 

TGTAGTCCGAGCTACnGGGAGTANTGAGGCAGGAGAATGGCGTGAACCTGGGAGGCGGAACTTGCAGTGAGCGAAGATCGCACCACTGCACTCCACTCC 
GTGAGACTCCA 

>.ncrfa6269.seq 

d?5§W\TCNCCAAATCTATAAnATAGnGGAGANTTCGACAACCCCTTmAACAATTGATAGGACAACTAGACAGAGAA 

4®ATGTAATTGACATGTATAGAACCCTACACTCAACAACAGCAGAATGCACAnCTmCAAGTGCCTGTGGGACCTAGACCATAACCTGGACTATAM 

AAGAAnAAAATCATATGGAGGGTGTTCTCTGGCCAAAATGGAGnACAmGAAATCAATAACAGAAAAA 

GgiiAGTCTTGAGGAAAATAAATATATGAAATGGAATGAAAATAAAAACACAACATATCAAAAATTGTGGGAC 

m 

>ldt6270.seq 

GMAGCNCAATCTAAATGTTAmCCATnTCTNGTGTGACTGAAGAAATATCAAATGTTTCCTAGTAAGACAGCAA 

a^cgaaacagaagaggaacagaaaaagaaacaaaaagcagaacagtcagaatagaatcatggaggaaaactca™^^ 

aafagtgaagaggaagacattgaaaagaccagaagagaatcagaatatccgttcattgatggtctacaaaatgaagtcggaganttgt^^ 

taaagatcctaaagacagtttccaaaacgttatgtctatagngaanagacaacaca 

>ir&b6271.seq 

QllTAGAGTATACTAATATACCTNTTGTAGnGATAGGAAGAmAATAATNCATGTAAAGCAnGAGAAGAGCGTCTGACACA^^ 
/|CGGCAAACTTGATGTCAATTCTAACTGTGnAATGAAGAGCAACCAGAGGCTGAAGTAGGTATCTCTCAAAAGGATTCCAAT^ 
GMAGCGAAGCTGAGnGGAAGGCTTACAGGATGCTCCTGCAGGGCCACAGGTGTCTGAGGAGTAAAAGCCAGAGCAAGTGCCAGTGTGGATGGT^ 
Aj^CTCCTAGGAATGCAnGTCCTCACCnGTTATACCTGCGTGGCNCCATGGCAGGATTCCACAmCATAGAAU^ 

>lpb6272.seq 

CiJIGCTGCAnGGGGCCAAACACAGCAATCAGCAAAGAGGAGGCCATGCGCTGGnCCAGCAGAAGTATGATGGGATCATCCnCCTGGC^ 
GCAATAAAAAGTTTTCAGTG 

>ncrb6273.seq 

GGNAGCCCGCTACGCCAGGACCGACGGGAAGGnTTCCAGmCTTAATGCGAAATGCGAGTCGGCmCCmCCAAGAGG 
AAGGAAGCACAAAAAGGGACAGTCGGAAGAAAnCAAAAGAAAAGAACCCGCCGAGCAGTCAAAnCCAGAGGGCCAmCTGGTGCATCTCTO 
CAGAAACCTGAAGTTAGAAAGGCTCAACGAGAACAAGCTATCAGGGCTGCTAAGGAAGCAAAAAAGGCTAAGCAAGCATCTAAAAAGACTGCA^ 
AGGCAGCACCTAAGCAAAAGATTGTGAAGCCTGTGAAAGmCAGCTCCCCGAGTTGGTGGAAAACGCTAAACTGGCAGA™^^ 

>ncrb6275.seq 

GAAACCCCTTCGACTAACATCCCGTAGGAGCTTCTCTCCCTACTGCTGCTACACAAGCACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCC 
CCGCCTOGCGGTAGTAACmGTGnATGAATCACATGAAAGCATGGAATCnATGAACTTAATCCGTTCATTAACAGGAGAAATGCAAATA 

GAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGAGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATAC 
TGCCTATAATCGCTACnCAGGAAGCGCGGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTm 

>ncrb6277.seq 

GGGNCGGCCCTGCCATCAACGAAGTGGTAACCNTNGTAATACACCATCAACATTCACAAGCGCATCCATGGAGTGGGCnCAAGAAGCGTGCACCTCGGGCACTCAAAGAG 

AAAmGCCATGAAGGAGATGGGAACTCCAGATGTGCGCATTGACACCAGGCTCAACAAAGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTC 

AGAAAACGTAATGAGGATGAAGATTCAGCAAATAAGCTATATACTnGGlTACCTATGTACCTG™CCACTmCAA^ 

CGTCAGATCAAATAAAGTTATAAAATTAC 

>ncrb6279.S8q 

GCTTTCCCGGCGGTGACGACCTACGCACACGATAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGT 

CCCAAnCCTAGnCATGGATGTGAAATGCCCAGGATGCTATAAAATCAGCACGGTCTTTAGCCATGCACAAACGGTAGmTGTGTGTTGGCTGCTCCACTGTCCTC^ 

AGGAGGAAAAGCAAGGCnAGAGAAGGATGnCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAAT^ 

>ncrb6281.seq 

ATACAACNCCAGAGTCCTAAATCATAnTTCCNNGGCmATATmAGTGGAAAA 

GAGCTGTTTnCTCGTCAGTGTGTACTGTTCATITGCAGCATCCACTCTGCATGAATGGCCnACGnCAACTAGGCCA 
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CMCCTGTOnATAAMTGMGTmACTGGMCATAGTCATGCCCAnCAmATATAnGCCTGTGGC^^ 
GGGCTACAAAACCTAAAATAmACCATCTGGCCCmATAGGAAAAGTTTGCTGACTCnGGGCTAGACCGTC^^ 

>ncrt)6282.seq 

TCAGTTGGnGAGTATGAGCAnGAAGnCAAGCTGGGAAGAGATAirmATCCGTGTCATCGACCTGTmCCATTAA^ 

CACAGAGGGCCGGATCATTACAGTGGAGGATCACTACCCGCAAGGTGTGTGTGGGCAnGAGAATGCmGGAAGGTTTTGGTO^ 

TCAGGCATTCACCCTTATTAGTTCCT 

>ncrb6284.seq 

GGNTACCCCAGGCCAGTGACAGAAATGGATTCTnAATACCAGTGTGTGAAGCTGAATGATGGTCACTTCATGCCTGTCCTGGGAnTGG 
AGTAAAGCTCTAGAGGCCGTCAAAnGGCAATAGAAGCCGGGTTCCACCATATTGATTCTGCACATGTnACAATAATGAGGAGCAGGTTGGA 
ATGGCAGTGTGAAGAGAGAAGACATATTCTACACTTCAAAGCinGGAGCAAnCCCATCGACCAGAGnGGTCCGACCAGCCnGGAAAGGTCACT^ 
GnGACCTCTATCTTATTCATmCCAGTGTCTGTAAAGCCAGGTGAGGAAGTGATCCCAAAAGATGAAAATGGAAAAA 

>ncrb6287.seq 

AGGATTACATTGGAGGCAGGmGnAAATAGTTTGGCAGmCTGAAAATGTTAAACACAGAGTAGCCATGTGACCTGCAGTTCCACT^ 
TGTGTGTGTGTATANACACACATACGTATATATACTGNTGAGAAATGAANACACACAnAACTT 

>ncrb6289.seq 

ATGAANNCAGAAATGAAAACCTATATCCCTCCCTNAGGGGAGACAAAAAAGAAGTTCAAGGATCCCAATGCACCCAAGAGGCCTCCnCGGCCncnCC^ 

GCCCAAAAATCAAAGGAGAACATCCTGGCCTGTCCATTGGTGATGTTGCGAAGAAACTGGGAGAGATGTGGAATAACACTGCTGGAGATGACAAGCAGCCnATGA^ 

CGAAGCTGAAGGAAAAATACGAAAAGGATATTGGTGCATATCGAGCTAAAGGAAAGCCTGATGCAGCAAAAAAGGGAGTTGTCM 

>ncrb6291.seq 

CATCCTGGCCAACATGGTGAAACGCGTTCTACTAAAAAGAGAAAAATOGGCGAGTGTGGTGGCGCGGGCCTGTAGTCCCAGCTAATO 
CCCGGGAGGCAGAGGTTGCAAGGGAGATCGTACCATTGCCAGCCCGGGCAACAAGATCAAGACT 

5^b6292.seq 

AMTGCNACAGATTTTAGCAGCTGAAGAGTATATGAGGAAGTAGAGATGGCAGTTAGGAAATTGGTCTATCAATGGTAGGATAGCCAGAG^^^ 
TBATTGTTGnAATGnCmCAGCCAGTGCATCAAnCATCCTATnGAATGCTGAGACTAAAGAGCTTGAGGGCATGn^ 

5t&D6294.seq 

GMAGCCCTATAnGGTGGAncnGTCCAnTTGCATCTGCmAAGAATTAACGAAAGCAGTGTCAAGACAGTAAGGATO 
CIgnCCTGGCAnGAnGGTGGTACCAGTGGCCAGTACTATGATTATGATmCCCCTATCAAmATGGGCAA 

dMAGTGCCATGTACTGTGATGAGCTGAAATTGAAAAGTGTACCAATGGTGCCTCCTGGAATCAAGTATCmACCTOGGAATAACCAGAn^ 
QMTGTAACTGATCTGCAGTGGCTCATTCTAGATCACAACCTTCTAGAAAACTCCAAGATAAAAGGGAGAGTm 



>Wb6295.seq 

QMNGGCCAGGTGCAAAAATCTATCACCAGCNnNNTAGGTGCAGACTGTGTTGGTGGCGGTAATmGTCCATCAAATGA^ 

df?AATGGCAGCAGCA6AGCATCGTCATTCnCAGGATTGCCCTGCTGGCCCTAa)TCACAGCTGAAACm 

T^ATAACTGATAACTCCCTGAGCCTCAAGACACCTGCGGAGTGTCTGCTCTATCCCCTTCCACCCTCAGCGGATGATAATCTCA^ 

QpJTCAGCTCCACCCTCAGCGGATGATAATCTCAAGACACCTCCCAAGTGTGTCTGCTCACTCCCCnCCACCCTCAGTGGAT^^ 

AWAAAAATAAAATG 

>llb6296.seq 

Gr^GGCAATCAGTGGTGGGAACGACAAANTNGmCCCCATGAAGCAGGGTGTCTTGACCCATGGCCGTGTCCGCCTGCTACTGAGTAAGGGG^^^ 

ACTGGAGAAAGAAAGAGAAAATCAGTTCGTGGTTGCATTGTGGATGCAAATCTGAGCGTTCTCAACTTGGTTAnGTAAAA^ 

AGTGCCTCGCCGCCTGGGCCCCAAAAGAGCTAGCAGAATCCGCAAACTmCAATCTCTCTAAAGAAGATGATGTCCGCCAGTATGTTGT^ 

AAACCTAGGACCAAAGCACCCAAGAnCAGCGTCTTGTTACTCCACGTGTCCTGCAGCACAAACGGCGGCGTAnGCTCTGAAGAAGCAGCGTACCAAGA^ 

GCAGAATATG 

>ncrb6297.seq 

GAAGGGCCCGCGGGTAGGCATGGCGGCGCACNTrAAGAAGCGGGmATGAGGAATTCACGAAAGTGGTTCAGCCACAGGAGGAAATTGCTACTAAGAA^ 
AAGTAAATCTGCAGCACTCCACATAGATCTGTGTAAAGCTACCTCCCCTGCAGATGCnTGCAATACTTGCTCCAGTTTGCCAGGAAGCCTGTCGAGGCGGAAAGC 
GTCAGGATTCTCTTGGAACAmnAGAAGAGATGGAGTCTGTCTGTGTTGCCCAGGCTGGTGGCGAATTCCTGAGCTCAAGCAACCCTCCTGCTTGGCCCTCCCAAA 
TACAGACGTGGGCTACCAGATGTGACCAAAATCAGGAmCTGnCTGAAGAAGnTTCGATCTCTCAGTGATCTATTTTCCGAGAATGATC 

>ncrb6298.seq 

AGNGAACCmACTACTATGATGCTnGGCTGTCTCATAAAAACAAGAACAATAGAGTGTAGGCTGGGCGCGGTGGCTCACACCTGTAATTCTA^ 
GGATCACTTGAGGTCAGGAGnCAAGACCAGGCTGGGCAACGTGGTGGAACACTTGTCTCTACTAAAAATAG 

>ncrb6299.seq 

GGNGCCAACGTACCGAGCCTGGTGATAGCTGGTTGTCCAAGNATAGAATCnAGnCAACmAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAAm^ 

GGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAG^ 

C 

>ncrb6300.seq 

GATGACCGGCAACAATCTTCTTGATGTACCNNNTTCCATCTmGTGACTTCAGTTCnAGGGTCATCCAAGAAGGATAnAACAGAAnGAACAGTACT^^^ 
CCTTCCTGTCATmGGTTGGATTCACTTGTGATAATAGTGTAAATGGTTGAGAGnCAAACTCTGGGCTGAGTnACAmAGmAC^^ 
CnAATATTTCCAAGGCTCACTTTCCTCATGTATATOTAAGGGTGATATTAACACCnCGTCAAAGGGTnCTGAGAGGAATTAGT^ 
GGCAAAGAATAAGGGGTCAATAAATGTOGCAGTmAnGnACmATOTGAATCTCGAGTTAGTGTCTGAGGCAGTGTCACTAGAGCnM 



>ncrb6301.seq 
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MGAMTCNCCAGGTATCMTGGAGTGAGCCCANTNNTTCGAMGGTGnGCAGCTTCnCGCCTTCGTCAMTCnCMT^ 

GCTGAGGATTGTAGAGCCATATAnGCATGGGGGTACCCCAATCTGAAGTGAGTAAATGAACTAATCTACAAGCGTGG 

ACGCmGAnGCTCGATCTCnGGTAAATACGGCATCATCTGCATGGAGGAmGAnCATGAGATCTATACTGTO 

AAnGTCnCTCCAGGAGGTGGAATGAAGAAAAAGACCACCCATmGTAGAAGGTGGAGATGCTGGCAACAGGGAGGACCA^^ 

CTA 

>ncrt)6302.seq 

AAGAATCCCAGACnCTAAAGTnCTAAGGTGCTnTGTOTCATCCATACATOCCAGNGTCTCT^ 
AAAGTA ACATGA AGAACGCCAAGAGCAnGCTGTATTTGTGATATAGmGmACTTAATACTGTGmCATG 
ATTCAGATTmAAGTACATGCTACGTAGAAGATATmATGAAAnAGTCAAATCACCTTC 
TGTAAAGCAGAGATGGCTmACTAGAATATAAAGCCmGAACnCAACCTAGGCTGCnCCTGT^^^ 

>ncrb6304.seq 

AACTGCNCCAGATGCTACTCCCGANCCCGGTNnGACCCACGCGTGACCCGGGCCAAGNACTTCAnCGAGATGAGmCTGAGGATCAGCACTGCCAGTGGAGATGGG 
CTGCTACCGTCATTTCAGCTGCGCTGTGGACACTGAGAACATCCGCCGTGTGTTCAACGACTGGCGTGACATCATTCAGCGGATGCACCTTCGTCAGTACGAG 
AACCCCCAAAmAAnAAAGCCTTAAGCACAATTAAnAAAAGTGAAAGGTAAnGTACAAGCAGnAATCAGCCACCATAGGGCATGA^ 
TGATmGCGAAACCCCCTnTCCCnCAGCnGCTTAGATGTTCCAAAmAGAAAGCnAAGGCGGCCTACAGAAAM 

>ncrb6306.seq 

TATGGCCGGGAGTNAGCACGmGCTTAAAACCTAGAAACnATNATGTTGCTTTTCATGTGCTGTGGCAAGTCTTGATAATACTmTC^ 
TGGTOnGCmACAAACAGmCGAGAGAAGGTGGCTGCTAGAGCnAACATACGnCCCGnCCATGTGATGGAACCGGnCnGCAAACTAAGCTCATCA 
GTCAGCAAATAGAGTTAGAGAGATACCCAGTCATCTATCACACCAAATAAAAGGACATAACGGCmCAAAAGGGTTnCCCACmCCCAAAA^^ 
ANAAAAAANG 

>ncrb6307.seq 

GCJGCTGCAGCAGAAGGAGAANAAAGATGAGAAGAAGGAGGAGTCTGAAGAGTCAGATGATGACATGGGAmGGCCTTmGATTAAAnCCTO 
/^CATCAN 

>Sb6308.seq 

fgGGCCGGGAACTGCNCnCAmAATGCCnAATGCANTATAGTTCCTCnCnmGCATGGCTnGCCCACCTCTGCAATAGTGAT^^ 
«GCATAmcnGGCCTTGCTCCACAGGAGATAGGGAAGGCTTGATCATAGTTCATACATATAAATGGTGGTGAAATAAAGAAATA^ 
TpTTTATTTCmGCTAAATTTGGAAITCTAGTGGACATTCAAAGTTAAGCTATrAAATATAGGGTGATCATA^^ 
/s^$AGGnGCTAACTGTATTTGTACAmCCCTnGCAnCGCTmGnCTTGCTAGAA 

>ii?b6310.seq 

/^^jrTTAGmGAnCAGATGCTGAAAATCnGGTGmCTATGTGnATACCTGAGAAAACAATG^^^ 

AAAGCCAGGGGGCAMmGATAGACTGTATAGAGATGAAMTAAACATTTATCTAMGGTMTOGAGCAGAGTTGGCTAAC^ 

ItGGGATTTAATTGATGTGTGCAAATAATAATGAAAATACGGAATCAATGGAmATCTGGAGmTO^ 

/#lATCTmGAAGATATGT6GTGnGTGGGTGACAGATTTTGCncnGGCTAAAGAAGA 

ysf|3CAGAAAGAGCATGT 

>iM)6313.seq 

diGACCNAAAGCAATAAGmGCAAnGAAACNGTCAAAAACTTGCTAGAATCmAAAAGGTAACAGM^ 
/^^ATGGCTGCTACATTGTGTAAAGAACTGGGCTTAGCCTATCAAATGGTCTGTGGACTTACnGGAAAAAGTGAmGA^ 
A|5ATGnCTCAnGGCCCCCTTAACCTGGTCTGAAGTTCTGGGATGTTnCAGmGATCAGTCTGATACTCAGTGGCA 
aSGTAGTCCCAGCTGCTCAGGAGGCTGAGGCAGGAGGATCTCnGAGCCCAGGATmGAATCCATCGTGGACAACATGGCAAGA^ 

>ncrt)6314.seq 

GNmCCCCAAGr^TGGCGCCGAAGCGAAGAmAGCTCCTGCCGCTGCTAAAGCTGAAGCCAAAGCGAAGGCTnAAAGGCCAA^^ 
AAAAGAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCCGAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGGGGTCCCAGGAGAA^ 
GCTATCATCAAGmCCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACTTGTGnCATTGTGGATGTTAAAGCCAA^^ 
GAAGCTGTATGACAnGATGTGGCCAAGGTCAACACCCTGATTCGGCCTGATGGAGAGAAGAAGGCATATGnCGACTGGCTCCTGATOCGATGCm 

>ncrb6315.seq 

CnGGGAGGCTGAGGGAGAACTGCTTGAACCCAGGTAGTAGAGGTGGCAGTGAGCCGAGACTGTAGAnGTAGGAnGCACTCGAGCCTGGGCAAGAGAGCGA^^ 
>ncrb6316.seq 

ACTCACNCCATCCAGCAGANAATGGAAAGTCNTmTCCTGAAnGCTATGTGTCTGGNTnCATCCATCCGACATTGAAGnGACTTACTGAAGAATGGAGAGAGAA^ 
GAGCATrCAGACTTGTCTTTCGGGAAGGACTGGTCTnCTATCTCTTGTAGTACACTGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAA^ 
GCCCAAGATAGnAAGTGGGATGGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCATnGGATTGGATGAATTCCAAAnCTGCTTGCTTGCT 
ATACAGnACAGTnATGCACAAAATGTAGGGTTATAATAATGnAACATGGAGATGATCTTCTnATAATTCTACmGAGTGCTGTCTC 

>ncrb6317,seq 

GGAnCGCGTGAGTTTnCCGGTGCACGCGANTNTCTTCTGAAACGTCAGCTGCGCTCCCCTAGGAGTGCTGAGCCCGCGGAACCGCAGCGATGACTGAGGCTC^ 
GGGGTATGGGCTTGCGGATGCGGAGCTGAGCAAGAAGCTACTGGACCTCGTTCAGCAGTCATGTAACTATAAGCAGCTTCGGAAAGGAGCGAATGAGGCCACCAAAA 
GGGCATCTCTGAGTTCATCGTGATGGCTGCAGACGCCGGAGCCACTGGAGATCATTCTGCACCTGCCGCTGCTGTGTGAAGACAAGAATGTGGCCTACGTGmGTGCGCTCCAAG^ 
AGGCCCTGGGGAGAGGGTGTGGGGTGTGCAGGGGTGTGATCGGCTGTTGTGTGACCATCAAAGAAGGCTGGCAGCTGAAAGAGGAGATGGAATGGATTGAGCAGTGGA 

>ncrb6319.seq 

ATTmGTACAmGAGGCATGTCACAGAAAGTGATGATGAGAGGTCAGCAGTAnCTATTTGGTTAGAAGGG™CATGGTGTAM^ 

GGAGCnCATATTGGGTAGGTAGGGTCACCTAGGGAAGCACTTGGTCAAAATCTGTGACGTGTCAGAATAAAAATGTGGmGTACATATCAAATA 

TOTGGCAAAAGTAATCATGmTAATGTAGAACnCAAACAGGATGGAACATCAGTGGATGGCAGGAGGTTGGGAATTCTTGGTGTTAAAAAT^ 

GAATGnAGATGCTOGTGTGAAGnGATACGCAAGGAAAATGGTCCATGTnACCCACAGTTTTGAGGTACTCCTAGAGnTAAAGATGTC^ 

CACTACACCGTTTT 
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>ncrb6320.seq 

CTGMCCCMCTGGMTCACATATTTCACMCnGGCCGMGAGATGACTATAAMTGNTCATGAGGGACTGMTACT 
GAnATTGTGAAATnTAGTATGCACTnGTGTAGGAAAAAATGGAATGGTCimAAACA^ 

TTCGTGAGAAGnCAACACCAAAACTGGAACATAGnCTCCTTCAAGTGnGGCGACAGCGGGGCTTCCTGATTCTGGA^ 
CCATGTGCTGTGAAGGAGAGACAGAGAACTCTGGGTTCCGTCGTCCTGTGCACGTGCTGTACCAAGTGGTGGTGCC^ 

>ncrb6321.seq 

AAGAATGTmCAnAATCAAGAACGAAAGTCGGAGGTTCGAAGACGATCAGATACCGTCGTAGnCCGACCATAAACGATGCCGAC^ 
GCCGGGGAGCTTTCCGGGAAACCAAAGTGTTTGGGnCCGGGGGGAGTATGGTTGCGAAGC 

>ncrb6323.seq 

CAnGCNCCAAAAAGNAGATCACTGTGGAGAANTNCCCACAGNAAGTTCAACTGAAGATGATGACTCATCnCAGGAGAAGAAATGGAATGGAG^^^ 
CTTTCTATACCTGAGnAGATGGAACTGCAGATGAAAATAGTGACAATCCATTGAACAATGAAAATTGTAGAACCCACTGTTCTGTAAnGC^ 
TCTnCACAAAGATGCTGCTACATOGAACCCTCATCTTCTGCTAAGAnACCnTCAGTGTAAACACACAAGTGCCCTTTCnCCCATGTTTTGAACAA 
TTCACAGACAAACAAAAATACAGAAAAAGGTCTAGATAACTCAGTCACnCTTnACAAACGAAAGCACTTATTCTATGAAATA^ 

>ncrb6324.seq 

GTGGAACGCCTAGCTCnGTCACACGTGGTGAAAnGCGTGTACCTTTGATCACGGAGAACTGGTGAAGCnGGAAGnGCAAACTTATCGAGGAAGTCATGAn^ 
TCATTCACTmCTGGGGTTGCCCTTGGNGAGGCTTGTACCATTGTmGCGTGGTGCCACTCAAGAAATTnAGATGAAG 

AAACTGTAAAGGACTCTAGAACAGmATGGAGGAGGCTGnCTGAGATGTTGATGGCTCATGCTGTGACACAGCnGCCAATAGAACACCAGGCAAAGAAGCTGn^ 

TATGCTAAAGCAGTGAGAATGTTGCCAACCATGATAGCTGACAATGCAGGCTATGACAGTGCAGACCTGGTGGCACAGCnCAAGGGCTGCTCACAGTGAAGGCAATACCACT 

GAnGGATATGAGGGAAGGCACCATTG 

>ncrb6325.seq 

GaSTGACGACCTACGCACACGTnAACATGCCTCTCGNAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAAACACAAAGAAGAM 

(|0"ACTTCATGGATGTGAAATGGCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTTnGTGTGnGGCTGCTCCACTGT^ 

/iiMGCAAGGCTOCAGAAGGATGTTCGTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCA^ 

:J^b6327.seq 

d^TCCGGGCTCTCGCGGCAGGTGCGATGCTTCAGTAGCTCTGTGGTCAGACCAnTGCCAAGCTTGTGAGGCCTCCTGTrGAGGTATACGGTATTGAAGGTCGCTATGCCA 

GftTAnCTGCTGCATCAAAACAGAATAAGCTGGAGCAAGTAGAAAAGGAGnGnGAGAGTAGCACAAATCCTGAAGGAACCCAM 

GQBTTCCATTAAAGTGAAAAGCCTAAATGACATCACAGCAAAAGAGAGGTTCTCTCCCCTCACTACCAACCTGATCAAmGCTTGCTGAAA^ 

T.QSTnCTGGCTnTCTACCATGATGAGTGTGCATCGCGGAGAGGTACGnGCACAGTGACCTCTGCATCTCCm 

tf?CTAAGTCAAGGCCAAGTATTGA 

>Jicrb6328.seq 

tfiCTGAAGCTGACAGCAnCGGNTNGAGATGTCTCGCTCCGTGGCCnANCTGTGCTCGCGCTACTCTCTCTnCTGGCCTGGAGGCTATC 
MCGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCTGGGmCATCCATCCGACAnGAAGnGACnACT 

m 

>i^6330.seq 

G^GGNCCCCGAGGCAGCCAGCGCAGGGGCnmGCTGAGGGGGCAGGCGGAGCnGANGAAACCGCAGATAAGTTTTm 
;^IMTATAGTCAATAGGnACTAAGATATTGC™GCGnAAGTTmAACGTAATmAAT^^^ 

IMAAGGnTCTAAAACATGACGGAGGTTGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAG^ 
Q^TGCnnAGAnAAAATGAAGGTGACnAAACAGCTTAAAGmAGmAAAAGnGTAGGTGAn 

>ncrb6331.seq 

AAmTTAATCTGAAAATAGCAACCCAGAATGTAAAAAAAGAAAAAACTGGGGGGAAAAAGACCAGGTGT^^^ 
>ncrb6332.seq 

GnAATAGCCCCTCAGIWGTATNTTCCCTGCTGATAACAGCATCCTATlTTACTTACTmATAGCAnACTGT^ 
CATTTGTCTAAGAGGTACATTCTTCCAGATGGAATCAATAAC t 1 1 1 III ITTCCAGGTT 

>ncrb6333.seq 

CAGCTAGTAAACCTTCTGTCTGCNCTCATGGCATCTCCAAGATGGGGCACTGCTGTGTGCAGAATCCAGGGTCCTCTTTCTGCnGCAACTCCTTTCCCTGGATGCCCCAGAAA^^ 

CCAGGCCTCCmCCTATCmCCCCnTGCmGCTTTnACCCCAGCACCTCTATAACCGCCnCTCnCTnTCAGAACTCCTTGmCTCATCCTG 

TGCTTCCACCCTGGAAGATAACTGCTATAGATGCCTGTATGTAAATGGTGCTGTCTCCAGCAACTGGCATGCTGAAGAAGAAnGATTCACGGGGTATAM^ 

GGGGATGAAATGGCACTTGTTGATACAGGAGCAGAGAGGTGAGGCCGACTGCTGAAGACAGCTCGCCACCCTCCTTGCCTCCACTCCAATCCAGGGGCTGGGGCCACATO 

CnCATTTATCCTCAGATCAGGTGA 

>ncrb6334.seq 

TAmCAATAGAAGAAGCAGGCTCAGAmGAnGTGAGCTCGTTGTCAGACCATGCAAAATGTGAAATATOCCAGTTAC^ 
>ncrb6335.seq 

AAGTATATAATACCAAAACGCAGNCTGmAAAnAGGAnTCCAAGTAATnACGTCGTCnCAAAAnCCTGGGGTCTATCAATCAGAAACGC^^ 
AnGTTAAGGGAGTATCTATAATAAAATTCAAATGCGTTATTrTAAAAAAAAAGGGG 

>ncrb6337.seq 

AGGNGGTATGATAnCCAGGCAGGTCAATGAnATCAGATTTGAGACCCTGTGmGAAGCAmACAGGCAATGTACAGCAACAGAGGTACCTCnGGNGTATAGW 
nTAGGTAGAAGAGGCAATTTTACCCT 

>ncrb6338.seq 

TCACTATCACAAGAACAGCGTGGGGGACACTGCCCCCTGATCCCAGTCACCTCCCAGCAGGTCTCTCCCTCGACATGTAGGGAnATGGGGAmCAATTCAAGATGAGACTTGG^ 
GGATAC 
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>ncrb6347.seq 

AGAMTACMGCCTGTGAGACAGAGAGATCTAGGAGATCCCTAGAGAGGTCCATCMGACCTCCAGGATGAMTOCCTCAm 
>ncrb6350.seq 

GANCNACTACTCCTGGCCmAATCCATCTTGAGnAATTmGTATAAGnGl^GGAAGGGGNCCAG™ 
>ncrt)6353.seq 

AAGTTCCATGAATCTNACCCAGNGCCmCCGAAGTAmAAGCAGCATCTGAATATTTCCACCCAGCAATGTTAAT™ 

nnAACnCCGTTCATAGACATATATGTGACTTCCAAnCGACCCTCTGGCAAGTGAGNGNGGAAGAAAACAGCAGTTCnn^^ 

GAAGCAAATAAATGTTTAAGTAAATAAAGGCTACATTTTG 

>ncrb6355.seq 

TAGTAAACATGCTAGNGGGAAANCAAATCGATAAGGTAAGAAGGCAGACACTTGGCATTnGGnCTATAmTGGTAGCCTnCTTAA 
GTCGATAGAAATGAAGGCCTGAAATTTGCACGAAAGCATTCCATGTTAT 



>ncrb6357.seq 

GAAGGAAAGATGAGAAGGNNCAAGGACAGCCACACACACTACCTGTCCACTTGCCCTGGTCTnCTCACCTCCGCCCTCnGGNCCmGCAAGC^^ 
ACTGGGTCCTTCAACATCTTCAATGGCTTCTTCTGAAACAGAAGAAAAACATGTCAAGGGTG 

>ncrb6359.seq 

CTGTAATATGGAAACTGGGGAANCATGCATAAGTGCCAATCCmGAATGTTCCACGGAAACACTGGTGGACAGATTCTAGTGCTGAGAAG^ 

GATGGTGGTTTTGAGTTTAGCTACGGCAATCCTGAACnCCTGAAGATGTCCTTGANGGGCNGCTGGCAnCCTTCGACnCTCTCC^^ 

CAAAAATAGCATTGCATACATGGATCAGGCCAGTGGAAATGTAAAG 

>flfb6360.seq 

difeAGNCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCnGTNGAGAGAGNAAAAAAmAACACCCATAG 
q@CACCCACTACCTAAAAAATCCCAAACATATAACNGGGGGNCNCACACCCAATTGGACCAATC^^^ 

>^rfl^b6361.seq 

(lllCCCTGTAATCCTNNCTGCTCCTTGGTACTOGAmGAnAGCTATGGACAAGAnGGAGGAAATACTATAA^^ 

t^sCattggtggagaagcttgtctatggggagaatatgtggatgcaactaacctcacnccaaga™ 

>WSb6362.seq 

A'^CAAAAGCAAmGGGNNAAAACTGCTGGTGGTGCCTOCCACGAATCAAGGCAGTAACAGC^ 

AATGTCTGTGATGAAAGAGTAAAAAmGTCAGGTGCTGCAGCTCATGCCGTGTAATCCCAGCACTCTGGGAGGCTC^ 

qteGCTAACATGCTGAAACCGGATCTGTAATAAAAATACAAAAATTAGCCAGGCATGGNGGCGGGGCAC 

>i|;jb6363.seq 

Tl^lGATGGCAAAAAAANAACACAGCNCCATGTAGTCATCTGCATGGAGmAGTCAAATGTGGGAGACA 

Al^GAGAGAAAGAAACTACCACTGGGAAAAGGGTnGTAAGCATTGAGTCTTGGTATAGNGGNNGGGGGTAAACTGAmGC 

^CnGTGCAGAC 

>i|)6365.seq 

C^NTTCCTCCTGTGTCnCATGTTCTCTGTmGCTTGGGCCATTGTATNGATGAAGNAGGGAnGTCACGATGTGC 

GCAGGAGGATCACnGAACCCAGGAAmGAGAAmGAGACCAGCCTGGTCAACATAGCAAGACCCTATCTCTATGAAAACAATTTAA^ 

TAATCTCAGCTACnGGAGGCTGAAGTGGGAGGATCCTOGACTCAGGGAGCTGAGGCTGCAGTAAGACGACTGCATGACTGCACTGAGCCTAGGTGA 

>ncrb6366.seq 

CTACATTTCTTAGACTACATnAGAGAACTGTGGCCGnATCTGGAAGTAACCAnTGCACTGGAGTTCTATGCTCTCGCACCnTGCAA^ 
CCAAGAGATTGTTGmGCCATACNGNGGGGGAAAAATTCCTnGTGnTCTATTGACnCAATGATAGTAAGAAAAGNGGNT^ 

>ncrb6367.seq 

CNNGAAGTGAGCAACAnGTAAAAGAGGCTATAGAAAGCGCAATTGGTGGTAACGCTTATCAAGACAGCAAAGTGAACCAGTGGACCACAAATGTAGT^ 
TCACCAAGCTGGGAAAACCAmAAATACATCGNGNGNGGGGGAATTATGCAGAAGAATGGAGCTGGATTACACACAGCAAGTTCCTGCn 

>ncrb6368.seq 

GCGAAGGTGGCAAGAAGAAGCCNCNGAAACAGCCCAAGAAGCAGGCCAAGGAGATGGACGAGGAAGATAAGGGTTTCAAGCAGAAACAAAAAGAGGAGCA 
GCTAAAAGGGAAGGCCGGGGGGAAGGGGGCGTTGGGCACAGGTGGAAnAANAAATCTGGCAAAGGGGGGGGNGnCCTTGGGCGTGAGGAGATGGNGAC 

>ncrb6369.seq 

ATNCNCCACCATCTTGAAAGAAAAGCACGTGCACCTTCAGGAGCATGTGAAAGCATCAAATGAACAACCAAAGGTTCACCCAAAGCACCAAACAAGAAGAAGACT^ 

ATGAGAGGAAATAACAGAAGAAGAnGTGmGTGAAAANGGGNGNGGCGTGGTCCTGGTGCTGGTGTTGGTGTTGTTGnGAAGAA 

CTAATAGAGAAHAGAGAAGA 

>ncrb6371.seq 

ANGAAGAnGTAAAAGAGGGTATAGAAAGGGGAAnGGNGGTAAGGCmTGAAGAGAGGAAAGTGAACGAGGNGGAGGAGAAATGTAGTANNA^ 

>ncrb6372,seq 

AAGNNTAGTAAAAGGGAAGTGAGATTAAAGGTTGAAAGATGAAGATAnGTGAATTGTAmCTGGGTATGmGGTTTT 
GNTGATAATAAAGGAAGAATTATnAGTGTGGGNGGGGGGG 

>ncrb6375.S8q 
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GTCGGCAGGnCGAGGNGAGGCGCNCTCCAGCTAGGATGATCGAGGnGmGCMCGACCGTCTGGGGMGMGGTCCGCGTTAMTGCMCACGGAT^^ 
TAAGAAGCTGAnGCAGCCCAAACTGGTACCCGnGGAACAAGATTGTGCTGAAGAAGNGGGNACGATTmAAGGAC 

>ncrb6377.seq 

TAnGAATAGGTAGAAGGANCNTCTmCATCATCACAGAAAGnCTAnGGACAGTGCTCnCTAGATCATG^^ 

GTGTCGTATmGAGCTGGGGTmGAGACTCCCCnAGAGATAGAGAAACNGGCCCAAGAAATGTGCTCAATTGC^ 

TTATTTTAAGnATGnAAGAnACTAAAACAATAAAAGCT 

>ncrb6378.seq 

ANGAGAANCmAGGGAAAATCAAAAGTAmGCGGGAAAATAAAGGCCTATTCTAGTCnAmAGAGTGAAACACTGTAT^^ 
CAATTGCCTCGAT 

>ncrb6383.seq 

GAAGCCTCCmGTACATTAAAGTAnGTTAATGCAACAGTAGCACGAGAAGACTCTGGGNGATTGATCGGGATAAAGTTGATCATGTGTCTGTT^ 
>ncrb6385.seq 

AACAGGGTGATCnCATGmTrGTTnATACAAGTGATGGAAATGTACCTTGCCnGTTTAGAGGCAAmCACAm 1 1 1 1 1 i t ! CCTCCATGAAACTTACGCAGNAATCAC 

TA 

>ncrb6387.seq 

GAGGAAnAATGTGAAnGCAGGACACATTGATCATCGACACnCGAACGCAClTGCGGCCGCGGGnCCTCCCGGGGCTACNCCTGT^^ 

>ncrb6390.seq 

GNCGAAACCATGAAGAGCCTGATCCnCTTGCCATCGTGGCGGCCnANCGGGAGTAAGmGTGTTATGAATCACATGAAAGGATGGAATCTOTGAACTT^^ 
GAGAAATGCAAATACCnCATATCCCCTCAGCAGAGNGGGNGGAGCTAAAGTCCAAGAGAGGATCCGAGAAGGCTCTAAGCCTGTCCACGANCTCAATAGGG^ 

ACI^NACTTTGC 

4gb6391.seq 

H.^GTGTGCTGCCACAGGCCCCANCATCAAGATCTGGGAmAGAGGGAAAGATCAnGTAGATGAACTGAAGCAAGAAG™TCAGTA^^^ 
®CTCCCTGGCCTNTTCTGGTGATGGCCAAACTC 

>pb6393.seq 

NIJ^CAGCCATACATnCTGCTGAGmATCCAAAATACATAmAGAGAGAATmNCAAAACTTCTCAm 
T|gGCCTAGTATATGTAAT 

>|^6394.seq 

CJCAAAAGCCAAAAAAGGGGAGNCAAmCACATGGACTTTGGAAAATATTTTmCCmGCATO 
X^GCATTCAAC 

>rob6395.seq 

(iMgNAGAmATTACTC AmAT GGCTAAGTATATCACAAATAAATGnAGGTCCCCTAGTGAGTATTCAGCAATCAm 
AT^GGACATGGTTCnGTTmAANATGCTCCCAGGGGNGGGGGGGCAGACTGGTATAAAAATAACTAACTGTCGGCCAGGCGCAN 

m 

>i!5rb6396.seq 

diSCTCGATCTGATGCTTAAmANCCACAAGGCAAGACnAAAGGAGCTTCTGTCAACTCTGnAAAAGGAAATCCAAAGGTA 
(M 

>ncrb6397.seq 

GATTCATTACTCAAAACACTAACAAATCTCAATCAGNn-GTTGGnGCCACATOTTCAA^ 

GTACACAAACATOTTmATOATTNGGGGGGANNATGTmCTTAAATTGTAGGAAAAACCGGTAGCAT^^^ 

ATCnACTAAAACACAAACAnCATA 

>ncrb6398.seq 

C^W\TGGTGTNAACTCATCCTTTT^ATGGGTGCATAGTATTCCATATTGTATATGTGCCACAGm 

TATGAATAGTGCTGCAATAAACATATGNGGGGGGGGGGNmATAGTAGAATCAnTATAATCCTTTGAATATATACCCAAAAATGGGATNNCTGGGnGA^ 
nCTTGANGAATCNCCACACTGTCnCTACAAT 

>ncrb6400.seq 

ACTGnAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACGTTGTAGAGAGAGNAAAAAATnAACACCCATAGNAGGCCTAAAAGCAGCCA^ 
CTCAACACCCACTACCGGA 

>ncrb6401.seq 

GNCAnGNACCCATGGACATAGGAGGGCCCGAGCAGGAATTCGGNGTGGACATAGGGCCGGNGTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGNTGAAACCCAA^ 
GACCCAAGTA 

>ncrb6403.seq 

TGCAAAAATAATCATGANNCAACCTGGATGCCTCATOTGTCAACCAGGTCGAGATGTGCTATAATCTGTmTACGTATGTAGGCC 
AGCTGTGTTTATATGGAAGAAAGTAAGGNGCTTGGAGTnACCTGGCnATTTAATAGNGCGNATAACCT 

>ncrb6404.seq 

NNGGCCTAGGAmGAAAGGCTAGCCAACGATCCTCTACGACATCCCTGATATGCGTCTCTTCTGGTGTGAGGACGAGCGCTTCGTGAAGCAGnCTGTGTATCCAACAnA^ 

AGGTGAAGmCAGCCTCTTAGCAAATATCCGGCTGNGAGNGGGGATAmCATTCTGGNTGCCCTCTGAGAAnACGCAGAAAATGATnCTATGAC^^ 

GAGGTGGNGGAAAAGGTTGATCTGATAGACAAGTTTGTACACCGAAAGACGCAGAAGA 
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>ncrb6406.seq 

TGTGTCMTGmGGGANCATCTCNGGTAnCCTGCTCCCCTCaMGMTGAnACAGTGnMCAGMGACTGACM 

TGCTATAACTGCTmGTGCTAAATATGAAnGTCTCAAAATOGCTGTGTAAAATAGCCNGGGNTCCACTGGCTCCT^^ 

AmCTCTACmnGTATCAAGGCnCAATTCCAnATGnTTAATGTTGNCTCTGAAGATGA 

>ncrb6408.seq 

CNGNCCAACTATATCTCATTGAAAATAAAGTCATTGGGGATTmACCTGTAAmGGATGGAM 
ATATnCTATGGATTAAAATAGAAAAAGTnAATGGGGGGGGNCnnAAATmAATAAC^^ 

>ncrb6412.seq 

CAGAACACTnCATNACCTCCCAAGAAACCCCATACCATTTGCAATCACTCCTCCTCCTCCTTCCCCCAGCATCCGGCAACCAC^ 

GGACATnCATATAGTCAAACAACATGTGGCCTmGTGTCTGGCnCTCNAAGGNAGCATAATGmnAAAGCTCATCC^^ 

TAATATTCCATTGCATGTATATGGCACAnnAnTGTCCATTOTCATnGATGGACAmGGGTmnCCACCT^ 

G 

>ncfti6413.seq 

AGACmAAGCACATACGAGAGCCCGAGAAAATAGTATAGTGAACCCGCATCACCCACTOAACAATTAGTCAAGNCATGCCTCATCTGTACC^^ 
CACTGGAGTAnGAAAAGCAAATCCCAGACATGGTATAAmCATCCAnATTATATGCGNGNCNAATCTGAAAGCAAAGACCCn 

>ncrb6415.seq 

AGTCCAnGAGACGGNGGGCNCCACCnCTTCACCTnGCAAGGCAGGAGGGCCGGAAGGATAGCGTCAGCGTCAACGAGnCAAAGAGCTGGmCCCAGCAGnGC^^ 
CTCAAGGATGTGGGCTCTGTTGATGAGAAGAT 

>ncrb6417.seq 

NGGGATGTANTAACnGCCAAGGGTACACAGGTGGTAAGTGGCAGCCGGAGATTTCAGCAAGGGCTGTGAGACTCCAAAGCCTATGTOTnCTAGCACCCCACCCC 
A^CTCnGCTCCCAAAAAATGCGTGTNCGTGGGGGGGGGGGCATGTGGTmATAATAAATGGnGTAATACCTGTATNNCCANATnCT^^ 

>iilb6426.seq 

Q&tGTCCCTGGCATmAAGTGTCGGnGGGTAGGCAGTCATGGATCAGGTAATGCAAGmGnGAGCCAAGTCG 

fygACCTGAT 

>pb6427.seq 

Gl^nCTGTGNCANTmAAAAAGTTAAGCTGCTATAGTAAGnACTGGGCAnCTCAATACnG 
>Wb6429.seq 

qigGAACATGGTATAGTAmGCATATAACCTATGTGCATCCTCCCGTACACTTGAATCTCTACACTATAATACCTA^^ 
>|icrb6431.seq 

dAJGCCATAGTmCGGGACTGNCCGmGGAGTAGATACTGGTCTGTGATTGGTGGAATGGAGAACACACGTGnGGTGCnCTGG^^^ 
TggCAGAGTTTGTGTGGGCGGGGCGCATGTGCTCCACAGAGTGCACTCGAGGGGAGNNGGGGGCACAGGAmCATAAnGTCAnGTCACACm 
04^ I ITATATTAAAAGGGTGAGC 

>ligb6432.seq 

amtcnagnaccaaacattgacaacttcaggntaactctgagagctatcaaactatgggccaaaggccacaacatctattccaatata™ 
yccscnagtagcaagancngccagcntatccaaatgcnggggggncaactcttgtacataaat^ 

GNAGACA 
>ncrb6433.seq 

AnGGCCTAGCAmGAATAmATGCTAAGTGTGAAGATGATGGTAAGAGTCCTTTGCTmGTGAAGCTCAGATC^^^ 

TTATACAGGAGGGATGnCTGTGTGTTGCATAGGAACACAGGAAGGGAATGATCATCTCTGGAGTAGGGGmGGGGAATGTGTAGCTGTTTCA^ 

AGTmCTTAAAGAGTTGAnACAGTmAAGCAGACAAGAATCAGACTCTGATAGCTTCCTnT^ 

>ncrb6434.seq 

TGGCNGGGAAAGTAAGGCATGnAGTnATCmGTGATCTCTCTCAGNCmATATmATATTGTOGAAAATGTGTACAm 

AATATmGAAAGTAGAGTTGGTCACAGTAGAAAAGAmCCTTTCACAAGAnAnAGTCTTTTCAAACAAC^^ 

AACTGAACCmCCAGTGAmAGTGGAAAGGTC™TGAATCTTAATnmCnnTCATGAAAGnTCTGCATnGTATAA^ 

GGAAATGTGGCTCATAnCTGGACTCAAATCATGGAAAGAAGGCAnACTGTACACTGCGGTAAATCAGTTGGCTGTGGGAAGCAGnCAGCAGAAGATGAA^ 
GACCAnCAG 

>ncrb6435.seq 

ATTCnAAAACTmnmTGTCAAAAAGTATAACnATGAAACAGCATGTAGATTAGGGGAAAT^ 
AGAAAGAAAAATAANCCTTTAAAGGGATGCAGAGnAATGTAAAACGTTmCAAATmCTTATC^ 

>ncrb6436.seq 

ATGAGTAGGnGTGAAAAnnCTCCCATTnGTAGGnGCCTGTTCACTCTGATGGTAGmcnGCCGAGGTTTATAAGAGTACATnC 
AGAAATCACCAAGAnnATGAATAGAACTGnCTAATAncnCCAGACTCCTnCAACAAnACTATCCTGn^ 

>ncrb6439.seq 

GTGATTATTGAACCTCnAAGCAGAGAATATGTTGATGATCATCTAGnCCACTCTCATTTATACATGAGGAACCTGGTATTGAAACTAAW 
GGAGAAAAATGAGAAATAAAAGGTAATTGATTAGAAGGTGAAAGTC 

>ncrb6440.seq 

GAAATAAGCCGGAACAGAAAGnAAACACTGCATGnGTGACTCNTATGTGAAAGCTAAAAAATGnGGTCTCACTAGAAGTAAAAAGTAAGACAGAGG 
AGGGTAGGAGGAAGGAAGGGATAGGGAGAAAmGTTGAAGGATACAAAAmCAGCTAGATAGAAGAAATAAGTTGTAGTGTTCT^^^ 
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TATATAGmCAMTAGCTGGMGGMGATACTGMCAnCCTMCACAMGAMTGATAMTAnTAGATM^ 
AACATTATCTACCCCATGAATATGTATGATTAnAnTGnAAT 

>ncrb6441.seq 

GCATGCCCNAACTCTGCGAGCCCCCACCTGCCAGGACGnCTAGCAGGAGATCGGTGCTnGCNGTCCATCTTCGCATGGTGCAAm 
G 

>ncrfa 6443.seq 

AGAGTTTTTTTmGAGATCTTT^GATCTCCGT^^ 

CTCATATAAACATAATTTACTTTmGnNGmcmGTTNGGGNCTATCnCCTTACTGAGGNGTAAnTCC 

TAGAAAAGGCACTGTATGAATACTTATTCAGAGATCGATGCAAAAGTATTTAGTCAGAAGTmACTTTm 

TGAAATGTAAACAAnAGAAAGnAATATCAGCAAGTmAAAAACTCTTAnTTATGAGAGACTOTGTCnCTO^ 

>ncrb6444.seq 

GACAGGATGAATAAAATAAATCTATAACnGACAGAmTTGTGAAACTAAAGAATGnAATAACAAAAAGAAACTCTTGAAAGAAC^ 
GCCACnAGATAGACAGCTGACTTGTTCTGAACACCAGTAGmCTAGAAAAAGCAGAGCAGTGGCTTCAAAGTGCTGCAGTAAGnGGAGnCAACCTAGAA 
CTATCAmAGGAATOCmCAGATCTATAACAATTGAGAGTTCAAACTTCTATTAAAACTACmAGGAGAAAAATGTCAmG^^ 
ACATAACCmCAAAAAATAAGGGTAAAATACTGGAAAGGAAnAAAGGAGAAAAGAGAATAACTTCAGTGAGTAGTTA^^ 

>ncrb6445.seq 

CGGGTGATGCTTACATGAAACCGTATTAAGAAGAGCTCATCTAATCAGTCTACTCTGAGCATGAGTCCAGGCAAAATCTGGACGTTTGCTmGTAATO^ 
TAnATCAAnCAAAGCCAATGCTCmAGTACAATAAGGGGCAGTGTCTTACAGTGGTTCACACTGCTGCTCTTGAGGCAGACAGCCTGGCTnGTCCAC 
AGGAAAGTOTTnAATCACTCTGTGCCTCAAGTTCmATnGTAAATCAAGATAATAATAGTAG™^ 

>ncrb6446.seq 

CmCAAAATCCTTGAGGnGGTATAGAAGTTAAGGCTGAAAAAA 
^b6448.seq 

Qi^TGGTATTGGAGAAAGAAGANGAAnATAGCTCCGGAGAATCAAGATCTTAAGTGAAGCCTTTCTGTTCAGATGTGATCTATAAA^ 
Gg^mGTAGTCCTGATGTTATAAGTGACTTTGTGATCAAACTGTCAGGCnGGGnCnGnATAGAATGGlTGGTATAGAAA^ 
MTCATGTCATGTCAAAGATAGCTCmGCAAGTGCCnGATTAAACCAGAAAACTGTCATCGnTAACCCAAATATCTGAATGGTCATCTGGTAACTCATC 
(||TGGTCCACTCTGTACACAGGCAnCCTCCTGCAATAATGTTGTATCTTTTGAGACCGTTGTCAAGTGTAGAGAACTCACATC 

>mtb6449.seq 

dMCnGAGCCCCGCCTTnACTTCGGCCCGCTTCTTCTGGTCACTCCGCCACCGTAGAATCGCCTACCAmGGTGCAAGCAAAAAGCAATC^ 
ATSGAAGCAGAmCCAGCAACAAGTGGnTGGGGGATTGCAGAAAGTTTTTGAAGATGACAGTGTO 
CAGGAAAGTGCCCTGCAGTGTAnGGCTCTCAGGTnAACTTGCAGAGAGCAAAATmATATCAAAATCTGGTTATC^^^ 
AT^CCAGCCCTCGTGGCTGCAATATTAAAGGTGAAGATGAGAGCTGGGACTTTGGCACTGGTGCTGGArrTTATGn^ 

^Ib6452.seq 

C^SATTAATAGGAGCCAATTCGTTGCGCTTTmCTATTGTTCATmCCTCAACTGTO 
/ISeTAAAGAnGTGACTACTmACTAAGAGAAGTmCCTCTCCTAATGGACCCAACAnCCCAC^^^ 
TiSAACTATGATCnCAGTAAATTCCTGTACTTTGGAAGTGTGnTGAAmGGTTTGTCTCATAGTAGAGAA 
AgCACATATTGATATTTmAmAGGAACATGCATTGGCCCAAGCTGM 

^b6453.seq 

GACmGAACTGGTGCGGACCAGGGGAATCCGACTGnTAATTAAAACAAAGGATCGCGAAGGCCCGCGGCGGGTGTTGACGCGATGTC^ 

GTGAAGAAATTCAATGAAGCCCCTGOTGGGCACGGCGGAAGTCACGACCTCTCCAGCCAGGGAGTGTGGTCTCAAGGCCGGATGGGGAGGAAGATG^ 

ATGTGCTTTAGTGGGCTTTGGTmcnmGTGCGAGTGTGTGTGANAATGGCTGTGTGGTGAGTGTGAAC^ 

>ncrb6455,seq 

ATGTAAGAAGAGATGAAAGAGAAAGCAGAAGGCAAAAATOTGCTGTCCACCATACAACAAAGTATCCATGGGGCCAGAACCTGTAAGGAAGCT^^ 
GAAGGGTACAAAAGAGTAAAGCCAGGAGGCTCAAAGGT 

>ncrb6456.seq 

GAGGAAGTGAGTATGAGCGTAGAGTGGAACGGGATGAGGAAAATGAAGCTCGGGCTGGTTAACTGACnGCTCAGCGTCCGATGGCCTAGCCGCCCGTGACTCTCA 
GCATGACGGGTGGCGCCTCCCGCAGCTTTCCC 

>ncrb6457.seq 

AGAGANCTGAAATTCTGCCTCCTGAACTCAAGAGTGGAGAATACTGGGnGACCCTAACCAAGGATGCAAATTGGATGCTATCAAGGTAnCTGTAATATG 

CATAAGTGCCAATCCTTTGAATGTTCCACGGAAAGACTGGTGGACAGAnCTAGTGCTGAGAAGAAACACGnTGGTTTGGAGAGTCCATGGATGGTGGTm 

ATCCTGAACTTCCTGAAGATGTCCTTGATGTGCAGCTGGCATTCCTTCGACTTCTCTCCAGCCGAGCTTCCCAGAACATCACATATCACTGCAAAAATAGCATT^ 

GCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAATGAAGGTGAATTCAAGGCTGAAGGAAATAGCAAATTCACCTACACAGTTCTGGAGGATGGTT^ 

C 

>ncrb6459.seq 

ATAAANNnGTAAATGAAGTTGACGACTATTTACCTGAGANnTGGACnAGAATTGATGCTGTAAnGGnGAGTTTnGGAGGTTGnGGCAAA 
GGTGGATTTTGGGGGCrnTGGGGGCTAGAGGGTGGCTTGAATGATGCACCGG 

>ncrb6460.seq 

GGAGGAAGACGCGGTCGTAAGGGCTGAGGATTmGGTCCGCACGCTCCTGCTCCTGACTCACCGCTGTTCGCTCTCGCCGAGGAACAAGTCGGTCAGGAAGCCCGCGCGCAG 

GCCATGGCTmAAGGATACCGGAAAAACACCCGTGGAGCCGGAGGTGGCAAnCACCGAAnCGAATCACCCTAACAAGCCGCAACGTAAAATCCnGGAAA^ 

nGATAAGAGGCGCAAAAGAAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACGAAGACmGAGAATGACTACAAGAAAAACTCCnGTC 
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GATCGmCCAGATGAGMnCACMGCGACTCATTGACTTGCACAGTCCTTCTGAGATTGTTMG 
CAGA 

>ncrb6461.seq 

GCTGAGGTGGGTGCCTGGCAGAGTGCATGCTCCCTCCGCGCCTGGATAAGCCCTCAATTACAATGGGCAGGAGCCTGGGGCCAT^^ 
CmCAGnCCnACATCmcnGCAAAATGATCTGCTAGCmAAGTATAnCTnGCTTM 

>ncfb6462.seci 

AGGAACAGTGTGGGTGAAnGCTATGGCGTGGTAAGTGCCCAGTGCCCCmGGTGGATTCAAGATGTCTGGAAATGGAAGAGM 
GGTCAAAACAGTCACAGTGAAAATCTCTCAGAAGAACTCATAAAGAAAATACAAGAGTGGAGAGAAGCTCTTCAATAGC^^^ 
ACAAAATmiCmTCTTGAmTTnAAACATAAGCTAAATCATAnAGTATTAATACTACCCAT^ 
CCCCAAGTCCTATCCTAAATAAAAAAAGACAAATTCGGATGTATGATCTCTCTAGCTnGTCATAGmTGTGAmTC 

>ncrb6464.seq 

GTCCTAAAATAATOTGCTGAGTAAAAGTAGGCCAGNACAAGNAAAATOCTOCTGCATGATCCTATnACATAAAATTCCAGAAA^ 

CAGTGGnGTGTGGGAGTGGAGGTAGGGAGGGCTGGGAGGAGAGATOCAAAGCAACACTAGGGAAGTTCTGGGGGTGACAGCTACCGCTCACTGTCnGACTGTGGT^^ 

GTGTACATATGTCAAAAmATCAAATCATACACmATGTGCAAGTOnGTATATCAATTATGCCTCACTCAAGTTGnATAA^ 

AGGCCTCAGAAAGCACCCATTATATGTCAGTCGGTACATnTAmTTGATGnCCATACCACATTAAGCATCTAAG 

ACAATAATTT 

>ncrb6465.seq 

CTCGGAAAAAAAATTAATAATAAATAAATAAATAAAAGGAAACTATnCAACATAGTAAAAGCCATATATGAAAM 

TCTAAGATCAGGAACAAGGCAAGAATTCCCACmCACCAATTCTAnAAATATCATACTGGATAnCCATCCAGAGCAATOGGCM^ 

TAAAGTGGTCTCTGTTTATAGATGATATGATCCTGTACATAGAAAACCCTGAAGAGTCAGCATmCATGTAAGAACM^ 

>^lc^b6467.seq 

ditGGAAAAAAATTAATAATAAATAAATAAATAAAAGGAAACTATTTCAACATAGTAAAAGCCATATATG 

dpAGATCAGGAACAAGGGAAGAAnCCCACmCACCAATTCTAnAAATATCATACTGGATAnCCATCCAGAGCAAmGGCAAGA^ 
A^GTGGTCTCTGTnATAGATGATATGATCCTGTACATAGAAAACCCTGAAGAGTGAGCATmCATCTM^ 

>Wy-b6468.seq 

qiAGmGCGGATTnGAATATAGGAAAGACAACAAAGTTGCTGCATAGTCTACAAAGAAGTCTCTGAAAAT^ 
GCmGAATGAAGAAGTGAATTCGCTGTACAmGTCACCAGCACTGGGTTmGTTTTnGTnGTm 
QQ-CnAAAACATGAGCAnAAATATATnGGAATAGCAGAAGGnAAGTAAmCTTATGTATAGGTTAAACT^ 
diUliiilililllllNANGACT 

w 

>ncrb6469.seq 

(^gACCTmNAAGTGAAGAGAGGAGGCTGGCTGCATCATGGGAGAAGAGACTATTGGGAAGAA^^ 
CaJjAMGAGCAAGGAnACTGCAAAGTAATAmCCATATGAGGCACAGAATGATGATGAATT^^ 

Qg-GGTGGGAAGGAGAGCTGAACGGCAGACGAGGCGTGTTCCCGGATAACnCGTGAAGTOGTTCCACCGGACmGAAAAGGAAGGGM 
f^QGCTCCTGTCATCAAACAAGGGGCAGGCACCA 

^^56471 seq 

G^TGTAAGAAGTATGACAAGTGCTGTCCCGAnATGAGAGmCTGTGCAGAAGTGCATAATCCCACATCACCACCATCTTCAAA 

(SCAAATCAACAACCAAACGTTCACCCAAACCACCAAACAAGAAGAAGACTAAGAAAGTOTAGAATCAGAGGAA^^ 

dMCTCCTCCTCnCCTCTTCncnCAACAAmGGAAAATCAAGTCTTCCAAAAATTCAGCTGCTAAT^^ 

>ncrb6472.seq 

TGTAATAAGGATGCACAAACAAAAGATAATmCTGCATCTGTCACmCTTGAGGTAAGCTTTGTATACA™ 

ATGACACTATTTnATAATCTTTnAAGTGCTAAAAmGCTGmATTm 

CAAAAATGTOGAAAAmGCAAACAGATTAAGGTAATAACCAGATATAAGTAAATmGAGAGAG 

>ncrb6473.seq 

GAGGGGGAGTGGGTGTGTGAGGAAGAAAGAGGGGGGCTGGATGCGATCTCCTTGAAATGCCACCCCCTCTCTCAATACACAAmTCTCnATTACTTGGCAmCCTCTTAM 
GTGTGGAACAnACACTAGGCAGAAATTCAAAAATGATTAAGAAGGATGTTGAGCCTGAAAGTATAAmTCCTGATTAAATCATTACCATC 
AnGCAGGATGCTGAnCCATGTTnGAAATTCAAAnGCTCAGCTGCCTnAAATmAnmAATACTACCnCTCCCTCACCCCCC 
GCCCATCAGTTAAAGTTTACTTTCACGGCAAACATGCCCACA 

>ncrb6475.seq 

NGGGAAnCGGCCTTAGGGCCGGGATATATCTCTACTGTACAGnATCTAAGnAATTTAAAGTTGnTGTGCGTTT™!!^ 
TTCTGAACACCATAGGTAGAATGTAAAGCTTGTCTGATCGTTCAAAGCATGAAATGGATACnATATGGAAAnCTGCTCAGATAGAATGACAGTCGGTC 
GGGAGGCATCAGTGTCCTTGGCAGGCTGATTTCTAGGTAGGAAATGTGGTAGCCTCACTmAATGAACAAATGGCCTmTTAAAAACTGAGTGACTCT^^ 
CACCTGGAAGCATTTGmCTACnTGATATGACTGmTTCGGACAGnTAmGTTGAGAAGTGTGACCAAAAGTTACATGTTTGCACC^ 1 11 1 1 II 1 

T 

>ncrb6476.seq 

GAAGGAAGGAGTGGAATATCACmGTGTCTAAGCAAGCAmGAGGCCGAC™CATCACAAGAAGTTGCTGGAACATGGTGAATATAAGGAAAATGTGTATGGM 
GCCATTCAGGCTGmTGGCCAAAAACAAAGmGmGGTGGATGTGGAGCCAGAAGCACTGAAACAACTGAGGACCTCAGAATnAAACCCTATAnATAm 
GAGGAAAAAAGAAAAACGGGACGTATGTCCGCAGGTTGTGAGGAGACAGCAGGCCCAmGATGAGGAGCAGGAAGAGATGGGCGCTTCTGCGGCGTTGATAGACCGGCA™^ 
CACCTGGTAGACGCCGTGCTGGTGAAGGAGGATGTCGAGGGTGCCTACAGGCAGCTCAAAGTGGTCnAGAGAAGCTGAGGAAGGAGACTCACTGGGTACC 

>ncrb6480.seq 

AmGAAAATAGTGCAGATmCAmAGTGGTGGmCTATGTAGTATATTGnCAGTTCTAAGAATTTAAGATT^ 
GTCTAGTOCAATGTGGAAGGTTnGTGAGTOTCCTmGTTACTGAmCTAAmGCACTGTAG™ 
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TnTMCTGCTCCnGTATCATCMGMTMnTGTACTCACAGACTnTGAGGCMTGTATGTAGGTGTGTGTATATATAT^^ 
TCTCTGTAGAGTTTATATAAAAAnAAATATATTTAT 

>ncrb6481.seq 

GGCAACGGCGGGCAGATCACTGTAGCTCGGGAGTnGAGACCAGCGTGGCCAACATGGCGAAACCCCATCTCTACTAAAAAT^^ 
AATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCnGAACCTGGAAGGTTGCAGTGAGCAGAGATOBCGCC^^^ 

>ncrb6483.seq 

GACGTGGTTCACGTGAAAGATGCCAATGGCAACAGCmGCCACTCGACmCCAACATTmGCT^^ 

GCCTCACCATTGCTGAAGAGAGAGAGAAAAGACTGGCGGCCAAACAGAGCAGTGGGTGAAATGGGTCCCnGGGTGACATGTCAGAT^^ 
ATTAATAGC 

>ncrb6484.seq 

GGTGTAAAAGGCTGAGGTAAGAGGAnGCTAGAGCCCAGGACTOTTAAGAGTCCAGCCTGGGCAACATAGGTGAGACCCCCTCATCTGTAAA^ 
AATAACnAATTGCTGTCTTAGTTGGGAAmAAGTGAnAAAGAGTTAAGTnGCATATGnAGTAAGGTAnAAGCTGGATAT^ 
GGAAAGAATAGGAGmCnCAGGTGATAGAAATGmCCTATCCTGATTGnGGTTACAGAGATATATATATTTGTCAAAAGTGGnGAATTG 
AATTTTACCA 

>ncrb6485.seq 

GGCATGCGCTGTGGCTAATGCCGTAGGCTCmCAGGGCTGAGGCATCCTGCGTGTCnGCGCTCGGTGGAAATGCCCAGCCGAGGGGCGCGACCAGAGGACAGCTC^ 
GCCGACGGACAAnCGAGCCCACACAAGGAGGATCTAAGCAGCAAGATTAAAGAACAAAAAATTGTGGTGGATGAACTTTCTAACCTTAAGAAGA^ 
AGAACAGCAATATATTCTncnGCAGACCGAACAGAAATACTGTCTGAGAGCAAGAATATAnGGGATGAACTGAAAAAAGAATACCAAGAAA 
AAGAAATAGTCAAGCCTGATnCACATAACAATGTGTGGCAmGnGnCTGTAAACTmCTGCTGAGCAm^ 

>ncrb6486.seq 

QTTGTTnTmCGGTAACAnGTCTGCTGCAAmAAATAAAAATOCGACATmAAGATAmCAT^ 
A^TGATCTAAAAATGAAAGCAAAATATCTTATGTAGAAATATmGATAATAmmCAGTGAGCmCGCATGT^^ 
GMCTTCTACTCACnGTAATTGTGCCTCAGACTmTGAAAGTCTAGCnCTAAAnGCCCCGACGATCT^^ 
TjpGCTGTACTAAGCAAATGCAAGGnATAAmAGCTAATAGGAAGmACAGACAATTCTGATGAn^^ 

>IMb6487.seq 

^^ATCACnGATATCAGGAGTCGAGGCGGGAAGATCACnGACGTCAGGAGTTCGAGACTGGCCCGGCCAACATGGTGAAACCGCATCTCCACTAAAAA 
AtQGTGGTGGGCACCTGTAATCTCAGCACTCTGGGAGGCCGAGGCGGGAAGATCACTTGATATCAGGAGTCGAGGCGGGAAGATGACTTGACGTCAGGAGTTCGAGACT^ 
Q,@ACATGGTGAAACCGCATCTCCACTAAAAATACAAAAAATAGCCTGGTATTGGTGGGTGGGCACCCTGTAATCCCAGTGACnGG^ 
Gi4^GGGAGGAGGTTGCAGTGACCAGCAAGGnNCGCATmGCANCCCCCAGCCTGGGCGATAAGAGTGAAAACT^^ 

>ncrb6489.seq 

I^CCCNGGGNAATTCGGCCATCTATGGCNCGGGGTTGGACAmCCATCTATAAAACmAATT^ 

m 

%ib6491.seq 

^GAGGGGGGTGGATCACTTGAGCCTAGGAGmGAGATCAGCCTGGCCAACATGGGGAAATCCCAmCTACAAAAAAmAAAAAn^ 
TfeAGCTACnGGGAGGCTGAGGTAGGAAGATTGCTTGGCCCTAGTAGGnGAGGCTATAGTGAGCAGTCATCAGGCCACTGTACTC 
T^atAAAAATAATAAGTCTCTnGGGAGGCTGAGGTGGGTGGATCTCTTGAGGTCAGGTGTTCGAGAC 
T|^GGTGTGGGTGGCATTGTGCCCCAGCTACTTGGAAGGCTAGGGTGGGAAGGAnGGTTGAGCCCCAGAAGGTGGAAGnGCAG 

>ncrb6493.seq 

GGAnCCACTCCTGAGGAGCnATAGTCCAAGCGAGAGAATATGTGTATACATAAAGCCnAATACAAAATAGAAGA™ 
CCTATATACACATATTTTTCAATTCTCTCTTCnATATCAmGGGTGTAAAAAAAAAATAAATAT^^ 

TCnCAGTAAAAAACAAATAnGGTAAAnTAAAACAATGATAGAGGCTAGGCACAGTGGCnGTGCCnGTAATCCCAGCACmGGGAGGCTG 
AGAAnCAAAACCAACCTGGGCAACAAAGNGAGATCCAGTCTCTGT 

>ncrb6494.seq 

CTCGGCNlsmATGGCCCGGGAGAAAANNTGGTAAAAAAAGGAAAAGCATnANTCCTANCCmCNNTTACAACCNAAAW 
GTAGAAGAAATTTTAGC 

>ncrb6496.seq 

GAAAAAGCTGAGGGAATGTGAATCAGTGCnGTGAATGACnCTTCnGGTGGCTTGTCnGAGGATnCATTGAAAATGCCCGTCTClTCATAm 
GTGTATCAGCAnAACATGTTGGCAGATAAATTGAACATGACTCCAGAAGAAGCTGAAAGGTGGATTGTAAAmGATOGAAATGCAAGAC 
TCATGTGGTOTGGGTAACAATGCAGTCTCACCCTATCAGCAAGTGATTGAAAAGACCAAAAACCmCCmAGAAGCCAGATGTTGGCCATGAATATO 
TAGCAGGTCAGAGGCTCCTAACTGGGCAACTCAAGAnCTGGCTTCTACTGAAGAACCATAAAGAAAAGATGAAAAAAAAAACTNTCAAAG 

>ncrb6497.seq 

CTTTTTCTCTTGnAATGTnCTTGAAAGTCCTTCTGAGTTAGGCAGTGTGGCAAGTTGATAGTTmAATGCTATGA^ 
TAAAATCmGTAAAAATATCCTTAmACGAGGGCmTATTOTATGGGCTCnGCTGCTGGATGAAAAAGTAnTnnAATAATAGAT^ 
ATAAnCAGATTTCACCAGGAGAACATGAAGGAGCCTCTTCCCTCCATCTCCACTAGCAATAGGTGCTGnACTCTATTnnmAATGT^ 
TTGTACAmCCAATTTCATATCCmCTGTnmTCAGTTGTGCTTCmCCAAACCCTmCACCATCAnACAAATGT^ 

>ncrb6 500.seq 

GTGATTTmAAAACCTGTCTTmGmmGAGACGGGGTCTCTATCACTGAGGCTGGAGCACAGTGGCACAATCTCAGTTCAC^^ 
CCACCTCAGCCTCCCGTGTAGCTGGGACCACAGGCACGCGCTACCACGCCCGGCTAATTTnmGTATTTTOGTAGAGACTGGGTnCACCATGnCCC 
TTOnATCTmmATCAGCCAmGAAGGTAGAAACTCTGTTCTAnCGTTCnGAAncnATAGCTGCTGCGTTGGnGTCTnAGTAT^ 
ATmCAAATAGCTATTAAGTTTCCAAAAGTAATTGnTTmCTGAGAAGACAAAAACCAAAGGGAATCATGCTTGGA^^ 
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>ncrfe6501.seq 

GTTCCCTGACTGCGTGAMTGTTCAGGGAGGTCAGTTGATnCCCCAGGTACATTCATGGTGTGACAGACACAT^ 
>ncrb6502.seq 

GGAGCTCAAGGATAATGACAATGTATATAGCCTGAGCATCTGAAATGATTGGGATGCAATnACTGAGATGGGGAAGACA^ 
GAGAAATCAAAAGmAATCTGAGAAGTAGTCAGnAnCAAAGTGGGGCCTGTCGTGGTGGCTOCGCCTGTAATCCAAGCA^ 
CAGAAGTTCTAGACCAGCCTGGCCAACATGGTGAAAACCCAACTCTACTAAAAACAAAAATTAGCCGGGCATC^^ 
GAGAATAGCTTCAACCTGTGAGGCAGAGGCTGCAATGCACTGAGGTCATGCCACTGCACTCCAGCGTGGGTGACAAAACAAGA^^ 

>ncrb6503.seq 

GTGAmGAAGGGGTmTTTTTTTNTNGATAGCGGGGNCCTTNGGGGNGGNCTNGGGGCTCAANAGTAGGGCTAGTAGGGAmCAGGGN 
ATTmAATANACGGGGAAGnGAGGGCCAGNGGGGGGGCTCACAGCTGTAATCCCANCACAGGAGmGAAAGCANGCTGGGCAGC^^^ 

>ncrb6504.seq 

ATAGCAAGGACTAAGCCCTATACCnCTGCATAATGAATTAAGTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACGAGACGAG™ 

CACACCCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTAGAGGCGACAAAGCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGTTCAAC 

CAGAACCCTCTAAATCCCCTTGTAAAnTAACTGTTAGTCCAAAGAGGAACAGCTCnTGGACACTA 

>ncrb6505.seq 

CTGGCGTCACCATAGTACACCACAATGCGTGGAGGCCGACTTGGNGTmCTGCTTCTCTCAAGAAAACATCATCTGGTGCAACCTCAAGTATCGCTGCAATGAC^ 

ACTTCCAAGAGmCAAACGCAGAAmCGACGGCnCGATAAnAAAGCAAGGAAGCAATCTGTAACTGCTmCGGAACACTAAAACCAT^^ 

TTACGAACCCAAATATATCAAAACGTTTTATGTGAATGTGGCAATAAAGGAGAAGAGATCATTTTGA 

>ncrb6506.seq 

ATCTGTTGCTmCTCAATGATTCAGGGATACAAATGGGCTTCTCTCATTGTTAAAAGAAAACGCGACATCm 

QGGCC 

>©b6507.seq 

qmCAAGAAACATCATCTGGTCCAACCTCAAGTATCGCTGCAATGACACCATCCCTGAGGACTTCCAAGAGTTTCAAACCCAGAAmCGACCGCTTC 

AplCTGTAACTGCTmCGGAACAGTAAAACCATATATATmAACnCAATTTTCmAGCmT^ 

A^ATTTG 

>nj5|b6508,seq 

AtMmGTGnATAAAATATGGCTOTAATOTGTAATAACCAAAATnCAACCTAGAGTGnGGGGGTnTnGGAAAGCGCAGT^^^^ 

C^ACAGAGCGGGGCGTATGCTAGGAGTACAAGTmATAGCTGmTGGTAAmAAACTAATnmCATATTATAnGnGGATGGCTAGnCn^ 1 1 1 1 1 I GTGCTTACA 

AfOTGTGATAACTGTGAATAACTGGnAAAAATACACCCAAATGGAGGCTGAATrTTnCTTCAGC^ 

T>iGGATGATGTAGCAGAAAGTTAAATCTAAGCCTTTAGCCTTCTATTTAACAC 

>f3b6509.seq 

qiAAAAGTGGAGACAGAAGTACGGGAAGACGAAGAAAAGAATAGAGAAGATAGGGAAAnAGM^ 

G^AGAAGAAAAAAGACAAGCTAGGAAAGAAAAAGCTAAGGGCAAAATGTACAAACTOGAAGAAAATTGGA^ 

d^TGAAAAACAAGCTAAGACAAGTATTGGAGAAGTATAG 

m 

>ffe|b6511.seq 

CpGTCmGCGGTGGATCACTCGGCTGGTGCGTCGATGAAGAACGCAGGTAGCTGCGAGAAnAATGTGAATTGGAG 
(^GGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCG 

>ncrb6513.seq 

GGTCTCGGCCnAGCGCCATTTTTnGGAAACCTCTGCGCCATGAGAGGCAAGTGGAGGAAGAAGCGAATGCGC 

TAAACCGCTAGCTTGTTGCACCGTGGAGGCGACAGGAGCAGAAACATGGAATGGCAGACGCTGGGGATGCTGGTACAAGnGTGGGACTGCATO^ 

TGGATCTAGAACTTCATCGCCCTCTGATCGCCGATCACCTCTGAGACCCACCTTGCTCATAAACAAAATGCGCATGTrGGTCCTCTGGCCTGGACGT^^ 

TGmAnTTGTGGCCCGAGTGTAACAACCATATAATAAATCACCTCTOCGCTGTTnAGCTGAAGAATTAANTC 

>ncrb6514.seq 

ACCGGGGCTGGAGCGGAGTGAAGCTGTCTGCTGTAAGAGGAGTGGCGATGTGAGGGCATGGAGTGATOGTCTCACAAACACATTTTGGACTGAAGAGGAT^^ 

GAGGTCACTGTCCAGGCCTCTCATATCATGACCAGACGGCGGGTCTCCATCncmCACTCCTGTGGCCCTGGCTGCTnACACAATCTGnGTATAAGGnCAGGT^ 

GGAAAGATCATAAATACTCAAAATTGnTTCAAGTTAGGAAGTTCTTTTAACAGTCTmATGCAAAAAT^ 

>ncrb6515.seq 

GTGCGACCCTGAANGmTTAGATTnATAGGAGCTAAmGTCCACCAGCAnAATGTAACACAGTGTAGTTATGAAAATATAnGAAGGACAGGM 
AACCTGAGCAGTTAATGAATGTGGCAACATTTTCTAGGAAGGGACAGCAAGAATAnCTGCTCTGTAGnAAAATACTGGCTGGCTmGATGT^^ 
TGCACTGTGATGTmTACGTGAATATGTTGAAGTAGAAGTCTACCATATTATmATAAAATGnTTCTGTATGGCAATA^ 
AGTCAATTTAGCCTTTTAAGC 

>ncrb6517.seq 

TCAGAGAGGTAGCAACTAGGTAAACTCCTOTAAAAAGCAATACCTGGAmACAAAAGTGAAAGTAGnGnCACAAAAGAAnCGCCATGGAAnCnTC^ 
GTAATGTTTGTGGTTATATCATTTACACAAAACTTTTCAGGAACTTCTGTGTTGmAAGCAAGATGTATCTGTACTGATGTCTCAGT 
TTCCACACACnATTTATTTTGCCCTAGTOATCCTGTTGmGCTGCCATTGGCATGAAATGGCCAACTGTGGCTGTTACAGnCTnCATTCAAmTA^ 
TAATCmnCAAGnAAGACACCnACCATTGCTOTnGGmTATGAGACnGTTCCTniTTTCTCGCTAAG 

>ncrb6520.seq 

CAmcmGCnCTTCCCATAATnAAAAAAAATGGGGGGAGGGAGAACTTAATATATGTGGAAAATAAGTOnATGAATGAAAG 
AGATTGTAATTATCTTACACCCTTCTTCGTGTTTATGACAGTTATGTGAAAGTTGGGTGGGCANGTN 
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>ncrb6521seq 

GACTGMGTAGMGMTCnGCMGGAMGGTGAGAGAAMGGCCAGAGMGTGGTCATGGTGCMGGCTTCnTC(XAGGAT^^ 
GTCACACTAGTAmCAGCCTTCTGGGTGGGGATTGmCGGGGACATTnAAGTTCAATCCAAAm 

>ncrb6524.seq 

GGGAACAAAGCTGGAATGTGAACCTAGGTCTCCTGCCTCCTGATGCAGCCnCTTCACCCnCTGGGTCCTGAAGC^^ 

CCTAATGATCCAGTCCmCCTGCAGGGGCAGCCCAGAGCTTCCCTAGCCnCCCCAGAACTGCTGTGTCAGGGAm 

AGGTTTTGGGGAACTGGCCTCCTTTTGnCCTGTACCCCCAATCACTACCTGTCCAGTCTTCTGT^^ 

CA 

>ncrb6526.seq 

ATACATCACACTmGCTATATAACCTAAGTGATAACCCTCTmAGnACCTGCCAAACTCTGGACnGGmATATT^ 
TnGTAACGGAATGTGTAAATCAAAGTATATACATTGTGTGGTGTTCCTGmCTGGAGmCATGAGGAmACACATGGCAnCAGTGTTCT^ 
CATCTGnAACCCCTCnCGTTTGAGAGAGCACCGGCGATGGTGGnAACTCCTTGTGnnCTCTCTCTCCTACTGGnATTCTTGAATTAAGCACAG^ 
ATCATGMTAATGTGTGTGACCnGCAGTCCnCCACAGnCAGCAAACAAGTGCTAGCnCACTGACCAAAAAnAAGG^^ 

>ncrb6528.seq 

ATAAAAAGAAACGCGTAGTACAAAGTGCAAATTGTTACTmTGGATGTAAAATGTCCAGGTTGCTAGAAGATCACCACGGTTTTCAGCCATGC 
GTTCAAGAGTGTTGTGGCAGCCTACAGGAGGAAAGGCCAGACTGACAGAAGGGTGTTCAmAGAAGAAAGCAACACTAATGATTCAAACA^ 
TCACAGAAAGCCTOTCATAAATTGCATAAnCTAATTAAnTACCAAGATAATGTAAnACAmGGTmGTAAGGTATACAGCAGT^^ 
TTTTGATTATG 

>ncrb6530.seq 

CAAGCAACAnCTTGTTAACTATATGTGAAACATTTmCTTCTGAAGATTCTTAAAAATTGAATGTGGCTGAAGn^^ 
ATAAAGAATTAATGACnACTTTAATOCTGGAATTCTTCTGCAACAmGACAAAACTAACCTTGAATAAGGCCCACGTGTAATACGTAG 
GAJTAGAAACTACCAATCCCAACTACGTAATAGGAAAATGTAGGATCAAAAGGCCCATGTATATAAGTACTGACCACTGGGCC 
G@AAGTCAATAGGCCTAmATTAATATmACAGACCATA™CCTGGA™CCAGGGACTATCmGCTGCAGA^^^ 

>tferb6532.seq 

d®TCCAGCCTCACATTATCnAGTGATTGAGmGTGATAACCCCTATAnGCCATAAGGTAAGAAACCTGAACCAAGGCCTTGGGTAT^^ 
d^AAGGAAGGACAAAGATAATACCTTmCAAGATGAGCCTGTAAATGAAAATTCTAAAATAM^ 

>ficfb6535.seq 

AMnAGNAAAAATTCCGTOTTTmAATAGTAATnACCACACAGNAGnAGGn^^ 

CfWTACATATGAATCCAnATAGGAAACnCCmGGTTGCATGTGTATGTAGGAAGGCAGATAGGTAGAAAGGTA^ 

ledCAAGCTAAAGCAGAAATTAATAraCCATATmATGAAGGCTTGGGGGAACAAAGTAAGGTn 

CptGTmGAACATATTTTAATGACAGAAAAmGAAAACTCCCACTAACAACACCAA^ 

>l!Sb6540.seq 

G^GGCATTGAGGCAGCGAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGnnnTCTCTrTGAAA 
T55sSAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTW 

>fSb6542.seq 

G©€AGCACNNGNGGGAGAATGGAGTAACTNGNTCTAnATAGATGAAnANGCANNANTGNAGACTGGNCTNGACnGT^^ 
iSAGGAAGCCmACTACTCCATCAGTAGGTnAGAmGAGCTmGAGACCTGGCT^^^ 
T^GCTnGAAGGATCAAGTAACAGGTTGAAAAGTATTmATAAAGGTAATACTTTnCAGnCC 
GAAGGATGGCTGATGGTGATGGAAAGCTGTGTTAATGGTATGAGGAATGTGTGAAAAGTATACAC 

>ncrb6543.seq 

GGGGGCCTGTGACCCGGAGGCGTTGGGGCTGTCCTGGGTCGTCACATGCAAGAAATCGTCTCACCCCAGCCAGTGTGACGGAGNGAGAGCAAAAGAAAGTmGA^^^ 

GATTTATAnCAGCTGTATGCTGGGCAGGTCCAACTTGGCAmCTTGGCTGTATCTGTGAAGGAAAGTCATCTTAATGTCTATGAGCCTGCAm 

TTCCTCACACTGCTGTGACCGCACGTOTCAAGAAAAGTACAGGAAATCCGCCGnGGGAGAGCGGCAGCACCCATGTGGAGTGCCACTTTTCTGATCTGGGACnAAACM 

TGmTCCTCCTTGCTCCAAGTCATGCATmGAGAATTnATATCAGGATGGACCCTTCACCAAGACTGAAATAACTCTGTOnGAGTGn^ 

CCCCTGTC 

>ncrb6545.seq 

GGAGGCGCGTGGGGCTTGAGGCCGAGAACGGCGCTTGCTGCCACCAACATGGAGACnTGTACGGTGTCCCGTTCTOGTGCTCGAATGTCCCAACCTGAAGCTGAAGAAGCCGCC 
CTGGTTGCACATGCCGTCGGCCATGACTGTGTATGCTCTGGTGGTGGTGTCmCTTCCTCATCACCGGAGGAATAAmATGATGTTATTGnGAACCTC 
GTGATGAACATGGGCATCAGAGGCCAGTAGCmCTTGGCCTACAGAGTAAATGGACAATATATTATGGAAGGACnGCATGCAGCTTCCTAmACAATGG^ 
ATCCTGGACCGATCGAATGCACCAAATATCCCAAAACTCAATAGAnCCTTCTTCTGTTCATTGGATTCGTCTGTGTCGT^^ 

>ncrb6547.seq 

GACACGCTmCATCTGTCCCGCTGCGTGTmCGTCnGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGACCCCAACTGCTGCTG^^ 

CGGCTGCTGCAAATGCAAAGAGTGCAAATGCAGGTGCTGCAAGAAGAGGTGGTGCTCCTGCTGCGCTGTGGGCTGTGCGAAGTGTGCGCAGGGCTGCATCTGC^ 

ACAAGTGCAGCTTGCTGTGCCTT 

>ncrb6548.seq 

GGCATGATCTTNAGTATGATCTTGTGCTGTGCTATCCGCAGGAACGGCGAGATGGTCTAGAGTCAGCTTACATCCCTGAGCAGGA^ 
TTGmGTmGmTGnTGnGnTGTTGnTGTrrnnGCCACTAAimAGTATTCAnCTGCATO 
ATTGACATnGTAGnGAGCGGGGGGmGGmGCmGGTTTATATTmTCAGTTGmGTTmGCTTGTTATAn^ 
CTAGACAAGATATTGTACATAAAAGAATnmnGTCnTAAATAGATACAAATGTCTATGAAGTTTAATCAAGTTGTAACTOT^^^ 



>ncrb6549.seq 
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GAGTCCGAGTGGAGAGAGCGAGCTGAGTGGnGTGTGGTCGCGTCTCGGAMCCGGTAGCGCnGCAGCATGGCTGACC^^ 
TTTTTCACTAmGACAAAGATGGTGATGGAACTATAACAACAAAGGAAnGGGAACTGTAATGAGATCTCTTGGG 
TAGATGCTGATGGTAATGGCACAATTGACnCCCTGAAmCTGACAATGGTGGCAAGAAAAATGAAAGAC^^^ 
GATGGCAATGGCTATATOGTGCTGCAGAACnCGCCATGTGATGACAAACCnGGAGAGAAGTTAACAGATGAAGAAGn^^^ 

>ncrb6551.seq 

ATATAGATTnGGAGCAGATAATACTGCAAGAAGAATGATGCTATAAAmAmTCTCAAAACCCTGCCAAGAGTCAAAATAGATAA^ 

mCCTGGAAACATCTGTCCnGCTGAGAAATAAACATCnmAATACCCTAAAAAGCTAATnAAAGGAAAATAATGA^ 

TCCAATGCAATGTGATTGACCATACATGGGTAnGAnACTTAAAATGTGGCTAGTCCAAATAAATATGTGC^ 

>ncrb6552.seq 

AAGGACAnGGCAmGAGCTGAAnATGGTGnTTAnGAATGAGCTATAAGACAACATTmACCCmAAAATGA^ 
GATAGCTATAAATAAAATACTACATCGAAATCGAGCACTGGAGTTCAnTGAAATTTGATATmGTGTAAAATAACAAA 

GCACTTTGGTACnATnGnCTCnnCCCTTACAnCTGTGTGGTAGGTGGTATTATCTCTGAnTACACATGAAGACATCCTTGTTAATGCAAmAm 
GTGTGCCAACnGCAAAAGGAATAGAAATGTCTGTGATCTAGATAGnCTAGATTGAACATAGATmC^^ 

>ncrb6553.seq 

GGGGGCAGGAACTGTGTGTGTCCTACAGAATGGTGCTATTCTGTGTCAAACACCTCTGTAmnTAAAACATCAAnGATATTAAAA^ 
>ncrb6554.seq 

CCCNGGGAAnCGGGCTTGTGGCCGGGATCCTGGATTGGGTOTNGAGGAGGCTGAAGGGCGGATGAGGGGCCCCCCAGTTGTTTTGGGNAAGCCGCH 
AAGACAGnCCAACGAGNACnACCGGGAGI^TGCTGTTTCCGGAAGAAGTTCATGTmGCNTCGATATAAAGAACTGGAm 

>ncrb6555.seq 

GTGGCGGCGACGACCCATTCGAACGTCTGCCCTATCAACmCGATGGTAGTCGCCGTGCCTACGATGGTGACCACGGGTGACGGGGAATCAGGGTTCGAnCCGGAGAG 
T|3^GAAACGGCTACCAGATCCAAGGAAGGGAGGAGGGGCGCAAATTAGCCAGTGCCGACCGGGGGAGGTAGTGAC 

>!tSb6557.seq 

QTiCTACACACTGGTGGCACTGCCCAAAGAAGACCCCACAGCTGTGGCCTGCACAnCAGCTGCATGATGAAGTTCACTGTGAAGGACTGTGATCCCACCACTGGGGAGACTO^^ 
dli^GGCTATGAGGATGAGTATGTGCTGGAAGATCTGGAAGTTACTGTAGTTGATCACATTCAAAAGGTCATGA^ 
dMAAGGAGGAAACGnCACCnGTCTACCATCAAGACACTTGAAGAGGCTGTGGGTAATATTGTGAAGnCnGGGAATGCACCC 
/^pACACCCACACGnGCTCCTGGCTGGTGTGTTCCGGGGTGGTCATGACATCCTGGTGCGCTCCCGGCTGCTGCTm 

>aib6559.seq 

A^TGAnCGAATGACACTGnCAGGAATCGGAATCCTGTCGAmGACTGGACAGCTTGTGGGAAGTGAATTTGCGTGTAACAAGCCAG^ I II I lA AAATTTATATTGTAAATATTGT 
qi^TGTGTGTGTGTGTGTATATATAT 

>|cfb6560.seq 

AlSfiGAAGCTGTCACTCATCTGATCCAGCCATTGGCACGGTATGCATGGACACAGTGACCATGGGCATGGTCACAGCGACG^^^ 

GlGTATTTCTACATGTTnGGCAGATACACTTGGCAGCATTGGTGTGATCGTATCCACAGncmTAGAGCAGmGGAT^^ 

WMTATnCTCAGTGTTGnCGACTGATTAAAGATGCCTGCCA 

G^TTAATATCATACCGAGACCCTCATTTTTGGCGTCAnCTGCTAGTATTGTGGCAGGAACM 
>rfSb6561.seq 

(llSAGmGAACAAGnGCCTACCATCAGTGCCTGmACTTGTCTGTGAAACCGAAATGTTAAAGAGTATCT^^^ 

A^GAACACTGCATGGCACATAAAAAGTACmATCAGGGTTGGCTAnATATAAAATATGGGGTAGCACAGAGAATGAAACAACTAGTTA^ 

GGAGTTGGTATATGAATTGTGTTTTAAAGAAGTCTAGGAGnCATAAAAGTCAAAGGGCAGC 

>ncrt)6563.seq 

ATATAACnCATTAAAGAAmTCACCnTCTnGTCATTGmTAATATmcnCCAAAGCCCAGAAGCTGTGCTGTGmTATAn^ 

AGAATGnCTnGTGCCATGACATGTACTGTCTGCAAAGCTAATCTCTTTCCTACTGGGGAATATGTTTAACAGGAACTGGTTATAGCTAGACTC 

GATGCC 

>ncrb6564.seq 

GTCCCAACCCGGGCTCCTGAGTAGCTGGGACTACGGGAGCACACCACCACACCTGGCTAGGnTTTnTTCTCGTAGAGATGGGGTnCTCTATGTTGCTCAGGCTGGTCTCTAACT^ 
CTAGGCTGAGGCGGGAGAGTCGCnGAACCTGGGGAGGGGGAGGnGCTGTGAGCCTAGAnGTGCCAnGCACTCGGGCCTGGGCAACAAGAGCAAAACTC^^ 

> ncrb65 65.seq 

CTmGGAAGAGTOGAAGAATTTGGAAGGCCTTAAATATAGTAGCTOGmGAAAAATGTGAAGGACmCGTAACGGA^ 

TGCATTGGACmGAGnAAGATTAmTTTAAATCCTGAGGACTAGCATTAATTGACAGCTGACCCAGGTGCTACACAGAAGTGGAnCAGTGAATCTAGGAAG^^^ 

GAnCCAGGAACGAGTGTnGATGAAGCTAGGACTGAGGAGCAAGCGAGCAAGCAGCAGTTCGTGGTGAAGATAGGAAAAGAGTCGAGGAGCCAGTGCGATnGGTGAAGG 

AGGAAGAAGGAAGGAGCGCTAACGAmGGTGGTGAAGCTAGGAAAAAGGATTCCAGGAAGGAGCGAGTGCAAmGGTG^^ 

>ncrb6567.seq 

GGCCCTGGGGTGGAAACACACTCGATGTGTTCAAGGGAGAGTAAGTGGTGAATGGGTTTGGAGCCAACAGGGATAATAGACAACGCTATCAAGAGGGGGGCCAACCACACATGTGC 
AGCCAGTGTATGACGTCTGGATmCCTTGAC™TGGTGATCACTATTGGGAGGTGGTAAGCAAACAGGTGACATAAmGAATCATGGTTn 

AGGACAATGCGTAGGAGGCAGGAGTGAAAGCTAAAGGATATGCTGGGAGGTGACCCTGGAGTTAAAGAGAGCAACTAAGGTGACCAGGTGACAATAATGGAGATAGAGAAAACAGG 
ATGGATTCAGGAAAGATGAGGACACTGAGCATAnCAAATGTAAnGTCAGTTnCGTGTCTCCCTCCCACTGGACCAGAAGCCGCT^ 

>ncrb6568.seq 

CAGTAATGTAAACTTTATTnCTGTCAATmGGTAAGTGGTATmGGTGGTnACGCAAAATAnAGGGAGAAAAnGnGT^ 

rncT 



>ncrb6569.seq 
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GGTmGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGMCCCACCMCCAGMCGTGGmGCCTGAGGCTGTMCT^^ 
TAGACAmTCACATAAGCCCAGTTCATCACCATTTCCTCCmACCmCAGTGCAGTTrCTm 

AAGTGGTCAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCTmGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCA^ 
TGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGGAGnGGTGAATCGGTTGCTCmCCTCACATnGGATG^^ 

>ncrb6571.seq 

GCTTGTGTATCTTGAAATAGCCGCCTmNAGmnATACCAGAACCTCTTCACATAGACCTATOGTGCNmGTAACTGGAm 
ACTAGTAAATOTCATACAGAGTTnATmGAGTTmCTTmGTGCATTGTCCTCATGCCT 

AGTGAGGTAGGTGCGGTAnAAAGTGAAAGGGAAGGTGATGCATTTATTCTGGGTOTGCnGAAGTGTTAGATGGCTAAGTATTAAAATTAT^ 
ACTTGCTTCACTAGAATATGCCAACTGCCAATCATGTTGGACTGAGCTAAnTGTTCCTCmCTGAAACTATTAAGGT 

>ncrb6572.seq 

AACACTGGCTAATTCGAAATCGCTCCTCAGACmGATTCCAAGAGTATCAAAGAGAmGATGGGAGGCTGGGCCAGGAACCCTTGTm 
GACCATATAAGGAACAAAGTATATCTGCACATnCACTGAGACATCTACATTGGAAAACCCAAACAAAAAGAAGCAATTCAA^ 
AnAACACTGGAAGCCATCTTTAAGTGAGTGGTGTCATAnGTGTCACAGTAAnmAGCCAAATATGGCAmGTAAAmAAACm 
AGTGTOTmATGGAACAATATAGTGAGTTmATmGGCAAmGAAGTAGACTCAAAGGAGATTACAAm 

>ncrb6574.seq 

GAGGAGTACATCGTCTAGTGAGGGACAGACCAAGCACGCAAAACAAATTGCAATAATGTGATAAGTTCmAAAAGAGGTTGCCTGGnGTGAAAATAC^^ 

CAOTATCATCCTCCnCTGCTTGGACAAGTnCGTGGGGTGGAGCGTTTCAACAGAGAGGCTTAmGACTTOTGCTAGAAGATGAGGGnCTGGGAT^^ 

ACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGCCCCTTCCGCTGTCAATGGGATGTTCGAGTGGTCCAGTGTTCTGATTTGGGTCTGGACAAAGTGGCAAAGG 

ACACAACTCTGCTAGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGAGACTTTAAGAACCTGAAGAACCnCACGCAnGAnCnGTCA^ 

CT 

>ncrb6575.seq 

q^CCCAACTGTGTGGAAGACAAGATGCTCTCGACAGnGCAGTACTTACCCnGGCTAAGAACTGCACTGCTnGmAAAGGACTGCAGACCAAGGAGCGAGCn^^ 
A^ECrnrCTTTATTAAAATTACTGATGCGG 

^b6576.seq 

dg^CCTGGG AACCC TCAGGTCTCTAGGTGAGGGTCnGATGAGGACAGAAGmAGAGTAGGTGCTAAGACTmCAGTGTAACATCCTCTCTGGTCCT^ 

f^AGACTTGTTmGAGTGTTGAGTAGCAGGGACAAAATAAGGGAATGmTTTm 

0pTATTTTATATTAAATCACTTACTATTG 

>x^6577.seq 

d^GTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCnGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGAAGCAATCACCAAAATG^ 
dl^CATmGGGAATGGCCTGTGCTnCTCAATGAAAAAnTGCATCGAAGAGTCAAAATAGAGGATO^ 
Ti3CCTACTmATCCTCATTTAAAACGATnCCAGnCAGGGCAGTAGTGACTCATCCGAAGAAAATGGAGATGACAGTT^^ 
(|gi^GAAAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACTnCTGCTACAA^^^ 

>pyb6579.seq 

(^8TAATAAAGGTGTAAGCCCAGGAmGAGAGAAGGTAGGGTGTGTATATATAAAAGGTTGTGTACAAC 
(f^TATGATCTCATCCCAATAAAATGATATATTAAACCnC 

>frlb6581.seq 

eS5AGCGCCCGAATCTGGCTTGGCGGAATATCTCTnGACAAGCACACCCTGGGAGACAGTGATAATGAAAGCTAAGGCTC 
®¥fCACCAAGGCAGTGCATGCATGnGGGGmCCTTTACCTmCTATAAGTTGTACCAAAACA 

>ncrt)6582.seq 

AnCATGAAGCACCTACGATGGnCAGGCACAAACACTGAAACCTCAAAnGGCCCTGGCAGAAGGGGACCATCATAGCAAGGTGGGGGGGGGGGTGCAGAAAGTGAGn^^ 

CAAGAACAGACTTCACTAGTTCAGAGTTGCACAGCTAGTGAGGTATGGAGCTGGGCnTGAATCAGGTCAGCTGCCTGAATGCCCAACncnCAGCCCnGGA^ 

GAGAAGAAGAAGGAAAAGAC 

>ncrb6583.seq 

AGAnAATGAGACAGAAAATTAACAAGGGTATTCAGGAGTCGAACTCAGCTCTGGACCAAGCGGACCTAACTCCACCCCATCTACAGAACTCTCCACTCCAAA 
TTTTCTCAGCACCACATCGCACTTATTCTAAAATTGACCACATAAnGGAAGTAAAACACTCCTCAG 

>ncrb6584.seq 

AGAGTGAAGAGATAGAAAATOGGGCTACCTAGTGTGGGnCnmCAGAAGTATGTAnTTCTCCTCACTGCATGATGGGTAAAAATGCCCTGGGnGAM 
CCACACCACTGACTAAAACACCTGCCAGTGGmCTTOGGCTCCACCTTTTGGTCCGTAAAGTGTAGAGmCAGAGTGAAATCTAATCnAAGTGACCT^ 
AAGGCTACTTATAGTGTAGCAnATTGCCTTAAATCAGAAAGCCCTGGGAAGAGGATAAAAGATATAGAAATGAGAAGGCTCTGAAGTTATAGGCAmCn 
TATGACAAAAACAAGCGCTAnCATGATTGAGGACTATGGAAATAGTGAGncnGAGGAGGGACCAAAGTTTGGTAGAACTGGGTACTCTCAGATA^ 

>ncrb6585.seq 

ATATATAACAAACCCACTGCTAACATCATACTGAACAAGGGAAAAAGACTAGAATGCTGACmCACCAGTCCTATTCAACATAGTACTGAAAGTCCTAGCCAGTA^ 
AAAGAAATAAAAGCCATCTAAnTGGAAAGGAGGAAGTCAAATTGnGGTGCTTGCGGATAACATAATCmGATATAGAA^ 

>ncrb6586.seq 

GCAAAGnAGATGCCAAAGNAGTGGAAAGATTGAAGTCAAACAGTCGGGCGCATGTGTGTGTCTOCTTCAACCTTTGGTGTGmTATGGTGCAGm 
ATGTGAGmAnCAAAAAAmGAAAAAGAnGGCGGATGCTAACAGTGACTmATTATGAATGTAAACAAGAAAGAATA^ 

>ncrb6587.seq 

GTTGTCTCnCCTCGGCGCTGCCTACGGAGGTGGCAGCCATCTCGnCTCGGCATCATGGGCGCCCTCAGACCCCnGTGAAGCCCAAGATCGTCAAAAAGAGAACGAAGA^ 
TGCGGCACCAGTCAGACCGATATGTCAAAATTAAGCGTAACTGGCGGAAACCCAGAGGCATTGACAACAGGGTTTGTAGAAGATTCAAGGGGCAGATCn^ 
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TGGMGCMCAAAAAMCAMGCACATGCTGCCCAGTGGCnCCGGMGnCCTGGTCCACMCGTCMGGAGCTG^ 
CGCTCACAATGmCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGTCACCAACCC^ 

>ncrb6588.seq 

ATTGnCCATAACnACACTTGAGGCAATCTGTTCAGTGTGTAACCACmATAAAAAATAACnAC^^ 
ACCATGGAAGTmCATGATACCCAAGCATGnGCTGAAACTGATGCAmGAAAGAGCTGnGAAA^ 
CTGTAGACCACAATTATAGAAAGCTCAGTAATGCTGCTAATGACATTTGTAAACTATATCTGTAATGTAGTGCA^ 
ACmAGTGCAAGTGGGGGAACACTCCAAATAGCCTAGAGTATAGTAAGGTACAAAGCTTCAATGAAAAA^ 

>ncrb6589.seq 

AmcmAGGATTAATAAnTTAAAATmGGAAGACAGGGACTATAmAGAnGGTATATGGGGTCATATTCAGTGTATATC^ II I! i II IGAGACAGGGT 

CTCACTCnGTCCCCAGGCTAGAGGGCAGTTGCATGAnGTAGCTCTCTGATCTTCAATCAGGCATnGTTnCTGCTGATGAAM 

AnAAGCAGAACCTGAGATGTTmGAAGCAGAGAAGGACATnAGTTCAAAGAmAnGCATAW 

>ncrb6590.seq 

GAACCAAGCATAATATAGCAGGACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAM 

AGAGGTAAAAGAGCACAGCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGGGACAAAGCTACCGAGCGTGGTGATAGCTGGnGTCGAAGATA^ 

TTTAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAATnAACTGnAGTCGAAAGAGGAACAGCTCnTGGACACTAGGAAAAA^ 

>ncrb6591.seq 

CAATATTCAAATTTGAAAAGTTTmCTTTTAAAGGATATAAAATCATTAAmGA 

>ncrb6592.seq 

GAACACAGTGCCATATGAATAATnCACATACAGAACCTTTTTTTCTCTGAAGTCCTGTGGACTTGCAAATATATATATAU^ 
AGGAATATGATCTG 

>fp)6593.seq 

GPGCATTGAGGGAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGGGGAGCTTGAGGAAACCGCAGATAAGnTTmCTCTnGAAAGA 
WsAGTCAATAGGTOCTAAGATATTGCTTAGCGTTMGTTnTAACGTM 

AMGTrrCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTATnAAAAGAAAATTGAGAGAAAG 
/#GCTmAGATTAAAATGAAGGTGAC™AACAGCTTAAAGTTTAGTnAAAAGnGTAGGTGATTA^ 

■m 

>riCfb6596.seq 

A.^lAAGAACAGTGGCAGAAGGAATATCTCGGTGGCATnGCTCCTGGACATGCmGGAGGCCAGCGGGGCTGGCGCTGTGACAACTGGGGCAGAGCTGG^ 

diAGGCACTACTGGCCAGTCCTACAACCAGTATTCTCAGAGATACCATCAGAGAACAAACACTAATGnAAnGCCCAAnGAGTGCnCATGCCTnAGATGTACAGG 

%AnCCCGAGAGTAAATCATCmCCAATCCAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGATGn^ 

GCCCTnGCTCTGGAGGAAGnCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCACCCTTGGGAGm 

n ■ 

>i3b6597.seq 

G$MTTCACATGnAACAAAGNCTTCGCAAGTGACTCTGTCACATAACCAGGATCAAAACCCCCTTTCTO 

dAlGTCTTCOCCCAACTTACAGTCTGTAAACTCmGAGGACAGAmACAmGATTTACCTTGGT^^^ 

yl^AACCAGGAAAATACCTmGTTAACmATTCAGAAAAAAAGAACTGCCAGGCACAGTAATCCCAGCACm 

^AGCCTGGCCAACATGGTGAAACCCAGTCTCTGCTGAGAATACAAAAAnAGCTGTGCATGGTGGTGCATGCCTGTAGTCGCGGCAACTC^ 
^b6598.seq 

(IIAGATCAGAGGTCCGTCTACCnGGGGGCATCAGAGAGATGCCATTmGTAAAGAACAnTCAA^ 

AGGGCTTCCTTCAATGCAGCCmCTCTTATGAC™TATCAGTAACAGCCCAGCATCAGGACTAGGTGCACnGTGGTGmCACANGAA^ 
CAGCCTOGATCTTnCTmGnCGmGTAAAGTGGTTmGAGCAmCTCGTCA^ 

>ncfb6599.seq 

GGGGAGAAGTCCACTTAAATGCAGCTCCAGGGTTGCGAGGCACCCACCAGCATCATTCCCCATGCGAGGTGGCAAATGCAACATGCTCTCCAGmGGGGT^^ 
AAGTAmCACTAGCCCTGGGAAATGCACAGAAAnGCCAAAAGGTAAAAGGCCAAACCTCAAAGTCCACATCAATACCACAAGTGACT^ 
CAAATGTAAAGCTTGAAGGTCnCTCCTGGGATATGGCAGCAATGTATCACCAAACCAGTACnCCCTCTTCCCGCTGAAGGGAA^ 
TATCTGATAGTTGTGCGACCTGCTCCACCTCCAAGTCAAAAGAAGTCATGnCAGGTAAAACTCGTTCTCGCAAACCTCTGCAGCTC 

>ncrb6600.seq 

GCTTTCAGGGAGCCTGGGTGAGnAAGGCTCTGCnGTAGTGATnCCCGATGCCCAGCAAGGCCGAAGCTCTCATTTCCnTAGGAGTGnGI 1 1 1 1 1 1 1 1 1 CTCAATGAAGGATGAA 

TmCTAAATCCATAA™CACCTGACCATGATGGCA6CTTCTCTGnAAGGGCnGGAAAGTACCnGTTAAnACTTGAC™TnTGT^ 

TG 

>ncrb6602.seq 

GGGTGGGTGCCTGTAATCTTAGCTACTTGGGGGGCTGAGGCAGAAGGATCACTGGAGCCTAGGAGGTCGAGGCTGCAGTGAGCAGAGATTATGCCACTGCACTCCAGCCTGGGTGA 
CAAAGTGAGACCCTGTCTCAAAAAAAAAGAAAGAAAACTCGTTGGAGAAAGATAAGATCTCATAGACATAAAAnATTTCTATATATm 
ACACAAGAACCAAGACAACATAAATGATAACCAGCAAAAATAAGGCAATAAAGCAATAGAGATAAACAGAATCTCTAGACACTGAAATTGTCAGATAT^ 
TAAAACAGACTGAGAAnTATGGGCAGAGAACTAGGAAGGCTGACTTTTmTnGANACTGCAGTCCAGCGTGGGNGACAAA 

>ncrb6603.seq 

GCAATATCAACCnAACCTTCCCTCTACACTOTCATCnCACAAnCTAATTCTACTGACTATGCTAGAAATCGCTGTCGCCTTM 

CTACCTGCACGACAACAC 

>ncrb6604.seq 

AAAGTAACACTGGCAACTnGAAAATGTCTGTACAGCCAACGGnTCCCnGGGGGCmGAAATAACACCACCAGTGGTCTTAAGGnGAAGTGT^ 
TGGACAGGACTTAGTAGGTGTGGAGGAAGATGCAGAGTGAGAAGATGAAGAGGAGGAGGATGTGAAACTCTTAAGTATATCTGGAAAGCGGTCTGCCCCTGGAGGTGGTA 
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TCCACAGAAAAMGTAAMCnGCTGCTGATGMGATGATGACGATGATGATGMGAGGATGATGATGM 
CAGTGAAGAAATCTATACGAGATACTCCAGCCAAAAATGCACAAAAGTCAAATCAGAATGGAAAAG^ 

>ncrb6605.seq 

GGAGAGGTCCACATGGCAAGGAACTGAGGCCTCCTGCCAGTAGCCAGCACCATCnGCTGGCCATGTGAGCGTGCCATCnAGAT 

TGACTGCATCCCTACTTGACATmGACTGTAACCTCATGAGAAACCCTAAGCCAGAACACCAGCTA^^ 

TGTnTAAGCTAC 

>ncrb6607.seq 

TCCCCTnAATATATATCTATCCTATTAGnCTGTCCCTCTAGGGAACCCTGACTAATACACCAAnnTmGAAATGnm 

mATCTGGGGGTmGGAAGACCCAAAATGATGACTGGAATCAATTmCAGCATACTCATATATTOnTAATOGTA I 11 ICIAATT 

TAACAGAAmAAmGAGAAGGAATGAnCATGAAnGGGCAGTCTCCCGAGCCAGAGTAGGCTCAGAGCCATATGGTGGAAGAAGAm 

AAGAAAATGGAAGTGACGTACAGAAACAAGTGACCAAAACnAGGGCCmGTGCCACTCTCAGnAATATGAmGGG^ 

>ncrb6609.seq 

TATGGGATAnGAmCTTGTCmTmCCGTAACAnGTCTGCTGCAAmAAATAAAAATTACGAGATmAAGATAm 
GTGAATGTTTnCTCTTCAGCTGATCTAAAAATGAAAGCAAAATATCmTGTAGAAATATmGATAATAT^ 
nATGCAGGTTGCACAAGAACTmACTCACTTGTAATTGTGCCTCAGACnTnGAAAGTCTACCnCTAAAnGGCCCGACG 
GCmCTGTAmAAAACmGGCTGTGGTAAGCAAATGCAAGGTOTAAmAGCTAATAGTAGTTTACAGACAA^^ 

>ncrb6611.seq 

CGGGAGCCTGAGGCAGGAGAATCTCTTGAACCTGGGAGGCGGAGGnGCAGGGAGCTGAGATTGCACCACTGCACTCCAGCCTGGACAGTAGAGTGAGACTCTGTCT^ 
ACAAAAAAAAACTCTGnnGGACACATGACinAGGGAGATAAACATAACTCTGGGATmAmmAATATGCTGCTGA^ 
GTCTCACTTAAmTGCTCATTCAGGAGAGGATGAATTTnCAGCAATGATAGTAATAGCTGGCTGnGCAACTCATTTCnGCTGCAGCGTA^ 
CnCCmGTCnGCCAACTCCCTCnAGCmCAGTAAGACTTGGCTCAAACTGCATCCTCCAGGAAGCCTATGTTAACTC^ 

>iT^rb6612.seq 

COGTCAACCAGNAnGAGnGCTATAGCTTGATGCAGGGACCCAGTGAAGmCTCCGGTAAAGATTGGGAGTCGTCGAAATGm 
OHrrAGAGGGTAGTAACTTCTCCACAGAAGTGCGAATATGGCAAAAnAGACAAGAAAACAGTATTGGA^^^ 
/^AAAACAAAAATGTCTCTAGGnTAGTCAGAGCTnCACAAGTAATAACCmCTGTATTAAAATCAGAGTAACCCm 
TtpTACGnGGAGAAAATGmACAAAAATGGTmGTOCACTAATGCGCACCACATAmATGGnAm 

>ricEb6615.seq 

ASTCAAGNAATAGCAGAAGCCATGCTCCAAACCACCACCAGNACCTAACCAAACTCCAAACTCCAAACTAGnGAAGTAAATCCAAAGAGTGAA^^ 
/iM^AGCTCATATGCnCTCAGGCCCCATGTGTTCATGCCTGAAGTTACTCCCGACATGGATOCnACCGAGAGTACCCAATCAAGGCATTATCATC 
qOMTATATGCAATGGTAAGCCAGTAGATGGACTGACTACTnGCGCAATGGGACATOGnGCATTCCGAGGTCATO 
C6I)AGAATTACTGAAGTnGGGGTATTCCnCCCCCAnGATACTGlTrrrACTAGGTGCAA 

Til 

>pb6616.seq 

QlftGAGmCTGmAACATGATGAAAAAGTmGTGACGAGATAGTGGTGATGATTGCATGATAnGTGA^ 
CpGGCATGGTGGCTCACGTCTATAATCCCAGCACmGGGAGGCTGAGGCAAGTGGATCGAGGTCAGGAGTTCG^^ 
A3#ACAAAAAACTAGCCGGGTGTGGTGGTGAGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACnGAACCCGGGAG 
q^CATTGCATTCCAGCCTGGGCAACAAGAGTGAAACTCTGTGAC 

>yD6617.seq 

AtBCAAGNAAAGGCAAACCAGNACTCAGAAAAAAGGTACATCCAGCAGTGGTCATTCGACAACGAAAGTNNTACCGTAGAAAAG^^ 

GTCATAGTGAACAATAAAGGCGAGATGAAAGGnCTGCCATTACAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGATO 

CCAGTATATTTG 

>ncrfa6618.seq 

GGTATATAAAAACCCAGNATGTGGAGTTCATGAGGTGTCCTTGGnACTOGGAmCAAGAAGTCCGTTmAAAT^^ 

ACATGGATGTGmCATACTGGTGGTGAnGGGCTrCTGGGGTGCCCATTACCCAAATAGTGAACATTGTGCCCAACAGATAAnCAACCCTCACCCTCCTTGG™ 

TGimGACCCTGGCnCCAACTCCAGAATCGTGATGGAmACAGAATmGGGGACTGACGTGTTTGCTACTGGACAATTGTAGTGTGmAGTM^ 

CAATAACATTACATAnCTGAATGGACTGAACTATTATAATmGCCTGAAACTCATGACAACTGCATATAmAGTCTGTC^ 

AATAATTG 

>ncrb6620.seq 

GGACAAAGGTAAGACTATGTGGAGACATAGAGAGAAAATTGTCATCTACAAGCCAAGGAGTGAGGCCTCAGAAGGAACCAACCCTGGTGACACATTGATCTCAGACnCTAG^^ 
GTTCTCTTGTTCAAGCCACCTAGTCTGTGGTAGTTTGTOTGGAGCGGGTAGTAAAGTAATACAGAAGACAAAAnCCCTGnGTTCCTT^ 
mTAATTCTATCnAAACAACATATnCTTGATmGCCTGmATAAACmACATAAATTGAACAATGCTGTGTGTA 
TATGCATAnGATGTGTGAGCTGTAGGTOmGTATTGACTGGTGTATGGCATTGCAnGTGTGGATAnCGACAAAmGCTCTm 

>ncrb6621.seq 

GGAAAAAATAAnATTGGGTACTAGGGTOGTACGTGGGTGGTGAAATAATCTGTACGAGACACGCGCATGAGAAGAAmACGTATC^ 

>ncrb6622.seq 

AGGAGTGATGATGTOGACTCAnGAAAAGAATGTAmCTAATGCATGATGCGATCGGTCTATAGATGTGTGATGGAAACTTGGTTGCAACTTCAAGAGAAM 
CATGAAAAATGGTGGATATGGAAGGTGGAGAAGAGAGGAGATAACAGCTTTATCmCAAAATAGAGAATTGAGAGATGGTACCAAAAG 

>ncrb6624.seq 

GGAA mGTC CGAGTGGAGAGAGCGAGCTGAGTGGnGTGTGGTCGCGTCTCGGAAACCGGTAGCGCnGCAGGATGGCTGACCAACTGACTGAAGAGGAGATrGCAGAATTCAA^ 

GAAGCTTmCACTATTTGACAAAGATGGTGATGGAACTATAACAACAAAGGAAnGGGAACTGTAATGAGATCTCnGGGGAG^^ 

TGAAGTAGATGCTGATGGTAATGGCAGAATTGACTTCCCTGAATTTCTGACAATGATGGCAAGAAAAATGAAAGAGAGAGACAGTGAAGAAGAAA 
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ATMGGATGGCMTGGCTATAmGTGCTGCAGMCnCGCCATGTGATGACAMCCTTGGAGAGMGnAACAGATGAM 
GTGAT 

>ncrb6626.seq 

GGAAACNGAGCnAAAAnGTAACCTACCAAGTTACnACATGCnATAAAAGTAAAGGAGAATAACTGGCCGGGCAC^^ 

AGGCAGGAGGATCACnGAGCCTATGAGnCAAGACCAGCCTAGGCNATGTAGGGACACCTNAmCTAmATTnAAA^ 

AAATAAGCTTACCTTGGATTCnGGCnAGA 

>ncrb6628.seq 

TCCCTCCCAACCTGGCTCCCTCCCACCCAACCAACTTTCGCGCCAACCGGGAAACAGACAAGCAACCC^ 
TnGGAAAATATTTTmCCmGCATTCATCTCTCAAACTTAGTTm 

>ncrb6632.seq 

GGCGGCGGGGCGAGnGGACTGTGAAGAAAnGGCGGCCGCGACGnGACTTGGAAATTGTAGTCCCTGGTGnCGGCAGGACCTCCACCTTCGCCCTCACCATCATCGTGGGGG^ 

CATGTTCnCGAGCGCGCCTTCGATCAAGGCGCGGACGCTATCTACGACCACATCAACGAGGGGAAGCTGTGGAAACACATCAAGCACAAGTATGAGAACAAGTAGTO 

CCCCCATGCAGGCGAGAAGGACCAGGTCCACCCAGCAGCTGTTTGCCCAGAGCTGGAGCCTCAGCTTGAAGATGA 

>ncrb6635.seq 

TACAGCCAGAAGAGATATGAGNAAATTGTTAAGGAAGTCAGCACTTACAnAAGAAAATTGGCTACAACCCCGACACAGTAGCAnTGTGCCAATnCTG 

GCTGGAGCCAAGTGCTAACATGCCnGGTTCAAGGGATGGAAAGTCACCCGTAAGGATGGCAATGCCAGTGGAACCACGCTGCTTGAGGCTCTGGACTGCATCCTACCACCAACTC 
TCCAACTGACAAGCCCTTGCGCCTG 

>ncrb6636.seq 

ATNCACCGTrGTTAnGmACAGACCAnTAmAATAmCCTCTGmATTCCTCCTCTCCCTCCCATTGCATGGCTCACACCTGTAAAAGAAAAM 
TAAGA ATTCA AAACTAGTGTAnCACnACCCTAGnCAmTAAAAAATATCTAGGCATTGTGGATATAAAACTGTTGGGTATTCTACAAC^^ 
QCCTCTTmGTGACAGAAGTACAATCTAAAAGTTATAnGGAAAACATGGAAATATTAAAAnnACACm 
A^AATATAATGGCAATAGGTAGAGATACAACAAATGAATATAACACTATAAC 

>jrSb6637.seq 

Tii^TGGCAACAnAAAGmTANAAAATCATGCinGmGAAAAAGAATTACAGCTnGCAATATAACTAATTGm 
TWrAATGAACTOTnGTATmCCCAATCATmCTCTAGTGTAATGm 

>ncfb6639.seq 

AaItanatgaccccttcagatcatctgtgcctacctcctgccnatcaggcgtctacactgtcactcagacacctgnggcactgtggaggagactgccgtgtc^^ 
gf4aaactgtctcctgcaacnctgctgggcactgtgggcctgnctgtgttcaangcaagaacaattm 

>ncrb6640.seq 

G!flJATCCCTCmGATGCmGTTGGAACANNTGGCCTGCTGATAGCATGTGCTCATTTTGGTGCATATGTGW^ 
TlSTAGGAAAAACCAGAAGTGGAGAGGACCAGATGAAAACAmGGGCCAATCnCGTCAATATGGTnAGAGA^ 
(^AGGAAGGGCACATATmGATGCAATCATTACTGATCCTCCATATGGTATCAGGAGAATCTACAAGAAG^ 

>flfc6641.seq 

GilCACCAAGACCTCACGCCTCCCCATCATTGNNnGCACCCATGGACATAGGAGGGCCCGAGCAGGAAnCGGTGTGGACATAGGGCTGGTCTGCTTCT^^^ 
Aa^CAACACAATCCGnGCAAACCCAAAGGACCCAAGTACmCCAATCTCAGTCACTCTAGGACTCTGCACTGAATC 
ASITCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGTTCU 
;^I©AAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTC^ 

>ncrt)6644.seq 

TACATCTTGGGCGGCCAGAAAAACCAGAGTGACTGAACAGTGTCCCTGAGGAGTAACGCGTGTATTGTGGAATACTGGATGTAnGCAGAATCCCTO 
TGCTGTCCCTGCGTCTACAGAATCCTTCTGACTTCCTTGCTCACCTGAAATGTGTCTCCTCCTCCAAGAnCACTTCAAATCCCCTCC^^ 
GCCACCCCTCCCTCAGCCTGCCTGAGCTACTGCCACAGAGAACTCACACATGTGCCTGGCAAGAGATCCAACCTGAAnGGAGGGTCTGCGCTAGGGGACAC^^^^ 
TGTCCAGGGAACAGGATTACCCAAAGAACATTTAAATAACAATCCCACT 

>ncrb6647.seq 

AAAATGCAGATmCGTGAAAACCCTOCGGGGAAGACCATCACCCTCGAGGTTGAACCCTCGGATACGATAGAAAATGTAAAGGCCAAGATC 

ATCAGCAGAGACTGATCTnGCTGGCAAGCAGCTGGAAGATGGACGTACmGTCTGACTACAATATTCAAAAGGAGTCTACTCTTCATCTTGTC^ 

AAAAGGAAGAAGAAGTCnACACCACTCCCAAGAAGAATAAGCACAAGAGAAAGAGGGTTAAGCTGGCTGTCCTGAAATAnATAAGGTG 

>ncrb6648.seq 

AANTTNCCAGCTGATACAATTCACATGCmNTNCTTCTGCTGTTGGAGAATATGTAACATGAAGGAAAACTTCCTATGAAGAGAGAATAACm 

AACAAAAAAmTGGACCAAmTACTTATGAGTATCAATATAAAAGTCCTCAATAAGATATTAGGGATCAGGAAnAAATACTACATTAAGA^ 

GGnACAAGGGTAGTCCATGACTGGGCAACCTATTAATGCAAnCACTAAAnAATAGCTACAAGGAGAAAAAAGOAmACnCCnCCACAGAAGC 

ATACTCATTCCTCATAAAAACAnGAATAAGATAGGAATTGATGGGTGCCTCmAACACAAAAAAATATATATATATCTCCATTCTAGAGACAGTAT^ 

GTAAGTC 

>ncrb6650.seq 

TATGGCCGGGTGGNGCCNTAGNATATAGTACCGCAAGGGAAAGNTGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTGTGC^^^ 
ACmGCAAGGAGAGCCAAAGCTAAGAGCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTA^^ 
ACAAACCTACCGAGCGTGGTGATAGCTGGnGTCGAAGATAGAATCnAGTTCAACTTTAAATTTGGCCAGAGAACGGTGTAAATCCCCTTGTAM 
CAGCTCmGGACACTAGGAAAAAACGTTGTAGAGAGAGTAAAAAAmAACAGCGATAGTAGGGCTAAAAGCAGCCACCAAnAA 

>ncrb6653.seq 

ACAATTCTAnGATATATAANTNTGTCATAAGGATGTmGTGAGTGNAAAAnCTAAnTGTAATGCATATCAAGTGAAAAGGCTGAGn^^ 
ATGATAATGTAAAAGAAATATmCACACATGTAGCTCAAATGAGAnCTTAGTTACATGTTTC I M 1 1 Ui CT 
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>ncrb6654.seq 

AGNMGGGAMGACAGAGAGTGANCAAAAMGAGGAGTCAGGTCGCTCCTGGGGMGGGAGAGAGTGAGACTGGGAGAMGAG^ 
G 

>ncrb6655.seq 

TGCCGGTGGAGnCAAGNGCCCNGACGGCGAGGTCATGAAGAAGAACATGATGnCATCAAGACCTGTGCCTGCCA™ 
ACTACAGGAAGATGTACGGAGACATGGCATGAAGCCAGAGAGTGAGAGACAnAACTCAnAGACTGGAACnGAACTGAnCACA^^^^ 
CAAGTOmAAATCTGTTmCTAACTGGGGGAAAAGAnCCCACCCAATTCAAAACATTGTGCCATGTCAAACAAAT^^ 
nGACAGTGGAACTACATTAGTACACAGCACCAGAATGTATATTAAGGTG 

>ncrb6656.seq 

CAACCnGAGTCCCCTCTGCCTGAAGCTAGCTCAGCTCCACCGGGGCCAACCCnOGGACACTGCCTGAAGTAGAGACAATAAGGGCATGCTCCATGCCCC^ 
CCCCAGGACCCGACAGCCTGAGCCAGAmCTACTGTGTCAAGTGGATCCCTTGGAAAGGAGAACAGACACCCATCATCACCCAGAGCACTAACGGCCCTTGCCCT 
CATGAACATCCTCmCTTCAGTGGAAGGTAAGAGAACATGCAGTTAGGGGTGCAAAAAATATCAGGGAGTACTCnCCCTGACT^^ 
CAAAACTnTCAGAnGnCTCCCTAnTCTCCAGCnGAGCAAATGAGATAAGATGn 

>ncrb6659.seq 

TGAGACGATCGTGAAnCANGNCCGATAAGCCnGAAGGACTTGCCATAGACCACATCCGGAGAAGAATGTACTGGACGGACAGTGTCCTGGATAAGAU 

TGGCTCTGAGCGCAAGGTCCTCTTCTACACAGATCTGGTGAATGCCCGTGCCATCGCTGGGGATCCAATCGGAGGCAACTTGTACTGGACAGACTGGAAT^^ 

GAAACGTCATCmAGGTGGAGAAAACAGAAGAATTCTGATCAATACAGACAnGGATTGCGCAATGGCnAACCm 

CAAAAAACTG 

>ncrb6661.seq 

AATGGAGACAGACATCAGTGCTGATAAAAAAAAAAANGGNCCnAAGAAACTATmCTCTGNAATCTCTAATAAAATATGGAATTCCATN™ 
TJTnCTGCCTTGNGAAAACAAACAGTrAAAACAAGCCTCAAATGTNmTAGGGCGNCCCACTGGCCATAGGTNCAAnCAGnGTNGGCTO 
CMGGCTGTNTmTATGAGTTTATI 1 1 1 1 1 lAAAACGCTGCATATATATGAT 

>r^b6663.seq 

Al^GCTATAGCCTAAGCGGCTGTTCAGTGCTTnCATTAGCAGnGCTCACATGTCmGGGTGGGGGGGAGAAGAAGAATTGGCCA 

d#GTGTGTTCACCTTCAAAATGnCTArrTAACAACTGGGTCATGTGCATGTGGTGTAGGAAG l 1 1 1 II CTACCATAAGTGACACCAATAAATGTTTGTTATTTACACT 

II \ 

>flCEb6670.seq 

GAfCTCACAGGCTGAGAACTCGnCACGTCCAAGCAmCATGAAAAAGCTGCTTCnAnAATCATACAAACTCTCACCATGATGTGAAG^ 
ApACTTAGT 

>ricrb6671.seq 

Gi^GGCGCAAACGAGAAAAACCCACTAGGAGAAAAAnAGAGCTnAAAAACATCTCGACAGGGTGGGGTGGCTCACACCTGTAA^ 

TfcaCCTGAGGTCAAGGGmGAAACCAACCTGGACAACATGGTGAAACCACCGTCTCnCTAAAAATACAAAATGAGCTAGATGTGGTO^ 

AIMCTGAGGCAGGAGAATCAAnGAACCTGGGAGGCAAAGGnCCAATAAGCCGAGATCACACCACTGCACTCCAGCCTGGGATACAAGAGTGAA^ 

>nlffb6672.seq 

CipGnAAGGATGTCTCTAGGNNACTCTAACnCCCTGGCTAnGTnGAAACTGTOTGACCncnGCTOTCAGCnGCTC 
Tp^GTGAAGGAAACTCAAGATTCTCCmAmCTGTGCnGTGGGAATCCCCCTGGCACACCCCAAAGAGGGGTCCCTGCTCCGTC^^^ 
C|tCATACAmGCCATGnGTTTCATCATCTGCCTAAmACTGTCTCTACTAAAAATACAAAA^ 
AMJ^GAAGAAGTAnGnCATCCAAGAAGGGTTmGTGACTGAATCAGCAGTGCCTGCCCU^^ 

>ncrb6675.seq 

GTAGAACACAACTAAAAACTCATGNCTTTmCACAGAATAATGTGCCAGTTTmGT^^ 

GAGGAGAAGnCCAGAACCATCCCCTmTCCATTmATATAAmATAAAGAAAGATTAAAGCCATGnGACTAm^ 

CCAGGAGAGAATGAAGCAAAACAGGAAmGGTTnCTmGATGTCCAGnACACCATCCAnCTGTOAnnG^ 

CTCAGGAAGAATATAATGAACTGTACAG™CTTTGACCTAnAAAAAGGTGnACCA 

>ncrb6676.seq 

AGGAAATmATCATAGNATATGCCCGATCAATCTCATGTCGTTTAAATTAAAAGTTTGTAGTGCACAGGCAAAAAGCATAGAGGCGAT^ 
TACCTATmAGCAATAACATTCTTCTTATTAGmGTTCCAAGTGAAAATGACATAACNGAATACTnCCCTGCTAGTCTC 

AGTATTCTGCAATGmGCGTAGGGCAnGCTTGCATTCCCATCAGCATCTCTGGTCTGCTGCACTGTAATCCCTATAGGGACAGCCTCTGGCTnTAnACTGACAAGC 
TGCAGCCATAGGCACCATAATAGGAAACACCnGGCCTGTCATAAACAGGTCTGGAGAGTAGAAAGTACAGGCCTGCTG 

>ncrb6679.seq 

AGCnGCTCCTGGTGGGCATGTNNGACGinCTGCAmGGACTGAAAGTGCmCCGGAAGnAGATGAATTGTACGGCACTTGGCGTAAAGCCGCnCCCTCAAGAGTA^ 

TCTTCCCATGCACAAGATGATTAATACAGATCTAGCAGAATCTTGAAAAGCCCAGAGATNCAAAGAGCCCnCGAGCACCACGCAAGAAGATCCATCGCAGAGTCCTAAAGA^ 

CACTGAAAAACTTGAGAATCATGTTGAAGCTAAACCCATATGCAAAGACCATGCGCCGGAACACGATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATM 

CAGCAGCGGGCNCTACAAGCCAAATCAGATGANAAGGCGGCGGnGCAGGCAAGAAGCCTGTGGTAGGTAAGAAAGGAAAGAAGGCTGCTGTNGGNGnM 

CTCTGG 

>ncrb6680.seq 

GGACTnGTTATAAnCNTTGTGGTAAGAATGATTGAAATGCAGATTTAACAATCmTAATCTAnGAATGCCAnmGATAAAGCACT^ 

GGCAGTAAGGGTGAAAACAnGTACATGTTGTGAAGAAAGTAnTAAATCCAACTTnGAACAGAnTAACAAACATGAGGAACTT^ 

TATTCATCnAATTGTTTmCAAATnAAGGGAATAAnTATACCATCmTCAGACAAGAATGTACAGCAAAAATAAGGGGM 

TGCCmCCAAGCTTGCCAGTCmTTGGCTTTGAAGACTGCGCATCAGGTAGAGTGAmCTGnCGCGAACCGACAACTATCTmAAGAAG 

GACTTTG 



>ncrb6682.seq 
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TMCTGAGAGCACnCTGGTCCCANGTATnCAGATCAGGGGTACTCMCCTGTATMCMnmGATACCTAGTACnAGTGM 
CGTGCAGGGAGAAATGGACAGACnGCCATCATAATGGAAGGCTGCAGTACACnCnAAnGnGGCATATGAAATAAGTAGC^^ 
AnAACAGACmAATGAATTGATGTATATAAAACACTGGAACCAACAGTnGAAAATACCAGTmCT^^ 
GTGAGTCTCAGCAAATGTCAATGACTCAGTGTCATAGAGACCACI 1 1 1 1 1 1 i 1 1 ING 

>ncrb6683.seq 

CACATCTGTAATCCCAGCACTTCGGGAGGCTGAGGCGGGTGTAnACCTGAAGTCAGGAGnCGAGAACTGCCTGGCC^^ 

GGCCAGGCATGGTGGGGCGTGGCTGTTGTCTCAGCTACTCGGGAGGCTGAGGCGGGAGAATTGCnGAACCTGGGAGTCAGAGGnGC^^^ 

TAGCCTGGGGGACAGAGTGAGAGTCCATCTCAAAAAC 

>ncrb6685.seq 

TGACAnCAGCCGGCGGnCGGGGCGACGGACTCTCCATTCCAGAACCATGGCCCAAmGTCCGTAACCnGTGGAGAAGACCCCGGCGCTGGTGAACGCTGCTC 
AAGCGTGGAnGGCGACATTTTGGTACTACGGGAAGGnGAGGTGGnCGTCCCACCCCTGCTGAGATGCGTAGAGCTAnCAGAGGCTGAAAAAAATAGTCAATAGTG 
GTAGCnCAAACAGCTCACAGTTAAGGAAGCTGTGCTGAATGGmGGTGGCGACCTGAGGTGnGATGTGGTmACGTCGGAGAGAnATAGGCAAGCGGGGCATCATTGGCTA^ 
ATGTTTGAAGACCAATCTTTAACATCTGATTATATTTGAnTAT 

>ncrb6686.seq 

GCGGTTGATGGCCTAAGACTNCAAGGGCTGGAGGCGGTGTATGCCGCTGnCTTGCTGTCGCTCCCGACACCTCCGTCCGCTTCTGGTCATGAGAGGAGACAGAGGCCTGAAGCAA 

AGACATGTGGGTCAGAGAAAAAGTATnAAGGGCCATGCAAGCCAATCGTAGCCAACTGCACAGTCCTCCAGGAACTGGAAGCAGTGAGGATGCCTCAACCCCTCA 

CAAGATTGACAGGAGAGGGTTCnGCCCTCAnCTGGAGATGnCATATGCAGATAAAGTGCATAGCTAAAGAATGTGGAGAAAATGCAAGCTGCAGAAATATAAGGTC 

AGCTGTGCCCATGGATGTGTACACAGTCGCnACGGGGTCACTCCCACAGTGAAGCAAGGCTGACTGATGATACTGCCGCAGAATCTGGAGATCATG 

TTGCGCTATCTCTTCAAGNGGCTGC 

>ncrb6688.seq 

CTGTGGTAACAAAACATTAACCNNAAGATmCTGTCCAGAAGCCTCCCCGACCCCCCAAGCTAmGCTCACATTAACAAATTAAAGTGCCT^ 

APTAAAAACCCTGnGTAnGATTTTmATAATAAGGCTTTTTAGCTCTGTGTAAAAAATATATATACAAGTGTATGATG 

itfACCAATGTAGCCATTGCTTTAAAATGTACCGTGTAAATATAAACACATCCTATC 

>f&)6689.seq 

T^I^CGCTAAATCCAAGGnGAAAANAAAAAGAAGGAGAAGGTTCTCGGAACTGnACAAAACCAGTTGGTGGTGACAAGAACGGCGGTACC 

ASTATOTCCTACTGAAGATGTGCCTCGAAAGGTGnGAGCCACGGCAAAAAACCCTTCAGTCAGCACGTGAGAAAAGTGCGAGCCAGCATTACC 

TC^GTGGACGCCAGAGGGGCAAGAGGGTGGnTTCCTGAAGCAGCTGGCTAGTGGGnATTACnGTGAGTGGACGTGTGGTGGTCAATCGAGTTGGTCT^^ 

MirrGTCATTGCCACTnCAACCAAATCGATATCAGCAATGTAAAAATCCCAAAACATCnACTGATGCnACTO 

AllTTCGACACAGAAAAAGAGAAATATG 

>ticib6691.seq 

CtCAAGNAAAATGGTACAAAACNCAACCGAGGAGCGTATACAGnGAAAACAmiTGTmGATTGGAAGGCAGAnAmTATA™ 
AtGAATCTTCCAAAGNGGAnATATTAAGCAGGTAnAGAmAGGAAAACCTTNCCAmcnAAAGTAmTCAAGTGTCAAG^^ 
GtlGTTGmTTGCmGTTTCCmmAGAAAGTTCTAGAAAATAGGAAAAGGAAAAATTTCATTGAGATGAG 
TlfpAGGAAAAGAAAGnGTTGAGCCnGGTTGTTCCGTTTTGCGCTnGTCTC^ 

:4iyb6693.seq 

^'GAAGAAGCTAAAACCTCCAGGAGGAGGGAGGGTAGGAGATAGAGnATAGAAAAAATAATATOGATGTOGAmGTAm^ 
A^TATGAGCTATTTACTATATAAACCCCG 

>hilb6694.seq 

GACTATGGTAATCAGTAGACAATGNCCTGTGTATATTAAATCATGTOTATACCnGAACATACACTATT^ 
>ncrb6695.seq 

CTGGTGGAGTCAAATAATNGCATCNACATAGTAnGACATTmGAGGAGATGTAATTATTACTGGTATGAACACA^^ 
TGAGGAGGTAAAGGAAmCTAGGAAnGAAmCCATTGAGmCTGGnAnGGACAAAGATGACAAGAGAGTCAGTC^^ 

GAAGGAGAAAGAGTGACAAGAAAATCAGCAGAAGATCACAACAAGACTGGCTCCAGAAGGATGGTAGATGACTGCAACATGGCACGGGAGTAGAGTGCAA 
GAACAGGGCATTTTTAGGGATGTGGAAGAAC 

>ncrb6696.seq 

GNCTAnAACATCACGGAGCTGACNCTGCCGCAGCTAGAAATGCTCAAGAACCAGCTGGACCAGGAAGTGGAGTTCTTGCCGACGTCCAnGCTCAGCTCAAAGTGGT^^^ 
GTATGTGGAAGGCAAGGACTGTCTGAACGTGCTGAACAAGAGCAACGAGGGGAAAGAATTACTCGTCCCACTGACGAGnCTATGTATGTCGCTGGGAAGGTGCATGATGTGGAACA 
CGTGGTGATCGATGTGGGAACTGGGTAGTATGTAAGAGAAGACAGCTGAGGATGCCAAGGACTTCTTCAAGAGGAAGATAGATTTTCTAACCAAGGAGATGGAGAAM 
TGTTGAGGAGAAGGACGCGATGAAACAGGCGGTCATGGAAATGATGAGTCAGAAGATTCAGCAGCTCACAGGCGTGGGGGGAGGTGA 

>ncrb6697.seq 

CAAGCGNCCACGACAAGNAAACCAGGGGAAAGATNTATTAAGAGGCATGCTAAAAATAATTGAGGTTnCATGATTGAGGACGTGCTm 
TACCCCAGATAAGAGCTAAAACCACCTAATGCTCTTATGGCACAGCTGTGTATAGATnAGnGTCnTATACnCAmCTAGGCCAGnGGGTm 
TTCTCnGATAATCTTGCTCTGAGATGGGGAACAGAACACACAAGTATGAAGmCmCAGGTGTAAATAATGAAAAATAAATGCCTCATA^^ 
TTATAATTCATTATGAGTTAACCATTTTAATGTTTGCAATTAAACCTCATAGTAC 

>ncrb6698.seq 

TATGTCTCGCTCCGTGGCC™GCNGTGCTCGCGCTACTCTCTCTnCTGGCCTGGAGGCTATCCAGCGTACTCCAAAGATTCAGGmACTCACGTCATCCAGCAGAGAAT^ 
TCAAAmCCTGAATTGCTATGTGTGTGGGnTCATCCATCCGACATTGAAGTTGACTNACTGAAGAATGGAGAGAGAAnGAAAAAGTGGAGCATTGAGACn 
GTGGTCTnCTATCTCnGTACTACACTGAAnCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACnTGTCACAGCCCAAGATAGnAAGTGGGATCGA^^ 
TGTAAGCAGCATCATGGAGGmGAAGATGCCGGATnGGATTGGATGAATTGCAAATTCTGCnGCTTGGmTTAATATTGATATGGTTATAG 



>ncrb6699.seq 
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TGnCCCMCACACCmGAGACCCMTCAGCMTCTGTGGTTMTAGnCTmTCAGMCT^ 

GnCATGATATGAAACCTCTGGAnCACCAGGAAGAAGAAAAAGAGATACAAATGCACCAGAAAGTmAAAGATACA 

TTTGGCTCCTCGCTCGGCAGCTGTACCTCnAnAACCCAGCTGGACTTGGACCTGGTG 

>ncrb6700.seq 

CTATGTACCnAATACmGmAGGATGAGGAGTCmGTGTCCCTGTACAGTAGTCTGACGTATnCCCCTTCT^^ 
TTTnGTAATATACTCTAAACCTGTTAnTCTGTGCTAATAAACGAGATGCAGAACCCnG 

>ncrb6701.seq 

CAGCTnCGGGGGAGAGGGTAGGCTGGAGCATnAnACATATTnACTGmAATGTCnAACCGTGGGCCTmAATTTGTA^ 
ACCTATTTACCTTGGAAGTmAAAAGACAGTCCACTTTnAGCATGTGTGTTGTGTC^ 

>ncrt)6703.seq 

AAGAGATCCmCCCATnATTCCGGGAAGATGTTmCAAACTCAGAGACAAGGACmGGTTmGTAAGACAAA^^ 
TGC 

>ncrb6704.seq 

GAAGTCAGTAAATGAACTAATCTACAAGCGTGGTTATGGCAAAATCAATAAGAAGCGAAnGCmGACAGATAACGCmGATTGCT^ 
GGAGGAmGAnCATGAGATCTATACTGTTGGAAAACGCTTCAAAGAGGCAAATAACnCCTGTGGCCCTTCAAATTGTCn 
nGTAGAAGGTGGAGATGCTGGCAACAGGGAGGACCAGATCAACAGGCTTAnAGAAGAATGAACTAAGGTGTCTAGCATGATTATm 
GGTCTCAAATTG 

>ncrb6708.seq 

CTACCCAAGTTGCCTTCATGCGCCTGCTGGCGAACTATGCCTCTCAGAACATCAGCTACCACTGCAAGAAGAGCATTGCATACATGGATGAGGAGACTG 

TGAnCTACAGGGCTCTAATGATGTTGAACnGTTGCTGAGGGCAACAGCAGGTTCACTTACACTGTTCTTGTAGATGGCTGCTCTAAAAAGACAAAT^^^ 

GAATACAAAAGAAATAAGCCATCACGCCTGCCCTTCCnGATAnGCACCmGGACATCGGTGGTGCTGACCAGGAAncmGTGGACATTGGCCCAG 

d^AATCTAAATTAAAAAAGAAAGAAATnGAAAAAACmCTCmGCCAmCTTCTTCnCT^^ 

dfeCAAAAGAGAAAAAG 

>ilGrb6714.seq 

6#AAATmAGGAGTTTGGGACCCAGTGGCCAGACTGAAAnCAGTGCATGTAGGGCAGTTGCCAATAAAGTCACCCT^ 
(IffTAGCTnAAGGAAnGAGACTGGTATCATCGGGGCAGTGTCTGATGGACCTAGnNAGGGAAGnCATGGGCGAGTGTCmGCM 
G^^CATATGGAGACGnCACnTAAGGACGGGTmGAAAGGGGAGGTAnGGTGGAACnACCAACmGTOTGTAGCCTAG™^^ 
GQlAGGAGnACCTCTGAATCTTCTATATAGGA 

>iyb6715.seq 

Q^AATGGGCmAnAAAAACTGANTGACTCTATATAGCTGATGAGTTT^ 
a|4AG™CATGTTTGCACCTTTCTAGTTGAAAATAAAGTGTATAI 1 1 1 1 IGTNT 

>^6716.seq 

T^iCCAACCnCAGGCCACTCAGCCTACAGTTGGGATGAAmCAAAACGCCTCGGGGACCTGmGAATT^ 
>itHb6717.seq 

TmNCCCCTCAATATGCATAGGAAAAGCATnNnAAAAATCCAACATCCTmATGATNAAAATCCTCAA^^ 
/JteCATCTATGAAAAACATCATACTTAATGGTGAAATACTGAATGnCTCCCCATAAGATCAAGAACAAGAC^ 
dMAGTTGGATAAGAAAAAGAAATAACAGTCATCCAGATTGGAAAGGAAAAAGTAAATGCTAnCACAGATGATATM 
GCTAAGAACAAATTCAGTAAAGTTGTGAGGTACAAGATCAATATACATAGGnAATTGTAnTCTATACAC^^ 

>ncrb6718.seq 

GTAAACAGTmCTTmCTNNGTAAATCCnAATAAAGGTAACTTCAATACAmGGAAACCAGGCAG^ 
TAAAAAATAGACATAAATTmCACAGnCTGGTAGCTAGGAAGTCCAAGATCAGGGTGCTGGCCAATTCACTOTT^ 

nGTGTCCTCACGTGGNGGAGACTnCTCTTCCTCGTCTOTAAAGCCACTAATTCmCTCTAAAGGCnCACTAACCmATOGCCATCTCACCTO^ 
CTCCTnCAACATATGGATTTCAACATACGGATTCTGGAAGAACACAATGACGTCTATAGAAGCAGGATACAACATTTAAATACAGGG 

>ncrb6720.seq 

GTGAAGATCATGGGGAAGATCTTNNACCAAGGGGAGGACTTCCCAGCATCAGAGATGACACGGATCGCCAGGGTGATTGAGAAGAACAAGATGAGTGACGGGAAGAAGGAGGAGC 
CCAGAAGAGCnAAACATCCTGACTGCCTTCCAGAAGAAGGGGGGCGAGAAAGAGGAGCTGTAAAAAGGGTGTCTGTGATTnCCAGGGTnGGTGGGGGTAGGGAGGGGAG 
AACCTGCTGGCTGTGAGTCCCTTGTGGAATATAAGGGGGTAGTGGGAAAAGTGGTAGTAACGCACGATTCTGAGCCCTGAGTATGCCTGGACAnGATGCTAACATGAC^^^^ 
GATGTCTCTAGCTGGTCTGGGGATAGCTGGAGCACTTACTCAGGTGGCTGGTGAAATGACACCTCAGAAGGAATGAGTGCTATAGAGA 

>ncrb6721.seq 

CACGTGAGACCACAGTGAAAAGATGGCTGTCTGCAAGCCAGAAAGAAAGCCCTTACCAGAAACCAAATCAGCTGGCACCnGATCnGGACmCCA^ 
AAATTCCTGTGGTTTAAAC 

>ncrb6723.seq 

AAATCATAAAAAAGAGTGTCTCAGACGACAGTGCAATCAAAnAGAACTCAAGAnAAGAAACTCACTCAAAAAATCACACAACTACATAGAAACT^ 

CTGTGTAAATAACAAAAnAAGGCAGAAATAAATAATTTCmGAAACCAATGAGAACAAACACACAATGTACCAGAATCTCTGGGACACAG^^ 

AGCACTAAATGCCCACTGGAGAAAGCA 

>ncrb6724.seq 

ATGTTAnGCGAGCATTGCAGTAAGmTTTGTGTATGTACTTAGCTGTACTATAAGTAGnGGmGTATGAGATGGnAAAM II 1 1 II i ICCTTTTTT 

GTCTATGAAGTTGCTGITTAI 1 1 1 1 1 IGGCGTGmGATGTATGTGTGAAAGAATGnGTGCAACAATAAACAGGAATTnATnTGCTGAGTTGTT 



>ncrb6726.seq 
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TATATAMTGAGTATAGTTAGTGCNCGTGGTMTGCCTGnTTCATCTGTAMTAGTTMGTATGTAC^^ 

TCTTAAAGCATTCAGTmGCTnCAATTnATGTACCTOGTTCTGAGTOGACCTGCAG^^ 

ATATTGTAnATGTAAATAATAAAAGCCATGTGCAGAGGG 

>ncrt36727.seq 

TCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCMCTGCTCCTGCTCGCCTGn^ 

CCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGACGTCAGAC^ 
AGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTG 

>ncrb6729.sec| 

TACATATCTAGTAGGAGTCCCAGNGAGAGAmTAAAAGAGAGAGTATATGCAAAAGTAAATAACTAGAAATTT^ 
GAGACCACTGCNGGGGNTACACA 

>ncrb6730.seq 

CmGAAGAACnCTGAAGGNGTCTCGGAACCCnCAGGGTCTACAGACTACACTTGCAAAAnGCTAGAnATGCTTCATGCTG^^^ 
TAGTTTCTATGAG 

>ncrb6732.seq 

CAGNTACCTOTTTCNAAATGmGGAAACAGTATAATTTGACAAAGAAAAATGATACTTCTCI 1 1 III I GCTGTTCCACCAAATACAATTCAAATGCTTTTGTTCTA I i 1 1 1 1 lACCAAHC 
CAATTTCAAAATGTCTCAATGGTGCTATAATAAATAAACTTCAACACTC 

>ncrb6733,seq 

GNGTCCIWW\GTATCACnATATGCAGTGCTTATACATGTAAGTGCAnACmGCTGAAATATCnCT^ 

>ncrb6735.seq 

GCIGAGGGGGCAGGCGGAGCTTGNGGAAACCGCAGATAAGmTTnCTCmGAAAGATAGAGATTAATACAACTACnAAAAAATA^ 
Tft&\GTnnAACGTAATTnAATAGCTTAAGATTnAAGAGAAAATATGAAGACn^ 

(©TCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAAT^ 
>{Sb6736.seq 

fi^GCGGGGGCACCACTCCGCTGAAGAGCTCAGGAATTGAATNTGGGGCmCCAGGGAATGMGAAGCTCTCC^^^^ 
0flTTCCTGGTTGCG™CGGAATTACATCTTGATGGCAACAAAATCAGCAGAGTTGATGCAGCTAGCCTGAAAGGA 
TGTK5CTGnGACAATGGCTCTCTGGCCAACACGCCTCATCTGAGGGAGCTTCACnGGACAACAACA^ 
QTSTAGCnCATAACAAGAATATCTCTGTAGTTG 

>yp36737.seq 

CJTCTGCCCACCTGGACACAACACCAAAAAGGCTTCnAnCGGGTGTGAGTCTTnCAGCAACCCGGTCCAGTACTGGGA 
T&GCCAnCAACTCGGAAACTATAAGTAAnCTCAAGAAAGGCCTCATTmATAACCTGGCAAA^ 
dSCAATGTGGATGTmACCCACATGACmmTGCATAAAGCCAAAmCCAGmAAGTAAnGCCTACAATAAA^ 
TfpnGATGTTAACTGAGCTACTAGAGATAnCTTA 

>fM)6739.seq 

TiiiCGTGAAAACTACGGCTANCAGGCAAAATGGGAAAGGAAAAGACTCATATCAACATTGTCGTCATTGGACACGTAGATO 

TGSGGNGGCATCGACAAAAGAACCAnGAAAAATnGAGAAGGAGGCTGCTGAGATGGGAAAGGGCTCCnCAAGTATGCCTGGGTC^ 

dtfATCACCAnGATATCTCCnGNGGAAAmGAGACCAGCAAGTACTATGTGACTATCAnGATGCCGCAGGACACAGAGAC 

TilflsCTG 

>ncrt)6740.seq 

TCAGCACGACTTGATTnCTCCCnCAACAAACAGAATGTGTCCTTAAACCGGTTGAATCTTCAGATATGAAA^ 

CmGACAAACnAAGAAGGAACCTGATGCmAACmGCTGGCCCCAGCCGCTGGAGACACAATCATATCmAGAmTGGCAGCA^ 

AGGAAGTACCATrATATAATGATGTAATGCTCCCCTCACCCAACG 

>ncrb6741.seq 

GAAGGCCCTGAGGCAGCCAGCGCAGGGGCTTNTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTTTTCTCmGAAAGATAG 
AATATAGTCAATAGGmCTAAGATATTGCTTAGCGTTAAGTnTTAACGTAATmAATAGCmAGAmTAAGAGAAM 
AAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAA^ 
CAATGCTTTTAGATTAAAATGAAGGNGACTTAAAC 

>ncrb6742.seq 

TCTGAGGAACCAAAAANAAGCCGNTACCACGATTNCTGAAGAGCTGGNNTAGGAAGNNCATTTCnCCmTGAGGGACATGTGCNTAAAACAAGAACAAG 
AnGTACTGNGGGCTCAAGAAACCGGGAGAGAACCCGCACCGTGGACAGGGGCGTNTAGGGCGACAGGGAAAAGGGAACGNTNGCAGGGCATTTT 

>ncrb6743.seq 

AGNCGNGCCACnGCTAGCCCAAANAAGGAGGTTNTGGTTAATCTGTTTCACCTGGmGTCCTAAGGCCATAGTTAAAAAGTACCAGCTCTGGCTGGGGTCCGTC 
GGCAGCCAAATCTTGCCTGTGCTGGGCATACAACCCTCTGCTnCACATCTCTGAGCTATATCCTCAnAGTGAAGGTGGCTmGCmATAGmGGCTGGG^^ 
CCCAmCAAAAGGTAATGnGCGTGGGGCnAACCCACCTGCCCnTGGGCAAGGTTGGGACAAAGCCATCTGGGCAGTCAGGGGCAAGGACTGnGGAGGAGAGnAGC 
ATAGGCTCTGCCCAGATGCCATGACATCCCTGATACTGTGTATGCTnGAAGGACCTTCCCTGAGAAGGGAAGAGGGGATCmGGACTAGGTTGTTGGCTCC 

>ncrb6744.seq 

GACATTTGGAGAAGAAAGTTNNCACACTAACCCAGATAATAGTTTTTATGCCTGGAAI 1 1 II IGCAGmGAmGTATAGGTATGACCTGTTGAAATGTTAATTTnAATAAAAlTTGTAA 
CACnAAAAATTTCTCAGTTTGGGTI 1 1 1 1 II II lAAGNGGAAGTTTAATTAAATGTTTAGlTTTATTTTA 



>ncrb6745.seq 

AMCATGGTCTCAnGCTCTGAGMraTmCGCGTATGMCTGGTAGTnATAnATATAGGGNGGMmMTGGTAN 
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>ncrb6746.seq 

CAGMGGGGATAMGCTMTACACNAGTAMGAMGGTMCTMGTAGAGAMGGTAAATTCnCCCnnAAM 

ATGTmCCATAGnGnAATAmAGTACCGAAATAACAGAACACnATGATATOTGGNCATTGTAAnCATG^ 

TTAAATCACATATTAAGAAAATAATATTGCTATAATTmAGTCCCTCCTTTGAGTTCm 

TAGH 

>ncrb6748.seq 

TGAGGCAGGAGAATCACnGAACCAGGGTGGCAGAGGTTGCAGTGAGCCGAGATTGAGCCACTGCACTCCAGCCTGG^^^ 

>ncrb6749.seq 

AACGGACCCCTGATGCnAAGATACTACATTATNTAmATTnGCAAACTGTAATCTCCGCCAAAAGTTGTAATATTGCTGTGC^^ 

CTACTGCTATTGGGCGCGCAGAAGATACTTAATGTTGTGTGGCCAGTCGTTGCTTCGCmAAACTCCTAATTCTTAAATOGCTGGGCACAG 

TCGGGAAGCTGAGGCAGGAGAATGGTGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCAAGATAGCGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCCG 

>ncrb6750.seq 

AANNGGCNCnGTGACGATCCTCATGAATGACTNmCTAAATnAAGTATGCAGnCTCnnTGCTGGGmATTCGTGCTGGTTCATCGTGAG^^ 
GGGAAGATGCCATAGTmCGnAGTGGATGmGGAGTAGATACTGGTCTGTGATTGGTGGAATGGAGAACACACGTGTTGGTGGTTCTGGGTAGCA 
TTCCATGCCAGAGTTTGTGTGGGCGGGCGCATGTGCACCACAGAGTGCACTCGAGGGGACmCAGTCACAGGAmCATAAnGTCAnGTCACACm 
GAATTmnATATTAAAAGGnGAGCCAAAGGGCCCAGTGlTTGTATmGAAGCCAAGGTTCAC^^^ 

>ncrb6755.seq 

CAAAGnCACAATGTGGCCGAGNACnTGAnGCACAnGnGTmTTTAATAGTCATTGCAAATATGAGACGCAnGTOGAGGAAGTCCCnGCCA 
TCTCTAAGGAGAATGGCGCAGTCCTCTCCCAAATCCAGACAGGGGAGGTGACAGCATTGCTTCCGTGTAAAmTGTAATGCAAAAmT^ 

GTTTTATTTTGAATGATGAGCCTTCGTGCCCCCCCTTCCCCCi 11 1 1 IGTCGCCCAACTTGAGATGTATGAAGGGTTTTGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGCTTACC 
T^TACACTGACTTGAGACCAGTTGAATAAAAGTGCACAC 

>llSb6756.seq 

Q^^CATAAGGGGAACnCGTGATGCAAGCACAAGTATCAACAGCTGAATTGATCAAGCAGAAAAAAGAATATCAGAGCnGA^ 

Ate 

>l|l)6757.seq 

TGMATGTmCTCAGnCATAGmnAAAAAATTATTTnAAATGCCCT^ 

TAjTCAAAGAGGAAGAGAGGAAGTCAAATTGTCTGTGTnGCAGATGACAAGATTGTATATTTAGAAAACCCCATCGTCTCAGC™ 
df^AGGATTCAAAATCAATGTGCAAAAATAACAAGCATTCCTATACAACAACAACAGACAAACAGAGAGCCAAATCATC^ 
CklAGGAAAACAACnACAAGGGATGTGAAGGATCTCCTCAAGGAGAACTACAAACCACTGTTCAAGGAAATAGGA^^ 
qpAAGAATCAATATG 

^)^6759.seq 

GlIICTNlsiCCTGGGCTCGGAACCTAGGTCGCGGNmATGGCCAAACGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCT^ 

QiMAnGAAATCAGCCAGCACGCCAAGTACACnGCTGmCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCT^ 

CiQSTGCCTGGACGTACAATACCACTTCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGnGAAAGA 

^pAATGGGTTAATTTAT 

>^b6761.seq 

d^fi(ICATCNCTCAGCCCACATAmACATmANNNNCAmGTATmACCAA^ATmNA^ 
TTTTTmCAAAAAATAmGATCTAAGTGCTOTmCCTAGAGCT^^ 

ATmCAmGCCAATCTTCTGAATAGAnATTGGCCTCTGGGTGAAGCCCTTCAAGAGCAGGGTCTAGGACAGCATAC^ 

AGACAGATmGAGAAGGATCTATCCACTmAATTCCTGGAGTnCGTGAGGAAAACAGAGGGTGT^^ 

CCGGGCTA 

>ncrb6762.seq 

AGGAAACCGCAAATGAACAACCCCTTCAGAATGTmTGAAGAGCTGATCGAGTGGACAANAGAGGGGAAACTATGGGAGTTCCCAA 
TCAGAATTTCATGAACATATAmCTGGAGAAACACCTGGAGAGCTTTCCAAAACAAGGACCAATTCGCCAGTTGATGGAGGTGGTGACTTGTGGCCm 
GnAAACAGAAGGTTGAACAGATAGAGTGGmAGAAAnAnnAATGAAAAAAAGGATATTCTAAAAGAAAGTAAGATAGAGTTGAAnAAGACC 
AGAGATGGATAnACAACTAAATAAAATAAnTTA 

>ncrb6763.seq 

CnACCTGGNCCAGAAAACCCCCGGNCNCTTNGGCCGGGAAGAATCNCTGCAGCTAGCCTGAAAGACTGATTTTmGGCTAAGTTGGGATTGA 

AGAATGGGTCTGTGGCCAACACGCCTGATCTGAGGGAGCTTCACnGGACAACAACAAGCTTACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGTTGTCTACCnGA 

TAACAACAATATCTCTGTAGTTGGATCAAGTGACnCTGCCCAGGTGGACAGAACACCAAAAAGGGnGnAnCGGGTGTGAGTCTTnCAGGAAC 

AGCCATCCACCTTCAGATGTGTCTACGTGCGCTCTGCCATTCAACTCGGAAACTATAAGTAATTCTCAAGAAAGCCCTCATTTn 

AAATAAATAAAAGCTAGATACT 

>ncrb6765.seq 

NAAGGGATGAAAGCTGAGNCGAGTCI^GNnCTGGTACTANGCGACCAANGTGCAGGTGATACACATGGACACAGCACTTGnGAACTGGACNATGA 

NACTGNG 

>ncrb6766.seq 

AGCATTAAGGTGGACAGCCAAACAGAAGCnTAnCGAGAACAGGTGAATCAGnGAAmGTGTGTAAACGGGGATATCGTCmCATCACGTO 
GGGATGGGAAACTGGAGTATCCAAGnGTG 



>ncrb6767.seq 
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CTAMGGMTCCCCTCMnCMNNTNNTAGATGGATACAMTGTCAGACCGTGGGmMmGmAGMCAOT^ 

TTGGnAAATATAAmCCAAACmGTGGTCAGGCAGCGTCTAAGGnACGTOCCACAGACTGACAGTTGGTATATGTACCAGC 

GTAGCATTAAATAGGAncnAGAAGTATGTCCTCATAGAACTmAATACnAAGGCmGTAAAAACTAT^^ 

AATAACTGAACATTAAATAATTGGTTAAAGGTGCTGnAGTCGAGCCTCAATGCnGCTACAAGGATGTATGTAC^^ 

TTATTTTTTGCCACGGA 

>ncrb6768.seq 

CAGCAACCCGGTCCAGTACTGGGAGATACAGCCATCCACCnCAGATGTGTCTACGTGCGCTCTGCCATTCAACTCGGAAACTAT^ 
CTGGCAAAATCnGnAATGTCATTGCGNA 

>ncrb6772.seq 

ANAACCNCGTGGAATATCTCTAAAATGCnNTmAAAAAAAGTCAACTCAGAAAnGCCNTTCTAGTGAAAGTAnCTO^ 

AACAGAGATTCnGTCGGCAGCAGACCTCCACTATGAGAAGCGCTAAAGAAAGnCTnAGGACGGGCACGATAGCTCACGCCTATAATCCCAGCAm^ 

GGAnGGTTGAGCTCGGAAGATGGAGGCTGCAGTGAGCCATGACGGTGCCACTGCNCTCCAGCTTGGGTGACAGAGTGAGACGCTGTCTCAAATTGGAAGAGCAGAGC^ 

GGAATAAGAAGAACGGTAAAinGAAGATGGGACCGTCTAGTTGCAAGAAAACAAGCTCAGGGCTCCCACT^^ 

TT 

>ncrb6773.seq 

GTCGATGAAGAACGCAGCTAGCTNCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACACTTCGAACGCACTTGC^ 
CGTCGCTNG 

>ncrb6774.seq 

CATGGCCCCAAACATATAAAAAGGGAAATTAmiNTAnATGAATGAAATAAAAATGACTGTAAAACGTATCAGAAnTGCAGCAW 
ACTGAATGCCTATGmGAAAATAAGAAAmGGATCTAAAGAAGCTAGAAAAAGAAGAAGAAATTAAATCTAAAATC^ 
AAATAGAAACCAATAGAGAAAAGCAATGAAATAAAAAAGAAAmGTTCTnGAGAAGTCGAATAAAAACmCAGCTAAGT^^ 
QJACAAAAAACGCTATAACTGACATGATACTCAGTGGTGAAAAACGGAATGCCCTTCCGCCATCAGTATTTCA 

>Hb6775.seq 

Q^mCTCTGATNAGGGGCGCNGAGCNmmCATATATCTGTTGGGCAmGCATATTGTCnTTGAGAAAGGTGTGTTCAGAi i 1 1 1 1 1 f GTGGATTTTAAAATAAAAACTCCAAATG 
ft&ACCTACGTAAGAGGTGATmAAATGCGCAAGTGATCAGGGAAGAAATNNTCAGCGTCnGCTGGTGTAAAAAGCACCACAGACnCTGGTCAAW 
A^iiAAGACAnTGCCCCTTCCCCCACACAGAGATTCTGGAAGAAGTATAACnCCAAATGCATAATGTrATGTAAGAGCAAGAAAGAA^ 
TfiQNCCGCTAGGATATTTGAACCTAAAATAGCACTAGGGTTCAGTTCCCCTGCTGAGAACAGGAATC 

>nJb6776.seq 

dl^¥CTGTCCCGCTGCGTGTTmCCTCTTGATCGGGAACTCCTGCNTCTCCTTGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGTO 

AyTGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGOTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGGTGGATCTGC^ 

qTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAT 

>helb6777.seq 

A»TTTGGGTAGGCAGTAAGTCNTCGTCACAAAACTGCTCCACCTCAGTGTAATGCAGCAGAAAAGTACTTATTGATAGCAm^ 

GQeAGGATAAAACCTAGGAnGAGCCTGTGCTnGAGACATGAGTCAGCCmCCTCCCACAnCCCTGCnTGnCCTGA^ 

GCeCCTCCAGnGnCGTGGGGATCGTGCAGnCmCCACTCAAACAnCnCCACTCACTCTAAAATGTGACTCT^^ 

dSGGCCAAGGTGGGCAGATCACTTTGAGGTCAGGAGATCGAGACCAGCCTGGCCAGCATGACGAAACCCCGTCTCTACTAACAATACAAAAA^ 

AgnGTAGTACCAGCTACTCAG 

m 

>fieft)6778.seq 

TCAACAGTGTnGGACGGAACAGNNCCGGGGACTCTCnCCAGCCTCCGACCGCCCTCCGAmCCTCTCCGCTTGCAACCTCCGGGACCATCnCT^ 
GACCTGCCAGCACCGmnGTGGTOGCTCCncnGCCAACCAACCATGAGCTCCCAGAnCGTCAGAATTAnCCACCGACGTGGAGGCAGCCGTCAAC 
ACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCnCTAmCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTnCTTCCGCGAATO 
TACGAGCGTCTCCTGAAGATGCAAAACCAGCGNGG 

>ncrb6779.seq 

TGCATCnATmGTGGAmCNCCTAGGCTGTTnTTGTGCTnCTmAAAAATATATAGGTTTTAATA^^ 

AGATAAGAATTGTAACACTTCTCTAACCTAmTAGAATTGTTAATACCTNNACCCTTCTCTTGAACACATCAAAGGATGTCATTGAGTG^^ 

GCTCAATOGAAGATAnGTTCATGnGTATAGAGATAATAAGTAATTGTATTGATCTGCAGATGCATCCATCTCnGGATTCTCAnCCTTCT^^ 

ACTnCCmGGCCnAAGGANAACTmAGGGNTACCTnTCTACTAAAnTCCCAATTmGACCA 

>ncrb6780.seq 

AGACCACTGACTTGAGAACGGTGCAGAAAGAACTCACTTACGAGAAGITCGTAGAATGGAGGAGGCTGGACATGATGGATGAAGAGGAGGTGGAAGTGTCCGTCCCGC 

TAGAGGAAAGCTACGACATGGAGAGTGTCCTGCGCAACCTGGGCATGACTGATGCCnCGAGCTGGGCAAGGCAGACnCTCTGGAATGTCCCAGACAGACCTGTCTCTGTCC 

TCGTGCACAAGTCTITTGTGGAGGTCAATGAGG 

>ncrb6782.seq 

TATGGCCGGGANCTACCCTAAAGGTAACCTGTOmGGATmCAGCATTTCTCnGGTTAAAATGANNGTCCGG™!^ 
CACTCACTACATTTTTCACAAAmTTTmAATGCTGAAAAGAGTAAmTACTTGnGAGATGnTAmATmCT^^ 
CATnACACAnACnACTGCAGATATCTTGACTAAATCAGGAGGGAGGTGTnAATCATnGATATGTATAGTTGACACTCAGGAATAGTAATGCCT 
GmCAAGmAATTCmTTAAAAATGTnTACTOTmTAAATCACmGAAAAAAnGACCTCCAGAATGCT 

>ncrb6783.seq 

GTAGCTAGGTGTGGTGGCTCATGCCTGTAATCCCAGCAGTnGGGAGGCTGAGGCAGAAGGATTGCTCGAGGTCATGAGmGAGCCCGGCCTGGGCAACACGG 
TTTACA 



>ncrb6785.seq 
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NAMGANCCCTCTCACATMGCCCAGnCATCANTNNnTCCTCCTnACCmCAGTGCAI^NCnCTm 

CTGGGAAGTGGTCAGCGCATCCCGCAGGGCnCTCCTCCTCTGTCTTnGGAGAACCAGGGCTCnCTCAGG 

CAAGAGTGAGATGTAGAGAGnGTAAAATAGAAAAAGTGGAGnGGTGAATCGGGnGTTCmCCTCACATnGG^^ 

CTCCCCTTTmCTTGTAnAATCAAGAGAAAGTTCAAAGnAATGGGATGGCGGGATCTCACAGGCTGAGM 

TACAAACTCTCACCAT 

>ncrb6787.seq 

GTAGAGnGACTGTATGTATCCCCAAAATGAATATGCAGCAGTGAI 1 1 1 1 1 1 i i ICTGCTCCCTGATCTCTTTCCTGCnNGGNAAnCTGNGAGGGGGTAATCATATNGGGGCTGTCCT 

TGGCAGGTOGGTGACATACAAGAACATGTGGnCCAGAGCAGTCGTGTCATTCTNGGGTAAGAAGATCAAAGNGAGTTGCAGG 

AGGAAGATAGAATCTACCATAGNGAAmCTCCAGAAGTmACACCTGAGNGCNCCCAGATCTGTAGGCGTNGACCCAATC^ 

TAACC 

>ncrb6788.seq 

GATGAAGAACGGAGGTAGGTGCNNGAAnAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCACnGCGGCCCCGGGTTCCTCCCGGGGCTACGCCTC 
CGCHGCGC 

>ncrb6789.seq 

TAACAGCAGACTCAGCTCTGACATCCTGAnCGAATGACACTGTTCAGGAATCGGAATGCTGTCGATTAGACTGGACAGCTTGTGGCAAGTGAAmGGCTGT^ 
TAAAAmATAnGTAAATAnGTGTGTGTGTGTGTGTGTGTATATATATATATATGNNCAGGNTATCTAAGnAAm 

>ncrb6791.seq 

AAGATTAGGTCAAAATGGAACAGCNNTTACTTTGATCAATAATAAnCAAAAAGACTCnCTGGGATATTGCAAAACGAGTAAAGCCCACAGG 

TCCCGATACCTTCATGACCAGAAGAGAAAGGAACAAGAGAAAGATAAACAGACACAGAATGATCTGGnACAGGAGGTAATCTTATGGATATOTGAGA^ 

CAGAAATGATmCTGTGCGACTTGAATATTTTTTTAnGTATATAGTGAGGAAAAAAnATGGTTTGC 

AATTTATATAACTATATTGNATTTATTN 

>iSb6792.seq 

CiSGAGGGTnAnATATAATNNTmGGATTTGTCACGAGAGTGAACAAACATTGAAGAACATGnATGAGTCTATAAGG 
TimGAGATTGCTCACAGCATTCTTAAAATAGGGGGTGGACAmTTCTOCTCCCAGCAmnTAGCACAGGAAAGGAAATTGTGmGCG™ 
iSSCAGACAATATATnACnAATCTTGTGTGACACTGmCnAATGTATAAAATGAAAATAATATGAATACCTAGnTAU^ 
AgCAAGATGGNGTCTGAAAATGATAAGCAmGGATOGCTATOTTATTAACTCCAACTGGGCnAAmGAGG^^^^ 

>^^|b6793.seq 

GiSAATGATGAAAATGAGCACCANCTATCTTTAAGAACGGTCAGmAGGGGCTGGTGCAAAGGATGAGnGCACATTGnGAAGCAGAGGCAATGAA 
y^iTAACACTGGCAACTmGAAAATGTCTGTACAGCCAACGGmCCCTTGGGGGCmGAAATAACACGACGAGTGGTCT^^ 
TipGGAGCACTTAGTAGGTGTGGAGGAAGATGCAGAGTGAGAAGATGAAGAGGAGGAGGATGTGAAAGTGnAAGTATATC^ 
TpCACAGAAAAAAGTAAAACTTGCTGCTGATGAAGATGATGACGATGATGATGAAGA 

>tigfb6794,seq 

T^GCACAAACrrCCTGAGCCTCTGAAATGGGAGGCTCGTCAAmCAGAGCAAGCTCTTnCAACCCATC^^ 
C|||nCAAncmCAnCCCTGACCAGTGAGAGGGTTGCTGGGGGAAGTATGGNGAAT^ 

>ISb6796.seq 

AWW^GAAACTTCTGGACATTGAGGGATOTAnCAAAAGnCGATCTCGATATAGmCATACAGGCTCnGTCAAGACG^^^ 

ci'OGTGCnATGCTCnCTATGAGAGAGATGAATTGGGGAGAAnGTCTCCATmATAGATNAGTnGm 

f^^nTTCTGTAAACTTCTTCCCCTAGTTCCATCCTCACTAGTAAAAAATAAATACTT^ 

>ncrb8799.seq 

GTATTATCnAGTGTCTnGNCTTCCTAGTCTCnGGACCTCGCAATACCCAAATATCGCAGTGATnAATAATCATGn^^^ 

AAACAGCAAAGAmCnATCAGATGAGTGCAGGAGGGAGCGATGCCATTCAGACGACCCCAGnCCAACACCACCTCTAGAAGATCAGAACATGGTGTCTTG^ 
ATGATAAATGGCA 

>ncrb6800.seq 

AGGCCGCACCTTGGACGCCATGNCGGTmCTGCAACATGGAGACTGGCGAGACTTGCGTCTACCCCAATCCAGCAAACGTTCCCAAGAAGAACTGGTGGAGCAGCM 
AGAAGAAACACATCTGGTTTGGAGAAACCATCAATGGTGGCTTCCATTTCAGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCnC 
CACGGAAGGCTCCCAGAACATCACCTACCACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCGTGCTCATCCAGGGCTCCAATGACGTGGAGAT 
CCGGGCAGAGGGGAATAGCAGGTTCAGGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGnATCGAGTACCGGTCACAGAAGACCTCACGC 

>ncrb6802.seq 

TAATTTTTTOTCTAATGATCATCCTGAAATGAATAAGAGGGCnAAGAAmGTCCAnTGCAnCGGAAAAGAATG^ 

TGTCTGGTGCTGCCGGCTGAGmGAAGAATOAAGCTGCAAGAGGACTCCAGGAGCAAAAGAAACACAATATAGAGGGnGGAGnGnAGCAAmCATTCAA^ 
GAAGTCTGTTmAAATACATTTTGnGTTATTTTC 

>ncrb6804.seq 

ATGTCACAGAGCAGCAACACTCACNAGAAAGGATCCCAAGCATGGTGATATGCTAAACCTAGGmCTATGTCTGTAAATCTGCTGTACTGAAGGTAACGTTGT^^ 

AACAAAGAGACTGGnATGGCGGTGGGAGAGAGACnCACTCTAATGTAnCCACTCTCAAACTGAAGACmGGGCCTGTAGCTCTnGGTGTCnCAAATGAGTTA^ 

TTAGAATGCAAAGTGATTCinGTGGATAGTGTCAGGGTGAGGATTGCTATATCCCTGAGGGTGGGACATGTCAGGGGAmGTGTGTCCTGAGGTGAAATGm 

GAGTAGGGTTATGACCCCATAGCAATAGGnCCACAGACAAGAAACAnCGCTGCAAATAGACCAACCTGGAmGTATAGAmAATO^ 

ACTCTGAGAATCAGGGGCAGAGTGT 

>ncrb6807.seq 

AmGAAACCTGGAAATACAGTAACATTTGACTGmAAAATGnGGCCAAAAAAATCAAGATTTAATTnnTAm^ 

AGGTTGAAAGAAGAGTCmGGTATTTTGTAAACGmGGAGAGTnCCTGCCAGNGTCAGAAAATCCTAmATGAATGCTGTCGGU^ 

ACCATAGATGAGTTATnCTAAGTTTGAAAAATAAAAAGAAAnGCATCACACTAATOCAAANT 
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>ncrb6808.seq 

AGMGTGGTGGTGACNGAMCNCmACCAMGGAMGCTATmGCGMCTATCTTCTCCAGCGGAGATG 

ATmGCTCTnAGTTAAAAGGGnGTCAATCCCAAAGCCTmCGACTGCAGGATCANCAGGnC 

GCCTGATGAAACTATGGGACCCmGGACCTCAAGATCAGAGGTTCCAGCnCCTGGGAACATAGGTmG^^^ 

>ncrt)6809.seq 

GTACCAGTGCATTAATTNGGGCCNGGAAAGTGTCATAATnGATACTGTATCTGTmCOT^ 
TGGGCTGACATTAACTACAATOTGGGAAATGCAAAAGTTGnTGGATATGGTAGNGNGNGGnCTCTmGGAATTT^ 

GCAGAGCAAAGGAAGTGGCTTAATGATCCTGAAGGGAmCTTCTGATGGTAGCTmGTATTATCAAGTAAGATTCTAT^ 1 1 II I lAGTGTAGGAGA 

AATACTnTCCATTGmAACTGCAAAACAAGATGnAAGGTATGCnCAAAAATTnGTAM 

>ncrb6810.seq 

TCCACATACGATTCTACTNGTCANCCNTGCCCAAGAAAnGCTGAGAAAAnCAACAACGAAATCAATATGAAAGAAAAGGTGAA^ 
TTGHGCAGAACCTGAAGGAAAAGATCG 

>ncrb6811.seq 

TGCNGTGCAGTGGCGCGATCTTGGCTGACTGCAACTTCTGCCTTGAGGGTTCAAGTGATTCTCCTGTCTCAGCCTCTCGCGTAGGNGGGATOCATGCCACCAC^ 
TTGTATTTTTAGTAGGCCAGGAGNTCAAGACCAGCCNGG 

>ncrb6812.seq 

TCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCT^^^ 
>ncrb6813.seq 

TGTTOTGTAACATACCCAnTGCTTGGGTATCAmCATACCAGCAAACTAATAGGAATAATmGTGAATGATCTTCT^ 
CGAGTGATCTTCTAnAAGTGGAGTCCATAGAGCAGTAGAGAATAAAAmGAAAAAATGGCCAGCCATGGTGGCTCACACCTGTAATCCCA^ 
AreACnGAGGTOGGGGTTCAAGACCAGCCTGGCCAACATGGNGAAACCnGTCTCTACTAAAAATATGAAM 
qpGCTGAGGTGAGAGAAGTGCnGAGTGTG 

>ffib6814.seq 

AtSCTAACCTGATGCACTGCNCNAAGAAAATGTGAATTmCGTAATAATTGCATmAGTGAATTGTACAGTGGGTGGA^ 
(I^TGGGCCTGmATTAAATGTAGTGGATTAAGTGTCTGTCAACAAATACACCNAAACCATTTm 
Ai^GCACTGCACAAGGTAnCTAATAGTGCTGTGGCCTCATCAnCCTGCAAAGCTTGCmGGGG^ 
ATCTGTAATAAACnG 

>|pb6815.seq 

NNACGAGCACGTGCTAAAGTmNNCACAAGTACAGTGAGCGAATCCCGGTGTATGAGAAGAAGGGGCT^^ 

C%CCCTCTGAAAGGCCACGAGAGGACAGTGCAGTATCTGCAGCATCTGGGCACAGAAAACCTGCATnGATm 

CteGAAGATATTTACTGAAGATCTGCCGGAAGNG 

>Kcb6816.seq 

AlMnAGTCATAATNAAGAANCAGTGAAAGAAAGTGCCTGAGATTATGATAATATGTGAAAAGAGCCAGTGGT^ 
TftCCTCCTCAGnATCTAATCATGCACATACGAACCATAGTATTGCTGATGCNNTCATACAATGATAmA^ 
(^tGGCATATGGTGGCATCGTGTATCTOGGCTACAGTGCTCTGGnAAAAGATGAAGGGCTACATAGAATGACmA^ 
A?^|AAAGTAAAATAAGGAGCCTGTCAnCTTCCCTTTGAATrCACATC 

>ncrb6818.seq 

AGGATCCGCAAGGCCTGTTGCCTGATCTCCATCATTTGTOCAGGTmCCTCCCTCAAGCAAnCGACATCTC 
T 

>ncrt)6820.seq 

GGGAAAGAGCAAGnCCTGGTGCAAGGGTGGCTCTGCAGCATAAmAGGCATrGGAGGAGCTGTGGnGTAACACTCTACAAGATGGGTTnCCGGAAGCC 

CTCATCAAATTGAAGCTGTTCCAACCAGCTCTGCAAGTGATGGAmAAGGCAAATCTTGmTTAAGGAGATTGAGAAGAAACn^ 

GGTGGTATTmGCCTTCAAGGTGAAAGATGGCCCTGGGGGTAAAGAGGCCACCTGGGTGGTGGATGTGAAGAATGGCAAAGGATCAGTGCnCCTA^ 

TGCACAATCACAATGGCTGACTCAGACnCGTGGGTnAATGAGTGGTAAAATGAATCCTGAGTGGGCCnCTTTCAAGGCAAATTGAAAATC^ 

GTTACAAAATCnCAGC 

>ncrb6824.seq 

ANAGAGGGAACCTCTAAATAAmCAGGGGTAGGGGAGATGTTGTCAATAGGAAATGGGATAAAATATCAAGAGACAATGAAAACACTGCCTTGAGATGAGGA 

TnCATmCAGTGATGTTGGGAATGGACTGGGmTAAAAGGGAGCTTGAAGAGGGAATGmGACAGTCACAGAAGGTTCCTGCAGCAGATGCCTC^ 

TCGTCAAATTTTACCTACTGAGGCTCAAGCCTTCACAGTGAGCTGATGGTCTCTACAGGGGAGGGGAGTCTAGGGAAmATTTGGTATTTGTAA^ 

ATATCTGAGnAnGCTCAmAAAACTGnAAGTCCAGTATAATTTTCCCTGATATGAAAAAATGTGCATnTm 

TT 

>ncrb6825.seq 

CTTATTCGGGTGTGAGTGnnOAGCAACCGGGTCCAGTACTGGGAGATACAGCCATCCACCTTCAGATGTGTCTACGTGCGCTCTGGCAnCAACTCGGAAACTATAAGT^ 
AGAAAGCGCTCATTnTATAACCTGGCAAAATCTTGnAATGTCATTGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAAT^^ 
GCATAAAGGCAAAmGCAGmAAGTAAnGTCTACAATAAAAAGAAATnTGCCTGCCATmCAGAATGATGTm 
ATTTGACTAAATGTAAAATnGGAGTAAATATATATGTCAATAnTAGTAAAGCTmcmnTAAn^ 

>ncrb6827.seq 

GAACTAATAATAGATATACAmACTCTGGGTOTATATCATGACAGAATACACnGACAGTCAmATTCTTGATmATAim 
GCTGAGTTATGTTGATAnCTGATCACCAAATTGTAAAACACGGGTGCTTCAGAGAmCCGTnTGATmCAAGCTTAAACGACTGAAAGG^^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page289 of 776 



CCnCACTGCCAGTCGGTCTGCMmCTCTmAMTCTCTGGnGmAGTTTCTMTTGMTGACA^^ 
GATCATCTGAATATTCAATATCCnATAnAATAATAAATGAAAAAAATGACAGGTGGATTnACTm 

>ncrb6832.seq 

AGAGATGGAAAATNAAAGmGACAAAAACCGTAGAAGAGCTTCGGACTACTGTGGATTCTGTAGAAGGCAA 
AAAAGGnGAGATTCnGAAAATGAGAnGTTCAAGAAAAGCAAAGTCnCAGAATTGTCAGAAmAA^ 
TGAGAGAAAATTCAGAGAGACAGATTAAGATACTGGAACAGGAAAATGAACATCTGAATCAAACAGTGTCTOCnM 
CAnGAAAAAGAAAACAAAATTCnCATGAATCTATCAAAGAAACAAGTAGCAAGCTAAGCAAGATO 

>ncrb6833.seq 

GGGCGGCGGCGGCGGTGGAGGAGCCGGAGCATAATGCTAAAGAAGTAAACAGGTCATGGCACGmAACAAAAAGACGACAGGCGGATAC^ 
CCATTGAGATTATACGGAACCAGAAGCAGATTGCCAACATTGA 

>ncrb6836.seq 

GAANCCTTGAAGANATmGCTAAGTGANATAACNAGACACAAAAGGACAAATACTGnTGATTCCACTO^ 

>ncrb6840.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTnTCTCmGAAAGAT^ 

TATAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATTnAATAGCTTAAGA 

AAGGTTTGTAAAACATGACGGAGGnGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAG^ 

ATGCTTnAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTnGGTrTAAAAGTTGTAGGTGATTAAA^ 

GACCTTGA 

>ncrb6841.seq 

CATGGmATGGATACAATGCTGCGTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCm 

ATCCGCCTGTAGCAGCAnACTGAAATACATAGGCnATATAGAATGCnCTnCCTGTATAnCTGnGTCTGGCTGGACCCCT^ 

d^TGCAGTGAGGGTCAAAGGAGAGTCAACATATGTGATrGTTCCATAATAAACnCTGGTGTGAG 

:^lb6842.seq 

AiSTCCCATGCCNAAGCACTGGGGACACAGTOTGGCAAAGTAGACAAAGCAnTGTTCATTTGGAGCTTAGAGTCCAGGAGGAATACATTAGAT^^^ 
dMGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAACAGGAGGACACAGCAnATTGTAGTGCTGTACTGnCCGTAGGGCAGCCAC^^ 
A^TmAAGATTTAAAmAAAnAGTTAACATTCAAAACGCAGCTCCCCAATCACACTAGCAACAmCAAGTGC^^ 
GMGTAGAATCTTnCATCATCACAGAAAGrrCTAnGGACAGTGCTCnCTAGATCATCAT^ 

>llfb6843.seq 

CtfiAAGnGAGGGNACTGGTGNGTTGNATGnNAATTCAGCACCAGCATTGCATGACA 
>rlgb6844.seq 

dsSAAATNANGGnCGATNTCCCGGAAAAGGAGCCCTGAGAAACGGCTACCCACATTCCAAGGAAGGCAGCAGGCGCGCAAAA™^ 

m 

>ISb6845.seq 

dSSAGGAGGGCAAGAGTACACCAAmGTTAAAAGCAAGAAACCACAGTGTCTGTTCACTAGTCAmAGAACATGG™ 
^fflGCAAATCCACAnCCTCTTGAGnCTGCAGCnCTGTGTAAATAGGGCAGCTGTCGTCTATGCCGTAGAATCACATGATCTGAGGACCA 
cttGGGAGTCTTCCATAAAGTmGCATGGAGCAAACAAACAGGAnAAACTAGGmGGTTCCnCAG 
T<^GTGTAAGTmGTAAACACTATAGCATCTGTTAAGATCCAGTGTCCATGGAAACAnCCCACATGCCGTGACTCTGGACTATATC 

>ncrb6846.seq 

ATGGCCGGGATATCTAGGCACTAAAAACAACAnGTAAGAATGAATATTmAATGTAGTAAnCCTAGTTACM 
GTnGAAGTAAAAAmTCTAGTTAAATmmTAmCACGnACCATGCCAmCACAnACCATACCATCAGATAGTATGG^^^ 
AAACAGTTAAATTGTCTGmGGATTtGCTnAAAGTCTTGTGTAAGAGAGAAGAAAGTATTTCTATAATAAAAAGCACTCT^^ 
ACTAAGnCAGTAnCATGTTnAAAGGTGTnATACTGAmGATTGTGCTGGCAAATATACTGTAnGnAA 

>ncrb6847.seq 

TATGGCCGGGGGCAGTCATTCCTGCGGCTTGCGCGCCCCnGTAGACAGCCGGGGCCnCGTGAGAGCGGTGCAGGCCTGGGGTAGTCTCCTGTCTGGACAGAGAAGAGAAAAAT 

GCAGGACACTGGCTCAGTAGTGCCmGCAnGGmGGCTTTGGCTACGCAGCACTGGTTGCTTCTGGTGGGATCAnGGCTATGTAAAAGCAGGCAGCGTGCCGTCCCTC 

AGGGCTGCTCTTTGGCAGTCTAGCCGGCCTGGGTGCTTACCAGCTGTCTCAGGATCCAAGGAACGmGGGmTCCTAGCTACATCTGGTACCTTGGCTGGCAmTG^ 

GnCTACCACTCTGGAAAATTCATGCCTGCAGGmAAnGCAGGTGCCAAGmGCTGATGGTCGCCAAAGTTGGAGnAGTATGTO 

AGCTTAGACTGATGAAGAATT 

>ncrb6848.seq 

GAGGCATTGAGGCAGCCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTnTTTTCTCmGAAAGATAGAGATT^ 
ATATAGTCAATAGGTTAGTAAGNATATTGCTOGGGnAAGTTnTAACGTAAmTAATAGCnAAGATTTOAGAGAAAATATGM 

>ncrb6849.seq 

GGGTmAAGCAGGAGTTTGAGGCTAGTCTGGCCAGCGTGATGAAGCCCTGGCTCTGCTAAAAGTGGAAAAAnATCTGGGCATGGTGGCAGGCGCCTGTGAn 

AGTCTGAGGCAGGATAGTCGTmGGGCCCGGGAGGCGGAGGTTGCAGCGAGGCGAGATCGCGCCATTGCACTCCAGCCTGGGCGACAGAGTGAGACTGTGTCTCAAAAACAAC 

ACAGCACACCAAAACCAAAAACCAAAAAACmGGI^GAGCAATTATGACnCTGGTTmGGCTANGCAGG 

>ncrb6851.seq 

GNAAAANGGAAAAAATTAATACTGAAGGACACAGCAGTGGTAnGGGGGGTCnCATGCATGTCATCnCTAGGCCAAGCAmCTAGCAGTGATGAAM 

TCGAGCACTGTCCAGTATTCTACCGTGGTACACAGTGGCTACAGACACCAAGTTCCGTCAGTCCAAGTCnCTCAAGATCCGAGTCTACCCAGCCCTTGTTAGAnCAG^ 

CAGAAGATCTACAATOGTAGATCATGTAGATGGCGGTGATGGTATmGCCCAGGCAACAGTACTTGAAACAGAACTGCAGTCAGCATGAATCCAGTCCAG 
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GGTCAAAGCMGmCATCAGTCAATGAGGMGATmGnAGACnAMCAGCAGAmCAGATCAT^ 
CAGCAGATGCTTTTGGTCCAGGT 

>ncrb6852.seq 

GAGCAGCAGGAGGAGGCAGAGCACAGCATCGTCGGGACCAGACTCGTCTCAGGCCAGTTGCAGCCTTCTCAGCCAAACGCCG^ 

GAmGCTmGCCTCCTAAAGGCATCACCTGTGCCATACCAGTTAACAGGCTGATTCTGGAAGNTCTGANGGAAAGC^^ 

CCCTGACCCNTTnAAAAACANAATTnCTONCCCCCAAAAAATGGGTGGGCCCmGG 

>ncrb6853.seq 

GANCCCGGGAGGCGGGGCCAGCGAGGCAAGATGGAGnAGTGCAGGTCCTGAAACGCGGGCTGCAGCAGATCACCGGCCACGGCGGTCTCCGAGGCTATCTACGGGT^ 
GGACAAATGATGCGAAGGTTGGTACATTAGTGGGGGAAGACAAATATGGAAACAAATACTATGAAGACAACAAGCAATTTTTTGGCCGTCACC 
AATGGCAAAAAGACATTCTGGGATGTGGATGGAAGCATGGTGCGTCCTGAATGGCATCGnGGCnCACAGTATGACTGATGATCCTCCAACAACA^ 
CAmGGACGAACCATAAATTCAACGTGACTGGCACGCCAGAAGAATATGTACCTOTTCTACCACTAGAAAGAA 

>ncrb6855.seq 

TCTANGGCCCGGGANAGTAAACGTTCTGAANAAGTTACGCTGCCCAGANCTAGTTGTmGGGAGTGGGGACATTAAAGGGTTCAAAGGGAT^ 
AAACAAGGAATAGATACTAnATnGTACAGnATTG 

>ncrb6856.seq 

GACACTGAAAGCATTAACAAGTGTAGAGAGAGTGAATTTnCCTGGATGATTGTGGAGGTTCTTCAAAATCCTAGGGTCmGCACATCATTGTGAGTATGA^ 

TTGCmTGTGTAAAATGAGAGGATACATTCATTCATGCAnCATTCAnCACTCATTTAAGAGGGATGmGACACCCACTGTGnCTAGACACTGA 

CCTAAGATTCCTGCCAGCTCTGACAACTnrrTTAnCTGTAATAAGTGACCAATAAAGTGAGAnrrTGTTAG 

>ncrb6857.seq 

GGATGGCAGGAAGAGTCCGGnCTGGGACAGCTGGAGACAGTGGTGGTGACTGAAATAACTTTACCAAAGGAAAGCTATTnGCGAACTATGnCTGCAGCGGAG 
QTTTGTAACAGAGCCAGACTGGnTCCTATCTCCCAGGATmGCTCTTTAGTTAAAAGGGTTGTCAATCCCAAAGCCTmCGA 
dgCTGCTGACCTCCAGATATATGCTCTCGAACAGTGTGGCCTGATGAAACTATGGGACCCTTTGGACCTCAAGATCAGAGGnCCAGCnCCT^ 
TaATGGGACTGCnGAGAGAAGAAAAGCCTGGTTCATAAAACmGCCTGATGTTGTAGGAGAAGCTTTATCM 

>Sb6858.seq 

fj^GGCCGGGGACCAACCnAGCCNAAGNmAGCGAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCM 
d^fAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACmGCAAGGA^^^ 

MAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGGAGGCGACAAACCTACCGAGCCTGGTGATAGCTTGGTTGTCGA^ 

TflGGCCACAGAACCCTCTAAATCCCCnGTAAAmAACCTGnAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCn^^ 

/pGCCTAAAAGCAG 

w 

>jjcrb6859.seq 

<|AeGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCA6GCGGAGCTTGAGGAAACCGCAGATAAGTTT^ 
Ti^AGTCAATAGGTTACTAAGATATTGCnAGCGnAAGTTlTTAAGGTAAl^ 

^GmCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAG 
/pCTmAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGmAGmAAAAGnGTAGGTGAnA^ 

>rfirb6860.seq 

M^GCCCGTNTGGCCCGGGAGTGTTTnCAAGATAAGANNCGTCTCTTTmCAAA^ 

A^GACTTT A I i I I i I GATCTnATrTGAGATTGTTTTCATATCTATCTAAAnAnAGGAGTGTGTGTATCANGAAGTA A^ II H l A ATGTCTTCTAAGGATGGTCnCCAGGCTTTTAAAC 
TGAAAAGCTTAATTCAGATAGTAGCmiGGCTGAGAAAAGGAATCCAAAATATTAATAAAmAG^^^ 

>ncrb6862.seq 

TATGGCCGGGATCnAAQAANATCTGTAATTTmcncnGCmGTnCTGTGTCGI I i I II lAAATGATGGAAATTTTCCCGGAAGnCTTGTCCCCACAGAGAGAGAACAGTACACA 

AAAAGGCTTmCCATTnCTCTCCCTTAAmAGAGAAATTCACAGTTGTGCAAGAGTGAAAGT^ 

TGAGAACATmAATGACAGAnTTGCnAAATAAAAAATCAGAAAGGTCTCAAGTCTnCAAAATA^^^ 

>ncrb6863.seq 

CGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATrGCAGGACACATTGATCATCGACACnCGAACGCACnGCGGCC 
CCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTACN 

>ncrb6864.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGGTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCTnGAAAGATAGAGATTAATA^^ 
TATAGTCAATAGGnACTAAGATATTGCnAGCGnAAGTTnTAACGTAATmAATAGCTTAAGAnnAAGAGAAAATATGAAGACTTAGM 
AAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCGGA^ 
ATGCTmAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGTnAGTTTAAAAGnGTAGGTGATTAAAATAAm 

>ncrb6865.seq 

GAAGGAAACAGATGGAATAAATGCTACCCAACAATAACCTGGAAGCACATTCCTGGAATGAGAmAGGATTTCTGCCTGGAAGTACATTCTGGAATG^ 
AAGCAAGGCAGGnGGTCTTAACTGAGTTGAGGAGACAGATATCAGAAnCAAGGAGGCTACAnAGTTGGCTGTTGCAAAGCAGAGT^^^ 

>ncrb6867.seq 

GGTTCTCCAATTAAAGNCTGTTAACGTGTACTACGCTGmCCmnGGATmCTTGnCTCTGCTGCTACTGTAAAAACGAAATGAGTGGTCCT 
AAATGGTTCTGTGCCTCCTATCTATGTGCCTCCTGGATATGCCCCACAGGTTATTGAAGACAATGGTGTTCGAAGAGTTGTCGTGGTCCCTCAGGCACCAGAGmCACCC 
CACACAGnCTCCACCGnCTCGACATCCTCCTCTACCTGGnTCAnCCTGTCCCAACTATGATGGCGCCTCCACCACGTCATATGTACTCACCCGTGACTGGAGCTGGAGACATGAC 
AACACAGTATATGCCACAGTATCAGTCTTCACAAGTCTATGGAGATGTAGATGCTCACTCTACACATGGAAGGTCCAACmAGAGATGAACGATCTAGTA^ 

>ncrb6869.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page291 of 776 



CAATAAAACTAGGAATAGCCCCCmCACnCTGAGTCCCAGAGGTTACCCAAGGCACCCCTCTGACATCCGGa^^ 
TACCAAATCTCTCCCTCACTAAACGTAAGCCnCTCCTCACTCTCTCAATCmTCCATCATAGCAGGCAGTO 

>ncri36870.seq 

GTOTAGCTACATGGAAGAAAGCTCTGTGGAnCATCACTGTGGTGTNCTCCATGTCTGCTAGCCAmAG 
TAATGGACTAGATTGGACTGTATCAACATTGATTTACTCCACnmATGCCTTCCAnGTGATO^^ 

CAmCTGTATCAmGTGGGGTACACCCCnCCCCCTTmnAAAnAAATACAGCTCATTCnACTGTGGCn 

TCTTACCCnGCCCCCTCCACCCGGTCnGGTGGTGGTATATTAAAAAAAGAAAGAATGAAAGCACACAAAATGAGTCAGnTGGGGTCAGTGGTATA^ 
A 

>ncrb6871.seq 

AGGAATGGCAGGGCTGGGAnACAGGCGTGAGCCACCGTGCCTGGCATTAATGnGAAATAGAATAGAGGnTAACCTTGGAATAAAAGAAAGAA 
TACATACACTnGTAAAAAGTATACTTCCACTGnCAGAATTAGATGATGGCACAAAACCTGTTGAGGTCTTCATTCATCCm 
TACAGTGGAGTGAATTAGAAATTTGAAAnATTGCCCTGAGGGGACCTACAnCTTCnGnGGAGTGCGTCTGTGTGGGATAAGGTAGACA^^ 
TCAGACCATAGTAAGTTCTATGCCAGAAATGAATAGTCCATATGATAAGAGGAACAGACATTGTGAGATGn^ 

>ncrb6872.seq 

GTAAAAATTAGAmAAATAGTATATmAAATGACAGAACTATAAnACAGAGATCAGATCAGATAGGTAAACTGCAAGATAGATAG 

AGil 1 1 1 1 IGTGTGTGGTmTAAAACTGTTAAGGCAAGAAGTGTCAAATGCmAGAGTTAAATAACAGATCACTGAmCAAAGACTTGGT^^ 

GTGGTTAGAAAAGTGGATTAATGCAAAAGGGGTAATAAAGAGTGCAACATTCTGAGGAGCAAATTAAACTGCT 

>ncrb6875.seq 

GGAACGTACAAGTATGCCATG™CCTGGCAAAAAGCAGTTCACAGATGCAATTAGGATTATGCATCTGTGCATAATAGGGAGAnAGCATGGAGC^^ 
ACATGAACTCTTAAAAGCAGATAATTnCTCCAGCTAGAGTGCCAGATTCCAAGCAAGAGAAACACTCGATGTCCAmCCGGCmGM 
AACCACAAGGAACTGAAnCTGCTCACAACCAGAnGAACTTGGAAGTGGATTnTCCCnGTCCCnCAGATACCnGACm 
GTCACGCCGGACTACTGACCCACAGAAACTGTGAGATAATAAATGGGTGTTGnTGAAGCTGT 



Q^GCAGGAAGAATGGCTTGAAGTCGGGAGGGGGAGATTGGAGTGAGCCGAGATCATGCCAnGCACCTCAGCCTGGATGACAAG^ 
>if^b6877.seq 

CpGGAAAGGAGCAAGAGCAAGATCACCGTGACATGCGAGGTGCCmCTCCAAAAGGTATnGAAATATCTCACCAAAAAA^^ 

TAGnGCTAACAGCAAAGAGAGTTACGAATOCGnACnCCAGATTAACCAGGACGAAGAAGAGGAGGAAGACGAGGAT^ 

AIlAAAGTTGGG 

in 

>!igib6878.seq 

AtTTTCAAAACTmAAGATGAATACCACATACmGCTGCTATCAAAATCTGTmAGGAAAGCA^ 

AtrGCTCTGACCmGTGTnATmGCTTGAGmAAGnGAGmATnTGCnAAGmGGTATAACCAAAC 

TOlTAAAAGCACAGGCmATGTGGAACAATAAnCTGACnGAAGGnAGAACTGAATACCACAAGTTAAn^^ 

OIGTACCAATGAGAAAGAACCAGTTGTmGnCTTGGGCTATAAAAACTTGTTCCAGCCTCI i II I iGTCACATGTCCTCCCTATAnCCTAAACTGCnGTTGTmTATTCT 



CiSiDTTCCGGTTCmAnCCGGAAGTTGCTCTCAGAGGCAGCGTGCGGGTGTGCTCmGTGAAATTCCAC 

C;iA^CCCATCAACCTCATCTTCAGATAC™CAAAATAGATCGCGGAnCAGGTGTGGCTCTAT6AGCAAGTGAAW^ 

qffTGTAnAGATGATGCAGAAGAGATTCATTCTAAAACAAAGTCAAGAAA^ 

AliyAATGAAGTGAGAAAnGnGAGAAGGATACAGTnGnnTAGATGTCCmGTCCAATGTGAACAT™ 
>ncrb6885.seq 

CCGGCCNCNTATGGGCCCGGGGAAANNAGANAAAGANCTCTCTTAGAATAAAANCAAACGAAGTAGTCGCAAGACACNTGCTCAGCAACCCTAG 
>ncrb6886.seq 

CATGAAAGGAATAAnCAAATACAGATAAACAGAGnGGCAGTATATOTAGTGATAATTTTGTATmCA^ 
GTATTTCAnGTTACCAAGnCTAnTrTAGAATAAAAnGTTGTGCnCT 

>ncrb6888.seq 

GGGAGGAGGGAGAGCATCAGGAAGAATAGCTAATGGATGCTGGGCnAATACCTGGGTGATGGGATGATCTGTGGAGCAAATCACCGTGmACCTACGTAACAA^ 
TGCACATGTACCCCTGAACTTAAAATAGAAGTTGGAAAnTAAAAAAGCCTTAGAAC 

>ncrb6889.seq 

GATAGGCAGTGTCTnGTTTnCTCTGGACAATmAATTGAAATAAnCAGACTOGATACCAnCAGAAAAGATATATATO 
AAAAAAGAAAAATCmAGTAAGATCAAGGAAAAGTGAACGTACAAAnCGGATGAAAAAGGAGAAACAACCATAGATAGAGGAGAGATGA^^ 
ATGGTAATAGnCGGTGCAACCTGGATGGGGTTGGAGACCATTAHCTAAGTGAAGTGACTGAGGAATGGAAAACCAAATATTGTATGTTCTCACTOTAAGTGG 
GGATGCAAAGTCAAAGAATGACACAATGGACTTTGAGGACTCGGGGGAAGACTGAGGGGGGCTTAGGCATAAAAGACCACATATTGGGTTCAGTGTACACTG 

>ncrb6890.seq 

CAAGTCTGTTAATGGACAAATAGAAAGCCTCATOGTGCTGATGGnCTGGTAAAAACCCCGCTAGAAACTGCAGAGACCTGAAAnCTGCCATCCTGAACTCA^ 

GGGTTGACCCTAACCAAGGATGCAAAnGGATGCTATCAAGGTAnCTGTAATATGGAAACTGGGGAAACATGGATAAGTGCCAATCCTnGAATGTT 

GAnCTAGTGCTGAGAAGAAACACGmGGmGGAGAGTCCATGGATGGTGGTTTTCAGTmGCTACGGCAATCCTGAACTTCCTGAAGATGTCCnGATGTGCAGCTGGCAn 

TGGACnCTCTCCAGGCGAGCTTGCGAGAAGATCAGATATCAGTGGAAAAATAGCATTGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGA^ 

GAAGGT 



>ncrb6891.seq 
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GMGAAMGAGGMGMGGAGMGAGGGMGMGMGMGGAGMGMGACGMCGMGGAGGAGAGGAGGMGMGAGGMGGMG^ 

GGAAGAAGAAGGAGAAGAAGAAGAGAAGAAGGAGAGGAGGAAGAAGAACTAAGAAGGAAGAGAAGAAGGAGAAGGAGAAGAA^ 

AAGGAGAAGAAGAAAGAACTAAGAAGACGAAGGAGAGGAAGAAGAAGAAGAAGAAAATAAGGAACAAGAAAGAAGGAGM 

>ncrb6892.seq 

GGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGGA^ 

AACATACTmAGAAGAAAAAAGATAAAnTAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAAC 

AGATAGAAACAAGATAGAAAATGAAAATAnGTCAAGAGmCAGATAGAAAATGAAAAAGAAGCTAAGACAAGTA^^ 

>ncrb6894.seq 

GGCTGAGATTTGGGAGTCTGCGCTAGGCCCGCTTGGAGTTCTGAGCCGATGGAAGAGnCACTCATGmGCACCCGCGGTGATGCGTGCT^ 
TGGAGTCCCCATGnGnGCTGATTGnGGAGGTTCnnGGTCnCGTGAGTmCTCAAATCCGATATGATGCTGTGAAGAGTAAAATG 
GAATAAAATATCTnAGAGTCGGAATATGAGAAAATCAAAGACTCCAAGmGATGACTGGAAGAATATTCGAGGACCCAGGGCnGG^^ 
CAGAAAGCCnAAGACTAAGACAACnGACTCTGCTGATTCTTTTTTCCI i i i II I nTTTTTAAANAAAAATACTNTTAACC 

>ncrb6895.seq 

GACTCTOGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGATC^^ 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGC 

>ncrb6896.seq 

GGGGAAATGTAGnACAGnGAATGGGCTGACCCTGTGGAAGAACCAGATCCAGAAGTCATGGCTAAGGTAAAAGTnTGmGTGAGAAACTTGGCTACT^ 

AnGGAAAAGTCATmCTGAATTTGGAAAACTCGAAAGAGTAAAGAAGnGAAAGATTATGCAnTGTTCATmGAA 

CAAAGAAATAGAAGGGGAAGAAATTGAAATAGTCTTAGCCAAGCCACCAGACNNGA 

>ncrb6897.seq 

/ggTCAGGACTCTAAATACTCTAACAGCTGTCCAGTGTTGGTGAnCCAGTGGACTGTATCTCTGTGAAAAACACAATmGCCT^ 

T^CTTTCCAACCAACCAAATTTCTGCAnCGAGTCTTAACCATATnAAGTGnACTGTGGCTTCAAAGAAGCTATTGAn 

ApCTGmGGATTnAATTGTGATGCAGAAGnATAGTAACAAACAmGGmTGTACAGACAnAmCCACTGTGGTGGATAAG^^ 

>jitSb6898.seq 

CWTNCTNCACAGGATGCCTCCTTCTGTGCCTATAAGCANCANNTAGGNGGACCCCAAGGCATGTGAGCATCTGCCCAGCAACCTGTGGAGACM 

^GACACCAGGAGTCACTTCTATACCTCGCTAAGCTGACCCGTGGAAAGCCACCAGAnGGAGGTCACCAGGATGATGATAATAnGATGACCTGATGTGGGAGGAG^^^ 

T^jAGGCmGATCAATGTATAGGGCTATATmGGCAGCTGGGTAGCTCmGAAGGTGGATAAGACTTCAGAAGAGGAAAGGCCAGA 

GiiAGACACCTCAAAnGGCTGAGnGAGAAAGCAGCCCCAGTAGTTCCATTCnGCCCAGCACTnCTGCAnCCAAACAGCATCCTACCTGGGT^ 

Al^TGGTTTTTAAAGTATGAGAAAGAGA 



>ncrb6899.seq 

dAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmTTTCTCm 
llSAGnAATAGGTOCTAAGATAnGCnAGCGnAAGnmAACGTAATmAATAGCTTAAGATmAAGAGA^ 
AlgGTnTTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAM 
;S|gCTTnAGATTAAAATGAAGGTGACnAAACAGCnAAAGm 

>IOb6900.seq 

A^SS^TAGATAGATAGATACTGTGAANCCGAGTGCTAGAGTGmATAmAATAAGTAAAGATAGGTAGAGTATCGGAACAAAM 
(f^TCAGGATTCAAAGCAAGTATCAAATGAGTCGGG 

>ncrb6901.seq 

TATGGGGGGGACACCACCCAGNANAAGAATAGAGGATCTCCAmATAAAGnCCnCATGCTCGTTCCCAGCCAGCAATTCnCTTAC 
ACCATCAGCTCATmGCTTGTTCrrGACTCATAAACAGAATCATATAGTAGGTGGTTCGTTCAATGTAGGCAGTCTGT^ 
AAGCAGTAGnCTmGCAnGCTGTGTAATATTCCATTGTATAAnGTATAAATATATGTTGTATAAATGTA^^ 
GCTAGTATAAATAAAGCTTCTGTGAGT 

>ncrb6903.seq 

AGAGAAAATATTATnATTTTmGTAGTAGTAATGTCATATGAATGTATCnAA^ 

GGAAACAACCnGmTGCATAGTAnCAGTCACCTGGAGGGCAGAGGGGTCCTTCCATGnnCTCCAGCCTGGGCAACAAGAGCGAAACTCCATC^^ 
>ncrb6904.seq 

GGTTCTAAAAGAAGGGCTGAACTGATGGAAGGAATGCTGTTAGCCTGAGACTCAGGAAGACAACTTCTGGAGGGTCACTCCCTGGCTTCTGGAGGA^ 
CAGTGGTACAGAAGTGAGACATAATGGAATCAGGCTTCACCTCCAAGGACACCTATCTAAGCCATTnAACCCTGGGGATTACGTAGAAAAAT^^ 
GCAGAAAGCCAGATTCTTAAGCACCTTCTGAAAAATCnnCAAGATATTCTGCCTAGACGGTGTGAAGGGAGACCTGCTGATTGACATCGGCT^^ 
CTCTGCnGTGAATCCmAAGGAGATGGTCGTCACTGACTACTCAGACCAGAACCTGCGGGAGCTGGAGAAGTGGCTGAAGAAAGAGCCAGAGGCCmGACTGGTC 

>ncrb6905.seq 

GGGIGGTCATrACTTTTATCnCTTGATTTTAI INN lAAATGTCmAATGGTGATnTTmACTmATAATTAAAAAAATTAAAAGNGAC 

>ncrb6906.seq 

GGAACATGGmCTCAGATAGGGTAGTGGAAATAGAATAGTCCAAACCTTGATGGCTGGGAAATGAGAGCCTACGAATCTAATAGTAACATTTGAGTAATAA^ 
GGACCACCTTCTGCTCCCAGTOTCGTOGCAGGGATAATCTGCTGGGTATTCAACTGTmGAAAGAATTGCTGGTTGTCTAGnCTTCTGTGGCACCTC^ 
AmACAGGAATACAGGAATAATGTATTAGATCATAAACATAGAGnCCGATAAATAATGCAGCAAGAAAGCCAAATATAAAAGTCTCAGATGAA 
CCAGGGATACTTAATGAGAAAAAGCAAAAnCTACAATATAGAAATAATAATGGGGGmCATTTGAAATGCTACAGGGAGTAC 

>ncrb6907.seq 

CACCGGANTGTTTTGTGGTTGGGAAAGAACCACGAAAGNATCTCAAATAAAGTTGATGTGTGGTCGGTGGGTGTGATCnCTATCAGTGTCm 
CCAGTCTOAGCAAGACATCCTACAAGAGAATACGAnCTTAAAGCTACTGAAGTGCAGnCCCGCCAAAGCCAGTAGTAACACCTGAAGCAM^ 
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TACCGAMGGAGGACCGCATTGATGTCCAGCAGCTGGCCTGTGATCCCTACTTGnGCCTCACATCCGAMGTCAGTC^^ 
CTGGGGCGTCCAATAACAGnCnCTAAnGAGACTGACTCCAAGGCCACAAACTGTTCAACACA^^^ 

>ncrb6910.seq 

GGTAAAATCACTGGCATGnGTTGGAGATTGATAAnCAGAACnCnCATATGCTCGAGTCTCCAGAGTCAC^^ 
AGCTAAAGAGGCTGCCCAGAAAGCAGTTAACAGTGCCACCGGTGnCCAACTGmAAAAnGATCAGGGACCATGAAAAGAA^ 
AAAAACnAAATAnATGGAAAAAAAACATTGCAAAATATAAAATAAATAAAAAAAGGAAAGGAA^ 
TAGATTACTTAnGATTTAAAAAC 

>ncrb6911.seq 

ATCCCATATAATGCmGCTTCCAAGNAATATTCTnACmCTTCTGTCTmACAGCTCTnGCATTnGTAGACCTTAATA^ 
AAAAAGCCCAGAAATGGTCCTmCAGGTGCCTCnCAAAGAGCTGACACCTTACCTTGTGCCTnGGCNCAAATGTGCAGAATAGATACATa^ 
GAATmGAACACTGTTCTCCCnCTACATnAnTCTCnCATmAGAATCACACTmTATGnAA^ 
GGAATGGGGCCCTAACCAAAAAGAAGTCTCAACTCAGAAAAATAAGT 

>ncrb6912.seq 

ATCCACnTATrrrrCTATGGATAATNAAGACTTGGCTGAACATAGnGAATAGCACAGGCATGAGGTAGAGGTTGGTAGAGGA 
TAmGAGTGCCAAATGTAnTGTATmAGTAATTAATCTGmATCATCnATAAAAATACTAATAGGCAmm 
GAAAAGAAAGGATTTmAACAAATTATTTGGGAATCAnAAATAGCAATGTGGAAAAAAAAAmATATC^ 
TTTTTAAAAATGAACTATAGATAACTTnAGAAGGTAGACTAGGCAGCGGAAGAAATTACAAAGGAM 

>ncrb6919.seq 

agaatagagaactcagnaaataaagcctatacctacagacaactgatottgacaatgtcaacacaaacataccctgaggataggac^^ 
gattacgtgtgcagaagaatgaaactggagttctgtctctcaccatctacaagccaactcaagatcaanaaaagcnaaatc^ 
agggaaaactcctctggacattggcctagatgagcaamatgactaaggcctcgaaagcaaatgcaacaaaaacacaaatagagaaatgggacttaa 
aagcgaaaggaaataagagaagagacaatgtgtagaatgggagaaaacat™caaactatgcatacaacaagggactaatatacaaggaactc 

>tpb6922.seq 

QflTGCCTCATGGNAGCGTOTTTATAAGGCAAAAAATGGAAAAAAAAGAAAAAGCCAGCTATCTACCAAAA^^ 

dClGCCATAATGATGnGATGAGAATTAGAATAATGTGAACAGTGCATGCATGTATGTAAAAmGTGATACATGAATGTC^ 

T^TAAAATACAGGGATAAAAGGCATACACATnAATAGTGATTGCnTCATAnACAGTAAGAATGGGTGAnACTC^^ 

^1 

>n2b6923.seq 

dyPAGCAGGNAGGAATGAGCrrGGTGTGACAGTnCTGGAAGAACGCTGGAAGTATGTAAGTATTGGGTGGG^^^ 
TfigCCTTGCCAAACTCAGAACTTAACCATGATAATGACATTGTCTGGAGGGGTGTCTAATmGCTCAGCAT^^ 
ACAGAAAGTCnCTCAAGAnAGCAGAGGAAAACnAAAACCATCATGGGnGGGGTATGCAAAGGGGAAATTCCTO^ 
A!&rrTCTCACCmCTCAGGAGAGGCCATGnGGCTGAAAATGGmGTCm 

>jif|b6924.seq 

4?CCTGTCCAGTTCCTTTAGAAAAAATGGATGCCCAGAGGACTCCCAACCCTGGCnGGGGTCAAGAAACAGCCAGCAAGAGn^ 

GMGCCGACTCTGGCCCTGGCCCnACTTGCTTCTCTAGCTCTCTAGGCCTCTCCAGTnGCACCTGTCCCCACCCTCCACTCAGCT^ 

CpTTTTCCCCCACTACTGCAGCACCTCCAGGCCTGTTGCTATAGAGCCTACCTGTATGTGAATAAACAACAGCTGAAGCG 

>!|fb6927.seq 

AlSSGTCAGGAGACCCCAAGCATGTGAGCATCTGCCCAGCAACCTGTGGAGACAACCCACACTGTGTCTGAGGGTGAAAGGACACCAGGAGTCACnCTAT^^ 
CCTGGAAAGCCACCAGAnGGAGGTCACCAGCATGATGATAATAmATGACCTGATGTGGGAGGAGACAGCCAACCTCAGGCTOGATCAATGTATAG 
GGTAGCTCmGAAGGTGGATAAGACTTCAGAAGAGGAGAGGCCAGACmGCTTACCATCAGCATCTGCAATGGGCCAAACACACCTCAM 
GTAGnCCATTCTTGCCCAGCACTnCTGCAnCCAAACAGCATCCTACCTGGGTTmATCCACAAAGGTAGCGGCCACATGGT^ 

>ncrb6928.seq 

AGTGTAAAGTGTCAGCnACAAAGAGGGAGCATGATGTAmGTAATGGATATATAATGAAAGAGGAGGTGGAGAAACTACACCTTTCACCTGGGTC 
GGTAAAGnAAAGGTGGCAAGGGGTTCATAGGTAnGTGATTGGCTCCTCTCCAGCTTGGTCGGCTCATGCAATAGGAATGGTCATCTTAAATAGGTm^ 
ATGGATGTnACCCTGGATGTGCTnGAAACCTGGGGTGGGCTCATGGGTGGAGGCAGGAAGGGGAGAGnACTAGACTAGGnGTGCATGGGGAAGATATAGAAAC™ 
GAAAATGGTGGCATGGTATGGTOGGAGGGCGAGACATGCAGAAGTTCGTGGCAGnCATGATAAGCTGGCTTGTGAGGAGGATTTCTGAGGAAGATCAGGTAGAn^^ 

>ncfb6929.seq 

TGAATTCTGGTGmATCnGGAAAGTAATCTGCAAnCTATATGACGTTTTTTGGTGGNTAGGACACGAAGTTCTGCTACAATTAmAGGAAT^ 
TA™CTGTAAATCAACATmAAAAAAAGAATGTnCATCACCATAAAAAAAAAACCCTCCGTGCTTCCCACATCAAG 
GTNGACAmACATCGAGCGAGTAGCTTTCATCTCTGAAAAAGAAAAAGAAATACGNGTAGAAAAACCGM 
CTTTATGmGTTTmAATTGGGGGGGGTnTAGCTCAATGCAGAAATGAGAAATAAGNGnNGGGGGAAAAACAGAGAGCAGm^ 

>ncrb6931.seq 

GAGTGTGAGGATGCAGGCTGTGGGAAGGCATnGCAACAGGnATGGAnAAAAAGTCACGTCAGAAGTCATACAGGAGAAAAGCCATATCGGTGTTCGGAAGA^^ 

GmGAAAAGnCAGGAGATCTACAGAAACACATGAGAACTCATACAGGAGAAAGGCCCmAAGTGTCCCTTGGAAGGCTGCGGTCGGTCCTmCAAGATCAA^ 

CACGnAGGACACACACAGGAGAAAGAGCnAnACTGCACAGAGCCAGGATGTGGGAGGGCATTTGCCAGTGCA 

>ncrb6932.seq 

GATTGAAGAAAGAAAAACTGTTmAATAAATTTGGGATAGCTTAAGTATACAGTGTTCATAAAGTGTACAGCAGTGTACGGCAACGTCCCAG 
GTGATGCAGCCAGAGCAACTCCCAGTACTGCAAGCTCCATTCATGGTAAGTGCCCTCGATTTTTTATCTTnATACCGTATTnTTAnGT^ 
TTGCATTACAATTGGCTGGAGTAnCAGTACGGGnTGTAGACTAGGAGGCATAGGGCATTCCATATAGCCTGAGTGTAGTAGGGTCTACGCAGTAGGmGTGTM 
GmATGCTAATAACGCATnCTOGAACAAATGCTGnGnAAGTGACAGATGACTGTATGTnATGnGATCCAGGCAATCAGG 



>ncrb6933.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page294 of 776 



GGGTTTTTTGMTACACAGMNMGnGACCCTCCCATCnAAMCCTGAMCTOCATTO^ 
AGCTCATGGCATCAAGAAAATGAGCCACAAGACCCCTCATCCATCATAAnGCTTCTGTATCTCTCCC^^^ 
TCAGGAAGATAGAmGAGACnCTCTCTCATCCTCCnGGCTGCCGCACCCAAnAAAGCCTTCnCTCTGGCA^ 
GGACCTAGACCAAAACCCTGGCATmGATAACAGCCCCCAGCCAGAGAGGnGTGAGATAnCTGCAGCTGCCCCM 

>ncfb6935.S8q 

GACCGACGGCCGATGCTGCACCCCCCACAGAACCACCACCCTGCCGGTGGAGnCAAGTGCCCTGACGGCGAGGTCATGAAGM^ 
ATTACAACTGTCCCGGAGACAATGACATCTnGAATCGCTGTACTACAGGAAGATGTACGGAGACATGGCATGAAGC^^ 

CTGATTCACATCTCATTTTTCCGTAAAAATGATTTCAGTAGCACAAGTOTTTAAATCTGTTmCTAA^^^ 
AGTCTATCAACCCCAGACACTGGTnGAAGAATGTTAAGAOTGACAGTGGAACTACATOGTACACAGCACCAGAATGTATAn 

>ncrb6936.seq 

ANCCTCMCAAATGNAAimCCCCGmGCCCTACGCCCCCTmGGTACACCTAGAGGTTGAmCCTTm 
CCTCATGAAGCTTTAAATTATAATTTTCAGTTTCTCCCCATG 

>ncrb6937.seq 

GGCACAATCTNAGCTCCNAGCTAAGCAAnCTCCTGCCTCAGCCTCCCCGAGTGGCTGGGAmCAGGTGTGCGCCACCATGCCCGGCTGATTmGT^ 
TTCACCATGCTGCCCAGGCTGGTCnGAACTCCTGACCTCAGGTGAnTGCTCGCCTTGGCCTCCCAAAGTGCTGGGAnATATATGTGAGCCACCGTG 
AGTAAAACGTAAGTTCACTTGCTCATTGCCACAGTCAAAGAACTACCATGG 

>ncrb6938.seq 

CAAGAAAGCCCTCATTTnNAACCTGGCAAAATCnGnAATGCCCTTGCTAAAAAATAAATAAAAGCT^ 
AGTGCATAAAGGCAAAmCCAGmAAGTAAnGTCTACAATAAAAAGAAATmGCCTGCCATTnC^^ 
CnATnCACTAAATGTAAAAmGGAGTAAATATATATGTCAATATnAGTAAAGCnnCnTTnAATnCCAG 
TAGCTCAmGAGATAAAGTCAAATGCCAAACACTAGCTCTGTAnAATCCCCATCAnAGTGGTAAAGCCT^ 

:^#b6939.seq 

(JSGACTGAGTGGTTGGATGGCAAGCATGTGGTGTTTGGCAAAGTGAAAGAAGGCATGAATATTGTGGAGGCCATGGAGCGCmGGGTCC^ 

C^CATTGCTGACTGTGGACAACTCGAATAAGTnGACTTGTGTTTTATCTTAACCACCAGATCAnCCTTCTGTAGCTCAGGAGAGCA^ 

(MTCmGTGGTCTCGGTGCAGTTGCCTTTGGGTTCCATGTmCCTTGnCCCTCCCAT^^ 

^Ib6941.seq 

GAiTCTTGTTATCCnCAACTAGCGGCTTGGTAAGAGTATCTCTTGCCCCCTTAATCAGGAAGTTAAGGACGGTGTCT^ 
GlgGAAGACAmGTGCCTACAAAATGGGATCTCCTCnAGGGCTGAGAAACAGAGmAGGGAACCTnGACCTCTTGGAA^ 
dlAGGGAAAATCATmGnACnCTnGAAGGGAGGAGGTATAAGAAATGAAATAGAATAATAGAGCA^ 
Tf^CGGATGATGTTmGTmGAnAGAGTAAGAATAAAGTATCAGGTCmGAmAACTTG 

54icrb6942.seq 

dpTTCAmNGGGTCnGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCM 

GFl{BGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGmGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGTOTGAA^ 

C^CACCAmCCTCCmACCmCAGTGCAGmCTmCACAnAGGCTGnGGnCAAACTm 

d^CTCCTCCTCTGTCTmGGAGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGCCAAAA^^ 
>i5^6943.seq 

CSSGAGGACTmATTAAGAnGGGACATAnGCnAGTTAGTCTCTAGGGTGGAATCATAAT^^ 
/WAGACATTGTGTAATCCCCATGGACACTGnGAAGAGACACnGAlTAGGCAGATCGTGACAAGTTCAGCm 
mCTACAGGAAGGAATGGCTGmCTAmCAGAATAmCTGATACCAGAGCmGCTGCATCTTCATGTACmCCmAT^ 
TGCCCAGGCTGGAGTGCAGTGGCATCATCATAGnCACTGTCACCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCCCGGCCTTCCGGAGTGCTAGGA™ 

>ncrb6944.seq 

GGGGGGCGGGGCGGACTGTCCCGCGACCCCCGTGGACTGCGTCTAGGTCATGTGAnCTGmTCAmCTCATCCCATCCAATnGTCCTTTTCTCCTGTC^ 
NCCCTTCAAAGTTGTOTAATTTGTACTGAACmAAAATGTGTCCCGnCTCCCCAGACCACTCTAGCCACAGTATATTGCAATAA^ 

>ncrb6945.seq 

CAATCNACCTNTNAGGCCCCNCCCCTGGGCCCCCTTCACCCGCTGGTTGGAAAGANTGTTGGTGTTGGCTG6GGTGTCAAATAAAAGCTGTGCTTGGGGGC 
>ncrb6948.seq 

GGTTGAAGANTGATATCTTAAAAGnGTCCCTmAAATGAGAAAGmAGCATTCAAGGAAAAGAGCTAAmTGCTGm 
GTAAGAnGCAGGCTTTCAAAAnCTGACAGGGCTGCTTCTAAATTGGTCAATGTTGACGGCTGTmnTGTAGGATGACAACTGGTTGGT^ 

>ncrb6949.seq 

GTGCGCACCCACCTGGTGCATCnAGTTCAGTCGGCTCTTAGAGTAGTAACCGCCAGAAAGGAGTCGGAAGAGGTCTCACGAGGCTGTCATCAGCGCCATGGGCAAGAATA^ 
AAGGAGGTAAAAACAGGCGCAGGGGTAAAAATGAGAATGAATCTGAAAAAAGAGAGnGGTGmAAAGAGGATGGACAAGAGTATGCTCAGGTAATCAAAATGT^ 
AnGGAAGCAnGTGTTnGATGGTGTAAAGAGGmTGCCATATCAGAGGGAAATTGAGAAAAAAGGmGGATAAATACATCAGACA™!^^ 
TAACAAAGCTGATGTAATTTTAAAGTACAATGGAGATGAAGCTAGAAGGCTGAAGGGATATGGGGAGGnCGAGAAGATGCTAAAATCAATG^ 

>ncrb6953.seq 

ATCmGCAGAGCTTAATTAAATGGATAGATGTCTGTTCCCTTTGCTGGACGCCAAGAATACAAAAAAGAACAAGTGACAATmCTCTGTC™ 

AATGATCCCTAAAGAGTGATAGATGTOTCATTGAAGCGACAGGAGGGGTGCCAGGCTGCACAAAAGAGACACTGGATGCTTCnGGTAGTAGAGGCAGTGGCTTCCCAGCGnGG 

GCTAAGGCnGTAGGGTGAATTGGAACTmCAGATGAGCAAGGGAAAGAAGGGAGCnCTAACATTGCnGGATGGAACAmnGACATTnCCCAmAC^ 

AGAAGTGTCACTGTGAGGAACTTATGTACACATAGnnTCTTGCTOGmTAATAATGTGTOnAAAGAAAATGTGAGTGTGTACATTCTATGCTGACT^ 



>ncrb6954.seq 

GAAAAAGGTTTAGAACTTGGTAAAGGTAAGCCTCTACTACAGGnGA™CTCCCTTATCTGAAACACTTGGGACCAGAAGTGCn^^ 
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>ncrb6955.seq 

GATCACACAGGATCCGGAGCTGGTGCTGATMCAGCGGMTCCCCCGTCTACCTCTCTCCnGGTCCTGGMCAGCGCTAC^^ 
GCACnGCTCAGTAGTmGTGAAAGTCTCAAGTAAAAGAGACACAAACAAAAAAnCTT^ 

>ncrb6956.seq 

ggatggatggatgtgtgtccaccaagaggc™gaaccaatgacaccccaatggcaatga6catatcaagtgcccagatc^ 
aaactagggctccatgaataaatagatganccagtgatagggcaagaaaacgcaagatgatcctaaatatgngttcta^ 

>ncrb6958.seq 

ATTTTTTGTAGAAATAGAGTTTCACTATATTGCCCAGGGTGGTCTCAAACTCCTGGGCnAAGCAnCCAC 
CCCAGCCCTGnGGGACATmmAnTACTGACTTAATCTTGCTGnCAmiTAATCTGnCAAGGGCTCTAmCTTCCTGG 
AGGimCTAGmTTGAGCATATAGTTGTTCATAATAGTTTGATAATCTTTTGTATnCTGTGGTATCAGTTGT^^ 
TGTmnAGTCTAGCTATTGGNTTATCAATTTTGmGTCTTnCAGAGGAGCAACTTnCAmCATm 

>ncrb6959.seq 

GGGCACGGTGGCTCATGCCTGTAGTCCCGGCGTTTTGGGAGGCCGGGGCTGGTGGATCGCnGAGCTCAGGAGnCGAGATCAGGCTGGGTAACATGATGAAAACCTGTCTCTAC^ 

AAGAATACAAAAATTAGCCATGTGTGGTGCCACACACGCATAGTCCCGGCTACTGGGGAGGCTGGGGTGGGAGGATCGCTTGAGCCTGGGAGGCAGAGGTTG^^^ 

TGTGCCACTGTACTGCAGCCTGATGACAGAGTGAAAACTCTGTC 

>ncrb6960.seq 

ACAGAGCGCCTTCTGGTCCTAGCCCGGCCTGTATGAGCGCGCAAATATGCGCAAAGGTTnGGGTCCTCAAGTCATGGCGGAATTTAGATGCTGGTGAT^ 

TCCCGTTACGAACACAGAAACCCAGCCCACATGACAAGCACGCTGAGCTCTGCAGGGAGCAGTGCCAGGCACTGGGGGGTGGAAGTGTGGTGACACAGTGAATGGGAGGTGGAGG 

AGGGnGCAGCTCCCACGTCAGnTAGnnTAATTCAGGGTTTTCAACCTGTAACACATTAAAGCTGTAATTATC 

>jicrb6961.seq 

Af&GTAATGGAATTCGAAAAGAATTCATGTTCACAGAACTCAACGnCAGGCTAATAmACAGAAGGGACCAAATCTAAATCCTGGT^ 

dflACAGTmCCAGCATAGATATAACCAAGGATGAAnGATTCCnCAAAGAACTGGGAGGCACGGATATTGCATT^ 

QftGGGCAGAGGCTGTCACAmAGGCAGAnGGAAGnGGTATGnCTAATTCTCACTCTGGACTACAGTGAGGCTGAAmATCA^ 

>lM)6963.seq 

(MTAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGnCAAAAAGGAATGCCCCACAAGTGnACCATGGCAAA^ 
GQATTGTTGTAAACAAACAAGTTAAGGGCAAGATTCnGCCAAGAGAATTAATGTGCGTATTGAGCACAnA^ 
GiCfCAGAAAAAGAAAGAAGa^AAAGAGAAAGGTACCTGGGmAACTAAAGCGCCAGCCTGCTCCACCCAGAGAAGCAC 
d^CCTATTCCCTATGAAnCATGGCATAATAGGTGTTAAAAAAAAAAATAAAGGACCTNTGGGCT 

y 

>ncrb6966.seq 

/li^TGCCATTCnCAAGGGCTGTTTnGTTTnGAAGAAACTACTCTTM^ 
TgrrTmCCTATAGCATCCGGTAGTnCATCGTCTCCCTGTAGCCACTGCCTACCA 
ysS^PGTGTAATATGTAGCACCAGGTTATAAAACACnAATAAAAACACAnAATATATTCAGAAAGGTTCTAA^ 
(J^'QCCTnCATmCTAAGTAncnAATGTGCTATGTATOCACATnCATAATTAAGAnCAGGGGCATC^ 

#b6967.seq 

A}«ff.GAAAATnATATAAAGCTAGCTCTTmATGTAGC™TATAGCGAnCATATATAAAGTGT^ 
fi^CTTTATGmCAAGTAGTACAnCATGAGCmTAAGACAATGGGGmAAACACTCTOGCCACAGM 
^TGACAAGGCCTCTAAATAACTAGAGTGGGCCAAAACAGTGCATTTTCATCmCACnAACCAAAGCCAGTACTCAT^ 
AAAGAmnCTGTACTAGTATGACGAGGTAGACAGGTGATAAATAAGAAATGGAGAmATOTGCCTCTGGCTGnTCAAAG^ 

>ncrb6968.seq 

TCAGCTCTGACATTCTGATTCGAATGACACTGnCAGGAATCGGAATCCTGTCGATTAGACTGGACAGCnGTGGCAAGTGAAmGCCTGTAACAAGCCA^ 
TGTAAATAnGTGTGTGTGTGTGTGTGTGTATATATATATATATG 

>ncrb6969.seq 

ATCCACCmGGGTCGCTTTGCTGTTGGTGATATGAGACAGACAGnGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGGTGGAGCTGGCAAGGTCACGAAGTCTC 
AAGCTCAGAAGGCTAAATGAATATTATCCCTAATACCTGCCACCCCACTCnAATCAGTGGTGGAAGAACGGTCTCAGAACTGnTGmCAAnGGCCATnA^ 
ACTGGTTAATGATAACAATGCATCGTAAAACCnCGGAAGGAAAGGAGAATGTmGTGGACCACnTGGTTnCTnmGCGTGTGGCAGT^ 
ACTTmAATGGAAACAACTTGACCAAAAAmGTCACAGAATTTTGAGACCCAnAAAAAAGnAAATG 

>ncrb6970.seq 

ATCCTACCTGAGCTTGGAAGGGATGAGmGGTAGACAGAGAATGGGATCAGAAGCCTCCATCTTGGGCCCTGAGTnGCTGGACAAAGATATCGTGGGATGAAAAGTC^ 

GTCTATGAGTTTGGTACACAAACATAATGGAGATGAAACCTCGGCAACATAGCGAGACCCCATCTCTACAAAAAAAATTTTAAAA 

TACnGGGAGGCTGAGGTGAGAGGAnGATTGAACTGAGAAGGTCAGTGAACTGTGCCACTGCACTAGTCTGCGTGACGGAGGGAG 

>ncrb6971 .seq 

AATGTGAGCCAAGTGTAGCCnCCAGGCTGAGTGGGTGGAGCAAGCCCAGCAGGCGTGAGCAAAAGTTGGGCAAAAGCACCAGCACGCAGAGAGGnTGTGGCCAGAAAAGCAACA 

CCATAAGGnCCTGAAACAACAGGTCCCACAACTGTCTTGACTTTmCAGCTTATmCTCmCAT^^ 

TAnATACATTCTACTATTGAGCCAATACAGTTnAnCTG 

>ncrb6972.seq 

AnCTAGACTGAGCGCATCCATAGGCAACTAAAACTGTATGGTACTGTAAGGAGACTAGTCAGTCAGTCTCCTTAAATCTAnCTCACCTCAGTCCATTCTGAATAGAG™ 
AAATTCTCTOGTAGTGTTCmTGnATmCATAAAGCGTACAGTGGCCTAGATGGCTTTAGACTTCAGGAnCnTACCATCTAGCCCCnTTACTCTACCA^ 
TTGACATAATCTGTAGCCAGGAAAGCCTGCATACAGmGTTATCCCTCTGTCmGCTCATGGGTmCTGCATCTGGAATCATCnCCTCTCTTCTCTCTGCTC 
nCmCAAAAGTCTCmGAAAmACAnmCAGGAAGCGmCTCnTGGCnGCTGGACATGTGAGCGGCATGnATCTlTTCATATnGnC^ 
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>ncrb6974.seq 

actcmggaamtgagaamctgatgcttgatctcmtmggccamtctatgggccagcgactgtcm 

ctgagnctccaccagtgagaccatgggccactctgcagaccgactggccgctgcctttgctgmctcggc^^ 

aggcacaggatgaaggactcctttctgatgtggtacccttcaaagtaccaggaaaagatacag™cgaaagata^^ 

ACCTGCAnCATCAAGCCCTACGGCACAGTGACAGCTGCAAATTCncmcnGACTGATGGTGCATC^^ 
>ncrfa6975.seq 

TCAAACACCTGACCTCAAGTGATCTGCCTGCCTCCAGCTCCCCAAGTGCTGGGATOTAGGTGTAAGCC^^ 
GAnAGTGTTGGmAGTTGAATAGATTGGTACAATOGTAGTAATn-GAAATGATGCGTATGGmCCTAACAT^ 
AATACTAAGGAATGAGAAAGTGGGCTTACAGGTGGGCAATGTAAACTnCCTGTAGAAGGAnGAAAGTAAATAGATGTAAGACTAGA^ 
GTTGGCTGTGTTAAATAACTCGTTCCGAAACATCAGATCCACCTGGGGAGCCCAAATAmACCTACAT^ 

>ncrb6976.seq 

AGTCCAGGTTOCAGGAAGAAATATGnATCTACATTGAACGGGTGCAGCGGGAAAAGGCTAATGGGACAAGTGTCCACGTAGGGAnCACGGCAG 

AAACTGGACAAAGACCGCAAAAAGATCCTCGAACGGAAAGCCAAATCTCGCCAAGTAGGAAGGGAAAAGGGCAAATACAAGGAAGAAACCA^^ 

CTTATATACAAGCTTTGATTAAAACTTG 

>ncrb6977.seq 

CATTGnAAGnCTGATAAGCAGCATTnGAACATATAGTCnAnGGCTGGmAATCATGTACCTAGATnCTGGGGTGGTGGTnA^ 
AATGCTTAACTCTGACATTmGTGTAATTAmGACAGAATATGTGGATmATACTTnAGGACAGTmAGAAGACG 

>ncrb6979.seq 

AAGATAGTGATATCTTTAACAGNGAGAGAAATAGAnCGAGTAAAATGCTAAAATTTAnTTAGACATCTOimTA^ 

TAAGAAAnGGGGTCTTCAGCTCnAGGAGAGGTTGGTTTTAGAACTGTAGAmGGGAGTCATTAGCATAnACTOTGATGATGCTAAATGGATAAM 

CAAATAGAAAAGAGTAGAGGGCAGAATCAAGGAAAmATATCAmGCNTGGTGGnCTAAAAAGGACAAAGTAACATCTGTCTAnGCCTn 

qCMTTAATCAGnnGCnCTGncnAnAACTGAGCTAACCTAGCAAAACTGGGGCTGGCTGAATGGCTCTACCTGGTO 

>ip)6980.seq 

GTJGGGTGCTCTCCAAAGGCGAGCCAGCCTGCATGTTCCTmCAnGAGAGATGACTGGAAATATAGAAATGAGGGGTGTCACCTCCAn 
Cj^GTCCmTCTmAGAGmAGATCTAATATGACAGAnAGTCGTTAmCTCGATGCTGGGAAACAC 
TWW^TCTCTCTCTGCTATGTGTCAAATAAAAAGTAAATAAAGAGGCTACAACCCACTTCAGGCnGATCAGAA^ 
AiirrCATATCTAnCATGCATCCTGTGGACTCTGAATGACAGCACCTAAAATACAAAACGTCTCCATGAAAGGGm 

>j^'b6981.seq 

(^AfmCGnGGTGGTGnCAGTTGTGGCGGTTGCTGGTCAGTAACAGCCAAGATGCTGCGGAATCTGCTGGCTCTTCGTC 
GPSlATmAAAAATAAAGnCCGGAGAAGCAAAAACTGnCCAGGAGGATGATGAAATTCCACTGTATCTAM 

TACAGTTGGTGGAACAGCATATGCCATATATGAGCTGGCTGTGGCTTCAnTCCCAAGAAGCAGGAGTGACTTCAGTCATCCCAGCAATCGCTTGG 
djigiCCAGTAATGTGATAAATAACCGAGCTCnCmGGGGATCAATAmATOACm 

>i;t)6982.seq 

(^^GAGCATATGAAAmCCAATGGGTACTCAGACCAATCCAGCCCGAACTTGTAAAGACCTGCAACTCAGCC^^^ 
G^TOCTCAGGAGATTCCTTCAAAGmACTGTAATnCACATCTGGTGGTGGGACTTGCATn^ 
d^GnGGmAGTGAAmAAGAGGGGAAAACTGCmCATACTTAGATGTTGAAGGAAAnCCATCAATATC^ 
/^JfTGACCTACCACTGTCATCAGTCAGCAGCCTGGTATGATGTGTCATCAGGAAGnATGACAAAGCACTTCGC 

>liM}6984.seq 

AGGGTGAGAGTGGTTCCCCGGGTGAGAACGGATCTCCGGGCCCAATGGTAAGTATGGACACCCTCCAGGAAGGmATCAAAGACTCnCAGACT^^ 
CCTTTGTGCAAAGnCATATTCTGTGTTGTAGATTTCATCTGATTGTGAGC 

>ncrb6985.seq 

CTCAACAACCGATTGAGACCCTTCnACTCCTGAAGGCTCTAGAAAGAACCCAGCTCGCACATGCCGTGACnGAGACnAGCCACCCAGAGTGG 
CCCTAACCAAGGATGCACTATGGATGCTATCAAAGTATACTGTGATnCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGA^ 
GGACAAGAAACACGTCTGGCTAGGAGAAACTATCAATGCTGGCAGCCAGTTTGAATATAATGTAGAAGGAGTGACTOCAAGGAA^ 
GCCAACTATGCCTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGCATACATGGATGAGGAGACTGGCAACCTGAAAAAGGCTGTCATO^ 

>ncrb6986.seq 

GnGAGGATACAAAATCGTGCAAAAAATTAATTAAATnnATATGCTAACAATGAAGAATCTGAAAAGCAAAnAAGAGAAT^^ 
>ncrb6990.seq 

ATTATTGTCACTGTTAATAATGGCCCmAmGAGCTnGCTAGGACAATGCTCTAAACAAAGCTGAGAGGAAGAAACAGTCCCTGCTGTGGGGCC^ 
AGGAAGAAAAATCCACTGGGGAAAGATTGTGGGGGTGGGCTGGCGATAGATnGAnGTTGCTGGAGGTGTAATTGGACGATACCCAGAGCCTAGCTATGGATCCCTAm^ 
TGCAACAGGACTGTGmCTAGCCCCTCCTTTGTCnGTCTAGnCCGCTGGATCTGAGTCCCTTGAAGGCAGAnGAGGTCTAAGTCCTGGATCTGATGTAGCAGCATGACC 
CGGGTTCCTnACATCTGAGCCTTAGGTTTCCTCGTCTGCAGGGGAGGTACCCAGATTGGAAATCATGAGAGTCCAAGCCCCnAAAnGCTAAAGG 

>ncrb5991.seq 

AAGAGGAAGATGTGGAAAATGTGATGTAATGGGATGGGAnGGACTTAATATATAGAAAAAAGAAATGCmAGGAGCCAGATCTTTTGAATA^ 
CATmAGmAAAAAAATAAACAGTATATCnTAAGCAGGGnATTAATAACAGAATACnGAAGGTATAmGTATGATAnATGAATACN 
TTTGAACCATAATGTGGATAAACCAAAAGGAGAAAAACAATAATACACAGGCCTTCAGTAGGAAAAACGGTAATATACATGTTGAGAGAAGGGnAGAAA 
GGTCTGATTTTTATCAATCTAGAGTGGGAAGACTCTTATTCTCTnTCTCCACAmAGCCCAGAAATGCAGGTTGGGGGAATAGAAAT^^ 

>ncrb6992.seq 

CTTAAAAGGGGGGTGTAGTAGAAAAAGGATTAAAATGAAATACTGTACTGGAAAATGnCCTTGGGTAGTAGGAATATGGGTAT^ 
TTrTATAATAAGTATATACACTAGTrrTATAATATTAG 
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>ncrb6994.seq 

CACAmGGATGAnGTCATMGGTTnTAGCATGTTCCTCCTmCTTCACCCTCCCCTT^^ 
TGAGAACTCGnCACCTCCAAGCAmCATGAAAAAGCTGCTTCnATTAATCATACAAACTGTCAa^^ 

>ncrb6995.seq 

GGTTCTGATTTGAI II 1 1 1 1 1 1 1 CTTGTGCGTACCC I Nil 1 1 GGAAGmCCAGCCGCAATHGAAATGAAATGACAAGGGGTATATnOATCAATmCATO^ 

CCTGTAACTTAAATGGGTAACCCTAAGGCATATCAAAGAAGGAGATTGCATGATAAACGGAAACAGAAAAAAAGAACCTACAm 

GATTGAGAGNGGACnACATnCCTTrTTTACATTnCGTATA 

>ncrb6996.seq 

GGATGACATGAGGTCGGGAGnCAAGAGCAGCGTGACGAAGATGGAGAAACCCTGTCTCTACTAAAAATACAAAAmGCCGGGGGTGGTGGGGCATGCGTGTAA^ 
AGGAGGCTGAGGCAGGAGAATTACTTGAACCCAGGAGGCGGAGGTTGCGGTGAGCAGAGATTGTGCCATTGCGCTGCAGCCTGGGCAACAGGAGCGAAACTCTGTC^ 

>ncrb6997.seq 

GGAGGAACAGNACACnAGGnCATGAAACAGAGTAGAGAACCGAGNAAACAGGCCTACACAGATATGCCCAGCTGATTTTmGACAAA^ 

GGGmCAACAAATGATGGGGGGGCAGGTGGGCATCCAGAGGCAAAACAATGAAGAGCCAGCAAAGGGTGAGACnTTATAGAAAAAnAAGnAAAATGGATGAT^ 

AAATGTAAAACATAGTATTTTTTTAAAATGGGAGA 

>ncrb6999.seq 

GGTGTGACTTGGGGCTTGnCGCTGGTGGCGTGGGAGGCGAGCGGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCCATCnCGCCAACATGCTGGGCGTGTCGCTCTTCnG 
GTTGTCGTTCTCTATCACTACGTGGCCGTCAACAATCCCAAGAAGCAGGAATGAAAGTGGCGCTnCTCCGCCCCAGGGTTCCAGGACATAGTGTGAGGCAAGATGGAGGGT^^ 
GGGGCnGACACTTCACnCATGCGnCTAGCGATCAGAAGATAGAAAGGAAGTAGAGGTGGATTmGCAAACAAGTm 
TGCCACTGAATAGGGGCGAGTATAGGGGGnGGTnTCTACTGCGTGCGCGGAATATAAAAATATAGAGnG 

>ncrb7001.seq 

AGCACAGGAATGAATAAAmATAAGACGTGGmAGCCTTTGTnTGAAAAGGACAAAGGAAAAGTGAAAGGGAAAGAGAAACAAGT^ 
T&ACCTGGTAAACATTCTCTAnClTnGTCAAAAGAnGCTGT^^ 

:^TCfb7003.seq 

(I^GAGNCGAATCCCGGTTGACCCmGGTGTGTGGTGGGTCCTCGGCAAGCAGGTTTTCACGTCTGCGACAAGGTGGTGTGAGAGTGGAAnGGATTCnACAAG^^^ 

Aq^GGAGAGGAAAAGCTATTCGCTmATAATTAGGTCAAGGGGmGGAAACATmGATTAAAAAAAAATM 

TlllTGGGGGAGGGATAGCTOTGTnGTGTGTTCmGGAAGGGGCTCAGATGGATCTAGAnAAGGATGAAn^^^ 

AigAHAGG 

>lrefb7004.seq 

AlpiGAAGTAGATCGTGACAGTAAGGAAATGGTGAAGCTmGGAGnCGGGAGTCTGTGCAACCnCAGGT^^ 
TnGAATmnCTGTAGTGCTGTAnATmCAATAAATCTGGGAGAACAA^^ 

>ISb7005.seq 

/iPGTGCGCAGTCCTCAGTGTGATAGGGGCTTTnAACAAAATAGAGAGCAGCTGGTTAGAGTOGAATG^ 
TiJiQGACAGTCGAGAGTnAGnGTGAACTCTGAGAmAGAAACTCTATmAW^^ 

m 

>jfetb7006.seq 

Ai^CTCGCGATOGCTGGGAGTACAGGCACCGGGCAGCATTGCACTCCTGCCTGGGCAACAGAGCGAGTGTCAAAAAAAACAAM 
AlFTATTGAGATGAATACAGTCAGnCTCTGTATCmGGGGTGCACAGCTGTGAAnCAAGCAACnmGT^ 
CTATmAAGTGCTGTAGACATGAmGCAATATAGGGGAGGATGTGTGATGGTTGTATGCAAATACTACGCTGmCATATAATG^^ 
CAACTGTGCGTOCATCTTCAGAAGCTTmCAGTTCCmCAAGCGTGnGCnAGGnGCGGAGTCTACACACGAAGACAAGGGG^^^ 

>ncrb7007.seq 

AGAAAATCCAACATCAACGGACAGnGGAGGTATACACAAGGGGAGGTGACCCTGAGAGTGTGGCTGGGGAGTATGGGCGGCACTCCCTCT^^ 
GTCGGGCTTCTCCGCCTGCACTCCCTGnAGGAGAnACTACCAGGCCATGAAGGTGCTGGAGAACATGGAACTGAAGAAGAAGAGTATGTAnCC^^^ 
ACCAGATACTAnATGnGGGmGCATAmGATGATGCGTCGnACCAGGATGCCATCCGGGTCTTCGCCAACATCCTCGTCTACATCCAGAGGACCAAGAGCA^^ 
CACGTACAAGTATGAGATGATTAACAAGCAGAATGAGGAGACGCATGGGCTGCTGGGCAnGCCCTCACGATGTACCCCATGCGTATCGATGAGAGG^^^ 

>ncrb7008.seq 

ATTGTOAGCAmGAATTCTGTCAAGnGACTGCAACGTGTCTCTnTTCTCTGTGGCTCCCCACCCCCTGCnGCGmGCTCTCTGCnCTCCCTCCCCACC 
GCTGGCAGCTGTGTGCAGGATGGGCANGAGGTATAATGATAAGGATGTGTGGAAGCCGGAGCCCTGCCGGATCTGTGTCTGTGACACTGGGACTGTCCTCTGCGACGACATAATCT 
GTGAAGACGTGAAAGACTGGCTCAGGGCTGAGATCCCCTTCGGAGAGTGCTGCCCCATCTGCCCAACTGAGCTCGCCACTGCCAGTGGTTGTAATTTATTTATnGCTO^ 
GTAAAmCTTGCAAGCAGTGCAAACACGCTCCCATAGATGCTGGTGGTGTCTGCAAAGGAGAGGGGCTAGmTCCATGGGACCTGGTAGCTO 

>ncrb7012.seq 

CAGGGCnGAAGCCTCATCTAAAGACCCAAATNAGAGCACAGCNnTGAAAGTGATAGAGTCAGACACTCACAGGACAAATAGGGCAAGGAGAAGGAAGGGAAGAAATAAAGA^ 

AGGACCTGGAGGAGAGCmGTGCCTGTTGCTGCACCCCTAGGTCATCCAAGAGAGCTGCAGAAGTACTCCAGTGATTCTGAGAGCCCCAGAGGAACTGGCAGTGGTGCGTTGCCA 

AGTGGTGAGAAGGTGGAGGAGnGAAGGCAGAGGAGGCAGATAACTTCAGGAGGAAAGTAGTGCAGGAGGGGCCCGAGAGnGmGACAGCAACCGGGAACTO 

>ncrb7015.seq 

GGTCGCCGCGATGGTGTTGTTGGAGAGCGAGGAGnCCTGACGGAGCTGACCAGACTTTTCCAGAAGTGCCGGAGGTGGGGCAGCGTCTATATGAGCTTGAAGAAGTATGACGGTC 
GAACCAAACCCAnCCAAAGAAAGGTAGTGTGGAGGGGmGAGCCCGCAGACAACAAGTGTCTGTTAAGAGGTACGGATGGGAAGAAGAAGATGAGCACTGTGGTGAGGTCCM^ 
AAGTGAATAAGmCAGATGGGTOnCAAACCTCCnAGAGCTAACATGGATGGGTTGAAGAAGAGAGACAAAAAGAACAAAACTAAGAAGACCAA^ 

AGCAGCACCTGGCGGAGGAGGAACAGGAGGAAGAAGAGCAGCAACAACAGCAGGAAGAGCAGCACAGTAAAGGGCATAGATTTGGTGGmGAGCAAnAACGACTGAATTGGTA^ 



>ncrb7016.seq 
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CACTTGAGGTCGGGAinTGAGACCAGCCTGGCCMCATGGCAAMCCGTGTCTCTACTAAAMTACAAAMTTAGCCAGGT 
GGCTGAGGCACGAGAATTGCTTGAGTCCAGGAGGCAGAGGmCAGTGAGCCAAGATCATGCCCCmACTGCAGCCTC^ 

>ncrb7019,seq 

ATGAAGTAAmNCAAGCATTCTGmATCCTTAAAATGATCCTACAAATAAATATAAATGCAGGTAATG^^ 
ATGGAGGGCCTGAGCCCCGAATCCCTGTCGGCTGTGTCTGTATCTCTGAGTGnATTCnCATGTTACCT^^ 
TTAGAACATGTTGTTAGGGCCAAGCATGGTGGCCCATGCCTGTAGTCCCAGCACmGGGAGGCTGAGGCAAGCAGATCACTTG 
AGTGAAACCCCGTCTCTACTAAAAATAC 

>ncrb7027.seq 

AACCCACACCTGGCATGGCCCTACCAAGCCTGACTCTGGGGACAGGCACAGCTAGGCCTGAGTGGGGGTGGCATGm 
CATGGACCCTCTGTTGCATGTTGAGCAATCACTGTCTCCTCTGTCATGGAGCGGACnGGCCTCATGCTGGCATATGGCATATCAGGGTCTG^ 
GAACAAAAATGTGAAAAGAGAACGAATCCAACTGAmCTCTCTTCTGmGCimCCCTCCTCTCATGCCCACCCCTACCTCCATCT 
CTGCAGAAGGAGTCTGACATCnACAGAGAACATATGCACACTACnCGATCTCACAAnATCAACAATGAAATTGATGAGACAATC^ 

>ncrb7028.seq 

CAGCTCTGAATGAGGAGGGGAGAAGCCCCTGGGTCmCTnGAAAGGAATCCGCTGCTTGAGGGCTGTCTCCCTCATGGTGTGCGTGTCGmCTCn 
TCAGAGGTAACTATGCAAAGCATCCAGGCGGTTCTGAATGTGAAGCACTACACCCAGCAGAGTCCCGGTGCCCTCTGTCCCCACTGCCGGCCCATGnCTCTCT 
AGGAATGCACAGGmCGACTACCAGAAAGGGGAGTCCnGGGncmCAAAAAATTCGTGAGGAGAGCTGTCTACAGTGGAATA^^ 
CTTTTATTTTAACATGATGTCCATGAAGA 

>ncrb7031.seq 

ATAAGCCCTmCTAGAAAACAGCCGGGAAACCTTCTnAAAAGACACGTGAGGCAAACACGGCCATnGGTnCA 
CTCTGCTGTGTGGCCCACAGACTGACCCAG 

>ficrb7032.seq 

Mtgaaaccctgtctctactaagggtgcggaatgttggctgggcgtggtggcatgcacctgtggtcacagccgctcaggaggctgagggagaa^^ 
cglaggttgcaagtgagctgagatcgcaccgctgcactccagcctgggtgacagagcaagacttggtcc 

>}{ib7034.seq 

Tl^yCGATTCCAGTATCCTGACTGAAnCTCAGTACTGTGTTTCAGCAGAAGGAGTCnACATGTGTGGGGTGnACAACTGAAAA 

qMTAAAAGGTTCTCmGGATTCCAGnGnGCTGCmACTACTCTnCTAGTGCTTAGCCTGGTATTCATCTG 

T^CCAAGTCCnGATCTCTGTGGTAAGAAGTGCTACTTTAGAGAC 

>liblb7035.seq 

Q'GAGCmAAmAnAATGCAACAGTACCTAACAAACCCACAGGTCCTAAACTACCAAACCTGCATTAAAAAmCGGTO 
CATGCTAAGACTTCACCAGTCAAAGCGAAGTAGTATACTCAAnGATCCAATAACTTGAGGAACGGAACAAGnACCGTAGGGATAAC^ 
ATAGGGTnACGACCTGGATGTTGGATCAGGACATCCCAATGGTGCAGCCGCTAnAAAGGTTCGmGnCAACGAnAAAGTCCTACGTGA 
GJgGGTrTCTATCTACnCAAATTCCT 

>ih£Eb7036.S6q 

dSeGGCGACGACCCATTCGAACGTCTGCCGTATCAACmCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGG^^ 
APAACGGCTACGACATCCAAGGAAGGCAGCAGGGGCGCAAATTACCCACTCCCGACCCGGGGAGGTAGTGAC 

>|fib7037.seq 

#^GGGTCCAGCTGATCAAGNAATGGCAAGAAAATNACAGCCmGTACCCAATGACGGnGCTTGAACTTTATO 

GTGATGCTGnGGTGATAnCCTGGAGTCCGCmAAGGnGTCAAAGTAGCCAATGmCTCITnGGCCCTATACAA^^ 

AAACACTGTAGTAATAAATTTTCATATG 

>ncrb7038.seq 

GTGACTTGAAGAACCCTGACmGmCTGCAAAGGCACCTGCATGTGTCTGTGTTCTTGTAGGCATAATGTGAGGAGGTGGGG^^ 

TTCCCACGCTGACCTGTGCTCCCTCCCCAATCATCTnCCTGnCCAGAGAGGTGGGGCTGAGGTGTCTCCATCTCTGCCTCAACnCATGGTGCACTGAGCTG^^^ 
CTAnAAAATTAGAACCTGAGT 

>ncrb7039.seq 

GAGGAACAATGGAAACTAnGCTTTmCACmATGAACAACATATCAACAGGATAGTCTnCTCAmCTGGGAGATATACm I H I { I I lAAGTTTTC 

AAAnACnCAAGCmTAAGTAATTnGGCTGGGTGCGGNGGCTCACGTCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCGGATCACGAGGTCAGG 

GGCTAACATGGGGAAACCCCGTCTCTA 

>ncrb7040.seq 

AGGAGnGGGTACAmGGnCAAGTGCTGCAATCTGTATGTACTAAATAGCmACmGTGTATGTGTAGTTATAATGTGTAGATGTACTACTACCCAG 
T 

>ncrb7041.seq 

AnGCAGATmCAAGTAGAATCAGTGGGTGACTTGnTCCAGGAGTCTGCTGAAGGTATCCTTGGACAAAATGCTGCTTATCTTGGGGAATTAAM 

AAGAAGTmCCAGAATGCCAAGTTCCGATCTnCATAnCAGAGTCAGGGTCAAAGTGGAGACCTACAACGACGAGTCTCGAATTA^ 

CTACAGAGAGTATGGGCGAAGGCTGGTCATGAGCATCAGGAGAAGTGC 

>ncrb7043.seq 

AAGAAACAGCCCGGTmAGGAAAGGACTTCCCAGGGAGGTmGTAAGCCAGCTGGGAGAAAGGAAAAAAAACGTATmTAGGGAGGGATAGGGACGCTCCC 

GAAGTATAGCCGGnAAGAGCTCCATCAAGTTCTACTAGAAGGAGTGGCTATGTAAATGAAAnCTGCTmAAAGTGCCTATTAT^^ 

CAAGCCCTAGCAGCCTGACAATTCACTAAGGATAGGAG 

>ncrb7044.seq 
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GTATCCTGGGGGTGTGTGTGTGCATGCATGTCTGTGTGTCTGTCTGTCCATGCACACATACACTTGCCCA^ 
GTGAAGTCAGGTGGACAGGAGCTGGGACATGTAAAGCCTAGATCTGGCCCCTGTCCCATGTCCATAGTAACCCCGTGACCCACTCTC^ 
ACTCCTCCCGTGTCTCTCTGGGTATATGTATGTGCAGmCCTCnGCTGAAATGCCCTTCAmCCTCTC^^ 
GAAACCCCnCTCTGGGAGGGACTCTCGTATCTGCCACCCCnAACCAGCTCCGACTGTGCCTCCTCCCTCATCTGGCACATTAAA™ 

>nci1)7045.seq 

AGCTGTGCGGGATACTGAGGCAGGAGAATGGCATGGACCCGGGAGGTGGAGCTTGCAAGTGAGCCAAGGTCGCGCCACTGCACTGCAGCCTGGGCGACGGAGCGAGACT^^ 
AAAAAAAGG 

>ncrb7048.seq 

ACATAAAGmCCGGAAATCTTAGAmGGGTCCTTmGCACCCnAAATGTAAGAATGTTGCAGAAG^ 

TATGAGGTGGGGGCAmCACTGCCTATGCCAAGGCAAGAACCGCAAATAGTGATCTCTCTAATCnGTTCnCACGGTGATATTCCACAAGAnTO 

GGTTTCACATCAGCGACACACATGTGCAAGCTGTGCCTACAACTAAAGTACTAAACTCACAAGCGTACCTCCTATTnATGAGAGAATACT 

AACACATTTATGGCTTnATAATGGCTGAAATAACGATAAAAAAAGAGTAAnAAAATCATGnCAGTTAACAn 

>ncrb7051 .seq 

AAGAAACATGTGGATCCnGATAGGAnGTTACCAAATGGTGTCAGTATGGACCAATTGTGTGACCATGAGAAGGATGCTTAnTTTm 
CTGAi 1 1 1 1 I iAAGAGGAAAACTAATGACAGTGTATAACTGATGTTTAAATTGTGCAmAGTACTATTTAAATGTmCTTATACTAG 
GCTTCAGTGTCTCTTCCCTCCCTCTAATAGTAATGGNTCAGTAAGCACTCCnAACTCCTOGTATTTCATAGAAAAATGACTGCAA 
GNACAAATTTATATTGAAGATCTAAAT 

>ncrb7052.seq 

GGTGGTGmCTGCCTAACACmTGGCAGTCTGGGAGGACGTCTAATCTCTGCCATAGCAGACAAGCCACTCACGTAAGGCCTCTGCTGTACTTCCAAAGAA^ 
AGACTGAGTGGAAGTAGACTGCCAGGTGTGAGGGTGAGAGGTCCTGGGTGCCTGTTGGTGAGTGTATTAGCTGCTGAGCCnTCTCAG 

>ficrb7055.seq 

hf^CATGGATGAATCTCAAAAACTTTATGCTAAGTAAAATAATCCAATAATAATAGACTATATACTGTATGA^ 
/4iTCAGnGnGCCAGGGTCCAGGGnAATGGGTAAGGGATTGAT6CAAATAGATGTAAGGAATAnCTGGAGGTCAGAG^^^ 
TITfrCAAGTAAGTAAATOTATGGAAACTATACCTCCTTAAACTGTCTAAAGTATAATTGAGACACCCACATGCAAGAA^ 
TpWVTGAATGATAGACCTAAATATATAATGAAAAAnAAAAAGTAGAAAATCTAGATGAmGAGTAT^^ 

>l|b7056.seq 

GGTGTTCCGGGGACGTTGTCTGCAGGCACTCAGAATGGTCCAGCGmGACATACCGACGTAGGGmCCTACAATACAGCCTCTAACAAAACTAGGCTGTC 
AJSATTGmACCmATACCAAGAAGGnGGGAAAGCACCAAAATCTGGATGTGGTGTGTGCCGAGGCAGACnGGAGGGGnGGTGGTGTA^ 
d^CAAAGAAACATGTCAGCAGGGCCTATGGTGGnCGATGTGTGGTAAATGTGnCGTGACAGGATCAAGGGTGCnTCCTTATCGAGGAGCA 
AyGCACAAGGAGAGAGTGAGAAAGCTAAATAAAAAAATGAAACTnnTGAGTAATAAAAATGAAAAG^^ 

>'Scrb7059.seq 

/^nCAGCCATCACCAACTGTGCTCTGTCCTACAAAGGGGCmCTGGTACAGGAACTGTCACCGTGTGAAGCTGATGGGGAGAT^^ 
TltSSnCCACTGGAAGGGCCACCGAACACTCAATCCAGmGCTGAGATGAAGCTGAGACCAAGCAAGTTCAGAM 
TtlQGTGAGAGAGGAATAAGGCCCAGAGCGAGGAAAGGATmACCAAAGCATCAATACAACGAGCCCAACCATGGGTCCAGACCT^ 
AgCGTGGGGCCAAGG 

>i@)7061.seq 

G^GCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTmTC^^ 
TK^AGTCAATAGGTOCTAAGATATTGCTOGCGnAAGTTTnAACGTAATmAATA^ 

>ncrb7062.seq 

AnGCAGTGAATAAATGGCATGGATGmGTOGAGCAAAGAAGACAATACnCCAGTGGTGGGAAAAAACCTTGTnATGGCAGCAT^^ 

GAGACATAGAGAAAAGAGmGAmAGCAAATAGAGAACATrnTAGAAAGGTATOTGATAGAGnGTAGAnAGCGG 

GAGTTAGTTGAnGACTCAAAAACCAGCCACTAGGCTTGTTGGAGGCGmCCCATCCATCCCAGGGGCCCCTCmATGGAmAT^ 

>ncrb7063.seq 

CATGCmGGGTCCTTGCTAATACTmATATTTGTAAATCAATGTnTGGAGCAATCCCAAGmAAGGGAAATATmTGTAAATG 
TATACATTmAAAGCAmGTGCmAAAAnGTOTGCTGGTGTTTGAAACATGATACTCCTGTGGTGCAGATGAGAA 

TCGACATGATGGGTCAGAAACAAATGGAAATCCAGAGCAAGTGCTCCAGGGTTGCAGCAGGTTTACCTAAAGCTTGTTGCCTTTTCTTGTGCTGmA 
AGnCTGAAAGTGCTnGTATCTGCTnGTACTGTTGGTGCCTTCTTGGTAnGTAGCCCAAAAnCTGCATAGAnATnAGTATAATG 

>ncrb7064.seq 

ATTTGTAGGTAGGATOTCTCnGATTGGTGmGTTCACATGAGGmACAACATATGnGnTAGGmmAAATGGAATnmATTGACA^^^ 
GAGTAATAGAGATAGCCTGCATACCCTTTATCCAGmCACCCAATGGTAAATCTOCAAGmACAGTACAATATCATAACCAGGATAnGAAATO 
AGCTACCGAmTATGCAAATACGCmnAATTTnATGTmGAGACAGGGTCTCACTCTGTCACTCAGGCTAGAGGGCAGTGGTGCCATCATGGCGCACTGCAGCC 
GAGGCAGGAGAATGGCATGAACCCGGGAGGCGGAGCnGCATTGGGCGGGGATCTCGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGAGTCGATGT 

>ncrb7065.seq 

GATGTTCGnGCACTGCTAGACACGAAATTCCCATTGACGTCCTGCAGGAACTGCATGCTGCAGGTGTCCTGCCCTTCCGGCCACGAGTGCGCCATGTTTCAGCGGAGCGGCGTGTG 

GGAGAAGGGACGTCGTGTnGAGATGTCGGAGTCGAATGGATnGTAAATGCGTAAGTGAAGTAGGCTGGCTGGAGTGTTGACAmGTCTGTAAAAGTCnCATC 

ATAAmGCTGAGGGnCnAAGGmGTATGnATAATnATAnGNGGGACTnAAAAAATCGATTTCT^ 

>ncrb7067.seq 

GATnCATTTGAGGGTCTTGGCTGCCTGTGGGCTTCCCGAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGnGTCAAGGATGGNmGGGACTAGA^ 

GGNGGGAGAGATCCCTGCAGAACGCACGAAGCAGAACGTGGNnGCCTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGACATTGTCACATAAGGCCA^ 

TTGATCAGCATnGGTGGmAGGnTCAGNGGAGNTTCmTCACATTAGGGTGGTGGNTGAAAGTTTTGGGAGGAGGGAGTGTCAGnCTGTGGGA 
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>ncrb7068.seq 

NMGTAAMGGAAMGNMGTMG^IAAACACAGGATCGMGNAMTATMGAAAMGAGGTCTM^ 
TTCTGGAAAATCCCTGGAAGGATCGAACAAAGGCTGAAGAACCATCAGATnAAnGGCCCAGAGGCTCCAAAAACAC^ 
CTGnACCTGGTGAAGGTGCAGCTATGGCTGAATATGTAAAAGCTGGAAAACGTATCCCACGAAGAGGTGAAAnGGCnG 
TGTAATGAGTGGTAGCAGGCATCGCCGAATGGAGGCTGTGCGACTGCGAAAAGAGAACCAGATCTACAGTGCTGATGAGAAGAG 

>ncrb7069.seq 

CAAGGAAACCAGGGGACCTAGCAAAGTAGTCTGGAGAAAATGGCCAAAGGAAnCTGACATTCCATACCTGAATGAACTC 
CGCTGAACAGGTGGCCCGCAGGAAATCTGCTGTCGCAAGAGGAGGGCTnGACTOCnCCCCTAAnGnGAGTAAAAAGTGATTCTC^^ 
AGTAGAAGGGTCCTGTGGATGTAAATAGAGCACATTTTAAGGCTACAGAGTAGTAGAAAnGATGmAGACAAGGCAGCnGTTCA^ 
AAACATTTTGGGTCC 

>ncrb7070.seq 

ATAAACATAAmATAATTTAGAAATACTTAmCTGCnTTTTTCCTAGTGmATCTTCCTATTTGW 
>ncrb7071.seq 

ACATGTAACTTinAAGATnAAAnTAAATOGTTAACAnCAAAACGCAGCTCCCCAATCACACTAGCAACAnTC^ 
TAGGTCAGAAGTAGAATCnnCATGATCAGAGAAAGTTGTATTGGACAGTGCTCTTCTAGATCATGATAAGACTACAGAGCACTTTTCAAA^ 
TATmGAGCTGGGGTmGAGACTCCCCmGAGATAGAGAAACAGACCCAAGAAATGTGCTCAATTGCAATGGGCCACA 
AAGNTATGTTAAGATTAGTAAAACAATAAAAGCTCCT 

>ncrb7072.seq 

AGCTGACAGnAAAATNTACAGNAAAGAGTAAACATTGAAAGCCTnCTACAAAGATCTGTAATAAGATAAGGAAGCGCACTnCACCATAT 
CCAAAGCAAnAGGGAAGAGAAAGAAATAAAGGACATGCAAATTGGAAAGGAGGAAGTCAAATTAmTTATnmmGCAGAAGAGTTGA 
TGCCAAAAAACTnTAGAACTGAAAAmGTAAAAnnAAGATACAAATAACATCnAGTAAAAnACAAGATACAAATA^ 
qTATCTGAAAAAGTAATCAAGAAAACAAmCAnTACAATAGCTACAAAAATATCAAAATACAAAm 

>iSb7073.seq 

gagaagaagacgacttcaatgacataataaatgtgcatgtgnctaagttcaaggncctttccagtgcaagctctgaagagtctatggatg 
aScgcactggaagtggatgcggataatcaatctacctttgcaaatgtgatgctcaaaggacgggtgtctcatgggaaagaagaaatg 

A#rCCAAACAACAGATATAGACGTATAAACACAAACATATATCATGCCTATAGTCT™mTGCCAGGACCCTGGCTCnTCCTGAGCm 
/ipTGGGTTmCTATnCTGCnAACTAGGAGTGnTAAGTTGTATGTAATAnACATCCGAAm 

>nCTb7075.seq 

dMAGTCCTGGCTGGAGGAGCGAGTCCGTCGATCCCAGGCCAGAGAGAAGGGAGACAAAGGTTCAmGTAAAGAAGCTCCTTCCAGCACCTCCTCTCTTCTCGTnT^ 
>§(ICAGTGAGTGTGAGCAmAAGAAGCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGGCAAAATGA^ 
CT5CTAGGAGTTCAAGCCATGCCTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCAGAACTGTCACAAGCTO 
T^CCAGGATCAmCTGGGATGGGAAGGGATGTGAGATGATCTGnACTGCAACnCAGCGAATTGCTCTGCTGCCCAAAAGACGTm 

\^ 

^Ib7076.seq 

X'ffinCTTCATGGCTGACTCAGTGGrrGGGGGAACCTGATGATGAAnAnGGTCAAGCTTGmCTCCTGGGAGTGC 
TOGGCCACTGGCAGGTGGGTGATGTGTGGAnGGATCnCnmGTGGCTGTGGACACGmAAGCAGTGCCnCCTC^ 
C^AAGAACTTTmCACTTTTGGTGCCATAATGTGAAAATGAGGACCTATGTTGAGCCCTC^ 
QSfTTmATAATCTGTATGAGGCCTACTAAGAAmCTGCAmTAACCCnG^^ 

>i^7077.seq 

GAGGATTAAATGAAAGGCTAGAGAACAGTGCTTTnGAGTGTOmAAAAGmcnAAATAAGTA^^ 
GAGTTTAATCCCAGnGACT 

>ncrb7079.seq 

GTmGTTTTmCCTTTTTCCTCCCCnTGACCCTAnCATGTCTCTACCCACW^ 
ACATCAATAAATACTTTAACTTCC 

>ncrb7080.seq 

GCATGCGCCTGTAATCCCCAGCCCTTGGGAGGCTGAGGCAGGGGAAnGCTTGAACCAGGGAGGGGGAGGnGCAGTGAGCTGAGATTGCTCCACTGCACTCCAGTCTGGGCAACA 

GAACGAGACTCCATCTCAAAAAACAAACAAACAAACAAAAAmGATGTCAAAGTCCCATTGnAAAAGTCTTnACACAACAAAGAA^ 

GGAGAAAATGmGCAAACTACTTATCTGATCTAmTATAGAAGGAACTCAAACATCTCAACAGGAAAAAAAAAAAATCCCA^ 

>ncrb7081.seq 

ATCCCAGCCAAGTAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAGAAACTATCAATGCTGGCAGCCAGTTTGAATATAATGTAGAAGGAGTGACnC 
ATGGCTACCCAACTTGCCTTCATGCGCCTGCTGGCCAACTATGCCTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGGATACATGGATGAGGAGACTGGCAACCTGAA^ 
CTGTCATTCTACAGGGCTCTAATGATGTTGAACTTGTTGGTGAGGGCAACAGCAGGTTCACTTACGCTGTTCTTGTAGATGGCTGCTCTAAAAAGACAAA 
AnGAATACAAAAGAAATAAGCCATGAGGGCTGGCGnCCTTGATATTGCACCTTTGGACAT 

>ncrb7082.seq 

GAGCAGATACACCGAGGAGnAAAGGAmGTCCGAGNACCTTCAAGGTAAGCCAAnGCGAATGCCGCCATCTCCGTGGAAGGAATAGACCACGATG™CATCCGGAAAG 

TGATOGTGGAGATTGGTTATACGTGGAAACTATAAAGTTACAGCCTCAGGTCCAGGCTATGTGGCAATAACAAAGAAAGTGGCAGTTCCnACAGC^ 

AACTGGAGTCATTTTCTGAAAGGAAAGAAGAGGAGAAGGAAGAAnGATGGAATGGTGGAAAATGATGTCAGAAACT 

>ncrb7085.seq 

CAmGGAAGATGATGAAGCnCTACAATGTGAAGTTTACTAGAAGGAnCCAGAGGTmATAAATACAAGTGTGTTCTGAGAnCTAATGGAA^ 
CATTTmGGAACTTTAATCTmGGATACGTAATTTGTAATCTnACTATnCATCTAAATACGmTmAT^ 
AATGGAAATATAAAAGTCCCTGAAGGCTCATAACTCAGAGGGGATAAGATGAATAATCnAGACAAAAGTTCnAAAAmAATCmAGm 
CAnAAAGCnAAAGATCCAAAACAAACTGAGACATATCTGAAAAAGTACTGGGAAGGTAGATmTCCATnAATTAG 
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>ncrb7086.seq 

TGCAGTGNGGTGGCTCACACCTGTMTCCCAGCACmGGMGGCCMGGCGGGTGGATCACCTGAGGTOGGAGnCCAGACCAGCCTGGCCAAC^^ 
CT 

>ncrb7087.seq 

GGGGCTGACCCGTCTGACTTCCCGTCCGTGCCGAGCCCACTCGAGCCGCAGCCATGTCTGGGGACGAGATGATT^ 

CTmATGnAGATGAGGAAGGGGATACCCAAACAGAGGAAACCCAGCCnCAGAAACAAAAGAAGTGGAGCCAGAGCCM^ 

CTAGGAAAAAAGATGCnCTGATGATCTAGATGACTTGAACTTCTTTAAn 

>ncrb7088,seq 

GTTCTTGGGTTCTCCCGAANCCTATCCATGGTTOTAGATTAAGAAnGATGAGGTAGCTGGGCACAGTGGCTCACACCTACGATCACAGCAC^ 
ACnGAGGTCAGGAGmGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAGTAGCCAGCCGTGATGACAGGCACCT^ 
GCTGAGGCATGAGAATTGGTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCTGGATCATGCCGCTGACTCCAACCTGGGCAGCAGAGCAAGACTGTGTCTCAAAAGGGGAA^ 
ATTGCTGATGTGACCCATGAAGGGAACTCATmCCTCGTAATTnGGACTGCCACACAnGGTACC^ 

>ncrb7089.seq 

AGTGTATnGTGGTCTGTGAnAAGGTCTCTAGGACTCAGCATATCGCACAGCAGTGGGCTCCAATTATGTCCTAmTAATGCCCTGTCACGG 
TTATTGGnGAGTGTATTGTGAGAGGGTGGAAGCTGGGGGTCGTGTGTCCTGGATTGGnGGGAGCTAGGAC^^ 

>ncrb7092.seq 

GCmCCAACTTGGACGCTGCAGAATGGCTCCCGGAAAGAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCATCAACGAAGNGGTAACCCGAGAATACACCATCAACAnC^ 
CGCATCCATGGAGTGGGCTTCAAGAAGCGTGCACCTCGGGCACTCAAAGAGATTCGGAAATnGCCATGAAGGAGATGGGAACTCCAGATGTGCGCNTTGACAC 
GCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGGGGCTGTCCAGAAAACGTAATGAGGATGAAGAnCACCAA^^ 
TGTOCCACmCAAAAATCTACAGACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCAGATCAAATAAAGT^^^ 

>IWrb7093.seq 

CSMCGCCAGNATGCGTGAAATGGAAGAGAACmGCCGTTGAAGCTGGTAACTACCAAGAGACTATTGGCCGCCTGCAGGATGAGAnCAGAATATG 
Ai^TTCGTGAATACCAAGACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAm^ 
T^CTCCCTGAACGTGAGGGAAACTAATCTGGAnCACTCCCTCTGGnGATACCCACTCAAAAAGGACACTTCTGAlTAAGACGGTO 
dW^TCAGCATCACGATGACCnGAATAAAAATTGCACACACTCAGTGCA^ 

>ncfb7095.seq 

C.^CTCmGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATT^^ 
d^GGTTCCTCCCGGGGCTACGCCTGTCTGAGGGTCGCTTGG 

M 

>ncrb7096.seq 

tfAGGAATTnATAGTTAATGCATGCTGGGCTTAATACCTAGGCGATGAGnGATAGGTGGAGGAGACCAGCATGGCA 
Tl®u^AAATAAAAnAAATAAAAAAAAAGATTm 

fi- 

>IH!)7097.seq 

(IMNCCGGGAAAATCGGCNmGGCCGGGGCTCTnCCCATCnGCAAGNAGGCGGGTGAAAAAGnGAGAAGCCAGATACTAAAGAGM 
dSlGTGGCAAGGTGAAAAAGGGTAAGCTGAAAGCTAAAAAGCGCAAGAAGGGGAAGCCCCATTGCAGGCGCAACCGTGTCCT^^^ 
WjATTCCAGAAAGGCCATGTACAAGAGGAAGTACTCAGCCGCTAAATCCAAGGNTGAAAAGAAAAAGAAGGAGM 
ApGCGGGACCCGGGGGGNTAAACnCGCAAAATGCCTAGATAnATCCTACTGAAGA 

>ncrb7098.seq 

CTACAGTOGGGnGAGTTACTTCCTATCAAGCCGTACGTGCTAACAGGCTCAATATTCCTGAATGAAATATCAGACTAG^ 

GATGGGCCmTGGAGGTAAAGGATAAAATGAATGAGTTCTGTCATGATTCACTATTCTAGAACTTGCATGACCmACTGT^^ 

TGTAAACAAATAATATGTCCTOTCATTGTATAAAAGCTGmTGTGCAACAGTGTGGAGATTCCTTGTCTGAmAATAA^ 

>ncrb7099.seq 

GGmACACTAAGnCTGTTTTTAnAAGATTCmGGGTCACTnCnAATGGAAnTGCnCATAATTACCTAAAAGGGAAGATC 
GTGATCCATAGCTGCTCTCCAATGCACAAAACTGAGTAGTGATGGTATATAGGGAGGCATATAGGGACAnCATCTGTGnCGTACATCnTGTAA^ 
TAGTAAATATGimAATTGAACTGAATAATTGinATTAmCTGCCTTATGATATCAGAACTACAATAAGCT^^ 
TGACGAAATCAGAGAACACAGGAAGnCTGGATAmGCAGATGAAGTnAATAAATAGGAATAAAAGGCTCAATAA^ 

>ncrb7100.seq 

AACATATGAAAGTNNATCAATGCAATATACCATATTAATACAATGAAGAGGGGAAAAGCCATGTGATCATCTCAATAGATATAGAAAAAGGAm^ 
AAAAACTTTCAACAAACTAGAAATAGAAGGGAACTTCGTAAACCTAATAAAAGGCATCTATGAAAAACCCACAGCTAACATCATAC 

ATCAGAAACATGATATGGATGTTnCTCTCACCACnCTAnCAACATTnACTAGAAATnTAGCCAGGGCAATTAGGTGAGAAAGAGAGTOGAAATGAGAGA^ 
GAGAGAATCCAGAnAGAAGAAGGAAGnAAAACTACCTCTAmGTGGATGACATGATmCTAAAAAATCCTAA^ 

>ncrb7102.seq 

AGAAATACTGCAAGNAAAATGATGTGTACCCAAACGTGAGCATAGGAGGCnCTGTTGACGTACTCCAACAGAAGAACTGTGTTTCAAGTTCAATCC^^ 
AGTCCTCATAAAAAGGAAAACAAAAATOGGTATTnGTCCTAAAACACCTGGTAGGAGTGTGTGATmTTGCATTCCTGACAAAGGA 
ATOGCCCTCGTCTCCCGTTCCCnTGTGCACATCnCCCTCTCCCCATTCGGTGTGGTGCAGTGTGAAAAGTCCTTGATTGnCGGGTGTGCAATGTCTGAGTC 
GAGGCACnTAGGGCTGTAAAATGCATGATmGTAACCCAGATTnGCTGTATATnGTGATAGCACmCT^^ 

>ncrb7103.seq 

AAAGCAGTGGACAAGNAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATAnATCCCTAATACCTGCCACCCCACTCnAATCA^^^ 

GGAAGAACGGTCTCAGAACTGTTTGTnCAATTGGCCATTTAAGTTOGTAGTAAAAGACTGGTTAATGATAACAATGCATCGTAAAACCnCAGAAGGAM 

CAGnTGGnnCTTTmGGGTGTGGCAGTTTTAAGTTATTAGnnTAAAATCAGTACn 

AAATG 
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>ncrb7104.seq 

ATGGCAGAGGCCCCTGACAGCTGTGTCTCTCTCTCTGCTCTMGCCCCCAMCCACAMGGGCAGAGGCTGGGTGCCAGAGGCTC 
GCnCCCTTCCACTTTGGGAGGCCAAGGCGGGGGGATCACTTTGAGGTCAGGAGTTGGAGACCAGCCTGGTCAACATGGTTA^ 
AGGCGTGGTGGCACGCAGCnGTAATCTCAGCTGCTCTGGAGGCTGAGGCGGGAGAATCACTTGAACCCCGGGAGGC 
AGCCTGGGTGAGAANAGTGAGCTCCTG 

>ncil37105.seq 

AnGTAAAAAATCTmCATCAAGAAAATTCGGTCCTGACCAGCACAGTGGTTCATGTCTGTAATTCCAGCACmGGGAGG 

ACCAGCCTGGAAACATGACGAAACCTCATCTCTACAGAAAGTAGAAAAAnACCCAGGCATGGTGTTGTGCACCTCTAGTCAGTTCCAGCTA^ 

CnGAGGCCAGGAGmGAGGCTGTAGTGAGCTGTGATCACACTGCTGTAnACAGCCTGAGCAACAGAGCAAGACTGTCT^^ 

>ncrb7106.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTmCTCTnGAAAGATAG 
TATAGTCAATAGGnACTAAGATATTGCmGCGTTAAGTTmAACGTAATmAATAGCTTAAGAT^ 

>ncrb7107.seq 

GGAGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCCTCACTGCCnGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGAAGCAATCACCAAAATGM 
AGCATTnGGGAATGGCCTGTGCTnCTCAATGAAAAAmGCATCGAAGAGTCAAAATAGAGGAnCTGAAGAAAATGGGGTCnTAAGT^^ 
GCGTACTmATCCTCAmAAAACGATTTCCAGnCAGGGCAGTAGTGACTCATCCGAAGAAAATGGAGATGACAGnCAGAAGAGGAG 
GGAGAAAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACmCTGCTAC^^ 

>ncrb7111.seq 

GTATAATnGAGGTGAAAnNAGnATAAAGTNAAGGACGAATnGCACAGTGATATAmCTATGTGTATGCAAGTACAAGT^^^ 
AAGAAGAGAAAATnGAAAATGTCCmTGCTTTTAGAGnGCAACTTAAGTATAnTGGTAGGGTGAGTGmCCACTCAAAAT^^ 
QCAAACTCTAGCAAGATGCAAATGCATGGCAAATCCTGTCGGTCTCCAGnGGnATCTGAATAGTGTCACCAATTCCACCAAGACAG 
it^GCTOCTTCTCTTGCCnAAATATATCCCATATATnAATATGTCAAAAAG 

>mjfb7112.seq 

drSGCTGGAGCAATNAGATAAGAGAAAGAAATAAACACATCCCAATTGGAATGGAAAAAGTCAAGnATCC^ 
/i^AAAAACATTAGATCTGATAAACAAATTCAGTCAAGnGA 

>{ifcffa7115.seq 

CafcCATGTGCCTGAACGCTGACGTGGAGGGACCACCTCTAGAGGCCTATACCATTCAAGGAGAGTATGCCATTGGACAGCCAGATnG 
(#3TCATmCCCATGAGGCATGGCAACACCGGATTCAGTGGmGGATGCATCTGCTGAGACTACTTCTCATGAACTCAC^^^ 
/f^GCGCCAAAATCAATGAGATCCGTCAGATGTCTGGGGCGCAGATCAAAAnGCGAACCCAGTGGAAGGATCTACTGATAGGCAGGTTACCAT^^ 
GCfeTGGCTCAATATCTAATCAATGTCAGGCmCCTCGGAGACGGGTGGATGGGGAGCAGCTAGAACAATGCAGATOATCGATAATCCCm 

>lBb7116.seq 

C^GATCAGTmGCnGTGmTTAATAGmATAAAATACTACAnGCAGTAGTTATATAAAATm 
CrATATAGmGTGTGATTTTTTTTGCCCAGACnGTGACAGACTTGA^^ 
ityACAAATAAmAmCnCTTnGAAATAAAGCTAATTGATmGTAGGTTAA^ 
T#^TGCCAGAAGAGAATCAAmGTTTTTTGTGAACATCTACTAAGCATCTGTCCTG 

>fftb7118.seq 

AfltfeATACTGTTTnACTAGGTGCAAGTGTGAAGGAAAAACnrc^ 

GAmGGAGGACTAACTGGACAAATAGTGGCAGCGGTTTCAAGAGCTAAATATAAGAACTGGCCTGAATCTGTGTATTT^ 

AGGAACCTGTACAGAAGTGCCCTGGAAGAAGGCCTGCTCTAAAnATCCAGTGTATGGAGAAATGACACAGGTTAGGAGACGTCGCm 

CACCATCAGAAnCAATAnCACCTGCCAGACTGGCTTATCAAGACAAAGGTGTCCnCATAATGAAGTTAAAGTGAGTATACTGTGGAG^ 

>ncrb7119.seq 

CGGGAGGATGAAGTTCGTGTACAAAGAAGAGCATCCGTTCGAGAAGCGCCGCTCTGAGGGCGAGAAGATCCGAAAGAAATACCCGGACCGGG 
CCAAAGCTCGGATAGGAGACCTGGACAAAAAGAAATACCTGGTGCCnCTGATCTCACAGnGGTCAGnCTACnCnGATCCGG^ 
GTTmCTTTGTCAACAATGTCATTCCACCCACCAGTGCCACAATGGGTCAGCTGTACCAGGAACACCATGAAGAAGA^^^ 
GTCTGTGAAGCTGCTGCCCCTGAGCTGGAGGGGGGGTCTCATTCTACAAAGAGAGAAGGTGGCCCCCCmCTTGACCTCCTCCTCCTTCAAGCTC 

>ncrb7120.seq 

AGAGAAAGTTGGAAGTTCTAAAAATATCTTTTAGTTGI MM I ATGTATTGAGCTTCCATnAAGATTTAACTTGAAAAGTGGATTACAGGTGTGAGCCACTGTGCTCGACCGAGATGAGT 
ATTmACTGTGCACTCCATGTGATGCCAGGAGACCACTGGTCTTGATGACCTCTGATmTCATCTCTGATAGAACACAAGAACAAACCAT^^ 
CmATACAAATGTCmCAAACATATGTCAGGnmAAAAAAnCTTmAAAAAATGCTACCTGGAAAATAG™ 
GAAAATAGGTAAnGTTGAAGCnGGAGTGGATACTOGGGAmAmTACCATmCTATACmTGACTGTGTnGAAAAn 

>ncrb7123.seq 

AnGCAATAAAATOCTTCmTAmGCAGAAAmmTGGTGTAATmATmnCCTCTCAATATATATAATTGGACA^ 

AGATAAAGTTTCGAGGACATCAGGCCTmGAAATACAATGTCAAATGACACATTGTACGmTCAAAAAATCCGCTAGACATGTCATAAGmTM^ 

CTTAAAATATTCTAAACTTGTGTAACAAAGGAATAATTAACTGTAACAGTTTnCAATAAATCGA 

>ncrb7124.seq 

GCAGAGACCCTCCTOGGGCAAAAATGGATTCTAmCNTAmGnTGGCAGTTGATTmGCACmGGAGACATTGTATTCCCTAAGGACCCG 
TnnAATGGAAGAGGAAATAAGTCAAAATAAACGCTATCTGTnACTGCAGACACACTTAACTCCTCnCCTGTTnAGTCATGCACACCTGCm 
TACTGTTGAGATGACCAAnAAAATATCTAnTnAACTnAmmGAATCTAGTGTTCTGGTAAATAAAATATAGAATAm 
TTCTATCTGATATGTAACTCAAAATAGAAGATCATATCGGCTAAATACTACTTATT6 



>ncrb7125.seq 
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ATnGTATATGTAAMTACACATACAmACATATGCATACATAGCTCACTnnATTGGGGAGCACATCTTCCTGMGGnm^ 

AmGTAAAAAGTTCAAATGTGGCTGGGTACAGTGGCTCATGCCTGTAAnCCAGCAnTTGAGAGGCCAAGGAAGGAGGG™^ 

ACACCATCCAT 

>ncrb7127.seq 

ACCCNGGGAATOGGCNnACGGCCGGGAACnCGGirnTATAAACnAGAGCTAAAGCAGACACAGTANGAT^^ 
AAAAACATTTmGCNAACTGCCTTmAAACAAATGATTTGCTm 

>ncrb7128.seq 

GGTCCTAGCCTnCTATOGCTCTOGTAAGATOCACATGCTAGCATNCCCGnCCAGTGAGnCACCCTCTAA^^ 

AGCTCAAAACGCnAGCCTAGCCACACCCCCACGGGAAACAGCAGTGATTAACCmAGCAATAAACGAAAGmAACTAAGCTATACTAAC^^ 

CACCGCGGTCACACGATTAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGnTTAGATCAGCCCCTC 

>ncrb7129.seq 

GGAATGCGCTGTAnCCTGTCAGCnAATGACGCTAAGCATAGCCCCAnCCACATTTCTTm 

>ncrb7132.seq 

TAGGAGTTCGAGGCTGCAGTGAGCTATGATTGTGCTGCTGTAGTCCAGCCTGGGCAACAGAGCAAGACCCTGTCTCTAAAAATAAAAAAT^^^ 
TCCTGTAATCCCAGCACmGGGAGGTTGAAGCGGGCAGATCACCTGAGGTCAGGAGTTCAAGAGCAAGCCTGAGCAACATGGCGAAACGCCGTCT 
AAAGnAAGTGGGCATGTTGGTGCATGCCTGTAATCGCAGCTAGCTGGGAGGCTGAGGCATGAGAATCGCTTGAACCAGGAGGTGGAGATTATAGTGAG 
CACTCCAGCGTGGGTGACAGACTCCATCTCAAAAAAATAAACAGAGTGACTCTGTGCGTGAGAAGGGGGTGC 

>ncrb7137.seq 

GGAGATAAAAATAGTGAAAATAAGAGCCTCCAGGCTCAGAAGAACTGATOCATTCTTAAGGTGAACAGGAAAAATACAATCTATAACmCmGATC^ 
TTCATAmAGTGTTAAACAATTTAATGTAGAnAAAATAAAAGACCAGTAnAGGAGGAAAAAACAAGTGCCTAAATGTCnAATGCT^^^ 
AGTAATGCAACTATTTTTGTCAAATTOGTGGGATTTmGGnGTTGmGmTCnGGGinTT^ 
d^ATOCTCATGGCCTCAAAGCmCATATNTGTAGCCTACTCCTGTAAAGGGTnCTCCTGmCTAGmCTAGmG^ 

>pefb7140.seq 

Ai^GAAGGAGAATTGGGATATGmATAnTAGATTCTGCTAAGGGCTnAAAAATAGATAACACTACGTATAAT^^ 
CfeACCCTmGAGTCAGCTGnCAAGGAAAGnGGACTCAGTGnAGAAAAmGAGmTCAAGnC^ 

>nqrb7141.seq 

GSAGTGCTmACAGGACAACAAGGATATGAAAATTCAGGACCAGGGnCTGGACAGGCTTGGGAACTGGTGGAATACTAGGATAm 

mCAGAGTCGTGGTACTACCCGTCCTATCCTCCCTCCTAGCCTGGCACGTGGAATAGGGCTTACTCACCCCTTCATGGAGGCTCGGGGAGCTATTCGGTATGTTCAA^ 

GAlAAGCAGAACTGCATGAGGATATGGTGGTAGGAGGAGACGATAAAGTAGAAAGnGGAGTCAAAGACTGGAT^^ 

CTACCTGTTAACAATTGGGAAAAGGGGATATTC 

>i@b7144.seq 

A|3TAAAAGACTGGnAATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATGTmGTGGACCACm 
Aj^ijCAGTACTTmAATGGAAACAACTTGACCAAAAAmGTC^ 

>pb7145.seq 

Af^GAGGAACAAAnNAGAAGAAAAGTNmGAATCCCCTCAAAACTCTCCTGCGACAGAACAAACAATCTnGAT^^^ 

GtACTAACAACAAAGAAAACmCAGTGATGATAAAGAAATGAAGGAGGAAGACACTTCmAGnAACATGTC^^ 

Ci^GAAGCTACTGAAAAGTCACATTTTncmGCTACTGCATTAGTAACTGAATCTAT^^ 

>ncrb7146.seq 

AACAmGAAATTTTTATATTCnAACTCATnAATCCTCACCACAATTCAATGATGTAGGGCAC^^^ 

ACTAGACTCTCAATGnGGCAAATOTCAGGATGCAAATATGTGATGCATGTGATGTGAATGCGTGGGTGCnCnAACCGCGGCATCC™ 
GCGGCAGCATTGCACCTGCAAAAGAAAAGCCGAATAATCnCATTCTTCAGGnTCTOGAAAATATGGTTAATT 

>ncjt7147.seq 

CTCACCAGGCCCTGCCTCCAACGTTGGGAAnATAAnCAACATGAGATnGGGTGGGGACAAATATCCAAACTATATCAAGGGTAnGCTTC^ 
AACATCTAG™CTGACAGAGnGGTmGTAATATCGGACTnAAAGGTCTTCAAAGAAATAAAAATATTCTG 
AGGATATAAGATGCAGCTAGTTGTAATTATAAGCAAGAATGTCTGGGTAAAAAnTGGAAATnCCACAGAmCTAGTnGATGAAGTO 
TTmCCAAGCAAGGAACAAnA™CAGTTGTATGTAAAAATTGAAAGACnGAAAACTCTATTATATATAA7TGCA^^ 

>ncrb7150.seq 

GCTAAACCTAGCCCCAAACGCACTCCACCmCTACCAGNACAACCTTAGCCAAACCATnACCCAAATAAAGTATAGGCGATAGAAATTGAAA^ 
AAGGGAAAGATGAAAAAnATAACCAAGCATAATATAGCAAGGAGTAACTCCTATACCTTCTGCATAATGAAnAACTAGAAATA^ 

ACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCAGACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGT^^ 
AGATAGAATCnAGTTCAACmAAATnGCCCACAGAACCCTCTAAATCCCCnGTAAAinAACTGTTAGTCCAAAGAGGAACAGCTC 

>ncrb7151.seq 

ACTGGGAATmAGAACTTGCAAGGTTTCmTAGATACTACAAATAAmACATACATmGGAGGTGACCACAGGAAATnGAGG™^ 

CCGCTCTCCTAAGAAGAGCTGGCCTCCCTCTGTACACCCTCTTCCTCCCTGCAGAGGCnGCAGCGACGTGGGCCAATCCGGGCACTCTGTAGGCCTmCCTCmGCm 

AGTGTCCTAGCCACTCACCGTCACAGCAGTGTTCTTCTGTGGTCATAAATCmTCnAACCTCCTCAGCCTmATTCTCTAGGTCAAATAACCCCAGCTCC^ 

TGGCCTGTATGCCAACCCCnGATNlTTTTAnGGTGTCGTGTGGACTGCCTCCAATTCnCGCCTCAGAGnCAAAACTGGGCAGAGTAncn 

>ncrb7152.seq 

TGAAAAAGAGTACTGGATmGTnnTATCCAnGAGGAGnATTGACCATCCTmTCCCTACTCTGTCCCCAGTAATCACAACAGTAGCTACAG 

ATATAAGAGAGGnTAAAAAATAATAAmGCTAGAAAATTTTAAATTATGGTTGGGGGTGGTGGGTCATGCCTGTAATCGCAGTACTn 

CTCAGGAGTTCGAAACCAGCCTGGGAAACATAGTGAGACCCCGTCTCTATT 
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>ncrb7153.seq 

CGACTCmGCGGTGGATCACTCGGCTCGTGCGTCGATGMGAACGCAGCTAGCTGCGAGMTTMTGTGMnGCAGGACAC^^ 
CCGGGTTCCTCCCGGGGCTACNCCTGTCTGAGCGTCGCTTGCCG 

>ncrb7155.seq 

AGGACAAGTAACTGAAAATAGTGCAAACCAAACACCAGTAmAATmGGACCCAAAGCTCTTCTCTGAC^^ 
ATGTCnGCTTCCnAACCTTGGCTCnCAATTCTTCCCCCTTmcncnAAAGACAGGGCA 
TTCCTGTATCTCTTGGAGTAACATCAAATTAAACTCTGTCTTCCCTAGTACCATTAAACAGTTCCTAGCCAC^^ 
TGAGAATCCTmGGnGTAAGTGGTTAAAGTTGCAGATTAGTTGCTGGCTCATGACTG 

>ncrb7156.seq 

GGAGATCTAACTACCAAACTGTTCAnATAnAnAAATACCAACmGGTOCAGTATAGTGTCnTACTTOGCTGATGG^^^ 
GTGCAAAAGTTGTCCAGTGTCTCTTGTTCCCTTCACTAGAGAACATGCTTAGAGGTATGnTGTAGGTATTTTTGm 
TAAAAAGAAAAAAAAAGGnGTAAnCATCACCCATGTAAACATGCTCATGAAGTTGAAAGTAAnAAGAmGATACACT^ 
CTTGTTAATGATCAACAAmTTGlTTTGATTAAAATTAGnTTTTG 

>ncrb7158.seq 

AAGACAAGGCTATnGCTCTTGCTACnCTTTNACATTGTACTGGTGTGCACACCACnTCTCCATCGAATATTTAACCATCAGTCTC^^^ 
ACCAAAGAACAATTAAGAAAAGAAATAGAAGATAACCAAATACTATGGAOTAAAATTGAATOCCCCAAATATm 
AATAnATAATAGATATAGTATCATGTACATATAATATATCTAACAmCATATATATGCATATATATACATATATATGCTCAAA 
GCAGAAGAACACCTCAGAAGTGTTGGGACTCGTnGAGGAAATGACmGACTTnnGGAGTTGACAGAAATCTCCTTC^^ 

>ncrb7159.seq 

GAGGCATTGAGACAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGNTTGAGGAAACCGGAGATAAGTTTT^ 
TATAGTC 

>ga)7160.seq 

A^CAAGGACTAACCCCTATACCTTCTGCATAATGAAnAACTAGAAATAACTnGCAAGGAGAGCCAAAGCTAAGACCCGCGAAACCAGACGAGCT^ 
CttACCCGTCTATGTAGCAAAATAGTGGGAAGATTOTAGGTAGAGGCGAGAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAAT^^ 
dA§AACCCTCTAAATCCCCTTGTAAATTTAACTGmGTCGAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACCTTGT^^ 
Gg|GCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTA 

>ai9b7161.seq 

(SirCTGCGAAATGTATGGGTGTAGCAnCGTGCTATCGCTGGGGGnGCAGCnTGTATAAGmCGTGTGGCTGATCAAAGAAAGAAGG 

GtaATGAAAGATTrTGAGGAGATGAGGAAGGGTGGTATCmCAGAGTGTAAAGTAATCTTGGAATA^ 

CTCAACTATGACACATGAATATGTGGGCTAAGAAATAGTTCCTCnGATAAATAAAC 

>^7162.seq 

dlATGAAGAACATCTGAAAAGAATGAATCCCAACAGTCCCTGTATCACATATGACATCAGTCAGTTGTnGAm 
A^CCCAGACATACCAGGCTTATAACAAAGACTGGAnAAAGAGAAGATCTACGTGCTCCTTGGTCGGCAGGCCCAACAGGCTGGGAAAT^ 
Cl(^GTGGGCTTGGAACACAGGTGTGTACAGCGTGCTGTAGTGGAAGTTTTGTATCATAGTAATCCTGmC 
GpTCTTGTTCAATCGGAAACCCCCGTOCCTCCTCTTTnCTTTCTCnTCCI I i I II 1 1 1 II I AGTTAAACAT 

>|pcb7154.seq 

AlrgTCnATCTGTTGCCTAAACAGTGmCCAAAAATTGACCACCnACTATACAGTTC^^ 
TCTCTGGTTCTGAAACAATGmCCAAAGGATGGTTGTCCmAGCATGCTGTCAGAGCACAGTAGGCCCCAATTm 
CAGnCCACnAGnCTTGTGCCTCATGnGGATAGnGCTCTAGAGAAATGTGATCCCAGGAATGCTGGTGAmGGTGTm 
AAGAlTTCAGAAGAGTCAGTAACTGCAAATAATCTAAAAGGGGAAGAGTGAAGAATGCTTCTAACnCCCT 

>ncrb7165.seq 

AAGTOCmGGAAAATAAGTGAGTTTmAAACTGTGGTTnGCCmCTCCAT^^ 

GGAGCACAGATCTGTGTGAAAACCCATAATCTGnCAGAGATGATAGCATGCTAAATACTCTCAAGTACnGAGAGGAATAAGAAAGAGATG^ 

nAAAGGAAAGAGTAAAAAAnAAGGAGCTTTAAGCAGGGAGTGACATAATCAGATCCATGTTnAGAAAGATAACAGTGGnGCTAAM 

TTTACTACAGCAATCCAGCAATCAAGAAGCAGAGCACCTCAACTAATGGCAGTGGTGGTGCGAGGTGGCAAAGATGAGTACAmGAAGAA 

>ncrb7166.seq 

CACTmATGTACTTTACTOTGGAAATAAAACAGTCATmGTTCTGAAAGAATAAGATAGCmCTGTAGAGAAGG 

GnTTCTGAGGTGATTmAAATnCAGTAnAGGGAGAGTCCAGGAmGCTGACACAGATTCTAGATAACTAATGTATGATAGCAAATGCAAAACW^ 

GATACAGAGGTTAGAACAAGTAGACTCTGGCAGCAGATCTCCAGAGACCCAAGTnAGGTTGTCATAGTGTAmGAAGTAGnATACTCCTGGCn 

ATCCATTACTGAAAAGGATTTAAG 

>ncrb7167.seq 

GGGGGATTGTGGGAAAAGAGGCGGCTGCCGCACAATCCCGGGTTGTCCGGGTCCTGTCAATGTCACGnCTGCCATTACTGCAATAGCCACATCTGTGTGTCACGGCCCACCCTGTC 
GCCAGCnCATGATGCCCTCATGCCTCATGGGAAAGGTGGACGTTGCTCAGTCAGTGGGATTGTGGCCACTGTGTTTGGAGCAACAGGAnCCTGGGGCGATATGTTGTCAACCAGC 
TTGGACGCATGGGGTCACAGGTAATCATACCCTATCGGTGTGATAAATATGACATCATGCACCnCGTCCCATGGGTGACCTGGGCCAGCTTCTGTTTCTGGAATGGGAC 
TAAGGATTCTATCGGACGAGTAGTAGAACACAGCAATGTGGTGATCAATGnAnGGACGAGACTGGGAAACCAAAAACTnGATTnG^ 

>ncrb7168.seq 

ATrmCTGTmGTTACAmATmCnTmATATATAAAGTAAGTCTGCCACCTGGAGGTGAAGAAG 

GTGCCTACTAAAGAAACmGTAAGATGACTGAAGAACTATCGATGCTGAmGATGmAGGAAGGTGAnnAATATGAAACGTGTGAGGnAGTCACAGATGGT^ 

ATGTAACTGCTTGGGCCCAAACATGGAATTAAnAGTATATGTCATCAGAAmAGGTTnGCCTGGCAAAAATAATGAAGAGAGTGAA 

GACCGnGATGAGTGAGTGAAGGTGTTTCTAGAGTGACATTATCAAGATGGACAGGAAATGTAGGCT 
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>ncrb7169.seq 

AGAGGMGACGACGAGmGMGAGnCCCTGCCGMGACTGGGCTGGCnAGATGMGATGMGATGCACATGTCTGGGAGGATMTO 

CTCTAATCAGnACGAGCTGAACTAGAGAAACATGGTTATAAGATGGAGACnCATAGCATCCAGAAGAAGTGn^ 

AACCCAGGATGGGACACTAAAAAAATGTGmAmCAnATCTGCnGGAmAnTGTGTTmGTA^^ 

>ncrt)7171.seq 

ATCCAAAAGACAAGNACCTATAGCTACCTGAATAAACTACCAGTGAAAAGCGAATATCCCTCTATAAAACTGGTGGTGGAG 
CTGGGAAATCCCAGTACAGATCGmCTCATCTCTAAGTGCCTCATTGAGnCGGTGCATCTGGCCAAT^^ 
AGTGACnGCTCTCCAATGGTATCCAGTGATTCGnGAAGAGGAGGTGCTCTGTAGCAGAAACTGAGCTCCGGGTGG 
GTGGTTTCAnAAATGCAGCACnGGTTAGCAGA 

>ncrb7172.seq 

GnTTCTTTAGTTCTGTAATGGATAATGTTTAAAGGAAAACTnACACCAGGCnCTGGTTACACTAGAAGTCAAGCC 
CAAAAATCAGTmCAAGCTGTGGTCTTTCAAACACATCTGCACATAAGTCACACAmCAATAAAGCA^ 

>ncrb7174.seq 

ATATCAAGNATGAATAAGGACCAAGGGACCTCTGTGACTCATAGAAGGGCTGGCTGAATCCTGAAGTAGCATAGTGGGACCTGGTCTACAAm^ 
TGTGGCACGTGTCTCACCAAGACCCAGnGGGAAAGAGCGTCATAnGCGAACAGGTTGGGnTCTCTGGCCTACACCTGAnAATGGGCCCmATCmGG 
TCCAGTTGTmATTGGTGTATTTTGTOnGCAGTACTTAATAAAAATTGTTGATAGGGCCCAAAACCCTACAG^ 
ATGTACAGGGTTTTTTTAGTAGTAATTTT 

>ncrb7176.seq 

AGGATGGNTAGATACACAGCATGTTGAmGGTCACTAAAAAGAAGAAAAGGACTAACAAGCnCACTTnATGAACAACTATmGAGAAC^^^ 

mATGGAGTAATGGTACTTTTATTCmCTTGATAGAAACCTGCmCATnAACCAAGCTTCTAmTGCCTTm 

TGCTCnAAGATATATATTnACGTAGTGCTGACAGGACCCACTCmCAnGAAAGGTGATGAAA^ 

>lfCTb7177.seq 

G^TGGGGCCTGGGCGTCCTTCCTACAGGGGCTGCTCTGTGGGTGAGGGGCCCTGTGGAATGGCATCCGATGAGCnGTGGCGTCTATGTGGTAGCATCT^ 
Al^ACCTTACnCTGG 

>y|b7179.seq 

M^AGAAACCGCATCTGTACTAAAAATGCAAAnGGCCGGGCATGGTGGTGGATGCCTGnATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCn 
GGJTGTGGTGAGCCAAGATCACGCCATTGCACTCCAGCCTAGGCAACAAGAGCAAACTCCGTCACA 

>lM>7180.seq 

®£CCGGGGGAAAAACTGGNAGNACAGNAAGTACGGGAAGGCGATGTAAAAGAATAGAGAAGATAGGGAAATTAGAAGATAAA^ 
CtGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACnAGA^^ 
/S^AGmCAGATAGAAAATGAAAAACAAGCTAAGACAAGTATTGGAGAAGTATAGAAGATAGAAAAA^^^ 
(^CCAAmAimAAAAGCCCATCAAmAATnCTGGTGGTGCAGAAGCGAAGAAAAGAATAGAGM 

>jfSb7181.seq 

AieTGAAGACmCCGGGAnGACTCAAAGATTGATGCTGTTTTTGAAGAAmGGGnCT^ 
dpACTnGAAGAGTAACAGCTGGCTTAATTGTTGAAAGAGATATGTAGAAGGCACAATATGGGCACmAAATGAAG 
mTCTCCTGCGTGTGCTGTGACTCGAGTCACACTCAAGGGAACTTGAGCGTGAATCTGTATCTrGCCGGTGAT^ 
CfefQCnGTCACATAGAGTGATCmCCCAAGAGAAGGGGAAGCACTCGTGTGCAACAGACAAGTGACTGTATCTGTC^^ 

>ncrt)7182.seq 

CTAGACTGGAATTGTGATGATGATGATGATGATGATGATGATGATGGTTnACAGGGAGATGGAGGGmGATGGACTTCCGGGT^^ 
ATCTATTCCI 1 1 1 II ICCAGGGAATGTTATAAAATATnTAGAAnGATAACAATTTGCN 

>ncrb7184.seq 

ATOCATAAATAAAnAAATAAAATAACCCCGGGCAAGACTmcmGAAGGATGACTACAGACATTAAAT^^ 

ACCAGTGTGAAGmCAmATGATACAAAAGAAGATGAAAATGGAAGTGGCAATATAAGGGGATGAGGAAGGGATGCGTGGACAAACCCTO 
AAATGGTGTTITCATGTAAATAAATACATTCTTGGNGGAAC 

>ncrt)7185.seq 

AACCTCAAANCTAAAAAGCCCAAGAAGGGGAAGCCCCATTGCAGCCGCAACCCTGTCCTTGTCAGAGGAATTGGCAGGTAnCCCGATCTGCCATGTATO^ 

AGAGGAAGTACTCAGCCGGTAAATCCAAGGnGAAAAGAAAAAGAAGGAGAAGGTTCTCGCAACTGnACAAAACCAGnGGTGGTGACAAGM 

CnCGCAAAATGCCTAGATATTATCCTACTGAAGATGTGGCTCGAAAGGTGnGAGCGACGAC 

>ncrb7187.seq 

GGTGATAGCTGGTTGTCCAAGNATAGAATCTOGnCAACmAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTOGTCC 
AGGAAAAAACCnGTAGAGAGAGTGAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCAGCAAnAAGAAAGCGnCAAGCTCAACACCCACTACCT^^ 
ACTGAACTCCTCACACCCAATTGGACCAATCTATGACCCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACATTCTCCTCCGCATAAGCCTGCG 
GACAAnAACAGCGCAATATCTACAATCAACCAACAAGTCAnATTACCCTCACTG 

>ncrb7188.seq 

AAGGTGAGTCTGAACCAATAGNAAAGCAACATGTGCAGATATCCAAACAAGACTGCTCATGCAAGTCGGGGCTGGCTACCCGTCnAGGCAGCAACAGCAGAGCTCCAGGGAGCTTA 
TTCAATAmACTGAGACTTCGAAGACCCAGCAGATGTnAATGAAGTCACTAnTTGGCTCAAACCCTCCACTTCTCGCCCTGCCGTGAAAAAGCCAACA 
GAAACCCACAGAAGGGGATGGGAAATAAAGAAAAmTCTCAAGACTTCTCCAGGCCCATGTCACTGGTCAGCGTGGTTmATGTGTA™ 
ATCCAGTACTTTATAACCAAAGCAATTAAATGATAnGGGTAGGGAATGTTGGCCAGTnTG 



>ncrb7189.seq 
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AGCCTCTGTGCTGCCACCCTTGGTTGCCCCTCTGGTmGGCTGCCACCCTCTGTTGCnAGAmCTACCATAGCCTC^ 
TTCTCACTGTAGCAGCTGACTGAAGCTTGGGAAACAAAGTCAGAATAGAGTCmCATAGGCTGCmC^^ 
CCTACnGAnGGCCTCCCAGCCCTCCTCTCCTCCnCTACACAGTCACTCCAAGCACACAGGCCTGnCACTGm 
TGCTGTnGnCATTGTGCCTGGAATGCCACTCCCTCACGGCTGCCCAGCTCACTCCCACACmCTTCATGC^^ 

>ncrb7191.seq 

GGAGGCCGAGGTGGGTAGATCACCTGAGGTCAGGAGnCTAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAmGC^^ 

CTGTAATCCCAGCTACACAGGAGGGTGAGGCAGGAGAATTGCTTAAACCCGGGATGCAGAGGCTGCAGTGAGCCGAGATCGTGCCATTGCACGCCCGCCTGGGGTACA^ 

GCTCCGTC 

>ncrb7192.seq 

AGAAAAGCTGAGGCAGGTGGATTGCTTGAGGTCGGGAnTCCAGACCAGCCTGGGCAACATGGTGGGGCCCCAmCTACTAAAAGTAGAAAGATO 

CCCTGTAGTCCCAGCTGCTGGGGAGGCCGAGGCACAAGAATCACnGAACTCCAGAGGAGAAGGTTGCAGTGACTCGAGATCCGGCTACTG^^^^ 

ACTCCATCGGGN 

>ncrb7193.seq 

AmGTAAAAAAACAAAAAGCAAAAAATTCGCAAAAGCGAGNATAACAAGCAGAGCAAAACTGTTGTGCCTTGTAmATCTTTGAm 
AmGTmAmGGnCAGAGTATGTGGGGAAnATAGAATCCCTCTTTCATCACrnGTGTATGTCmTGTTAACATAnTGnATGCC™ 
GCCmGAAGACAGATGCnCTATAGAGGnCTTTGACCTAAATAGnCAGCAmGTATnnAnCTGGNATCTAATCAGAnCCTAATCATAG 
TATTGGACTTTGCTCATGTGCTCGTGTCCGCATTI II ) I i i ! ICTTAAAATCATAGCCATATGGGAAATTTTCTATTTNG 

>ncrb7194.seq 

GGGAGAACACGGGGGATGCCGAGCTGTATGGGCCCTTCACCAGCGCCCAGATGCAGACGTGGGTGAGTGAAGGCTACTTCCCGGACGGTGTTTATTGCCGGAAGCTGGACCCCCC 

TGGTGGTCAGTTCTACAACTCCAAACGCATTGACmGACCTCTAGACCTGAGGCTGGTGGGGGCGCAGmGGTGGGGCCTTGTnCGTGGACm 

TCAGGCAGCGAGGAAATTGGAGGCCATTmCAGTCAAmCCCmCCCAATAAAAGCCTnAGTTGTGT 

^fb7195.seq 

GaHGTTGGTTGGGGGCCTTTTGGCCGGTGACGGAGACTGCCCAGGTGTGGTCACCATGTTCCTCTCCGCGGTCTTCmGCCAAGAGCAAGT^ 
mGCGAAGCTGGGACAGGTnGTGCnCAACACCAAGAGAAACCGACTGCGGGAAAAACTGACTCnnGCAnATGATCCAGTTGTGAAACAM 
/®AATACGCTCCCnTAAACGGTGGATTGAAAATGACmGAmATAAAGAGAAGACTGAGGGCG6GGAU^^ 
yafl^GAATCACTGCCTCCTGTGATTTGAAGGCCATTGTGAAGGAAAACA^ 

>ncfb7196.seq 

AtfGTTCATTGAGACAGCAACATACGCACTCCTAAATNGTGTGmAGACTmCAAGTATCTAACTCAm 
T)^@AAAACACCTGCTACTGAAAACACAACnCTCAGTGTCATCCATTGCTGTCGTGAGAGACAACATAGCAATATC^^ 
(?[i@GATOGTTGTATCTGATGGATATAAAmGCCTCCTAGnCACmGTGTCAAGAGCTAAAACTGTGM 
CATGCT 

>l®)7197.seq 

ApATATACTCTGTCACACACATATATAAACATAAACAGATAATGATAAAGCAAATGTAAAATATCAACAGm^ 
(ll&TCmnAAGTGTGAAAmnTCAAAATTAAACTATTTTGTAAAACI II 1 1 lAAAAAGAT 

>jp)7198.seq 

AmGATNTGAGAACACAGCTATnTCAGAGCAGTGGAAAATAAGGTTAAATAAGTAGAGTAGACCCCAAATGATAGCCCmGAT^^ 
cMTTTAGTGGGTCCTGTGGGncnAGGTGGGGAGAGAGACACGAGGAAAACAGAAGGCCAGGATGAAGGTmGGAGT^^ 

m 

>ncrb7199.seq 

TGGCTAGCCATATGGAGAAAGCTGAAACTGGATCCCnCCTTACACCnATGCAAAAATCAAnCAAGATGGAnAAAGACn^^ 

AACCTAGGCAATACCAnCAGGACATAGGCATGGGCAAGGACnCATGTCTAAAACACCAAAAGCAATGGCAACAAAAGCCAAAAnGACA^^ 

CTGCACAGCAAAATAGACTACCATCAGAGTGAACAGGCAACCTAGTCATCTGAGAAAGGGCTAATATCCAGAATCTAGAATGAACTC 

>ncrb7200.seq 

AGAACnmTAGAAAATATGCACCAAGTGAGAATGGGCCAAATGGGAmGTGCTGAGGTCATGGACACnACGnAAAAGCTGTGCTGGATAnGC 
GnGGAGACAGGCACCTGGATAACCTTTTGCTAACAAAAACAGGCAAACTCTTCCACATAGACnTGGATATATmGGGTCGGGATCCAAAGCCTCT^^ 
TAAAGAAATGGTAGAAGGAATGGGGGGCACACAGAGTGAGCAGTACCAAGAGTTCCGTAAACAGTGmCACGGCTTTCCTCCACCTGCGAAGGTATTCTAAT 
TnTCCnGATGGTTGATGCAAACATTCCAGATATTGCACnGAACCAGATAAAACTGTGAAAAAGGnCAGGATAAAnCC 

>ncrb7201 .seq 

GCTTGCTmCGATCCGCCATCTGCGGTGGANCCGCCACCAAAATGCAGATmCGTGAAAACCCnACGGGGAAGACCATCACCCTCGAGGnGAACCCTCGGAT^^ 

GTAAAGGCCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCmGCTGGCAAGCAGCTGGAAGATGGACGTACmGTCTGACTACA^ 

CTACTCnCATCnGTGnGAGACTTCGTGGTGGTGCTAAGAAAAGGAAGAAGAAGTCTTACACCACTCCCAAGAAGA 

>ncrb7207.seq 

CGATCCmGCCAGAGAACTCTCTGGAACCATTAAAGAGATCCTGGGGACTGCCCAGTCAGTGGGCTGTAATGnGATGGCCGCCATCCTCATGACATCATCGATGACAT^^ 
GTGCTGTGGAATGCCCAGCCAGTTAAGCACAAAGGAAAACATnCAATAAAGGATCATTTGACAACT 

>ncrb7208.seq 

AAAACAAGAAAATCCAATATCAGGATAATCAGACCACCAGAGGnTACAGmATAGAAACTAGAGCAGTTCTCACGTTGAGGTGTGTGGAAGAGATGTCCATO 

AGTTACTCTmnCCGCGGACGCGCnAATCAGACmAAAAGTGCnAACCCCTTAAAGTTGnATmTOGnGAAGCAnnGGGATGGTCT^^ 

GGAGAAAATG 



>ncrb7209.seq 

CATAATTTnTAAAAGTGTTTTATGGAGGCAGAGTnAGGGGAAGTTCATGAnGAATGGATCTAGTCAnCAGGGAAATCCTCTCTGTGTGA^ 
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>ncrb7210.seq 

AGCTTTTmCTATGGAGnGGTTNTGATmGCTGAMmTMTCGCTAGna^ 

AGCATGTAGGCAGCTTGAGGCAGGAGCATCACCTGGAGGCCAGGAGACTGTGACTAGCCTGGGCAACACAGTGAGACCTGTCTCT 



>ncrb7211.seq 

AGCTGAAAACTAATGTACTGTACATAAAnCCAGAGGACTCTGCnAAACAAAGCAGTATATAATAAC 
AATGGAATAACTATCTCACTTCCAGATATCC 

>ncrb7212.seq 

AGGACTCTGCTTAAACAAAGCAGTCTATAATAACmAATGCATATAGATnAGnnGTAACnAGCTTOnm 
>ncrb7214.seq 

CTCATTGCAGATAATTTnAGCNCAGGGCCTGGTGGCTAGGTCGGTTCTCTCCTnCCAGTCGGAGACCTCTGCCGCAAACAT^ 
CGAGCTTGATCCCCCTCTTTGTATTTAnGGAACTGGAGCTACTGGAGCAACACTGTATCTCTTGCGTCTGGCAnGTTCAATCCAGATGm 
TGGAACAAACTGGGTCCCAATGATCAATACAAGTTCTACTCAGTGAATGTGGATTACAGCAAGCTGAAGAAGGAAC^^^ 
AATGAAGGGCTTCCAGGAAGCCAGATCCGCACA 



>ncrb7215.seq 

AGCCGAGGCAGGGTGATCACCTNCGGTCAGGAGmGAGACTAGCCCAGCCAACATGGTGAAACCGTGTCTCTACTAAAAAATAAAAAATTAAC 
GTCCCAGCTACTGAAGATGCTGAGGCAGGAGAATCACTGGAACACGGGAGATGGAGGnGCAGTGAGTGGAGATCACCATTGCACTCCAGCCTGGGCGACAAGAGC^ 



>ncrb7216.seq 

GAAGGGTCCCTAAAATCGNGCCANCTAGTCAGGAAGTCAGTTGTCAATAAmcmAmGTGATACAAGCAGGCGTGGGGAAAGAGAAAT^ 

CGCTAGAGAAGAGGTGTGGGnCGGAACAGCAGACACCAGGAGTAAGGAGGGTAGnGATGAnTCCCACTCTTTCTCCAGCCCCTGCTGGTCTGmCTGCCGTO 

CTTCCTCAGGTCTTGGGTCCCGGGCCATCATCTCnCGAATGACCTCCCTrCTATTCCTG 

>Wb7217.seq 

dSGAAAGGAAAAAGAATGCCACAATCAGCAGTCTCCTGGAGGAGCAGTTCCAGCAGGGCAAGCTTCTTGCGTGCATCCGNnCAAGGCCGGGACAGTGTGG^ 
;|§TACTAGAGGGCAAAGAGnGGAGmTATCTTAGGAAAATCAAGGCCCGCAAAGGCAAATAA^^ 

>Hyb7220.seq 

Q^TGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATCGACACTTCGAACGCACTTGCGG^^ 
TCGCTTGCCGAC 



(%|CATGGGCCGCGTTCGCACCAAAACCGTGTNGAAGGCGGCCCGGGTCATCATAGAAAAGTACTACACGCGCCTGGGCAACGACnCCACACGAACA^ 

TCGCCAnATCCCCAGCAAAAAGCTCCGCAACAAGATAGCAGGTOTGTCACGCATCTGATGAAGCGAATTCAGAGAGGCGCAGTAAGA 

A^6i^GAGAAAGGAGAGACAATTATGTTGCTGAGGTCTCAGCCTTGGATCAGGAGA™TTGAAGTAGATCCTGACACT^ 

II; 

>5Krt)7223.seq 

^tf^NGCTGTGACCAGnCTCACCACCAACGNCCTCnCTCTCTCGCTTCTCCnCCTrCCnCCnCCnCCmcmCT^ 

T#rrccTTmATcmcTCTCTTmcmcTCT^ 

QeeGGACAGGGCGAGACTCCGTCTTAN 
>IM)7224.seq 

GCAAGGTCACCAAGTCTGCCCANAAAGCTCAGAAGGCTAAATGAATAnATCCCTAATACCTGCCACCCCACTCTTAATCAGTGGTGGM 

GGCCAnTAAGmAGTAGTAAAAGACTGGnAATGATAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGTm 

TAAGTOTTAGTTTTTAAAATCAGTACTTmAATGGAAACAACTTGACCAAAAAm 

>ncrb7225.seq 

GTCAGTCCTnGCmAAAAAAAnrrGTGGCTTNAnAAAmCTAATTGAGCAGATTNGAnGAATTAAATAGAAACTTATTGAAW 
TmCAGATAATATGTGACCAATATACTGGGAAAGAGGTAGTGACAGAGAAAGGGTAAGTGAAGGmATTCmCAGTGAAAAAAGAAT^^ 
GTGAAGCAAGTGAAGTATAGCTGCTTCnTTAACCTGCCTTnCACTGAATGTTGGCAGCATTTAGTAGTAGAAATGACAGn 
TAGGAmCTTTATG 



>ncrb7226.seq 

GACGAGCCTGAGGCGGAGGGAGTAATGGCAGNTNAAGCGTTOGAAAGTTTCTTCCACTCmGACCGAGTAnGGTTGAAAGGAGTGCTGCTGAAACTGTAACC^ 
TGCTTCCAGAAAAATCTCAAGGAAAAGTATTGCAAGCAACAGTAGTCGCTGnGGATCGGGTTCTAAAGGAAAGGGTGGAGAGATTCAACCAG™ 
TCTTCTCCCAGAATATGGAGGCAGCAAAGTAGTTCTAGATGACAAGGATOmCCTAmAGAGATGGTGACAnCnGGAAAGTACGTAGACTGAA^ 
TCAACATGATGCTGCCCAnGCACTGAAGTTGTGAAATCT 

>ncrb7228.seq 

AnTAAGAACnGTATTmCTAmTAAAAAGTTAAAnATTCCGTAAmGGAAGAAGmGGnGAATGTAGGACAT^ 
GCCnAATATTTTGTTCTTTTAATAAAAATGCTCTGAAnTG 



>ncrb7230.seq 

aagaaggcaaagt™caacactaaatgattacntntagnaagatacaaagatctcaattaacaacctaaacttgcatctaaaggaactagaaaa^ 

TAGGAGAAGAAAAGAAATAACTAAAACTAGAACAGAACTAAACAAAAnGAAACCCAAGAAAAAGTACAAAGGATCM 
AGACTGCTAACTAGACTCAAAAAAGAGAGAAGATCGAAATAAGCACAATTAGAAATGAGAAAGGTGACATCATCACTGAnCCA^ 

>ncrb7231.seq 

CACTTCCTCTGGGGTTCATCTCTTATGTGATGCTACTnTGAATACnACAnmGTnnGTTTTTTGAGACAGGACAGGAGAnCTCTTGA^ 
CAACATGGTGAGACTGTCT 
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>ncrb7232.seq 

tGGTGGGCCANCTGAr^GCTCCGATCTCCACGAGMGACTMTCTAAMGCTCTGCmGTACnCCTCACCCT^ 

AAGNTGTATNNAAACATAAAAATGAACTTGGAACnCTGGGmAGTAGAGCCTCAGTGTCGCmAACnAGTTTACI 1 1 1 1 i i i lATTTTTAAAGCAGCAATGGATGGTTTTAAAGGAG 
TAnATGATTG 

>ncrib7233.seq 

CGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACACTTC 
TCGCTTACN 

>ncrb7235.seq 

CGATGAAGAACGCAGCTAGCTGCNAGAATTAATGTGAAnGCAGGACACATTGATCATCGACACTTCGAACGCACnGCGGCCCCGGGTTCCTCCCGGGGCT^^ 
TCGCHGCCGATAAAAAAGGA 

>ncrb7236.seq 

GAGACTCCCTGTCCCGGACCGCAGCGTTAAAAGGATCTGAACAAAGTCTGCTCAAATCTCCTGCTGTGAACCAGCAGAATTmGAACAGGTTTC^ 
>ncrb7237.seq 

GTGAGGGGATGGAGGAAGGCGAGTNTTCAGAGGCCCGTGAAGATATGGCTGCCCnGAGAAGGATTATGAGGAGGTTGGTGTGGATTCTGnGAAGGAGAGGGTGAGGAAG 

GAGGAATAGTAATTATCCATTCCTTTTGGGGCTGCAGCATGTCATGCTCCCAGAAmCAGCTTCAGCTTAACTGACAGAGGnAM 

ATGTCTTTTCCATGTGTACCTGTAATATTTnCCATCATATCTCAAAGTAAAGTCATTAAC 

>ncrb7239.seq 

GGTTONACAAAGCNGAAATTGGACGTAnCTNACmCCAAAGTGGAGAACTTCATAATTCTCAGGGTAmGTTAGAGTGTGCAGAAGAATOT 

GAGGTGTGGACTAAACGCTAGTmAnCTAGCTAACATATmAAAAGCAGGAACAAAGAGGATCAAATAAAnGCAGGTAACn^ 

AgTATACAGATGAACCCAGCAGTCAACAAGGCAAAATGTACAAATTGCGAATATAATAAAAmACCCAACATGATATGATG^ 

>tSb7240.seq 

AisCTCCTGCCCCTCCTAAAGCTGNAGCCAAAGCGAAGGCTTTAAAGGCCAAGAAGGCAGTGTTGAAAGGTGTCCACAGCCACAAAAAGAAGM 

d®GGCCGAAGACACTGCGACTGCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCCCAGGAGAAACAAGCTTGACCACTATGCTATCATCAAGm 

di^TGAAGAAGATAGAAGACAACAACACACTTGTGTTCATTGTGGATGTTAAAGCCAACAAGGACCAG^ 

>ncfb7241.seq 

AtSAAmAAmCTGGTGGTGCCGAAGmGAAGGTAAAGCnGAGAAGATGAGGGTGTTTACGGTAGACCAGAACCAAmAGM 

/^TCACATCAAAAAGCTACTAAAAGGACTGGTGTAAmAAAAAAAACTAAGGCAGAAGGCnrrGGAAGAGmGAAGAAmGG 

AfglTGAAGGACmCGTAACGGAAGTAAnCAAGATGAAGAGTAATTACCAACnAATGTTmGCATO 

AGCTGA 

>Pb7242.seq 

(IflTTCCTTCAAAGCATAGAGCTNCTGGGGAAGGAAAGTAnGAACTGGGGGnGGTCTGGCCTACTGGGCTGACAnAACTACA^ 

AMTGTGTGGTTCTCTmGGAAmTmCAGGTGATTTAATAATAAnTAAM 

CWnGTAmTCAAGTAAGATTCTATmCAGTTGTGTGTAAGCAAGTTT^^ 

■rtTOSGAAATNGTrTATTTN 

>jfcb7246.seq 

ys^TCCTCACATAAGCCCAGTTCATCACCAmCCTCCmACCmCAGTGCAGnCCTTnCACAnAGGCTGTO^ 

GTGGTCAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCTTnGGAGAACCAGGGCTCTTCTCAGGGGCCCTAGGGACTGCCAGGCTGTnCAG 

AGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGnGTTCmCCTCACAmGGATGAnGTCATM 

>ncrb7247.seq 

CGAATAGTGACmCCTACmATAATTACTATCnnATCAACGTCAGTTnAGCCCAnAACAAAGGTGGAAGAGAATA^ 
CAAAAAnGACTACATGATAGAAATCATCCAGGTTTnGTTAAAGTGAACCTAAGAGAAAAATAGCAAGGG 

>ncrb7248.seq 

GAGGGGGCAGGCGGAGCTNGAGGCAAACCGCAGATAAGTTTTmCTCmGAAAGATAGAGAnAATACAA 
AAGTTmAACGTAATmAATAGCTTAAGATmAAGAGAAAATATGAAGACTOGA^ 

>ncrb7249.seq 

AAGTGATCCGCCAGGNGAAGGGNGACCTGGCCTTCCTCAACTTCCAGAACAACCTGCAGCAGACTCCACTCCACnGGCTGTGATCACCAACCAGCCAGAAATTGCTGAGGCAC 

TGGGAGCTGGCTGTGATCCTGAGCTCGGAGACmCGAGGAAATACCCCCCTACACCTTGCGTGTGAGCAGGGCTGCCTGGCCAGGGTGGGAGTCCTGACTCAGTCCTGCACCACC 

CCGCACCTCCACTCGATCCTGAAGGCTACCAACTACAATGGCCACACGTGTCTACACTTTAGCCTGTATGCATGGCTAGCTGGGGATCGNGGAGCnmGGNGTCGTTG 

>ncrb7251.seq 

CTCATTAAnGGCAmCCCAATGGATATGATAAACAAAACTTGAAAAGAGAAAAACTTmCCCCCTGTGAGCAGCTCTAC™^^ 

GTAGCTOGGGATGTGTAGGGTACmAGAmGAGGnCCAnGTGCCGTTnGCGGGTATGAAGAAGAAGAAAATCAAAACATCAnGCAACAAGG^^ 

AAAGCCAGGTAAAGATTGATCTAGCmTAAATATATnGTATAATGTnAGAnCAAGAGCTCATGTGGGAAAAn^^ 

>ncrb7252.seq 

AAGGTGCAAAAAGnGAmAAACGCmGCAGAGTTGAACTCTATTATGAAAATAAAmGCTACGGTATGAGGAAGAAATAAA^ 
TAATAAAGGGTTATGTAGAATTG 

>ncrb7253.seq 

GGCCAAGATGCNGGCANTTAGAGGCGTGAGCGAGANGCCCGTGGNGTGATTTAGAATmTAATNGAGGGTOGGGAGTCATNNNGACCAAGAAAGATGGGAAM 
GAANACGAAAGAN 
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^ncrb7254 S6Q 

ACTATTTTAMTmAGmNNATGAGACGGGGCCnGCTATGnGCAGGGTGGTGnGMCTCCTGGCCT^^ 
TGAGCCACTGCCCCTGGTCTGAmACAATTmAAnGAGGGTTAGGGAGTCATAATACCAACAAAGATGGT 

CTGCCTGGGnAnCAnAnCATACTGACTCCCTAATAAAGTGATmCAGmGAATGTTmGCAGAC^^ Mill lAAGGTCCAGGTTCACAC 

TAGAAGGCCAAAACnCCGCAAACATCTGATGATGAAAAGAAAGATTnTGAGA 

>ncrb7256.seq 

ATACATGCCCTATACTTGGTANGAAAATGTACCCTCTGCACCAAGGCTTGCCTATGCATTGTCGGCTTAATAAGGCCTGCCnGCn 

TTAGAACATGAGAAAGCACATGAACATATAGCAAAACTGAATCmGGGTCAGGAAAGNTCnCCAGCATGGCACAT^^^ 

TAAAACTTAAAGTATAAT 

>ncrb7257.seq 

GAACATGCAAGTGGAAGAGAGAATNGTTGAAAATGTGAATGAAAGTAGCTCTGGAGCCTCTCCCTTACCCCACCCCACACACACGCAACAGCTCTGT^^ 

CCTCCCAGGAATGCTGCCTTCCnCAGCCCAGCCTCCAGTCCTGGGTTCCCTCAGGAATTCGAAGACCTTGGCTAGGTGGTGAGCTTGGAAGAGCT^ 

TAACCTCTnCCTTACTCCTOTGGCATCCCATTTGAGnCAGGGGTGAGGCTTAAGATCTTAATAAATAATACCTTACTG 

>ncrb7258.seq 

AAGTACACmAGAAAGTGTCnCAAAAGAAACAGTGCTGTATTTGAAGTGTGnCATAGTmnmGAACAGmAGAC^ 
AGACAAGTNTNTTTACAGCCGTATACAGTTTCATAGGTTnCCTCGCGCATTTATGTGTATr 

>ncrb7259.seq 

GTCACCACACCCGGCTAAnmGNATTmAGTAGAAACAGGGmCACGATGTTGGCCAGGGTGGTCTCGAACTCCCGACCTCGGGTGATCCTCCCATGTCAGCCTCCC^ 
CTGGGAnATAGATACAAGCCATCACACCCAGCCCnAAATGTTGTrmACnGCTGTAATGnCATGTnAACTCCATO 

>ncrb7260.seq 

MACCCAAAAAGCnATCCACCATGATCTNTGGGCnCATCCCTGGGATGCAAGGCTGGnCAACATACGCAAATCACCAAATGTAATCCAGGATATAAACA 
qSCATGATTATCTCAATAGATGCAGAAAAGGCCmGACAAAATTCAACAATGCnCATGCTAAAAACTCTCAATAAA™ 
TA&3ACAAACCCACAGCCAATATCATACTGAATAGGCAAAAACTGGAAGCATTCCCmGAAAACTGGCATAAGA^^^ 
A|fTCTGGCCAGGGCAAnAGGCAGGAGAAGGAAATAAAGGGTATTCA 

>itri[3lb7262.seq 

TlJtGGGCTCAGGTAGnGGGGAGNGCTGTCCTAAGCAAAGCTGGGTGGACACAGCCTGAACTGCTAAGCCTAAGTATGTGGGAT^^^ 

TigGTmCTGTAGGATAGACnTACCTGCCCAGGAAATTGGTGGCTAACGGAGATTTGTCAGAGCTCTAGTCTGTCAAGAAm 

>ferAAAGTGATAAAGATAATCTTTTTGGCGCTTTAnGTCCAATCAT 

>ncrb7264.seq 

Ai\CGCANGCTGAATCACCTGAGNTGGGGAGNTNGAGACCAGCCTGACCAACNTGGNGAAACCCTGTCNCTACTAAAAATACAM 
/^CCAGCTACTCGGGAGGCTGAAGCAGNGAGAATCACnGAACCCGGGAGGTGCAGGTTA 

>f||}7266.seq 

d^TAACAGACTAAnGGAATTGNCGAAGCTGCTCCCTGGTTCCACTCTGGAGAGTAATCTGGGACATCTOGTGm^ 1 1 1 1 1 1 1 G6GGGGGAGTGT 

O^TGGGGTnGTTTmAGTCnGTTmTTAATTCATTAACCAGTG^^^ 

CplATCTGGNGCTCnAGGAAGGAGTATAGTAAATGCCTCATnAATAACATACTCCTTTnGAAAG 

>IM)7268.seq 

GCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAm^ 

CCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGnCAACmAAATnGCCCACAGAACCCTCTAAATCCCCTO^ 

CnTGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGC^^^ 

>ncrt)7269.seq 

ATATGATAACTTAATATTAAAnACAnATTmCCAATAAATCTAATATGGTCATTGAT^ 

TAAAAATGCAGAGGGnGGACTTGCCTTATCAGACATTGGAACnA™CAAATATATGGGGAAAAATGTGGTAACTGGTGAAGTm 
GTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGAGGGCGGATCATCTGAGGTOGGAGnCGAGACCAGCCCTGCC^^ 

>ncrb7270.seq 

GGGACTNCCCTAGTGTTCACAACGACTTATGGNTNAGCTGGmGTTCCTGACCCTGCNGGGATAmAAACTCAATCACCATAGCTGATATAAGTCTACCCTTA^ 
AGAAATGTGGAATrGTCCCTTTGTAGCCAACTATAACATTGncmATGAATATTACCTmATACATATGATCCACAATATAAAAACCAAAAAC 
CATATAGGGATTGAnAACnCmAAGTACATGTGATAAGTATGGAAATCAAGAnATGTGACTGAAAAACATAAAGGAAGAGACCCATC^^^ 
GAATGACAATTATATCCACAAATnTTAAAACnCTACATGTATTmCACATGAAGATCTCCnAACAGGTTGC 

>ncrb7273.seq 

CTTCCAACAmTCTTACGAAACATmCAAATACAAAATTGAGnTOTTTAAAACATTTGCAAATATACTAC^ 
AGATGCTTTTTATACCACTGAACATTTTAGCTTACATTTGAC 

>ncrb7274.seq 

CATACTTTTTAAAGAGAATGAATNAAGAAATCGGmCCTGCTGTAGTTCTCTATGGGTAAGTCTTAGTAAAGACGAG 

GAGGTGT GGCTTG CCCAmCCCGCTTGAAGCTCACATCTTTACCCTCCTCTCCCACTGNGGnTGATCnCACCTATTCCCAGGCCCTCCCAGCAATTGGAGAGGTGTCT I II II il { 

GGmTGGTTTmTTCTGCCCGTCTGCATTCTTAGGCCTCTTAGCTAmGGAACTGTCAGATACATACTAGTAGCTAAn 

C 

>ncrb7275.seq 

GACCAACATGAGGAAACCCTTGNCTCTAGTAGAAATACAAAAAATTGGGTGGGCATGGTGGTGGGGACCTGTGATCGGAGCTGCTCGGGAGGGTGAGGCAGGAGAA 
CAGGAGGCGGAGGTTGCAAGTGAGCTGATGTTGCGCCAGTGCACTCCGGCCCGGGTGACAGGAGCGAGACTCCATCTG 
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>ncrb7276.S8q 

TGCGCAGGCTGMGCGCAAMGMNAMGATGAGGCAGAGGTCCMGTAMCCGCTAGCnGnGCACCGTGGAGGCCACAGGAGCA^ 

CTGGTACAAGnGTGGGACTGCATGCTACCTGTCTAGAGCTTGTCTCAATGGATCTAGAACnCATCGCCCTCT^^ 

CCCATGTTGGTCCTCTGCCCTGGACCTGTGACATTCTGGACTAmCTGTGTnAmGTGGCCGAGTGTAACA^ 

>ncrb7277.seq 

TCATnAATGCCAnAATGCAAATNTACnCCTCTTCTTmGCATGGTmGCCCACCTC^^ 
TTGCTCCACAGGACATAGGCAAGCCnGATCATAGTTCATACATATAAATGGTGGNGAAATAAAGAAATAA^ 

>ncrb7278.seq 

AGGCTATTGTAAGAGAmCTCCTATmCTTGGAAAnCTCTGGAACAGTAGGGTCAmGAATCATACCCGnGGTAnG^ 

TGGAATGGAAATTnAAAATAGAAAATTCGCTATCnGCCAnTAAGTATGATAAAACTATACCCGATTAAAA^ 

AmGGGAAAnnGAAGTCTGTTAACCATTAAAACAATTACnCTnAAGGTACCGGATmCATCCATAmGAGGAGCCmnM 

>ncrb7279.seq 

GTTGAACGCACATGTGCTAGAATATAGTCATGnCCAGATAACAACGTmGGTCAAGACAAACTTCTCAGATAGCTGTGGTGCTGCT 
CnGCAGCATCACAGCACAACACATOCTCACTGCmGTGATGATGCTAGTTCAAACAAACCTACmGCTGCCAGnGT^ 
ATAATAATAATGATAATAGGACAnGnAGTGGnTTTGTATnACTATACTACATGTmATCAmTmAGAG 
GGTCCTTCAGGAGGTGTTCTAGGAGAAGGCAnGTTATCACAGGAGA 

>ncrb7281.seq 

GGGAACATCCTGACAATGTCTGGAGACATnTANNTNAAGGTGGAGAGGGTCTGGGGAAGGGAnCTGCTGGCACnAGTGGGTAAAAGATCCTACAA 
CTGGCCCAAAATGTTAATmCCAAGAnAAAAAAGCCTGTmGTATTAnCCATnCGTCTTCnCATTGGmAnATCTGT^^ 
GGTATACTTCTTTAACTOTCACAGTCTATCTTCAAGCCATATGTTACTGTTTCATGTGTAATATAAAAGCC™ 
yi^GATTCTACTTCTACATATGnATAGACTCTACAATATATTA 

>ffib7282.seq 

Tii^ACAGGAAGTCCCnGCCATCCTAAAAGCCACCCCACTTCTCTCTAAGGAGAATGGCCCAGTCCTCTCCCAAGTCCACA^^^ 
GjlATGCAAAATTTTmAATCTTCGCCTTAATACTTTmAmTGm 

lWGTCTCCCTG6GAGTGGGTGGAGGCAGCCAGGGC™CCTGTACACTGACTTGAGACCAGnGAATA^ 
>ncrb7284.seq 

ci&CCCCTCCATGGTCCACCGCACNTGGTTCTAGGCGGACTATGACTOGTTGCGTTACACCCTTTOnGACAAAACCTAACTTGCG 
TSSTTTTTTTTGTTn 

lii 

>ncrb7288.seq 

/^CTGCATTAAAAATTTCGGnGGGGCGACCTCGGAGCAGAACCCAAGCTCCGAGCAGTACATGCTAAGACTTCACGAGTCAAAGCG^ 

>*i6^AACGGAACAAG™CCCTAGGGATAACAGNGGNNTCCTATTCTAGAGTCCATATCAACAATAGGGmACGACCTCGA 

ysfl^GGnCGTTTGnCAACGAn 

>!Yefb7289.seq 

qSAGGCI^TAGGAGAAGCTCAACnGAGGGCNTGTAGTAAGTTGTAGAAGGCTCGAGNGGACG 
CmTGAAATGTGTTAAAAAmGACCATAnAGATAAATmGGTGGAtnAGTCATAAGATGGAA^ 
tBSAAAGGGGGGAGGAGGAGTAAAAGCCCGAnATAATGGTGATCAAnCAAGTCAGTGTTGACTAnCTGTGAA^ 
/siSATCCATCCAAATGAnTCTCTGTACAAATGAATGATACTAT 

>ncrb7290.seq 

GCTACGCCATGGmATGGATACACNTGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAA^ 

TGATTTrGTATCCCCCTGTAGCAGCATTACTGAAATACATAGGCTOTATACAATGCTNCmCCTGTATATTCTCn^ 

TGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAAGATATGTGAnGTTCCATAATAAACnCTGGNGTGATACm^ 

>ncrb7292.seq 

ATAATGTGGAAACAlTTTAAGnCNCTCTCCGGACTGTTnGCTCTCTCAATTGAGGCAAGTTACTGAAGTACGTT^ 
AAAGTACAnGCCATCTCAGAATTAAAAGATCCACTCTCATTTAAAAAAAAAAAGGGG 

>ncrb7294.seq 

TGTACAGAGGAAGCTCTCAGATACCAGACTTCAGAGACAGCAGGnGTAAAGTGTnGnATCAGAmAAAAGAATGCCTGGCTCTOGn^ 

>ncrb7295.seq 

GACAGAGGCCTCCAGCTNGGTCTNCCTCCCGACCTCTAGCAGCATCTGCTGAGCTATGAGCCAAACCAGGGAnTACAGGGAGGAAAAGCTTTCGGACTGCTGAAGGCCC^^ 
AAGAGAGGCTGGATGAGATCAACAAGCAATTCGTAGACGATCCGAAATATAGGAGTGATGAGGATCTGCCCTCCAAACTGGAAGGCnCAAAGAGAAATACATGGAGm 
TGGAAATGGCGATATTGATATCATGTCCCTGAAACGAATGGTGGAGAAACTTGGAGTCCCCAAGACTCACCTAGAGCTAAAGAAATTAAnGGAGAGGTGTCGAGTGGC^^ 
A 

>ncrb7297.seq 

GGGGGTGAAGnAAACTAATAAGGACTGCTCTAAGTmACGGAAATCGmCTATGAAAAAGAAATGGAATGTGCAGGTACATATGATGGnC^^^ 

GGAGGCCCCTTAGTCTGTATGGATGCCAACAATGTGACTOTGTCTGGGGTGTTGTGAGTTGGGGGGAAAACTGTGGAAAACCAGAGnCCGAGGTGm 

ATTTTGACTGGATTAGGTAGGATGTAGGAAGGCGTTTTATTTGTGAGTAG 

>ncrb7298.seq 

AGTGCTGCTCAGnAGGGGTAAAACTTGGCACTATCTCCCATCCAAGTACTAACCTGGCCCAACCCTCCTTAGCnCCAAGATCAGGTGAGAnGGGTGCAnCAGC^^ 

nGGACAAAmGGGTGTATCTACAAAATAGGCTGTGTGGAGAnAGATAATGGCATTAATATATCCTTAAAAGAAAAGTCAACAGACTCCTCAC^^^ 

TGTTGTTGGAAAATGAGTTnAGAATTAATCGATAGGAAACCCnCTATGAATACCmATAAAGAAAGGGCA^^ 
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>ncrb7300.seq 

CTCCAGMGGCTGAGGCGGGAGMTCACTTGMCCCGGGAGGCAGAGGnGCMGTGAGCCMGATGGCAGCATTGCACTCCAGACT^ 
>ncrb7302.seq 

ACCGGGAAAACCCGGCNNTmGGTCCGGGGATCCATCCGTACTNTTACGTACCACnAACATCCmATTGC^^ 
GGCCACCTGCTGCTCTCTTTCTACTTTAAAACATNCnCCTCCAT 

>ncrb7303.seq 

GAGGAGTGAAGGCGGCAAAATGGCGGACCGTnCTCCCGCTTCAACGAAGACCGAGACTnCAGGGTAATGACTn 

ACnCACAAGCCTATAGAATCGGTAAGATAATCAGTGCTTAATnCGGGTCTTAGCTAGTOGnAGGTAGTGnCCGTGTGACACnGATGTGAGTGAAG 
ATAGTACAGTTTAGAGnGTmCTTGCATGCCATACAGTAATCAATTAAAGCnGGGATGTAATCTAAT^ 

>ncrb7304.seq 

CAAATGCAGTGCAGGTGGAAGAAAACAnAGGTNGGTOGGTCAGGGAAAAGCAATGTTnCAGGGCTTCTGCAAAATGTGCTAATGn 

AGTAGCACTCGAAACCAATGTCTTAAAAAGTCATGGACAAAAAAACAAAAACAAAACAAACGAAACAAGATGAGAGAAGACATG 

AmCnAACAnAAAACACTrTGTGCTTTAAGGATGTATCCCAGnACCCCATCAAAAAAC 

>ncrb7305.seq 

GTGTCATATCATTGATAGGACAGATATGTGAGGACTGAGAATTTAAnGACCCCTGGAmGACACTGTGGAAGTCnTGGTGACTTCCAGAAC^ 
AATGCnAGAGATTTCAGTGTATGGAAGGGAATGAAAAGAGAGGATTTATAGGTGGCCAnACA 

>ncrb7313.seq 

GAATGAGCGTTGTGTCAAAAACAAGNATCAAGTATGGAAATTAAAAAAnCnCAAACTGAATGACAATAATGACACAACCTATCAAAACC 

GGATAGTTCATATCCCTGAGCACCTACATCAAAAAGTCTGAAAGAGTACAAACAGACAATCTAAGGTCACAGCTCAAGGAAC^^ 

AATAAAGGAAATAAGCAAGATCAGAGCAGAACTAAATTAAAnGAAACAACAACAAC^^ 

::4i3b7315.seq 

QAMGGCNAATCAAGTAAGGCATmCAGGGAANNNGGAGAAAGGGCCAACCCCTGAAGAAGCAATACAGAM 
G®GCAGAAGATTCAACAGGAGCTAGAAACAGCCAAGAAGTATGGGACCAAGAATAAGAGAGCTGCCCTACAGGCmGCGGAGGM 
rlACGGGACATOTCCACCCTGGAGTTTCAGCGTGAGGCCAnGAGAATGCCACTACCAATGCAGAAGTCCnCGTACCATGGA^^^ 
(SfACATGTGGGGAGAT 

>filb7316.seq 

Ai^GAAATGAAATACAGTGGTCTCTCTCTCCCAGAAGTGGnGCAGCTAAAACAGAGAGATCTGACTGCTGGCTATAGGAnTTGGACn^ 

TlilGCAmCAGAmTGCCAAAATAACTTTTTGTATCAAATATTGATGTGTGAAAG 

eMTACTTTGCAGGCTGGCTnGTATAAACTTATCCTC^^ 

^Iiij6lb7319 seq 

yJi^STAAAGTATTAmAAGAGAAATTmAAAATAnGTTAAAT^^^ 1 1 1 II I ICTTTAG 

dA^TAGATCCCATAATAGATCACGTTCAAGACAGAAAGACAGACGTAGATCTAAGAGCCCACATAAAAAACGCTCTAA^ 

cSggacaagagaaaagacactcgagaaaagatcaaggaaaaggaaagagtgaaagagaaagagagggaaaaggaga 

1#V\AGAAAGACCGGGACAAGGAACGGGAAAAGGAGCGGGAAAAAGACAAGGAAAAGGAC 
>S;tb7323.seq 

T^GCCGGGGnGGANAAATAGATGTTGTGmGCATATGCNCATGGNAAGTAAmAATAAGGTAACGTATCTGTACTAATC^ 
ACAnGAATAAAGTGAATmAAAAATAAmGACmGGAGAATCAAAAAAATTCnGAATCnAA^^^ 
ATAATTATTGCTAATCATATmAAAGGATACTAAGATCTGCTATGAAATAATGAAAAATATC^^ 
TnGmCCTAACTAAGCTCTGTOGTOGGCnACTTAGAAATmAACTTCCTAATCGTTCTCTGCAGTO 

>ncrb7324.seq 

CTACANAAnGGTGGTATTGGTACTGmCTNTTGGCCGAGTGGGGACTGGTGTTCTCAAACCCGGTATGGTGGTCACCnTGCTCCAGTCAACGmCAAC 
GAAATGCACCATGAAGCmGAGTGAAGCTCnCCTGGGGAGAATGTGGGCTTCAATGTCAAGAATGTGTCTGTCAAGGATGTTCGTGGTGGCAACCGnGCTGGTGACA^ 
TGACCCACCAATGGAAGCAGCTGGCTTCACTGCTCAGGTGATOTGGTGAACCATCCAGGGCAAATAAGCGCCGGCTATGCTCCTGTAnGGATTGCCACACGGCTCACAnGC 
AAGTnGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAAGCTGGAAGATGGCCCTAAAnCTTGAAGTCTGGTGATGCTGCCATO 

>ncrb7328.seq 

ATATACAATTGmTAACCAAGTGTGCACAGTAATGATCACACmTAGAAAATGTCTGTmGnCATAAGTGAAnAAAAAGG 
TAGAAAATGAAATGGGCATGATGATTAGAAAAATGTTGTAAGTGCTCATTGTAGGACAGTCAGATAATATATAAAGATGCN 

>ncrb7329.seq 

GGAGCGNGCAGTAGAGCTATGACAGAGGGGACTTGGAGAACCAGATGCATATAGCGGAGCAGCGGAGGAGAACCCTGCTGAAAGATTTCCATGACAGCTAAGnGGGATGTGGATG 
TGCCGGGGTGAGGAAGATGTGGCTGCAAGGTCTCCCGGCTGCCATACTGCATGCTGCAGGCTCTGCCTTTCATGACCCCAGGCAACAGCCAGGGCCCCACTCCTGAGAGACACTGG 
CAACACCTCTOGnGAnTCTGTTncnCTCimCACTTmGmCTACCAGGGTAGAGGCCATGnGM^^ 

>ncrb7331.seq 

AATAATCTCTATTTGTTAGCCTGGTAAnCTGATGCCAGTGGATTTGGATAACAAGAAAGCTAGAAAATTAnATTCTGATATAATA 
TGTnAGAGTCTCATCTCATTCACAnAGTTTGAmGnTTCAGGTACAGAGTCTAAAAATAnCATCAGTOCACCAGnGnCGCAACCnGA™ 

AAGCTAGCTGGGTGTGGTGGCTCACAACTGTAATCCCAGCACTTTGGGAGGCCAGGGCAGGAGGATCACnGAGCCCAGGAGnCAAGACTAGCCTGGGCAACCCAGAAAGTCnC 
ATCTCC 

>ncrb7336.seq 

AGGAAGAAGAGGTGGGGAAAAGGATGAATGTGNATGCTGTTACAATmTAGTGACAATAAGAAAATGAATGAATTTAnAAACAATGAm 
GTCATAGGCTGAGGAC 
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>ncrb7338.seq 

GGGAGCCGAGCCGGACTGGTCAGGATGATCACNGACGTGCAGCTCGCCATCTTCGCCMCATGCTGGGCGTGTCGCTCncnGCnG 

AATCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGnCCAGGACATAGTCTGAGGCAAGATGGAGGGTAT^^ 

ATCACAACATACAAAGCAACTACACCTGGATTmCCAAACAACTmAmCCTCA^^ 

GCTTTTCTACTCCCT 

>ncrb7339.seq 

ATACAACAAGACATATCAACCCAACAATAAGAAAACAAACAATCCAAnAAAAAGTGAGCAAAAGGTGCAATCAGACACCTCA^ 
AAGnGATCAACATAAmGTCGTOGGGAATTGCAAGTTAAAACAACCACAAGATATCACTACACACCTAmGAATGGCCAAAATCC 
ATGTGGAGCAATAGGAACnTCATTCATTGCTTGTGGGAATGCAAAATGGTATAGCCACnGAGAAAACAGTGTGGCAGTTTCnACAAAG 
AATATACTCCTAGGTAmATCCAACTGAmGAAAACGAATGTTCAAAGAAAAACTTGCACACTAnGTTOTAGCAGCT^^ 

>ncrb7340.seq 

GGGTGCCGCAGCAATGGCGGGGCTCACAAnGCCACGGGTACTGGCAATTGGTTTTGGGCmGGCGCTCGGGGTGACTCnCTCAAATGCCTTCTCATCCCC^^ 
AGATmGAAGTACACCGAAACTGGCTTGCTATCACTCAGAGTTTGGCAATATCACAGTGGTATTATGAGGGAAGCnCAGAGTGGAGGnGG 
AGTATATCCTGTCACATGnGCCAAATAnnGATCAAGAAATGCTGAATGTCCATAATnGAAmCTCCAGCTCAAGGACCTOCnTTCCAGAGAT^ 
ACTCTnGTGTATGGTGTCCGTGAGTGCTGTAAATGCATTGATGGAAAAAAAGTGGGTAAAGAACnACAGAAAAGCCAAAAmAnCT 

>ncrb7342.seq 

AnGAGAGAAAGCAmAAGTTTGTTnTCAGANAAnCCTGAGACGATGnAGGGTGGGCGTAGTGGnCACACCTGTAATCCCAGCACmGGGAGG 

TGAGGTCAGGAGTTTGAGACCAGCnGGCCAACATAGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGTGTGATGCATGCCTGTAATCCCAGCTAGTCTGGAG^^^ 

AGACTGACTTGAACGTGGGAGATGGAGGnGCAGTGAGCCAAGATGACGGCACTGCACTCCAGCGTGGGTGACAGAGGGAGACCCTGTCTCA^ 

>ncrb7343.seq 

AJGAACAGCCTGCATTAAAGCGAAATTCTATCANAnCTCAGAAGGGTCAGTGACTCCCCAAAAACGTAAGAAnGATCCAGGCCAAAGTCATG^ 

/^STCACATTAAGGTAGTTTmAATCACTACmATGCCmCTGTAmTCCAAACTATnTAAATA^ 

agjGTTTTAGAACCTGAAAAAATAAAGTCCATCrrrcnGAACCTCCTT 

>yb7344.seq 

dMATCAGTGGTGGCAnAGATTCTCATAGGAGCACAAACCCCACTGTGAACTGCGAATGCAAGACCTCTAGGnGCACACGCC™TGAGAATCTAATGCCnCCAT^^ 

qfpAATCTAATGTCTTCCATCACCTCCAGATGGGGCCGTCTAGnGCAGGAAAACAAGTTCAGGGATCCCACTGAm 

A|QTAATAATAATAGAAATAAAGTGCACAATACATGTAATA 

>l*Sb7345.seq 

^I^GTACATTCCAAAAACTCTAAACTTmAAAGTATOTAGATACACTACCAAACATATCAC 
>Hcrb7347.seq 

dfiiCACAGGACTATTCCTAGCNTGCACTACTCACCAGACGCCTCAAGCGCCTmCATCAATCGCCCACATCACTCGAG^ 
T^CGCCTCAATATTCmATCTGCCTCTTCCTACACATCGGGCGAGGCCTATAnACGGATCATTTCTCTAC 

^tifeft)7348 sec] 

A®TCTGGAAAAGCCCTGGGGACGAGACAGGTGCTAAAGnGAACGAGCTGATGGATATGAAGCACCAGTCCAAGAATCTG 
^i^fb7349 S6Q 

GTACGACTCnAGNCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGG^^^ 
GGCCCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGC 

>ncrb7350.seq 

GGGGGAGGGATGTGAAGTTATCCAGCCTCTGCTAGGCTTCAAGAAAACCGTCGTGCCCGCTTGAGGGTCAGGACCCACAGGGCAmTCnGTCTGTGA 

GCCGGTAGAGCCTCTGCCCTCCCGAAACTAAGCGGGGGGGCGTGGGTCAAATCATAGCCAAGTGACTTGTTTACAnGTGAGTGAAACTGCACAAAGGAA C 

ACmAACGGTAGnCCGGTGTCAACATGGACAGGAACAAAACCnACGCAGGTGTTTATACTGTGTGTGTGTGAGGTCTmAAAGnAnGCm 

>ncrb7351 .seq 

GGAAAACTGGAAGNACAGNAAGTACGGGAAGGCGmAAAAGAATAGAGAAGATAGGGAAACTTAGAAGATAAAAACATACTnTAGAAGAA^ 
GGAAGCAGAAGAAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTNCAAACTTAGAAGAAANTTGGAAGATAGAAACAAGAT^ 
AGATAGAAAATGAAAAACAAGCTAAGACAAGTATTGGAGAAGTNTAGAAGATAGAAAANTNTAAAGCCAAAAATTGGATA^ 
TTATnrTAAAAGCCCATCAATTTAATTTCTGGNGGNGCAGAAATTAGAAGATAAAAACATACT 

>ncrb7353.seq 

CAGGAGAmnGAAGTAGATCCTGACACTAAGGAAATGCTGAAGCTmGGACTTCGGCAGTCTGTCCAACCTTCAGGTCACTCAGCCTACAGTTGGGATGAAm 
GGGACCTGTnGAATTrrnCTGTAGTGCTGTAnATTTTCAATAAATCTGGGAC 

>ncrb7354.seq 

GAAGAGATAAGCACAGNAAGAGAAGGTGCTCACTAACAGAGGTACAnACTGCAATGTTCTCTTAACAGnAAACAAGCTGnTACAGmAAACTGCTG 

AAGCmnATATTTTAGTATGAACTAAATGAAGGTTAAAACATGCTTAAGAAAAATGCACTGAmCTGCATTATG 

TGAATATTGTCTmCATmAATAAAGTTATAATACTTATTTATGA 

>ncrb7355.seq 

AAGAAAGAATCnGGGGGCCAGGTNCAGTGGCTCACGCCTGTAATCGCAGCAAGTTGGGAGGCCGAGGCGGGTGGATTGCnGATGTCAGGAGnTGCAACCAGCCTGGGCAACAT 

GGTGAAACCCTGTnCTACCAAAAATACAAAAATTAGCCGAGCGTGATGGCACACGCCTGTGGTCCCAGCTATnAGGATGCTGAGGAGGGAGGATCACnGM 

GGTTGCAGTGAGCCGAGACTGCGCCACTTGCACTGCAGGCAGGGCACCAGAGTGACACCCCATCTC 
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>ncrb7356.seq 

AGAGACGACTGTACTCCTCCACCTCnGTGGMGGACCTGACATCAGTNAGGCTCGCCCGMGTTATCCGGMGGCCTM^ 
CCTAGTCCGCCTTCAATGTTCCATCCTGTACACCTGGCTCTGCCnCTAGATAGCAGTAGC 

>ncrb7357.seq 

TATGGCCGGGATAAGACAAAATACCTGTAAAGCACATACATTANnATAAGCMmATTAnGTTC^^^ 

TGAAAGTGAAGATCCCATGGTAGGGACAGAGATCANGATGACAATTGCTTGmGCTGAGAACnCCmGAAGTm 

GCTCTCTGTAnATTGAACCAGCCCTCAAACAAATCA(XTCTTTTATATCACTGTCATCAAG 

TCmGGATTCTACTCCAGAAATTTCCAAGACAGGAAGAATCAGAAGAGCCTCTAAACCAATACnCTCAG^^^ 

CTACTTT 

>ncrb7358.seq 

ATTGCATAGmCAGATAGCTAGAAAGGAGTTTATTAAATGTTCCCAATACAAAGAAAATGATAAATGTGTGTGATGATGGAGATAC^ 
AnAAAACATCACTATGTACCTGATGAATATGTATAAnATTATCTGTCAAnAAAAAATAAATmAAAAG 

>ncrb7359.seq 

ATTCTCTAGTTTCTTAGTmGnGTmTGAAATAGTGAAACCTGCATTCGAAATCTGATGACTAATC^^ 

GTATAGTCAnAAmATCATTA™™™™TTTTTGAGATGGAGTCnGCTCTGTCGCCGAGGCTGGGGTGCAAGTGATGCAATCTC 
GAGTCGCnGGACCCGGGAGGTGGAGGTTGCAGTGAGCCAAGATTGTGCCGCCGCGCTCCGGCCTGGGTGACAGAATGAGGCTCTGTCT 

>ncrb7362.seq 

AGGAAGAAGAGGGTGGGGAAAAGGATGAATGTGGATGCTGmCAATTmAGTGACAATAAGAAAATGAATGAAmATTA^ 
AGTCATAGGCTGAGGAC 

>ncrb7363.seq 

QGMGATGTTGAAAATOGGTCTGAAnCAAGTANAAAGTACGGCAAGTCCCTGTACTAmTATCCAGCAAGACACTAAGGGCGACTACCA 
d^ATGACTGAAGCCCGACAGGGCCTGAGCGTCCAGAAATGGTGCTCACCATGCTTGCAGCTAAGAGGTCTAGAAAACCAGCTTGCG 
(JSrGAGGTTAGCAmCCGCCAACCTCATnTAGnGCCTAAGGAnGCCTGGCGTTCCTGTGTAGTCTCTCCTGTAAGCCAAAGAAATGA^ 
AiTGATGTGAAACACnTGCCTCCTGTGTACTGTGTCATAAACAGATGAATAAACTGAATTTGTA 

>ISb7367.seq 

lillGGGCGGGCAAGTCTGTTAATGGAGAAATAGAAAGCCTCATTAGTCCTGATGGTTGTGGTAAAAACCCCGCTAGAA^ 
GfeAGAATACTGGGTTGACCCTAACCAAGGATGCAAATTGGATGCTATCAAGGTATTCTGTAATATGGAAACTGGGGAAACATGCATAAG^^ 
QjgGTGGACAGATTCTAGTGCTGAGAAGAAACACGmGGTTTGGAGAGTCCATGGATGGTGGTTTTCAGTTTAGCTACGGCAATCCTGA^ 
dT^GCATTCCTTCGACTTCTCTCCAGCCGAGCnCCCAGAACATCACATATCACTGCAAAAATAGCATTGCATACAT 

>ncrb7369.seq 

MGGGTAAAGCAATACmCmGAAGAATCACAmCGACTCGGTCTGCTGATCTGAGGT^ 
TfgATTCTmGACATOTGTGAATATmACTGGAAAATAAGACTAATAAAnGTTAA^ 

m. 

>|^te7370.seq 

(i^enCGNTGCCTATGTGCTTCCCAAGCTGTATGTGAAGCTACAnACTGTGTGAGnGTGCAATTCACAGCAA^^^^ 

>rt37371.seq 

CCACACCTGGCTAATTmGTATTTTTANTAAGAGATGGGGmCGCCATGTTGGGCAGGCTGGTCTTGAACTC^ 
GATCACAGGCGTGAGCCACCAGGCCCAGCCTATGGTATGCnTTAAAAATGGTnCTCTGGACTAATGAnAmAAAAAAA^ 

>ncit7372.seq 

AGAAGACTCCAGGGATAGTACCAGCCTCAAAGCTCTGCCAAATCnCTCAATCAAACAATATOTCAGTACTAGATATnGTCAGAnGTCTO 
CAnCTCAAGCATATTCAnAGGTACAAAmAGAGGAAAGAGAAGAAATTCCCAGTAGnCTAAGTAAGTTCCTC 
ACCAGTTGnATGCTCAGGGTGCTGGGAGCAGACTGGTmCTAGGCCTGGCTAAGGAATAnCAGnCTATGAAATACTGGTAn^ 
AACACTTTGGGAGGCCGAGGCGGGTGGATCAGTnGAGCCCAGAAGTTCGAGACCGGGCTGAACAACATG 

>ncrb7373.seq 

GATCTTGnACTGTGATAmTAAATATCCCAGTACTCACnmCCAAATGATCCTAGTAAnGCCTAGAAATATCmCTCTTACCTGnA^^ 

GAAAAAAnGTATTGAAAACAC™GTATGCAGnGATAAGAGGAAmGGTATAATTATGGTGGGTGA™nTm 

TTTTAATAAAAGATTTACAn 

>ncrb7374.seq 

CAAGCTGACTCCTGAGGAAGAAGAGATmAAACAAAAAACGATCTAAAAAAATTCAGAAGAAATATGATGAAAGGAAAAAGAATGCCA^ 

AGCAGGGCAGGCncnGCGTGCATCGCTTCAAGGGCGGGACAGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAAGGAGnGGAGnCTATC™GGAAAATCAAGGCC 
AAAGGCAAATAAATCCTTGTTnGTCTTCACCCATGTAATAAAGGTGCnATTGTmGTTCCCA 

>ncrb7375.seq 

AnTAGAAGCTGACAGGACAAAGTCACTnAmGTCCTTnCCTTTACCTTGAAAnGTTCGTAGCCACAGGGCTGGCCACTCCTGACTGTCGAAAAA^ 
GTGGCAGATCAGTTTAGTAAGGAATAACCCAAGTCACCGAATGC 

>ncrb7376.seq 

ANGGGCCTCTCCTAAGGTAGTAAATATAATCTGACmTTCTGAACCCAnCTATmGAATCTCCCCmCCTCTCACAATACnGAA 
TNATAACTATTCAnmAGCmNGTCTCCAGTGCGNGATCTCATATTTTTGCnnATTmAGTATAAGAACAm 

GCAAATGAGAAATCCmATnAnGTGCTGNGATCTCTCTGTGTGGAATGCCTTGNGAGAGAGATGCnATTATGACTATTATCAnTCTGACCAAGCnCTAnA^ 
TAATACAC 

>ncrt)7377.seq 




3 
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GGATTACAAMAGCMTACTAGMCAGCTAGCTCATCGTTCACCCMTGTACnGGTATTm 
TGGmGirnGTTTnAAACCACAGTnGAmAGnAGCCnGCTGGGGCCATM^ 
GATAGCAAATGCCACCTGACCAGAAGTCmGTTATATGGATGGGAACCCTAACnAGGGCCTGGGCAGGGGAA^ 
TGGGAGGAGGTmCACTGAATTCTGAGGGTGCCTCTGCATGTCCTCCAAGGCAAAGTTTGGGAAAC^^^ 

>ncrb7378.seq 

AmCANTGCmATAAATCCTGAAGCTGCTTGTCTCATAAAGTAGAACTGATACAAAnTTGGTTGGATAT^^ 
AACTACAATGACAnGTCATGCAAGAACTATAAAGATAAnAGAGTTAAAAGTTGmAAAnGTGCCCTTA^ 
CCGAATAAAGAAAGACCTAGTAACAGATAGTTTTTTmGnCATmC^^^ 
GGCATAAAAATGTGATACACnAGAGACATTTTGTTTAnG 

>ncrb7379.seq 

GAGGCATCTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTnnnCTCmGAAAGACAGAGAnAATACA^ 
AATATAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTTnAAGGTAATmAATAGCmAGATnTAAGAGA^^ 

>ncrb7383.seq 

ATGCACmCATGGAGACTGCAATACGTTGCTATGAGCACTTTCmATCCTTGGAGnTAACCCTnGCTTCATCTTTCTACAGTATGACA 
AAAAAAmCTATATAAAAATATmGAAAATCTTAATTTnCCTGAATTCTGTTCCCCAATTAmAACM 

>ncrb7386.seq 

AAAACAGTAGCAGTCTAGTAAGmTCTATOTTAAAAmGTATAGAAATOTCAAAATACTGAAAAAAGTGTTnAT^ 
AATACATCnCAAAAGAGACCAGAAmATnAAAGATAGTAGmGAATmAAAnTCCAGTCAATTmCAnATCTCAAAAn^^ 
AGGTTTCCAACTAATGGCATCAAGGGAGCAGGATGGTCACATGCATGAAGACCAAAAGAAAGATGTAATGGAAGAGAGAAGTAGGGATCTGTCnCC^^^ 
ATACCTTCTGCACAAAACACTTCATTAAATAAAAAAAATTACAAGGACAGTAAG 

>|icrb7387.seq 

AtfGGAAAACGTGCTGAACATmACATTGGTCTGCTGAGCACATGGCTGGATGCGGATATTTCTATAATTCCAGAAAGTC^ 
/^SGAACAGGATGAGAATCTAAGATATAnATTAATAAATGTAATGGATTTnT^ 

>®b7388.seq 

dMGnGTAATGAnCTCAAlTCTAATGACCTNnAAAAAGTGnGAAGCTGTGAGCGTnnGGCTGTAACAATGACTGAGAGnGCTACTGACAm 

a^AACATCTTGCAATACATAGGAATGACAAAGAAnGCTCAAAATGCTAAGAACACACAAAATGCCAAGAAnCCTCTGnAAGAT^ 

C^dCGACTAmAAGATGCTGTATGTAAAGATGACTATAGTGAnCATGAAAAATAAGTAmAnAAAGm^ 

AjICTAATTCATATAGAAGATG 

>jyb7389.seq 

AfGGTANCGCCCTA6GTGAAnGAGCC™nANTGTGGGAACTTATCATGCCCTCGnCAACCAGAAGCTGACCmCTCCCTTACAAGTCTGGGCAnm 
TIGTTTTGCTTnCCnGTCTCTCATmTCATCAACCCAAATTGAAATGGAAAAGGCAATGCATAG 
cSSATnCTCCTCAGmGAAmATAnAGTAAAAACAGATTTGTGTGTGTAAAAATACACAGAAA^^^^ 
CfyTGAGmATCTGAGGGGAAATmGAAACCAAAGTAATTATCAGATGGCCATTT^ 

>fg|fb7391.seq 

C&iSTTCCGAGTGCTGCGTTCGGCTGTGCTGTTNAGTTGCGTAGACAGTGGCCTCGACACCCTGCCTGCCTGAGGAGGCCT^ 
q^GATGGCAACTGGCAAGCAGCTAGCTGACAnGGCTATAAGACCnCTCTACCTCCATGATGCnCTCACTGTGTATGGGGGGTACCTCTGCAGN^^ 
GSXSTGGCGCAGGGCCCAGCGCGAGGCCGCAGAAGAACAGGAGACCTCAGGAATCATGTAGAACTGGGGGGCTTm 
fl^ACCTGCCACCAmCCAGGTCAACAGGACTAGAGCGnGATGGnTTCAAACCCTGTTGGAAN 

>ncrb7393.seq 

AACAGGAAAnGTGTATGAGATAmAATGAAATAAGAAAnCAACAAGAATGATTAAGTCAGTTCCCAAGTGGTTGTC^ 

CAmGGAAGGATGTTTGTGnGTAGCTAACTGnCAAGTCTGGTGCTGACTGCTGnCTTAGCCATCACAAAACGCTAAAm 

CAGGAAAGCGCAGCmGTATATTGTrTCCTAAAGTATATTAAAATAAAAAAAGAAACTGnGCTACC 

>ncrb7394.seq 

AACCACAGNAGCAGTCACTCCnCAnCCTCCTCTGTCTCTTTGCACTmCTTGGTCTTGGCCACAGCCTGAGTGACGAAmCCTACTGA^ 
GGAAAGGnTCAAATGGGGAAAAACACAC 

>ncrb7396.seq 

GNAGGCCnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGNGGAAACCGCAGAATAAGTTTT^ 

>ncrb7400.seq 

AGGTCTAGGTAnGATGAAGATGAAGTGGCAGCAGAGGAACCCAATGCTGCAGTTCCTGATGAGATCCCCCCTCTCGAGGGCGATGAGGATGGGTCTCGCATGGAAGAAGTCGAnA 
GGTTAGGAGnCATAGnGGAAAACTTGTGCCCTTGTATAGTGTCCCCATGGGCTCCCACTGCAGCCTCGAGTGCCCCTGTCCCACCTGGCTCCCCCTGCTGGTGTCTAGTGm 
TCCCTCTCCTGTCCTTGTGnGAAGGCAGTAAACTAAGGGTGTCAAGCCCCATTCCCTCTCTACTCnGACAGCAGGATTGGATGnGTGTATTGTGGTnAT^ 
TTCTGAAATTAAAGTATGCAAAATAAAGAATATGCCGTnTT 

>ncrb7401.seq 

CCAAAGAGTACGGGGCCCAGGAAAACACCmCTACAAGGTATAGTTCAmGAAACCAGGACTGCmTGCATTGTTGATGCTTAAGTCACACTCAGTAmGAC 

CACATACACATmGTTAACmGACAGnTATTCATCTAGCAAAATAAAGGAATGmGCmTAATGCAAnCCCACAGTmGGTCCm 

TTCTACCCACAGmnCTAGTGTCGGATGTCmATnCAAACCAAAnAnnCATTTAATCTCTTGCTGACnCAGTTTGTCTGGGCCGTCAAATAG 

>ncrb7403.seq 

CAGCCAAATnCCGAATATAAAGTGACATGCTAATAGGATATACTGTGGCATTTCTGTGTATTACAGCnGTATGGmGAGTTACTnTGCACAC 

CATTAAATATGTmCGTGAGAGATAGTCAAGCmGnGTATAGGAAAGTTTCGmGTGGAAATAAATGAGTnCACTGTAAGGT^^ 

AAAATAAAGAATAnATATACTGnGTmCCTGAATATTTmAAAAGACACATTAAGTAnGCGT^^ 
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>ncrb7406.seq 

CTGMCCATCCAGGCAMTMGCGCCGGCTATGCCCCTGTATTGGATTGCCACACGGCTCACAnGCATGCMGm 

GCTGGAAGATGGCCCTAAATTCnGAAGTCTGGTGATGCTGCCATTGTTGATATGGTTCCTGGCAAGCCCAm^ 

TTCGTGATAATGNAGNACAGNACAGGTTGCGGTGGGTGTC 

>ncrb7407.seq 

GGTAGGAGCCTCTCTCCCTACTGCTGCTACACAAGNACCCT6AGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTO 
GTGnATGAATCACATGAAAGCATGGAATCTOTGAACTTAATCCCnCAnAACAGGAGAAATGCAAATACCnCAm^ 
TCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGAT^^ 
GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnnmCTGGAGGCTGGCACCTGATm 

>ncrb7408.seq 

GGGGGCGCCCCACAACCCTGCTCCCCCGACGTCCACCGTGATCCACATCCGCAGCGAGACCTCCGTGCCCGACCATGTCGTCTGGTCCCTGnCAACACCCTCnCATGM 

GCTGCCTGGGCnCATAGCAnCGCGTACTCCGTGAAGTCTAGGGACAGGAAGATGGnGGCGACGTGACCGGGGCCCAGGCCTATGCCTCCAGCGCCAAGTGGCTGAACA 

GCCCTGATTTTGGGCATCnCATGACCATTCTGCTCGTCATCATCCCAGTGTTGGTCGTCGAGGCCCAGCGATAGATCAGGAGGCATCAmGAGGC^^ 

TGTATCCCACGTACTCTATCTTCGAnCCTCGCGCTGCCCCCAGAGGCCAGGAGCTCTGCCCnGACCTGTATTCCA^ 

GTGCTG 

>ncrb7411.seq 

GAAGANAAGTGTTnCAACCTCATACCTGGAGGTOCAGTGAGACATGGATTCTAGAAGAGGTTGAGAATATCCCTAGGT^^ 

GC 

>ncrb7413.seq 

AAGANGACTTGGAACGAAAGTGGCAmAGCAAGCGCTCATCTTACACCAAGAACCACAATATAAGAAAACmCTTGTGGCCCmCT^ 
CMAAAGCTCAnAATAACnTGCATAAGTAAAGCTAAmAACnGCATAAGAATTCTATCC 

5OTb7420.seq 

dlS^GTACGCAGTTAGmGTACGTTTTAGGGGGCnTTCACGTTAACTGGCCNTTTGTGTAAmANAGTnGACACTGATGTGmG 
A%ATGTGGGAAAAGAGAAGAAGmAATATAGAACTAAGCTmAAAGTTTGnmGTTmAATTC 
/fScTGCAACATGGnTATAnCATGGTGCCCTAGAAACTTnGTAATTAnTGnGCAAATnGTGACTGTCC™ 
T^TTTTGCTTATTTAATTTTGAATAAAAGCTAAATTCGTT 

>nd-b7421.seq 

T^GGCCGGGCATGAATGGTGGGCACCTGTAATCCNAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCnGAGCCCTGAAGGTGGAGGTTGCAGTGAGCCGGGATGGCGCCAC 
Q4TTCCA6CCTGGATGGCAGAGCAAGAACTCCATCTCC 

>ji^crb7422,seq 

QflCnATAGATAAGTAAmATATATGAGCTGTGnAGTATTTmCAGTGTG^^^^ 
liMCAATTCCGAGATAGGATOTGCCTAGmGTCATATCACAGAAAAACTCCAAGnAACTTCATGT^ 
A^TTCATGTTAGGATTAATmCTTAATCACCTCCACACTGTACAGAGGAAACTCAAGCCTTAAATGmM 
TSATGCCACATACCGCAGGGCTTGCnCTGTCAAGTGTGACTCTATCTCAGTAATTAAAATAAGTGCTGA^ 

>ji^b7423.seq 

dM-ATTGGCCGGGANTGAACCGGTGATAGGAAGCTCAAGGCAGTATTTCTCACCAGTAACCTACAGAGAAGTCCmGAAGAAM 
4^CACTACAACCATCAGTTACTGAmCAGCTGACAATAAATAGCAGTnAGTGCTGTCATTGTCGATGGCTACAAAT^^ 

>ncrb7427.seq 

TATGGCCGGGAGAAGANGANTGCACGGAGGAGGTGTnGACnCnGCATGCGAGGGACCAmGCGTGGCCCACAAACTCmAACAACnGAAA 

CCCAGTCnCATCATCTGGGGATCAGAATATTTCCnATGGTmGGATGTACCAmGmc™mGTG^ 

TTCTATGTAATTGGCAATGATTCCATCTAAATAAAAGTTCTATGATCT 

>ncrb7428.seq 

GTTCATAACAACAATATCTCTGTAGnGGATCAAGTGACTOTGCCCACCTGGACACAACACCAAAAAGGCTTCmTTGGGGTGTGAGTCT^ 
GATACAGGCATCCACCnCGGATGTGTCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAAnCTCAAGAAAGCCCTCATTm 
GCTAAAAAATAAATAAAAGCTAGATAGTGGAAACCTAACTGCAATGTGGATGTmACCCACATGACTTAnATGCATAAAGCCAAATnCCA 
AATmGCCTGCCATmCAGAATCATCTTTTGAAGCnTCTGTTGATGTTAACTGAGCTACTAGAGATAnc™nTCAGTAA^ 

>ncrb7429.seq 

AATATAACAAAAmCCCAACATGTGGAAAATGATGTCTTTmCAAAAATGTCAATAGCAGATACATGGTACAGTAAGnAGGGGA^ 
AAAAGGAGCCCATTCTGGGTTGGAAGAAAGTGTCAGTAAGATCATnCTCCTATnGAAAATGATGCAAAGCnGTCAGAGCGACTCAGGCGAGG 
ATGATATCTCGCCACATCTATATAATAAGCTGmCCTGCTTTAAAAGGAAAAGCTCTCAGCATGACTCTAATGTTGCATTTGTGGM 
AGAGCATGAAGGTAATGGTTAnATGTACTCACAn 

>ncrb7433.seq 

AANCTGTGTNCCnGCCCAATCCnCTAGGCTGATGTAAAANAAAAmCCAAACAAANNCTGANTAGTmCCGTm 
TGTATGAAGTAATATGGTTTTAAATTTTAAATAAAATGTTTCTAGAAAACA 

>ncrb7434.seq 

CTNTGGCCCGGGCCCAAGAANCTGGTTCCCTTGAGANNCCTTCNTGCATTGTGCAGCTnAAGTGACCCTAGTGTCAGTGTCTTAGACTAGAGAGGTTGGGGCTGGATGATGAAGGG 
TCTTGTAAGCCATACTTAGTTTAGACnTATGTGCAGTGAATAAATGGAGGGAGCACATGGAGGAAATTGnCTGCAGAATTnAAATA^ 
GAGAGATAAGTGAAAATATTATGAAAAAGGTCCTGGAGAAAGGGAGAATGTTGGAGGCAAAGAATCCAGAGAAAAGGTGAGTAGGGnTAGGCTAAGGnAATO 
GAAGAAATATTTAGGCAGTAAAATGCnAGGACGAGTGTGGACAACAAAGGGAGAGCCTGTGTCTACTTA 
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>ncrb7435.seq 

CAMGTGAMGGGMGCCCCCGTCTCTCTMCTGCATGTCATCAGGGGTGAGCCTGCCTTTCCTATCnCACAC^^^^ 

TGGAGTCTCGCTCTCTTGCCCAGGCTGGAGTGCAATGGCACGTTCTCAGCTCACTGCAACCTCCGCCTCTTGGGnCAAGCAATO 

CAGGCATGTGCCACCACGCCCGGCTAATTnGTATTmAGTAGAGACGGGGTmGCCATGnGGCCAGGCT^ 

CACAGTGCTGGGATTACAGGCGTGAGCCACCATGCCCGGCCTCmCTCACCmACACCTGTCTTCmTCCTC^^ 

TTGT 

>ncrb7436.seq 

GAATCTGGGAGGCAGAGGTTGCAGTGAGCCAAGTTTGCGCCACTGTACTCTAGCCTGGGCAACAGAGCAAGACTCCGTCTCAAAAAAAAAAAAm 

TATTGTNGGGGCAAnAAAAGAGTNGGCATACAAAAAGGCATCAAGCCTGCTCGCTGGTNCATGGTANATGCTCAATANATACAGGn 

GCCGHCTT 

>ncrb7438.seq 

GCTCTTCCGGGGACGTTGTCTGCAGGCACTCAGAATGGTCCAGCGmGACATACTGACGTAGGCTTTCCTACAATACAGCCTCTAACAAAACTA 
AGAATTGmACCTTOTACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACnCGAGGGGTTCGTGCTGTA^ 
CAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGTTCGATGTGTGCTAAATGTGTTCGTGACAGGATCAAGCGTGCmCCTTATCGAGGAG^^ 
AAGGCAGAAGCACAGAGTGAGAAAGCTAAATAAAAAAATGAAACTTTTnGAGTAATAAAAATGAAA^ 

>ncrb7444.seq 

AAAGTGCCATGCTACAGCCGCTGCnGACAACCAGGTTGGTmAAGAACATGCAGAATGTGGAGCATGTTCCGCTGTCCTTGGAGAGA 

TTCTGCGGCTGAGAGAGATGTGTACACTGGGGACGCACTCCGGATCTGCATAGTGACCAAAGAGGGCATGAGGGAGGAAACTGnTCCnAAGGAAGGACTGATCTC^ 
TCAGCAATGAGnCAGACCTGGTTGATTTTGTACmGGAACTGTAGCTTGGATGGTmGTTTATTAAAAGAGAAACC^^ 

>ncrb7445.seq 

GAAAAAGGCCnGmTTCAGGAAATTCCTGGGTnCCTGTTAAAAAATCTTAAAGCCCAACC™GGAATATAGTGCCGCAAAAGGCG^^^ 

ACTnAnTAAmGATGmATAAAGAAATGGGTnATmTCCAGCATAAACGTCAGAATnAAGGAAAGA^ 

cMGACTCTTAAAAATTGGCmGACCAAAGTTCTCnGTTnCAGGGAAAGAACATAAAAGCTT^ 

C^mCTAAAAGTATGAAACATCCTTCAACTGGGCTCTCTTGTTAATAGGACATCATATGGTAATAGACTGGGmGACTATA^^ 
>yb7446.seq 

ApAnCCTAATTnAGCTCTACTACTOCAGTCTCTAAAAACGAGTCCAmCTAAACnCTCCTGACCTGATATlTCnACACTGTCAAAA^^ 
TprCATACTTTmGACCATGACTCAAGGTAAGGAAGATGATTTGCATCAGAGTCTAAGTACCTATATCT^^^ 
TJrAn™TmTTGAGATGGAGTCnGCTGTGTTGCACAGGCTGGAGTGCAATGGTGCTATCnGGCTCACT 
GttBGAGTGAGCTGAGAnGCGCCACTGCACTCCAGCCTGGGCGACACAGCGAGACACTGTCTCAAAAACAAAAACAAAAC 

■ m 

>ficib7447.seq 

CjfCCnAAGTNAAACAGGTTTTTmGTTGTTGTTnTGCmGTnCCnm 
A^AAAACTTmAAGTACnGAATmATATCAGGA^ 
WnCCTGGCATAAmCCATTTTAnCTTCTGACT^ 
A§lAAGGnGAAATATCCTTATTGTAGCTAGTGTTmAATGTAAA6GnA^ 

>Kyb7449.seq 

a^AACCTOGCNAACNmAGCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATA^^ 
GjSi^CTAACCCCTATACCTTCTGCATAATGAAnAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACGCCCGA^ 
C^CTATGTAGCAAAATAGTGGGAAGAmATAGGTAGGAGGCGACAAACCTACCGAGCCTGGTGATAGCnGGTTGTCCM 
AlliCTCTAAATCCCCTTGTAAATnAACTGTOGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAA^ 

>ncit7450.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTG AGGGG GCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTm 

TATAGTCAATAGGnACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATmAATAGCT^^ 

AAGGmCTAAAACATGACGGAGGnGAGATGAAGCncnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGA^^ 

ATGCTmAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTTTAGTnAAAAGTTGTAGGTGATTA^ 

GA 

>ncrb7451.seq 

CTATGACAAAACTGTGnCmCACATGGACTGTGAGCCATATGACTGAGTTCATAACAGTGnGGGGGTTACAACGnACGATGGCCTGTCACATGT^^^ 

TmGGTCCCAGGAATGTTAAAATGTTGGGTGTGGCAGGAGAATCCCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCTGAGATCGCGCCACTGCACTCCAGTCT^ 

AGACTCCATCTC 

>ncrb7452.seq 

TNCmTGGCCCGGGCAmCCTAGGnmAATTGTTTGACACnGGATGATAAATGCAGTCATmATTCTCAAGTGCnAAAAT^^ 

GGTGAGGGmCTTAAAAATGAGAnTAAGGGCTGGGCACGGTGGCTCATGCCTGTAATCGCAGCACTTTGGGAGGCCGAGGTGGGCGGATCACnGAGGTTGGGAGTTCATGACC 

GCTTGACCAACATGAAGAAACCCTGTCTCTATTAAAAATACAAAAGTAGCCAGGCATGGTGGCGCATGCGTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTG^^^ 

TGGGAGGCAGAGGnGCAGTGAGTCGAGATGGTGCCATTGCTCTCGTTTGGGCAACAAGAGTGAAACTCTTGTCCC 

>ncrb7453.seq 

CATTmAGGTTmAAnGmGACACnGGATGATAAATGCAGTCATmATTCTCAAGTGCTOAAAn 

AATGAGAmAAGGGCTGGGCACGGTGGCTCATGCCTGTAATCCCAGCACmGGGAGGCCGAGGTGGGCGGATCACnGAGGTTGGGAGTTCATGACCAGCTTGAGCAACATGAA 
GAAAGCCTGTGTCTATTAAAAATACAAAAGTAGCCAGGGATGGTGGCGCATGGGTGTAATCCCAGGTACnGGGAGGGTGAGGCAGGAGAATTGCnGAACCTGGGAGGCAGAGGn 
GCAGTGAGTCGAGATGGTGCCATTGCTCTCGTTTGGGCAACAAGAGTGAAACTCTTGT 

>ncrb7454.seq 

AACTGAGATGTGTnCAATOTAnCCnTTATGGAAAAGGACTCTGAAAAACCCTAAAGTAnCTAGGGAGAAACTGTCTTCGAmCAGm^ 
CCCTCTTTTT 
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>ncrb7456.seq 

TACCTGGACTCAGCGGTAGCMCCTCGCCCCnGCMCAMGGCAGACTGAGCGCCAGAGAGGACGTTTCCMCTCAAAMT^^ 

TTGCAGCTGCCncnGGCATTCATmCATACTGGCAGCTGTGGATACTGCTGAAGCAGGGAAGAAAGAGA 

GAGTGTGTGTGTGCCCACCAGTGGAGACTGTGGGCTGGGCACACGGGAGGGCACTCGGACTGGAGCTGAGTGCAAGCAM^ 

GGAAGAAGCAAmGGCGCGGAGTGCAAATACCAGnCCAGGCCTGGGGAGAATGTGACCTGAACACAGCCCTGAAGACCAGAAC^^ 

CGAATGCCAGAAGAC 

>ncrb7459.seq 

ATAGTAmCACNCTACnGGGTCGTCTGCnCCCnGTATmTCnCCTnTmGTAATAnGAAAACGACGATATAATTA™^ 
ACCnAAAAGTCTAmTTGTGTmGGGCATTTTTAAATAAACAATCTGAGTGT 

>ncrb7460.seq 

GGGCCCCGCGATGTGGGAAGAAACCCGACAGANCAAATTGGCCGCAGCGAAGAAAAAGnGAGAGAATATCAGCAGAGGAATAGCCCTGGTGTO 
>ncrb7463.seq 

TATGGCCGGGCAGGTTCTGTGCATCCTTGCTTCCGGTGCACTGGGCTGATGCCACCCGAGAGCTGGGGAGGCAmGCGGGGCATCTGCTCCTGGAA™^ 

GAATCCTGGCAnGGCAAGTACTCAGCCnGTGATGGTGGGCAGGTGACnCCCCnTmATCCCCATnnCTCATCTCTCACAGAGGGTC 

GGGCTGGCCGGCTGCATAAGTATCTCCTTCTCGGGGCTCTTGACAGGGCCGTGCTGCmGACTGAGCACCATGC 

>ncrb7465.seq 

GGGCGCGGTGGGGGGTGCCTGTAGTCCCAAAGTGCTGGGAnGCmcmATnCTGTAGAATCTATmATGGTTGGCAmTGGGGGAAGAm 
TTAGTTGTTGTAGAGGGAmGGGTGmCTACCCAAGGCATTGGTCTAGCTmCCTACAATGAACCTATCTnGGAGGTTCAAGCTCCC^^ 

CCAGTTGCAGAAGGGATGGTGCCTGACCCACTGCCCTAGCCCCACGCTATGCACCAAACnGnCTCCGCGTCCTGGTCCAGGGCTGGGGTCmAGAGACTGACAGCCTCTGCCC 
AGGGCTGAGTCCnAGCAAGGGTTGGGAAAGGAAGGTTnAAGGGGAANAAGGTCCAGTCCnAGGCCnGAAATACAAAGCTCTO^ 

TMT 

>fig!b7466.seq 

(^CAnGCCGGCGTCTTGGCGAnCGGCCCGACGAGCTCCGCTnCGCTACAGCATGGTGGGCTACTGGAGACAGGCTGGACTCAGCTACATCCGATACTCCCAGATCTGTGCAAA 

AI^AGTGAGAGATGCACTGAAGACAGAATTCAAAGCAAATGCTGAGAAGACnCTGGCAGCAACGTAAAAAnGTGAAAGTAAAGAAGGM 

cSiCATTTCCAAGGTGAAGATGTGTGGGCACATGTTATGGCAGATTGAAAAGGATCTCAnCCATGGG^ 

>lncEb7467.seq 

G&AGCATTTAAGAAGCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACnGT^ 

dilGCCATGCCTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCTTCCGGAAGGAGTAGCTGACCTGACACAGA^^ 

TigCTGGGATGGGAAGGGATGTGAGATGATCTGTOCTGCAACTTCAGCGAATTGCTCTGCTGCCCAAAAGACGTmcmGGACCAM 

MfGAGAATCnCATGTAnCTGGAGAACACCATTCCTGAmCCCACAAACTGCACTACATCAGTATAACTGCATnCTAGm 

TACT 

>re;d37469.seq 

TiflSGCCGGGGGGGCATTGAGGCAGCNAGGGCANGGGCTTCTGCTGAGGGGGGAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTTnC 

TiKrTAAAAAATATAGTCAATAGGTTACTAAGATAnGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCCTTAAGATm 

(3§S9iAAAGATAAAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCncnCAT 

ASGAAGGGCAATGCTTnAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTnAGTTTAAAAGTTGTAGGTGATTAGAATA^ 
di@+GATTAAAA6 

p-asr 

>ncii)7471.seq 

GGAGATnGAGTACCTAACACnAGGACTGTTGCAAGAAnCAAGGAGATAAGnATATAAAAGGATAGAGTTCAAGTTGGGCATGGTGGCACACCCCTATAATCCCG 
GACCAAGGTGGGAGGACTGCTTGAGCTCAGGAGTTCAAGACCAGCCTGGGCAATGTAATGAGACCCTGTCTCAC 

>ncrb7473.seq 

AnCCGTTGCCTGATCGCCGCCATCATGGGTCGCATGCATGCTCCCGGGAAGGGCCTGTCCCAGTCGGCTrTACCCTATCGACGCAGCGTCCCCACTTGGTTGAAGTTGACATCTG^ 

CGACGTGAAGGAGCAGATITACAAACTGGCCAAGAAGGGCCTTACTCCTTCACAGATCGGTGTAATCCTGAGAGATTCACATGGTGTTGCACAAGTACGTTTTGTGACA 

ATTTTAAGAATTCTTAAGTCTAAGGGACTTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAAnAAGAAAGCAGTTGCTGnCGAAAGCATCTTGAGAGG 

GCTAAATTCCGTCTGATTCTAATAGAGAGCCGGATTCACCGTTTGGCTCGATATTATAAGACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATCATCTACAGCCTCTGC^ 

CGCATAAATTT 

>ncrb7475.seq 

TATGGCCGGGAGAAAAGTNAGAGnCTGTAGnAnCCATGGAAAAGTACAAAATAATTCATAGAAACTGTGCAGAATGAAAAATAnCACTTTCACTTTAAAAm 
TACTAAACTTTAACCAAGAAATCTTTACAGCCAAGAATATGTnTTAGCATCTTGATnATTCAGAAGTCTAGTGATAGAGAAAAGTGCACC 

>ncrb7476.seq 

TGCGGTGGCTCACGCCTGTAATCCTAGCACTTTGGGAGGCCAAGGTGGGCAGATCAnTGAGGTCGGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCCGTCTCTACTAAAA 
ATAC 

>ncrb7479.seq 

ATCATGGCGCAGGATCAAGGTGAAAAGGAGAACCCCATGCGGGAACnCGCATCCGCAAACTCTGTCTCAACATCTGTGTTGGGGAGAGTGGAGACAGACTGACGCGAGCAGCCAA 
GGTGTTGGAGCAGCTCAGAGGGCAGACCGCTGTGTTTTCCAAAGCTAGATACACTGTCAGATCCTnGGCATCCGGAGAAATGAAAAGATTGCTGTCCACTGCACAGTTCGAGGGGC 
CAAGGCAGAAGAAATCnGGAGAAGGGTCTAAAGGTGCGGGAGTATGAGTTAAGAAAAAACAACnCTCAGATACTGGAAACTTTGGTTnGGGATCCAGGAACACATCGATCTG 
ATCAAATATGACCCAAGCAnGGTATCTACGGCCTGGACTTCTATGTGGTGCTGGGTAGGCCAGGTTTCAGCATCGCAGACAAGAAGCGCAGGACAGGCTGCATTGGGGCCA^ 

>ncrb7480.seq 

AANATGNCGCAGGAATCAAGGTGAAAAGGAAGAACCCCATGCGGGAACnCGCATCCGCAAACTCTGTCTCAACATCTGTGTTGGGGAGAGTGGAGACAGACTGACGCGAGCAGCC 
AAGGTGTTGGAGCAGCTCACAGGGCAGACCCCTGTGTTTTCCAAAGCTAGATACACTGTCAGATCCTTTGGCATCCGGAGAAATGAAAAGATTGCTGTCCACTGCACAGTTCGAGGG 
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GCCMGGCAGAAGAMTCTTGGAGMGGGTCTAMGGTGCGGGAGTATGAGnMGAAAMACMCnCTCAGATACTGGA^ 

GTATCAAATATGACCCAAGCAnGGTATCTACGGCCTGGACnCTATGTGGTGCTGGGTAGGOJAGGTnCAGCATCGCAG 

ACAGAATCAGCAAAGAGGAGGCCATGCGC 

>ncrb7481,seq 

GGACNNCGCTmCATCTGTCCNGCTGCGTGTmCCTCnGATCGGGAACTCCTGCnCTCCnGCCTCGA^^ 
GCCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAG 
AGACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTA^^ 1 1 i II 1 1 1 i i 1 1 1 

>ncrb7482.seq 

ATGGCCGGGCATTACAGAGTTGAAnCCTCACTACCCCCTCCCGCTGTCAmGTmATTGGAAAA 
ATTTGmGCATATCACCTAATGTGAAAAGTGCTCATCTGTGAACTCTATAGCAAATOTATmAGA^ 

>ncrb7483.seq 

TGCAAAGGAAGAATTCTCCAGCCCTACGTCAGTAGAGTTGAGCTTAAGAAACCCTGCmAAACCAGGCTCTAGACTTCCAAGGGTTC™ 
GGCCGGGAGGATGCGGGAGAGAGTGCTGGAAAAGATAAACTTACTnCTAACAGCCG 

>ncrb7490.seq 

CNCAGCCNACCAnCTCnTTCCATATAAGGAGCCCCAnACATAAGCTACGGGTGAGGTTGGAACAGCTATGmCATAAm 
GGATGAATCCAGTTGACTCmGGCAAAAGGGTGATACTmCACTAAAAATGCCTACTCnCCTGnGATGTTCCTTTTCTGTm 
ATTTTnAGAGGATCAGAmTAGCGCTGGAAAATGAGnCAAAAATTTCAGTGTAATGTCATAAGGATGTTGGGAT^ 
ACACAGCATGGCmGCTCTGAGmCAATCTGATGATOTGACCATGGAAGATAGTCnATGTAAAGGTTAAATGGNGTTTACAAGTG 

>ncrb7491.seq 

CAAGCATCAAGCACGCAGCAATGCAGCTCAAAACGCnAGCCTAGCCACACCCCCACGGGAAACAGCAGTGAnAACCmAGCAATAAA^ 
C^GGGTTGGTCAAmCGTGCCAGCCACCGCGGTCACACGATTAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTm 

>fT3b7494.seq 

AfiteCAAATGGTGACTACTCACCnTAAGGATTAAACACAGAACTGGAGATGAAATCACGTACCAGTGTAGAAATGGTmT^^^ 

7%gTGGCTGNATACCTGCTCCGAGATGTACCnGAAACCTTGTGATTATCCAGACATTAAACATGGAGGTGTATATC^^ 

AprrACTCCTATTACTGTGATGAACATTnGAGACTCCGTCAGGAAGmCTGGGATCACATTCA 

>{[cib7495.seq 

A^s^CCGAAACCCTCAATmGGATATGAATGTATAATAAACGCACATGnCAnCTAAACAimCT^ 
dliTTAGmnGCTATTTnAGCAGmCTTAAAGTCTGCAAAnCCmCACTCAGTniTGCA 
AgfnCAAAAGGTGAACGmTTTGmTAGAAAnCTCGGGTATAmCTOGTCTAAAGATAGGT^ 
ACAAACTCAGTGCTAAATTCnGGTTmAATAACTAAmAnTAnACAGTAACTGCTAAATA^ 

>lpb7497.seq 

C^ICTCTTCTGATACTAAATOTCAGATmAATCmGCCAACCTAATCAGTGGCAAAA^^ 
raGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGGCTGGCCAACATGGTGA^^ 

d^ACTCTGGAGACTGAGGCAGGAGAATTGCTTGAACCCGGGGAGGTGGAGGTTGCAGTGAGCGGAGATCGCACCAn 
>iil©Eb7502.seq 

Ti^TGAAATTGAAATAAAATCGAAATGAGATGAAATGATGAGATGATGAAATAAAATGATGAAATGA^ 

TfllCATGAANTNATGAAATGAAATTGAAATGAGATAAGATACGAGATGAGATGAAATGATGAGATG^^ 

GAGATGAAAAGATGAAATGATGAGATGAAATGAAATGATGAGATGAAATGAGGTGAAATGAAAnAGATGAAATGT^^ 

GAGATGAAATAAAATAATGAAATGATGAAATAATGAAATGAAAATGAAATGGAAATGATGAGATAAGAAATGATGAGA^ 

GAGATGAGATGAAATATGAGA 

>ncrb7504.seq 

TATGGCCGGGGNAAAGNhn-CCnCmAAmGCTGAGTAAAGCTGGGTATCTCTCAACTCAAGNATGA^ 
CATAAGGGAAACACnCAGGAGATTAGTCTGGGCAAAAATTGTATGTGTAGCACATCAAAAGGACAGGCAACAAAAAAATAG 
AGCAAAAGAAACAATCAGAGCAAAGAGACAACCTGnGAATGCAGAAACTATCTGCAAACTATTCATCnACAA 
AAATAATAATGATAATGTGATmAAAATGGGCAAAGGATCTGAACAGACATTTCTGAAAAGAAGA^ 

>ncrb7505.seq 

AAGNATATCCAGCAGTCGAAAAmGATTCAGGGGACAATGGCCTCAGTGCCTCAAATGAGAGTAGCAGTGCAGAGCAmGAAGGATGGAACT^^ 

TCTGAGTCTAmCCTGTAAACGACAGCTGAAAGAGTCCTTCAmCAAATAGTCTACCTACnTTmTATATCCCCCAACAAGAGCCA^^^ 

TCCAAAGAAACAAACTATTGG 

>ncrb7507.seq 

ANTAAACCTGNGGCCAGGGACACCGGGCNNNTOTGGCCCGGGAGGGTNCAGCCCAAAAGACAAAAAAAATmAGTACnTTGAGATTGCCGCAATGTACAGAATTAT^^ 

CGCTTAAATGATGTGAAAGGGTTGCTGCTGTCAGCCTTGCCCACTGTGACTTCAAACCCAAGGAGGAACTCTTGATCAAGATGCCCAACCCTGTGATCAGAAC 

TGAGAAACTAGAGGGCAGGTCnCATAAAAGCCClTTGAACCCCCnCCTGCCGTGTGnAGGAGATAGGGATATTGGCCCCTCACTGCAGCTGCCAGCACnGGTC^ 

GCCATAGCACmGTTCACTGTCCTGTGTCAGAGCACTGAGCTCCACCCTmCTGAGAGTOmCAGCCAGAAAGTGTGGGCTGAAGATGGT^ 

CCTTrrTGTATGGGAAAGACTATAT 

>ncrb7508.seq 

CANACAAAACAACCACTTTATTAnANnANTTAI i i 1 1 1 IGAGATGGAATCnTCTCGGTAGCCCAGGCTGGAATACAGTGAGCnTCATTGCACCACTGCACTCCAGCCTGGGCTACA 
GAGCAAGACCCTGTCTAACTAAATGAATGATGAATTATTTTmAAATCATTATTTCCTCTGCTTCAA^ 

GAAATCCmGTCAGAGGGACCCAGnGCCATGTGCTATTCAGGGAAAGATGGTCAGTTCTAGTGCTGAGATATAGTCTAAGATGCAGGACCTGGATGTT^ 

GTCCAGGGGGAATGAGAAGATGAAAATCAAACC™GGCCTGTAGATnCAGAAGGAAGGAAAGGAGTAGTGAGAAGACCAGGTCTCTGGACTGCTGTGATCGT^^ 

CATACCTGTTAACTGAG 
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>ncrb7509.seq 

GAGACTnCCmGTGTGGTAGGACTTGGAGGAGAMTCCCCTGGACmCACTMCCCTCTGACATACTCC 
TTTG 

>ncrb7511.seq 

TATGGCCGGGAGGATAGGAAGGTAGGGGTCTCACTTCGACCTCAAGnCATATGACTTTnCTAACTCACCm^^^ 

TGTGAAGTCAATGTnCCmCCnGTnATGTGCmAnAATOGGTCCCTCTCCAAAACTmGC^^^ 

ATAAATTTGACTCC 



>ncrb7512.seq 

GTNANGAAAmTCAACTGGCTTGATAAGAATCAGACTGCTGAGAAGGAAGAATTTGAACATCAACAGAAAGAGCTGGAGAAAGmGC^ 
GCAGGAGGCATGCCAGGAGGAATGCCTGGGGGAmCCTGGTGGTGGAGCTCCTCCCTCTGGTGGTGCTTCCTCAGGGCCCACCAnGAAGAGGnGAnAAGCC^ 
GATGTAGCATTGTTCCACACAmAAAACAmGAAGGACCTAAATTCGTAGCAAAnCTGTGGCAGTmAAAAAGnAAGCTG 
ATGGAACATATGCACAGGGGAAGGAAATAACATTGCACmATAAACAGTGTATTGTAAGTGGAAAATGCAATGTCTTAAATM 

>ncrb7514.seq 

ATAGCTNGAGTCTTTTGTGCAATTGmCTCAGCCTGCTGATTCTGTGGTATCTGTGTTGAATAAAGAAAAAGGTAGCAGTGCnCT^^ 
TGGAAGGGACTGTnGGCCGTATCATCATGAnGGTACCCTGACTGCAGTACAGTGGTTTATCTATGACTCCGTGAAGGTCTACTTCAGACTO 
CAGAGTCTGTGAAGAAGAAGCTTGGGTOACTGAGTAGmGATCAAAGCAAATGTGGACTGAATCTGCnGTTGATCAGTGTTGAAGAAAGTGGAAAAGGA^ 
GTGTAGGAAAnGTCTATTCCTGATATAAnACTGTAGTACTCTTGCTTAAGGCAAGAGnTCAGAnTACTGnGAAATAAACCCAAC 

>ncrb7515.seq 

TAAACTGNGCCCAGGNACACCCGGCCACNTATGGCCGGGGCCAGCAGCCNTAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCTGGGmCATCCATCCGACA^^ 

TACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCAnCAGACTTGTCmCAGGAAGGAGTGGTGmCTATCTCnGTAGTACACTGAAT^ 

(MGCCGTGTGAACCATGTGACmGTCACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCAmGGAn 

TteCTTGCnGCTmTAATATTGATATGCnATACACmCACmATGCACA^ 

cgTGTTTGATGTATCTGAGC 

>lftfb7516.seq 

d/^TANTTTTTAmCCTGTCTTmATTTGAAGACGTACATTTGCGTCCAAAGTTCAAGACM 
TCMTTGCCTTTGAAAGAGAGTAGTCCAGGTATATTCCTGATCAAAAmGGCATTmGATGATAC^ 
G(STAAGACAGAGAmCTGGAAACAnCAAAnGCAAATGGAAACnGAAACCCACAATCTAATGAGGAATGTACTGGAAAM 
MCATGGAATGCAATGCAATGAGACmCTGCACTAAAACnATCCTCATATGTACAACAATGATGTGTGTAnATATAACAGTGATGTG^^^ 



dfe^GGGANNCAAGANNTTNNAGTGAGCCNAAGTANTCGCGCCCANCTTGTAACTTCCN^^ 
>r8:n)7520.seq 

CiffiTANCGATAGCATI^CTGCTGCCGTCGGCTCAACAGTACTGCnGGCTGGGGCTCCGGGCCCTTCATCCACCAGCTCCT^^ 
Ai^CATTGNGCACTnTCCCAAACACAACTTTTnCCmmGAGGCCAmATTTATOTACM 

m 

^05fb7523 seq 

CKCCNGAGCCCAGCTGCCCAGGGTGGGGAGAAACACCCTGTGTCCCATGGGATAGTAGTCCmCCGCTTGCAGnGTGCCCAAAGAA 

/llFTGATCAmATGTAATATGTGTCnCACTGGGGAATACTGACTTCGTAAAATCTCAAGATGGAAGAT^^ 

NTGGAAAAAAAN 

>ncrb7524.seq 

TCCCCGTAATnANGGGATOCCTCTGCAGGATAAATTCnAGAACNAATGGTGGTnGTGGGGAGGGTGACAGGGTGGATAGGCACAGGATO 
TTGTA I lint IGAAnTTGTACCATATGTATCACCTATTCAAAAAAAATAAAATATTrTTAAATAT 

>ncrb7525.seq 

GAGNACCCCTAAGCAAGNATmGmGATTCCTAmCCTTTCAAGmGGNTCAACTATOTATTAAAGCCTAGnAGACATGGATGTGGm 

TCAAATAAAGCACTTGTGATAnACAGACAnGTAATCCAATGTACAGGGCTATGAGTAAAGTOTAATGAACTnGTAACTACNAGACTC 

AAGCACTCACGTTTTTATGTGAATAATGAATACGTACTCTAAAAATGTGTAnGACATTGGACAAAAGTATATAnCTAAACTACAAATGGTAGG 

TAAAATGTAAAGGTTAGGnGTACAGTAGAGTGACTAAGGGTATAGACTGAAGCTAGACCTCnGAGATTGACAAAnGGCCATATGACATATGAGAAAA 

CnAGTTACATTA 

>ncrb7527.seq 

ANACTTnGTGGGmTGTAAATGGAAnGCAmnGATTTGGCTCTGAGCnGAATGnGnGGTGTATAGAAACGCTACTGAT^ 
>ncrb7528.seq 

GGNCTGCCAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTmGGGACTAGAGGCTTAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGG 

TnGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGTOTGAAAATATAGACATTCTCACATAAGCCCAGTTCATCACCAmCCT 

CAnAGGCTGnGGnCAAACTmGGGAGCAGGGACTGTCAGTTCTGTGGGAAGTGGTCAGCGCATCCTGCAGGGCmTCCTCCTCTGTCTTnGGAGM 

GGGCTCTAGGGAGTGCCAGGCTGmCAGCGAGGAAGGGGAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGG^ 

GGATGATT 

>ncrb7529.seq 

NGGCGGGGANGGTCGCTTTGnGGAGACTnGCTGATAAACTCAATGAGCAAAAACnGCGCAACTAGAAGAGGCGAAGCAGGCnCCATCCAACAGATCCAGAATGCAA 

GAGAAGTCACAACAGGGACTGGnCAGAAGCGGGATOCCnmGATGTGCAAAGGAATAACATTGCTATGGCTnGGAAGTOGTTACCGGGAACGACTGTAT^^ 

AGTAAAGAATCGCGTGGACTATGATATATGTGTGGAGAAGATGATGGGTCGAAAGGAACAAGAACAGATGATAAATTGGGTGGAGAAGCACGTGGTGCAAAGCATC^ 
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GAAMGGAGACMnGCCMGTGCAnGCGGACCTAMGCTGCTGGCAMGMGGCTCMGCACAGCCAGnATGTAMTG^^^^ 
GACTAAATGGAAACTAGTCTATTTG 

>ncrb7531.seq 

CNAANTCNTAGTCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGGGAGAAlTAATGTGAAnGCAGGACACAn 
CCCCGGGTTCGTCCGGGGGGTACGCCTGTCTGAGCGTGGCTTGCN 

>ncrb7532.seq 

CGCGGGATAATGCNCCAGAACTGTGTTCTnCACATGGACTGTGAGCCATATGACTGAGTTCATAACAGTGnGGGGGmCAACGTTACGATGGCC 

CAAGGCACATTnGGTGCCAGGAATGTTAAAATGTTGGGTGTGGCAGGAGAATCCCTTGAACCCGGGAGGCGGAGGnGCAGTGAGCTG^^ 

GATAGAGCAAGACTCCATGTC 



^ncrb7534 seq 

CATCACCTAGTANATCCAGCAGTCCAAAATTTGAnCACGGGACAATGCCCTCAGTGCCTCAAATGAGACTAGCAGTGCAGAG 

CTGCAGTTCTGAGTCTATTACCTGTAAACCACAGCTGAAAGACTCCTTCAmCAAATAGTCTACGTACTTTT^ 

ACAAGTATCCAAAGAAACAAACTATTGG 

^ncrb7535 S6q 

CNNCGATrATAAAGTTCTGGAGTCAGTGGTGATGGnGCACACCATTGTGTGTGTACCAAGGGCCACTAAATCGCACACmAAAGTGGTTA^ 
GATCCCAGTGCTrTGGGAGGCTGAGGTAGGAGGATTGCnGAGCCCCGGAATTGAAGACCAGCCTTGGCAACAAAGCANANT 

>ncrb7536.seq 

GTGGCCGGGGANGCCNCGCAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGGAGGCGGAGGTTGAGGAAACCGCAGATAAGi 1 1 1 1 1 1 CTCniGAAAGATAGAGATTAATACAA 
CTACnAAAAAATATAGTCAATAGGnACTAAGATAnGGTOGCGnAAGimTAACGTAAmTAATAGCnAAGATTTTAAGA 
GGAAAAGATAAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATnAAAAGAAAATTGAGAGAAAGGACTAC 
^TAGAAGGGCAATGCTmAGAnAAAATGAAGGTGACnAAACAGCnAAAGnTAGTnAAAAGnGTAGGTGA 

>ffib7539.seq 

G&nCCNTTCCTGCnATCTCTCGCCTAAGTCnAAAGATTAAGAGCnGTGAACAGAATAnGGCAGAAATATGGACAATGAAGGCCm 
Xir^TCTOTTAGAAACTGAAGGTAAGGTCATCCTTGmTAAAGTGGCAATAAACTTGGCTGAAnA 

daCTGACCAGGCATGGTGGCTCATGCTTATAATCCCAGCACmGGGAGGCTGAGGCAGAAGAATTGCTTGAGCCAGGAGTTCAAGACCAGCCTGAGCAATATAGTGA^^ 
G|§TACAAAAACAAACAATCAAATGATAGATAGATGATAGATAGATAGACTACATATATATGGTATATATGm^ 

>n3b7542.seq 

4p:AAACGNGCCCAGGGACCACCCNNmNTNGNGGNCCGGGGGGGCCCATAGTNTATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAG 

QGTATACCCTCTGCATAATGAAnAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAA 

GC^AAATAGTGGGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATC™ 

CfcCTTGTAAATnAACTGmGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACCrrGTAGAGAGA 

dgiAGCGnCAAGCTCAACACCCA 

>]|lb7543.seq 

MNANACCMTGTGCMCTnMTAmAnGATAGGCACACTAAnCTCnGCTGATGGTAAnMTGAGGTGCnATATCT^^ 
qpATCCGGTGCTTGCTGTAAATGCTGAGAATCAAAGATGCTGGAGG 

>!i!crb7544.seq 

^GCACTCTCTGTGCTATCmCTTTmATAAACTCGGAAmmCAAAATAAGAAGTTTCTAACAA^ 
mCCTGAAmAnnGCCTATATmGmCTGATGAATGAGCAAGGGGGTOTATGATATAnTGTGTCT^^ 
TGATAACAAAGTnATGTCAGAGTTGAGATGGCTCTTTATGGTACATATATGCTGTGCGnCTAAAAAATGTCATATTATATTCAG 
TGAGGTGGCTAACA™GTCCnCTATAGCCAGAnAGCAATC™GAGCCTGGTCAGGCACAGTGGCTCnGmGTAATCCCAGTACmGGGAGG 

>ncrb7545.seq 

TATGGCCGGGGAAnCCCGGAAAGTTGCTCTCAGNAGGCAGCGTGCGGGTGTGCTCTTTGTGAAATTCCACCATGGCGTACCGTGGCCAGGGTCAGAAAGTGCAGAAGGn^ 

GCAGCCCATCAACCTCATCTTCAGATACnACAAAATAGATCGCGGATTCAGGTGTGGCTCTATGAGCAAGTGAATATGCGGATAGAAGGCTGTATCAnGG 

ACCTTGTATTAGATGATGCAGAAGAGATTCATTCTAAAACAAAGTCAAGAAAACAACTGGGTCGGATGATGCTAAAAGGAGATAATAmCTC^ 

GATCAATGAAGTGAGAAAnGnGAGAAGGATACAGmGTnTTAGATGTCCmGTCCAATGTGAAGATnATTCATATTGT^ 

ACTATGGGA 

>ncrb7547.seq 

ANGGCNGGAGmGAGACCAGCTGACCAACATGGTGAAACCCTGTGTCTACTAAAAATAGGAAAACTATCCAGGCATGGTGGCGGGCAGTGTAGTCCCAGCTACTCAGGAGGCTG^^ 
GCAGGAGAGTCGCTTGAATCCGGGAAGCAGAGGCTGCAGTGAGCCGAGATCGCACCATTGCACTCCAGCCTGAGCAACAAGAGTGGAACTCTGTCCC 

>ncrb7548.seq 

GNTTCGTCCCmGCATTTTCTGGTTnAATCCGCAATTGnGGGGCACTmTTCCTGACCAGTGGGAGCAGGTnGCTAACTGAGAATGCTGC 

GCCATGGACnCTCTCGCTCAGTCCAACACCTTAGGAGAGGTGGGTCAGGAACTGCnTGTGCGTGGGGAGAGCGGAGGACAGCGCTCTGCTCTTTTGACCACTAAAG^ 

GCACCCTCAGCTGGGCACTGGGGCTGGGAGTCCTCTCTGTGTCTCCCCACTGAGGCTGAGCAAAGTGACAAACACACCACTGGTGTCTGTATAAAGTAGCGGTGTGGGAAGTGCAC 

CCTGTCTTCAAACAGCGTTCCTTAATGCTAGmGCACCTGTCCATGAATGCAGTGGCAGTGCGAAGATAACmcnGAAGGAATGCT^ 

TGCAGGAACCCCGAG 

>ncrb7549.seq 

AAANGCCCATGTNGTAACATTCATGTCACTTGnGAAnTGGTTCTCATATGTATATTGCATACACATAAAnCAAACTATAAGTCGTCATT^ 

AAATTATGGAAGAGAGTAAAAACTAGCTCTTAACTTAGTAAATATAATATGGTATTTAAAATCAGGTCACTACAGTAAGGnCTAAGT^^ 

GnGCAAAGTGnGTCAATAAnGACTCCAATAGCAnGTAAATACnGTATCCCACAACTATmAAACCCAAGCAATAAAATGGATmCTM 

TATCTATGTGnGGTACATAAGAAAAGTGTnCCATCACTGGATTGGTAGAAlTAnTCAGTGTOTTATTm 

ATACAGGT 
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>ncrb7551.seq 

GANMCCTTAGTCCAMCCAmACCCAMTAMGTATAGGCGATAGAMTTGAMCCTGGCGCMTAGATATAGTACC^^ 
AAGGACTAACCCCCTATACCTTCTGCAT 

>ncrb7552.seq 

ATAGnCGGCTGGGGAGCACTTAATTCTTCCCATTTCAAAAGGTAATGTTGCCTGGGGCTTAACCCACCTGCCCmGGGC^^ 
AGGACTGnGGAGGAGAGTTAGCCCAAGTATAGGCTCTGCCCAGATGCCATCACATCCCTGATACTGTGTATGCmGAAGCACCnCC^^ 
TACGTTCTTGGCTCCAGACCTGGAATCCACAAAAGCCAATCCAGCTCATTTCAACAAAGGAGCTCCGATGTGAGGGGCAAGGCTGCCCCCTGCCCCAGGG 
GCATGTGAACACCATCATGCCTTOTAAAGGATCCTTAnACAGGAAAAGGATGAGTGGTGGGTAAGCTGACCAATAAAGTTA^ 

>ncrb7553.seq 

CAGCCCTCGGACTnCCAGCCTCCAGNAACTGTAAGCAATAAATTCCnmAAAATTAATTACCCAGTCTCAGGTAmGGTOTAG 
GATTCTCCCTGGCTCCAAnAAGTAACTGAATAAGACTmGGTATCTACTGAGATATAAAGCmATAAACATM^ 

>ncrb7555.seq 

CTTATGGCNCGGGGAAGTTNCCAAAAACATAAGTGAGGCTGCTGCAGAGNACCAAAGNAAAACAGAGGGACmTCCCAGTTGGTGATATGGAGCAAGT 

CGTGCAGATCACCGTGACAGAGGGATATGATTTGAAAGGTmAAAGGAGATACTCCAGTTACCTnAnCGAGCAGAAnCAAT^ 

TTTGTCCAGAAGGAAGTGGAAAATACAACnCACTAGCAGTmGAGmAATGCTGAAGGAGGAATCACnCAGATGACCTCGGTCACAAACCTC^ 

TACCAAAGGAAAAGAAACAGAAAGAAGAGAAGACCTTAATTCTTGGTCAGGCTGTGGTGGACCTTCnCCC™CTGGAAGGACAGAGTTCAm 

GTGCAAGGCTCACCCTTAG 

>ncrb7556.seq 

CAGGANNCAAGAACGGCACCTTGATACACTCCATAAnnGTAAGTCGTGCGACTAATGAACTTAmGGTTGAATGAAAAAGAAGAGGAGGAAGT^ 
ACACCAACATAGCTAGGAAAAAAGATTATCATGCTGAAnAATGAGAGAACTTGACC 

>yb7557.seq 

GigllGACGCTGGCAGAGGCACTGAAGAGGGTGGGGCGTmGACGGGCTTCnGGmCAGGGAAGGGGCTGCGCTANCAGCGCTTGTGTGTGCCCTGGGCCAGGCAGACGA 

G§|nCCCCTTGCCACGGTTTATCCTGTTGGTGTCTGGmCTGTCCCCGGGGCATTGGGTTCAAGGAATCCATGCTGGAAAGGCGCTTGTCAnGCGnCGCTC 

AtlGTGAGAAAGTGATCGGGTGTCAGGAGAGTGTGGAAGTGGGCAGGCAATTTCCCGGAGCGATCAGCCTCACCGACTGTGGNGGGCACTnCAnCCAGCAGCTG^^^ 

C^GCCTACCTNAAGTTCTTGGACCAGTTTGCAGAGTGAAAGATCAAGAAATGTCTCTGCTCCTACATCCAGCTCCTNTAGGGGCAGCCTO 

CpCTCACTGGTGNGAGT 

>n5fc7558.seq 

GilAAATNTGAAGGmGTAAGAAAAGGAAAATAAAAATTGAAAAATAAAAAGCATAAAGAmGGACGAG 

Cf^AGGmAAACTAGCTGAAAACACmCCGATGAGTGTGATCCACATTGTTAGGTGCTGACCTAGACAGAGATGAACTGAGGTCCTO 

A'ffAATAGTATTTCAGATAGnGAAGAATGTTGATGGTGCTAGAAGAAnTGAGAAGAAATACTCCTGTATTG 

T|nCCATCnATTCCGAA™AAAGTATGGAGA™mGCCGAAATCTTGTTGAGAnCAGGAm 

>ftf)7560.seq 

TlfffeGNCCGGGGAANGGCCCTGCAGCACAAAAATGTCCnAAGGGTCCCTTCCAGCTCGTAGGAAGAGAATCCTAGG^^^ 

Ai4AGGGCTCCTrGCTGGGGACAGCAGGAAGTATCTTCAATTCTCATACACACTTrGCAAGCGTACGGAGAGTCTCCCTGTGTAGACTGT^^ 

CffiJCCTGCTCTCTGGnCTGTGGGATGCAAATACATTCTAnCAGCTCAAGGCAGCCAAGGCTnCTGAAACACGTC^ 

AiiTTCACCCATGCTGGGTGTGGTTGCTTCTGGCTGTAATCCTAGACmGGGAGGCAGGGGGATCACTTGAGGCCAGGAGGTCTAGATCA 

CMCTCTACAAAAAAATTGAAAAGTTAG 

.in 

>ncrb7561.seq 

AAGAAATGCAAACATGAATCTGGAGATTCnCTGGGTGTATAAAACCCCCTAAATCACCACmCCCCAGAATTAATACAAGTC^^ 

GTGATAAATAAAACTAGTCCTCCACAGOCTGTGAATCCCCCTAGACCmCAAGCATAGTGAGCGGAGAAGAAGATCTCAGCGm 

AAAGGTTTCTTCTGCCTCTCCAGCCACTGATGGGAAAGTATTCTCCATCAGTTCTCAAAATCAGCAAGAATCTO^ 

TGGGACCCTGTCTCCCTCTTGACnAAGTCGTGGnCAGAAGnACAGCACCGGTAGCCTCAGAnCCTC™CCGTAATGAATGTCCCA 

TCCA 

>ncrb7563.seq 

GAATGANACAGCAnGGCTGnGAATAACATTGGTGTAGGCTCAAGTGTGGAATAAATGTGATATAGATGGGACGATATTGGACAAATGCAATnAm 

TCCAAATGTCTCTGCTAATGAATACATGAAAACAGAnACATATAATGTGCAGACTGTGAGTCGCATTTGCAGAAmTT^ 

AATGGTACTTGAGCnGTAGnGCAAGAAAAAGCAAGTTTAAAAAn 

>ncrb7564.seq 

atgataacaagc™gtaaactaggaatagaaggaagcttccctaacctgatcaagattatctatgaaaagc™gagcaaacatcact^ 
caacgtcgggctcctggancaggcganctggtgcctcagccnccaagtagctgggattgcaggcgtgcgccaccatgtccggctgatmttgtattmagtagatacaggg 
tcaccgtgttggccgggctggtcttgagctcctgggctcaggcggtcctcccgccttggcgtaaggaagttctggtgngcaggcttgagccccatgcctggccatat^ 
attgtaataggaaattgtagaattgaaaaatatgataacgaaaagcaggaattcagcagattaaacacagctgaagagataactatata^ 

AACCC 

>ncrb7565.seq 

AAGGCTNNCCCAGNNTNTGGCTGCAGNAATTmGCCAGGCTTACAGAACACCGACTGCCTAGAGGCCATCnAAAGGAAGGAGGGGGTGGATGCCmCATCCGA^ 
GGC 

>ncrb7567.seq 

TATGGCCGGGGCnCCmCCACTTGGACGCTGCAGAATGGCTCCCGCAAAGAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCATCAACGAAGTGGTAACCCGAGAAT^^ 
CAACAnCACAAGCGCATCCATGGAGTGGGCnCAAGAAGCGTGCACCTCGGGCACTCAAAGAGATTCGGAAATnGCCATGAAGGAGATGGGAACTCCAGATGTGCGCAnGA^^ 
GAGGGTCAAGAAAGGTGTGTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGGGGCTGTCCAGAAAAGGTAATGAGGATGAAGAnCAGCAM 
GmCCTATGTACCTGTTACCACmCAAAAATCTACAGACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCAGATCAAATAAAGnAGA 
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>ncrb7568.seq 

GTTGGCCCTGTCTGCTTCCTGTAMCTCCCTCCATCCCMCCTGGCTCCCTCCCACCCMCCMCm^ 

CCAAAAAATGGGAGACAAmCACATGGACmGGAAAATATlTrmCCmGCATTCATC^^ 

AACCHACCGT 

>ncrb7569.seq 

TATGGCCGGGGGTTCCGGCGTGGCCATTnCGTTGGTGGTGTTCAGnGTGGCGGTTGCTGGTCAGTAACAGCCAAGATGCTGCGGAATCTGCTGGCTCn^ 
GGACGATAAGCACTGCTTCCCGCAGGCATmAAAAATAAAGTTCCGGAGAAGCAAAAACTGnCCAGGAGGATGATGAAAnCCACTGTATCT 
CnGTATAGAGCCACCATGATTCmCAGTTGGTGGAACAGCATATGCCATATATGAGCTGGCTGTGGCTTCATTTCCCAAGAAGCAGGAGTC^ 
GnCAGTnCAnCAGCTCTCTATGGACCAGTAATCTGATAAATAACCGAGCTCTTCmGGGGATCAAT^^ 

>ncrb7571.seq 

CTGCnCNTCCGCCAACTAATAmCACTnACATCCAAACATCACnTGGCnCGAAGCCGGCGCCTGATACTGGCATm^ 
TGATGAGGAC 

>ncrb7572.seq 

GGCATGGGATTCTCCGTTGTGAnCCCCCGGACTCCACTGTCTGAAGACCAGGnTCCTATGAAGAGGGTCTGATGGGAACCTGTTCCCAGTGAmGA^ 

TCCTGGGAGTTmAGGATCCTCTTnCCCnGATTAGAAAnCAATGAGGATGTATTOGGTGGAAAACTTTmACCTGCCTTACTC^^ 

CTGGAATGGTCTGTGATTCTCmAmCTTCmCCATCTTCTCTGnCTCCCmCTGGAAGTCATACTAGTTGGGATO 

TCTTTmmATTTTTnGAGACAGAGGGAAnCCATCTAAAAAAAAATAAAAATAAA^ 

GAGCTCAAGTGATA 

>ncrb7573.seq 

CAANAAANCCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGnCACGTACACTGCCCTGAAGGATGGCTGCACGAAAC^^^ 

Q^GPAAGACTGTTATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCATTGACATTGCACCCATGGACATAGGAGGGCCCCGAGCAGGAATTCGGTGTGGACATAGGGCCG^ 

TtfGCTTCnGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCM 

GaGTCCAnCATCCCACCCTCTCACAGTTCGGACTmCTCCCCTCTCTnCTAAGAGACCTGAACTGG 

Aif^ACCTTCGGGTCAAG 

>SM>7576.seq 

CpGGCANCCAGGCmCCCAAGCAAATAGCTGAAGACmCCAGGGATTGACTCAAAGATTGATGCTGnmGAAGA^ 
AeiTTGACCCAAATGCAAAGAAAGTGACACACACmGAAGAGTAACAGCTGGCTTAAnGnGAAAGAGATATG^^ 
ACgTAAGTCTCTGTGAATTGAAATGnCGTnTCTGCTGGGTGTGGTGTGACTCGAGTCACACTCAAGG^ 
(STTCAAATGGGCTGCTGCTTAGCTTGCACCnGTCACATAGAGTGATCTTTCCCAAGAGAAGGGG^ 

>fiCTb7578.seq 

GitTNGNCAACAGTATAAmGACAAAGNAAAAATGATACnCTCTTTTm 
APGTGCTATAATAAATAAACnCAACACTCmATGATAACAACACTGTGTTATAncmGAATCCT^^ 
TIMTiGAAATAGTCAAATACGAAAmGAAAAGCCCTCCCTATTnAACTACCTC 
AlidTTATAAAmCAnGAnAATCTCGTGGAAGAnGGmAAAAAGAAAAGTGTAATGCAAGAAm 

>l^7580.seq 

AMGGTACTAAATnAGAAAAATACCTTCACTCTGTmGnAAGAGm 

Tj^GAAAGTOGAGGCAGGAGTGTTGGCTGACGCCTGTAGTCCCAGGACTTGGGGAGGCCGAGGCGGGCAGATCATGAGGTCAGGATAT^^ 

AAGCGGCGTCTATGGTAAAAATAAAAAAAATOGCCAGATAATGGTGGTGCACCCCTGTGGTCCCGGCTACTCGGGAGGCTGAGGCCGGAGTATO 

TTGCAGTGAGCCGGGATTGTGCCACTTGTACTCCAGCCTGGAGGATAGAGCGAGACTGCCCCA 

>ncrb7582.seq 

AmGGCTAGGCAGTCAAAAGACCTAGNATTnATmNAGCTOGGTTTnACCAGCTGAATG^ 

TGGTGATAAnATACnGCCCTACCTGATCAGGGTTmGTGAAAAGCAGAGAAmAGATAAAACGCnTGTAAACTGTAAATAGm 

GGGATATmAAGAGGCmATTTTATACnGATGAGTAAAnGAGAGAACnTGAATCTGTACCATTGTTATGTAG 

CnAATATACCTGGTTGTGAATAnAAAAGTTmCTCAnGATAnGCTCTACAAGAAACCTACTTAATA^^ 

T 

>ncrb7583.seq 

ATTTTAGATmAAGCAAAATmAAAGACAAATCCATTTTTCTCTCCGACCCCCAACGGCATCTCCACTGCATCCGATCTCA™^ 

CTTmTTCCCCTATAATTCTGACCCGCTCAGGCTTGAGGGTnGTCCGGCCTCGGCTCACTGCGTGCACGTGGCGCTGCCCTGCTTCCCCCAACCTGn 

AACTGGGACCTGCTCGCAGGCACCCCAGCCCTCCACCTCTCTCTACAnrrTGCAAGTGTCTGGGGGAGGGCACCTTGCTCTACCTG 

>ncrb7584.seq 

ACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGTTCAACTTTAAAnTGCCCACAGAACCCTCTAAATCCCCTTGTAAAnTAACTG™^^^ 
TGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATTTAACACCCATAGTAGGCCTAAAAGGAGCCACCAATTAAGAAAGCGTTGAAGCTCAACACCCACT^^ 
AACATATAACTGAACTCCTGACACCCAAnGGACCAATCTATCACGCTATAGAAGAACTAATGnAGTATAAGTAAGATGAAAACAnCTCCTG 
ACTGAACTGAGAATTAACAGCCCAATATCTACAATCAACCAAGAAGTCATTAnACCCTCACTGTCAACCCAACACAGGCATGCTCAT 

>ncrb7585.seq 

GGCTAAGCAGAGGCCGGAAGCGGTGGnTTTAGCGGCTCTCTGGGTAGCAGGGTGGTGTGATAGCGGCAGCGAGGGGCTCGGAGAGGTGCTCGGAnCTCGTAGCTGTGCCGGGA 

CnAACGACCACCATGTCGAGCAAAAGAACAAAGACCAAGACCAAGAAGCGCCCTCAGCGTGCAACATCCAATGTGmGCTATGTTTGACCAGTCACAGATTC 

GCCTTGAACATGATTGATGAGAAGAGAGATGGTTTCATCGACAAGGAAGATnGCATGATATGCTTGCnCAnGGGGAAGAATCGAACTGATGAGTATCT^^ 

GGCTCCAGGCCCCATCAAmCACCATGnCGTCACCATGmGGTGAGAAGnAAATGGCACAGATCCTGAAGATGTCATCAGAAATGCCTnGCTTGCm^ 

GCACCATAGAGGAAGATTA 
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>ncrt)7586.seq 

ATATAGCCATmACCMCCCATmMGAAMnCTATGATATTMGCACAGTTmA^ 

AAAGTAnACTTGTACAAATTTTGTACncmAGTGGCTAGAATOGTGAAGAAACnAATGTGTATAm 

CAGTAAGTATTCAATAAATGTAGnTACAGATCCTAnTCTCCCGC 

>ncrb7587.seq 

AGNAGTAAAGAACGCGACnCCACAAACCTGGATTTmATGTACAACCCTGACCCT^ 
>ncrb7591.seq 

ATAGGTAAAAATGGGAAGATAATAAnGTAATAATAGnGCTCTCACTTGTAAGAGTGGTTGCTGTGTGCAAGnGGTATTCmAT^^^ 
GnCTGTGACGTAGGTACTAmTTAGCTCCATTTTGCATTATGAGGAAACTGAAGGGAGAGAAAAATAACnGCCCAAGGTCA 
CCTGGGGTATGTGGGGCCACAGCCCTGCCnCAGAACCAGGACCTGCTGCCTGnTTGmAGAGCCTTAACATAnGTGCTCCTACTT^ 
AAAAAAmAGAAGGACAAAGAAGAAAAGGTTTTCmCTTnAGGTAGGAGA 

>ncrb7599.seq 

GAGGAGCTAAAAGCGAAGGCCGCGGGGAAGGGGCCCTTGGGGNCAGGTGGAATTAAGAAATCTGGCAAAAAGTAAGCTGTTCCnGTGCCTGAGGAGATGG^^ 
CTGTAmAAAACGTCTGTAnCGCTGCCATAACATCTmGCGACGTATAGGTGGAATTAAGTGnGTCTO 

>ncrb7600.seq 

CAnACGCGAAAAAnNATNATACCTTCCTAGACAAATGTCTGATmTGmAAATCTGTCCGTTAGGTGGCCTnCCmTCTGAGGTGT^ 
TGACTTTATCGGGGAGC 

>ncrb7601.seq 

GATGTAGATAAATATTATACTAGCAmACCATCTCACnGTAGGAATACTAGTATATCGCTCACACGTCATATCCTCCCTACTATGCCTAGAAGGAATM^ 
CTACTCTCATAACCCTCAACACCCACTCCCTCmGCCAATATTGTGCCTATTGCCATACTAGTCTTTGCCGGCTGGGA 

>ficrb7604.seq 

TgbGCCGGGAGAGGCATTGACAACAGGGnCGTAGAAGATTCAAGGGCCAGATCTTGATGCCCAACATTGGTOTGGAAGCAACAAAAAM 
(^GAAGnCCTGGTCCACAACGTCAAGGAGCTGGAAGTGCTGCTGATGTGCAACAAATCnACTGTGCCGAGATCGCTCACAATGmCCTCCAAGAAGCGCA^^ 
A:(ftiiGCTGCCCAACTGGGCATCAGAGTCAGCAACCCCAATGCCAGGCTGCGCAGTGAAGAAAATGAGTAGGGAGGTGATGTGGAGGTTTTC^ 
TgCATCTTGCTTC 

>nci7605.seq 

cMCTGnAATCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGGAGGACACATTGATCATC^ 
di^GGTTCCTCCCGGGGCTACGCGTGTCTGAGCGTCGCTTGCGGAAAAAG 

>narb7609.seq 

GiteAAAAAnACATCAnGGACATGAAGGAGmCAACATCCAGCnCATCTAGGTGGTCATGATTACCTGCATGCTn 

CpGGGTTITTGTGGmGACnCTATGGTGTTnAAAAAAACACAGATmTAGT^ 

/llCAGmGTGAAAnGTTGCAAGGGCAAAGATAACTCnAAAAAAGCGTCGAGATTACAATC 

TjpGGGGAGCAAGCATAATTTnAAGTGTGAAGCmGCATCAAGAAATTATTAAAAAGCTI II II ICTCCAGTAnnCTGTATTATCTTAATGTTTAT 
>ip37610.seq 

GWNCTCmGTCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTC^ 
q^GGGnCCT 

>ncrb7611^eq 

ATCCTATGGAACAGATTCTGGGGAGTTrTCATCAGTTGGAGAGGAGTmATAGGAATCATTCTCAGCCACCGCCTCW^^ 
CCAAATGGAGTACAGATTTTmTGTAAATCCTGCAGGGGAGGTTAGTGCACGTTCGTATCCTGGGTACCTO 

CCTCCCGGGTnCTTCAGGTnGTGACTGGTOTATCCTCTAGTTCCTGATAGATCTCCGGTTCTGAAATGTACTGCGGGAGCCTACATGTTTCCTGAT^ 
ATGCmGTGGGGGTCGTCCTGTCCTCTGAGTTACCAGAGGATGATAGAGAGCTCnTGAGGATCTGmAGGCAAATGTCTGACCTTCGGCTCCAGGCCAACTGGAACAGA 

>ncrb7612.seq 

GGNAGCTTGCTAGCTGTGTGGGCTGGGAGGTCTGGTAGGGCTGAGCTTGCAAGAGGATCAACATGCCmGGCTAGAGAmACTACATCCGTCCnGGAAGAGGAA^ 

ATAAAAAGAAACGCCTAGTACAAAGTCCAAATTCTTACTTTATGGATGTAAAATGTCCAGGTTGCTACAAGATCACCACGGTmCAGCCATGCTCAGACA^^ 

GnCAACAGTGTmGGTTGGCCCCCAAGCCCTTTACCAGGGGAAGGGAAAAAGGGCCCAGGAACCTT 

>ncrb7613.seq 

CNACTATGGNCCGGGGCTCTCGGCmCGGCTCGGANGAAGGCCAAGGTGCAACTTCCnCGGTGGTCCCGAATCCGGGTTCATCCGACACCAGCCGCGTCCAGCATGCCGGCGAA 

GTTGGAGCCCAACGAGATCAAAGTCGTATACCTGAGGTGCACCGGAGGNGAAGTCGGTGCCACnCTGCCCTGGCCCCCAAGATCGGCCCCCTGGGTCTGTCTCCAAAAAAAGT^ 

GTGATGACAnGCCAAGGGAACGGGTGACTGGAAGGGCGTGAGGAnACAGTGAAAGTGACCATTCAGAACAGACAGGCCCAGATTGAGGTGGTGCCTTCTGCCTCTGCCCTGATCA 

TCAAAGCCCTCAAGGAACGACCAAGAGACAGAAAGAAACAGAAAAACAnAAACAGAGTGGGAATATGAGTmGATGAGATTGTCAAGA^^ 

GGCAGAGAACTGTGTGGAACGATTAAAGAGAT 

>ncrb7614.seq 

CACAGANTACAAGTTCCCAGCAnACNTAGTGCmAGATGAATTCnTGATATAATGGACAGCCGCTGTACTGTGTTAAGGAAACAAGACAGTGGCGAAGCACCGm 
AGGTGAAAAACAAAGGCAAGAAAAAGAAACCAAAGGAnCAAAGCCTATGnAGnGGGTCTGGAACAACnCAGTAACTCCAAATA^^ 
AATCAAAAnCAGATACTGCAGGCCCATTTGCAGTGCCTGACCATCTTCGGCAAGACGTAGAAGAATTTGAAGCTCTCTATGACCAACACAGTAATGAATATGT^ 
GCTATGGGACATGAAGCCAAAACAAAAATGnCAACTCTATATGAnACnCTCTCAGnGnGGAGGAACATGGTGCCnGGACATGAGTCACAAGATGTT^ 

>ncrb7615.seq 

GATNAAAAGGGANAAGCATCAAGCACGNAGCAATGCAGCTCAAAACGCnAGCCTAGCCACACCGCCACGGGAAANAGCAGTGAmACCmAGCAATAAACGAANAGT^ 
GGTATTAGTAAGCCCAGGGTTGGTCAATTTCGTGCGAGGCACGGGGGGTCAGAGGAnAACGCAAGTGAATAGAAGGCGGCGTAAAGAGTGTTnAGATCAGCCC 
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>ncrb7616.seq 

TATGGCCGGGGANACCCmAGAMTAAAMTACTGGGATCAMCTGGCCTGCAAMCCCTAGTCAGnMnCTT^^ 

ATACAAAAAACAACATTCTAmAmATTGAGGACCCATGGTAAAATGCAAATAGATCCGGTGTGTAAATGCATTC^^^ 

ATAAATAAATATAAAAAATTTAGCAC 

>ncrt)7617.seq 

GCTGACAGTOGGTmGCTCTCTmGTAACAGGTTACGTAGACCAGCAGTGmAAATGTAAATACGTTC^ 
ATCATAGCTAAGTAAATA 

>ncrb7619.seq 

CAnCACAAAATAmATGATGTATTTACTCTGCACCAGGTCCCATGCCAAGCACTGGGGACACAGTTATGGCAAAGTAGACAAAGCAmG^ 

AATACATTANGATAATGACACAATCAAATATAAATTGCAAGATGTCAGAGGTGTGATGAAGGGAGAGTAGGAGAGAGCATGAGTATGTGTAACAGGAG 

TGTACTGnCGGTAGGGCAGCCACTAGCCACATGTAACnmAAGATTTAAAnTAAAnAGTTAACAnCAAAACGCAGCTCCCCA^^^ 

CATGGATGAmGTGGTOCCGTAlTGAATAGGTCAGAAGTAGAATCnTTCATGATCACAGAAAGnCTATTGGACAGTGGTGTTCTAGAT^^^ 

GCTCAT 

>ncrb7620.seq 

GGTAGGAGGCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCnGCCATCCTGGCCGCCTTAGCGGTAGTAACm 
GTGnATGAATCAGATGAAAGCATGGAATCTOTGAACTTAATCCCnCAnAACAGGAGAAATGCAAATACCnCATATCCCCTCAGC 

TCGGAGAACGGTGTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGGCTATAATCGC 
GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTG^ 

>ncrb7621.seq 

GCTCTCGGCCTTAGCGCCATTTmTGGAAACCTCTGCGCCATGAGAGCCAAGTGGAGGAAGAAGCGAATGCGCAGGCTGAAGCGCAAAAGAAGAAAGATGAGG 
TAAACCGCTAGCTTGnGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGTTGTGGGACTGGATGCTACTGTCT^^ 
TGGATCTAGAACnCATCGCGCTCTGATCGCCGATCAGGTGTGAGACGCAGCTTGCTCATAAACAAAATGCCCATGTTGGTCGTCTGGCGTGGACGTGTGAGAnCTGGA 
TlJnAnTGTGGCCGAGTGTAACAACCATATAATAAATCACCTCnCCGCTGT^ 

>r£b7623.seq 

AMGTGGACCCAAAGGAGGCCACGTGAGCAGTCAGCACCAGnCTGCACCAGCAGCGCCTCCGTCGTAGTGGGTGTTCCTGTnCTGCTGGGCGTGGGTGGGGTAGGGCCTGATO 
GgGAAGATGCCnTGCAGGGAGGGGAGGATAAGTGGGATCTACCAATTGATTCTGGCAAAACAAnTCTAAGAI II I i I IGCTTTATGTGGGAAACAGATCTAAATCTCATnTATGGTG 
TffirTTATATCTTAGTTGTGTnGAAAACGCmGAnTTTGGAAACACATCAAAATAA^ 

>acft>7624.seq 

hiBTCAnTCAGGGTCnGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACAGAGGATGnGTCAAGGATGGm 

GiaGGAGAGATCCCTGCAGAACCCAGCAACCAGAACGTGGmGCGTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGAC^^ 

CXTCACCAmCCTCGTnACGmCAGTGCAGmCTTTOACATTAGGCTGTTGGnCAAACTmGGGAGCAGGGACT^^ 

GtrCTCCTCCTCTGTCTmGGAGAACCAGGGGTGnCTGAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGCGAAA^ 

/^p^AGTGGGAGn 

>|^7625.seq 

a|j|fcccggcttgnttggcgggggggcatgtgggacgmctgcamggagtgaaagtggtnccggaag™ 

tffictagaatcncccatggacaagatgattaatacagatgttaggagaatcttgaaaagcccagagatccaaagagcgcn^ 

agaagaacccactgaaaaacttgagaatcatgto 

cpctgctggagcagcgggactacaagccaaatgagatgagaagggggcggngcaggcaagaagcctgtggnaggtaagaaaggaaaga^ 
aMsaaggctctggnggggaaaaaaggca 

>ncrb7626.seq 

TGTmCTAAATGGTGTTGGACAnAnGGGCnGCAGAGnCCCnAnCTGGGGATTAGAATGCTmATCGTTTCA^ 
TCATGATTnGCAGAACCmGGTmGGACAGmCATTTTTTTGG^ 
mAAGAAATTAAAGCAAACAAATnAAGTmCTTGTAnGAAAATAACCTATGAnGTATGTm 
TTGAAATCTGCGCTACAAAATnGTnGGCnAAACGTCAAAAGCCGTGACAAmGncmGATGTGATO^ 

>ncrb7628.seq 

AAANTTGGCTACAACCCCGNACACAGTAGCATnGTGCCAAmCTGGnGGAATGGTGACAACATGCTGGAGCGAAGTGCTAACATGCCTTGGTTCAAGG 

AAGGATGGCAATGCCAGTGGAACCACGCTGCTTGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGACAAGCCCTTGCGCCTGCCTCTCCAGGATGTCTACAAAAT^ 

GGTAnGGTAGTGnCCTGTTGGCCGAGTGGAGAGTGGTGnCTCAAACGCGGTATGGTGGTCACGnTGCTCCAGTCAAGGmGAAGGGAAGTAAAATCTGTCG 

AAGCTTTGAGTGAAGCTCTTGCTGGGGACAATGTGGGCTTCAATGTCAAGAATGTGTGTGTCAAGGATGnCGTCGTGGCAAGGTTGGnGGTGACA 

AAGCAGCTGGCnGAGTGGTCAGGTGAn 

>ncrb7630.seq 

CI^CTGnAGTCGGTGGATNACTCGGCTCGTGCGTCGATGAAGAACGCAGGTAGCTGCGAGAAnAATGTGAAnGCAGGACAGATTGATCATCGACACTO 
CCCGGGnCCTGCGGGGGCTACNCCTGTCTGAGCATGGCTTG 

>ncrb7632.seq 

GGAAAGGGGTTTTTGTTCTGTTmATTnACCTACATGTACTAnTAGCTTCAGTGTACTAGTCCTGCC^ 

CAGAAGAAAAnGTAACCAAAnCATACmGTATAATTmGATATCATGATCACAGGTGAnCACACGTAGACACATAAAGACACCCAGCAGTC 

ACCATCATCGTCmGTACATCGTATGTACAATGCAATCAmCATACmAAACTGGTCAAAAAACTAATTGTGAmGTAGTC^^ 

CTAATArrTATCTAATAAATATGTATTCAGGATG 

>ncrt)7633.seq 

TATGGCGGGGGCGAAAAGTTAGmCAATGGACTGAACCAGATGATTGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAATTGAAAATGGGGCm 
GCTCTCGTAGATGCGCATTGCTGATACGAATATCACCAGGATTGGTGAAGGTCnCCTCGTTCGGTTACGGAATTACATCTTGATGGCAACAAAATGAGCAGA^^^ 
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TGAMGGACTGMTAAmGGCTMGnGGGAnGAGTnCMCAGCATCTCTGCTGnGACMTGGCTCTCTGGC^^ 
CTTACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGTTGTCTACCnCATAACAACAATAT^^^ 

>ncrb7635.seq 

GGAAAAGGGGTTmGTTCTGTTmATmACCTACATGTACTAmAGCnCAGTGTACTA^ 
TCAGAAGAAAAnGTAACCAAAnCATACTTTGTATAATTTnGATATCATGATCACAGGTG^ 
AACCATCATCGTCmGTACATCGTATGTACAATGCAATCATTTCATACmAAACTGGTCAAAAAACTAATO 
CTCTAATATTTATCTAATAAATATGTATTCAGATG 

>ncrb7638.seq 

GTGAATGAATAATGTATTTTCAGTGTAACAAAmATTATAAAAGTGTAGnCGACTCnCTTGGTCTTGGAGmGAGAGTACA 
TTTAATGGAAATGAAGTATAAAnAATAACTTGACnACCCCTCCATAAGnACTGCTAACTGGAGATACCCnGTATGCCCAACCTGTA^ 
CATTCnCTCAGTCAAGGAACAGTAAGAAATATGTAGGmCAATCAGTTGGTCTCAACCCTGACTGCATmAGAATCAnTGGAG^ 
CCCATmCATGTAAmGAGACAAGACCTGGTCATCAGTAnmmAAAGnCTCCAGGTAAmGAATGTGCAGGAAG 

>ncrb7639.seq 

GTGTGATGGGmATTGAACGACTAGNAGCAGTGTACACTCATAAGAACAAGAAAnATGTGAGnTATAAAATCAAAGAGAGGCTOTAGGAGAA^^ 
AAGTCTCTGGAAGAAAGATTmTAAGGTCATCTAGCAGAATAnTCCTCATCCCTAGAGGACCCACnCCTTGTGCCTCAGCTGCnCTGATGTTTCn 
GAGTGTACAGTAACCATCTGGTCAAAATGTAACATAATACCTAAGATTGGAAGCCTGCCATTGnCCTTGnGCTGTTGnGAACAGCCGACACAGG^^^ 
GGTTAGnGCGCTGAACACAnATTnCTGACAGTGTGAAGGATACATCnATnmAGTGnAAGTACTTACGTGTGA^ 

>ncrb7640.seq 

CATCAGGANGGAATGCAGTCAGAGCTAAGAAAGAACTTCCTGACTAAGCCATACTGGAGTGGGCTnAGAAGGAAGCTGTGT^^^ 

TGGAATGCC 

>0crb7642.seq 

C^fprnAAAAGTCATAGCGATAAAGTCTCAGCTrmGAGAGAGT^ 

AtS'TACCCAAAAGGCAAAAAGTACAGTGGTCATGATTGCmACATAAGATmGGAGGAGAAACTGTOGCTGC 
Ag^TGGTGAATGTTCTATAAAATGGTATAAmAAAGAAATGGAGGTCCmGAGnCCAAGATCACCGGTC 

>lM)7643.seq 

GM^GGAGACGGAATCnGGTGTGTCGGCGAGGGTGGAGTGCAGTGGCGTGGTCTCGGCTCGGTGCCACCTGTGCGTCCCAGGnCAGGCAATTCnCTGTCTC^ 

GClGGGACTAAAGGCGCACACCACCACATCCAGGTGATTmGTAnnTAGTAGAGACGGAGmCGCCGTGTTGGCCGGGATGGTGTTG 

GfpTGCCAGCACmGGGAGGCCAAGACTGGAGGATCACTTCAGCCCAGGAAmCAGACCAGCCTGGGCAGAGAGACCCTG^^ 

>ii,Qi)7644.seq 

TlTGTGGTOGCTCCTTCneCCAACCAACCATGAGCTCCCAGATNCGTCAGAATOnCCACCGACGTGGAGGCAGCCGTCAA 
TMCACCTACCTCTCTCTGGGCTTCTATTTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACnCTTCCGCGAACTG 

>g«§iS)7647.seq 

GpAGCTACCAAmAAAGmCGGAATCTACCATmAAAGTTAArrGCTTGTCAAGCTATAACCACAAAA^ 
TK#rGCTnTACAAAAGCAGAATAAAAGCG 

>!3fi3ri)7651.seq 

GS^GCTGCCTGGCGCTAGAACCGGAAGGCGCTGAGCTTAAACTGAAGCAAGnCGGTGGA^ 

TtlkCGGGAGGTGTGAGCCCAAAGAAATGGGACGTCGGTCATCAGATACTGAAGAAGAAAGCAGAAGCAAGAGAAAAAAG^ 

ATAGTAGAACATACAGCCGAAAGAAAGGAGGAAGGAAATCAAGATCAAAGTCAAGATCTTGGTCCAGAGATCnCAGCCTCG^^^ 

AAGCAGTAGCTCTTCTTATGGCTCCAGAAGGAAACGAAGTCGAAGTCGnCAAGGGGTCGAGGGAAATCCTATAGAGnCAGAGGT^^^ 

>ncrb7652.seq 

GACTAGCAACTTGAAGGAGCAAGTTAGGAAATGCCmGATGACCCCATGACATCACTATGTOnAAATAACTGGAAATAAACTGA^ 
AnTCAGCATmAGGGnGCAGTATTCCAAGGACTmAGAGTAATTGCATGTCATCCmGTGTGnGTGGGCAAAmGGGTTAGCTAA^ 
AAGCATCTACTCTGAGCCAGGCATTGnCTTTTnGCTGTGAATATAGTGCTGAAGAAGAACAGAAGCCTTGGTGTCAAA 
GAAGGAAATGAnAATTCAGATACnGTGAGGCTATGGAGAAGATAACCTAGGCTAACGTGATAGAGATGGGTGGTGAGGATGTGAGTTM 

>ncrb7654.seq 

AGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGI 1 1 1 1 IICTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAAT 
ATAGTCAATAGGTOCTAAGATAnGCTTAGCGTTAAGTnTTAACGTAATTnAATAGCTTAAGATmAAGAGAAAAT^^^ 

AGGmCTAAAACATGACGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTATTTAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAAn 
TGCTTTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGmAGTTTAAAAGnGTAGGTGATTAA^ 

>ncrb7655.seq 

ATGTCAATAGTATCTCAGATTGACCAnTCTGmcnGTCAmCTACmCAGAAACTAAATGACmCAAAnTGGGTATAGACAATAAAGAACT 

GGAAATmGATGCnGTATAAATGTCAGATAATTAAmCCAAAGGCGTATGTATTAAGTAAAAGTCTGTAAATATG li II i ICACT 

TGmGGAAGCTTTTGTOTGTATmCTGTTAATAGTACCTAAAATTGCAACTTCTAAACCCANNT 

>ncrb7656.seq 

AGGAGAAGAAGAAGGAGGAAANCNGCGGGGCCCCAAACCCTTAAGAAAAAGCGAAGGAAnTCGCAGAGCTGAAGATCAAGCGCCTGAGAAAGAAGTnG 

AAAGGCAAGGAGGAGGCmTCTATGAAAAAGCAAAGCACTATCACAAGGAATATAGGCAGANGGGCNGGAACTGAAATTCGAATGGCGAGGATGGCA^ 

ATGTACCTGCAGAACCCAAATTGGCGTNTG 



>ncrt)7657.seq 
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ATCTGTACmGmMCTGAAAAAMTGTAGAMTATATGTAMGMmMGACMGAGTACTGMTGGAT^^ 

GTnCTCTATATCCTCTCCCTCTACCTGTAACAAmTGTmCTACTGnAAnACAnGT^ 

ACTTGAAAAAGn 

>ncrb7658.seq 

TATGGCCGGGAGCTCAAATNACnGGGCATnACTGAATATCAACTACATGTATAAACTGAAAAAACA^ 
TTmGGAATATATGTAGTTTCAGATACAGTTCTGAmGTATAAAACCATGAAAAGCAGCACmGGA^ 
AACATAATGAAACCCCATCTCTACnAAGA 

>ncrb7659.seq 

TATGGCCGGGGAAACGTAAnGTACAAGCAGnAATCACCCACCATAGGGCATGAnAACAAAGCAACCTTTCCCTTCCCCCGAGTGAim 

CmGATGnCCAAAmAGAAAGCTTAAGGCGGCCTACAGAAAAAGGAAAAAAGGCCACAAAAGTTCCCTCTCACmCAGTM 

GAAATAAAAGAAACAAATGAAGTAAATAnGTGTTGTGCAGCAnAAAAAAAATCAAAATAAAAAn^^ 

>ncrfa7660.seq 

GCTAAACCTAGCCCCAAACCCACTCCACCnACTACCAGACAACCnAGCCAAACCATTOCCCAAATAAAGTATAGGCGATAGAAAnOAAAC 
AGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAAnAACTAGAA^^ 

CCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGGAGGCGACAAACCTACCGAGCCT 

AAGATAGAATCnAGTTCAACnTAAATnGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTO^ 

AGAGTA 

>ncrb7563.seq 

GGAACTCTGCTACAGACCAATAAAACTTCGGTCAAGnGCGAGCAAAAGGGATTAmGGTTCCCTGGTTGTGAAAATACATGAGATAAATC^ 
CnGCACAAGTTTCCTGGGCTGGACCGmCAACAGAGAGGC™TnGACmATGCTAGAAGATGAGGCnCTGGGATAGGCCCAGAAGTTC 
CCCTAGGCCCAGTGTGCCCCnCCGGTGTGAATGCCATCTTCGAGTGGTCCAGTGnCTGAmGGGTCTGGAGAAAGTGCCAAAGGATCnCCCCCTGAGAC^ 
GCAAAACAACAAAATAAGCGAAATCAMGATGGAGACmAAGAACCTGAAGAACCTTCACGCATTGAn^ 

>]nclb7665.seq 

a^cacaaiw.ggggngggcaantcgangnantntagcncactgccnntcctaaagctgaagnnaaagcgaaggctttaaaggcca^ 

caeaaaaagaagaagatccgcacgtcacccaccnccggcggcccgaagacactgcgactccggagacagcccaaatatcctcggaaga 

afsatgctatcatcaagntccgctgaccactgagtctgccatgaagaagatagaagacaacaacacacngtgntcangtggatgnaaa 

(^aagaagctgtatgacattgatgtggccaaggtcaacaccctgattcggcctgatggagagaagaaggcatatgntcgactggctcctga™ 

a|4ttgggatcatctaaactgagtgcag 

>pb7667.seq 

AAGTTGAGTAnAGAGAGCnGTCmCAAGGCAGGTTCGTGGGGCTTGAGGGGTAGGAGGGAGGAGAGTGGCCTmM 

GCfGTTGCAmCAGGGCTATGTTGGTCCmGTTTACCTCCTAAACCACAGCTGTnGTGmCACATATGn^ 

CTTTAGG 

>S)7668.seq 

(ftGAAAAnCCnGGAGATnCTCATGGTAATGGTAGGmAGCAnATATAAAAACAAnGAGTAGGATC 
TmATOnGTTTnGTCmATATAAAGAGGGTCTTGCTGTGTTGCCCAGGCTGGTCTTCGAACT^^ 
(^^ACGAGCAACTGCACCAGGCCCTTTnAGTACmGGACCATGAAATAAnCnTTTTAACAGCAA^ 
y^GAAATATCCATGGGGGAAAAAnAGAAGAAAC 

>fll)7669.seq 

atgagccctacaaacaactaacctggcactaatag™tgtcatccctc™ttaatnatcatcctagccctaagtctggcc 
>ncrb7671.seq 

ATATTAAGATTGAGTATCCCTAATCCGAAATCCAGAATGCTTCAAAATnGAAATTTmG 
TGGAnAGGGATACTTAACTGGTAAGTATATAATGCAAATATTCC 

>ncrb7672.seq 

GTTCCATGTGTOTACTTGAGTGAAAATTTACGGGCTACATAAATATGGCTGnGmGGAAAGAAAATGnGTGACATOGTATGCGCACAAGAC 

CTGTAAATACGAGAAAGGAAAAGAATGCnTOCTATGTTAGAAGACnAAAATCACATGAAGTGAnGCAGTCmCTGnGTOTTCCG 

GCI II n 1 1 IGTTTCATTGCCmCTACATAATTGGATAACCTTGTTAGTATCTGCAGAATGCCCTGAmGGAAATGTGTTAACCCTATGTGTCA^ 

ATAnGnnATGTGGAGTCnCCAATAAATGTATAnGTNT 

>ncrb7674.seq 

GGGnCCGGCGTGGCCATTnCGTTGGTGGTGnCAGnGTGGCGGTTGCTGGTCAGTAACAGCCAAGATGCTGCGGAATCTGCTGGCTCnCGTCAGAnGGG 
GCACTGCnCCCGCAGGCATmAAAAATAAAGTTCGGGAGAAGCAAAAAGTGTTGCAGGAGGATGATGAAAnCCACTGTATCTAAAGGGTGGGGTAGCTG 
AGCCACCATGATTCTTACAGTTGGTGGAACAGCATATGCCATATATGAGCTGGCTGTGGCTTCAmCCCAAGAAGCAGGAGTGACTTCAGTCATCCCAGCAATCGCn^ 
CATTCAGCTCTCTATGGACCAGTAATCTGATAAATAACCGAGCTGTTCmGGGGATCAATAnTATTGACnGTAGTAACTGCCAGCAATAA^ 

>ncrb7675.seq 

AmAAATAAAGGAAAmAGATTGGTCCmTCAAAATTCAAAAAAAAAAGCAACATCTTCATAGATGAATGAAACCCTO 

AAAAGCAAGTTTCAGTGAAGGTCACCTGGGCTGGTTGTGTGCACAATGTCATGTCTGTGAnGCCnCTOCAACAGAGATGGGAGCTGAGNGCTAGAG 

GTCAGCTACAAAmGAGGACAAGATAGCAAGGCAAACCCTAGATTGGGGTAGAGGGAAAAGGGTTCAACAAAGGCTGAACTGGATTCTTAACCAAGAM 

GNGCACCACTGTAGGGGAGGTTGTAGTGATGTGmmAGGAGGATnCTGTCTCCACGATGGNGGAAACAGTGGGGAACTAGTGGTGGAAAAAGGCGTM^ 

>ncrb7676.seq 

GAGTGAGAGGGGAGAGGAAATACTCAATCTGTGCCACTCAGTGCCnGAGCCTGCTTGCTCACTGGAGGAGTGCCAGAGGAAGGAATCAGCAAAATGAAGAGTGCmM 
AGGATTTTGGGAATGGGCTGTGGTTTGTGAATGAAAAATTTGCATCGAAGAGTCAAAATAGAGGAnCTGAAGAAAATGGGGTCmAAG^^^^ 
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GCCTACTmATCCTCAmAAMCGAnTCCAGnCAGGGCAGTAGTGACTCATCCGMGAAMTGGAGATGACAGTTCAGMGAG 
GAGAAAACAATGAAGAATCGAATG 

>ncrb7677.seq 

AGATAGGCAAAGCAATCAAGCACCAGGAAGTGmATGAGGAAACAACACCCAAGATGAAnATTTn 

GAnGAGAAGCACAACTGAAACCAGTAGCCGCTGGGGTGTTAATGGTAGCATTCTTCTTnGGCAATACAm^ 

TAGACATCTGCTGTOTCACCATAAGnTTGmAATnGCnCCTmAAATAAACCCATTGGTG^ 

>ncrb7678.seq 

CACCATGACCCTCnCCACGCTGACCTGTGCTCCCTCTCCAATCATCTTTCCTGTTCCAGAGAGGTGGGGCTGAGGTGTCTCCA^ 
ACnCTTCCTTCCCTAnAAAATTAGAAGCTG 

>ncrb7679.seq 

GGCGGCGTCGCCAGGAAGAGCGCGCGGGGACAGGGTGGCGCTGACCGAGGCGTGCAAAGACTCCAGAAnGGAGGCATGATGAAGAGTCTGCTGCTGTnGTGGGGCTGGT 

ACCTGGGAGAGTGGGCAGGTCCTGGGGGACCAGACGGTCTCAGACAATGAGCTCCAGGAAATGTCCAATCAGGGAAGTAAGTACGTCAATAAGGAM 

GT6AAACAGATAAAGACTGTCAT 



GTATCCCAAGATAAGCTCTGGAGTGTGTCCAGTTTGTTCTTCATAGGACGAAmTTAnTGCAGGTTGAGTTmATATGAAGTTGCA™ 
TTmCATATGTAnCTGTGGCATACTATTGnAAAATGAACTGTTGCTATTGTGAGATGGAnnAACTGAGCTAnAAGGGnTCmCGA^ 
nGCTTCTAnGmGGGCCnGTGGATAATGTAGAGATTTAAAAAGAAATCnGnGCTGAmGTCCATTTCmCCCTGCACmGTTACA 
TAATATGCAmAAAAAAATGCCATAACTAnAAACACCTTGmACAGACAGATGAAATAAATnATTCC 

>ncrb7683.seq 

CACCAAAATGCAGATmCGTGANAACCCmCGGGGAAGACCATCACCCTCGAGGnGAACCCTCGGATACGATAGAAAATGTAAAGGGCAAGATCCA 

cbTGATCAGCAGAGACTGATCmGCTGGCAAGCAGCTGGAAGATGGACGTACmGTCTGACTACAATAnCAAAAG 

TllBAAAAGGAAGAAGAAGTGnACACGACTGCCAAGA 

>|p37684.seq 

AWAACCCAAGTACGTmcmmAAATGACAAGTTTGGTGCmAAAATGAGGTACCACmTTAAAGCTAGCTGTGTC ! 1 1 1 iCTCCCAGAAAT 

apAnGCCAAAGACTATTCATCCCCATCnAAGmTACAAGGTGATGTAATCAGCnGTTGTAGTGATGCTGGGCAAATGGTGGTGAGGAGGTC^ 
AqiGAACTAATACACAGCnGAGCGmCCATGTGGTAATGnGGACACnACTAAAAAACmGGAAATGGAAAATAATG^^^ 
AlfiGTTTTGnCCACAAnTGTACTTAAAAGCGAAAGAAC 



AnCTACNGAACAAACAAAATAATOGCTACANnTATAGAGGnACCTrGGTTGnTGTCTTAATGTmTGCTCAAAAAATC^^ 
GmGCATmGGGAGACTGAGGCACAAGGATCGCTTGGGCCCAGGAGTTCGAGACCAGCCTGGGCAACATGGCAAAACGCTGTCTCTAGA^ 
(SGGCATACACCTGTAGTTGCAGCTACTCAGGAGGCTGAGGTGGGAGGATCAAnGAGCCCAGGAGGTCAAGGCTACAGTGAGCTGTGATCACAC 
(MACAGCAAGACCnGTCCC 



y^GTCCAGCGmGACATACCNACGTAGGCmCCTACAATACAGCCTCTAACAAAACTAGGCTGTCGCGAACGCCTGGT^^ 
Ai?^CACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACTTCGAGGGGnCGTGCTGTAAGACCTAAAGnCTTATGAGATTGTCC 
TpTTCCATGTGTGCTAAATGTGnCGTGACAGGATCAAGCGTGCTTTCCTTATCGAGGAGCAGAAAATGGTTG 

>ncrb7690.seq 

ACCATATNTCAGGTnAAATGCTOCAAGATnCTTTGTTGCTGAAAnCTGTCGnGNCCTGTGGCnATAAAAT^^ 
TTCGTTmAGTTGAAGTCAnGAGCCmCTnACnGAAAAGAAAATTAAGTACm 

>ncrb7692.seq 

GNAAACNAACTGGTGTGAGTCAAATGCCCCCTNAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAA^^^^ 
TTCTGTGTCAAACACCTCTGTATTTTnAGAACATCAArrGATArrAAAAATGAAAAGA™ 

>ncrb7694.seq 

ATTNGCNnCmCTCmCTGTCCCATGGATTCTGGCAATGCTATACATTCAAGCTGCTCTATGAACCTGGGTmANAATGGGGATGATGAGTAA 
AAGCATACAATGTACAGAAAGAAAAACATATmACTATATOGGCAACTGAGAnTGGGTGnGCGmTGAnGCAGCnAATATATCGCAn^ 

>ncrb7695.seq 

AGCANGCGCAACmGATATTCAAAAGTAGAGACAGGAGAAGAGCTGATCCCAAGAAATGAGGAGGGGCCAAAGGTGACTAnGTAACGGGGTAAAAnGAGAAATGCC 

GTGATTTCAAGCTACGAGCATACAGCAGGGCAACCAGAAAGATACATATTCCAnATTCAGGAGnGAGTGTCCCTTCTTGmTGCCA™mCTGGT^ 

mGCAGGGGAAAAGGAAAGAAAGACAAGTAGAAAAGAAAGGGAGGAAATAAGGCnCTCCAGnAAGAAAAmACTTCT^^^ 



GGAAGANGCGTGACGGAGAATTCCTGAGGTGTAmGCCTGAGGTTCCCTTATGTGGCCCTATAGCTGTTACTGAAGGAAGTAGCCTACGTCCACGCCTACAACTGAAGTCTCnGAC 
AAACACCTCACCCCTGCCTCCGGGATGAAAGGGGGTAACCTAGACCTGAATGGGCTTGACCATCTCACAACTGCTCGCGTGACGACCGCATTCGTGGCAGGTAAGAAGAnGC^ 
TCAACTCAAGAAAGCAGTAACTTCACTGTCmGTATmGAATTGCAACAACAACTTTGATATCAAGAATGAAGCAATGATATG^ 
TATCAAGTGATTGTATAAGGAGAAACAAGCTGTCACAGACCTG 

>ncrb7699.seq 

TCTCGATCTGCTGAGGTGATGATGGAGGCGGCnGGGGTCCCAAAGTGCTGGGAmCGGTCGTGAGCCACCGCGCCCGGCCTAATGTGTGCAmGTAAAATATATAT^^^ 
ATATAGTTTCCAC 



>ncrb7680.seq 



>jyb7686.seq 




>ncrb7696.seq 



>ncrb7703.seq 
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gatnccggctcatgcntgtmtcccagcacmgggagactcangcaggcaamtcacctgmggtcmggggttngagmcca^ 
taaaaatagaaaaa™gctgggcatggtggtgtgcacctngtaatcccagccactccggaggcgaggcaggagaatcggttgm 
tcgcgccactgtagtgcagcgtgggcgacagagcaagactctgtctc 

>ncrb7704.seq 

CAGTCACA™GNATGNTGACACGGATTNGAAAAATGNNTCACATAATACACTTmATAAATm 
CAAAAACCCTAGCGNCACTTGTAACGAmGTACTCmTGGATTTGTGTCTOCACCAmGCCTTGCll^ 

TATATGAAATGTACAAAAACCGTTAOTAACTGGAGAAGAGGGAAGGTGnGGCCCGACAnAGTGCCTGCCCACCGCTCTACnCTAACC^^ 
CACCGGACTGCAGCCCAAGTCTGGACCTGGCTGCAGTGGGCATAnACGGTATG 

>ncrt7706.seq 

AnGGCACATGGGTGGACACGGATCTGCTGGGCTCTGCCTTAAACACAGATTGCAGCTTCAACTmCTCTTOGTGnCTGTTTGA^ 
mCAmGAGGGTGnGGCTGCCTGTGGGGTTCGCCAGGTGGGCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGnTTGGGAGT^ 
TGGGAGAGATCCCTGCAGAACCCACCAAGCAGAACGTGGmGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGTOTGAAAATATAGACATTCTCACATAAGCC^^^ 
ATCAGCAmCCTCCTnACCmCAGTGCAGTncnnCACATOGGCTGnGGnCAAACTTTTGGGAGC 

>ncrb7711.seq 

GTTCTCCGACATCTACAAGATCCGGGAGATCGCGGACGGGTTGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAAGGTAACAnGATGACTCGCTCAnGGTC 
CCTCCGCTGAAGGCCCCGAGGGCGAAGGTACCGAAAGCAGAGTAATGACTGGTGTCGATAnGTCATGAACCATCACCTGCAGGAAACAAGmCACAAAAG 
ACATCAAAGATTAGATGAAATCAATCAAAGGGAAACTTGAAGAACAGAGAGCAGAAAGAGTAAAACCnmTGACAGGGGCTGCAGAACAAATCM 
ACTACCAGTTGmATTGGTGAAAACATGAATGCAGATGGCATGGnGGTGTAnGGACTACCGTGAGGATGGTGTGAGCGCAT^^^ 

>ncrb7713.seq 

CAAGAAAACAGTAnCTGCATCTGTGGCATTOTGTAGAGTTGCAGnGTGTACTGCTGAAAATGCAGGGnTTGTAAGAGTGTGATCmAGTGATGC 
TATTnAGCTATTTTAGTAGTATTTGnCAATAAATACGCAAGCTGTAAGGT 

>Ffdfb7715.seq 

dOCTCAGNAACGnGTGGATTGAGAGAGACACTACATGACTCCAAGTATATGAGAAAAGGACAGAGCTCTAAnGATAACTCTGTAGTTCAAAA 
GmCATGACATAnGAGATrrrTTmAATCAACTTnAAGATAGTGATGTTCTGTTCTAAACT 
/mAnAATGAGAAGGGAAAAAAGTATCmAACAGCTCmGTTGAAGCCTGTGGTAGGACAmATGTTOTM^ 
TiSAAAAATATTAAATGTATATATATmAAAATGCCTGAGGAAATACATmTCTTAATAM 

in 

>ncib7716.seq 

G.^CGGAGGCCTGTGGTACTGGGTGTGCGGTGGGCGTANCCAGGTGGTAGAGCGAGGTGGGTGCCTCGTCATGGGGTGGTCGGAGCGCGGnGCTCACCCAGGTACTCGCCCTC 
A^GCCGAGGGGCCATTGTGCTTATAAAAGGTGTGCCAGGCNNN 

>ncrb7717.seq 

Al^TGATGNAGTGnAAAACnCTCTAnGATAGCGAGGAATAAGGCAAGAATGGCTGTCACACTCnCTGCTCAnGTGn^ 
ApGATAAAGCTGGAAAGAAAAATAAAAAGTGTGAATTTTG 

>llSb7719.seq 

d<I^CTCTGTGTTCAmCAmCAGGGTCTrGGCTGCCTGTGGGCnCCCCAGGTGGCCTGGAGGTGGGCAAAGGGM^ 

CflGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGmGCGTGAGGCTGTAACTGAGAGAAAGAnCTGGG^ 

AMTAAGCCCAGTTCATCACCATnCCTCCmACCmCAGTGCAGTTTCTmCACATOGGCTGnGGTTCAAACT^ 

GpTCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAGGGCTCTOTCAGGGGCTCTAGGG^^ 

AijTTGTAAAATAG 

>ncrb7721.seq 

ATTGAmTTGTAnTTmACTTmGTAmAAmATAACCATCCCCTTACTGAAT 
AmGCAGAAAAGAACATAnGnGTCTCArmCCTCAAAGGnAGTAGnc™mATTTnCCT^^ 
TGAGAGGCCTAGTGAAAATTCAGAGACAGTTCTGGGGCAGGAGGCAGAmGACCCAnCCTATCCCTACCATTGTCTGn 
TATGTTGACTTCTCTGGGCCAGGCCCTGTGCCAGATACTGAGACCAAGGATGACATATATAGGAGGCTTCCAGCTCAGAATnCTGAATAT 

>ncrb7726.seq 

GGAGTAGGGAGGAAGGGAGAAAGTGAGAAGGGAAATCGGAAAGAGAAAAGGGAGGAAACGGCAGAGCCAGAGAGAAAGAGGAAGAGACTGAGTGTGAAGGAGAGAGGACACAG 

GGATGACTGAGAGAGAGAGAGAGAGAGAGAGAGAGAATGANACAGANACnAAGGAAGAI^CGCTGTGAGTCTGACAATAAAAGAmG 

AGAGAGGGAGA 

>ncrb7727.seq 

ATCCAAACAACAAAGTCTAATAmCGCCCACTAAGGCAATCACTnAnGACCCCTAGGCGCAGACCTCCTCATTCTAACCTGAATCGGAGGACAACCAGT^ 
CATTGGACAAGTAGGATCCGTACTATAGTTCACAACAATCCTAATCCTAATACGAACTATCTCCCTAATTGAAAACAAAATAGTCAAATG 

>ncrb7728.seq 

AGANCCNACCGCAGAATAAGnmTTCTCmGAAAGATAGAGAnAATACAACTAGnAAAAAATATAGTCAATAGGnACTAAGATAnG 
ATAGCTTAAGATTTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGA 

>ncrb7729.seq 

GGGATAACTAACTCCTAGGGATAACCAmCTATCCTGTTCCAAAGTCnATmATAGmGAAAAGCAGTnGGAGACAGUCTO 
GTGnCGTGClTTGTTTAATAAG 

>ncrb7732.seq 

TATGGCGGGGGAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCCGCCmGCGGT^ 

GTAAGmGTGmTGAATCACATGAAAGGATGGAATCmTGAACTTAATCCCTTCATTAACAGGAGAAATGGAAATACGTTCATATCGCCTCAG^^^ 

GAGAGGATCCGAGAAGGGTCTAAGGCTGTCCACGAGCTCAATAGGGAAGGCTGTGATGAGTACAGACmGCGAACGCTACGCCATGGmATG 
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ACnCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGC^^ 
CTTAT 

>ncrb7737.seq 

GGAAAACTGGAAGACAG^W^GTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAA™GAAGATAAAAACATACT^ 

AAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACnAGAAGAAAAnGG^ 

TAGAAAATGAAAAACAAGCTAAGACAAGTATTGGAGAAGTATAGAAGATAGAAAAATATAAAGCCAAAAAnGG^^ 

>ncrb7738.seq 

GATCCCNCNGGAGCCTCTGTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCnGCCATCCTGGCC 

ACmGTGmTGAATCACATGAAAGCATGGAATCTOTGAACnAATCCCnCAnAACAGGAGAAATGCAAATACCnCATATCCCCT^^ 

AGGATCCGAGAAGGCTCTAAGCCTGTGCAGGAGCTCAATAGGGAAGCCTG TGATG ACTACAGACnTGCGAACGCTACGCCATGGmATG 

TCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTGAT^ 

ATATACAATGCTTCTTT 

>ncrb7740.seq 

AAATCTCACTAAnAAATTTTmGGAnTATGTCACCAAGTTAATTCATTCCTTAATCTCTCCACACTCCTTTAAAA™ 
TTATAATGAATGAAAGTAAATCnCAGAAAAAGnTAnAAATCAnnTGTGGAATCTGATAAACTAATTGTAAAAn^^ 

>ncrb7745.seq 

AGAGACGGAAGNANAAAAATCCAGTGGGnCCAAAGTAAACGATTGAAGAGGAGAAGCAAGCAGGGGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTAC^^ 
TTGCCTTCnATmACnCTTTTAGCTGmAACmGTAAGATGCAAAGAGGTTGGATCAAGmAAATGACTGTGCTGCCC 

GCCTGCCmCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACnGCATGnGGTGAAGGAAGAAGTGGGGTGGAAGAAGTGGGGTGGGACGACAG 
AAAACCAAGCTGGCCCAAGGTGTCCTGCAGGCTGTAATGCAGTTTAATCAGAGTGCGAT 

>ncrb7746.seq 

dT^TAAATTAIGTAATGCAAAATTTTmAATCnCGCCTTAATACTTT^ 

T|gpAAGGCTTTTGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGCnACCTGTACACTGACTTGAGACCAGTTGAATAAAAGTGCACACC 
>Prt37747.seq 

y^iGAAGTCCCTTGCCATCCTAAAANCACCCCACnCTCTCTA^ 

Ai^TTTTmAATCnCGCCnAATACTnmATmGmTATmGAATGATGA 

Tji|CpTGGGAGTGGGTGGAGGCAGCCAGGGCTTACCTGTACACTGACnGAGACCAGnGAA 

>i&7748.seq 

GpgGCTAAGGTAAGAAGGTGCTTGTGGAAGACAAGTCTGTGGCnGGTGAGTCTGTGTGGCCAGCAGCCTCTGATCTGTGCAGGGT^^ 
TTCTCTAGAGGCTGGCAAGAACCAGTTGTmGTCTTGCGGGTCTGTCAGGGnGGAAAGTCCAAGCCGTAGGACCCAGTnCCm^ 
(^CTGTTACTTGCmGAGTTGGAAGCGGmGCAmACGCCTGTAAATGTATTCATTCTTAAmATGTAAGGT^ 
TfJSGTTnCTACTGnATGTGAGAACATTAGGCCCCAGCAACACGTCATTGTGTAAGGAAAAATAAAAGTC^ 

>^b7749.seq 

cf^ATCAAGCTGCAGGAGGAGGAGAGAGAAAGGAGAGACAATTATGTTCCTGAGGTCTCAGCCnGGATCAGGAGAnAnGAAG 

TflGACTTCGGCAGTCTGTCCAACCTTCAGGTCACTCAGCCTACAGTTGGGATGAAmCAAAACGCCTCGGGGACCTGTnGAATT^ 

Tp^GACAACAGA 

>ilb7750.seq 

GAATC™GTOAACmAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAAmAACTGmGTCCAAAGAGGAACAGCTC 
AAAAATrTAACACGCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCAACAGCCACTACCC 

>ncrb7752.seq 

TATGGCCGGGGGGACCNGACTCGGTCGGAGGTGCAGCAGTGGTACCAGCAGmCTCTACATGGGCTnGACGAAGCGAAATnGAAGATGACATCACCTATTGGCnA^ 
CGAAATGGACATGAATACTATGGCGATTACTACCAACGTCACTATGATGAAGACTCTGCAAnGGTCCCCGGAGCCCCTACGGCTnAGGCATGGAGCCAGCGTCAAC^^^ 
ACTAACCATGACTTGCCACACGCTGTACAAGAAGCAAATAGCGATTCTCnCATGTATCTCCTAATGGCnACACTACTTGGmCTGAnTGCTCT^ 
CmGTGTGATCAAAAAAGAAGAGTTAAAACAACACATGTAAATGCCTmGATAnTCATGGGAATGCCCCTCAm 

>ncrb7753.seq 

AAATCGCCTTGTAAATTNAACTGTTAGTCCAAAGCAGGANCAGNTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATTTAACA 
CAAnAAGAAAGCGnC 

>ncrb7754.seq 

GAGATGACCCCAGNAGAGCTGCAGAAGCGAGTAGGAGGAGGAATTTAACACCGGTCCACTCTCTGTGCTCACACAGTCAGTCAAGAACAATACCCAAGTGCTCATCA^ 
CAATAAGAAACTCCTGGGCCGCGTGAAGGCCTTCGATAGGCACTGCAACATGGTGCTGGAGAACGTGAAGGAGATGTGGACTGAGGTACCCAAGAGTGGCAAGGGCAAGAAGAAGT 
CCAAGCCAGTCAACAAAGACCGCTACATCTCCAAGATGnCCTGCGCGGGGACTCAGTCATGGTGGTCCTGGGGAAGCCGGTCATCGGCGGCAAGTAGGGGCCGGCTGTGTGnGA 
CAGAACTCACTCCTCTGTCCTATGAAGACCGCTGCCAnGGTGnGAGAATAATAAAGCTCTGTGTTTTTnCTAGC 

>ncrb7755,seq 

GAAGGAATTnCCGGTCTCTTCGGGTCCTTmCCTCTCTTCAGCGTGGGGCGCCCACAAmGCGGGCTCTCmCTGCTGCTCCCCAGCTCTCGGATACAGCCGAC 

TCGGAGACGTGAAAAGCCCTGCCGGCCTCCAGGTGCTCAACGATTACCTGGCGGACAAGAGCTACATCGAGGGGTATGTGCCATCACAAGCAGATGTGGCAGTATnGAAGCCGTGT 

CGAGGCCACGGCCTGGCGACTTGTGTCATGCCCTACGnGGTATAATCAGATGAAGTGmCGAAAAGGAAAAGGCGAGCCTGCCAGGAGTGAAGAAAGCm 

CTGCCGATGTGGAAGACACTACAGGAAGTGGAGCTACAGATAGTAAAGATGATGATGACAnGACCTCTTTGGATCTGATGATGAGGAGGAAAGTGAAGM 

A 



>ncrb7756.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page330 of 776 



TGGATNNGGAGAAACCCCGCCGGCTCNTMGACAAMTACTCTNGTATGNGAGCNANNNNATGNATGTGGNCCAnCTGGANNNTACnGNGCM^ 
ACACATATAATAAATCACCTGTTCCGCTGTTiTAGCTGAAGAATC 

>ncrib7757.seq 

GACAAACAGCCAAATCATGAGTGAACTCCCATTCACAATTGCnCAAAGAGAATAAAATACCTAGGAATCGAAC™ 
AGGATACAAACAAATGGAAGAGCATCC 

>ncrb7758.seq 

ATATGAGCTACCTAGTCAnGTCGTATCCATAGAAACAGAAAGAGACAGATGGTGGnGCTAGGTGCTAGGGGAAGAAAGTAGCAGGGACTO 
TCACTTTTGCAAGATACAGAAnCTGGGGACTAGTTTCACAACAGTATGAATGTACTTAACAATACTGAA 

>ncrb7759.seq 

ATGGCCGGGCTACCATCTTAATTAAGAAAGCAGTTGCTGTTCGAAAGCATCTTGAGAGGAACGGAAAGGATAAGGATGGTAAATTCCGTC^ 

mGGCTCGATAnATAAGACCAAGCGAGTCCTCCCTCGCAATTGGAAATATGAATCATCTACAGCCTCTGCCCTGGTCGCATAAATTTGTCTGTGT^ 

TAAT 

>ncrb7762.seq 

GTAGAGATGGGGGTCCCAnACGnGTTCAGGCTGGGGTCAAACTGCTGGGCTGAAGNGATGGnGTGCCTGAGCCTGCCAAAGNGCTGGGATOTA^^^ 
GCCAGGAGCTmACATAATCCTTmGACAAATTnCCCCCAAGAAAnAGAAAGTTnATAG 

>ncrb7763.seq 

GGGANCCCCAGGGTGCCCCTCTGTCAACACCCTTGACTCCTGTGmAGAGGGGTGGCCNGAAGGACCTTTTCTGCTGGGACAAGACACTGTACTGCCCTCTGCTGGGAAGGGG 

TTAATAAACAGACCCTGGCGCnGTGATGTAAATCCCCTTGTGGAGTATTTGCCCTCTGTGTGGCTGTGGGAAGTGGACATCTCTGAGCTTCAGm 

GTGGTATCTCCTTTGTTTGGTTTGGTGAAGATTAAATTCGATGCTCTATGTGCATAACA 

>ncrb7767.seq 

C^fleflEAAAGmTTnCTCAAATCCCTAAATnCTGATnCCAT^^ 

AfSCGnTCAGnGACTGTAnGCATACnmTGGTGAAGACmTTCTGTAAACACAAnGCCnGTTCAGTTnGnGTA^ 
TjiiATGTGTGTTTGATAAGAGTGATAAAATAAAAGCn 

>f8)7768.seq 

AmGAAGGAGAGCATTACAnGGTGGAATGCCTGCAmGGGTTTmACATAGAATGAACATGGCAGACGGTACAGAAAAGCCACGGA^ 

(^^GGGGGCCTCCACTGCCCTGTCCTGTmCACATrmCTAATAATGnGTCmAACAAGAAAATATCATCAAAACCAGCT^ 

GgAGTCTGAATCTAACGGCAGTGAGTGAGCCTGTTGAGGTGCCAGCCATCGTGGTGAAGTmGCACnGAAT^^ 

IS 

>|^7769.seq 

AGGGATGGTGmCCAGACnCTTCAATCGTGTGGnCCAGATTnCTGTGGATAGGAGATAGnCCTACGGTTAA^ 
>P)7770.seq 

C^GGCATTGAGGCAGCCAGCGCAGGGGCnCTGGTGAGGGGGCAGGCGGAGGTTGAGGAAACCGCAGATAAGTTTmT^^ 
T|¥AGTCAATAGGnACTAAGATATTGCnAGCGnAAGTTTTTAAC 

>ii^7771.seq 

(^CCCNATCCCAGnGGCAGTGCAGATCCGGCGGGGACGAGAAACACTGACCTOTATGTGACCCCTGAGGTCACAGAATGAATAGATC^ 
TlfCCTCClTGCCmCTGGCTGAGGnGTGAGGGCACCGAGACAGTGGGnAAA^ 
AflSAACACTTmATATAAAATAAAAmTACCTAGCAACATAmTAGTAAAAAATGAGGTGGGAGGGCT^ 
ACTTAGGGGAGATACTGGAGCTGACCATCCTGACCTCGTATTAAAGAAAATGAGCTG 

>ncrb7772.seq 

CACAGTGGnCACGCCTGTAATCGGCGGACnNAGGAGGCTGAGGTGGGTGGATCAGCTGAGGTCAGGAGTTCAAGACCAGGCTGGCCAACATGGT 
>ncrb7773.seq 

AGGACGAAACCATGAAGAGCCTGATCGnGTTGCCATCCTGGGCGCCTOGCGGTAGTAACmGTGTTATGAATCACATGAAAGCATGGAATCTTATGAACn^ 
GGAGAAATGGAAATACCTTCATATCCCCTCAGCAGAGATGGAGAGCTAAAGTGCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCGACGAGCTCAATAGGGAAGCCTO^ 
ACAGACmGCGAACGCTACGCCATGGnTATGGATAGAATGCTGCCTATAATGGCTACnCAGGAAGGGCGGAGGGACCAAATGAGACTGAGGGAAGAAAAAA^ 
GGAGGCTGGCACCTGATTTTGTATCCCCCTGTAGCAGCAnACTGAAATACATAGGCTTATATAGAATGCTTCmCGTGT^^^ 

>ncrb7774.seq 

GAAATCACTACGTCTGAAGGTTAAAAGTAAACmAGTCTAACATTGTGTCmmAGTTCATCTCCAACAAACTATGTGCCAAGC 

GACAGAACACCATGACAGGAAAGTTOGGnCTAGTGGAGAAGACAGACAAATTAAGCAACTGTAATCTGGTATAGTAAGTAGGAGGATACACAGGGATACAAAAA^ 

GTCnAGAAmTAGCATACAmGGTGAAAGAACTGATGGCTAAACTGAGACGTAAAAGATGAATGGGAAGTGACTTGGAAAAAGTGAGGGACTG 

ACAGGCAGTGGGAAAAAGCACA 

>ncrb7775.seq 

GTACCNNAACAGNAGNTATAGACCAATGGAACANAACAGAGCCCTCAGAAATAACACCACACATCTACAACCATCTGATCmGACAAACCTGAGAAAAACAAG^ 
TTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAGCCATATGTAGAAAGCTGAAACTGGATCCCnCCTTATACCTTATATAAAAAn^ 
AGACGTGAAACCATAAAAACCCTAGAAGAAAACCTAGGCAATACCATTCAGGACATAGGCATGGGCAAGGACTTCATGTGTAAAACACCAAAAGCAATGGGA^ 
CAAATGGGATCTAATTAACCTAAAGAGCnCTGCAGAGCAAAAGAAGCTACCATCAGATTGAACAGGCAGCCTACAGAATGGGAGAAA^ 

>ncrb7776.seq 

AGCCTGGGTAATATAGTGAGATCGTGTGTGTNTATAAAAAAAnAAAAATTAGTCAGTTGTAGTGACACACACGTGTAGTCCCAGCTACTCAGGAGGCTGAG 
GCCCAGAAGGTAAGGCTGCAGTGAGGTGTGAGTGTGCCAGTACACTCCAGCCTGAGTGAGAGAGA 



>ncrb7777.seq 
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GTGGTCAGGAGnGmCTGACCCACTGATCTCTACTACCACMGGAAMTAGTTTAGGAGAMCCAGCTmACTG^ 
CCTGTGCCAATAAAAGGrrrCTCC 

>ncrb7779.seq 

TCTCTNCAGAAmAATGTAACTCCAACCAAAATCTAAGCAGGACTGmGCAGATATAAACAAACCM 
TGAAAAAGAAGTGTATATTTGAAGAAATCACCAATCGCCCTACCTGATmAACACTTGCTATAAAGCT^^^ 
TGGAGTAGACTAGAGTCCAAAAATAGACCTACAACAAATATGGTCAATTGCmGATAGAGGTACAAAGAC^ 
CATCC 

>ncrb7780.seq 

CAGTGGCNGGAAGAACGGTCTCAGNAACTGTnGmCAACTGGCCATTTAAGTTOGTAGTAAAAGACTGGTTAATGATAACAATGCATCG 

TmGTGGACGACmGGmTCTTTmGCGTGTGGCAGTmAAGTTAmGTTmAAAAT 

TTAAAAAAGHAAATG 

>ncrb7783.seq 

AGGANCGTGGTAGGCTCACTnTAATGAAGNAATGGCCTTTAnAAAAAGTGAGTGAGTCTATATAGCTGATCAGT^^ 
TCGGACAGmATnGnGAGAGTGTGACCAAAAGmCATGmGCACCmCTAGTTGAAAATAAAGTGTATAT^ 

>ncrb7784.seq 

ATATGACGAAnCGTACAGATGATGAGTGCNNTATGAAGACGTACmCAACTCCTTmCGCCGCTCTAGAAGAATCAAAnGAATC 
>ncrb7787.seq 

CAAGAAAGGCAAACCAGNAGCTCAGAAAAAAGGTACATCGAGCAGTGGTCATTCGACAACGAAAGTCATAGCGTAGAAAAGATGGCGTGTTTCm 

ATAGTGAACAATAAAGGCGAGATGAAAGGTTCTGGCAmCAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGAnGCATCCAATGCTGGCAGGAnGCA 
GTATATTTG 

>fy^7788.seq 

C^IAATGCTATGGCCAGAACTGAAACTTAGAGmTAAmATGTAnAGGGTTCTCCAGAGGGACAGAATTAGTAGGATAW 

(pCCACAGnAGAAGGCGAAGTCGCACAATAGGCCGTCTGCAAGCTGGGnAGAGAGAAGCCAGTAGTGGCTCAGCCTGAGnCAAAAACCTCAAAACTGGGGM 

A^CAGCCnCAGTCTGTGGCCAAAGGCCCAAGAGCCCCTGGCAACCAACCCACTGGTGCAAGTCCTAGATTCCAAAGGCTGAAGAACCTGGAGTCTG^^ 

AS?IGGAAGAAAGCCAGAAGACTCAGCAAACAAGGTAGACAGTGTCTACCACCATAGTGGCCATACCAAAGAGGCTACCGATTCCT 

>{fc&)7792.seq 

Gl^CGACTCmGCGGTGGATCACTCGGGTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATGGACA^^ 
GpCCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTT 

>h1sfb7793.seq 

(^TnTGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGmGCCTGAGGCTGTAACTGAGAGAAAGAnCTG^ 
TpACATTCTCACATAAGCGCAGTTCATCACCAmCCTCCTTTACCTTTCAGTGCAGTnCTmCACATTAGGCTGm^ 
AijSfiTGGTCAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCTmGGAGAACCAGGGCTCTO^ 
Tg^GATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTG 

>i^7795.seq 

ASrCTCGTGCTGCGCATTCACTCTTGTAGAmGAGTmATCnGTGTCAmCCmCAGCCTAA^ 
A?|§TmGTnATCTAAAAATTTCmATnTACCTTAATmAGnAAAA^ 

^SiAGGGAGTGGCTGAAGGATAACnGAGCCCAGGAGTTTGAGACCAGCCTAGGCAAAATAGTGCAACCCCTGTCTCT 
>ncrb7795.seq 

CAGAGTGGCTCACACCTGTAATCCCAGTACTTTGGGAGGCCAAGGGAGGTGGAACACCTGAGGTCAGGAGITCGAGACCAGCCTGGTCAACATGGTG^ 

AACACAAAAAACAGCCGGGAGTGGTGGCGGGCGCCTGTGATCCCAGTTACTCAGGAGGCTGAGACAGGAGAATTGGCTGAACCCGGGAGGCAGAGGTTGCGGTA^ 

TGCCACTGCACACCAGTGTGAACAAGGGAGTGAGACTCCATCTC 

>ncrb7797.seq 

GATCCACCGTCTGGTACAACTGTCCTOGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATAATAAATmGACACT 
GC 

>ncrb7799.seq 

TATGGCC GGGGG TCATNAAGAnGCTAACCCAGTATGAAGCAAAACAAGAGTTAAnGCATGGACTGAGCTAATAGAGGACTGAACTGATTCTm 
GCTGATTCTTTTTGnGnCAGTGTCAAATTTmnCTCnGAGCTATnGTAGCCCTTAACAAn 

>ncrb7800.seq 

GGATTCCTGAAGCTGACAGCATTCGGGCCGAGTATGTCTCGCTCCGTGGGCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGGCTATCCAGCGTACTCCA^ 
GnTACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACnACT 
GTGGAGCATTCAGACnGTCTTTCAGCAAGGACTGGTCmCTATCTCnGTACTACAGTGAATTCACCCCCAGTGAAAAAGATGAGTATGCCTGCGGTGTGAA 
ACAGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTTTGAAGATGGCGCATnGGATTGGATGA 

>ncrb7801.seq 

ATGGCCGGGAAAGTCnAGAATGGAAAAAGTAAAGAAATATCAACTTCCAAGnGGCAAGTAACTCCCAATGAnTAGTnTTTTCCCCCCAGT^^ 
AAATATGAGCCACTGGGTGTACCANGTGCATTAAmGGGCAAGGAAAGTGTCATAAmGATACTGTATCTGTmCCTTCAAAGTATAGAGCT^ 
GGGGnGGTCTGGCCTACTGGGCTGACATTAACTACAATOTGGGAAATGCAAAAGTTGTTTGGATATGGTAGTGTGTGGTTCTCmTGGAATm 
AAAACTACTATAGAAACTGCAGAGCAAAGGAAGTGGCTTAACGATCCTGAAGGGATTTCnCTGATGGTAGCTmGTATTATGAAGTAAG 

>ncrb7802.seq 
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TCGGGATGNATGGGGMGGNCCCCGCTMCTMGCAGTGAGCMGMCCATCMTAmGGAGCCAGACnnATAnTMGAGm 
AGCTCACACCCTCnAAAGTGGGGGTATAATGCmACACTGGAAAATCTCAAATAGCTAAAAGATGTm 
CTGAGGCAGTCACAAGmAAAnCACCACTGTmCATGAATAmGTGACAmCTCCCGCAn^ 
AATTCCTCTCCTAGGmCTTCCCAGCCCTAGACAAGGAGGAAACAGCACAGAGGGGTTGGGAAGAGTAGTCTAGT^^ 

>ncrb7803.seq 

ATGGCCGGGCTGTCTCTTATTCATTGTOTGTTCTGGCACCTGGTACAGCTCTAAGTGACAAATATTCTATGAA^ 

AAGAACAnCAGACACTGAGGGTCTCTGTATGAAAAnAACATATAATCTCCCAAGTGCTTCTAGTGTW 

CTCTGAGGTTCATACCCAGmACATAACTGAGAACACTACCAATCTAAAGAnATGAAGATAATGCAGAATGATTm 

AGTCTCCTGAAATGAmAnCCCATGTCTGTCTCCnCAGTGCACTGTGAGCTACTCAAAAGCAGGAACCTTGTCT^ 

GC 

>ncrb7804.seq 

GGAGCAmCGCTCGCGAGAATCTTCTCTGTGGCGGAGACAGCCAGGTTGGCAGCTGACGGGACAGCCGGGGTCTATnTGTTGCGGGTm 
GGCGCGAAAACTTAAGGCATACAGAACGATGGAGTATATGGCAGAATCCACCGACCGCAGCCCTGGACACATCTTGTGCTGTGAGTGTGGTGTTCCGATAAGTCC^ 
TATnGTGTGGCGTGTTTGCGAAGTAAAGTGGAGATCAGCCAAGGTAnCCGAAACAAGTCTCGAnTCGTTCTGCAAACAATGTCAAAGGTATnTC^ 
AGTGTGCnTAGAATCCAGGGAACnCTTGCmGTGCTTGAAAAAAATCAAAGCCCCTCTGAGTAAGGTACGG 

>ncrb7805.seq 

CGCAGGNAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAAGACCTCTGTAmmAAAACATCAAnGATAnA^ 
>ncrb7806.seq 

AnCGCGGAAAGAAAATAAAGAGAAGAATGGGCNAAGAAGTAATCATGTAGnGAAGTCTGTGGATGCAGGTGmTGAAGATGGnAM 
GTCTGAAGATGnTTACTTTAAATAAATGTCTATTGTAATGGCTG 

>ncrb7811.seq 

d!%TTCCGTGGAGCTGTCGCCATGAAGGTNGAGCTGTGCAGTmAGCGGGTACAAGATCTAGCCGGGACACGGG^ 

WGGGAAATGGGAGTCGGCTnCCTTTCCAAGAGGAATCCTGGGCAGATAAACTGGACTGTCCTGTACAGAAGGAAGCACAAAAAGGGACAGTG^ 

a(^cgccgagcagtcaaattccagaggggcattactggtgcatctcttgctgatataatggccaagaggaatgagaaacctgaag™gaaagggtc 

c^sctaaggaagcaaaaaaggctaagcaagcatctaaaaagactgcaatggctgctgctaaggcacctacaaaggcagcaccnaagcaaa^ 

g1k;cccgagttgggngga 

>fijEb7812.seq 

GlfTCTTAGCGGTGGATCACCCGGCTCGTGCGTCGATGAAGAACGCAGCTAGGTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACnCGA^ 
d^GTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGT 

>hcrb7813.seq 

mGGCCGGGGAATTCGGTGTGGACATAGGGGCGGTGTGGnCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAAC^ 
AglCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCACCCTCTCACAGnCGGACmTCTCCCGTCTCmCTM 
Tjj^TCTCGGTGTTCTATnAmATTGTCTTCCTGTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTA^ 
CflfGAAGACCTCCCnCAGGTGCCGGGCGCAGGAAGTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTGAAACACCTCTGTAT^^ 

Aiy 

>te7816.seq 

C|§fGGGNGTCACCAAAAACTGGGAAGATGTACCANGAGACCAGGTCAAGCCCGACCAATACACTGAGGCCCTGGCCCAGAGGGACAAGATCTAAA^ 
A^ACATCAAGAATGCCTCAGATCAGTGGCCCAAGGACCTTCCAGAATGGATGAAATAGACCCAAAGCTGAATTCACCTAAT^ 

>ncrb7818.seq 

GAAmCGGTACACAAATAATTCAAAAGGAAAAAATGAAATAnAATGAGAAnGlTAGnCTGCTGGGATAA™ 
AATGGTAAGATGGTAACTGGCTGTGGTGCAATGAAGGAmACTTAAGCAAAAAAAAAATmCTTT^ 

CTCAAGTGTTCATCCTGCCTCAGCATCCCAAGGAGCTGGGACTACAGGTGTGCGCCACTGCACCCAGCCAACCTOGCACATmAAAAAATO 
ATGGNGGC™CACCTGTAATCTCACCACmGGGAGGGCGAGGTGGGTGAATCACnGAGGTCAGGAGnCAAGACCAGCGTGGCCAACATGACAAAACC 

>ncrb7819.seq 

TATGGCCGGGCAGCTCTCACAGTGAAGAGCCAAGNAAAACACMCACA^ 
ACCCTGTCAAAAmCAACAATGTTTmGTTTGmCATCGTTTnGTC^ 

>ncrb7820.seq 

CATAGGCCATAGCCT CmAC TATTCTATTGGAGTAGCCTCCCTAGGCAGTCCCTCTGAAGCCnGGAGTGCAGGTAAATGCTCATTCCCAAGTAGCAAAGAGACCATGGAGAA^ 
CGTGTAAAGAGATATATTmGTAAGAGGAATATGAnAATACATTCGGCGCCnGGAACCTGGCCATGCAAAGCAAGGGCACAGGG^^ 
CATCTGTAGGATnGGGCTGCCCCAGGCCCACCCAGGGGGCTCTGAATGTATTTTGTACCGTGmcmCCCCCAGGAGAATTmA 
GCCTCCCTTCTACTGGGAGGhrrGACTCTCTCTGGGAGAGTCTTGGTCGAAGACCTGGGTCAGTTGmGCTGGNGGTCCGCTGTGACCAGAA 

>ncrb7821.seq 

TNCGGGGGAAGnAAGTGGNACGAGAATGTAAGCAGGATNATGGAGGTTTGAAGATGCCGCAmGGAnGGATGAATTGCAAATTCTGCnGCTTGCTNTnAAT^^ 
TACACTOCACTnATGCACAAAATGTANGGGTATAATAATGTTAACATGGNCATGATCTTNmATAAnGTACTnGA^ 

>ncrb7822.seq 

TATGGCCGGGATAGACCNTGCCCAGCAAGATGGAAAGTTGCCTTTTGTTCCTCCGGAGGAAGAATnAnATGGGAGTTTCCAAGTATGG 

ATGTmGCAGAGGCATGCTCTCTACnAATAATCCGGATGGTGTG™CCGATGACGGTCTGGGGGCGGGAAAAAGC™CTGGGTCTGAAGACCACAGATGCAAG 

ACAGGCTGTGGGTmTGAGTGCAACAGGCTGGAACAAGCACAAGCCAnTGCAAGGnnATCGACGGCmTGACTGTGTATTAACATCTGAGAAAGCGTGAATCG 

AGAAGTCAACnCATCTGAAAGnCAGCTGTmGAAACTGCAATGCTGAAATGTTATGCAAATAATGAAGTTATCGCTTGCTCTA^^ 

ATC 
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>ncrb7823.seq 

CAMCACCAAGAGAGAGMCGCATTCGACTGCTTNAAMGnCCAGAMCMTTTGGGGTTAGGCAGAMTGGGA 

AGTGAnGGGAAGTGAAAGAGGAAATGGATmCCTCAGTTGATGAAGATGCGCTACTTGGAAGTATCATGA 

GCCmGACCGCATCACCACGAGGAGTGAGAAGCCACTGCGGAGCATCAAGCGCATCnCCACACTGTCACCACCACAGACG^^^ 

GANrrGTGTnGCCACnGATGCCATCCTGGCCACGCTGATGAGCTGTACCCGCTCAGTGTAnCCTGGGATATO^ 

CAACTCTGACTTTGA 

>ncrb7824.seq 

GmG CCAAGG GGAGGCATCAGTGTCCnGGCAGGCTGATnCTAGGTAGGAAATGTGGTAGCCTCACTmAATG^ 

ATCAGTTTTTTCACCTGGAAGCAmGTnCTACTnGATATGACTGTm 

TATAflTTTTCC 

>ncrb7825.seq 

CTCGGCCNTTTNTGGACCGGGGCAAGGGNGTCACCCAGAAAACTGGGNAAGTATGTACCATGGAGACCAGGTCAAGCCCGACCAA 

ATCTAAAAAAAATAATGCTGGGAAGTCCTAACCACATCAAGAATGCCTCAGATCAGTGGCCCAAGGACCnCCAGAAT^^ 

CCAAAANCCT 

>ncrb7827.seq 

GGTACTACGGGCACCCACCACCACGCCCGGCTAATTTTnGTACmTAGTAGAGATGAGGTnCTCCGTGTTAGCCAGGATGGTCTCCA^^^^ 
GGCCTCCCAAAGTGCTGGGATOCAGGCCTGAGCCATCGCGCCTGGCCCGGTCTGTTCTOTATAATGAACAAATnGAAGTAACTAAG 
GGCTAmGTTCAATTTTGGAAAATAAAAGATmCAACAAGTTCnAGCCAAAATTCTAnGCCAAAGm 
GGGGAAATACTnAGmmAAAAAATGCAGAGGTAAAATGTAGCTnTCTGAATGGCAAACTACATGAACTAATAna^ 

>ncrb7828.seq 

ATCGTNAAGCTGTTCAAAAATAACTCAGACCCAGTCTTGTGGATGGAAATGTAGTGCTCGAGTCACAnCTGCTTAAA 

>Wb7829.seq 

(^TOTAAACCTCAGCCCTGAGGCTCCAGCTNACTCTACCCCATCTCCnGCCGGGTCAGCCCTGACAAAGGTCAGCTAGCCCCTTGAGGACATCAGCm 
Ar^CAGCAGAACCACTGACAGAGCTAGAGGAGTCCAnGAGACCGTGGTCACCACCnCnCACCmGCAAGGCAGGAGGGCCGGAAGGATAGCCTC^ 
Gi^CTGGTOCCCAGCAGTTGCCCCATCTGCTCAAGGATGTGGGCTCTCnGATGAGAAGATGAAGAGCnGGATGTGAATCAGGACTCGGAGCTCAAGTO 
TI^TTGGGGAGCTGGCC 

>Rci7830.seq 

Gi^GGACTAGCGAGGAGGAGnGAGAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGATJnTAGGTCTTTCGTGGTCAGTAAA^^ 
AS^GAAGGAATGAAGGCCAGCTGAATGGTGAAACAAATACACCCAnGAAGGAAACCAGGCGGGTGATGCAGCCTGCCTGTGCCAGGAGTCTACCAA^ 
^AGAGGAAGTACmCTGGGGTCTTAGATACAGAACTACGATATAAGCCAGACnGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTC 
CCACTAAAAAGTCAAAGAAGCATAAAAAGCAC 

>®7834.seq 

ajgaanctgagcacgcctcnctgaaaattgcttggactgtcntgaactctgcacctccnccaggccatcn^^ 
c|^gccacttttcagaagataagagttcagtgaatgcaccta™taatctgtggccccagcagtataato 
gcp^tgagtgaaactaaattaatgagaagaatattaagttactgaag 
aisp)agnccatgccgctacactattmcgacatmcatagacctangaa^ 

>dpL7836.seq 

cSAACTGTnGmCAAnGGCCmAAGTTTAGTAGTAAAAGACTGGnAATGATAAGAATGCATCGTAAAACCTO^ 
TTTTGCGTGTGGCAGTTTTAAGTOnAGTTTTTAAATCAGT 

>ncrb7839.seq 

CnCTCTCnCCTCGGCGCTGCCTACGGAAGGTGGCAGCCATCTCCTTCTCGGCATCATGGCCGCCCTCAGACCCCTTGT^ 
ATCCGGCACCAGTCAGACCGATATGTCAAAAnAAGCGTAACTGGCGGAAACCCAGAGGCAnGACAACAGGGnCGTAGAAGAnCM 
ATGGAAGCAACAAAAAAACAAAGCACATGCTGCCCAGTGGCnCCGGAAGnCCTGGTCCACAACGTCAAGGAGCTTGGAAGTGC^^ 
TCGCTCACAATGmCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGTC^^ 

>ncrb7840.seq 

ATCCAACAATNAGAGNAATGAGATGAnnGCAnCAAAACAGAAGAGGAAAATATGTCimAGnAGAA^ 
AAAAAGTAGATGGAAAGTAATAAGAATATACATTAATGAACTAGGAAATAATACAATTATGGGATCAAGAATATAA^ 
AGGTOGGnCCAGATGAGCACACCAGGTATAAACTTCCAGAGTCTTAAGGCGTGGGCTCAGAGATGGGTACATCATTACmCAGm 
CAGAnCAGAnCATATACCCACTTCTCAATGGAAGGAGTGnGAAGAATnGGAGACCATGTmAAAACT^^ 

>ncrb7841seq 

ATTGTTAATCAAAATCTAAGTGTCATGATGTGCCnGTCACCAGGAAGTCTCAGTGCCAGGTAGTGGTGTGCCATGnGATGAGGGA 
CCAAAAGCTGACTTAGGATGGCATCACAGAGTGGCAGAAATGAGACCTNAGnAAGTCAnGAmATGTAAGTGAnGCTTGnGAATCATCCGTAGTCm 
GmCCTCCAAAGTAAAACAATGAGAGATACATAACAnAAGAAmGTATTGCAGAAATATAATGCACACATTGACTACAATCAAA^ 
TATTCATTAGGGAGCCAACAACAAAATCTTGAAAAAAATTAAAACCTGGTTCncnTACAGACTGGTTGTAGGCAGGAAATM 

>ncrb7842.seq 

GACNACGCTTnCATCTGTCCCGCTGCGTGTTTTCCTCTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAMTGGACCCCAACTGCTCCTGCTCGC 

CCGGCTCCTGCAAATGCAAAGAGTGCAAATGCAGCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCGCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAA 

GACAAGTGCAGCTGCTGTGCGTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGG 

>ncrb7843.seq 

GGGCCATGAGGGAGCnACACAAGAAAGATTCTCCGTGAATATAAAGTGAGTGACAAAACCTGGGAAAAGTCAGCTCTCTTAAAACATCAAATAG 
GAmCAATGAAAATGGGAGTAAmCAGCAAGAAGTCACATCmCCCAGCTTCGGAGAGCTCACACAGGAGAAAAAACCTTTGA^ 
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AGTCAMCCTCACTCMCATCAGAGMCACACACAGGAGAGMGCCCTATGMTGTACTGMTGTGGGAMGCCT^ 

AGGAGAAAAACCCTATGAATGTAAGCAATGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAG^ 

AAATCCTT 

>ncrt)7844.seq 

AmACATGAATGTATAATATCTATGTGAGCAGTAnGGCTGAGTCCAnAGCTCTGCAGnGGmAAT^^ 

TGTnGGTGCTAAnAATACATCAAAATATACTGGGGCTTCCTTmCAAATTAAGTGTGCAT^ 

ATGGAGTTCnACnGACTTGAATGTGCACCTGAGGGTGCTnGTGTAATATAnGTACACTACAGCATC™ 

>ncrt)7845.seq 

GGCAAATGCmCAAGAAGTAAGGNNAGAGCGNTmATNTGNAAACAGTANAGGGTTGGTCTNCANGGAGATA 

NAAATCTGGCTCTGnATATmnCCAGGAACACAGTATGTCTCTTCCCAATGmNAnCGGTnCTGGTTTCCCCACTm 

TTATGAnAnGAGTGTCCAATACTGTCCTCNAATAmCCACCAAGAAnATOTCGCTGCTCTCCTCAnCATGTOGTGnGC 

>ncrb7847.$eq 

ATGGCCGGGGAnCCCTCCAACCCTAGATCCTGTGAAACTATGATAATTCTGTGATAGCCCAGTGGAGAAAGCATAACAGAGGTGCCAnGGCCACnG 
GCGTGTAAAGTTCTGAAAGGGTAATAAACAGCATGGTAACAGACnGGAAGCTAATnATGCAGACAmCAAGCAGTTTACAGGTGCC™ 
TCCTTTAAAGGTGCAmGAAGCAAAGCAAAACATACCTTGTGmGCCAAAAGTAmGTGGGTACTCTCTAGGAAATTCTATTAGGA^ 
GAAAGTAAAACTGGTGACATAGTAGGAATAAGCAAAAAATACATAGACTGTAAAGAGAmCAITAATAATAnM 

>ncrb7848.seq 

ATGGCCGGGGA6GTACGAATAACAATGAAGTCTGTGTTTGATCTGATCGATACTTTCCAGTCCGGAATCAAAGATATGGAGAAGCAGAAGAAGGAGGGCA 

AAAAGCAGTCCCTGGAGAACTTCCTATCCAGGTTCCGGTGGAGGAGGAGGTTGCTNGGTGATCTCTGCTCCTAACGATGAAGACTGGGCCTATTCACAGCAGCTCTCTGCCC 

GGTCAGGCGTGCAATmGGTGTGCGCCACATAACCAnCTGAAGCmTAGGCGTTGGAGAGGAAGTTGGGGGAGTGTTAGAACTGTTCCCAATTA^ 

GAGAAGACGTACCAGCCCAmGGTGAAAGACAnCGTAACTATmCAAGTGAGCGCGGAGTACnGTGCATGCnCTAGTCGGAAAAGAGGGAAATGTC 

qCAATGT 

>f@b7850.seq 

GSGGTGTATGTGTGTACTCTGCACGTATATCTCnCTGTCnGAAGACCCTGlTAACmGTGAAATAACnCCACAm 

>|if|)7852.seq 

Gj'dGAGCCAAGMGACACAnCCTAGTTCCCCGTNAACnCCmGACTTAnGTCC^ 
TA{^GCATTTTmAAAGATGCCCTAAGTGnGAAGAAGAGTTTGCAAATGCAACAAAATAmAA™ 
ifeTTGCAATAAAAGGTATTGAGCCATnmAAATGACAmTTGATAAATOTGTTTGTACT^^ 
T|]JGTATATTAAAGCACCAAATTCATGTACAGCATGCATCACGGATCAATAGGCTGTACTTATTTTCC 

>Frcrb7854.seq 

Af^CACCNCAmAAGAGGCATTCmCTCATNTGCTGATGAmTCAACnGCTCACCAACTGAGnGCTGAATGGCTTGC 

Ci/feaTGCTGGAGAmGCAATAGCAGGAACCCACCGnGCAATAGCAGTGAGCCCTATAGGCTGGATGGACAAAGAAAGA^ 

Aifi|GAGCTGGAACCATGCTGGGCGTGTCCATGGTCAGCAGAAGGCAnGGAGGACACAAAGAAAATATGGGGTCTACnGA^^^ 

Tr^rrCCTAAGACCAGAGCTTACTGnGGCTGAACTCTGTAGGAATCCAGCTGATATGAGAAGTGGGGAAATG^ 

CSsHACAAGAAAGAACTCT 

>ferb7855.seq 

Tll^ATCTOGnAACTTrAAAmGCCCACAGTAACCCTCTAAATCCCCTTGTAAAmA^ 
AAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACGAATTAAGAAAGCGTTCAAGCTCAACACCCACTAGGT 

>ncrb7856.seq 

ATGGCCGGGGTTCTTTGCTGCGTCTACTGCGAGAATGAAGACTATTCTCAGCAATCAGACTGTCGACATTCCAGAAAATGTCG^^^ 

GGCCCCAGAGGAACCGTGCGGAGGGACTTCAATCACATCAATGTAGAACTCAGCCTTCnGGAAAGAAAAAAAAGAGGCTCCGGGnGAC^^ 

GCTACCGnCGGACTAmGTAGTCATGTACAGAACATGATCAAGGGTG™CAGTGGGGnGCG™CAAGATGAGGTCTGTGTATGCTCACT^^ 

GAATGGGTCTCnGnGAAATCCGAAATTTCnGGGTGAAAAATACATCCGCAGGGTTCGGATGANACCAGGTGTTGCTTGTTCAGTATCTC 

AAGG 

>ncrb7858.seq 

ATCATTCACTATTCCTAAAGGCCTAAAAATAACACTGGCCATATGAAAATCAAAACACAGAAATCTGCTGATAAAGCG^^^ 

TAAAGGTTTAGCAAGGATGGACATGGTGGTTCATGC™CAATCCCAGCACTnGGGAGGGTGAGGTGGGAGGATCGCTTGAGCCCAGGAGTTCGAGACGAGCCTCG^^ 
GAAACCCCGTGTCTACAAAAGATACAGTTGTGGTGGCACATGCCTGnCTCAAAATAGCAAAGCCCCATCTCTAT 

>ncrb7859.seq 

GGAAAMCGGnCGACAGTGAAATAACTnGGACACCATTGCGR^ 

ACTTTTTTAGCCTACGACACCCCAAAATCACATTAGGCACAGAAGGCTTTnGTAAAGAGCGTCATOGCnCTGAGAAA 



>ncrb7860.seq 

ATACmAGGAGCCATATGTGTmCACATTCAGAGmTGAATTCTAGGCTmTTGCCCCTAGGAAAAAGTCTmGT^^ 

CCCAAATCTGAAATTCAACACGTTAAAAACGTCTCTCAGTCACTCCTGnTTCCmTCCCAGTTAAAGGGATACCATTTACTCTGTCCCnAGGCTCCCA^^ 

ATGAGCTACTGTGCGCAGCGTAAATATAACnTTAAAAATAAAAATGAGGAAGAAAGGTCGmiACATACCmTGAmTATATAAAACGTCM 

AAAACGAAGACAGACTGAAGAGAAACATATGGCTAAGGCTGAGGCTAAGGCCTGGCTGAGnAGAAAGGACTAAAATAGGnACn^ 

>ncrb7861.seq 
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CAGGMGCCCAAMTCMGAGTGAGATGTAGMNGnGTA^ 

TCCTmCTTCACCCTCCCCTTTmCTTCTAnAATCAAGAGAAACnCAAAGn 

GCnCTTATTAATCATACAAACTCTCACCATGATGTGAAGAGTnCACAAATCCnCAAAATA^ 

>ncrb7864.seq 

CAGGAGCTTGAGGCTGCAGTGAGCTGTGAnGCACCACTGCACTCCCGCCCAGGAAACAGAGAGAGACCCTATCTC 
ATGCAAmGTACACTAGTACATGATCAGGCACATGATAACTGCTCGATAAATGGTAGCCTCAGTAAACmATAATGT^ 
AGAGCAmGAAAAGACTGATnGTATGATGGCTATnCCTACAGATACAAGACTGTACCTCCAGGGACTCAAGG 
CAGCACCGATT 

>ncrb7865.seq 

AnGAnGTCnATATTTNAAGTTAAGGTCCAAAAAAACTCCAGCTGTGAAAGCAACATAAATGG^ 
GCTAATGCCAACTCATCATGTGATAATTCAATTTGTACAATAAAnATGAACCC 

>ncrb7866.seq 

GGGTGCNGTCGCGAATCTGGTATGmGTACGTCTCCAGAGGCAGCTGAAAAAAACAGTGAGCATGGTGTAAGACAGAAACATTGCAACTTGATTCM 
CTAAGCATGTATmGGACTAAAAGGGAAACAAAAAAGAAAAGATGAnCTGGCTAAAGCGnGAAAGAATCAGCACTCnCGCGC 
TAmCAGTAACGTATGTCCGCTGGATCnACATTTTATTmCAnTGAATGCAGTTCTATTCTGTTGnAACATGGTTAG 
TGATCnCCTAGATAGAGTATAGTCCTCAGTGTCTTCCmGATAnGGTAAAnCATAnAAAAAAmCAAGTAGACTOT 

>ncrb7867.seq 

ACACAmGAAACTCAAAAATCACTGAGAAAAGCAGTAGACTTCCATAAATATnTATAGAGTAGAAAAAATAGGCCGGGCACAGTGGCTCAT^ 
CCGAGGAGGGTGGATCACGAGGTCAGGAGnCAGGACCAGCCCGGCCAAGATGGTGAAACCCCATCTCTACTAAAAATACAAAAACTAGCCAGGCGTGGT^ 
CCCAGCTAGTTGGGAGGCTGAGGCGGGGAAnGCnAAACCCTTAAATCCGGGAGGTGGAGGTTGCAGTGAGCCAGGnCGCACCAGTGCATTGCAGCCTGGG 
CTCTGTCT 

>ifgb7869.seq 

d@GCGNCTCAGCTTTCCTCCTCCmACCCTTTCAGATACAATCACGCCAGCCACGTTGTTTTGAAAATTTCTT^ 1 1 U i lA AACTTAAATAAATTG 

WAAAAT 

>IS}7871.seq 

qpAGTNmGGAGTCATCnCCmCATTmnCTCTAGGATGAAGACAACACCTAGCCAGGCATGGTGGCTCA 
dQtTGAGTCCAGGAGTTTGAGACCAGCCTGGGCAATGTGGCGAGACTCTGTCTGTAC 

>l^7872.seq 

qP"GCTCCTNACGATGAAGNCTGGNNCTATTCACAGCAGCNGTCTGCCCTCAGTGGNCAGGCGTGCTATmGNTCTGCGCCACATAACCGTTCTG^ 
GGAAGTTGGGGGAGTGTTAGAACTGnCCCAATTAATGGGAGCTCTGnGNTGG 

>i@D7873.seq 

Ai^CTGCAGGGAGGGAACTAmCTAAAATAAGAATTTCTAmAnAAAAGTTAGTGAAAGAATAATCCCCAACTO 

Tf^^GATATATAAAGAATTAATATGAATCAATAAGAGAATGATCCCACCCTGTCCnGGGGCCCGTGGAACACTGTGCTAG 

GiMCGCAGTCATCTCATTCGTATGAATGTATCCAAATGGAGCCTCCCCCTAGAAAGAGAGGGGGTAmGATTAAAGATGCA 

ASffiGTCCACTAGTAGCAGGTAACAAGTCCTGCTTGGATACTACTCTAAGTACAGGACACCCACTCAATGGAATAATATGGAGTCATC™ 

CM^TT 

>lilb7874.seq 

AnGAGCACATTAAGTCACTCTAAGNAGCCGAGNATAGCnCCTGAAACGTGTGAAGGAAAATGATCAGAAAAAGAAAGAAGCC^ 

AGCCTGCTCCACCCAGAGAAGCACACTnGTGAGAACCAATGGGAAGGAGCCTGAGCTGCTGGAACCTAnCCCTATGAATTCATGGCATAATAG 

CTNTGGGCTNCG 

>ncrb7877.seq 

GTGTCTACCATGTGTATGTATTCTTGACAAGCAGTATAAAATACCTGTGGNTTTTCmACAmGGGATAATGCCTAAG 
GGGAAGTNnTAAnGCCCATGANATGTATGNGACTTATACTATGCGCGAGAG 

>ncrb7879.seq 

TGA TGGCC CGGGGAATCNCTCCCnCGGTGTGGTGAGTAAGCGCAGnGTCGTCTCnGCGGTGCCGnGCTGGTTCTCACACCTmAGGTCTC 
CTCTnTTCGTTGGAGCCACTGAAGATCCTGGTGTCGCCATGGGCCGCCGCCCCGCCCGTTGTTACCGGTAnGTAAGAACAAGCCGTACCCAA^ 
CCTGATGCCAAGAnCGCATTnTGACCTGGGGCGGAAAAAGGCAAAAGTGGATGAGmCCGCTnGTGGCCACATG^^ 

>ncrb7880^eq 

ATGGACCGGGGANGTCCATCTCATCCCACCCTCTCACAGTTCGGTACTTnCTCCCCTCTCnTCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCG^^ 

ATrGTCTTCCTGTAAGACCTTGGGGTCAAGGGAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACGTCCCn^ 

GGGCGCAGGAACTGTGTGTGTCGTACACAATGGTG 

>ncrb7882.seq 

aactgcaagcaacagcattgcctatctggacgaagcagctggcaacctcaagaaggccctgctcatcca6ggctcgaatgacgtggagatccgggcagagggcaatagcaggttca 

cgtacactgccctgaaggatgggtgcaggaaacataccggtaagtggggcaagactg™tcgagtaccggtcacagaagacctcacgcctccccatcattgacattgcacccatgg 

acataggagggcccgagcaggaancggtgtggacatagggccggtctgcttcngtaaaaacctgaacccagaaacaagacaatccgnggaaacccaaaggacccaagtacm 

caatgtgagtgagtctaggactctggactgaatgggtgaggtgacctgatgtccattcatcgcacgctctcacagttgggagtntctcgcgtctgtnctaagagagc 

agactgcaaaataaaatctc 

>ncrb7884.seq 

AGGCGTGGTGGTGTAGTCCTGTAGTCCCAGCTACTGGGGAGGGTGAGGCAGGAGGATTGCTTGAGCCCAGGTGGTGGAGGCTGCAGTGAGCTGTGATTGTATCAGTGTACTGCAGC 
ATGAGTGACAGAGTAAGACCCTGTCTCA 
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>ncrb7886.seq 

AMGCCCAGCTGnATGCCAGATGGTCAGTnAMGATATCAGCCTGTCTGACTACAMGGAAMTATGTO 
TCAnGCmCAGTGATAGGGCAGAAGAAmAAGAAACTCAACTGCCAAGTGAnGGTGCnCTGTGGATTCT^^^ 
GGACCTGGGGGNACCCCCATTGGAACAnCCmGGTATCAGACCCGAAGCGCACCATTGCTCAGGATTATGGGGTCnAAAGGCT^^ 
CATTGATGATAAAG 

>ncrb7887.seq 

AACACTAATACATATAGAGAGCGGAACCATAACTCAnGAAmiGGAGAGGAATAAGCmGCGT^^ 
TATTTTG 

>ncrb7888.seq 

aggagacgtcgctttgaacgtgctataggaccttctcaaacacacaccatcagaattcaatattcacctgccagactggc™tcm 
gagtatactgtggagaggacttccaaatgtggttacctcagctatatcactgcccaacatcagaaaacctgacggctatganactatgcct^ 
tgtgcctagtagaacagcaagagcaa™ctactcgnctgggcagacc™tcgaaagtctggtacaactgtccnagactgato^ 
taataaaattttgacactgaaaaacattttattaataaaggaatattgacatgagc 

>ncrb7889.seq 

GTAGTAAAGCAnAGGAGGGTCATTCnGTNACAAAAGTGCCACTAAAACAGCCTCAGGAGAATAAATGACTTGGTmCTAAATCTCAGGm^ 
TTCTGATAGmGCAACTGTAAGGAGAAACCTACATATAGTTAAAATCGTGGTCTnCnGGTAAACAGAmTAAAT^^^ 
TTCTCTGAATAGCATATATATGATGCATGGGATAGGTGAmTGATTTmAGCAmCGACTOCATAATGAAAAGCA^ 
AAGCTAAnGTAGTTTTCATTATGNAAGTTTTCCCAATAAACCAGGTATTCTAT 

>ncrb7891.seq 

ATCATTGAAGncnAATGCTGACTCTACTATTGGGTTGTTAATAGTCTTCTCTTGACATGACTCnTATGCAACATAACATACAnTGGTA^ 
TGTnCCTCCAAGTmATTAACCTTTTAmAACTTACTGCmATmmCTCTmAAT^^ 
A?l^AATAmACTTCATTCAAGTGGAATAAATGGCTTTTTGTAGnACTTGCAGTmCCTGAAGAATAGAAAT^ 
QreW\TAAAGAATAGGATTATTCACTGGTAATAATAGAGTCATTAAGAAATAnAAGCAT^^ 

>|g'b7892.seq 

4lOT"TGATCAAnnCTTCCCACCTTGCNTTACAACCTCTAACnAAATGGGTAACCCTAAGGCCTATCA^ 
AJlHGCmAGCATCCnACTCTCACCTmATGAGAnGAGAGTGGACTOCATnCCTTT^ 
C^CAACCAATCmGGAAGCTGAAAACTGAATTTAAAGAATGCTATCnGGAAAATTGCATACCGTCTGTGCAATm 
AjgtAACnCAnGCTTAATATGAAAnACAAAGTnAGACTTGGAGGGAAATGGGCnnTAGAAGGAAACAAm^ 

>pq|b7895.seq 

aggnagagcaatgagacaaaagaagaaatgaagggcatccaaattggtaaagaggaagtcaaactgtcangm^ 

aagaaagctcctagaactgatgaaagaattcagcaaagattctggatacaagaatcagtagctcnccatacaccaacagcaaccaagtggaga^ 

a|1atagctgcaaaaaaaataaaatac™ggaatacacctaaccaagga6tcagaagacctctgcagggaaaactatc^^ 

m 

>npa)7897.seq 

QfftfTATATGTGCATGTATTTmAAATTAAAGATGTCTAGTTGCTrm 

TfgTACACCTATAAATCTCTAACAAGAGGCCCTnGAACTGCCnGTGTTCTGTGAGAAACAAATAm^ 

AfifiACTTACAATGCTGCTCAnGTTGTGAGTACTATGAGATTCAAATTmCTAACATATGGA^ 

Tl^ATGACTGGGCAAGAAGAAAGATGGGAAACTGAATAAAGCAGnGATCAGCATCAnGGAACATGGGGACGAGT^^ 

Tiu 

>ncrb7898.seq 

CTCCAGGCNGTCTACAAAATTGGTGGTATTGGTACTGTTCCTGTTGGCCGAGTGGAGACTGGTGTTCTCAAACCCGGTATGGTGGTCACCm 
TAAAATnGTCGAAATGCACCATGAAGCmGAGTGAAGCTCTTCCTGGGGACAATGTGGGCTTCAATGTCAAGAATGTGTCTGT^^ 
CAGCAAAAATGACCCACCAATGGAAGCAGCTGGGnCACTGCTCAGGTGATOTCCTGAACCATCCAGGCCAAATAAGCGCCGGCTATGCCCCTGTATTGGATO 
CATTGCATGCAAGTnGCTGAGCTGAAGGAAAAGATTGATCGCCGnCTGGTAAAAAGCTGGAAGATGGCCCTAAAncnGAAGTCTG^^^ 

>ncrb7899.seq 

GAGAAAGTAAAnGAAAGATATCCCATGTTCACGGAmGGAAGAAnAGTAnATTAAAATATCAGTACTACCCAAAGTGATGT^ 
CATTTTTCAC 

>ncrb7900.S8q 

AGANANTGGGGAAGCCGAGCCGGACTAAGAGCTGGTGCTGACnCCATCTGCTGATTCTCACATGAGGCCTAGCAGGGAGAAGCCTCTTGTCGAGGTTAGCTCAGGCCTGCTGAGTC 
CCTGCCCTCCTGAGCACGTnGGCAATGGCCTTGGCAGGGGGTGAAACAGCAGTAAGTGCAGnAGGAGCACCTAGC 

>ncrb7902.seq 

TCNGGCCCGGGGAGGGCACCCCGGTGTCncmAGTCAGAGTCCAGACAACCCCCNTCAGGGTTGTTTTCAGTAAANGCCCCTGGATGTTGATTTTCTGGAACNTGGM 

ANTCCCACTGATTGATnCTACACAGTGCTGGGTTCACAGGCCTGCCCTGGGGGGCTGGCTTACTCTGTGACATACTGAGGGTCAGGGCAmnCATTCAAAAAGAGGAA^ 

TTAGTmCTAmcnTATCTATGACTGTAGGTTTTGACCTCAGCTGTCATGGATATAAATATGTAAGTAGAATCTTTATGGT^^^ 

AnTAGnCAAATGTCAGATACTTAAGTTGAGATATGCnAAATTAATATNAmAATTGGGATAAGTCCTAAnGTATATT^ 

TGTAAAAAATGGACTCAGTA 

>ncrb7903.seq 

CAAAATGTGAnGTTGAAGTACAAAAGGAACTCTGAAAACCAGAACAAATnTAACAAAAGGACAACCACAGAGGGATATTAGTG^^^ 

TAAGAnGCCAGGTGCGTGGTGGTACTGTGATGCATTTCAAGTGGCAGTTnATCACGnTGAATCTACCATTCATAGCCAGATGTGTATCANGATGmCAC 

AAATTCTmCACTGTATmATATCACnATAATAAATCGGTGTATAATTTT 



>ncrb7905.seq 
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AGACATGGTTGGGMGACGTCACCAAMTTMCAAAACTGAGATATGnCCCAGTTGTAGMTOCTGm 
TGTATTTGnAATAAAATGATTAnC 

>ncrb7911.seq 

CnGATAAAACCCCCTCAAAAAACTGGGTATTAGAAGGAACNTACCTCAACGTAATAAAAGCCCTATATGAC^^ 
mCTCTAAGATCTGGAACAAGACAAGACTGCTCACmCCACCCCCGTOnCAACATGGTACCTG^^ 
AAGGAAGAAATCAAATTATCCTTGTnGCAGATGATATGGTCmCAmGGAAAAAACAAAAGACTTTATGAG 
TTmGTACAAAATCAACCTACAAAAATCAGTAGGATTTCCATATGACANT 

>ncrb7912.seq 

AnATGGAGATGAACCAATGGAmCAAAATCAACACCGATGAGATOTGACnCACTCAAGTCTGTTAATGGACAAATAGAAAGCCTC^^ 

CTAGAAACTGCAGAGACCTGAAATTCTGCCATCGTGAACTCAAGAGTGGAGAATACTGGGnGACCCTAACCAAGGATGCAAATTGGATGC^^ 

GGGGAAACATGCATAAGTGCCAATCCTnGAATGnCCACGGAAACACTGGTGGACAGATTCTAGTGCTGAGAAGAAACACGnTGGTnGGAGA^ 

TTAGCTACGGCAATCCTGAACTTCCTGAAGATGTCCnGATGTGCAGCTGGCATTCCTTCGACnCTCTCCAGCCGAGCTTCCGAGAACATCACA^^ 

TACAT 

>ncrb7914.seq 

ANTOCGGCCGGGGTGCGAAGGCAGGAGTTGAGAGTAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGAnTTTAGGTCmCGTGGTCAGTAAATTCC 
GAGCTnCCAGTGGAAGGAATGAAGGCCAGCTGAATGGTGAAACAAATACACCCATTGAAGGAAACCAGGCGGGTGATGCAGCTTGCCTCTGCCAGGA 
AGTGCAGAAGATAGAGGAAGTACmCTGGGGTC™GATACAGAAGTACGATATAAGCCAGACTTGAAAGAGGGCTCGAGAAAAAGTAGATGCGTATCTGT^^ 
GATGAAATTCCCACTAAAAAGTCAAAGAAGCATAAAAAGCACAAAANTT 

>ncrb7915.seq 

GGGGGGCAGGCAGGGGGGATGGAAAATAAGTAGAAACAAAAAAGCAGTGGCTAAGATGGTATAGGGACTGTCATACCAGTGAAGAATAAAAGGG 
ACAAGGTTGATCGACTTCAAGAAnGGTTGCmCAGGAAGAGAGATGTGmCAACAAGCCAACTAAAATAT^^ 

>fi€3:b7916.seq 

C^WTACCAAAATACCACTGCAAAGTAGTAACAAATATGAATAGAAATGGTGAAAAGAA^^ 
CHAAGCTGATGCAAATAATCACAACTGTATTTTGTTrCCnGAGCm 

A^GCnCCCAGAAATAAGGCATAAACATCTTGATTmCAAGAATGGTTTGAAGTTGTTAnAAATATG^ 

AHpVCGAGGTCAGGAGATCGAGACCATCCTGGCCAATATAGTGAAACCCCATCTCTACTAAAAATACAAAAAnAGCCAGGCATGGCG 

>rfel)7918.seq 

TilGGAAATGGAGACAGAATATACAAATAAGTCTTGCAAAAGTnTACTATAAAAAGGGGAGATATATGAACATGTGGTCA^ 

I^ATCTGTGAGGCTGATGAGAACGATCCAATAGAAAGGGAGAGATTGATGACGCAAAACTGAGAGA 

AffeGCCTiTCACAGAAGCAGGAAAGCnGTTCTGTGTAACAAnGGG 

>|ip)7919.seq 

CSiGCATGGGTATGTCCTGAATAACCTCAAGGAAAATAAACnCAAAAATrAAGATCCnGGCCAGGCACGGTGGG^^^ 
(^^AGTTGAGTCCAGGAGmGAGACCAGTCTGGGCAACATGGCGAAACTTCATCACTACCAM^ 

CfgSTGGCTGAGGTGAGAGGATAGCTTGAGCCCAGGAAATTGAGGCTGCAGTGAACTATGATTGCACTACTGTGCTCCAGCTTGGGCAACAG^ 
Ti^GGATTnAGGNAAGnGnAAAAGTCTTGAAACGATGnTGGGGGCATGTOGGGncmAATGnTAATO^ 

CPGGCAG 

>|^7920,seq 

GXTCGAAATAACAATGnAAGGAAACTCTOTCTCAGTCATGCATAAATATGCAGTGATATGGCAGAAGACACCAGAGCAGATGCAGAGAGC 
TAACATOCCnACTGTGGAGGAAGGAnGTAAAAAAAAATGCCTTTGAGACA^ 
GATAATGTTAAATnGTAAGTTTCAGGTGACATGTGAAACGTTTmAAGATT^ 
AAAAmAAGTGCGTGTGTAGAGnAAGAAGCTGTTGTACATTTATGATTTAATAAAATAATTCT 

>ncrb7921.seq 

GnGAACTAGAGTATTmGCAGCAnCCTTGTCATCAGAAACATGGTTAAAGnTAAAACTAGAAGCAGCAGAAAACTA 
CnGGGGAAATAAACATTAAAACTTAAAGCAATGTTTC 

>ncrb7924.seq 

CAGNGACAGNACACnGAGCAGACGCGTACAGCCAGACATCTTCGGGCTG 

CACnCAACGCTGGACGAAGTAAAGATOnGnGTOTTTTnnTTCTGTCTCTCTCTGTCnA^ 

GCAGGANTTTGGGAACTGAGCTGTGC 

>ncrb7925.seq 

GANCnCTCTGAAGTCTGGGANCTCTOGGnGGGAnCTCAACCNTTCTGACAnGCTCAATCATTGnGAGTCCTGCTCAAAACCnAGTGCAn^^ 

ACTGAnCAGCATACAAGGTAATCCCCATGGAGGGCAGTTCACTGGGCTCCTCAGCTGGGACATmACTGAAAATGTTGTTTGTAACCAGAAATGCAAnAGA^ 

TTOTAAGCAGCTCTAGCTTCAAAGTnATCCTAAAAACCTTTACTTACAAGATAAGAGAGAGGmAAAATTCTTGmGAAre 

CnTGGGAGGCCAAGGCGGGTGGATGATGTGATGTCAGGAGnCGGGACTAGCCTGGCGAACATGGTGAAACCGCGTGTCTACTAAAAATACAAAAATTATCCA 



>ncrb7928.seq 

TGCAGNAATGACATAGTGGATGATGACTAAAGTAGAAGnAGATOCTATGTmCCTCTAATTGACTCTATGGGAAAGCTGTGAAACGAn 

AGACAAnAGAGGAnTCTAAAATCTCTTnGAGTCAAAAAnCTATGCATCTGAGAGTTCCAGTTCCAGTAAGGCTAAGTAA^ 

AAACCCTGGACAAAATAGT 

>ncrb7929.seq 
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ATAGCANGCCAGCmGACCnCAAAGGCTAACCTGTCCTTGAAAAGTnGACTAGAA^ 
GGAAACAAAnAnCTCCCCTGAGAATTTITAACCAGAAGCnGCATCTAATATGGGCnAGGnCACATGT^ 
TTGCAGGGCCCAGTGCAAGATGACAATGTAGTCTTTAATnGACAAnAnAAGAAmCAAGACAGTGACAGC^^^ 
ATGTGACTGCACAGGTCACATACCCATGAAGTTGATCCTGTCTGTAAGCCACAAAATTAATGTAGAAATGGGn^^ 

>ncrb7930.seq 

taaaagtgtcgcctgggccctgggggcaaagacagtagataacttctctgtcgtgttctccagaagggcccaacaa™ 
tcatmgaaggtataatanacngtcaaagtgggatgatagaagatatgtgtggacataaangngtcaaggaaaaaaacta^ 

>ncrb7931.seq 

CGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACAAAATCAAGAGATCAAGACCATCCTGGCTAAC^^^ 

CAGAAAAAAATTAGCCGGGTATGGTGGCGGGCACCnGTAGTCCCAGCCACnGGGAGGCTGAGGCAGGAGAATGACATGGACCCAGGAAGCAGAGCnGCAGTGTGCAGAGA 
CACCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCTGT 

>ncrb7932.seq 

NAGCAGTACCTGGACGAGNANAnAimGCAGAGGATGATGGGGAGATGGTACCCAGAACGAGTCACACAGCAGCmTCTOGTGACACTAAAGATCGAGGCCCT 
CACAGATCTGGAGAAGTGGTGAAAAGGTCCCGTTTGTGCAGACATATTCCTTGAGAGCATnGAGAAACCCCCTCAGGTACAGACCCAGGCTCTTCGAGACm^ 
TGACCTGAAGAAGGAGAACnCAGCCTCAAGCTGCGCATGTACTTCCTGGAGGAGGGCATGCAACAGAAGTATGAGGCCAGCCGGGAGGACATGTACAAGCGGAACACT^ 
AGGnGAAGTGGAGAGCnGAAACGAGAACTCCAGGACAAGAAACAGCATCTGGATAAAACATGGGCTGATGTGGAGA^ 

>ncrb7933.seq 

CAATGGAACAGNAACAGNAAGCCTCAGAAATAACAGCACACATCTACCACCATnGATTTTnGACAAAGCT 

TTGGGAAAACTGGGTAGCCATATGTAGAAAGGTGAAACTGGATGCCnCCnATAGCTTATACAAAAAnAACTCAAGACAGATTCAAGACn 

CTAGAATAAAACCTTGGCAATACCAnCAGGACATAGGCATGGGGAAAGACnCCAAGACTAAAACACCAAAAGCAGCGGCAACTAAAGCCAAM 

TAAAGAGCTTCTGCACAGCAAAAGAAACTGTCATGAGAGTGAACAGGCACCCTACAGAATGGGAGAAAATTm 

>teb7934.seq 

Ai'^ANGAAAATACAAGTATGACAGCAGTGATnGCAniAGTGACmGGATGAAGTAACTGAAGAGGATGAAGACTCT^^^ 
T|£TGTTGATGAAGTTGGAGAGGAGGAAGATGNAGATAATGATTTAAAAGnGAG™GCACAAAGCAAAAATGACCATCCCACAGA 

>{fe>7936.seq 

AtfCTAGAANGAACAAAAACTTATCCCCACTCAAAAGGATGTACGTGAATGnCTOGCAGmATTTW 

T/^TAACTGTGGTGCACCCATACCATGGAATACTGnCAGCAATAAAATGGAATGAAATGACCTGAATGGATCTCAGGAGAAnATC^ 
TjpGGTGCnGCAGTGAGCTGAGATGGCGCCACTGCACTCCAGCCTGGGCAACAGAGAGAGACTCCATCACAN 

>fTfM)7937.seq 

AGGCTGGGTGGTTCAAGATTGAGTGGCCACATCTCGTTGGCnCTGGTGAGGGCCTGATGATGCATCATAACATGGCAGATAAGTGGAAGGGGA^ 
C|§GAGAGGCAGCCTCACnTACAGTCCACTCTGATGATAAATAATTCAGTCCTGTGAGAGTGAGAAmACCCCTAA^ 
Cg^AAGCTCCCAACATAGCTACAATGAGGACCATGCGTCCACATGAGTmGGTGGGGACAAACCATAGCAAAGTCCAAT™^ 
CfigCCAAGGAGAACAAAGACACAACATAGCAGAATOTCTGGGACACATnAAAGCAGTGTGTAGAGGGAAAmATAGCA 

>&|l)7939.seq 

AjyGCTGACGTGAGAGAATCGCnGAACCCGGGAGTTGGAGGTTGCAGTGAGCCGAGATTGCACCATTGCACTCCAGCTTGGGCAA 
>fiai37940.seq 

GAACCAGGAAGAAACTGAAATCGTGAACAATTCTATGAGnCTGAAATTGAACCAGTGACCAAAAGCCTACCAACCAGGAAAAGCCCT^ 

AGCTGTATAAGGAAGAGCTGCTACCATTCCTACAGAAAATAnCAAAAAAATTGAAGAGGAGAGACnCTCTCCAGCTCATTC^^ 

AGAGATACAACAAAAAACAAATCTTCAGGCCAATATCCnGATGAACATAGATGCAAAAATCCTT 

>ncrb7941.seq 

CAAGCAGGAGCAGGTCTCTCTGCATCTGnCTCTGAGGAACTCAAGmGGTTGCCAGAAAAATGTGCnGATTCCCGCCTGGTTAA^ 
CCTGTGATGGCGAGACAAATGATCCTTAAAGAAGGTGTGGGGTCmCCCAACCTGAGGATTTCTGAAAGGTTCACAGGnCAATAnTAAT^ 
ACTGTCAGCAAAAACCTOGGAGAAAACTTAAAAATATATGAATACATGCGCAATAGACAGCTAGAGACACACATTCTGnGACAAGGGAAAA 
CACAACAGAACATGCAGTACTAAAGCAATATAmGTGATTCCGCATGTAATTCnCAATGTTAAAGAGTGCAGTCCTCTnCGAM 

>ncrb7943.seq 

ATTCCTAACCTCnCTGCTATAAmAATATTTTTAAACACnAAGTTAATCACTTGGCACTGCATGTAmnCACG 
GACCTGTCAGTGAAATCATGGAGAAACCAAATAGCACTATAAATTTAAG 

>ncrb7944.seq 

GAGACAGCCTGACCGTCATGGCGAAACCCCGTCTATACTAAAAATACAAAAAATAGCCAGGCATGGTGGCGCACGCCTGTGGTCCCAGCTACTTGGGAGGCTGAGGCATG^^^ 
CnGAACCCGGGAAGTGAAGGTTGCCGTGAGCTGAGATCACACCACTGCCATAAACATGACAGGCTmGGACmGTATTACCTGTATGmTATAATGGATCATG 
GAGAATAAAATGAGAAnGATATATACGnCATCmCAAGTCAGAGCAATGAGTTGGGAAAAGAGGTGGCATTTCTGATCGGATAATGGAATACTCTCAm 
TCTACTCAGATCATAGTG 

>ncrb7945.seq 

CTAGAGGCCAAGGCnAAACAGGCATCTCTACCAGCCCCACTGTCTCTAACCACTCCTGGGCTAAGGAGTAACCTCCCTCATCTCTAACTGCCCCCACGGGGCCAGGGCCACCCCAG 
AACnnAACTCnCCAGGACAGGGAGCnCGGGCCCCCACTCTGTCTCCTGCCCCCGGGGGCCTGTGGCTAAGTAAACCATACCTAACCTACCCCAGTGTGGGGTGTG^ 

AATGTAACCCACACCCAGCGTAGGGGGGAGTCTGAGCCGGGGAGGGCTCCCGAGTCTCTGCCnCAGCTCCCAAAGTGGGGGGGGGGGCCCCCmCACGTGGGACCCACTTTCC 
CATGCTGGATGGGCAGAANACAnGCTTAnNGGAGACAAAnAAAAACAAAAACAACTNTC 

>ncrb7946.seq 
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CATCATTmNTCTATGTAGTATTnGnniCCAMGTTCTTACMnTCTGACTCCMGATGGCA^ 
AGCCATmGACTCAACTGTCTAATGTAAATGTCATTTCAATCAGAAAACCAGCCATCAACTGTCAAA^ 
GAGACnCAGGGTmACTGnGTCCACAGnCTGAGTCCCAGGACTGGTnCCnACTCGGTATTCTCCCATGGAAA^ 
AATATGTCTACAGnACCTTTCT 

>ncrb7947.seq 

AGCCTGGCCAACATGGTGAAACCCCGTCTGTAGTAAAAATAGAAAACTTAGCGAGGCATGGTGGTGGGCGCCTG^^^ 
ACCTGGGAGGTGGAGGTTGCAGTGAGCCGAGAnGTGCCGCTGACTTCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAC 

>ncrb7948.seq 

GTACTGAATATGAATAAAGGTGGTAAATTGGAAATGGTGTAATCGAAAACATmACnGGmATGAAGATTOCGT^ 
TGTmGmGTGCmCATGAAACACCmCAAAACAACTCAATGGGTAATAATAGAATGTGATTnA^ 
TCAGGATGAGTGATACACATATACTTCTGAATTATmGTGnGATTGAAATGGmcnAAGCTTTnAATACTATA^^ 
TCTCCTAnGTCTTACTATOGAGGAAGAAGTGTTGGGAmATGGGGnAAGGGTCTTGGAGTATTCACAATTT^ 

>ncrb7949.seq 

AAAAGCAAACATTTAAmNGCmAATTGCCCCTTGGCACGTACTAAmCCAGTGAGTTGGCTGTAGnTAGACTAAATGGA^ 

AAACCTAAAGACTCAGCATCTGGCTTAATCTACTClTTAGTTATGTTGGCATTCnCAGTGGCATACAAAGTTAAGATGAGm 

TTmAATGCCACTTnTTGAAACGCTAmAAAATGTnCTCimCCAGGATGGAGTCTATCTO 

CTATAmCTAGCAAAAnnAAGCCAAAATCTACCAGnATAGTCACTCCAGAAACATTTAGTGGGGGTCAACTATANGGTCAAGTTTCTC 
>ncrb7950,seq 

GTGGATGGAGGCnGTCTATCGCTGACAGTACCAAACGAnCCCTGGTTATGATTCTGAAAGCAAGGAATTTAATGCAGAAGTACATCGGAAGCA 
AmCATGCGCTACTTAATGGAAGAAGATGAAGATGCTTACAAGAAACAGnCTCTCAATACATAAAGAACAGCGTAACTCCAGAGATGGAGGAGATGTAT^ 
ATACGAGAGAATCGAGTCTATGAAAAGAAGCCCAAGAAAGAAGTTAAAAAGAAGAGGTGGAAGCGTCCCAAAATGTCCCTTGCTCAGAAGAAGGAT^ 
GGTTCCTCAGAGGTCAGGAGGGGGGTGCTGAGAGGTAAAGCCAGGAATnTGTATGATTTTnCAGATATAGATA^^ 

>pefb7951.seq 

CSGATAAATGGGCAAAACTCGGTGATTGAATAGGAAGGAGTGAAGGAAGGAACAAGGATAGTTCnCCTCACGGATGTCAGAA 

mA^GTTTGGnGGCTTCAmGTGTTTGTrGCCTTTAAATGAAGTGAGGTGGTCATCCTGCTAGGAACTGAC 

TI^TCTACTCTTGACTTGTGCnTGAGnTCCAGTGCNN 

>!TCfb7952.seq 

GA^AAGAGTGAAGGGCACGAGCATCGGCCATGCCTnGTTGGACATCCAGAAAAGGnGGGCCnAACATAGATCGATGGTTGACAATC^ 
QSGTCGATGCCATGCTmGAAAAAGAATGGATAGAATGTGCAGATGGAATGGGmiACTCGGGCAGAGAAAGAGTGCAAGATAGAAW 
(S^GAAAACGATGAGACGTGCAGGTACCATCAGGAAGCAGCGGGATAAGCTGATAAAGGAAGGAAAGTACACCCCTCCACCTCACCACA^^ 
Atl^GCAGCTGCTGATATGTGGAGGCTGATmCCTGnCTCTGTTCTGCACTGGAAAGGnGmACGAGAA^^ 

>«b7953.seq 

(ifGGTGGCGCGCACCTGTAATCCCAGCTACTGGGGAGGCTGAGGTTGGAGAACTGCnGAACCTGGGAGGAAGAGGnGCAGTGAGCG^^ 
Gi|fTGACAGAGCGAGACTCCGTCTCAACA 

>!iK^i)7954,seq 

AkfAGTGGGATACTACAACATGACACTGACAGTATTAGGCAGATCATTGAGACATACAACTAACAAAA^ 
Ci^AACTCTGCATCCAAAAATAACAGAATATAAATOTTCTCATCTGCACATAGCACATACTCTAAAGTCAA^ 
Afg^TACCAAACATACTCTOGACTACAGTGCAATAAACAATCAACACTAAGAAAAnGCnACAACTATGCAAnACTTC 
ATGAAAnAAGGCAAACATCGAGTAAnCmGAAACTAAACTCTAGTATCCCAGAGATACCAGAATCTCTGGGACA 

>ncrb7955.seq 

TCCTGCAGGTGAACCTGGACGCCGAGGTGGATGCCACACTCAAGTCCCTCAACAACGAGAnGAGAGCATCCGCAGCCCCGAGGGCTCCCGCAAGAACCCTGCTCGCACCTC 
GACCTGAAACTCTGCCACCCTGAGTGGAAGAGTGGAGACTACTGGATTGACCCCAACCAAGGCTGCACCnGGACGCGATGAAGGTmCTGCAAC 
GTCTACCCCAATCNGGCAAACGnCCCAAGAAGAACTGGTGGAGCAGCAAGAGCAAGGAGAAGAAACACATCTGGmGGAGAAACCATCAATGGTGGCTO 
GATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCnCCTACGCCTGCTGTCCACGGAAGGGTCCCAGAACATCACCTACCACTGCAAGA^ 

>ncrb7956.seq 

ATTAATAAmGCTTAAATTGCnnGGCTCTTmAATGnGATGTGAAAATTmA 
TCAAGAAGTAAAACCACAAGAATGTGGAGAACTAGATAATGAATTAC 

>ncrb7959.seq 

GTCCGAGGCTCATGTGTCATTCTGGCACTACAmGCTTAAATTGCTATTTTGGCAACAGCACAGAAAAGTAATATTmA^ 

ACAGAAGCACAACTCCCAACCCAAGCCnAGGAAAAGCCCTCnCCATCGTTACAGTGCTCAGTGAATAnAATnAGnCTGCTTAAGTGGTTG 

AATAAATAAACCnGCATGACAAACCTGCAAAATATmATCAGCTGmTTGGAAAGTGATTTTAAGCAAnGCTTC 

ATGAGGAACGAGTTGACATGCTGGGTTGTGACTGGCAGCTTTAGCAGCGTCGGTACTGAAGCCACACCAGTGTCCGGATGGAAGTCTGCATCTGAGGTTGCTGAGTGT 
>ncrt)7960.seq 

CTGAGGCGGGTGGATCACCTGAGCCGGAGTTCGTGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTTCTAAAAAATACAAAAATOGCCGGGCGTGGTGGTGCATC 

CCCAGCTACTCGAGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGTGGAGGTTGCAGAGAGCCAAGATnCGCCACTACACTTCAGCCTGGGTGACAGGGCGAGACTCGATC 
TCAAAAAC 

>ncrb7961.seq 

CGCATTGAAAACATTGATCACCTGGGnTCmATTTATCGACTGTGTCATGACAAGGAAAC™CAAACTGCAACGCAGAAGAAACTATTAM 

nGmCGCAATTCG GCATTTT GAAAACAAATnGCCGTGGAAACnTAATTTGTTCTrGAACAGTCAAGAAAAACATO 

TmGTGCAGTGATTATTTTnAAAGTCTTCmCATGTAAGTAGCAAACAGGGCmACTATGTmCATCTGAT^ 
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>ncrb7962.seq 

CGGANGTCAGGGACMGNATGGTGCCACCGGTGCAGGTCTCTCCGCTCATCMGCTCGGCCGCTACTCCGCCCTGTTCCTCGGTGTG^^ 

AAAACCTCGGGCAGAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAGCGGATTGCCAGAGAATO 

CCCTGCGACCCACTCTTTGGACCAGCAGCGGATGAATAAAGCnCCTGTGTTGTGTGA 

>ncrb7964.seq 

CATAACACAGCAAGNACGAGNAAGACCCTATGGAGCTTTAAmATTAATGCAAACAGTACCT^^ 
ACCTCGGAGCAGAACCCAACCTCCGAGCAGTACATGCTAAGACTTCACCAGTCAAAGCGAACTACTATACTCAATTGATCCM^ 
CAGCGCAATCCTAnCTAGAGTCCATATCAACAATAGGGmACGACCTCGATGnGGATCAGGACATCCCAATGGTGCA^ 
TACGTGATCTGAGTTCAGAGCGGAGTAATCCAGGTCGGTnCTATCTACnCAAATTCCTCGCTGTACGAAAG^^ 

>ncrb7965.seq 

TGAGAAATrCTAGCACATGATCnACTGA^GAGAGTGGCAATAAAGCATTTATAGTCG 

ATTATGATACTATATTTmCTGTACCTTTmATGmAGATACCCAAATACTTCCGTTCTGnACAGnGGCTTCAGT^^ 

AATAGGCTATOTACGATATAGCCTAGGTGTCTAGTAGACTATACCATGTAGGmGTGTAAGTACACTCTATGATGnCACACA^ 

ATCCTTGTCAnAAGCACACGTGAGTATAmAAAAATAATGmCCAmGAGAGTGTGTAAAACTACATTAGTTT^ 

>ncrb7966.seq 

AAGAGGAGATGGGAAGCAAAATCAGnGTATGAATGGAGnCGCATGmCTTCTACCATCCTGCCTCTCTAnAATGGGTTAATAGTTCACTGAG^^^ 
CCAGCATTTTGAGAGGCTGAGGCGGGAGTATTGCnGAGGCCAGTTCGAGACCAGCATGGGCAACATAGCGGGATCCTGTCTCTACAG 

>ncrb7967.seq 

AGAAGATCCCTTGCAATGACTCTAAAATCACCAGTGCTGmGGGGACCCCTGGGGGAGTGCATCATCGCTGGCCATGAGAGTGGAGAGCTCAACCAGTATAGTGCCAAGTCTC 
AGGTGTTGGTGAATGnAAGGAGCACTCCCGGCAGATCAACGAGATCCAGnATCCAGGGAGATGACCATGmGTGACCGCGTCCAAGGACAACACAGCCAAGGT^ 
AACTCTTGAACATCAGAAGACnTCCGGACAGAACGTCCTGTCAACTCAGCTGCCCTCTCCCCCAACTATGACCATGTGGTCCTGGGGGGTGGTCAGGAAGCCATGGATGTAAC 
ApCTCCACCAGGATTGGCAAGmGAGGCGAGGTTCnCCATTTGGGCmGAAGAAGAGmGGGAAGAGTGAAGGGTCACTm 

>ipb7968.seq 

A|^GACAGACAGAATGGACTGmGTGGCAATAAGATACCAAATOTAA^ 

>^Sb7969.seq 

CpCCGCCTTAGTGCTGAAATATGTAGTACATGAATATGGCTTGmAATTACAGAAAATTCCAAAACTTGTACTAT^^ 

TGGACAGCAGATGAATGAGCGGTAGCTTOGmGTACATAGGTACAGTTGGAGGACTATATGTACTCTGTGGACTACmGGACAG 

AOTGAGTTGTAATATAnTNGGGGAATCAGCTCACTACAAATTGTGACTGTAAACAnGTACTGTAAATGTmG 

>iiG|D7970.seq 

CXGTOGCAGTGGAAGGAGAGTCAGAAGAGAAGTGGAAACAACTTGGTGAACTTGCCATOGTAAATGTCAGmGGCCTAGC 

GCCTGCTGCTTTTGGCCACTGCCTCTGGAAATGCTAATATGGTGAACAAGCTAGCAGAGGGTGCGGAGAGAGATGGCAAAAATM^ 

G@rGATGCCTGCGTAGAGCTCnAAnAGAACTGGACGGCTGCCAGAAGCTGCCncnGGCGCGAACTTACnACCCAGTCAGGm 

Ci:|TCAAAAGTCAATCAGAAAGCAGCAGAATCCCTTGCTGACCCAACAGAGTATGAAAACCTGnCCCTGGAnAAAA 

Tg^TCTGTGGCCAG 

>^ib7971.seq 

CPANCAGCAAGNAGTAnGTCnCAGnACAAATGAGAA™CCCTGCTCAAACAAGAGATCTC^^ 

CpTTAGCCAGACACAGGTTAGCTAnCATCTCAATCACAAGTTnGTCAGnGTTAGTCmCAGAAAGCTATGC 

WGCCTCTCGGGCTCAGAAmGCCAGACTCTAGCCCGACCCAGAATOTAmCTATGCATTCnCCCAAAATGTTCAGA 

GCCTGCTGTCCAGTCATCATCnnGCATCCTCTACTCAnGTCAGACATTACAAAATAACATAACTTCCCCTGACCCAAAGTCm 

ATCTTC 

>ncrb7972.seq 

GTCTCAGAAAAACCCCCGTmAimATGGCCCGGGAAACnCCGTAAAAGmCAAAAATrGGGCGGGCCTGG 
GGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGTCAACATGGTGAAGCCTCATCTCTACTAAAAATAC 

>ncrb7975.seq 

TCTGTmCCTAAAGACAGCCACTCTGAGAAGGAGATGAAGGAACACGGCAGGGTTCATCAATTCATAGACTGmCCAAAAATAATm^ 
AACCACTGCACAATGCATTGCCTGTTTAATAAAAGGTTTC 

>ncrb7977.seq 

GATCACAGAGGGTmCAGGGCAGTGAAATTACTGTGTATGAGTAGTGAATTCATGTCACTATATGTTOCTCACACTCATACAATGTACACTAAGAGTC 
ACTnGGGTAATAGTGATGTGTCAATGTACGCTCATCAGnACAGCAAGTGTACTTCTCTGGTGGGAAnGTTGATAATGAGAGAAGGCTATGCACGTGAGGG^^ 
GAATATCTCCGGATCTCTCTCAGnnGCTGTGCACCTAAAACTGCTCTAAAAAGAAAACAGTCTTAAAAGAATATGTACTCTGTCTGATAnm 
ATTATGTCTACTGGGCT 

>ncrb7978,seq 

ACNGTCNTATAACTGGGCACCAATCCNNTGAAGAGCTCAGGTAATTGAAAATGGGGCmCCAGGGAATGAAGAAGCTCTCCTAGATCCGCATTGCTGATACCW^ 

CCTCAAGGTCnCCTCCnCGCTTACGGAAnACATCTTGATGGCAACAAAATCAGCAGANTTGATGCAGCTAGCCTGAAAGGACTGAATAAmGGCTAAGnGGGA^^^ 

CAGCATCTCTGCTGTCGACAATGGCTGTCTGGCCAACATGCCTCATCTGAGGGAGGnCACnGGACAACAACAAGCTTACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATC 

CAGGTTGTCTACCTTCATAACAACAATATCTCTGTAGTTGGATCAAGTGACTTCTGCCCACCTGGACACAACACCAAAAAGGCnCCnATO^ 

GGGCCAAGTACTGGGGAGATACAAGG 

>ncrb7980.seq 

GAGGTGAnCAAGTACCGTTGCTAAGCTGTCAACATACCAAGCTGTTGAAAAAATTGACCAnTCnTCAGAAGTAATTCTCAGCCTGTG^^^ 

GCGACAGATTGATAGGGAGGCTATTGAAGCAGTTTTTCTGAAGCCCGCATTTTGAGTTAGmATAGTGCTAATAGATTCTATATAACTGTC 

GTTTTCTCTCCTAAAAAAT 
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>ncrb7982.seq 

AnCGGGAGGCTGAGCAGGGAGTAnGCTTGAGCCCMGMGTTGAGGCTGCAGTGAGCTATGATCACACCACTGCACT^^ 
>ncrb7983.seq 

ATTGGTGAGAATATGGAGCAGCCAGAACCTCTTAAAACATACATAGCTGATGGTAGGACTATAACGTGTGAGA 

CACTCTATGACCCAGCAATTCTAAGTmCATCCAAAAGAAATGAAAACATCTCTACAAAAGCTATA^ 

GGATAAACAAAGTGTGGCAATAACAAGGAACAACCCATGATACACACAACATGGATGAACTCAAAAACAnGT^ 

>ncrb7985.seq 

GGAGCCTTGTGCTTAAGTGATTCAGATACTAAATTTCTAnGGGATGGnGGCTGAAATTGTCCnTTAAGAAACAGGTTATA^ 
GTGGGTTATGTAnCTGTATACAGGAAGGGGTTAGTAGTTTGGGAGTCATGAAATTAAGTAATGTTCAACCCGTGTTAACTTGGGAGCAGTGG^^ 
AAAAAATCnGGGTGCTAnCCAGACnACTAAATOGAATCTTTTAGGCATCAATCCTAGGAAmGTATTTmAAGn 
ACTGCCTTAGAAAACTATCCAGATAGnGTGACCAAAGACCTAnTGAAATGGGTGTGAGAAAGGAATAGCTTAAACTTGAGA^ 

>ncrb7987.seq 

CTACCANmAAAGmCGGAATCTAGCATmAAAGTTAATTGCTTGTCAAGCTATAACCAGAAAAATAA 
CTTTTAGAAAAGCAGAATAAAAG 

>ncrb7989.seq 

CACTGCCCATATTTGAGAAnTGATCCGGTGTGTATGTGGTATCTmGTTAGGTGTTAGTCAATmAGGTT^ 
GAGGTTGGCAGAATTTGTAGTTTAGGGCGCACTArrTATCTTTTTCTTTTTATG 

>ncrb7991.seq 

GTGTGGCGTAGGTGTATATAAGTGAAGTGTCTGTACGGAATGCCCnTGGTAGCCATGGGCTGGTCACCAGAnGTmGT^^ 
GCAATAAAGAATCAGGAGCTG 

>|fC|b7993.seq 

dSGAGAGGGATGTCAAATGGGGTGAnCTGGATGTGGAAAGTGGCnCATCnGAAAGAAAAGGTGGAGGTCGCnGTGGAGGGACGGAGC 

(^©frrGGGCAGTGGGTGGGGTGTrGGGTGGGGGAGAGGGACAAGGATnCATCnGGGAAGTGGCGGAATGGTCCGGTGGAGGAGM 

QllGGAAATTGAGAAGATGCCAAGAACCTTTGAGAATGGACGGTGCATCCAGGCCAACTAGTCAGTAATGGAAAAGGGAAAGATC 

^GTGAATCAAATGGAAGGTGAAGCCACGCCAGTTAAGGTGACAGAGGGTGCCAAGCTGGAAGTTAAGTTnCCTGGnTATGCCATCGGCACCGTACTC 
AfqAGAACTATGCCCT 

>j©)7994.seq 

qtQCAGTAGACTCAGTAAATGGCAGATOTATTAATGCAACGCCATCTACTCTTCTTGGTAGCCGGGATCCTGAm 
AiiO^GTTGGCAGAGGTGATTGCTACGTGTCGTCCnCCAAGTCnCCAAGACAAAACCGAAGAAGTTAGGAACTGGCACTACAGCAGGAnGG™ 
GGTGTTGGCTCTGTAGCTGGAATAATACATAAGGACTTAATAAAAAAGCCAACCATCAGCACAGCAGnGGAnGGTAACTAAAGATCCT^^ 
AfpAnGGGCAATAAAGGACTCTGGGAAAAAACTGGGAACTGGCACTACAGCGGNAnCAnAATAAAAACTTAGGCCAAA^ 

>ftM}7995.seq 

aI&'nagctagaggtacagctcatggagctgaggagctgcaagggttacaagcagtgtaacccccggactcgaaacatggacctggg^ 
a|^tamggtttta™naaagcgtaaacaaagttctcctatcnggcccatccttcagtctc^^ 
cbagaccaggatcacccaccaaagataggtgtcacctaggagaccttctttgtatagttcmgggaactt^ 
cwaggcagmcagcgtcgaaagtggccagaaatgaagagaccttcnccaaatcactgggacaactgtggg 

Cfli^VG 
>ncrb7998.seq 

AGANAAATATCATATCANATNTACAGTAAAATATACCnGGTGCCACCAACCCATmGTGCCACATGCAAAGm 

AmAGGAAATACCGATGCCmGTGGGGGCAGAATCACATGGCAAAAGCTTTGAAAATCATAAAGATATAAGTTGGTGTGGCTAAG^^ 

CTCAACTCTCCTTrTCCTATTTGAATTTC'nTGGTGCT 

>ncrb8000.seq 

GAGAGGCAGCGTGCGGGTGTGCTCTTTGTGAAAnCCACCATGGCGTAGGGTGGGGAGGGTGAGAAAAGTGGAGAAGGTOTGGTGGAGGGGATGAAGGTGATG^ 

AAAATAGATCGCGGGAnCAGGTGTGGCTCmGAGCAAGTGAATATGGGGATAGAAAGGGTGGATGATTGGm 

CNTTmNAAACAAAAGCCAANAAAACCCCTGGGGGGGGGGTTmTCCTAAAAGGGGGAANn 

>ncrb8001.seq 

TGATGTGACTGATAGAAGGAAGGTGAGmGGAAGGGmGGGGCTGTGCAAGAGTAAACACTAGAGGnGAGTTGTOTCCAGCTGGGAAGGAG^ 
TAAAAAGGGAAAAGAATGTAAAGCTTnTGTACCAAATGAGAGTTGGAGCGCAGCCAAGAAATGCTTTTCCGTGTGTA^ 

CTGAGGGGGACTGTGAAGTAGAGAnGGGCCCATGCAGGTGGGAGGAAGCCCnTGGGATGGTGAGTATGCAATCTGCTGTGCATnGACAGGATCTCTGAATGGCTAGGT^^ 

TCCCAAGCAGGCTCACAAATTTAAATGAGGGCnTGTGTGCAGAAAGAGGAATAAGTACAGAnATmCCTAGCACTAGAT^ 

TT 

>ncrb8003.seq 

TGTGCAAATGTCCTGAGCTCCCCAGCAGTCAAGTAGTGAATGGATACGATACrrATTATGGrrGATGAAAAAAGGCAGAGGTTATGCTGAATTnTTnAGGGAAGAGAAGGA^ 
AAAAGTGGTTGAAGCTGGGCATGGTGGGTCACAGGTGTAATTGGAGGACTTTGGGAGGGTGAGGGAGGGAGATGAGTTGAGGTGAGGAGTTGAAGAGGAGGGTGGGGAAGAGGGTG 
AAACGGGATGTGTACTAAAAATACAAAAATTACCCAGGCGTGATGGTGGGCGCGTGTAATCGCAGGTACACAGGAAGCTGAGGCAGGAAAATTGCTTGAACCGGGGAGGCGGAGAT^ 
GCAGTGAGGCAAGATTGTGGGACTTCATTGGAGCCTGGGGGACAGAGGGAAAGTGTGTGAAAGGA 

>ncrb8004.seq 

AAAGTANAAGACNTAGAACTAGAAGATGAAGTCAAAGAAGGTGGAGGATnTGTGAATGnAAnATCTTnTTATCTCTAATGGCTAGAATAATGTCTGATATAATGTAGG^^^^ 

AATAnGGATGAATAAGTCAACACTAGGAGTGTATTTTGAATGTGATTGTTGAATGAAAAAATAGGGATATTTGTGATATGTGAGGAAGTAGAAAAGTGAAGTGGTTG^^ 

GAAnTAGGAAACTTGAAAAnATCATGTTGCAAAATAATrrCTAAACTTnGTTGGAATnAATTTnGTCATCTAAGGCCAAAT 
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CTATGMTGGGTTC/WV\TTTCATAAAMCCACAGTTCTMGTCAGGACCAGCACCmAmGT^ 
TAGATTTT 

>ncrb8005.seq 

CnGGCTAAGGAGTOGAGCAAATGCCTTCCTACTAAGCCGATCACTTCAAAACAGGCAAAAmATAATA^^ 
CAAATACAGATCAAAAGCAAGAAATAGACTAGAGAGCACACGGGATATnCnCCnAAAmCTCTAT^^ 
TACTGTCCTAAACCAATAGATCCGTGGGGCnGTTCAGCTAAAAGCCACAACAGACTATGTAATGCAATGATG^ 

>ncrb8007.seq 

TGGmAAAATAmCTGTTCTArrnCTAATnGTTGCCGGAGGTCTTGGGnnCTATnGAGT^ 
CTOCGCAGTGTGAGGTTCTATCTGAAAATGmmAGCTATCTTCTGGGACTATnAATGAAAGTGGGGTCA^^ 
TGGGTATCAAGTnGTAAGTGTGGTAAAGCCAAGATGGAAACTAGCACTTOCTTTTTTGGnG^ 
ATTTACATGTCCCnAAATTAAAGCTGATCATGAAAGT 

>ncrb8008.seq 

AACTmGATNCTGACmCGTTTGAACCAAAAAAATAAAAAGAGGAAAGAGCCACGTAAAAGGAAATACAGC^^^ 
TTCAGGGGCTCAGAATAGATAmCCTmGTmGTATCAAATATTAAAGAGAGTnGACCTTCmGCAGGTCAGA^ 
GACTAAAATACnCAGATCAmCTAGAATGAGGCAAGGCGTAAAGAAATAAATCCTCTAAATCGAGTGAGGTTGGCCA^ 
ATmAnAACTCmATGACTTCTnATGACGAGAmGAGTCACCTGCTACTAAGACACATAAAT^^ 

>ncrb8010.seq 

GAGATATmGAnCmCGTATTCTTAACACCmTTAAACAAAGTTCTTGATAGTACCCACTATTATTGGGm 

CATAmGATmcmmCTTTCTTmnGGCATCATTAACAmCAmGAAATGCATATTGTTCnGAAGT^^ 

GAAAACAmGTGnGmAGGTTTCAlTTGGmGTATAmAATAATGTAGCmATTnCCAGTATGGCTACAT^ 

>ncrb8012.seq 

yp^TCCTNTTCTAGAGTCCATATCAACAATAGGGnTACGACCTCGATGTTGGATGAGGACATCGCAATGGTGCAGCCGCTATTA^^ 
QAfCTGAGTTCAGACCGGAGTAATCCAGGTCGGmCTATCTACTTCAAATTCCTCCCTGTACGAAAGGACAAGAGAA^^ 

>hSb8015.seq 

Ai^TGTTAAAAACAGCAGTGCTGTATTGTAGmTGTATATTCGTGTACAGTATGTTTAGATCCCAGGTAAACATATTCm^ 
/^WAATTGAGTCAGGGAGTAGTAAATCTGATGGAGAATTCACTTTGGGGAGGGGAAAAAGAATAGTATGCAAG 
TgGTCTCTCTGCATGTGAGAmGGTGTAACAAGATAGAACTATAATATATACAGTATATGGGAAGGATAGATATAGTC 
GmATOCnGACTTGCCnGAmATAGGACTGGGGCTTGGAGAAAATGAGCAGATGnCCTCTA^ 

>r||}8016.seq 

ci.^nGAGTAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGATTmAGGTCTnCGTGGTCAGTAAATO^ 

6GCAGCTGAATGGTGAAACAAATACACGCATTGAAGGAAACCAGGCGGGTGATGCAGCTGCCTCTGCCAGGAGTCTACCAAATGAAGAAATAGTGCAG 

qTgGGGTCTTAGATACAGAACTACGATATAAGCCAGACnGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTAC^^ 

/^CATAANAAGG 

>||i)8017.seq 

cgTmCCTGCCGTGGGGACAATATCGAGACTAAAAnCGGCTAGGGAAGACATCTOCTCGTAACTGTTAAAAG^^ 
TMGCGGCnAGAAATACCATGTGCTTGCCAGGGAAAACAGAGAGAGAAACAmATTGAGmCTGCCTGCCGTGATTCACGATCT^ 
AGATTCCTGCACATTGAAGACCCAGAGAGAGGGTAAGAGACCACCAATAGAAAGTnGGTGACAGGGTAGCTTGGAAGAAAGTCTTGA^^ 
G||fCCATACTCACCAGTCTGATGATTGAATTTTCCTTTr 

>ncrb8019.seq 

GAAAGCTCAGGnGATGTCAAGACTACCGATGGTOCTTGCTTCGTCTGTTCTGTGTTGGTmACTAAAAA^ 

TCCGCGAAATCCGGAAGAAGATGATGGAAATCATGACCCGAGAGGTGCAGACAAATGACTTGAAAGAAGTGGTCAATA^ 

TTGCCAATGTATTTATCCTCTCCATGATGTCTTCGTOGAAAAGTAAAAATGCTGAAGAAGCCCAAGmGA^ 

AGCCACTGGGGACGAGACAGGTGCTAAAGnGAACGAGCTGATGGATATGAACCACCAGTCCAAGAATCTGTnAAAGTTCAGACnCAAATA^^ 
ACGA 

>ncrb8021.seq 

AACNNTAGTCAAATCGCAACCTCNTACTAAAGANTGTTmGGAAAGCACnGATGTCCCTCTCTGGGCTGACAGTC^^^^ 

TTCATTAGCTCCAAACTATCAGTTCCTAAAAAGGCnAGAGGACAnGGAAGACAAAAGTGGCTATCCTTTGCTAGGAAmTCAGGAAT^ 

TTGTmCTCTTCAGCATATGCCCAAGGTATGTATTGATGTGAGCAGCCTGAAGCTATTCTGAATGACAAGGACTAGTm 

AGATCCAGAGACGTTnGimCAAATGGAGCAAACAGCACTGTGATACTGACmGmAnAAAAAT^ 

AAAAGATA 

>ncrb8024.seq 

GACTGTGACATGAACACTGCACnGAAGNAGCCTGACCAGCGCTGGGCTCAGTAGAACTATCGTTTGTTCTCCCATGGTGTATCCTCACTGTCCAGGACTCTCnCTG 
TCCnCCCCTGTACTGmATATGCTTAATGAAACCAAGTACCCAAAGTGACCGTnAACTGTTACTAGGCAGGTAAGTAGACTCGAnAAAG^^ 
TTCTCTCCCATTCnCmCATTCTrCTCGTCCTTGCTTGTATGCmGTTCCTTCGTGCCTGCTmCTTGGTCTG^^ 
AAAAGGAAAGGAATTCCCTAAGATmAAGGAAAGAACAACAAAAACGAGGnATGmGGTGAGAGAGnGGGGGA^ 

>ncrb8025.seq 

GAGGCAnGAGGGAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTrmCTGTTTGAAAGATAGAGATTAAT^ 
TATAGTCAATAGGnACTAAGATATTGCmGCGnAAGTTTTTAAGGTAATTnAATAGCTTAAGAnnAAGAGAAAAm^ 
MGGmCTAAAAGATGAGGGAGGnGAGATGAAGGnGnGATGGAGTAAAAAATGTATTTAAAAGAAA^ 
ATGCTmAGATTAAAATGAAGGTGACnAGAGAGCnAAAGmAGTnAAAAGTTGTAGGTGAnAAM 

>ncrb8026.seq 
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GCTnCCGGCGGTGACGACCTACGCACACGAGTMCATGCCTCTCGCAMGGATCTCCTTCATCCCTCTCCAGMGAGGAGM 
CCCAATmCCCTTACTTTCATGGGGATGGTGGNAAAAAATTGGNCCCCCCAAGGGGGA 

>ncrb8027.seq 

GTACAACATAAAGTAAGTTGCnGnGmGAGAAGmAACCCCGnGCnGnCTGCAGCCCTGTCTACTTGGG^^ 

GCTCTGGACTGGAGGGGTAGATGGGGAGTCAATTACCCATCACATAAATATGAAACAmATCATGAAATGnGCCA^ 

CmAGAGAGAGTAAAATGTGCCAGGAGCCATAGGAATATCTGTATGnGGATGACmAATGCTACATmAAA^ 

>ncrb8028.seq 

GTAATATATTAACAGTAAnAATAAAATATAACAGTTATAACAATATACnTAATAATAGTTATATGAATGTGGTCTC^^ 

ACAGAAAGTTAAAACCATAGATAAGGGGGAACTATTGTGTGCnCAGTCACTCCTGAGGGCTTCACTGTGGAAACACAGTGTAAGATAATAC 

AnTAAGCATTGATCATCAAAGGATGCAAATACTATAAAAAGAGACAAATATGTGCCTCATAATGGAAGAATACAACCTCAG 

>ncrb8031seq 

TCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCGCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCTTCAGGTGGCGGGCGCAGGAAC^^ 
ACACAATGNTGGTATTCTGTGTGAAACACGTCTGTATnTTTAAAACATCAATTGATAnAAAAATGAAAAGATTA^^ 

>ncrb8032.seq 

ACGGAAACNCCCGTGTNTTATGGCCCGGGATGGTAGTTAAAGGATAGTTCAmTGTATGTATnCTTATTAAAAAGAAACATTCTAA^^ 

GTAATATTTGTGTTCATTCTATGAnCGTGCTAmATTTGCTTAAACTTCTGAAAGnAAAAAGTCCAGATAGGAGTGAGGAA 

AGATACTAATATTCTGTAGAAGATAmCTAAAATCmTCmAAAATATGAAATAATTmAATTGGGGTGGCAACCTTAAAnCM 

ACATAATCTGTACGTAGnCTAATCTGTATATAGTCTTGGAGGmTGAmGCCACAGATTGGTTGGATCACATAGAmAAGGATCAT^^^ 

AGAAmGGTTTTT 

>ncrb8034.seq 

ATGGGCCGGGGTAAGAGGCCCAAAGCTTGCTGTTNATnACCNCACTTGCCAGAACGACTGATTCACTGAGTTAAAACTTGGCATTGCTAAGTCATO 
A^TTCnATGACCTCmGAGAGCAGAGATATNCCTAAGTCTGCTAGCnGGCNTTGTAGATACTCTTGnANAGAG^^ 

>jSb8035.seq 

CMCAGTAACCTnGTTAnGAACTGGTCCGATAGCCnGAnTAmnACTAAATACAGCCCCAAAAGnAATAACAAGGTA^^^ 

C3@TGGTATCTCCTAGTAATCAAACCTACACCmCAAGAATCACGGTnAAnACAAGACTCATGAACATAAAAAAATAATACC 

QWGAATGAGGTATAGCTGAGTGCGTGGAGAGGCGGGCACATCCCTTTNCTACCATTCCAGCCCCCTT 

>nb^b8039.seq 

CpGAnGTGTCATAnAAAATATAAAAAGAGAAAAAAATATCCTGAATAAAAATAGATCAAGCTGTACATAW 
QCFGCTGGGmCCTGTACAGAAGTAGGCATTGGAGACAGTTTTGCTCTTGTGGTACAACATGGATGAC 

CeAAATAGACTAnGGAAGGGGAACCTCCCGCCAAACGCTGCCTACTGCTATAGTGnGGGATAAGnGCAAGCmGGAAGATGAGATGACA 
(JAAGTATCTCCTGCCnGTGACTGACTGGATCTGCATCGTATCAGATACCTCCTCAAGGCAGGAATmAACCTGCTGTTA^ 

>m;i)8040.seq 

ApGATGAGGAGACTGGCAACCTGAAAAAGGCTGTCAnCTACAGGGCTCTAATGATGnGAACnGnGCTGAGGGCAACAGCAGGTTC^ 

CliAAAAGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCATCACGCCTGCCCnCCTTG^^^ 

GlfGACAnGGCCCAGTCTGrnCAAATAAATGAACTCAATCTAAATTAAAAAAGAAAGAAATTTG 

>neFb8042.seq 

GiiAAAGGAACTGTrCAGCAGGCTGATGAATAAGATCTAAGAGTOCCTGGCTACAGAA^ 
CTATTGATTTGC 

>ncrb8043.seq 

GAGTTCAAGNACCAGGCTAGGCAACATGGGGAGACCTCATCTCTACAAAATATCAAAAAATOGCCAGGCATGGTGGCATGCACCTGTAGTC^^ 

AGTATCACnGAGCCCAGGAGGTTGAGGCTGCAGTGAGCTGTGGTAGCGCCACTGCACTCCAGGCTGGGCAATAGAGTGAGAGCCTGTGTCAAAAAAAAATAAGTAM 

GTAAAAAGTAAAAGnCTCCATTTACTCAGCAGCTTATTCTCCGCATAAGTACGTATCnTCAGATGAAAGCAT^^ 

>ncrb8044.seq 

GTGTGTAGAATNAAAACCTACAGGAAAGCAAATAATGGCACATGAAGCCTGGTAGTGGAGGGGnGGAGGGTGGTGGGGAAAGGGACCAATGTCnAGAGCATO 
ATTGCAGTGGGGTATATGAGCAAGTGCTCTGGCAGTATAGATGCTGCTGGTCTGAGTGGGATAmGGAATTGAAATGTCCCAGCTTGTGAGTTTCTGATGATGCCAAGGTCCAG 
GAGACCATGGGAATGGAAGACTGAGGCAGAATGGATGTCCTGTTTnAGAACTAAGAGTCCAGGGTGnAAGAmGTCGTACAGGTACM 
CAAAGACTATGGGAAAGGAACTAAGCTGTnAGGGCAGAGTGACCAGGACGnAGTAAACGAAAGCAAACAGGAGAGGAAGATAGTGGGATA^^ 

>ncrb8046.seq 

CAGCTATGGTGAGATTCTTTCCTGGACCTCnCCGCCTTCACCTCAATTAGCTGGGCATGGGCAGC 

TGGnTTGTTmGTlTmGncmGACTTGGTACnCCACTGTTCTGGAAGAATGCAAGCAGAAATATCAAAGAGGAACAA^^ 

AAGAGTAAAACGmncnCACTATAAAGTATAATAAGAGGGAAATmCTTCTmACnGTOGAAnATAAAGAT^^ 

CTCGTGCCTATAATCCTAGCACTTTGGGAGGCCAAGGAGGGTGTGTCACTTGAGGTCGGGGGTTCAAGACCAGCCTGGCCAATGTGGCAAAACCCCGTCTCTACU^ 
ATT 

>ncrb8047.seq 

GAGGTATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGA GGGGG CAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTrTCTCrrTGAAAGATAGAGATTAATACAACTACT^ 
ATATAGTCAATAGGTTACTAAGATAnGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAGATTnAAGAGAAAATTTGAAGACTTAGAAGA^^^ 

>ncrb8048.seq 

CAGGAAGCAAGCGTCTGCCGCGGTGGCCGGGTGCCGATTTGACAAGATCAAAGCTAGAGGAAAATGGACAGTGAGGTTCAGAGAGATGGAAGGATCnGGATTTGATTGATGATGCT 

TGGCGAGAAGACAAGCTGCCTTATGAGGATGTCGCAATACCACTGAATGAGCTTGCTGAACCTGAACAAGACAATGGTGGCAGCACAGAATCTGTCAAAGAACAAGAAATGAAG 

CAGACTTAGCCTTACAGTACCTCCATGAGAATGTTCCCCCCATTGGAAACTGACGCTTGGCTCCnTCTTGTGGATGGATTTTCTCAAAGTACACAGATAAAGCATGGm 
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TCCAMTTCAMCCTnGAGTMTAMTCAGCACTCAAAMTGTACACCCAmAGmGTGGTAGCAMGTGCM^ 
TTTCGCTCTTT 

>ncrb8050.seq 

GAGTATTAAAGNATTGTCAAAAGAGTGGGGAATGGTGAGGAAACGCCGATGAnGGAGACAAAGTnATGTCCA™^ 
TGATAGAAATGAACCAmGTCmAGTCTTGGCAAAGACTAAGGTACAGAGAAGCTCGGTAAAnGCCCA^ 
CATCAAGG CATGGG ACArrGGGGTGGCTACCATGAAGAAAGGAGAGATATGCCAmACTGTGGAAACCAGAATATGCATATG 
GCAACTCTCTTTTnGAGATrGAGCTCCTTGATnCAAAGGAGAGGATnAm 

>ncrb8051.S8q 

AGTGAnGGGGGAGAACAAGNANAGGACTmGAGTmAGGTATCTGTATGTATGTACTTTCTTGACCTCTGTOTAm 
GATGAGCAATAGATAGATAAGAATGGTGCAAAAAAAAATCAAAATATGAAGCTACTGAGAGCAAmCTGAGTCTCAGCATACTGAGTTn 
ATATCATCTAAAAAGCTGTAAATACCAGCCAACAACAGGAAGTCnAGACTCCTGTCCCACACnCTGAGCTGCAGGGTGTGGGGG^^ 
TCTAGCAAGGAAACCTGTnCCTGACTCTGCAGAATTTCGCTTTCCCCCTnTTCCTTAAAAGCAGAGTT 

>ncrb8052.seq 

GACTCmGCGGTGGATCACTGGGCTCGTGCGTCGATGAAGAACGCAGGTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATGATCGAC 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 

>ncrb8053.seq 

ATCCAAmCAATGGCCGTTmACTATCTGATCCACCCGACCAAACTGACCTATGATGAAGCGGTGCAAGCnGTCTCAATGATGGTGCTC^ 

CTGCCTGGAAAATTCTCGGATATGAGCGCTGTGATGCGGGCTNGGTTGGGGGATGGCAGGGTCCGCTACCCGATGTGTAGGCCAAGAAGGCGGTGCAGTCGTAGTGAGGCT^ 

GCGCTTCGTGGGTnCCCAGATAAAAAGCATAAGCTGTATGGTGTCTACTGCnCAGAGCATACAACTGAATGTGCGCTOGAGCG 

GGTGmTTmmCGAATATGAACTCATGCAAGTOCCAAAACTGTGATAACGCnmTACmCTGTAAAGAGTCA 

>ncrb8056.seq 

Afr^TCAAAGAAGTGGGGCnCACCAAGnCAATGCTGATGAAmGAAGACATGGTGGCTGAAAAGCGGCTCATCCCAGATGGCTGTGGGG 
T|pACAAGTGGCGGGCCCTGCACTCATGAGGGGTTCCAATGTGCTGCGCGCCTCTTAATACTCACCAATAAATTCTACnCCTGTTC 

>yb8059.seq 

0^TATGTTGAAGCAGACAGGAAGGCCGGAGATGGTTGTTGGTTGGTATCACAGTCACCCTGGCnTGGTTGTTGGCmCTGGTGTGGATATCAACACTCAG 

TrgTCGGAGAGAGCTGTGGCAGTGGnGTGGATCCCATTCAGAGTGTAAAAGGAAAGGTTGmTTGATGCCTTCAGATTGATCAATGC^^^ 

AiPAAACAACnCGAATCTGGGTCACnAAACAAGCCATCTATCCAGGCATTAAnCATGGACTAAACAGACATTA™ 

GAfGTTGCTAAAnTGCATAAGAAGAGTTGGAnGGAAGGCnGACACnCAGGACTACAGTGAACATTGTAAACACAATGAATCAGTGGTAAAAG^ 
TpCA 

>fiM)8060.seq 

GAGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCnGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGAAGCAATCACCAAAATGAAGACTGCm 

A@ATmGGGAATGGCCTGTGCmCTCAATGAAAAATTTGCATCGAAGAGTCAAAATAGAGGAnCTGAAGAAAATGGGGTCm 

Gfi<?TACTTnATCCTCAnTAAAACGAnTCCAGnCAGGGCAGTAGT 

>ell}8082.seq 

GmTGCCCGTATTCATTGGAGCACTAnCACAGTAGCCAAGATATGGGAATAACnAAGTGTCCATCAATATATGAATGGA^ 
Cjm-AAAAAAGAGGAAATTCTGTCATTTnGACAACGTGGATGAACCTAGAGGATGTA^ 

G|iTAAC™TAGAGAAGTAGAGAGTAGAATGGTGATAACCAGAGGCTGGGAGGGGAGGGGTGAGTATAGAAAAAAGGGATACAnG 
AiSGAGTAGTTCCTGGGTGTTCTAnGCAGAGCATGTTGACTGTAGTTAATAATAATG 

>ncrb8063.seq 

CGACCAAGGCCTTCCCGGNGTCnCGTCCTCTATGAGCTCTCGGCCATGATGGTGAAGCTGACGGAGAAGCACAGGTCCTrCACCCACITC^^^ 

GGGCATGnCACAGTGGCTGGACTCATCGATTCGCTCATCTACCACTCAGCACGAGCCATCCAGAAGAAAATTGATCTAGGGAAGACAACGTAGTGACCCTC 

CCTCmCTCCCTGGCCTGTGGnGTCCCCCAGCCTCTGCCACCCTCCACCTCCTCGGTCAGCCCCAGCCCCAGGnGATAAATCTAnGATTGAnGTGA 

>ncrb8064.seq 

AAGGATGGATCCCCAANCCTGGGTTCnGGCCTCAGTGAnCCAGTGGACAGGCGTCCAGGAGGTCCAAACCTGTAGAGGACCCAGGAGGGGTTCGG 
GTCnGCTGGTGTGGATAGAAACCAGGCAGQAGAGTAGATCCCTATGGnGGATCTCAGCCTGGAAGTTCTGmGGAGCCCATTTCTGTGAGAGC 
AAAGGTGCTTGTACGTCTGAmCACCCCAGAGTTGGAGTTCTGCTCAAGGAACGTGTGTAAATGTGTACATTCTGTGTCCATGTGTGACCATGTC^ 
TCTCTGCATGCATGTATGTAAGGTGCCTGGGGAGTGTGTGTGGGTCGnGGCTCnGGCGTTTCGCCnGGAGGGGTTGTGCAGGTGTGAATAAAGAGA^ 

>ncrb8065.seq 

GGGGGNAGCGGCGGATTAGCCTTCGCGGGGNAAAATGGAGCTCGAGGCCATGAGCAGATATACCAGCCCAGTGAACCCAGCTGTCnCCCCCATCTGACCGTGGTGCTnTGGCCA 

TTGGCATGTTCTTCACCGCCTGGnCTTCGTTTACGAGGTCACCTCTACCAAGTACACTCGTGATATCTATAAAGAGCTCCTCATCTCCnAGTGGCCTCAC 

GTCCTCTTCCTGCTGCTCTGGGnGGCATGTACGTGTGAGCACCCAAGGGTAACAACCAGATGGCnCACTGAAACCTGCTTnGTAAAn^ 

>ncrb8066.seq 

GTTTACAAATGATATGCTCTTATAmGGAAAAACTTAAATACTCCACAGAAAACTATTAGAACTGATAAATTCAATGAAGn 
GTATATACCAACAATGAACAATATGAAAAATAAATnAAAAATAATCCTAmACAATAGCCACACATAAAATTAAATAGCTAGGAAT^ 
CTGTAAGACATCAATGAAAGAAAnCATGAGGACACCAAAAAAATGGAAAAATATTCCATATOATGGATTGGAAGAATCAATAnAT^ 
AnCCATGCAAnCCTATCAAAATACCAATGACAnCT 

>ncrb8067.seq 

GGAnATGCATAAAATACTTGTGTGTmGAATCTGTnTCTATTCTGATCACTTAACTTTCCCAmGmATGGATACm 

GAGTGTAGTnCAGACCTAACnGGTGACTATGTCCAATGCTAACCAAGGGAAACnGTmGTATCTAGAAATCTACCAAAGGAGGGAT^^ 

GGGACACTAAGATTGAATnCAGAGTCGnTGAAAATTTTTGnTGACTGTTAnAT 
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>ncrb8071.seq 

AnATMTAMGGGTTmAmGAmATCGCAnCAMGCTTTmCTATCACT^ 

TGnACAGGnAATGCCnCTTGGAAnGTGnAATGnCTCTTGGmATOTGCCATCAGAATGGTAAATGAGAACA^^ 
ACAGTGC 

>ncrb8072.seq 

NATGACAGGCATTGTTGAAATAACmAGATGTATCATAGTAAACATGACAAAAACCTGATGACAAACTAmC^ 
ATCAGAAAGCTAGTGGTTCCAGTGCTAGAGAGGGAAAGATCATACACnAAnGACACACnAmATGGCATACT^^^ 

>ncrb8075.seq 

GGNTCATCTCTGGGGCAGGGCCCAGGAATCTACATTmAACTANCTCCGTGGCATTTCTCAGGC^ 

CAGACTTACCACATnCCAGCTGAGGTCTAAAAGAGAGAGGGAAAGCAGAACCAAACCAATCATACTGTACTCCAGCCTGGGTGACA 
AAAC 

>ncrb8076.seq 

AGTG AAGCC TGGCTGCACAGCTCACACCGTGTCTGCAGCnCAGGGAGTGAGCCCCTGGmCGTGGCCAnCTAACTGGGAGGATCTTGTACTCTTTCOT 
GAACTTTnGGAAACTCTAGGGTGTCAGCCAGATCCTGAGGGAGTGGAGAGGTCnGAGTGACTOGCAGGACATAAAGTCmG™ 
GGTTTGATGmGATGTGCTTTCCTATCTmAAGAAACTTGTCCCTCACTCnCCCGCCAGCTCAAACTTCCTGACAAGCATTC^^ 
TCCTCTGAAATGTCA6GCCCCCAGCCCAATTCTGAAGGCAC 

>ncrb8079,seq 

GTAACNAAAAGCAACAAACCCCAGGGNAAGGNGGAAACATGATmCAAAATTGTGATATTAGATTCAAATGT 
AGTATGGCCCAmAAAGAAAAAAAGTCAATAGAAACTGnCCTAAAAAGACCTGAnGATTATATATCTACTAGACAAAGACTTTA^ 
GGAAGTGTCAAGAAAGTCAACAAAAAAATGAATGACCAAAATTGAAATATTCATAAAAAGATATAAAACCTAAAAAGAM 
TGAAAAnCACTAGAGGGATTAAAAAGCAGATTTGAGC 

5|iclt8080.seq 

Q^CTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGGAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACAOT^ 
q^GGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTC 

>Pb8083.seq 

/ignCCGCTTTGTGGCCACATGGTGTCAGATGAATATGAGCAGCTGTCCTCTGA^ 

CnCCATATCCGGGTGCGGCTCCACCCCTTCCACGTCATCCGCATCAACAAGATGnGTCCTGTGCTGGGGCTGACAGGCTCCAAA^ 
GGSCACTGTGGCCAGGGTTCACAnGGCCAAGTTATCATGTGCATCCGGACCAAGCTGCAGAACAAGGAGCATGTGATO^ 

>jncjb8084.seq 

aWggaaacaaactaaatgcccacncagaggagaaggtttgaataaactgtgttacatccatatagccatata^^ 

A^GGAGTGGGAGGGAGAAGAAGGGAGTGGAGATCTGTGTAGCATGGATGAAATGTGAGTGGCACnCTCAGAGTATAnTGTCAGTATAACTCTGATO 
Tfi^ATGCnCTATGCAAnGCCAGCAACCAGGATGTGGGAGACCAAATAAGCAATTACCACC^^^ 

>liM»8085.seq 

C^ATNGCAGTGATTCmCTTCTAGTAACTGTAAACAmGCmCCTCATGATGATGCnmGATGmGA^ 
AJ^JTGCTGTAAAGGAAAGGATCTGTAACAGGCCAATTG 

>lll)8087,seq 

GCGACCCAAATGTTTmmAAATAAAAATGAGGCACATnGTGCmCTCACnCTGCTGC^ 

AATTGTATGGTATmCTAATATAACCATATCAAmATCAGTTnCCTATTGnGGACATCT^ 

ATGTmCAAAAGnATGmATAmACATGTGTGTGAACTACCATmCTGTATACCCTTGCT^^^ 

>ncrb8088.seq 

CAAACTAAGNGCGATmCCGGAAAAGGCnAAACTACAAAGAAGAnGTGCTAAGGCTTGAGCGCGnGAGCC 
ATTnGAAGTGGGAGGAGATAAGAAGAGAAAGGGCCAAGTGATCGAGnCTAAGTGTCATCTmATOTGA^ 

>ncrb8090.seq 

CTCCCCTCnCTGGGAAAGTGGTGAATCCNACGCAAAAATAACTGCCTCTCGCTCCTCAACCCCTCCCCTCCATCCCTGGCCCCC 
>ncrb8091.seq 

ACAGAANGTTAAAAGCATCnGACTCCTGAAGGTGTnnATTCTCAACCTTGTGTGCCGAGACTTGGGGCTAAAAGACTCAGTGCTGGCTGGG 
ATGTCCGGCGAATTGAGGGTGAAGTGAATGAGATCCTGTTCTGTCAGCTGCACCCTGAGCAAAAACnGCCACACGAGAGCTCCTAGAM 
GGAAGCCTGGGAGGGGTTGGGATGACACGTATGTCnGTCAGATATGCTCAAGACGGTGAAAATTGTGTGACTGCTTAGGCCAAGCAGCCCTCGTGCCT^ 
CAGCCTGCCAGAGAATGAAGAAATACAACGCACAGTACTmGAAGCnCGTATTmCTTGGmCAC^ 

>ncrb8093.seq 

ATAACACTAGGGTCATCnACTACCGGAAAATTTAACAAAATGTOAACTCCAAGCCCTATCTTAGAAAAAATATTAAAGn 
GATCAAATAACTOCAAGGGGAAAAGATTATTATCACGTGTCTGAGAAACAACATACAAGGCAAGGCAATAATGGAGGAGCATnTCAA^ 
ATTCTTCAAGTAnATTGOTATAAAAAAACTmAGACATTCAAGAGATCAAAGATAGACATTCAAGAGATCAAATAAT^ 
CnCAATCAAnAAGAAAAATGACAGATAATGAGTAAAGAmGnGGAATGAGACCAAAATGAAGGTGCAGTCAAGGGTG^^ 

>ncrb8094,seq 

ClTCGGGCGCTGTGCGCCmGTCATCAGCTTGTTCCGAGGTGACAGGTGAAAGCGCCCTACAGATCTGACCTCTCCGTGAGAGACAACCATCTGTT^ 
CCAACGTTCTCACACTGGAAGAAGAGAGTTTCTAATCAGATGCAACGGCCCAAAnCTTGATCTGCAGCnCTCTGAAGmGGAAAAGAAACCTO 

AGCAATATGATAGGGAACAGGTGCTGATGGGCCCAAGAGTGACAAGCATACACAACTACnAnATCTGTAGAAGnTTGCnTGnGATCTGAGCCTTCTATG^ 
ACGCATTCATGAATTTCCAGTGTTCAGTAAATAGCAGCTATGTGTGTGC 
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>ncrb8095.seq 

GACMCCnAGCCMCCmACCCAMTAMGTATAGGCGATAGAMnGAMCCTGGCGCMTAGATATAGT^ 

GGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACnTGCAAGGAGAGCCAAAGCTAAGACCCCCG^ 

CGTCTATGTAGCAAAATAGTGGGAAGAnTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCC^^ 

CCTCTAAATCCCCTTGTAAATnAACTGTTAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCnGTA^ 

CACC 

>ncrb8097.seq 

GAAGGCCTTGAGGCAGCCAGCGCAGGGGCnNTGCTG AGGGG GCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTT^ 
ATATAGTCAATAGGTTACTAAGATAnGCnAGCGnAAGTTTnAACGTAATmAATAGOT^ 
AAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGA^ 
AATGCTmAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGnTAGTTTA 

>ncrb8099.seq 

CACCCAGGGNANnCGGTTCTTACGGCCGGGAGGGAAGCCGGTGTGATGGCTCACACCTGTAATTCCAGCACnnGGAGGCTGTGACAGGAGGATCACn 

GTCCAGGCTGGGTAACATAGCAAGACCTCATCTCTACAAAACAnGTTAAAAATOGCTGGGTGTAGTGGCACATGCCTATTGTCCCAGCTAm 

TTGAGCGTGGGAGGTCAAAGCTACAGTGAGCCGTGATTGTGCCACTGCACTGCAACCTGGGCGACAGAGAGATCCTGGCTC 

>ncrb8101.seq 

GGAGGGCnGTTTnAAGAAAAACATGTCATGTTGGTTGTCTAAAAATAAAATGCATTTAAACTCATnGAG 

TTCCTGGAGAAGCTAGAGCCTGAnGTAGGCTACTACTCATCAATTAACnCTACAGTGGAGACTACnCTGGGACTGGAATATAAAA^ 

TAAAGGGAAAGACCATGCTCATAGCAGTGCCAACATGTGAAGTGTGGAGCCnACCCATnCATCACCTAGAACGGAAGT^^ 

CTCATTCAGTGGAAGG 

>ncrb8102.seq 

(iMAANCACATTTCCGCAnGTGGAACATGGTGAGACACTATATAAAAnCCAGAAAGAAAGCA^ 
WGTATATGnAAGCATATATGCTGTAmAmTGNCGTTAAGCATACmCAGmACTCAGAATTTO 
^GACTTGmCCmGAAAATACCTGTGTACTGAGGGTTATGAmGTGTCAAAAAnGACATAAGTGCTmACAAGCACCA^ 
(MTGmTCAGnATGACTCANGTNAAGAAATGTGmTNAGGATCTACTT 

>jnSb8103.seq 

ASfrGATTTAGCTATAAAAATACTCAGTGATAAATAAGAATGGmCATGATACAAGTATGmGGmAAGAAm 

AtMmGACAAAGAAAGCATAGTAATGGAATGATncnAAACTGACGTGTAGACAAGCAGGTAGATAAAAATCTCTGTCnGTCTO 

A^TGTGAACAGAGTGGAATGAATACAGTAGTCCTCTCTOTCCAAGGTTTCACmCTATAGTnCAGTOCCCAGGCTCAACCCAT^^ 

AlrniTGAGA 

>ncrb8104.seq 

AiiacQAAGCATCCATCGCAGNAGTCCTAAAGAAGAACCCACTGAAAAACTTGAGAATCATGTTGAAGCTAAACCCATATC^ 

GpTCACAAGCTCCGGGTGGATAAGGCAGCTGCTGCAGCAGCGGGACTACAAGCCAAATCAGATGAGAAGGCGGCGGnGCAGGCAAGAAGCCTC^ 

AtMCTGCTGTTGGTGTTAAGAAGCAGAAGAAGCGTCTGGTGGGAAAAAAGGCAGCAGGTACCAAGAAACCAGCCCCTGAAAAGAAGCCTC^^ 

A||gAGCCTGCTGCATAAACTCnAAAmGATTATTCCATAAAGGTCAAATCATTnGGACAGCTO 

>!£ft>8105.seq 

TaiAAGAACCTGmGATGCAAAAAAGAAAATGAAAAACAAAACAAAAAATCCCCAAAACCnAnATGGGAGCCCGTC^ 
Cf^G 

>ncrb8106.seq 

AGAGT GNGAAG TAGTAGCTGTTmGAAACAANTAGATNAGCTCCTGGCmGGGGTTAGTGATTAAATCAACAM 

CTAAAAI 1 1 tl IGTAAGAAAAAAACCTGTOGGATCTTCTCTnGCCTCACATTnAGGTGTOTAAAGGAAATTGATTATGCAGGAGGCTGAGAT^^ 

mGAATCCAGTCTGGACAACATAGCAAGACCCATCTCnAAAAAAAAAGAAGTGAnAGGAAACAGTGGCTTT^^ 

GAGCAAATTGCCAGATmAAAAATTCCAGTmAGTCTTAAAmCTATAAAACCACAAGATGT^ 

>ncrb8107.seq 

GTGCCCAGATGAGATTnCAAGGACTTTTCnGCTGTCCTTGAGAGGTAACTGTOGGAAGTGTCTGGCCGGCGATCG 

TCTCCCCmCCnACCTAAGCCAGATTTCCmCCTCACACnGAATCCAGAGmACACTGGAGAAAAGGGTTGGAGAAGTCAGAGG^ 

GGTGAGTAGGAGGATGGAGAAGCTNAAGA 

>ncrb8108.seq 

GAAnTACATTnAGTATAnGAATAAGAGATGTATAAATAAATGCATTAAGTTCAGTTAGTGCTAAGTGCTACAM 

AAGAATATGAAGTAGGATAACCAGGCAGTGCCTCTCTCAGGAGATAGCATATGGACTGAGACCTGAATAAAAAGTAGAAAGTGGTGATGATTAAAGATCAGAGAAAT^ 

AGAGGGAATAGCAAAGCCAAAGTCAnGAGGCAGGAATAAGmACTGTGTTCCTGCAACATAAAGTCCGGnTGGCCAGAAAGAGATGAGATAATGGGGAGCAGGCAGAAAA 

TTAGATAAGGAAGCAGGAAGCAGAAGTAGGACnCACAGGTAATGAGAAAGTGTAGGTCTATnnAAGTTCAnGAGAAnCATTGAAGAGTAC 

>ncrb8110.seq 

GGAGATNGAATGGAGTGANAGGAATCAAGAGGAATnAAGTAGGAAAAATGGAAAGGACTTGATGGGmCGATGTGGGGATGAGGGAGACAGAGGGGTTAAAGCTGC 

GTCTCCCTCAACnAAGGGATGGTAGGGCCATGACmTCTGTGCATCCCAAGGATCTTGTGAATATCAATGAAAAAATGGCCATGAAAATAm 

GTNAATTGnATAAAGACAAGCCTAAGCANACTCAGAAAGAAnGGAGAAAGGAAGGCNAGAATGTGTmcnm 

GGGNAATGAATACTTGACT 

>ncrb8111.seq 

GGAGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCTTGAGCCTGCTTGCTCACTCCAGGACTGCCAGAGGAAGCAATCAGCAAAATGAAGACTGCm 
CAGCATTnGGGAATGGGCTGTGGmCTGAATGAAAAAmGGATGGAAGAGTCAAAATAGAGGATTCTGAAGAAAATGGGGTGTTTM 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page347 of 776 

TGCCTACTmATCCTCAmAAMCGATTTCCAGTTCAGGGCAGTAGTGACTCATCCGMGAA^ 
AGGAGGAAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACmCTGCTACA^^ 

>ncrb8112.seq 

ATGATGTATGACCATGCGACAGAANCCCATGGGGCTGCCAACnCAGACGAACAGAAGAAACAGGAGAnCTGAAGAAGTTCATGGATC^^ 

AAAnCAAGTAGCCCCTGmnTCCTCGCTGAACTCTTGGGGCTGAGCTGCAACCACCCAACTTTCmCCCACTOT^ 
GGACTGGCCCAGGCACACAGGTCCCGGGGCATCAGGAGAAAGGCTGGGTCnGGGACCTTGTCCTCCCCAGnGGCCTACTG^ 

>ncrb8113.seq 

CAGCTGAAGTAAGTAGTAnCmGGAACTGGAGGTGCTGTATGATGGATCACnGAGTGATnCCTCAGTCTTmCACATAATC^^ 

mGTCAGATGTAGTGAGTTCACCTGGCACnAmGGCACCATAAACGACGCTGGACTAGAGACTGAGATATCCTTACATAGTGGTGCATGGACATGGCCCCn^^ 

GGCATTTGGAAACTAnACTnCCnGAGTATATnGCCTCCTCAGCTGGGGmCTCGTCTGAAATCACAGAACATAGAAAATGAmGAGGG^^^ 

CTCTATACATATnCnGAATGATACTAGGTAATnATTACATACAAGAGATGGCTAAGGAAT 

>ncrb81 16.seq 

GAAGGATGGGTGGACGAAACATAGCGGTAANTGGGGCAAGACTGTTATCGAGTAGCGGTCACAGAAGAGGTGACGCGTGGCCATCATTGAGATTGCACCGATGGACATAGGAGGGCG 
GGAGGAGGAATTCGGTGTGGACATAGGGCGGGTCTGCnCTTGTAAAAAGCTGAACCGAGAAACAACACAATCGGTTGCAAACCCAAAGGACCCAAGTA^ 
GTAGGACTCTGGAGTGAATGGGTGAGGTGAGGTGATGTCCATTGATCGGACCGTGTCACAGnCGGACTnTGTGGCCTGTGmGTAAGAGACGTGAAGTGGGGAGAGT 
AATCTCGGTGnCTAmATmAnGTCnGCnGTAAGACCnCGGGTGAAGGCAGAGGCAGGAAACTAACTGGTGm 

>ncrb8117.seq 

ATGGATNTCATCAGCATTGACAAGACGGGAGTATAATnCGGTCTGATCTATGACACCAAGGGTCGCTTTGGTGTACATCGTAnACACCTGAGGAGGCCAAGTA^ 

TGAGAAAGATCmGTGGGCAGAAAAGGAATCCGTCATGTGGTGAGTCATGATGCCCGCACCATCCGCTACCCCGATCCCCTCATCAAGGTGAATGATACCAnCAGATO 

GAGTGGGAAGATOCTGAmCATCAAGnCGACAGTGGTAAGCTGTGTATGGTGACTGGAGGTGGTAAGCTAGGAAGAAnGGTGTGATGAGGAACAGAGAGAGGGACG 

mGAGGTGGnCAGGTGAAAGATGCGAATGGCAACAGCTrrGCGAGTCGACnTCCAACAnmG™nGGCAAGGGCAAC^ 

CfSCCTGACCATTGCT 

GiSAACCTTAGCCAACCTnACCCAAATNAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATA^ 
G^GTAACCCCTATACCTTCTGCATAATGAAnAACTAGAAATAACmGGAAGGAGAGCCAAAGGTAAGAGCGCGGAAACCAGACGAGC 
G®TATGTAGCAAAATAGTGGGAAGATrTATAGGTA6AGGCGACAAAGCTACCGAGCGTGGTGATAGCTTGGnGTCCAAGATAG^^ 
GMjTGTAAATCCCCTTGTAAATnAACTGTTAGTCCAAAGAGGAAGAGGTCmGGAGACTAGGAAA^ 

>^il)8121.seq 

GS^eTCTOGCGGTGGATCACTCGGCTCGTGCNTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGAGACAT^ 
CSGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGGTTGC 

>rid)8122.seq 

Afei"AAAGTGAGGAGAAGGGGAAGGAATAnClirCTACAmCAGAGATAnAATAGAATCCTAGGAGATAAAAA 
AI^TAGCTCCTATTGGACCAATCnCCTGTAGATAGCAmATAACTCTCAACAAACTATGTAAAATGACTATOTC 
G5&ACTGAGTGAATnCCCATTmACAGCTmCACnGAAGGGATGACATAmC6TACTAGCTGGGT^^ 
Gi^CAGTTCTACATGAATTAGAGnCAGGGnACCACAGCAGCTGGAAGAT 

>iiert8123.seq 

Atj^tTGTTAGAACCAAAAATCnGAACCTNAAAATGmAAGTAAATTGACCCTGCAGCTAGGTAGGCCATO 

GGGAGGCAAGAACATACCTCATCGGAGAAGGGGGGAGGTCCTAGATGAnCCCTGACATCTCTTCCAAnAGGATGTATmCCAGGTOCTCATGA^ 
GAnATGGTAGGATOTAAAGTTnGCAACTGAAAGGGATCATGAAAAGTATAGCCTAGCCCCCATmCAGGTGTGGATAGTG 

ACAGCTGGAnGAGTGTGACnAGAGACAGACAGCTCTGTCATCTAGATCCTTCTGGATCCTTCTAGATGCnCCTGTGGCTGATGGTACACACAGATCACCGGAGGT 

>ncrb8124,seq 

GAAGGNCACAGGTAAAAATAGAGGTTGCTAAAACTTCmCCAGCTnAnGAGGTATAAnGACAAGAAAAAATTGTTm 

AATTAAAAATAAACCTTTAAAGGATCGAGGGACAACAAC 
>ncrb8125.seq 

AATTAAAGTAATAnCTGACTAATGmAGTTGAATTTTGGATAAAGCTCAAAATAAGCAnGGAmCCGTAGGTTTGGGnTCTAAAC 

GAGGATATOGAGTTAATAGTGGGTAATCAnCCAnATTTGTGATCCACTGCACATCTGCTACACTGTACATGnAGATGGTACAGTGACACAGAGCTATGGATCTO 

CTOTGGATGAGTAGCTAAGGTCAGCAGATAATGGTGACAATGCAGAATAGAAAGGGGTCAGAGGCCGAGTATGGTGGCTCGTGGCTGTAATCCCAGCGCnCGGGAG 

GAAAGGAGTGGTTGAGGCCAGGGGTTCAAGTCCAGCGTGGACAAGATGGTAAGACGGATCTCT 

>ncrb8128.seq 

CAAATTAATAGTCCTGAGCAAGCAAGAAAAAGAGGTAATAACATACCCAmCmATGAATATAAGCTOTAATATT^ 

TTAACACAATAAATATCTTGACAATTT 
>ncrb8131.seq 

GGTAGAACTTGAAAAGACTATTGTGTTGTAANAAAGAACCCCAAAGCAGCATGAAAAAAATOGAAAAGnGGnnCCTCnn 

TACAAAACTGTCTAAAGGCATGGnTACCTAGGGCCTAmGTTAAGGATGCTAnGAAAAAAGACCTGTAATAGATCAAnGACGnCACATn 

TATAAATTCATGTTTCCACTCTCAATGTTGAAGACTG 

>ncrb8132.seq 

GAAGGGGATCAAGGGACGGCTGAACAGACTTTCCGCTGCTGGTGTGGGTGACATGGTGATGGCCACAGTCAAGAAAGGGGAAGCAGAGCTCAGAAAAAAGGTACATCCAGCAG 

TGAnCGACAAGGAAAGTCATACGGTAGAAAAGATGGCGTGTncmAmTGAAGATAATGCAGGAGTCATAGTGAACAATAAAGGCGAGAT^ 

GTAGCAAAGGAGTGTGGAGACnGTGGCGCCGGATTGCATCCAATGCTGGCAGCAnGCATGATTCTGCAGTATATTTG 
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>ncrb8133.seq 

AGCTGACMGAnACTGCACnCTTGGAGACTTAGTAMCTCATCTGTAGTACATGCNAGGAGACMGAATGTACACATGAGAGM 
CAAGTGTTCTGCTATGG 

>ncrb8134.seq 

ACGAGTCAAGGNCAAGGNGAGCATCTGTGGTTAAAAATATAGCATTCTGAGCTAAAAAAGTTATmGCAGATGA^ 
ATTCTTTT 

>ncrb8136.seq 

ATnCCTGTOGTCTAAAGnTGAAAGGATAGTACTCATTTAAATGTATATAmTATTCTGCATATATAGGAGGnATAGAA 

TATTTAATAATCAAACTCAGAAATATCAGGGATAAAGAAAGGATCTGAAAAGCAGCAAGAGAAAAGAAACAAATAACATGCM 

AAGCCTTACGGGCCAGAAGAGAGTGGCATGACATATTGAAAGTGCTG 

>ncrb8137.seq 

AAATCTCncmACAGTACAATACTACCTAATAAATGCAGGAGGAGCCAGGCACGATGGTTCATGACTGTAATCCCAGCAAnCGGGAGGT^^ 

TAGGAGmGAGACTAGCCTGGGCAATATAGTGAGACCnGTGTCTACAAAATAAATTTnAAAAATTAGCTGAGTGTGGTGGGATGCGCCT^ 

GTGGCAGGATCCCTTGAGCCCGGGGGGTCAAGGCTGCAGTAAGCCAAGAnGCAACACTGTACTCCAGCCTGGGCGACAGAGCAAGACCGTGTCTCA^ 

>ncrb8138.seq 

act™gangttgatataantatgtctctnaattgtaggnctgannnntgntnnntctancaaggtcncttatnacttnttaatgt™^ 

caggtggaaatnctgttcatgtcctgtgatngctagaggmataaagcaaaaactttaaaacttaganagaaccatgnat^ 

tgaaaaagaaacagaatgtagactcatgaggagnaggtaagttcagaggaatogcagacaggaanccaagagcagcacagaccmcggtactaatgmcaag 

TTGCAGTTGCTGAGCCACACCTAGACTTGCAGCGGAAATGTAAAGACAAGAAAGATAmGGCnCTAACTTCCCCTGAGTCTG 

TGTTCATAAG 

:^.r!grb8139.seq 

GTbTCANGNAAAACATCATGTGGTCCAACCTCATGTATCGCTGGAATGAGACCATCCCTGAGGACnCCAAGAGTTTCAAACCCAGAAnTCG 

(S^TCTGTAACTGCTmCGGAAGACTAAAACCATATATATnTAACnCAAmTCmAGCTmACCAACCC^^ 

(^CATTTTT 

^b8140.seq 

allAACGAATGTAGNATAGAGNACmACACTCCTGAGAAAACTOCTCAAAAATGGATCACAGAGCTAAATGTAAAACAAAAC 

AIlIJTAGATGACTTTGGGTTTGACTATACCCTCCTAGTOCAATAGCAAAAGCATAATCAATGAAAGAAAGAATAAmGGATATCA 

T^^GAGAATGAAAAGAGAAGGAAGAGACTGGGAGAAAATAmGTAAAAGATATATGTGGTAAAAGACAGn^ 

^riib8141.seq 

AGGGAANCCTGTGATGACTACAGAGnTGGGAACGGTAGGGCATGGnTATGGATACAATGGTGCCTATAATCGCTAGTO 

AMAAA AATCTC nmTTCTGGAGGCTGGCACCTGATmGTATCCCCCTGTAGCAGCATTACTGAAATACATAGGC 

dECGGTTmGCGGCCCCGAGATTGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGA^^ 

M3142.seq 
_ nCCCGATAAnAGCATl^CAGACTATAANCCmGGTT^ 
>|jg;AAATTAAATGTCAAAATTrfTrA™CCATAGTCCATGTTAATAGTGGGGCm 
QmAGAGTTGAATmAAGGGATTCCCTAATATGTATACTATCTTTnATCTGAA^^ 

>IMb8143.seq 

GCAnGNCAnGCACCCATGGNACATAGGAGGGNCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCnGTAAAAACCTGAACCCAGAAACAACACA^ 
CCCAAAGGAGCCAAGTACmCCAATCTCAGTGAGTCTAGGACTGTGGAGTGAATGGCTGAGGTGACGTGATGTGGAnGATCCCAGGG 
TTCTAAGAGACGTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGTTCTAmATmAnGTCTTCCTGTAAGACCTTCGGGTCAAGGCAGA 
AAATGCCCCCTGAGTGAGTGCCCGCAGGGCAGGCCAGAAGAGCTGCGTTCAGGTGGGGGGCGCAGGAAGTGTGTGTGTCCTACACAATGGTGCTATTGTG 

>ncrb8144.seq 

GGAGCGAGCATCGGCCAAAGTTGAGAATGTGGNCGAGGACmGATTGCACATTGTTGTTTTmAATAGTCATTCCAAATATG 

AAGCCACCCCAGTTCTCTCTAAGGAGAATGGGCGAGTCCTCTCGCAAGTCCACACAGGGGAGGTGATAGCAnGCmCGTGTAAA™^ 

AATACi 1 1 11 lATTnGmTATTnGAATGATGAGGCnGGTGCCGCCGGTTGCGCGnTnTGTCCCCGAACTTGAGATGTATGAAGGGmTGGTGTC 

AGCCAGGGCnACCTGTACAGTGACTTGAGACGAGnGAATAAAAGTGCACA 

>ncrb8145.seq 

GACACANGGGCTGGTOCCTGTGATGGAATGNTGCAGTGGTGGmGCCAAGCnCTGTGGATGmGAAGACTnATTmGCAGTGTTAACCTO 

ACCATATGATGTCTGTATTGTmTAGATGCTGACAAAAGAAAACTAGACCTmGTTTmGnGTAAGATT^ 

AnTGCCATACTTnAAATAATAnGlTTTAGGTTGAATATTGTATAATACACTTnATAGAGTATAAGATGCTA^^ 

CTATGTTTACGAATAC 

>ncrb8147.seq 

AAGATACCCAAGGAAGGTACAAGTGAAAGAmmAGGAmAATAnnAAGGATAGTAAAGCATACTCCAAAAATGAAGGCCACAGAAAACT^^ 
AATACTGnCCCATACCCCTTCTCAAGCAATGTGCTAGAGAACAAGCTCCAGAGAACCAAAATGATAAGACACCAAGTACTTTGAGAGGCAAGAGTGAAGCAGG^ 
AGAGAATTGAnCAAAGTCCACATAAAGTGTTATAGCAGTTCTGAAAACCAGACAACTAGCCCAACTCAGGAATACGnAATmGTGAAGTAATTAAA^^ 
GGCACCAACCAGGCTCACTGGnGGTGAGAGAAAAGAAGTGCAAAACCACAAATAGnGAGATnGGCAAAAGTCCATGTAGTGAA 

>ncrb8149.seq 

AATAAGAGAAACTTNAAAGTTAATGGGATGGTNGGATGTGAGAGGCTGAGAACTCGnGAGCTCCAAGGAmGATGAAAAAGGTGCnCnAn 
TGAAGAGnTCACAAATCGnGAAAATAAAAAGTAATGAGTTAGAAACTGCC 



>ncrb8152.seq 
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GATCTCCmMGMTTMCGAMGCAGTGnTAGACAGTMGGAnCAMCCATTTGCCAAAMTGAGTCTMG^^ 

GTACTATGAmTGATinCCCCTATCAATnATGGGCAATCATCACCAAACTGTGCACCAGAATGTAACTGCCCTGAAAGC^^ 

AAGTGTACCAATGGTGCCTCCTGGAATCAAGTATCmACCTTAGGAATAACCAGATTGACCATAnGATGAAM 

CAACCnCTAGAAAACTCCAAGATAAAAGGGAGAGTmCTCTAAAnGAAACAACTGAAGAAGCTGCATATAAACCAC^^ 

TGGAGGATCTG 

>ncrt)8153.seq 

CTnGCAAGAAGGTAGAGATANAGACACnmCAAAAATGGCAATGGTATCAGAAnCCTCAAGCAGGC^^ 

CCAAAGGTGGTCCCGGATCAGCGGTGAGCCCCTATCCTACCTTCAATCCATCCTCGGATGTCGCTGOT^^ 

CAnCTAACTAAGCGAAACAATGCACAGCGTCAACAGATCAAAGCAGCATATCTCCAGGAAACAGGAAAGCCCCTGGATG^^ 

GTTGTTnAGCTCTGCTAAAAACTCCAGCGCAATnGATGCTGATGAACTTCGTGCTGCCATGAAGGGCCTO 

CAAAGAAATCAGAGACAH 

>ncrb8154.seq 

CATCCCGGTATGGAAGCTGCTGGAAGTCCCATTNNGGACGAACCAAmTGATAATGACATTGCACTGGTGCGGCTGAAAGAGCCAGTGAAAATGGGA 

CCTACCAGGCACCTCTTCCGACTACAACCTCATGGATGGGGAGCTGGGACTGATCTCAGGCTGGGGCCGAACAGAGAAGAGAGATCGTGCTGnCGCCTCAAGGCGGCA^ 

CTGTAGCTCCnTAAGAAAATGCAAAGAAGTGAAAGTGGAGAAACGCACAGCAGATGCAGAGGCCTATGTmCACTCCTA^^ 

CTGTAAAGG 

>ncrb8156.seq 

CACAATCTTATCTAATAGGCGTTCnGAAACNmGAAAGAAAGGCCGAGGAAGTOCATCAGAAGGCACATGAGTGGCACCAG 
GOTACAAAACCAAAATTATCCGAAGAAAGACTGCCCACCGCmATTAGTCCCAAnGCATTTTCGAGACCTCATGATCGAGGCCCTATGTCCAm 
GGGnAGGGGGAAATTAGAnATCCATGGGGCCTAAACTGGCATGCTAGAGCnCCAGTGTGTGTGTGTGTGTGTGTGTGTGTG^^ 
CACATATAC 

>,ncrb8157.seq 

IjMCTGAGGCCTCTGTAGCAGCTGCAGAAATGTTmGCnAT^ 

J*p^8159.seq 

MACAnGnGTTmTTAATAGTCTTCCAAATATGAGATGCATTGnACAGGAAGTCCCTTGCCATC 
(III^CACACAGGGGAGGTGATAGGAnGCTTTCGTGTAAATTATGTAATGCAAAATm 

(imcCCCCTTTmGTCCCCCAACTTGAGATGTATGAAGGCTmGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGC™ 
GgfCA 

il^b8160.seq 

M(pTA^TGAAG^l^CTGAAAAGNAAAN^AGGAAAATGACTGCAGCTCAGAAGGCmGGCTAAAG^^ 
AAAAAAnGGAAAGGTTTGAAACTTTGAAAATAAAATCTAGCAAAANT 

>®-b8164,seq 

AfTCTCCTTCAAATAAATGAACTCAATCTAANTTAAAAAAGAAAGAAATTTGAAA^ 
/^©TCTACTTGCnAAATTGTGGGCAAAAGAGAAAAAGAAGGATTGATCAGAGCAnGTGCAATACAGTTO^ 
TiOTACACCTGnATGGAAAATGTCAACCmGTAAGAAAACCAAAATAAAAAnGAA^ 
T^^CCCAAACTrCCAAAGGmAAACTACCTCAAAACACTTTCCCATGAGTGTGATCCACAnGTTAGGTGC 

>W>S166.seq 

/S^GCTATATTTTAAAAACACCNGnGnCAmAACTGGNAGAATGTCAGTCCAATCTNCAATG^ 
GTAAGTGTnCCTGATGGCnCATCNCTATCTnACTTTCTCTGGAATATGCTACACAAAGGGCTTTA™ 

>ncrt)8167,seq 

TAGTTAATCTGCCATTATATTCCNGAAAGCACAGATAAAATAACTTCTATmATAAGCTGACCACAGTGAATATGC 
AAGAAGGTATGTATACATNGCACACACACAGTTCTGTACATAmGTGCACTAmTTAGCCGmCGGTTCCAAAGGAnAAGTATC^^ 

>ncrb8168.seq 

CmAGTGTTGTTTCmCACCCAGGGGTGGTGGTCCCAGCCAGmGGTGCTGACGGTGAGAGGAAAnAGAATCTGmGCAAAnGTCCA^ 

TCCATTnCTGTGTmGTAAGGGAACTGTnCCnCATGCCGCCATGnCCTGATATTAGnCTGATTTCm 

AATTAACTGAGAATGTAAGAAAAnGATGCTGTACAAGGCAAATAAAGCTGriTATTAA 

>ncrb8171.seq 

AAAGGGAmAAAGAGTTnTCnGGGTGTTTGTC^^ 

TCTGGAAAGCATGAAGACTGGGCTTTTTnCCTATGTCTCnGGGAACTGCAGCTGAATCCCGACAAATGCAAGATOTOTCTGATC 

CGACAACACTGCAATCCCCAGmAAGGGCTGAAGATGAAGAAAATGAAAAAGAAACAGCAGTGTCCACAGAAGACGAnCCCACCATAAGGCTGAAAM 

AAGAGGAAAGCCATGAACAGTCAGCAGAACAGGGCAAGAGTTCTAGCCAAGAGCTGGGATTGAAGGATCAAGAGGAC 

>ncrb8172.seq 

AnGTACCATATGTTTGATTTTTmTATTAmCATAAGAAAACTACGTNAATmACCTTACmCATTG 
TGAnAACTACirrTGCAGTmAATCCTGTAnAmcnCTACmGTm 

>ncrb8176.seq 

GAAAncnGGACCGGCGCAAGACNGACCAGAGCGAAAGCATnGGCAAGAATGTmCAnAATCAAGAACGAAAGTCGGAGGnCGAAGACGATCAGAT^ 
CATAAACGATGCCGACCGGCGATGCGGCGGCGnAnCCCATGACCCGCCGGGCAGCmCCGGGAAACCAAAGTCTnGGGnCCGGGGGGAGTATGGnG 

>ncrb8177.seq 

ATACCACCTCCCACTGCTnCTGAAGATGCTNNTNGGAAATCTAAAGGAGACATTAmGCCTGGCCTGACAAAAAATCCAATGAGATGGTCAAGAAGTCTG 
AACCAGTGTGCCTACATCAATGATTCCAnGGCTOCATCGAGTAGAGAACATCAGCCATACGGAACCTGCTGTGAGCCnCACTTGTACAGTC^^ 
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TGATCAAAGAACAGGACATAAAAACAAAGTCACAATGACAnCCATAGTAAATnGGAATCAGAACTCCAAATGC 
TGAGGTmACCTTTAAGGTTCGCTGTATGmGCCnGGACAAAAAGGCTACCAACCACGTGCTATCCAGTA^ 
AATTAT 

>ncrb8180.seq 

CTNCAACCTAGAnmGAGGmATAGTGCTTnCTCCAAATGTCATTATCATCCCTAAAGTGAAAAAA^ 
TGAATAAGGCACCAAATAAGTGCCCTCAAGGCnAAmCCACCTTGAAGTTAAGGTAGGTATCATGClTACCTTGA 
CTAAGCGGGTGGGATGGGAGGCGGTGCCCTTCCACCCTCCTGTCTGmGTCGAGCTCTGTTGGTCCTTCCGATTGGnAGCGACCCT^ 
GAGGGCAGAAGCACTAATCTGGCCAAnCCAAGCAGAAAAGATCAAGTATAGAmCATATCTGAGTmAAGTGC 

>ncrb8183.seq 

AGTGTCCATCAGCACCAACAGCACAGnCTimATCCACGCCACTCTCAGACAAAACTAGATGTCCAGAnGTTGCAm^ 
cccacatgttcag™tccatgcaagaaacttgactctacatgtattgctgaaagaattttcttaacagtgaaatctgatcat^^ 

CAGCTGACAAGACAGATnAGCATTATCAAGAAATCCCAnTGCCCTGAAAAAGCTGTGCTCCAnGTACTGAACAGACAGTCCTGTCGATO 
GGGCTGAAATCATCATCmCCATAATGAAAACTGAGAAACTAnCACAATGCAnCCnATAAATAAATGC^^^ 

>ncrb8185.seq 

ACCTTCAAAGATCAmTAAmANAAACGTATOGGATGAAnATTGGGGTATATCCTGGATCACAAAACCAATTTGGAAACTCA^ 
AnGGAAGATATTGTAnnCCCTTTmGAGGTGTGTAGACACAGCCCTmGGCTGGAACACAGTTTGTTACTTATATACCM 
GATGGGGACAAATAGTAAACTTTCGTAAGGATCTTGGAAGATACCTGAAAAGACTCAGCCAACGGAGATGAGGAnGACTGCATGAAGTGCATTGGAGA 
TAAAAACCAnAATATATTA 

>ncrb8186.seq 

CGTGCTCACTGACCTGGCTGTAGCCCCAGTGACAGCTAGGATGTGCATTCTCCAGCCATCAAGAGACTGAGTCAAGTTGTTCCTTAAGTCAGAACAGCAGA^^^ 

GATTCGAATGACACTGnCAGGAATCGGAATCCTGTCGAnAGACTGGACAGCnGTGGCAAGTGAAmGCCTGTAACAAGCCAGATTT^ 

qTpTGTGTGTGTATATATATATATATGCACAGNTATCTAAGTTAAmAAAGGTGTGTGNGCCTTmATnNTGn 

?^b8188.seq 

A^TGGTGTTAAGAmGNAGnGGCCTmAnGGACTAAAGGGGAACTGCmAAGGGTCTCAGTTAGCCCAAGmCnTTG 
(5|&GAGTGCTTTACTCCAAGAAGCmCCTCATGGTTACCGTTCTCTCCATCATGCCAGCCnCTCAACCnTGCAGAAAnACTAGAGA 
iWGGAGnAGAAAATnGTGTCCACAAGGAGAAGAACAAAGTATGAGCnTAAAACTCGATAGGAAACTTGTTAATCAACAAA^ 
IflTTGAAGCTACmTTTTCAGCCAAATAGGAATATTAGAGAGGGACTGGNAGTGAGA 

>n&b8189.seq 

dMmNCCTnTTAATGAACATGTGAAGTOTTCTGTGGCTATGCAACAGCTCTCACCTACGCGAGTCTTACTnGAG™ 
T|G|GTTGCCCATCnGmCACACTAGTCACAnCnGTmAAGTGCCTnAGTmAACAGnCACTT^ 

>)icrb8190.seq 

(iaGAGGGGGCAGGCGGAGCTTGAGGAAACGGCAGATAAGTTTTTTTCTCTn^ 
TfigAGmTTAACGTAATmAATAGCTTAAGATTTTAAGAGAAAATATGAA^^ 

dgnCTTCATAGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCA^ 
qWAAAGTnAGmAAAAGTTGTAGGGTGAnAAAATAAmGAAGGCGATCnnAAAM 

>mb8191.seq 

(|||CCCCTGAGGTGGGACCCAGGCGTTCTCAGCTGTACCCTCTGCCGATGGCAmGTGTTmG^^^ 
>ncrb8192.seq 

AAmcmGTGTCTGTTTTGTTMTTGTATATG 

AnAAACTATAnGnGGATTmGAGAATGCATGAAGAAACTTAACGTTAAnGTGTmGAT^ 
GAATGTAATTTTCATGAAAT 

>ncrb8193.seq 

GAAACGAGGCTGATCCGTGACCTNNTCACTTCAGGGGCTGGGGGAGTACATGGAGGCCCATOTACGTATGTGTCTACnTGGTAnAnGGGGAmAAAA^ 
TmAATCTAAAAATAAGmAATATAGCCTAAAATAATGTTnCAGTAnGTCGATCAnATGTAAAAGTAAA^ 

ACCCAACTAGACGTCATmGTACTTGACTAGTAAGAAAATAAGGTACTTnGGCCGGGCGGTGTGGCTGGCGCGTGTAATCCCAGCAGmCGG^ 

GGTCAGGAGATGGAGACGATCTTGGCTAACACGGNGAAACCCCGTCTCTACCAAAAATACAAAAAAATAGCCGGGCGTGGTGGCAG6CGCCTGTAGTC 

CTGAGGCANGGAGAATGGCGTG 

>ncrt)8197.seq 

CTCCCAGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCACCCGCCACCATGCCCAGCTAAnTmGTATmGnTAGTAGAGACGGGGmC 

GnAGCCAGGATGATCTCGATCTCCTGACCTCATGATGCACCTGTCTGGGTCTCCCAAAGTGCTGGGAmCAAGGGTGAGCCACCGCGCCCGGCCACCnAnAAAT^^^ 

TACnGGTCATGGNGACACATGmAGGTTGCnTGTGTTCTTTCGATTTCTGA™nAAAGAGTAATGAAATAGCTAnAAAAAGGA^ 

TGGATTGGAC 

>ncrb8200.seq 

ATCACACCATAAAATTnACAAGTGATAGGGCTNmAAGATCATCTAATCCAACCCTATAAnTATGAAAGTAGTAAATAAG^^^ 
CAAmAACAGAAATAmAAAACnAACTCTTnGmCACTACnCAGTATGCnGTnAGAGGTOTACAAGCCAGTTG^ 
TCATTnATmAGTCAAAGTAGAAAAGnAACTCCCCAAATGCTAGCACnAGTGCAnAAmGTGGATGAnCATC^^ 
AGTGT 

>ncrb8201.seq 

GTAGTAAGTTGTAGAAGGCTCGANGGGACGTGGACmmGCCnGGmGCAATACCTGCAAATAATGAGmGAAAAGAAACAATGAA^ 
AATmGGTGGAmAGTCATAAGATGGAAAAAGACTGGTGAATCTTTTATTACAAAATGTTTCTGTTAAAATC 
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TMTGGTGATCMTTCMGTCAGTGnGACTATTCTGTGAMTATAmGGCCAGTGGAMTGATMTCAGAAM 
ATACT 

>ncrb8202.seq 

ACmCCTCACTATCTGCTTCATCCGCCAACTAATAmCACmACATCCAAACATCACmGGCnCGA^ 
ATGTCTCCATCTAnGATGAGGGTCn 

>ncrb8203.seq 

ATGTGTATGAGACCAAGAGNTGCCCTCAGGTATGGGAGATGAATATGGATCAGCTCCTmGGAGGCTGATCTCT^ 
>ncrb8204.seq 

GmTAGGTCTTAAGAnAGTCTCCTCTTGmGGAnCCATACTTGCTAAATAACCTGATAATAACCTGGnnCCATGTAA^ 
AGATATnCAGTCTGCATGGTAAAAGnCTAAATCTTACTACAAAATAATAAACTGGCTGGTnATAATGGAAGA 

>ncrb8206.seq 

AGGGTTCCCGACCTCGATGTTGGATCAGGACTTCCGATGGTGCAGCCGCTATTAAAGGTTCGnTGnCAACGAnAAAGTCCTACGTGATCTGAG^^ 

CGGmCTATCTACnCAAATTCCTCCCTGTACGAAAGGACAAGAGAAATAAGGCCTACnCACAAAGCGCCnCCCCC^^ 

CCCAAGAACAGGGTTTGAAT 

>ncrb8207.seq 

TATCCACTATGATTATAAACTGTGNCTCGACCTGTGnAmACAnAGCTGCnAAAAAAGCAnGAGTTAATT^ 

TATAATGAAATAACTGCAACTAGAGAAAACTGTATAAAAACAnAAATTGTCAGTATTmGTAAGGTTC^ 

ACnGTATCTGCGAAACTATACTTGTATTAAATGTGCTTmAAATAAAAGCTCGTA^ 

>ncrb8208.seq 

QTMCTGATCTTTGAATCAGTCCCTmGAGAACCTGCTTTnCCAAATAGCATCATGAGCGTGGTGGTCTGGT^ 

dATATAA ATTGCTCTCAGATACTATGGATTCCTAGCATATTGGATTAAAAAAGAAGNGGATATGGTCCTTCGATAGAATGTGAAG 

IHJI 1 1 iCACACCTGTGAncmCAGCAAGnAGAAGGATAGCAAGAGAATGTGCATCCnCCCCAAACCGCGAAGACAGGCAGCmGGCTT^^ 

Qi^fe^TAAACACATTAATGTAAATATGTNGAGACAGACAAAGAAAmGTCTGCTACTTAATA^ 

dUCTAAGGCATATTAT 

2f||b8214.seq 

AKGGAAGAGAAGGGATACTCCCGGACTAGAAAGAAGTCACAAATCnCAAAAGGTGGTAGTAGTAGAGATACAAAAGGATCA^ 
QllTNTCAGAGAGTNGTCGATCAGGCCAAAGATCTTCAAGAAGNGAAAGAACCCGGAAATC 

%?b8215.seq 

GJAAAAAAmAACACCCATAGNAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCAAC^ 

dACCAATCTATCACCCTATAGAAGAACTAATGTOGTATAAGTAACATGAAAACATO 

(pTCAAGCAAGAAGTCATTATTAGCGTCACTGTCAAGGCAACACAGGCNTGCT 

>}Sb8217.seq 

TtjTGGACTGAAGGGAnCCTGNCAGTTGGGATmCAGmCAAAACTGGAAGAGTCCTGGGCAA 

d@TGCCCCATCnGTGCnGTAAnAmCATCTGGCTTGGAAACCAmGACTGGCGAGCTGTTGAGCTCCTGCTGTATGC 

qftGGAATCCCCACAGTCCCTCTGTGAGTACACACCACCCTATTTCCnGAnCTAAGAGTCACT 

>liyb8219.seq 

GCGTGTGGAATGTGTGTGTGTNCNCAGGCAAnATm GCTAA GAATGTGAAnCAAGTGCAGCTCAATACTAGCnC 

TCTGTAGAGAAAATACrmAAAAAATGCAGGnGTAGCTTmGATGGGCTACTCATACAGTOGATTTTACA 

TGTGTATGGTAGCACAGCAAACnGTAGGAAnAGTATCAATAGTAAATmGGGTTTTTTAGG 

>ncrb8220.seq 

TGGAnGTAGCCnGACGAGGTCCGAGCGACCATGGACCGGCCGGGGTTCGTGGCAGCGCTGGTGGCTGGTGGGGTAGCAGGTGTTTCTGTTGACTTGATAmmC 

CCATTAAAACCAGGCTGCAGAGTCCCCAAGGATnAGTAAGGCTGGTGGmTGATGGAATATATGGTGGCGnCCTTCTGCTGCT^^ 

TCACCTATGAATATGTGAAGTGGTTrTTGCATGCTGATTCATCTTCATATnGACACGTATGAAACATATGTTGGCTGCCTCTG^^^ 

CTGAAGTGGTTAAGCAGA 

>ncrb8221.seq 

AnAAAAnGAAKAGTGGCAACCCTTAAAGTmATAAAATCATGCmGTOGAAAAAGAATOCAGCTTTG 
ATCAGCCTGTGTTmAATGAACTOTnGTATTnCCCAATCATTTTCTCTAGTGTAATGmGCTGGGATAA^ 

>ncrb8222.seq 

TACGCGGGGCTACCGGATCGGTCNGAAATGGCAGAGGTGGAGGAGACACTGAAGCGACTGCAGAGCCAGAAGGGAGTGCAGGGAATCATCGTCGTGAACACAGAAGGCATTCCCA 
TCAAGAGCACCATGGACAACCCCCACCACCAGCCAGTATGCGAGCCTCATGCACAGGnCATCCTGAAGGCACGGAGCACCGTGCGTGACATCGACCCCCAGAACGATCTCACCTTC 
CTTCGAAmGCTCCAAGAAAAATGAAAmTGGTTGCACGAGATAAAGACTAmCCTGATTGTGATTCAGAATCCAACCGAATAAGCCACTCTCT^^ 
TnAATGCCCGCGAAGAATGnAATGTCAATGATGTCAGGGGAGTAGCAGATGGCAGTCGCTTGGAAGCGAGTCACACGAATGGAGTGACGGNGTGNGGGGTG 

>ncrb8223.seq 

GAGGGCGTGAGGCAGCCAGCGCAGGGGCnNTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTTTTCTCmGAAAGATAGAGAnAA 

ATATAGTCAATAGGnACTAAGATATTGCTTAGCGTTAAGTTmAAGGTAAnnAATAGCnAAGATmAAGAGAAAATATGAA 

AAAGGTTTCTAAAACATGACGGAGGTTGAGACGAAGCTTCTTCATGGAGC 

>ncrb8224.seq 

TGGCTCAGAnGGTGTCGCCNGGGAGnAATGGATGTACAGCACTGTGGGGATTTGAGnATAAGAAT^ 
TGTCCTTTnGTGAGAGGGATGGAATTGTmcmCATTCGTAAAGmGTGAGTAAAGATm 
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>ncrb8225.seq 

TCTCACAGTCCTGGAGGCTGAGACNTGCAAGATCAAGGTGCCGGCAGTCnGGTGTCTGGTGAAGGCCTGCmCTCATA^ 

GAACAAACAAGCTCCCnGTGCCmAATAAGGTGCTAATCCCAGTCATGAGGGCAGAGTGTCCCGTAAGGCTTM^ 

AACAnGATGGAACACAACGnCACTCCATAGCACCAGGGTAGTCTCCTCATGTCAAGGTCmACCTGAATCACATGCAT^^ 

ACATCTnGGGGGGCCATOnnGCCAATCACATAnACATATAmTAATATCCTAGACTAGTATGAAAA^^^ 

AATGCTATAAH 

>ncrb8228.seq 

CAGTTCCTCTGAAGGTAAAGAGACGCACAAGAAAAAGAAGAAGAAAGAAAAGCATAAGAAAAGGAAGAAAGAAAAGAAAAAGAAG^^ 

GAGGGnCTGACTCAGAGTGACAAGGATGTGACnGTOAACATTCTCTTCTCAAACACTGACCAAGGAACAGAGGAAGATGCAGTCAGAGA^ 

GAGGAGTATATGTGGGTCACAGCAGTGAGGTCCCACCCGCCnGCAGTGAAGATGTGACCCCAGGAGAGGGAGTGTCTCCTTCCAGGTGCTAGCTCTGGACAGC^ 

GCAGGAAAGTTTCnCATCGTTGTCGTCCCTGCTGGTCACATGAGnTACGATTCCTTTGAAGTGTCTCGCACAGGGNGGGAGGACTGGG^ 

CCTCCGACAGCTTGTGGCCTCCACAGNGNG 

>ncrb8229.seq 

TGGTGAGGCGCGTGTGGCTACTNCTGTGGAAGCAGTGCTGTAGnACTGGAAGATAAAAGGGAAAGCGAGCCGnGGTGGGGGAAAGTATGGCTGCGATGATGGCAm^ 
ACCmGGATTAATAATGAAAACAACTACTCTCTGAGCAGCTGTTGGAATCATCTGATAmATAGTGAATGAGTTAGTGTAAGTACGT^^^ 
TGATCTGTGAAAATGGTTCGCTATTGACnGACCCGGAGAACCCCACGAAATCATGCAAATCAAGAGGTTCCAATCTTGGTGnCACmAAGAACA^^ 
CAAGGGTATGCATATACGAAAAGCCACGAAGTATCTGAAAGATGTCACTGTACAGAAACAGTGTGTACCATTCCGAGGTTACAATG 

>ncrb8230.seq 

GTGCGCGCGCACGGACGCCTNGAGCNGTCAGGATTGCACCTGCTATGGAGAAGGGTAnCCmATNAAAATCTNCCTCAmGGATNNGCTNTCAGGTGGT^ 
GGCGAGAGACATTGATGGCAGTTCTTATCTGCATCACTAATCAG 

5>ncrb8231.seq 

4li3AATmATAnCCGTGAATGTANATTGTCTTGTAATGTTGCATAATGTTCACTTm 

>fl5ti8234.seq 

M™TAACCAAGCATAATATAGCAAGGNCTAACCGCTATACCTTCTGCGTAATGAAnAAGTAGAAATAACm^ 

aglAAGAAGAGCTAAAAGAGCAGACCCGTCTATGTAGCAAAATAGTGGGAAGAnTATAGGTAGAGGCGACAAACGTACGGAGCCTGGTGATAGCCGGTO^ 
qnCAACmAAAmGCCCACAGAACCCTCTAAATCGCGTTGTAAATnAACTGnAGTCCAAAGAGGAACAGCTCTnGGACA 

>nib8237.seq 

/IScCGTACCTCnATGGCCAAGTCTTTGNTTGTGTTCAnTACCAAGnGACCCANCCnGTCTTnAGGnAAGTAAGACTCG 
TgfGGCCACGGA 

>¥icfb8238.seq 

ClBAGGACTGAGTTnATGTGATNGAATmGGCCAATGGAATGAnAmATGAG 

■^ISACTCCGTAGAGTGCTCAGAGTCTGGATCATGCCTTACAGAAGATCCTTGATAATATnCTGATATACCTCCAAGGTTCC 
<||5GNGATGAG 

>t|lb8239.seq 

AiGACNGTGCGTCACCCGTCAACCAGAGCNTNCCTCCGGGCCAGCTTCCCTCCA^ 

^GTGAATTAGGCATGTGAAGCAGTGGGTGTCCACCCGTGTCCCTCATGGGTGAGCCCTCCAGCTGTGAGCCCAGGCAGTGTGGTCAGCGAGTGAGGAGGCTCCTCA 

d^ATCCCTGTGCTGGCTCCACCTGAGAGTTGCTAGGGGGTTCnGTCGAGATCATGTCATCAGCACCCCTAAGTCAAGTCACGGGm 

CAGTTCAGCGTATGAACnGTATCTCTAATCTGATGTCCATnnATATTTmGAAACTG^ 

>ncrb8240.seq 

AGAGGACTCACTGGmCTTlTCATAAGCAAAAAGTACCTCnCTTAAAGTGCAGnTGCAGAGGTnGAGTCCT^^ 

GTAnAACACCTAGTrGGTTCACCTGGAAAACAGAGAGGCTGACCGTGGGGCTCACCATGGGGATGCGGGTGAGACTGAATGCTGGAGAGATGTTATGTAATATG 
CCCTCAGTGGAGAAATGTAAAGACTGAAnGAAmTAAGCTAATGTGAAATCAGAGAATGTTGTAATAAGTAAATGGCnM 
TGTAACATGACAAGAGATTTTGCGmGACATTGTGTCTGGGAAGGAAGGGCCAGAGCnGGAACGTnGGAAGGTGCTGGCAAGAGGTCTTACAG 
CTAGGCTTTGGTCTAAAAG 

>ncrb8242.seq 

ATCGCKGAGATCTCCAGCGGTACCGCGGCTCGAAATGGACCCCAACTGCTCCTGCACCACTGGTGTCTCCTGCGCCTGCACCGGCTGGTGCAAGTGGAAAGAGTGCAA^^ 

CCTGCAAGAAGAGCTGCTGCTGGTGCTGCCGGGTGGGCTG TGGGA AAGTGTGGCGACGGGTGTGTGTGCAAAGGGACGTTGGAGAACTGCAGCTGCTGTGCGTGATGTGGGAA 

CTCTTCTCCCAGATGTTAATAGAAGAAGCTGGAGAACCTGGATTmTTTCAATACGATACTGAGCCAmGGTGCAnTCTT^ 



>ncrb8243.seq 

AAAGCAGGGAGATCACnGAGCGNAGGAGnCAAGACCAGCCTGGGCAAGATAGCGGAAGCCCATGTCTACAAAAAATACAAAAATGnGGGTGTGGTGGTGAGGGCn^ 
AGCTCCTTGGGAAGTCAAGGTGGAAGGAnGCTTGAGCGCAGGAAGnGAGGCTGCAGTGAGCCATGATTGCACCACTGCATTCCAGGCTGGGTGACAGAG^^ 

>ncrb8245.seq 

ACCTCCCGCCTGCCCATCATCGACGTGGCCCCCTTGGACGTTGGTGCGCGAGACCAGGAATTCGGGTTCGACGTTGGCCCTGTCTGCTTCGTGTAAAGTGCCTGCATCCCAACGT^ 

CTGCCTCCGACCCAACCAACTnCGCCCCAACGCGGAAACAGACAAGCAAGCGAAACTGAACCCCCTCAAAAGCCAAAAAATGGGAGACAAnTCACATG^^ 

TTCGmGCAnCATCTGTCAAAGTTAGTnTTATGTTTGAGCAACCGAACATGAGCAAAAACGAAAAGTGCATTCAAGCnA 

>ncrb8247.seq 

TGTTTmGAATOGAAATAGAANAGAGATCTAAGAAGnATAAAATAGTTGGTTTATCAAGCCTAAAAAGACATA^^ 

AmGmATAGTGACATATCCCGnGTATGTAAAGTGTGnTGACATOTTnCTGNAAAAGCAGAATAAGAATTCAGGAAATTTGm 

CCCAGCATGTGAGATGTTGTGGGAGCTGAGnGGGAAAGGAQAGCAAAGCCGCCTCCTTCCACTCTTCTAGAGACACAGAATGTAGAATGCT^ 
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ATAAGCCACCTCCACCCTATCCCAGTGATCTGTCCCTGTGTGCTCnCTTCTGGCTGCCnAGGGTGncnCAGCCAGmCAAT^^^^ 
CCCCCCTTACGCAACAGAG 

>ncrb8248.seq 

AGCACNCGGnAAAATGC(XCTTTmATTNNNTATCGTOCGAAGCAAGAGTATTGAGnAnA^ 

mCTGAAGTAAGTmGCAAGTTGTAGTGAAATGAnAACTGGnCTAAATGTAnGGATGTCAAACT^ 

TGGGAAmAGCATACGAAGAGAGTACAGATGCAmAAAACCATACGGAAAGGACAGGTTAmTGTA^ 

AAAACGTGGGTGAATATTmATAAnGTGCAGTAAGTGAAGATCCmGAAGCAAGACATAACCAGAGCCATAAGGA^ 

GGNGGACAC 

>ncrb8249.seq 

TAAAGGCATTmGATTAATGANNCCTTCAATnATGATGTGTnATTGGAACATAACGTCAATATAAGTT 
>ncrb8250.seq 

ACGGAGGTTAGGATGCTACTTGGCGCAAACAAGCCCTACTTTGGCCAACATCCTGCnAmCTCAAAAAAGAGGGACAGTGAAAAGAAAAACGACAnG^ 

AGTTATATATACGATAAGTTGTATATATGATCACTGGTAGCCTAGCAAAGCTGTAGAAATCTAGGACTGTGGTAATCAGTATCAAACCAAAGAm 

ATGTGCACCAGTCTACAGnCCAAAGGACTGCAACAAATGTAGATGGTTCTGTCCTCATCCCTGAGATCAGTrCTACTGAAATGGCAACAACAACTCCAM^ 

AATCCCTAAAGCACTATCGCACTCCTAAATGCATTTCTCCACAAGnAGCACnGATTGTATACTGNCnTTAATCCTTCAnGmCATGTATGAA 

AAAAAGATTCGGGTGNCAAG 

>ncrb8251.seq 

ACCCAACnGCCTTCATGCGCCTCCCTGGCCAACTATGCCTCTCAGCAACATCACCTACCACTGCAAGAACAGCATTGCATACATGGATGAGGAGACTGGCAACCTGAAAM 

CATTGTACAGGGCTCTAATGATGTTGAACTTGTTGCTGAGGGCAACAGCAGGnCACTTACACTGncnGTAGATGGCTGCTCTAAAAAGACAAATGAATGGG^^ 

AATACAAAACAAATAAGCCATCACGCCTGCGCnCCTTGATATTGCACCTnGGACATCGGTGGTGCTGACCAGGAATTCmGTGGAGATTGGGCCAGTCTGm 

CAATCTAAATTAAAAAAGAAAGAAAmGAAAAAACmCTCmGCCAmCTOncnCTTTm 

qCAAAAGAGAAAAAGAAGGA 

>@38252.seq 

A^CTAAAATAmmCACTCAACCTGNNCGGTOTTCTTGACACTCTTAACAGAAmmCAATTGTTTT^ 
/EGCCATAACCCCnTATTAnTGnATnmATnGCAnGCmGCCATAAGTCTTCCCTTGCTTGTATCTTCCAAAGCT^ 

>ffib8253.seq 

G4|GTCCCACTGCAGmCAGAAAGGTGGAATmATATAGTCAnGmATTTCATGG^^ 

4Mb8254.seq 

ag-CCAGGGGAGGAGGAGTCAGGTGAGGATGATGTGGTGGGCAGGGCGTCAAGGGAGAAACCTCAGCAAGCATCAGGTAGGTATGACACGCC 
TTTAGTCTCTGCTAACCTGCTGAGAAGTCCACATTCTCmCTAGACTTGGTCTGCCGCTGCTCCTGGGCTAATnGAGC 

COACAT 

^fb8255.seq 

CgCCGCAAGAACCGTGCTCGCACCTGCnAGACCTGAAACTCTGCCACCCTGAGTGGAAGAGTGGAGACTAC^ 

TWfcTGCAACATGGAGACTGGCGAGACTTGCGTCTACCCCAATCCAGCAAACGTTCCCAAGAAG 

qpCAATGGTGGCTTCGAmCAGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCnCGU^ 

QflcfTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGGTCATCCAGGGCTCCAATGACGTGGA 

(iplCACTGCCCTGAAGGAT 

>ncrb8256.seq 

AACATGCCTCTCGCAAAGGATGTCGTTCATCCGTCTCCAGAAGAGGAGAAGAGGAAAGACAAGAAGAAACGCCTGGTGGAGAGCCCCAAn 

GATGCTATAAAATCACCACGGTCTnAGCCATGCACAAACGGTAGTmGTGTGnGGCTGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAAAGCM 

CTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACATnTGGAT 

>ncrb8258.seq 

GACTOCTmCTTCCGATACAGGGGGATACCTGCCTGTTmCAAAGTGTnAmACTGCTGTTAC 
>ncrb8259.seq 

AGCGGCGAACATGGCGGAACGCAGGTATACACAAGAAGCGGATCCAGGAAGTTGGTGAACCATGTAAAGAAGAGAAGGCTGTGGCCAAGTATCnCGAnCAACTGTCCAACA^ 

CGACCAATATGATGGGTCACCGGGnGATTAmTATTGCnCAAAAGCAGTGGACTGTCmTGGATTCAAAGTGGGCAAAGGCCAAGAM 

GAGTCTGTGGTTGACTACTGCAACAGGCTmAAAGAAGCAGTCnTTGACCGAGCCCTAAAAGTAATGAAAATGAAATATC^ 

GAAAGTG 

>ncrb8260.seq 

ATGAGTNGAAAGGGAAGATCGAGGAAGACAGTNAGGTGCTGATGATGAnAAAACCCAAAGTTCCnGGTCCCAGCmGACAGATTnGnCGnCTGTGCACCCn^ 

CGAGGTAATTGCAnGCGTGTGGAACAGGGGAACTTTGCGTACCTGCAGTGGGTGCGCCAGGTCACAGAGTCAGmCTGACTCTATCACAGTCCTGGCATGATGAGCCCTGnCGT 

GCTCATCATGAAGATCCCCGCGATACTTCAACGCCnCTGACTTCCAGGTGATGACTGGGCCCCCAATAAATCCCGTCTTT 

>ncrb8264.seq 

CAAGGTGAAAATGCCCCAACTAAATACTACCGTATGGCCCACCATAAnACCGCCATACTCCnACACTATTCCTCATCACCCAACTAAAAATATTAM 
CTCA 

>ncrb8265.seq 

CACCATCTGGGCTAACTTTGCTGCTAGGAGTTCAAGCCATGCCTGCAAATCGCCTCTCTTGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCTTCCGGAAG 
CCTGACACAGATTGATGTCAATGTCCAGGATCATTTCTGGGATGGGAAGGGATGTGAGATGATCTGTTACTGCAACnCAGCGAATTGCTCTGCTGCCCAAAAGACGTTTTCTnGGAC 
CAAAGATCTGTTTCGTGATTCCTTGCAACAATCAATGAGAATCTTCATGTATTCTGGAGAAGACCATTCCTGATnCCCACAAACTGCAGTACATCAGTATAACTGCATTTCTAGm^ 
TATAGTGCAATAGAGC 
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>ncrb8267.seq 

GTGTCCGAnCAGACATACCAGGGmGMnCAGAmCAGCAmMCTGGCTATGTAAACCTGGGGMGnACTT^ 
GTTCTGAGTCnGAACACATAGGAAGAGTACTCAGCATAAAGCTAGTACATAGCnGnGCTGCAAnAAGmTGAA 
CTGAGTTnATGGTTCTAAAACAAAGTGnAGGTAACACGTGnCTGTAAATGGCATCTATAGTAGGAT^ 
CACCnCCAGATGCmAAACAGGCTnGAnATAGnAGTCTmGTGATTCnGAAGTTTGAnCAnG 

>ncrb826d.seq 

ATAAATNGAAAGATTACACTATCTGATTAATANTTTCTTCATACTCTGCATATAAmGTGGCTGC^ 
AAATAnGTACnATTGGAAGT 

>ncrb8269,seq 

CAGTACGAATACAGACCGTNAAAGCGGGGCCTCACGATCCnCTGACCTmGGGTnTAAGCAGGAGAATTGCTO 
ACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCA 

>ncrb8271.seq 

GAACACNCACCATTTnAAAAATOTAGCTCAmAAAAAAGCTGCCAATTCAATGATGACACAATGCTAAGACAC 
GTACATCnAGAACTGATGAAATACAACAGATAATTTTAGGAAGATGACATTTGCATmGGACTTGAGCAGTGTGGAGGGTAa^ 
TGAGAAATGAGCTCCAAAAGAAAAGATGCAnCTCTTnGGACATAnGAGnGGCTATCTCTAAAAGATAnCATGTGCAGATGTC^ 
AAGGAAAAAGTTACAAAAAATTGGACTAGGTTAATGGATG 

>ncrb6272.seq 

GTCCATTCmGTTGCTTTnANCCnCATOTGCCATCTniATGTATCNGAAGTAATTTTGATAnAGATAGTC 
TGGGAAAGAAATAGCACCAGAAnTGGAATCTmGAAGnGAAGATGACTGCAGGATTCAGCTGCTmCTC^ 

>jicrb8273.seq 

MGTACCGTGACTGCCAAATAATAmGAAGTNNTCTGTCTCmGTAAATTAnTTATATGACCTATA^ 

dg^AAGGGAATTAATGnATGTTGTGAAAGGTGnGCTTGmGAATTGATGAGAAATGGAAGATGAGAACTCCCTAAGAGnCT^ 

IA§AGAGnAAAGTGGAATGAGGTAAGAAGATACAGCTACAGAAAATAGTTGCGTGTATGGGAGAACAGTCATTG 

>Sb8275.seq 

AMCTNNCCATGGAAnGATGGCAAAATGAGCNTGTTCAACAGATGGTGCTCCCTGCAACAAATGTGACCACGTGGTm 
GgTTCATmCACAnAAGAGAACATnACTGAGTGCCAATTAATTGGCGACTCTGGGCAGGGATTATAAGTGGGTOGAATAAGC^^ 
AMGCTCCGAACTGTTCCCATCTACnCTTGTCTCATGTATTCAmACTCAACACATATTTATTGAACACTTGCT^^ 
ylMTAAAGnCCTGGTCTCATGGAGCTCACATTCnGATGCTTGAAATOGnCACAGAG 

>ncrb8276.seq 

0TJGTGCGTGAGCAACCATCTAGncnCGCTNCAAAGACTmATTACAAAAGGTAATGCATCTGCAATAGCAGGGAAM 
/tBCTCmCCAGTCCTGGTCAATCCAGTmAGTCATGGCACTAGGAATAATTCTGCAAAAGAAAACATGGAAAAGGA^ 
AfGCGTCCAGTCmCAAAGTGATCAGGTGTCATTGAGCAAGGAGATTGTAAGAACAACGCTCnGTAGCTGGAACCAnC^^ 
/pAGGGGACCTGGGAAGGAAACGTAAAGTAGAAGnAATACCAATAGTGGNGAAAnATAGACAAGAAAAGGGGTAGAA^ 

>i»b8277,seq 

(MTAACCATAANAAGGAAATGCTGTGAGCATATGmGTGTGTCTAGTGAAGCAGCAAGAGCAGTGGGAGCTnTC^ 
A;i5AGAATCTGACAAGAGCAATGGACTTGCnCCCAGAGACGGGCCAAGTGTGAmCTGCCCTACnTAAGGGCTCACCAACTCCT^^ 
dmGGATAAGATGGTACAmGAGGTGTCCATTCnGCATGGAAATGGGGAGGnGACCAGATGGCCnCTCTGGTmGACC 
GTGCATTGATCAGGCTGnGTGTCmATGnCAGTAAGTATGAGGAGCATTCTGCTCTTAGCCCACAAAGTGTACAATTG 

>ncrb8279.seq 

TGGTCAnGGCAAmCmmTNGATGCTGGAATTTmCACTGAGNCCTATGAGAAGCTATTAAGGGGCCAGAGAC^ 
TCCCTATCAGTGTAAGTGATCTGTCCTGAGAGCACCGTCATGTAnAAGCGAAATGCAGATCCCCGGGACTCCAAGTAAAGGACATTCAGGCATA^ 
GACAGAGACTCTnGAAATTTTACTGAATATmGGATTCCTAAATGGTTACCTTCAAGAGACTGTGAGTAGGAW 
GGTAACATAAATGCATTTCATCCCAGAAAAACAAGGATAATAATAATGATAAGTCAGA 

>ncrb8280.seq 

CAAGNCCGGGATAGAGAAGGGCACCTAAANTTTTTGAAGAAATAATGGCTAAAAATNTCTCAAAm^ 

TCATAGAAATCCACATTAAACnATAATCACATTmGAAATCCAAAGACAGAGAAAGAGAAGCAACTCATCCAGTACAATGGATCCnGA 

CAATGGAGGCCAGAAAGTGGGATAACATTnCAAAGTGAGAAAAAGATTTCAACTAATAATTCTGmTCAGCAAAACCATTCCmCA^ 

AACAAATAAAGAGAGTTCNTCACTAATAAACATGCCCTGTATGAAATACTAAGAGGAGTCCTTGGGGCGGACATGAAAGGACACTAGACAAATCCACATGA^ 

>ncrb8281.seq 

NAACGCGGTCNmGGCCGGGGmGGCCACGTCGCTnGAACGTGCTATAGGnNCTTCTCAAACACACACCATCAGAATTCAATAnCACCTGCCAGACTG^ 
GGTGTCCTTCATAATGAAGTTAAAGTGAGTATACTGTGGAGAGGACnCCAAATGTGGTTACCTCAGCTATATCACTGCCCAACATCAGAAAACGTGACGGCW 
TCTAAAGATCAATACTATAACATTGATGTGCCTAGTAGAACAGCAAGAGCAAmCTACTCGTTCTGGGCAGACCTTATCCAAAGTCTGGTACAACTGTCC™ 
GAGGAGTCAACTAATGAAGAAATGAATAATAAATTnGACACTGAAAAACATmATTAATAAAGAATAnGACATGAGU^^ 

>ncrb8282.seq 

AGAAAGTAGAAmAAAAACCNCCTTTCACTGGATGTGGGAAATGGTGGAAAGAAGGAAGTAGAAAAGAATGGCnCTGGmCTGGCTn 
GGCAATGAACATATCAGAGATGAACAAGACAAGATTGCTCTCCACCAAGCTnATTGCAACTGGCAGGGCAGGACAGGGAGATGCAAACAACGCATAAACAA^ 
GTAATCCCCAGAATAGAGGTAAGATAATGCAAATAAGCGAGAGTGGAGAAGGGAAGAGTGGGAAAGGTTCGTTCAGGAGATGATGCCC^^ 
AATTAAGAGAAGAAAGGCTTGGCTAACAGAC 

>ncrb8284,seq 

ACCATGGCCAACAACGAAGGACTmCTCCCTGGTGGCGAGGAAGCTGAGCAGACCCCTGTGATGCCTGTGACCTCAATTAMGCAATTCCm 
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>ncrb8285.seq 

AGTGATCTGAAMCCTNCNCCACACCTGCAGCCCCATCCTCCCGGCTCCCTCCTAGTCTGTCCTGCGTCCTCTGTCCCCGG^^^ 
TCCCCCTAGGGGTGGGAGGAAGCAAAAGACTCTGTACCTATmGTATGTGTATAATAATNNGAGATGT^ 

>ncrb8286.seq 

AmCNCCAAGGNAAAAAAACAITCTATATnGTAGCAGAAATCAGTGGmGAAAAGTCATACm 
TGTGGGTAnCTCCAGCATACTTGAAAATGAATAAAGnAGATTGCTCACAnGAAGCTAATGGnGAGACAAGACACC^^ 
GATGACTATTGnCTCACTAAAGTTCTAAAATAATAGCAAGTGTAGAGAAGAGCCGTTGCTnGAAAATACATACCAC^ 
AGAAAGAGmGAGTmACTGTGGAnAAAAAGCCnCCCTAAAAAGAGAGCATGCCAGTCATAGAGACACTAAT 

>ncrb8288.seq 

AAAATACAAAAATCGGCTGGGCGCNGCAGCGCGTGCCTGTAGTCCCAGCTACTGGGGAGGCTGAGGCGGGAGAATCACnGAGCCCAGGAGGCAGAGGn 
CGTGCCACTGCCCTCGATCCTGGGAACCAGAACAAAACTCCATCTCAAAAAAAAAAAACCCCmNANGGCTTTTTTGGN 

>ncrb8289.seq 

ATTmCCGGGGAGCTTTAGmGAAAAGTTGTTGmCTGTGGCAGGATGTGAATTCTCAATGTAAATCTCTCTTCGTA^ 
TGAACCTCnTGAAGTCCCmGAACAGACTTGATATCTATCATTGTGTTAATCCTACCTCTGTGATGCCCTTCCCTCCTCA^^ 
AAACAnCTCmAAAAACTCnAAAAGAmATrGGGTCACATAnCAGAATAACTACTTGCCAnTGnAnGTACGTAACAGTA^^ 
CCAGAGTTCATCATmTTATCTGNGTGACmGAACATATTATATAATCACCCTAAACCTTmCCTCATCAGTAA^ 

>ncrb8291.seq 

ACTACAATGAGACCCTACTACGCATACTGAAAnGTTCAAGTTAAAAACACTGACGGCCGGGCATGGTGGCTCACGGCTGTAATCCCAGCAGT^ 
ACAAGGTCAGGAGATCGAGACCATCCTGGGTAATAGGGTGAAACCGCATCTCTACTAAAAATNG 

>;ncrb8292.seq 

McCAGCAACAACCAGTCAAAAATNNmTAAmCCCATAGAAnGCTTCGTACCTnGTCAAATATCAAnGACTATGTAAnGAGGATCTGmC 
©ACGTGTCTOTCTTCATGCCAATACTGTACTCTCTTGGTAGCTCAGTGGTTCTCAATGAAGGACAATmGCCCCT^^ 

M'^'^b8293.seq 
TCATCCGGnGCATmATTTTTTTGTCnNAAAAATOCTGCAAAACTAGGTTGTAGCAAGCTAAGm 
tltTAGAGnTAAAATAGCAGTGATGCCACTATAATAnAATGATAAATGTATGCCATATGmGAAAC 
GJATAGGAACTGTCCTAmGGTTCTGAAmTATATAGCAGAGAGAGATAGAGATAAATOCATAATAAATCAAAGTO 
•gngTGTTTATGCAACATGTCAGCTATTTGA 

5|^8295.seq 

AfCACCCCATAATATGCAGGATAATATCCATTmNACAAGAAACTACAGAAAATAAGTANGAAAATCTACAAAGGTO^ 
ClCTTGCCAGATGTTTAGAATAAGCATGTAATACmGATACTCAAGGAAAAGGTAAAGACTGAAAATAAAAAAAGnCG 
4SnGAAAAATCAGAATGATGTGTGTGTGGCAGTAGGTGGCCTCTAAAnACmAATACTATCACTGAGACTATCAT^ 
qifAGAGGTAGGATAGTCTGATCCCTGTCCAGTTAGTGGTTCCATAAAGTCCAGnAGNG 

>%8296.seq 

(pCATCTrrGCCCnCTGGTnAAACGCCTCCTTCAAAAAGCAATCTGGAAGAAAGCCCTGTGCmGGG 

ysgGGGATGAGAGAAAGTGGGACCTGGTGGGCTCAACCACACACACCTGTCTGTGCAGATGCmGCCCAGGCTTCTCACCACGGNGTACCG 
>l^b8297.seq 

GAmCGNAGAAGTGmGCTTCGGCAGAAAACGATGAGACGTGTAGGTACCATCAGGAAGCAGCGGGATAAGCTGATAAAGGAAGGAAAGTA^ 

CAAGGGGGAGCCTCGGCCCTGAACAGAGCAGCTGCTGATGTCTGGAGGCTGATmCCTGnCTCTGnCTCCACTGGAAAGGTTGm 

AAATAAAGGATTGCTCCAT 

>ncrb8300.seq 

GA GGGGG CAGGCGGAGCTTGAGGCAAACCGCAGATAAGTTTTTTTCTGTTTGAAAGATAGAGATTAATACAACTAC 
AAGTTmAACGTAATmAATAGCnAAGATTTTAAGAGAAAATATGAAGAC™ 

CnCTTCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCGCGAAnAATACCAATAGAAGGGCAATG 
TTAAAGmAGTTTAAAAGTTGNAGGGNGATTAAAATAATTTG 

>ncrb8302.seq 

CTATGnGATGTAATGCCTGTGGTmAAGAAAGACCTACAnGCTTCmNCAGAATGGAATGTTCTCAGAAAGmACAGAATCCTGCAGGAG 
TGTGTGAAACTGAATACnGGAAGAGGACCATAAAGACTAnCCAAATGCAATAmGTGAATmGTATAAAACTGTAACA™^^ 

>ncrb8303.seq 

GGGCTGCGACCCTCCATGAGAAGTTnGGACACTTGGGTCACCTGACCCGTGCCTCTCTGACACATGTCTCCGGGGGGCAGCCACCTGGCCAATGTGCATTmGCA^ 

CCTTCCATG6GGGTCTGGGCTATTGGCTGGAGCCAGGACATGAGTNNGGGGCCCCNTGGACCTCACGTGCCAGGGAGACTTGAATGTGGCTGTACTCTTTCCGGACNCCANGGCTG 

AAG6AGGCTGNTTGTGCCCTGCC 

>ncrb8304.seq 

TGTGTAGCAGCnGCAnGACGGGGTCCATTCnGGCCTTGCCTAATCATTmCnGGATGATATAGAGTGnACAAAAGAATTA™ 
TNTTCTGACATAGGTAAAGTGGGAAGGATTAGAACCTTCAAGGNGAAATGTNAAACTAGAAAmCCmTATAATCTGCTTGTGTTCC 
CAAAATTGCAATTGnnGGGAAGAAGTCAAAATACTTCTCTCTCCAGGTAAnAAACAAnCTGATTGAGAAACCTGTGTN 
AAAATNCACTGTTTGGACTCACAAATCATAATGTAAGATATGA 

>ncrb8307.seq 
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AGGHCCCTCMTMCCCCmCTGCTGTTCTCCCATGATCCMCTGTGTMmCTGGTCAGTGATTCCAGG 

CTAAGAAmAAAAATCACATTCTCTGnCAGCTGTTAATGCTGGGATCCATAmAGTTnATAAGCT^ 

mGTCGATAAGAAATGTAAGAGTGGAATGTTAATAAATnCAGTTTAGnCTGTAATGTCAAGAAm 

>ncrb8308.seq 

AGTTTAAAATAATGGGTOTAAGATAnATTTGCAAGCCTOTGGTAACCTCAAATAAAAAAATAT^ 

TCACCGTCACnAAAGGAAAATAGGAAGGAAGGAAAGAAGGAAGAGAAGACCACAAAACAACCAGAAAACACATAAAATAGCA 

ACAAATTGACTAAGCACTCCAATCAAAAGTCATAGGGTGGATGAATGGATAAAAAACAAGACACCATCATCTGnACC^^^ 

AATAAAGGGATGGAAAAAGATACTCCATGCAAATGGAAACCAAAAAAGAGGAGGAATAGCTATATnATATCAGACAAAGTAG 

>ncft)8310.seq 

CTAGATAAGTAAATATlTAATAGTCCmGGTGAGCAAACAGTnGTAAACTCTACmcmAAGCAAAmGAGTGTCTCTTGA^^ 

TTGGCATmGGCAnTACnATAnAATAATATTCATnAmACTAmCAnTATAATAAnATGTAACATCTGAGTAT 

TGATGAAGATAACAGTAAGTGAATTnAGGATTATGTCTnGGACTAAnnGAGTAATmGCTACl^ 

ATAAAAATAAGAAAAAATGGCCAAGCGCAGTGGGTCACGCCTGTAGnCCAGCACmGGGAGGCCGAGGCGAGTGGGTCACCTGAGGTCAGGAGn^ 
>ncrb8311.seq 

CTTCCGGnCTGACGGACGCTTCGGCCGTNTCGATGATCGGAGACATCCTGCTGTTCGGGACGTTGCTGATGAATGGCGGGGCGGTGCTGAACmAAGCTGAAm 
GAGGGCmGGGGA GGAGT CCAGGGAGCCGAGCACAGGCTGTTCGGCTCnGAATCCGAGCGATGAAACCAGGAACTCACnTCCCGGGATGCCGAGTCTCCAnCCTCCAnCC 
ATGACTTCAAGAATGTTTTTGACCAGAAAACCGACAACCnCCCAGAAAGTCCAAGCTCGTGGTGGGTGGAAAAGTGnCGCCGAGGTGTGCATG 
TCAAAGATAGmCACTTnGGTCTCTGAATTGAAATGCTGTCTACTGAAAGGGmCAAGGAGCGmATGT 

>ncrb8313.seq 

CACCCNCTCTAAGATGGAmAATGCTCATnTTAAGGCATATACTCAGCnCTATCNTAAAACTATAAmAAAATAATTCTGTA 
ATrCCNTnTATTTCAATTTGGAATTOGAATGGAAGGTCCCT 

>llfrb8314.seq 

A^ICTAACAATGTCCTATCAGGGGGCACCACTATNTACCCTGGCAnGCCGACCGAATGCAGAAGGAGATCACGGGGCTAGCACCCAGCACCATGAAGATCAAGATCAnGCC^ 
GeGAGCGCAAATACTCTGTCTGGATCGGTGGCTCCATCCTGGCCTCTCTGTCCACCTTCCAGCAGATGTGGATCAGCAAACAGGAATACGATGAAGCCGGGCGnGCA^^ 
GS^TGGTTCTAAAACACmGCTGGTCCTCTCTGTGTGTAGCAGAGAACTGTGAATGTCCTGTGGAAnATGGCnCAGTTCmTCG^^ 
/se|gTATGTGTTTTTTAATAAATCTGAAATAGGCTACTG 

>nqb8315.seq 

ligfTTCCAAATGCCTGAAAA AATGA CCATGATGCAAAAACCACAATAmTTTTGTTNGTTGATAGGT^^ 
/l§fGGATAGCAATAAATCAATTTnAAAAATCAGACAAAAGAAAACACTGTCCnGTAATGCnGCATTTAAAA^^ 
T^ATTATACAAAATGnGAAACATGTCAAmGGTCTCTGAGGCTAGCATAATCCTTAnCCAGAAAAnGnCAT^ 
GTtGAAACTGGTCATGTTGAAAAAACATGACCAAnAAATATCGCAAAATAATGTGTCATGGTAGAGTAGGGmATC^ 

A|n 

>t|lb8316.seq 

C^'OAAGCNATATGGTCAACACATAAAAATNAnGTATnCTmGmCTT^ 

OtfCAGTCTGAGCAACGAGCGAGACTCTGTCAAATAAATAAATAAACAAATAAATAGACGTGmACGGmGGAC 
TpCTGATTAATCCAAAGAmGATAAAAnCTGATCAAAATCCCAGAAGGATTm 

>pb8317.seq 

GMACAGNGAGGGAATAACATCCAGCTACAGATGGTTAACACAGGTCmAGTGCGCCAATCCCCATTnGCTGACTCATC^^ 
GCCGTTGAGTACTCAGnCTGTCTCTTCTGCATAGCTCTGTGGAGCCTTGGATCCTGTCAGACTCnCGTGTTGCTGAAGn^^ 
AGTGGGCACTGTAGGGACAGAAGTGAGmcnGTmCnmGGAGTTGAnGTGTCCGGGTAATATCTGGAGCTCTGTAAAGm 
GTTGTCATGCTGGNGACTCGTTGAGCGTGTGCTGTGCTGGACCGNGAGGAAGGACAGAAGGGCATCCAGACTGCTGGACTCAGAGGGAmcnGNCC 

>ncrb8318.seq 

ATAGTGAGATAATGGAGnGGTGTOGCCGCTGGAGGAGCGCnCnTTCTGTGGAnCATCATCTATGACACACACTGAGTGATGCATAAACT 
GGCATCAGCCTGTACTTGGATATGATGAATCTATTGCTGGACCTGTTAGGGmCTGGAAGCAGTTAATAAAAAGTAAnAAAA^^^ 

>ncrt)8319.seq 

AGGGAGGGAGAGAGTGAGAGCGAGGGAGATCTTTGGAGAGATmmTTTGCCTCCTACnCTGTCTTGAAGCCAGACAATGGACTTCAGCTCTCCCTCCCCTCCCT^ 

GnCTGCTCCCACTCGCTCTCCTGTGCGCnCCCGTCGCCTCCCGGNGGAAAGCCCCCGGAAACCAAGAAAGCTGAGGGGAGAGAAACAAACAAAAC^ 

GCCATCGACAAAACTTTGGAAAAGC 

>ncrb8320.seq 

AGAAAAAAGTGATTGATGGAAACTATGmGGAAACATAGGATAAGCACTCTGACnGACAAAATGATTTGTAnTAAAACCATAnG 
TCAGCACTnGGGAGGTGGAGGTGGGCAAGATCACCTGAGGTGGGGAGnTGAGACCAGGCTGACCAACATGGTGAAACCCCGnTTTACTG 

>ncrb8321.seq 

AnAGANCAAAGTGTGCGATGAGAGAAAAAGTTNAGGAGTTTTGAAAAGTAATGGAAATAACAAAACTGCAACAGTATmT^ 
TTTACACCTAAAAAAATATGGGAACAAGGGACCNTGCGTnNTGGGGNCGClTTnGTGGG 

>ncrb8322.seq 

AACTGAGTGTAAAGCAGAGTCCAACAAATGTAATGTATGAAGTATAATTTTTAAAACATTATGnGTAGACGAGGnGG 

TAGCCGGGGTAATTTGCAGTTGCAGATGGCCATAATCCCAGGTACTCGGGAGTGTGAAGCAGGAGAATGGCTTGAAACGGGAAGGCGGAGGnGCAGTGAGTAGAG 
GCACTGGAGCCTGGGCAAAAGAGGGAAAGTCGGTCTC 



>ncrb8323.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page357 of 776 



CACMTGTGGCCGAGGACnTGATTGCACAnGnGTTTrmMTAGTCAnCCAMTAT^^ 
GGAGAATGGCCCAGTCCTCTCCCAAGTCCACACAGGGGAGGTGATAGCAnGCTnCGTGTAAAnATGTAATGCAAAA 
mGAATGATGAGCCnCGTGCCCCCCCTTCCCCCTTTTnGTCCCCCAACnGAGATGTATGM 
TGACnGAGACCAGTTGAATAAAAGTGCACACGTT 

>ncrb8324.seq 

GATCAGCCCAGCACAAAACCTGGGTCTCTmCCCATGACTGTACCTTGGGGTGCCAGGTCACTCTTGnCAA 
CCAGTCnCACGGGTGACCCACGAnGTCnGCACCACAATCAGGAACTACAGGTTGTTAAAAAGACCACGGATCGGa^ 
GAGGCCAAGGCGGATGGATTGGGTGAGGTCAGGAGTTGGAAACCAGCCTGATCAATATGGTGA6GCCCCATCTGTACTAAAGATACAAAAA 
GTAATCCTAGCTACTGGGGAGGCTGAGGCAGGANAACTGTrTGAGGCCGGGA 

>ncrb8325.seq 

GATCCCGCAGGAGCCTGTCTCCCTACTGCTGCTTCACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCncnGCCATCCTGGCCGCC™GCGGT^^ 

ACTnGTGnATGAATCACATGAAAGCATGGAATCnATGAACnAATCCCCTTCNnAACAGGAGAAATGCAAATNCCnCATATCCCCTCAGCAGAGATGG 

GAGGATCCGAAAAC 

>ncrb8326.seq 

TGGTGGGTGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCTCGAACCCAGGAGGCGGAGGTTACAGTCAGCTGAGACCGCACCATTGCACTCCAGCCTGGGTGACA 
GAGCAAGATTCCGT 

>ncrb8327.seq 

GACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGATCATCGACACnCGAACGCACnGCGGCCC 
GGGGTTCCTCCCGG6GCTACGCCTGTGTGAGCGTGGCTTGCNN 

>ncrb8328.seq 

QTACCTGAAAACAACGATGGCATGNAAAACACTTCCCATTTACCTGTTGTTGCTGCTGTCTGTTnCGTGATTCAGCAAGmCAT^^ 
dftcnCGAGAGAGGGAGGGAGTGTGACTGCGGCGCCCAATGTAAGAAGTATGACAAGNGCTGTCCCGATOTGAGAGTTTCTGTGCAGAAGTG 
lilEAAAGAAAGCACCTCCACCTTCAGGAGCATCTCAAACCATCAAATCAACAACCAAACGTTCACCCA^ 
Q^AAGAACATTCTGTTTCTGAAAATNAAGA 

45yt8329.seq 

d^tctnntgatctgtagaactgtaaatttagtatntgtagcagtgctatotagtctgtgccmgcctcttccagtgatgaatctc^ 

g^tagatgagcatgatgtcagccctaaaagtaatcgctacctnaataaattatcaaamcatcaagtctcagatgacat^^^ 

mIaactgctgaagatggtcagtgtactagatgatccgaggatcaaactgggagaccaaatgactgaggactagact 

5|g-b8330.seq 

dCACAGTAGGGGTCCCAGGNGGTGNAATCACACAGGAATAACACAnCTATGGGAAGAGGAAGACGAGCCTGTAAAGCAmGGAGAAGGAA 
tnAATAGACATGGATAAGAAGTCCACTCACAGAAATCCTGAAGATGCCAGGGCTGGCAAATATGAAGGTAAACACAAACGAAAGA^ 
TfcgCGACATAGGTCAGTGACGTCTTmCTTCAGATGATCCTATGTnCCTTCnCCTCATCATCGTCTTCAGGAAGC^^^ 
y|^fAAGAAGAGAAGAGAGAAAACAAATAAATGGGAAAAAAGAAAGGACAAAATATGAAACACT 

>lMb8331.seq 

>!^ACNTAAGAAGCATCGTCTGGCAAGACCTNAGGAAAGAAGAAAAAGGGGCAAAAGCCAAAATGAAAGTGATGGT^^ 
QeeATGCCTGCAAATCGCCTCTCTTGCTACAGAAAGATACTAAAAGATCACAACTGTCAGAACCnCCGGM 
C^GGATGGGAAGGGATGTGAGATGATCTGmGTGCAACnCAGCGAATTGCTCTGCTGCCGAAAAGACGTmGmG 
dj^TCTTCATGTATTGTGGAGAACACCATTCCTGAmGGCACAAAGTGCAGTACATCAGTATAACCGCAm 

>ncrb8332.seq 

GGGGTCGCATCTGAAGGCTGGACTGGAGAATNTCTAGTTCCAAACmTGTGGNAGTNCGGAAGAAmAGnCCTCAAGGCTGCT^ 
TGGTAGCnGCnCAACAAAGTGTGCAAGGAGAGAAGACAGAGAGAGTCCGCTAGCAAGATAGAAGCCACAATCTCnGTAATGTATCAT^ 
TCATTAGGTOGCCTACTGGCTCTCAGGGGGAAGAGATOTAGAAAGGCATGAAnTCTGGAGGAGGGAATGAGGGCAAAGAACTCTGAAM 
CTAGAAAGTAGAAGGAAGCAATAnGCnAGGGATGGAGAAGnGGCACTGGnATGTGTTGCAAGTGAGGTAAGCTTGnCCCAGGAAT^ 

>ncrb8333.seq 

ACCCATCCTGAGGAAGGGTCCAATCTCCTGGCTGTCTCAGGGCAGGAGGGAAGGCAGGTGAACACTTAAAAGATGGCCGATGGCCAGGCGTGGGGGGCTCGTACCTGT^^ 
GACTTTGGAAGTCCGAGGGAGGGAGAnACnGATGTCAGGAGTTCGAGAGCAGCCTGGCCAACATGGCAAAACGCTGTCTCTATC 

>ncrb8334.seq 

ACGTAAAGGGACAGAGTAnGGGGGACAGAAGGTNAGTGCAnAATTCCTTCCACGACCCCTGAAGAGCAGCGGTGGGTCTGAGCATCCTATCTCCAGGAAGCAGGCCAGCAGGCA 
AGGCAGCTGCCACCTCGTCCTGTGCAAAGCACAGGCACCGTCCCCAAAAGAmCCAAAGATGATGnAAACCCAGCCACGGTTCTGATCTCCAGGAAAGCAATO 
AGGACAAGGGTTAAAAGAGAACAGNGGGAGCTCTCmCCCAGCTAACTCACGCAGTGTGACGCAGAGGCnTCAGCACAGCCGAGGGTGCCCGGGGACTTGAAAACTCCnCACCA 
GCGCCCTCGACAGGATTTAGAAGAGT 

>ncrb8335.seq 

CTCAnGCGAAAAnACATGATGAAGGGAAACTGGGTGACnAATCACCTmGGGTGATTTAAATCATAmTATCACTTG 
GGTAAATCAGGATTATGCTGTmCCTTCTAGAAAmTCCAAAAGnAAAGACAGAGTTAAAAAAGAAAAAAAACCCCAGTGAAn^ 

CAGCAGGCTAAAAATTACmAAGCCTAAAAAATACAGGTGAGGCCGGGCGCAATGTATCACGCCTGTAATCCGAGCACTTTGGGAGGCTGAGGCGGGTAGATCACG 
ATCGAGACGATCCTGTCTAAGACGGNGAAACACGTTCTCTAGTAAAAATACAAAAAAAAnAGCCGGGCACGGTGGGGGGGGAGGTTGTAGTC 

>ncrb8336.seq 

TCTGCCTAAGCCAACTCGAAAAAGCCGTACAAAAAATAAGCAAAAGCGTCCCAGGAGCCGTAGTGTGACAGCTGTGCACGATGCGATGGTTGAGGACTTGGTC 
GTGGGCAAGAGAATCCGGGTCAAAGTAGATGGGAGCGGGCTCATAAAGGnCATTTGGACAAAGGACAGCAGAACAATGTGGAACACAAGGnGAAAGT^ 
AGGTGACGGGCAAGGATGTTAAnTTGAATTGGCAGAGTnGAATTGTAAACAAAAATGAGTAAATAAAAAGTATATATTGAGAGC 
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>ncfb8337.seq 

ACTCNGNGNCTGGGTCAGCCMGMCNATNNCCAMCMGGACATGGAGGGMGGCTTCCTMGGGMGACTTCCTGNCCCA^ 

ACGCTGCCTCCCTGACTCCACTGGGCAGCAGNGAACTCCGCTCCCCAAGAATCAGGTACCTCCACnrmT^^ 

GAGGCATGGGATCATATATGGGATNTTTTTCTG 

>ncit8338.seq 

TGCTGANGCAGCGGnAAGAGAAACGTGCAGCTTATAGCAATAATGTGTAACAAATAGTGAATTGTATGTATmAAAGG 
TTTTAGCTGCCCCAG 

>ncrb8339.seq 

CAGAACNAGAGGGAGAAAGCAGCATCnGCNnNATGAGCCAGGGGACACAGGAAGAGAAGCCCACTATCTCATTTAATCm 
ACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCnGCACAAGTnCCTGGGCTGGACCGTnCAACAGAGAGGCTOTnGACmATGC^^ 
ATAGGCCCAGAAGnCCTGATGACCGCGACmGAGCCCTCCCTAGGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCnCGAGTGGNCCAGTGnCTGAnTGGGTCT 
GTGCCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGAGACmAAGA^ 

>ncrb8343.seq 

ATAGCCCTGnAAAAGTNGTGTGCAmATTGTCAGCATCAAATACCnGTAACGTCTTCTCTGCCnGTOGTGCATATnTTAG^ 
ATGAATGTTCTATAAATCTTTTGTATAGTCATTnCTCTGCTGCnAAATATCATCTCTATTCAGAGTATAATAAAAm^ 

>ncrb8344.seq 

GAAAnCCAGCAAGAATAGAGGTGAAGACAAGCCACCAGGACTCAGGAGGGAAACGCTGACCATTAGAAACCTCTGCATAAGAC 

>ncrb8345.seq 

ATGAnCCCTGGAnATGCAAAGAAAAATGAACCCAAACATAGACTTGCAAGACATGGCCTGTATGAGAAGAAAAAGACCTCAAGAAA^ 

GAAAGTCAGGGGGACTGCAAAGGCCAATGnGGTGCTGGCAAAAAGTGAGGTGGAGAnGGATCACAGCCGAAGGAGTAAAGGTGGTGCAATGATGnAG 

FjnCGCAAGAACATTAATAAACT 

>i||b8346.seq 

AmGTACTGCATAAGNCATTGTAAACAATGTTTTGCCCCnAGAAGGCAGmATACATTOTGTGGATGTATTCT^ 

Ti^GAATOGCTAAAGATTGmGGGCGCAGTGGCTGATGGCTGTAATCCCAGCACmGGGAGGCTGAGGCAGGAGGATCACCTGAGTCCAGGACT^^ 

AW^GCAAGACCCCAnCTACGAAAAATAAAAAAnAGCTAGGGTAATTAAAATGGTGGTGCAGGCCTGTGTGGTCCCAGCTACnGGG^^ 

GI^ATGTGGAGGCTGCAGTGAGTTTGNGATCATGCCGCTGATTCCAGCCTGGGTAACAGAGTGACACCCTGTCTCCAAAAAC 

>ncTb8347.seq 

iieCATCTAGAAAGAGAAGTGAGANTAAAAGCAmiTnAGTCTCCTTGCmCAGTATGTGATCCAGGATGGAGAACACA 

aSlGGATCCTGGCACCCAmAAATGTGCTGGCCATGACTGCAGGCGTGACCCTCCAAGCGATGGCACCAGAGAAACTAGACnCTGGGCGCAGTOGACnCCACAAGCACG 
CfhTAnTCTTTTTGACCTCCTGTGTGACCTGTGTGCTTCCCT 

>lSb8351.seq 

r^TCCTGGAGCAmACACCTTCCGGNGAAGnGGAACGACmATGTGTCCAAGAATCAGCTGAAGGAAnGCCAGAAAAM 
CiiATGAGATCACGAAAGTGCGAAAAGTTAGmCAATGGACTGAACGAGATGAnGTGATAGGAACTGGGCACCAATC^ 
;>lgGAAGAAGCTCTCCTACATCCGCATTGCTGATACCAATATCACCAGCATTCCTCAAGGTCTTCCTCCTTCCCm 
;^TAGGCTGAAAGGACTGAATAAmGGCTAAGnGGGAnGAGmGAACAGCATCTCTGCTGTTGACAATGGCTCTC^ 

>Jifb8352.seq 

d^TCCCGGNAATAnGAAATAGCTACAATANNNTAATGTGTnAAAATGTGGTATGCTGTTGAGATATnAA^ 
ATAmCCTCTCACAAAGGAAAATGACTTCAGTATAGATnGTTnTATTAAAATGCATT^ 

>ncrb8355.seq 

GAGTCCGAGTGGAGAGAGGGAGCTGAGTGGnGTGTGGTCGGGTCTGGGAAACCGGTAGCGGTTGCAGCATGGGTGACCAACCGAGTGAAGAGCAGAnGCAGAAT^^ 

TTTnCACTAmGACAAAGATGGTGATGGAACTATAACAACAAAGGAATTGGGAACTGTAATGAGATCTCTTGG 

TAGATGCTGATGGTAATGGCACAATTGACnCCCTGAAITTCTGACAATGAT 

>ncrb8356.seq 

CTAATOCCAAGGAAGATTGAGCATATTTnATGTTmAnAACGATTTTGAT^ 
>ncrb8359.seq 

GCTCmCCCnCGGTGTGGTGACCAGTGAAGATCCTGGTGTCGGCATGGGCCGCCGCCCCGGCCGTTGTTACGGGTATTGTAAGAACAAGCCGTACCCAAAGTC 

AGGTGTCCCTGATGCCAAGATTCGCATTmGACCTGGGGCGGAAAAAGGCAAAAGTGGATGAGTTTCCGCTnGTGGCCACATGGTGTCAGATGAA 

GCGCTGGAGGCTGCGCGAAmGTGCCAATAAGTACATGGTAAAAAGTTGTGGCAAAGATGGCTTCCATATCGGGGTGGGGCTCCACCCCGTCCACGTCATCCGCATCA^ 

TTGTGCTGTGCTGGGGGnGACAGGCTGCAAACAGGCATGCGAGGTGCCTTTGGAAAGCGCCAGGGCAGTGTGGCCAGGGTTGAGATTGGCCAAGnATCATGTCCATCCGCA 

G 

>ncrb8360.seq 

GAGATTNTGGATCATAA GmGA AGGnGAnGTATGAATGGGCAAATGTAGCATTACCATGnGATAGTTACCAAGTCCTAGGGCCACACAGCAAAAGCAA^ 
TTCGTAAGGCTAnGGTTTTTTTnNGnNGnNGmnAAGTTTACCTCCTAAGGACTCCTCANAGCGACTAGGCAAGGTCA 

TAAAATGGAGTCAATATGGAnAGTTOTGATAGAGTNGATCTCACAAAAGGGCACCTGCATCAmAGGGNGGnTGGnGCAAGCANTAAAATTGGACTGCAGK^ 
>ncrb8364.seq 

TGGTGAATGGAAAGAANGGGGCAnGGTGATATAAAGAnTTACAGAATTATGATAATAAGCAAGTTCGTATAGTGATGAGAAGGGACCAAGTAn 
AACTCGAGACATGAGTTTGCAAAATATGAAAGGGACAGAAAGAGTATGGGTGTGGAGTGGATGTGATTTTGCAGATGGN 



>ncrb8366.seq 
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GCTTmCnCAGCGAGGCGGCCGAGCTGACGCAAACATGCAGATCnTGTGMGACCCTCACTGGCAAMCCA^ 
GCCAAAATTCAAGACAAGGAGGGTATCCCACCTGACCAGCAGCGTCTGATAmGCCGGCAAACAGCTGGAGGATGGC^^ 
GTGCACCTGGTGTTGCGCCTGCGAGGTGGCATOTTGAGCCnCTCTCCGCCAGCnGCCCAGAAATACAACTGCGAG 
CGTGCTGTCAACTGCCGCAAGAAGAAGTGTGGTCACACCAAGAACCTGCGTCCCAAGAAGAAGGTCAAATAAAGGTGGTO 

>ncrb8367.seq 

AAATGGGACCAGTTAAATTCCTCCCAGGCAAAAmTGAGCCAGAAGATTCCAGGGGAAGAATTCAAmAAAm 
CATTGGCGAGAATTnAAAAAGATAAGATCAGACGCnCAAGGAATATAATCAGACnTA 

>ncrb8368.seq 

GAGCACACCGGTCTATGTAGCAAAATAGTGGGAAGAnTATAGGTAGAGGCGAGAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAAT^^^ 

CCACAGAACGCTCTAAATCCCCTTGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAAGClTGTAGAGAGAGTA^ 

AAAAGCAGCCACCAAnAAGAAAGCGTTCAAGCTCAACACCCACTA 

>ncrb8369.seq 

AnCCTACCATGTGCGAGATATTGTTGTAGGATOGCACTGGGTGCCAGGAAAGGTACAGTCCCncmcnGGAGCnACAAATmAA^ 
GAAAACAGAAATGAATCACAnGGTGGAATGTGCGAGCCAGCTGGGAAATAAGAGTCATCnCCAGAAACCAATCAGAAAGCCATGTCTAGAGAGTATTAnA^^ 
CCCCTCACCAGAAAAnGATATGnGAAGTCCTAATCCCCATACTCAGCATGTGACCATAnATAGATAGGGTCmAAAGAGGTAATTAAGTGA^ 
ATCCAGCAGGACTGATATCGmTAAGAAGAGGAAATGTGGATACAGAGAGAAGGTGATACGAAGAAAGAGGGGAGAAGATGACCA 

>ncrb8371 .seq 

AANATGAAAGCTCTAAATGTATCCAATAGTmGCnTCTTATCAGTGAATCTATCAGTATACTAGTAGTAACTGGAGAAm^^ 

CTTCAGGTGGGmGCACATATGACAAGACAGGCAAGGAGTAAGAAGGAGCCAGTATAAGAATTAAAAAGGAGACCGGGCACGGCGACnATGCCTGTAATCCT^^ 
CCGAGGCGGGCAGATCACnGGGCTCAGGAGTTCGAGACCACCCTGGGCAACATGGCTAAAGCCTGTCTCTA 

>ncrb8372.seq 

dmCCCCCNGGGAACCNCGGCCCCTCTGGCCCGGGGAGATGACNCTGNTGAGNTGAGATGACCTGAANTAANTGAAATGAANTAACTGACCTGAA^ 

A^GAGATGAGATGAAATGATGAAATGATAAGANTGAAAAGAGTTGATGAGATGATGAGATAAAATGATGAGATGAAAAGATGAGATGAAAT^^^ 

ASAGATGAAATGGGATGAAATGAAAnAGACGAAATGTAATGAGATGAAATGAAATGACATAAATGAAAAAATGAAATC 

f@ATGATGAAATGAAATGATGAAATGGAAATGATGAGATGAAATGACGAGATGAATGATGGNTnGAAATGATGAGATGGA^ 

/^^TGTAATGATGAGAGGAAATGAT 

:j^Qqb8375.seq 

A^AAAGGACTGGnAATGATAACAATGCNTCGTAAAACCTTCAGAAGGAAAGGAGAATGTmGTGGACCACmGGT^ 
ylfCAGTACTTmAATGGAAACAACnGACCAAAAAmGTCACAGAATmGAGAC^^^ 

>ncrb8376.seq 

ANlAGGAAAANTATATANTACAAAGGTGGACATGTGAAGCGTTGAATCCTTAAGATAAATnCTA^ 
TSAGACTAGTCATmACACTATCACTGTGTGncnAAGAAAGTCATCCCnCTCCAAGAATGAGTGnATCC 

>|p)8377.seq 

GMTGCTAGGGGCTTAAGCGGAGGGAGTGGAGCCAGCGTCGCCGCGATGGTGnGTTGGAGAGCGAGCAGTTCCTGACGGAGCTGACCCAGNACTTT^ 
GpGGGCAGCGTCTATAnCACCTTTTGAAGAAGTATGACGGnCGAACCAAACCCATT 

>|pfb8378.seq 

(lUACCGAGnCTGGAGAACGCCATCAGCTCGCTGCTTAAAATTAAACCACAGGnCCATTATGGGTCGACn^^ 
CCAAGCAGCTGCCnAGCTTnGCAAGAGAAGGTGCCAAAGTGATAGCCACAGACATTAATGAGTCCAAACTTCAGGAACTGGAA^ 
GTCACAAAGAAGAAACAAAnGATCAGmGCCAATGAAGTTGAGAGACnGATGnCTCmAATGTTGCTGGTTnG 
GGACnCTCGATGAATCTCAATGTGCGCAGCATGTACCTGATGATCAAGGCAnCCnCCTAAAATGCTTGCTCAG^^ 

>ncrb8379.seq 

CGTGTCTATGTGATAACGTCGGCTCTGTGAAACCCAG GGGAAC TGACCTGACCTTGTAATGTGAGGAACGTAAATTTAAAATATCAG 
TCATTAATGTCAATAAGTATGAAACAmAAAATOTTGATTmGGCTGGGTGCGGTGGCTCACGCCTGTAATCCCAGAACm 
GGAGTTCAAGACAAGCCTGGCCAACATGGTGAAGCCCTGTCTCTACTAAAAACACACACAAAAAAnAGCCAGGTGTGGTGGGTGGGCACCTTGTAATCrc^ 
GAGGTGGAAGAATCATTTGAACCCAGGAGGCAGAGG™CAGTGAGCCCGAGAnGCACGACTGCACTTCAGCCCCATCTT 

>ncrb8380.seq 

CTTGGTGCCACCAACATGGAGACmGTACCGTGTCCCGnCTOGTGCTCGAATGTCCCAACCTGAAGCTGAAGAAGCCGCCCTGGTTGCACATGCCGTCGGCCATGACT^^ 
CTCTGGTGGTGGTGTCTTACnCCTCATCACCGGAGGAATAAmATGATGnATTGnGAACCTCCAAGTGTCGGnCTATGACTGATGAACATGGGCATCAGAGGCCAGTA^ 
nGGCCTACAGAGTAAATGGACAATATATOTGGAAGGACnGCATCCAGCnCCTAmACAATGGGAGGTTTAGGmCATAATCCTGGACCGATCGAATGCA 
CTCAATAGATTGCTTCTTGTGnCATTGGATTCGTCTGTGTCGTATTGAGTTTmCATGGCTAGAGTAnCATGAGM 

>ncrb8382.seq 

GATnCAGGGTCnGGCTGGCTGTGGGCnCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTmGGGACTAGAGGCTCA^^ 
GGAGAGATCTCTGCAGAACGCACCAACCAGAACGTGGTTTGGCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGnATGAAAATATAGACAnCTCACAT^ 
CACCATnCCTCCTmCCmCAGTGCAGmCTTTTCACAnAGGCTGTTGGTTCAAACTnTGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGT^^ 
CTCCTCCTCTGTCTmGGAGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGGCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAA^ 

>ncrb8383.seq 

ANTTCGATCCTGTAAGACmAACCCNTGGGATCGGACACATATnGGACTGCGACACTGCCAGTGGCTTGCATGCCTCATGCAAGGCTCCAACCACnGGAAGAAGC 
CCCTCTAAACCTTTGCCCTATCTGTTTGCACAAGnGCAGTGTGCTTGTTGGCTTCAGCAnGTAGAAAGATACAAAGCACTGGTGAGGTGGAnGATC 
GGAGCAACTCCAGAACACAGTCACGAGGATAATGGGAAmACCGAAACCCGTGGAAGCCTTTAAGGAATGGAAAGAGTGGATMTAAAATGCCTGGCTGTTCTCCAA^ 
CnCAAATAGGAGTGATTGAAATAAATAACTACnGGATGTTATGCnTCATTTGGGTGGAATACTTCAnGGAATAAACTACTGATCTO^ 
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>ncrb8384.seq 

AGGMTATATAGGCTACMTGMGAGATATGTTMmCTCAAAACTOCTMGAAGTGACATAnAGMn^^ 
AAAAAGTTCAATGGAGACATGAAACATGTGGAAGAGAGTCAAATCCTAACnCTACAGATAAAAACTGCAATGTG^ 
GACCTAAAAACATACCAGTAGAAACTATGCAAAATGAAATACAGAGGGAAAAGTGAACTTAAAAAATGAATAGCTC^^ 
TAAGTCCCTAAAGGAGATGGGAGAATGCAAAAAATAnTGAGGAAATAAGGACTGAACATTmCCA^ 

>ncrb8385.seq 

AGGAATGGGTGTGTCTGGTmACTGmnCTGTCCAAAGCTOCCCAGCAATAGGAACTCCCATACCAm 
AATCmACTTGTCAGATACCAGGAATATACTATmTCATAGCACGTGCATGTGAAAGGGACTCATGTTTGGGTAGGCCTG^ 

ATACACCAAAGGCTACCTGGATCAGGCnCAGGGAGTGCCATCATCGATCTCACAGAAAATGACCAGGTGTGGCTCCAGCTTCCCAATGCCGAGTCAAATGGC 
TATGTCCACTCCTCTTTCTCAGGAnCCTAGTGGCTCCAATGTGAGTACACCGCACAGAGCTAATCTAAATCnGTGCTAGAA^ 

>ncrb8388.seq 

GATGTCACTnCCTTGGTGGTCATGAnAGGOnAAATTAAATGCTGAAGGTGTCATCAAAGAGmACACTAAAATGTTGAGGGCTTTAAATA^ 
AnTTCCACATOGCAGCTCCAATCTTCTTAAATAAAGCTCTGmTCCTATAmnATGACTGCTGAGACCCCACAGGGACCAATAmGTATTCAM 
GnTCACAATGAGTTCTAATAAATGGGAnTACTATAATAATCCAAGTATGACATAGCCGGTATGCmCATGAATGmTTATGGTAGGATTTO 
TGTTTCGTGAATGG 

>ncrb8389.seq 

AGAGNCCAGGGTTTCACCCCTGTTGGCCNAGGCCTGGTCTCGAACCTCCTGAGCCTCAGGTGATCCACCCTGCCCTCGCCCTCCCAAAGTGCTGGGATTACNAGGTGTGAGCCGAC 
TTGTGCCCTGGCCCACGCTACAGCmCmcmGAAGATGGAGCnGAATTAGTGCAGGnTTATATAnACTATCAAGGATGGATGGTCmAGGAATGTTCAGAGA 
GnCTAAGnACTAmCAGTAGGATAnTTGAAAAGGGATGGmAGAAGTGACTTGGAGTTAGGGAAAGAGAAATACGATAAATTGGAAAGAA^ 
AAACATTTAATGAGTACCCAATATTTAT 

>ncrb8391.seq 

CNGTGCATATGNGAGATTGTATATTGATATTTCACAGCATATATAAATGCAAGGAAGTGATOTATGCmCTCTGCCTACTGAAAAGATC^ 

(IfAnGnATATTGAAGTAATCmGCTGnAAGAGAAAAGCTTAGAGAAATGGCCGACTCCAGGTCTGGCACAGGAAATAT^^ 

1®TGnAATATAATA™TCAAGTGATAATmAGCCACAGATCTGAGGTTTATGAGGTGTGCGGTGAATATAC™TT^ 

QAfeAGAnGCAnATAmCCTCTCCCCTAAATATTAAGTGCATGGCATGGGmCCATGTAGTATCAGAGTG^ 

/fSCAGTTTAG 

>|gb8392.seq 

df$ATCNAGAANGAGCTCACCAnGGCTCGAAGCTGCAGGATGCTGAAAnGCAAGGCTGATGGAAGACnGGACCGGAACAAGGACGAGGAGGTGAACTO 

TtpCTGGGGGCCTTGGGmGATCTACAATGAAGCCCTGAAGGGCTGAAAATAAATAGGGAAGATGGAGACACCGTGTGGGGGTCCTCTCT^^ 

AfMTAAATTTTTTTGGTCAAATCT 

>ncrb8393.seq 

GGGCTGTGCCAAGTGTGCCCAGGGCTGCAnCTGCAAANGGACGTCAGACAAGTGCAGCTGCTGTGCGTGATGGCAGGACAGCAGTGCTCTCAGATG 
:^fb8395.seq 

(glGCCACTGGGAGAAGTGTmCGATCCGTGTCTGGGCCACAGTAGTATTCAGT^m 
lastsATCTGIGTAAGCAAATTGAAATACTCTnCTmAGGTAGCGTC 

CpTGGCAGGGGCCGNGCAGGNGGATAAAGGAAGAGCTGGTTTCCGGAGAGNGACTGTAACAGCGTTGACTCGAAGCTAGAGATGGAGGG 
>fg!b8396.seq 

(SMAAAAGGAGATAGGAGAAGCTCAACTTGAGGGCGTGTAGTAAGTrGTAGAAG 

AAACAATGAAATGTGTTAAAAATnGACCATATTAGATAAATTTTGGTGGAmAGTCATAAGATGGAAAAAG^^ 

TCmGAAAGGGGGGAGGAGGAGTAAAAGCCCGAnATAATGGTGATCAAnCAAGTCAGTGnGACTATTCTGTGAAATATAm 

AGTAGATCCATCCAAATGATTTCTCTGTAC 

>ncrb8398.seq 

ATCTACCAnCAGnAAACCTTCTnATCTCCTCCTCTGGCATCCATTTTTCCAAAGAAGAGTCGAGTCCTC^ 

TnTCTCCCCATATCCCAAGGCGAAGCGCTGAGATTCnCCATCTAAAAAACCCTCGACCCGAAAGCCTCACCAGATAAACTACAGmGT^^ 

TTGAAGCCCAACCACTCGGmCCnCGGATTTTCCTCCCTnGnCGGGGGTTTGGCnGGCTGCTCTGTGTGTGTCCGT^^^ 

TGCGGCAGAGGCAGCGT6CACACTCGGATTTGCTACGTTTC 

>ncft8400.seq 

AGGAGCTTCnGACTAGAGAGTTACTCGAAAGAGGCCAGAGCTGAAACTTGTGTGTACATmGAnGCCAGTATCAGTTTGGAAA^ 

TGGCGCACATCTGTAATCTCAGCACTnGGGAGACAGAGGCAGGAGAAnGTnGAGTCTAAGAGTACGTTACCAACCTAGGTGACATAACAAGATCCTGTCTCT^^ 

AAATOGGCAGGCGTGGTAGCATGCACCTGTTGTTTCAGCTACTCAGGAGGCTGAGGTGTGAGGAnGnTGAGCCCGTGAGGTCGAGGCTGCAGTGAGCCCTGAn^ 

ACTTTGGCCTGGGCAACAGAGTGAGACCCTGTGTCAGAAAAAC 

>ncrb8401.seq 

ATCCTmATAAGCTTGTTTmGGCmGTTGGAAGGTGTACTTGGGGTTCGCTCAGCnGTAAATTCCTGTTGTGGCCAGGT^^ 

GGGCCGAGTGGGGGAGGATGGCTnAGGCCAGGAGTnGAGACAATCCTGGGCAACATGGCGAGACTCGGGTCTCTACAGAAAAATTAGCCTGGTGTGGTGGTGTATGTGTGTGGT 
TCCAGnCCTTGGGATGCTGAGGnGGCAGATCAGGTGAGTCCAGGGAGGTCCAGACTGTGGTGAGGCATGAnGTGGCACTGCACTCCGGCCTGGGCAATAGGGTGA^^ 

>ncrb8403.seq 

CCCGGCGCTCCTCAAGTAGGCTGCCGACAGTGAGCCCGAATCCGAGGTATTTGAGATCACGGACTTCACCACTGCCTCGGAATGGGAAAGGmATTTCCAAAGn 
GAATGACTGGAAACTGATTGGAAACTCTTTGGGAAAGCCACTCGAAAAGGGTATATnACTTCTGGCACATGGGAAGAGAAATCAGATG^ 

tcactcatca™tcttgtacaagagtccactgataaagaaggaaaggatgagtta™gaggatgttgttccacaatctatgcaagatttgctgggtatg 
gagcacangcctggtaagatggtatgggctacgtgagttggtggtgangcccctgctgcacacagtgacgctgttctcagcgaatctaagtgcaaccn^ 

>ncrb8404.seq 
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GACAAGATCTCCTMGATCTGTGMTGGGAnMGGTGGACMGATCTCCTMGATCTGAAMGAM 
GGTTmCTACGTGTAGGCGTGAATAGGGGGCACCCCTTCAAAACTGTACAAAGAAGACGACTGTm 
AAAmGTCnGTTAmGTGAGTACAGTACAmAAAAAACATCCTTATCGGmTTITT^ 
GnCTTC 

>ncrb8405.seq 

taggaagcctctctccctactgctgctacacaagaccctgagactgacctgcaggacgaaaccatgaagagcctgatccttcngcc^^ 
g™tgaatcacatgaaagcatggaatcttatgaacttaatcccttcattaacaggagaaatgcaaata^ 

CGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTTGCGAACGCTACGCCATGGmATGGATACAATGCTC 
AGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTnmCTGGAGGGTGGCACCTGAATTTTGTATCCCCCTGT^ 

>ncrb8407.seq 

TCTTCTCAATGCATnCTmNGAATAGGnGGTAATTGGTAAATAGGGAGGAGACAGGAGAAGTGTnAAAATATGGAAAGAG 
AATTATCATATAGAATGAGTACAAAAGAGGAATAAAATGATAACAAGCGCGTTACAGACAAAAnAnGTAAGACTAAAGTAGAAT^ 
TATTGACAGTCCTGCATCATAmAAATCCTAAACTTAAAATATCGTTGCTGAmTGTGGTAGGTTAATGATmCCCGCGATC^ 
TnTCAGAAACmCCATGATATGTGAAnCnCATCATTmATGTCAAAmATTAmAGTCAGGTGCGGTGGCTCACCCCTGT^^ 

>ncrb8408.seq 

ATGGGACATGCAGCGANGTAGGTCTACAAGAGGCTACnCCCCTATCATAGAAGAGCraTCACCnTCATGATCACGCCCTCATAATCATm 
CCCTTTTCCTAACACTCGT 



>ncrb8409.seq 

AAGGAGACGTCGCmGAACGTGCTATAGGACCTTCTCAAACAGACACCATCAGAAnCAATATTCACGTGCCAGACTGGCmTCAAGACAAAGGTGTCCTTCATA^ 
TGAGTATACTGTGGAGAGGACTTCCAAATGTGGnACCTCAGCTATATCACTGCGCAACATCAGAAAACCTGACGGCTATGATOCTATGCCTm 
ATGTGCCTAGTAGAACAGCAAGAGCAAnACTACTCGnCTGGGGAGACCnATGCAAAGTCTGGTGCAACnGTGGTOGACTGATGAGCAAAGGAGGA 
AAJAATAAAATTTTGAGACTG 

>|K|b8410.seq 

oliAGGGAGCCTGAGAAACGGCTACCACATCCAAGANGGACTACAGAGCCCCGAAnAATACGAATAGAAGGGCAATGGTmAGAn 
TjgGTnAAAAGTTGTAGGTGATTAAAATAAmGAAGGCGATCTTnAAAAAGAGATTAAACGGAAGG 

d^TAGTTAACGCATTTACTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAG 
GfeAAGGGGAAGAAAAGAATAGAGAAGATAGGGAAATTTAGAAAGATAAAAACATACTmAGAAAGAAA^ 

>nafb8411.seq 

AiSGAAATACAAACCTTCCGTCAAAACCAAAGACnAAGGATAGGCATATACATGAGAGGAAGTGAAAAAGAAAGC^^ 

Ar^GAGTCCnAATCAATGACTTAAACCAGATmCTCAACCTTTTm 

TtrCCATGAACT 

-\ 

>{it}d412.seq 

^CgtrCTACAATAAGAAGTACAAAAGATGGGTGGAAGAAACC TGAAA TAAAACAAA 
Al-^TAAAGATTCAGTGCAAmCTATCAAACTACCAATGTCATTmCACAGAATOGAAAAGM 
qgnCTAAGGAAAAAGAACAAAGnGGAGTCAGCACnCACCCCAmCAAAmTAGTAGAAACCTATAGTAAGAG 
AMATTAAATTAGAGAACCAAGAAATAAAGCGACATACCTACAACCAACTAATCTTCAACAAAGCGTGCACm 



CATAGTGGCTCACGCCTGTAATTCCAGCACmCGGAGGCCGAGGCAGGAGGATGACCTGAGATCAGGAGTCTGAGACGAGCCTGGGCAACACCGGGAAACGGAGTCTCTO^ 

ACACACACACAAAAATCAGCCAGGCGTGGTGGTCTGCGTCTTGTAGTCCCAGCTACTCAAGAGGCTGAGGCAGGAGAATTGCTTGAACGGGGGAGGTGG^ 

GATCGCGTCAGTGCACTCCAGCCTGGGAAACAGAGCAACAAGACTCCGTCTC 

>ncrb8415.seq 

GATTCmcmGAGGTTGAAGGCCTCATGGAAAAGAGAGGGAGmCAGGAATGTGGAGATGAAGAAGAGGGAAGTCAGGAAGAGATGGCnCACGT^ 
GAGTATGmGTCTTGTGTTCAGATGATGAAGAAG™CACCAGGAAGAGCTGTATCTCGTCATmGAGGATACTAGnATGGCTATAAAGATTTCTCT^^ 
AACAmCGTGTCGAGGAGTAnGGTGGGAAGATGATGGTTAnCnTGGTAAATCGCCmATCCAGATGTGGGACAGnGAnGATGAAAAATnCACATO 
AATACAACGGCAATGGAGAAAGATGTTGATAGGTGAATGGTTAGACGGGCAATTTGGAAGTATATTCACTGCATGTTTGGAATAAGATATGATGAnA 

>ncrb8416.seq 

GGGGTCACAAAnGAAATGGCTGCTGTATCACATAGGGAGGTCTTGTGTATCTGTGGGAACAGGGAGmGGmTTCACTGTTOTTTGCTGCTGmM 
CAATAAAAATTCACnACACCTCCTGCGmGTAGnCTGGTAnCAGnTACTATGTGATAGAAGTAGCATGTTGGTGCCAGAATACAAGCAnGCmTGGCAA^ 
AmcnAATAGACTAGAAAGGGGAAATAAAGTACACAAGTGGAAGTCTAAAACTmGTACTmGCATGGAGAnTGTGGACATGTGAGAGGGTC^ 
mGAGNAGTTGGACGACTATTGTGTGTTGGTAATGATTGAGTGTAGTCGCAAAAAAGCGnGTGAAAATGTTATGGGCTATGTAA^^ 

>ncrb8417.seq 

AGAGACACAAGAAAAAAGAAAAmNAGGCGAATATCCCTGATGAACATTGATGTGAAAATCCTCAATAAAATACTGGGAAAGCGAATGGAGTGGC 
ATGAAGTCGGCTTGATCCCAGGGATGCAAGGCTAGTTCAACATACGTGAATGAATAAACATAATCCATCACATAAACAGAACCAATGAGAAAAATCAGATGm^ 
AAAAGTCGTTTGACAAAAnCAACAGCCmCATGCTGAAAACTCTCAATAAACGAGATAnGATGGAACGTATCTCAAAATAATAAGAGCTATTT^^ 
ACTGAATGGGGAAAAGCCGGAAGGAnCGGTnGAAAACGAGGAGAGGGGAAAGATGCGGTGTGTGACCACTCGTAnGAACATAGNTnGGGAAGNTCTGGC 

>ncrb8419.seq 

AGGnTACTGG CTGTnGT ATGGnTGGmAGTGCAATGTGTGGTAGATOCnATGAGAAAACATATATGTCATGTGTAGAACGAAGAGAAAGGAT^^ 

CGGTTTGATmTTTTTTTTAATAGTAAAAATAANAATGTGTAGTGACTnTGA^^ 

AATACTTTNGTCCCAC 



>ncrb8420.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page362 of 776 



M CCTGG CTCCCTCCCACCCMCCMCmCCCCCCMCCCGGAMCAGACMGCMCCCAMCTGMCCCCCTCAAM 
ATAirmnCCmGCAnCATCTCTCAGACnAGTTmATCmGACCAACCG^ 

>ncrb8421.seq 

GAATGGCnGGACTGAACnGAnnCNAGCNAAGGGAGTAAGCTGTAATGAGGAAAAAAAGCACAACCTAAAnGGGGGGTG^ 
AATGGAGAAAACAGTCTCGGCCTTACAAGATTGTTAGGAACAnAAGT 

>ncrt)d422.seq 

GTTCCTCCTTnCmCCCTCCCCTTTmCTTCTATTAATNAA^^^ 

GCTGClTCnATTAATCATACAAACTCTCACCATGATGTGAAGAGmCACAAATGCnCAAAATA^ 
>ncrb8423.seq 

CACCTGTAATCCCAGGTAATCGGGAGGCTGAGGCAGGAGAATAACTTGAAACTGGGAAGGGGAGGnGCAGTGAGCCGAGAlTGTGa^ 
GAGACTCCAC 

>ncrb8424.seq 

GCATTCCTGAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCTTAGGTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGTACTCCAM 
TACTCACGTCATCCAGGAGAGAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCTGGGnTCATCCATCCGACAnGAAGTTGACTTACTGAAGA^ 
GGAGCAmAGACTTGTCmCAGCAAGGACTGGTCmCTATCTCnGTACTACACTGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAA^ 
AGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCAmGGAnGGATGAAnCCAAATTCTGCTTG^ 

>ncrb8425.seq 

GGTGGCCCGCTGGGGACTGGAGTCTCAACGACGCGCACACGAGAAGTAAGGAGCGGAAGGTGGGAAAGGGCCGGAAAACACACGTTCCTCCGAAACCGGmGCAAGTO 
GAGAGTGATAGATTCGTGTGGCCTrrCAAATGAnGTGAAGTGGTGGAAATGGATCCAAAATAATAAGTGACnCTCTA 

>4TQrb8426.seq 

AWGATAGGATmGCAAACTGTAAAATGCTATGAAGnCGCTTmGAGAGGCnnGTATGnGATAACAG™ 
^pACAGTOTATTTTGTAGTGTGATATGGmCGTGCAGAGGGCAGGAGACACAnAGTGCCATGATGTAGTGAAATAGAAAACAAGGC 

/^GTACCCnGATCCTCTGAGCAACCATCACCCCCAGAGAAGCAAGCnAGGCTGGGTATACCCAGACTGCATGCACCAAAAGGCTCCTCCAAACCCTGnGTGTCT^ 
cMgTTTATATTTGTATGATAAATAGTATAI I i i 1 1 1 1 1 INGCTCAAAGGGTATTGCCAATGAAATGATCATTTGATACTAGTCTATAAAGAC 

>fffb8427.seq 

AtAGTGAGATATTGTCTCTACCAAAATTNAAAAAAATTAGCCAGGCGTGGTGGCGCACACCTGTAGTCCTAGCTACTrGGGAGGCTGAGGTGG^^ 
QMGCTGCAGTAAGCTCTGATCATGCCACTGCATTCCAACCTGGACAACAGAGCTATACTCTGTCGC 

>l^ib8428.seq 

GTSACAATGAGGmATACTTnGATCTGGGTAGAAnTGTGTTCGATATAACCAAAATGTATGGATACCTACTC^ 
Aj^TAAGCAAAATTTCACCCAGGGGCGGCAGTCTGAGAAnCAACACACTAAATAGAAAACTAGAAGATGGGAGAATGCTGTGTAA^ 
^^ISMTGGAAGGAAmATTCAGCCTATGTAGCCTCTGTGTGGGTAAGGTmAGnATGAGATAAATCA^ 
qigAGATAGTGAAAAAAATAATGAAGTAGAAACATGAGnCCCTGTATCAAAAGGTATGAGATAT^^ 

>llfb8429.seq 

dSFGGAGGTGGGCAAAGGGAAGTAGCAGACACACGATGTTGTCAAGGATGGTmGGGACTAGA 

GeCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGmTGAAAATATAGACATTCTCACATAAGCCCAGTTCATCACCAmCCTC^ 

TjfiLGGCTGnGGnCAAACTmGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCT^^ 

(^CTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAAGnGTAAAAT 

>ncrb8430.seq 

GAGGATACGTTTCATCACTGGCCCTTGCATCTGGAACTGGTCnTTCAAATGTGGTATAGCAGTGGCTCCAGTCTCCAGCTGGGAATATOCGC^^^ 
GGTCTCCCAACAAAGGATGATAATCTTGAGCACTATAAGAAnCAACTGTGATGGCAAGAGCAGAATATTTCAGAAATG^^ 
GCACTnCAAAACTCAGCACAGATTGCTAAAGCTCTGGnAATGCACAAGTGGAmCCAGGCAATGTGGTACTCTGACCAGA^ 
ACACCCACATGACGCACnCCTAAAGCAGTGmCTCmGTCAGACTAAAAACGATGCAGATGCAAGCCTGTATCAGAATCTGAAAACC™!^^ 

>ncrb8431 .seq 

AnCCTCTTTTmNACTCmAAAAACATAAAACACATTCCTAGCTCACAGGCC™CTAAGCATGGTGCAGACC™ 
AACTAAGGGAATATTGTGCTCAGGATCTTTTCCTAGTATAGGCTGAGCTTCATCTAACCAAGAAATCAnGAAAAATCTnTGCAAA^^ 
ATAACTCTGAGACTAAAACAAAAGTGAGGGTATAAGACTACGTGAACAGTACAAAAAAmATATTGmGACAAAGTAGAAATAACACAACTGA^ 
AAAAAAGTGAAAGTAGAACAAGTTTmGAnGCCTCAAATATAACAAGGAGGAGTCAGAGCATAATTnAGAG 

>ncrb8433.seq 

GAAGTnmGGGAAmGATGGACGCGAGCAAACTGTCCCmGTGGGGAGGAGAGCTTCGGGACCGGTTCTGACCACATCCGTGAGAAAGATGGACTGTGGGCT 
GCTGTCCATCCTAGCCACCCGCAAGCAGAGTGTGGAGGAGATTGTCAAAGATCATTGGCAAAAGTATGGCCGGAATnCTTCACCAGGTATGATOCGAGGAGGTGGAAGCTGA 
CGCAAACAAAATGATGAAGGACTTGGAGGCCCTGATGmGATCGCTCCmGTGGGGAAGCAGTTCTCAGCAAATGACAAAGmACACTGTGGAGAAGGCC 
AGCGACCCAGTGGATGGAAGCATnCAAGAAATGAGGGCnGCGCCTCATmCACAGATGGTTCTCGAATCGTCnCCGACTC^ 

>ncrb8434.seq 

GACCTCGATGnGGATCAGGACATCGCAATGGTGCAGCCGCTATTAAAGGTTCGTTTGnCAACGAnAAAGTCGTACGTGATCTGAGTTGAGACCGGAGTAATCCAG^^ 
TCTACnCAAATTCCTCCCTGTACGAAAGGACAAGAGAAATAAGGCCTACTTCACAAAGCGCCTTCCGCCGTAAATGATATCATCTCA^ 

>ncrb8435.seq 

CATTGTCmTTGGCAGATGGGTGGACACGGATCTGCTGGGCTCTGCCTTAAACACACATTGCAGCTTCAACTTnGTCTTTAGTGTTCTGTnGAAA 

TTGTGnCATTTCAmCAGGGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGT^ 

GCTGAGTGGTGGGAGAGATCCCTGCAGAACCGACCAACCAGAACGTGGnTGCCTGAGGCTGTAAGTGAGAGAAAGAnCTGGGGCTGTGTTATGAAAATATAGAGATTCT^^ 
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GCCCAGTTCATCACCAmCCTCCTnACCmCAGTGCAGmcmTCACATTAGGCTGTTGGnCAMCT^ 
CTG 

>ncrbd436.seq 

CAGGTAGCAGCATGTCTACCAGAAAAATGGmGAAAATTCTGCCATGAGGACATCTAnCCACAGC^^^ 

GAATTCAGGGATGAAGTCGAAGAAATAATTCTTAnTTGGTGAAAATAAAAGCmGAATCAAGCAGAATCC^^ 

AGATTGGATAAACTTTAnGGAAAATGCT 

>ncrb8437.seq 

GTCTGTCAAGGATGTTCGTCGTGGCAACGTTGCTGGTGACAGCAAAAATGACCCACCAATGGAAGCAGCTGGCnCACTGCTCAGGTGAnATC^^ 

GCCGGCTATGCCCCTGTAnGGATTGCCACACGGCTCACAnGCATGCAAGmGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAAGCTG^^ 

TGAAGTCTGGTGATGCTGCCAnGTTGATATGGTTCCTGGCAAGCCCATGTGTGTTGAGAGCTTCTCAGACTATCCACCmGGGTGGCmGCTGnCG 

GCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCAIXAAGTCTGCCCAGAAAGCTCAGAA^ 

C 

>ncrb8439.seq 

AGAAGAAAAnGGAAGATAGAAACAAGNATAGAAAATGAAAATATTGTGAAGAGTnCAGATAGAAAATGAAAAACAAGCTAAGACAAGT^^ 
AAAGCCAAAAAnGGATAAAATAGCACTGAAAAAATGAGGAAA™nGGTAAGCAAnTATnTAAAAGCCCATCAAmAAm 
AGATGAGGGTGmACCGTAGACCAGAACCAAmAGAAGAATACTTGAAGCTAGAAGGGGAAGTTGGTTAAAAATCACATCAAAAAGGTACTA^ 
CTAAGGCAGAAGGCTTnGGAAGAGmGAAGAATTnGGAAGGCCnAAATATAGTAGCnAAGmGAAAAATGTGAAGGACm 

>ncrb8442.seq 

GAGAGAGTGGGGACGTGCGGCTTCGGNNCGGGAGTGnCGnGTGGCAGCGACTAAAAAGAGAAnAAATATGGGTGATGnGAGAAAGGCAAGAAGATTmA™!^ 
CAGTGCCACACCGnGAAAAGGGAGGCAAGCACAAGACTGGGCCAAATCTGCATGGTGTCnTGGGCGGAAGACAGGTCAGGCCCCTGGATACTCnACACAGCCGGCA^ 
AAAGGCATCAACTGGGGAGAGGATACACTGATGGAGTATTTGGAGAATCCCAAGAAGTAGATCCCTGGAACAAAAATGATCmGTCGGCAnAAGAAGAAGGAAGAA^ 
TJAATAGCTTATCTCAAAAAAGCTACTAATGAGTAATAAnGGCCACTGCCmTTTAnACAAAA 

>ffib8443.seq 

y^MGGATGAnTCTGTCCCACAAAGGTTAAAnAGATTGCAGAGnAAnTTCACTTATAm 
GCgTAAGTTCTGAACTGGGGCTGTATTTCAGTAGnGTAGAATTATTGATATnAGTmGATAGCTA^^ 
y^M^TCTGAGTAATTGTCAAATATTAAAAGAMGATATTCTTCCTGTAAGGAATACAGn 
TlllTGTGGTGnGTATGCCAAGAAAAnCTTmAnGGTGCCTATATTGTM^ 

>ni|b8444.seq 

MScAAAAGTnAGGAAAGAGGATATTTCCATACTCTCAAGATATCTCCCTGTGAACAmATCAmACAA^ 
Ai^CAAGTGATCACGGnAACATCACCAGTAAGTAAGATGTTGACnCATGGAACCCATGATAAGATGCTCTGAGAAGGGCA 
CTCAGTATAATCATGAGGAAACGTGAAGAACTCACAGGGAGGGACAnCCTCGAAATACCTGGCCTGATAACm 
T(^TAGAnGGAGAGACTAAAGTGGCATGATGACnAACTGCGATGTGGGATGCTGGGnGGGTCGTGGACTAGGCAGGGGCATTGGTGG 

>ff||b8447.seq 

ASSATGGCATAGTAGATmAATOCAAGGAGAGACTAGmGATATTGATAmGCAAACTnATGCCATCACAT^^ 
A^nGCAGGACACAGAnAAATGTAAATAAGTTCTGTTAAnANGATGA 

>fie08448.seq 

Af^TCTTCTnGNGAAGAAATmGTGACCNTnGTTGCCAGTANAAACTCTATNACAACTO 
hte©AAAATGTCCCTCACTGCTGCGACCnCACTGNGNnCAAM 

GCTGTGGCCCTTmGGCACAACCAnGTTCCTTCTmCTnGTCATCTrGGAGGCCTGGACTGTAGAGAG 
>ncrb8451.seq 

AACTGTTnAmAATmACAAGNAAGCACTTATmAGCCATAGGAAAACCAATCTGAGCTACA^ 

TnCAAGAAGCAGGCATTGTAGGACAGCTGAGAAnATCACATAGCCTAAAnCTAGCCTGGCAGCAAGAGTCACATCTGAGATGTCCG 
>ncrb8452.seq 

GTAAGANCNTGAAAGANfmGTAAAATNTCACCAAATANTAGAAATGGCAGnCAAAGAGAATTGTGGCAGATGnGT^^^ 
GTTTTACAGTAAGTTTAAAATAAAACAnCTGTGACTGAT 

>ncrb8454.seq 

GNNAGATAGTC™CTGACACTCAGAGTGGATTCTmGAGTCNGCACTCTTGNATACATCCAGCAAAGGCGAAAGAAGAATTCGTGTTCATACm 

CTGAATGATGTCmCnGGAGCTGANGnCAAGCAAmCAGGGTTANTGGCCAATATGGCTGTTGACAGATCTATGACTGCCAGTCTGAGTGACGCTCGGGANGCTCT^^ 

CAGGCATTGACTCCCTTTCAGCTTACCGNTCnCAGTCnAAGTAACCAGCAGCCTGGACTCATGGTTCCTTmCTTTGCGG 

AAATCATTCCAGACTGGGA 

>ncrt)8457.seq 

GATGGAAAATACCAGTGTTGGGTmTTmAGnGCCAACAGnGTATGmGCTGATOTnATGACCTGAAATAATAT^^ 
TTTTTTATACAATGGAATAAATTATGGCATTTCTATAG 

>ncrb8458.seq 

CAAGAAAGGCTCTGTGCNnCGGGTnTCCAGGAGACTCAAAAGCTGAAGAAGCGAAGAAGAGCCnAAAGGCTGCAGGAGNCNNCCCAAAAACAAGCA^ 
CAGCCCTGCCAAAGCCATACCGAAGACACTCAAAGACAGCCAATAAATTCTGTTCAATCNTTT 

>ncrb8459.seq 

AGAATGATCTGTACATAGATmGGTGGAAAGmCATTGTGTATGTAGAAGACCAGAAGTGGATGGAGAGAAATACCAGAAAGGAACCAGGGTCCG^^ 
C™CGTCTAGGnCCTGGGAGCAACAACAGATACAAGTGTACTAGAGGCTAATGCAGnCTCnGGGAATCCAGGAGAGTAAAGACTCAAGATCGAAAGAAGAACATCATGA^ 
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MTGMCmGCnAGTGGAnGACTCCmGCTGMGTCAGTTAnCATCMGMTGCMTTAGACTMnGTGMTAMT 
GGAT 

>ncrb8460.seq 

TGTGTGTGTGTGTGTGTGTCCGTAAnGnCATCAnACTTTTTnAACCTATCT^ 
TATTCAACACTCTATCACCCGTATTCTCTCTCTGGCTCTGCTGCAGGTCTCTGGACTCCTGATmGCT^^ 
AATAGGNGGAAAACACCAAAnCACmCTGnCCATmAATTAGGTHCAGAAGTATCnGGAAATCAAGGW^ 
GAAAGGGCAGTCTTGGGAATTTNGGAAAANGGNTTTTT 

>ncrb8461.seq 

CTCCAACGNACAAAACAGNAACAATOTTATAACNAAATAAnATGGTTGAAATGTCTGTGGnCCnGGAAATGCTGCGCTCm 

TGTATAGGTCAGAGGTCTTCGTGTTCACATTTTAAAATTAGGTAAATGACCTCATCmCAAGCTTGAAnCATTTTT 

CTGCATnAGAAGTATAGACAATATAAATCTGnAATTCTGTAAGTAATTmATA^ 

>ncrb8462.seq 

AGTTAATATAGGTCTAATCnAnGCTCACTGTGTGCGAAGGTGGTGTAAGnAAACTGCCCAAACAAATAGATCCAAAATGTAATGACA^ 
mTGTAACACTGGAAGGCAGGTGTTCAGGTTGGGTAGGATGGTCnCACATAGCnATAAGGGACACAGGGGAAGAGCTTC^^ 

>ncrb8463.seq 

NNTnATAnnCCAGCGATCCAGNGANnGTAGmAmCACGTGTNGTCAnGGTAACTCTGCAAAGTAGTGGGTTTATTAGCACAGATCAGNTAAC 
TTACATGACTCATGTTCnCCACAAACGGGGNGCnnGATGCnAAAACA 

>ncrb8464.seq 

CTCCCCGGGAAGCTCGGCNNCTNNGGCC GGGGA AGGmGANGANCTrCCTAGCCnGTCCTANGGACCCTCAACACCAAGGAnACAAACTTGCAAAm 

TCAAAAGGTCAATTACTGAAGCACCTAGAATTmCAATTATACGAATATGncmGGGnCTGCTGTGGCCCAGACAGTGTTA^ 

C^TTGGTTnAmGATGTAGCCAAGTCmCGmCCCAATAAAGAAAAAAAATCTCCATAAA^ 

>|fgb8468.seq 

#Itccccctgagtgtggctgccgaatctgatttcctcgtcgtggcctgctccttaacacctgcaaccgagggactctgcaacaaggacttcttccagaaga 

dTfCATCAACATCAGCAGGGGCGACGTCGTAAACCAGGACGAOCTGTACCAGGGCnGGCCAGTGGTAAGATTGCAGCTGCTGGACTTGGATGTGACGAGCCCAGAA 
Ati^CCACGCTCTCCTGACCCTGAAGAACTGTGTGATTCTGCCCCACAnGGCAGTGCCACCCACAGAACCCGCAACACCATGTCCTTGTTGGCAGGTAAGAACn^ 
TgftGAGGGGAGCCGATGGGTAGTGAAGTGAAGCTGTAGGCAAAGAGTAGAGATGGAGGGCGGGGGAAGCAAACGGTGGCCTGGTAnGTG^^^ 
CiAGAGGGAGAGCCAAGGGA 

>8Sb8469.seq 

r^GGCCGGGATCTTTTAAAAACCTGCAACCTGACGGGATANACTONCCnGCTTAGANGGAAAAGAANGnGAGTT 

AGAAACTGGCTTTCnTTCCCACCTAACATCTCATnCATTGCCTTCCGGTCATCTACAGAGCTATGTCTTCATGGGTATGTGGACAGCTC 

TtSCCGCGGATCAGGTTAAATCTGGAGCATAGGCCAGAGTGAACTAGCTTCAGCATAAGTGAAATAGGTGGATGATTCAAAGTGACG^^ 

ApCATGTTTATGGCAGCAGAAnCACAATTGCAAAAATATGGAACCAGCCCAAATGCCTATCTATCAACGAGTGGATGAAGA^ 

Ajl^TGATTAIATGGGAAATAT 

>nlfc8473.seq 

AprTAGANCTnAGnNGGGAAAGAGANGAGTATACAGTATCGCnNGTAAGANAANTCNCN 
Ai?^NGCTTCmAACTGTAACAGCAAAACTAAATGCATATTTTATCAAGCCC™nCCTAATO 
AmrACATGGTAGACGGAATAmCTGCAnAATGATAGATCAAAATGAAGATAmAAAAAATTAACAAA^ 
dSGGCAACACAGCGGGACCCCCGACTCCAG 

>ncrt)8474.seq 

CCCTGAAAATCGTCTCCCTCCCCnCTCnGCTGTACAGCATGGGTTCTCTTTTnGTGGTTGCTGGC^^^ 

GGTAGCTAGAGAGTGTCATGCAGATAGTATAAmGGTATATGTGCTAATGCAnGAGTAGAGGATTATmAAGACAGTAT^ 

TGTAGCCCCCCCGTGTGAGGATGACATCACCAGATnCTAGmCATGGAGCTCAAGATGTGTTGTGTCTGTGTGGCTAGATGGGCTCTGCTTGGTM^ 

CCCACnAAATCCAAAGTAAAAATGGnATACTGAAGCATAAACGTTGCCTGTGTAATmAAAAAAnAATAGI^GGTC^ 

TNTT 

>ncrb8475.seq 

GATTGTGGnTGNAACTGGGTGACTGCTTGrrCGTCTCACTGGTGTGAGCTCCAGCATCCGCnTGCTCGAAATGGACCCCAACTGCTCTTGCGCCACTGGTGGCTCCTGCACGT 
CCGGGTGCGGGAAGTGCAAAGAGTGCAAATGCAGCTCCTGCAAGAAGAGCTGCTGTTCCTGCTGGCGCGTGGGGTGTGGCAAGTGTGCCCAGGGCTGCGTCTGCAAAGGGGCATG 
GGAGAAGTGGAGCTTGGTGTGGGTGATGTGGGAACAGCTCTOTCCGATATGTAAATAGAACAAGCTGCACAACCTGGATTTTTn 
TTnTATACTAAATATGTGAGTGAGAATAAAAAGAATTTTGAGTiT 

>ncrb8476.seq 

GANGCCNAGGGTCGCTmGCTGTACNNTCGTAATNCNACCCTGAGGAGNGCCNAAGTACNAAGTTGTGNAAAGTGAAGAAAGANNCnTTGTGGG 
ANTGTTGGTGACGTGATGAATGCGCCCGCANCCAATCGGGCmCCCCCGANTCCCGCTTGANTGAAAGGGTGAAATGAATACGCATTTC 

>ncrb8478.seq 

NTGGCTGGTCGTCTCTTGAAAAGCAGAGGGGCTAGmTCCATGGGANCCTGGTAGCTGGGGTAGAAAGGAAAGGCCACnTCTCACmGCAGGTTGAAAGTC^ 
TGAGAGACTNAGAGGGGTCCGlTTCTTnGCGGGAAGATCTCGAAAAAGATnGGTTGCAAGAGAGATGAAGGAGAGATGTAATTGTA 

>ncrb8479.seq 

TGGCAATAAGTACATGGTAAAAAGnGTGGCAAAGATGGGnCGATATCCGGGTGCGGCTCCACGCCTTCCAGGTGATCCGGATCAAGAAGATGTTGTCCTGTGCTGG 
CTCCAAACAGGCATGCGAGGTGCCTnGGAAAGCCCCAGGGCACTGTGGCGAGGGTTCACATTGGCCAAGTCATCATGTCCATCCGGACCAAGCTGCAGAACAAGGAGCATGTGATT 
GAGGGCCTGCGCAGGGCGAAGTTCAAGmCCTGGGCGCCGGAAGATCGACATGTCAAAGAAGTGGGGCnCACGAAGTTCAATGCTGATGAAmGAAGACATO 
GCGGCTCATCGGAGATGGGTGTGGGGTCAAGTACATGGGGAGTGGTGGCGCTCTGGAGAAGTGGGGGGGCGTGGAGTGATGAGGGCTTCGAATGTGGTGCCCCCGTGnAATAGTGA 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page365 of 776 



>ncrb8480.seq 

TCCCGGGACTCTCGGCNNnTGGCCGGGGAAMCmMCCCAGTCnMTATAGCMGGACTMCCCCTATACCTTCTGCCTMTGM 

AAAGCTAAGACCCCCGAAACCTGACGAGCTACCTAAGANCAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGGA^ 

TGGTGATAGCTTGGnGTCCAAGATAGAATCTOGTTCAACmAAATnGCCCACAGAACCCTCTAAATC^ 

TAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGGCTAAAAGCAGCCACCAATTAAGAAAGCGnC^ 

ACTGAACTCCTCACACCCAATT 

>ncrb8481.seq 

AGnGTACCAGCCCTAnGCATTTTGACAAAGGTACAAAAGCAAnCAATGGAGGAATGATGGCCTmC^ 
GAACATTAATnGTACAAAAAGTTGACTCAAAATGGACTGTAGATnAACTGTAAAATGTAAAACTATM 
AAAATCmGGGACCTAGGGCTCCATGAAGAGmmGACATAATACCCAAACTATAATCCATAAAAGAAAAACAAT^^ 
AAAGATCTCTTTAAGAGGATAAAAAGATAGGCAACAGACTGAGAGAAAATAmACCAACTGAAmCTGACAAAG 

>ncrb8484.seq 

CTTTCNCCGGGACCCNCGGCTCCTNTGGCCCGGGATNTCCCTCACTGAGCCTGGTCTGTGANGTCAAGACirmCTGANATnAGTGCACACAAA^ 

AAGTAGTGTATTAAGmCACTTTTACTTTAGTGAGAGCACTCCCmTGTTCmTAAGGGGAGAACAATATATAAGTm 

ATAAGTATATTOTnATTGAGTCAAmGTTCAGGTAAGTACTGGGGGGCnCATAAGTCATGAGGATGnTTTATATATAAATGTAGC^^ 

ATGCTCCATAATAATTCAGAAATATTCCTGCTGGAGTOGTTTGTAAmCAAGTCAGAAATGAAAGATATCAGTGGTGA^ 

CCAGAGTAT 

>ncrb8487.seq 

GAANCTCGGTGGTGGCCCTGCGCAGANCAGACTTCGCTCGTACTCGTGCGCCTCGCTTGGCTmCCTCCGCAAGCATGTCTGACAAAGCGGATATGGCT^ 
TAAGTGGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCGTTCCAAAGAAACGATTGAAGAGGAGAAGGAAGCAGGCGAATCGTA^^ 
ACTGTACATTCCACAAGCAnGCCTTCTTATTTTACTTCTnTAGCTGTTTAACTnGTAAGATGCAAAGAGGTO 
ACTGACAACGAAGGCCGCGCCTGCCTTTCCCATCTGTCTATCTATCTGGCTGGCAGGGGAAGGAAAGAACnGCATGTTGGTG 

>Mrb8489.seq 

y^CGGGAANCTCGGCAAnNGGCCCGGGGANGCGATGCGCGAANGGCGGGACCnGGAGANAAATACTGAGCACCCACAACAGGCAGCCAGCACCCACTGCAGNTTGGATAC^ 

Q^TGATGATAAGCATGGCCTGCCmAATGGAGGTTCTGGATGTTGCTGTGGATAACCCTCAAGGAGCACGGGACCTGGGACATGACTGCGCCCAGCAnC^^ 

CfAiAGlTTGTCAGTTCGCCM 

T^CCTmGTTTnGCAnAATTGAATAAAGGTAATTITCA 

111 

>nprb8490.seq 

N^CCNAGCTGCCGGCGTCTGTTGCGTGAmCACCCCCTTGTGGTTCCnTCCTAGAGTCATGAGCTCTAAGANCNAGTGCAGTAAGTACAnAGCCCC™^ 
mqfCCCTTGTTCCTCAATGTCAGTGGGCTTGACCTGCTTGCTmAmATTmCT^ 

>ncrb8494.seq 

^|^GGGCCGGGAN^TGANCTGTGAmAT^GGAGTGGAGGCATTGTTmAAGAAAAACATGTCATC 
>rfe|b8496.seq 

/^GCTGGACTGTGATCmAATCATGGTGCCCATCTCTGGTACCGCTATATCACTGCTTTTmCAAGA^^ 

A^'TATGCCTCGTAACTGAAATTTTGTAncmGACACATCTGCCCAGTCCCTCTCCTCCCAGCCCATGGTAACCAGCAm 

AjgTGTAAGTGAGATCATGCAGTGnTGTCTnCTGTGCCTGGCTTAmCACTCAGCATAATGTGCACCGGGTTCACCCATGT^ 

>fRb8499.seq 

AllfcAAGGATTTCAATATAmCTCTCCTAATGGGTAGAACAGAAGCAAACAGAAGATGAGTAAGGATGTCnGA^ 
CACATCCAATATCAGCAAGATACACAnCGTOTAAGTTCATTCAGAACAnTACCAAGACAGACACTATTnGAGCCTTA^ 
ATCTGAAAGATCCCCAAACATCTGGAAACTAAGTAACAAATGTCTAAATGACCCATGGGTCAAAGAAGAGACCAAAAGAGATC^ 
ATATAAAAATTGGTGAAATGCTGTTGATATATAGGGGAGATCmATAGTAATAACTTCTGTGTOGAAAAGAAGACAGGTCTC^ 

>ncrb8500.seq 

GATATGGnCCTGGCAAGCCCATGTGTGnGAGAGCTTCTCAGACTNTCCACCmGGGTCGCmGCTGnCGTGATATGAGACAGA^^ 
ACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGGTAAATGAATATOTCGCTAATACCTGCCACCCCACTCT^^ 
C TCAGAAC TGmGTnCAAnGGCCAmAAG mAGTA GTAAAAGACTGGTTAATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGG 
TCTTTmGCGTGTGGCAGTmAAGTTATTAAGTTTmAA^ 

>ncrb8501.seq 

AGGGACACAAACATTCAAAACATAATAGGGCTAAATTCCTGAAnGCACAGTGTCACnGAGAGGTAATGAATAAAAATG^^ 

AATCGGmAGTGAGCATCAACmGGTATGATAACATGGGGTCCTTGCCCTAGAGGAACCTAmTCTmCCAAGAATAGTCTGATAATAGA^ 

nCCA GATGAGTGCCTATAGTnCAGCACTnGGGAGGCCGAGGTGGGAGGATCACTGGAGCTCAGGAGTTTGAGACCAGCGTGGGCAACACGGTGAAACTCCmTCTC 

TTTnAAAAAAmGCCAGGTGTGGTGGTGCATGCCnGTGGnCCAACTGCTCAGGAGGCTGAGGTTGGGAGGATGACnGAGCCTGAGAGATCGATC 

TGATT 

>ncrb8503.seq 

ATTTCTGAAGGGAGCGTCnCGATGCCTATGTGCTTCCCAAGCTGTATGTGAAGCTACAmCTGTGTGAGnGTGCAATTCACAGCAAAGTAGTCAGG^^ 

CAAGGAGGGAACACCCGGAGCCCGAnTAGACCTGCGGGTGCTGCCCGACGTCCCCCACCAAAGCCCATGTAAGGAGCTGAGTTCnAAAGACTGAAGACAGG 

AAAATAAAATGGAAATTGTGCGT 

>ncrb8505.seq 

CAAGAGNTGTTGAATTAACCAGANGAAAAAAAACTCCmGANAAAGTGGTCAAATAmCAAGTGAAGTnGGTGGGGAA 
AGTGCAATATAAAATGGACATAC 



>ncrb8506.seq 
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CGATGTGA^GGC^GTTTTTNTGTGGCGCCMGACGANCCTGmMCAGCTGTMCCMTGGTACTGATCT^^^^ 

GCGTTGTCAGACTAGGAAAGCTAAACGAACAAAATGGTTnAGTmGCTGAAGACTGGCCnATTAAT^ 

GmCAGGAACATGGCAGTATGmACATGTCCGGAAGTmGmAATTCTATGGTATTTCTA^ 

>ncrb8507.seq 

AGGGAATTGGAAGTGGGAGGAAGAAAGTGAGCAGTGCAGTTAGGAGTGAATGGAATCnTGAGGGATTGTGTGTn^^ 

GGGAGAAATACAGCTTAAGAGTCANGATTCTGGCCTCTAAGAGGmGTCCTAATAAmGGATOAGTAATCTA^ 

AGnGATTGCACCCAmGGGTAAGAAGTnTAAAGACTTGGAGGGCACAGTGTGC 

>ncrb8508.seq 

GAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATGCTGGCCGCCTOGCGGTAGT 
GnATGAATCACATGAAAGCATGGAATCnATGAACTTAATCCCnCATTAACAGGAGAAATGCAAATACCTTCATATCCCCTCAGC^ 

GGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTTGCGAAGGCTACGCCATGGmATGGATACAATGCTGCCTATAATGGCT^ 
AGCGCCGAGGGACCAAATGAGAGTGAGGGAAGAAAAAAAATCTCnnmCTGGAGGCTGGCACCTGAAnTTGTATCCCCCTGTAGCAGCAmCTGm^ 

>ncrb8509.seq 

AAGAAGGAATAATCTAGCCTGACTAAAGCnGAAATGCTACAmCCAAGGTGAAGATGTGTGGGCACATGmTGGCAGATTGAAAAG 
TGTGTTGnCATAAATTGACAATGTCAATAAATTGAAATATGGTTCACCTGnACTCTTG 

>ncrb8510.seq 

ATCTNGGCTCTTGCTNAATGCCCTATATOATNGCAGCTAnTGACCTTGGACAAGGCCCnCTCTGGCGCnGGGAATGATTCCmCATTTGCAGCAGCTGGGTGTGGACCTAGATC 

TCATGGATGTCTATGAATGTGAATTTTGAAAGCmAGTACAGACTATGCTCTAGGAGTTTTTAGAGTTCCTGGGCGACCCCATCCCCATTCTGGATTC 

GTGTGACTGCTGCAGCATGTTGTCAAACAGCACmGACmCCCTGTGACCCTAAGTCAGGGACTnCCAAAATCTNAAACTCTnCAAACTCm 

TCTCCAGTCCCCATCTCTATTCACCTGGATATTGTGACATCTCCCACTGGGAGAAGATGTCTCCTGTCTCCCCTGTGACCATGTATCTnTTTmGGTTGGNn 

CTTGTCTCT 

>ffc?b8511.seq 

AiSlGnGAGGAAGCAAGCCnTGTTATGAATmACTAATACAGTTCAAGTGAAAmTCGnCATGAnCTAnGGCACTAGAA™^ 

tii^^agaacatngccggtatactagtcccttctctgctgcctagaaaacagaccgggtctcacccgtgtgaaatcttggtggma 

cMattcataaggatatatcaaaaatggacctattttgatattctgtotgaaaatg 

itsgcnacttgaaataagcagggcagggagccctgtmggaagagacagactgtg^^ 

>ncri38512.seq 

GATCCTGGATNCAAGTCTGCCGGNGGAGGANAGNGANAGGAGAGNCAATTATGTTCCTGAGGTCACAGCCnGGCTCAGAGAGANTATGTC^ 
dStGAAGCTTTTGGACTTCGGCAGNCTGTCCAACCTTCAGGTCACTCAGCCTACAGTTGGGATGAATCTCA^ 

ill 

>ncrb8515.seq 

A¥j(3AnGGAAGAAGMGCTCGGACCCnGGTCTAAnCGCACTn 

TOGAGACATCTTmAAGGCTCnACTGCAGCTCCCCTCCCCACCCTCCTCTTCmGCA^ 

mTGATAACATGGAGATlTGCTGTTGTGCTmAGAGAAAAGTC^ 

TjEcCCATGCmAmATCTTGTATGAACACAGATTTGACAmCAGCTAAGGAATAATTTGGAGGN^ 
TWAAATA 

>06|b8516.seq 

dKGTCCGCmAmAAAAGGAGGTAAAAmGCCAAATATGATGGCTCATACGTGTAATTCCAGCACmGGGA^ 
(^TGGGCAACATAGACCTCAmCTACAAAAAATACAAAAAAGAAAAAGATAATAATnCTTCTO 

>nab8518.seq 

TGGGGGAAAAGTAGCTCCAGCTCAACCATCTGAGGAAGGACCAGGAAGGAAAGATGAAAATAAAGTAGATGGGATGAATGCCCCAAAAGGCCAA^ 
AGGAGACGGAGGGAACAGAGACCACTGGAAGGAGTCAGATAGGAAAGATGGCAAAAAGGATCAAGACTCCAGATCTGCACGTGAGCCAAAGAA^ 
GnCAGnCTGCAAGCAAGTATGGTGCTCTCTGTGTTGATGGTGAAGATGAAAATGAGGGGAGAAGATOTGCCGAATAGACCTCTACATCCTGGGCN^ 
CCTGGACATTCGGGAGCAATTAAAACCnTmCCGAAAAAAAAAATAAAACTNCCCTmCTGNAAACCT^^ 

>ncrb8519.seq 

CGGCGGCGGAACGAGGGCAGGCGGCTGAGAAGGCGAGCTAnTGCATTCCCCGGCAGTCATTmATATGCGGAGTACCAGAGATGTCTCCAAGAGCACCAGCAACCCCAGCTAT^ 
TGGATCTGAAGTGGATATGCTCAGAGACATCCTGGGCCACCCCAAAGAAGATGCTGCTGCACTCAGAAGACGCCAGAGCTAGCCACCACCCACACTGCAAGTCTGGAAGCTCTGCAA 
GGACCCAGCAAGGCAGCCTGCTCAGGGAAGGGTnGTCTCCTGTGGCAGGAAGAGCAACATTAAGAACAAGAAGCCCGGGCTGGACTACCCGTGAGAmAATGACC 
ACCCCCAAGACCACAATGACTATGGAGGGCTGTCAnACCCTGCCTGACCCTCTAATGCCTCTCAGTTCAAGGAGGCCACTTGAGTGAAACT^ 

>ncrb8522.seq 

AGGGAAGCCCTGTGA TGACTA CAGAACmGCGANCGCTACGCCATGGnTATGGATACAATGCTGCCTATAATCGCTACnCAGGAAGCGCCGAGGGACCCAAATGA 
AAGAAAAAA AATCT CTI 1 1 1 1 ICTGGAGGCTGGCACCTGAmTGTATCCCCCTGTAGGAGCAmCTGAAATACATAGGCTTATATACAATGCnCTTTCCTGTATATTCTCTTGTCTC^ 
CTGCACCCCTTmGCGGCCCCGAGAnGATAAGTAATGGAAAGTGCACTGCAGGTGAGGGTCAAAGGAGAGTCAAGATATGTGGATTGTTCCATAATAM 

>ncrb8524.seq 

ATAATAACnTATTGCATATAGAmAGmTGTAACmGCmATmTCTTnCCTGGGAATGGAATAACTATCTCACTTCCAGATATCCACAT 
ACTAAGGGGGTAGAAGTAGTmAATTCAACATCAAAACTTAAGATGGGCCTGTATGAGACAGGAAAAACCAACAGGTTTATCTGAAGGACCCCAGGT^ 
ACCTCAACCCAGAGGCTACTCTTGACnAGACCTATACTGAAAGATCTCTGTCACATCCAACTGGAAATTCCAGGAACCAAAAAGAGCATCCCTATGGGCTTGGACCACT^^ 
ATAAGGCCTACTATACAnAGGAAGTGGCAGnCTTrACTCGTCCCGTnCATCGGTGCCTGGTACTCTGGGAAATGATGATGGGGTGGGAGACTnCCAT^ 

>ncrb8525.seq 

GGCAGGCAGGTmCAACCTAGTCACAGAGCAGCACCTACCCCCTCCTCCTlTCCACACCTGCAAACTCTTTOCTTGGGCTGAATAmAGTGTA^ 

CGTGTGGCAAATTCCCGGATTAAAAGGTTGCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATGCTCCTTCTGCTTGCACAAGm 

CAGAGAGGCramGACmATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGnCCTGATGACCGCGAGnCGAGCCCTCCCTAGGCCCAGTG^^ 
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GCCATCnCGAGTGGTCCAGTGTTCTGATnGGGTCTGGACAMGTGCCAMGGATCnCCCCCTGACACMC^ 
AG 

>ncrb8526.seq 

CGGAnCCGACATGACGGTCGCACCCAGCGACAGGCCGCTGAAmGCCAAAAGTGCTAGGTGGCGACAGTGCTATGAGGGCCTO 
TCACATTATCGAGCTGTTGAAAGTGTGGAnCAAGTGAAGAAAGTTmCTGAnCAGATGATGAT^^ 
GAGCCTmCAGTTTGGCCAGAGCAGTCAGAAACCACCTGnGCTGGAGGAAAGAAGAnAACAACATATGGGGTGCTGT^ 
CnGGTATCnGGGAATGGAGGGCACTAnGACAGAAGCAGACAATCTGAGACCTACAAmmGCnGCCAAGAAAC™ 

>ncrb8527.seq 

NCGTACACTACTACACTNCCAGACCT6GGCGACAGAGCGAGACTCCATCTCAAAAAAATAAAAATAAAAAAACATAAT 

ACCCTTGGTGGGTACnGGCTGGAATTGGGCAGAAAGGGGGCCTGnGGGGTACTGTTCTGmcnGATCTGAGAGCTGAnACATAAAGGnC^^ 
GGTTCACTGATTTGTGTACI i i I I ! lATATGTGAATACTGCAATAAGGTTTmAnGCACTGmTCAGmGTTGAACAGAAAAAGGGAGACTCTim 
TCATAATGGCAATGTAGGCAAGAACAnCCCTCAAGGCAATACCTGTGGGTGTCnGGTOTATTCCACCGGAAACAAAGACAGAGG^^ 

>ncrt)8528.seq 

AATCACCCATGCCAGCTGGGGACCCTGGGGGGTGGGGAGTGnCTGGGTTGAATTGCGTCCCCCCTAAATTCATACACTGAGGCCCTAACCCCCAGTACCTCA 

TGGAAACAGGGTCATTACANGATGGAAnAGnAAGATGACGTCATGCTGGAGCAGGCTGGGCCCCTACTCCAATGAGTGATGTGTCTATGAAAAA^ 

TGGCTCACATCTGTAATCCCAGTACmGGGAGGCCAAGGCAGGTAGATCACGAGGTCAGGAGmGAGACCAGC^^ 

>ncrb8529.seq 

CACAAGCTTCTAGCACTCAATCAATAnCATTAGGCTAGAAGGATATAAAGAAGGAATCACAmGTCCTACACAGTACTAGTGGAAAA^ 
CTAGATATmAAGTGACnAAGATACATAAGAGAGACAGCATGGAGTGTAAGAnTGGAGTCAGAAGTACCTGAGTCTGAATCCTAAnCTGCCAnGGCT^ 
CAGCTTCGCAAAAGTTGTnATGGGGAGGGGACGTTGTAATAAATTCATCAGCAATATATAGAAAAGGNCmACTGTGTCTAGGT^ 
AGGGnAmCAGAAATGAGAAATTTnCTOGGGTTCmTGTTGATACCAGTAAATACGTCCAT^^ 

>licrb8530.seq 

dffTACTNGGCGGGGGAAACCCCAGGTCCTCCATGCGCAGTCATGAGTCGCnCAAGmATCGATAnGGTATCAACnGACTGACCCTATGTTCA^ 
A^GCATCAAGmATGAnACAGGTGGAAATCTACAAGAGAGTAAAGATGGACTGCATTTGGGACAAACAAATGGTATGT^ 
ASnGAAAAGAATAACCCTGATCmACnAAAGGAGTTGCTAAATCnGCTGAAAACAATAAAGGGAAAGnGTGGCAAT^^ 
G«;CCAAAGATACTCAACTCAAATAmTGAAAAACAGTTTGAACTGTCAGAACAAACAAAA™CCAATG 
/sil^TAGAGATCGGTGTGTA 
HJ 

>iaSb8531.seq 

;li^TGTGTGCCAGCATGCTTGCTAI I II 1 1 1 II I IGANACANAGTCTTGCTCTGTCACTGAGGCTANAGTCCAGNGGCTTGGTCTCAGCTCACTGCAATCTNTGCCTCCCCGGGAGAAT 
T0fTrGAACCTGAAAGGTTGCAGTGAGCCGANAnGCGCTGnGCACTCCAGCCTGGACCACAGAGNGAGGTCTGTCTCAAAAACAAGGG 

>]icrb8533.seq 

d§£AGCAGTGAGCmCAGAGAATCAGCAACCAGGAGCACCAAATGCTCCTACTCATCCTGCTCCTCCAGGCCTrCATCACCACCATAAGCA 

qilGAGAACGGAGATATACCAGCAAGTGAAGAmACAAGAmAGAAAAGAAGCTCTGTCGAAAGAGATGTATAAATCA^ 

^""feAGCTGATGCTGCCATTGNCGACATCTGATNnGGAAAAACAGGGGCTGCAT 

H©b8535.seq 

^TACAGGTGATGGGTTATGTGTGAAGCCACTTCCTCATCCAGGGCCCATAGGAGTCATCCCTCTCAAACTAACTCCTCnCGACT^^ 
TlJfGGCTGTGCTGTTCAGGAGTCTTAGGTGCAAATTTTAGAAACTCAACGT 

>ncrb8537.seq 

CTAACCAGGCCAGTGACAGAAATGGAnCGAAATACCAGTGTGTGAAACTGAATGATGGTCACnCATGCCTGTCCTGGGAmGGCACCTATGC 
TnAGTGnGAGAGnCAAAGGAGCTAGAGTAAGTGGAAGCTGACCAGGTCGTCAGGCrrGTGTTCCCATGTOCTCTGCATGACTCCCC 
CGTCTTGTCACAGGGTCATCTACTGC™mGTGGCACTGTmGTCnCTGmATGTnArrTCACAGCnGTCAGA 
CCTCTCTTGAAGATTGATTGCAATGGGAGTGGNTTCTCTGTncnTGTATAGNCGAACAGATATTTACnCTTCCAAGAAGATA 

>ncrb8538.seq 

AGATGTGGCCATCGAACACCGGAAATGAGGCTGAGCTGAGCCTCGTATTGTCCCAGTGCACGGGAGCCACAGATGGGGCCAGAGCTGACAAGATTCAACGGGCGAGGGCACAAGCC 
CAGAAGAAGTGAGGAGTGCATGCTGTACATCTCAAGCAAGGGGTTCCTCCCCTAGCACCTGGGCTTGGCAGAAGGGCCATAGTTCATCCAGGTCCTCCCCTAGAGCAATGCTGAGGA 
GCGGGGGCATGGTAGGAGGGGCTGTCTGGTTTTAAATAAAAGTTGGAACACT 

>ncrb8539.seq 

TATGGTGAGTGCGGCAATCCCTCATCCTCTOGAAGCACCTGTGAATGGGAAnGAGCCAACTGTOTAGAAAATTGGTTCAGAAAGTGCAATCTTG 
CAGTGnACCATAAGCGTnGCTGTACTTCTTGAAATGmCTAGGGGAGAGCATTGGAAAATCCCCTTCCCCCATCTAGATCGAAGGAAGATGAGGGAGCAGCn 
TTGTCCCGTGGATG GGGAG ATACACTAACCGCCAGAAATGAGTGCTAAGCCTGTTGCCTTGTCTnAGTAGCTAATGATCAGAGAGATi 1 1 1 i II II I AAACTACCATGGTGCGAGGATT 
CCATCCTGAAAmATTmcmGATGAATATGGGGGAAATGATnAAAAATAAAACTGTAAAATAm^ 

>ncrb8540.seq 

CCCnGTAATGCGAGTACTTCCAGnCATGTCAAAGAnCTTAATTnmTAATCCTAAGACCAACGGGAAGCCAGGAAAATGnnATGTAAGGGAGAA^ 

GGAAAGCTCTACCTAGCTGTAAmGTAGAATGAATTTTGCATCCTAGAGTGAATGCAAGTAGAGCAGGCAACAGATATCGGCAGCTTGGACCAAGGG 

GGAAGAGGAnCACAAGAAATATAAGAAGTAAAATCAATAGAACTTGATGATGAAnGATGT 

>ncrb8542.seq 

GCCTATACAATTGGTATTGTnGACCCTTAAGCTmACATCTCmGGATGGAGGACGAAGAAAGCTGTACAnGnGCnGAGAGTCTGTACAT™ 
TGAGTATGGCAAATGAGTGAAAAATGTTTAATACAGTATTGGATTTnTATTTCCmmTGATTCAGCmTAC 
TAAATGTGTACAnCTTTCTAATAAACTGnGGAAGACnCTTGGCTGTCCTmAAGTGTCTGGCTTACTGTAATTm 
GAATTTGGGGATOTTGCTCTGmGAAAAAAGAGGGTTGGTGTAATGTCACAGGAAACCTmAAAAGTGGATCTGTAAT^^ 



■j 
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>ncrb8543.seq 

GmGGGCTGCTmAGmCTmMTNAMTOCTAGATGATAGMTTCMGMCTTGTOCATC^ 
>ncrb8544.seq 

CAnCCTGAAGGTGACAGCAnCGGGCCGAGATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTCmCTGGC^ 
TACTCACGTGATGCAGCAGAGAATGGAAAGTCAAATTTCCTGAAnGGTATGTGTCnGGGmCATO^ 
GGAGCATTCAGAGTTGTCmCAGCAAGGACTGGTCmCTATCTCTTGTACTACACTGAAnCACCCCCACTGAAAAAGATGAGW 
AGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCAmGGATTGGATGA^ 

>ncrb8546.seq 

GACCACGCTmCATCTGTCCCGCTGCGTGTTTTCCTCTTGATCGGGAACTCCTGCTTCTCCTTGCGTCGAAATGGACCCCAACTGCTCC^^ 
CCGGCTCCTGCAAATGCAAAGAGTGCAAATGGACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCGAAGTGTGCCCAGGGGTGCATCTGCAAA^ 
GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGATTTTI t II 1 1 II II i 

>ncrb8547.seq 

GAAAGATAGGCTTCTATATGGATAAATAGTCATGTACCACATAATGATGmCAGTCAACAGCAGACCACATGTACAATGGTGGTCCTATAAGG™ 
ITTmAATGmAGATGTGTTOGATGAACAAATACCATTGCAmCGATGTTACAGCTAGAAAGTGTTAAGGCCAAGAm 
AGGT^GGGAAGAGGGAATATGATCTCTGAGGAGAAATCATCTGTGAGGTGCACTGTmGAAGGGAGCACATGATGATATGTAACCAACCA 
AACTTTTTnnATATATGGGGAGGTTTCAGCCTGGGCAACAGAGCGAGACTCTGTCTCAAC 

>ncrb8549.seq 

AGAGAAGCAAACAGTAGTTGTAATGATAGTGTCCnCCmNTCTGmcnCTCCTAAAATTCAAGACACAGCATACCTTTGTAGGCCTGAATTGGTAAGM 
TGTGAGCAGTAGAAATAACCAGGGAGAATGTTmGATGTTCTCTATGTATTCAmACTCCnTmCATGCAnnACAGATAC™^^ 
CnAGTGAGTACCTATTTACTGAACACCTGTGTGACAGCTCTGAGCTGATTACTGTAAATATAGGAATTCTCCTAGCAGATACAGNCACTGCCCGTCATAGAGCT^ 
AAGATAAATAnAGGCATTG 

>lfcfb8551.seq 

CpTGACnGGGGATGATGCAAACAAnACTGTCGnGGGATTTAGAGTGTATOGTCACGCATGTATGGGGAAGTAGTCTCGGGTATGCTGTO^ 
T<5^nGAAAGTACTGGTATGTTGCTCTGTATGGTAAGAACTAATTCTG™CGTCATGTACATAAnACTAATCACTm^ 

>f^^b8554.seq 

CiCriAGACnAGATTCTTAACTCAAATTCAATGCTTCTATCAGACTCAGnTTnGTAACTAATAGATm 

04GTAGAGAAACAmGGAAAAGACAGAAAACTAAAAAGGAAGAAAAAAGATCCCTATTAGATACACnCnAAATACAATCA 

G®AGATTnGGTTGGTTmACATAGnGAGAnGTACTGnCATAGAGTmATACCCTTmCAm 

aIHatagtctcccttttataattaatgnttg 

>ncrb8557.seq 

TtGCCTCTCGGCGCCCCCTCGATGCTCnAGCTGAGTGTCCCGCGGGGCCCGAAGCGmACmGAAAAAATTAGAGTGTTCA^ 

(m 

>fvS)8558.seq 

ANgTGCCGAGGCAAGAAAANTNnTGACCTTGTGACnGACTGTGGAAGANGATGGnGCATGTTTCTAGm 
AfiCT 

>|||)8559.seq 

Gl^GANGGCGGCGGCAGTACTGGGACAGnGGGTGCGnATGGATACATAACCTGAGGAGCCGGGGGAAGCTGGCCTTGGGTGnTOCCTCAA 

CTCTTGACAmCTCGAAAATGGGAGAAGAAGAATAAAAnGTTTATCCTCCACAACTGCCTGGAGAACCTCGGAGACCAG 

AAAGACAAGATGTGGTAmGGCAAAATTGATACGAGGAATGTCTAnGAGCAGGCmGGCTCAGTTGGAATTCAATGACW 

AAGCACAAGATAnGGCAGTGAGAGACCATAACGTGGAAnCAGGTCCAAmATATATAGCCTGAGTCCACCCCAGGACGAGGCCAGTGCCTGAAAC^ 

AGGTCGCTTTGGGAT 

>n crb8561 .seq 

CATTmGTGGGGGCTAGAAAAACTAAAATGAGGCAGTTAAATAATAATAGTTAATGAAGGTGTGCTAGAGAAAATAATGTGGTGT^^ 
TGAACAGCCAAAAGCTATATGTTATGGCTTATTGTGTGAAGGTAACTAAGAAGTGGTGTTCCATGACTTCAGAGTACATCCATGCGGAGTCCAmTTT^ 
GCTGGAAAATCTGTAAAAAAGAAAAACAAGTTTGCTAGTGACTAAGGCCCGCATATGTGAGTGAAAGTACnCAGGCACGCTGCCTCCTGGTAACAGCTATGCAGG^^ 
CCACACTGCTACACTTCTGATCCCCmGGTmAGTACCCAAATGTAAATAGATACTTnGATAAnAGAAT^^ 

>ncrb8563.seq 

AGCCNAGCGNGGGGGTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAANCCGCAGATAAGTTTTTnCTCnTGAAAGATAGAGAnAATNCA^ 
GnACTAAGATATTGCnAGCGTTAAGTnnAACGTAATmAATAGCnAAGATmAAGAGAAAATATGAAGAC 

>ncrb8564.seq 

NGTGGCCGGGGGCGNTCGGTGAGCrrTCCGAGnGGCTGCAGATTTGTGGTGCGTTCTGAGCCGTCTGTCCTGCGCCAAGATGCTTCAAAGTAnATTAAAAACATATGGATC 
GAAGCCCTACTACACCAAAGmACCAGGAGAmGGATAGGAATGGGGCTGATGGGCTTCATCGmATAAAATCCGGGCTGGTGATAAAAGAAGTAAGGCmG^ 
CCTGCTCCTGGTCATCACTAACCAGAmACTTGGAGTACATGTGAAAGAAAACGTCAGTCTGCCTGTAAAmCAGCAAGGCGTGnAGATGGGGAGCGTG^^ 
TTGTATAAGTACCGTTTACTTCATGGCATGAATAAATGGATCTGTGAGATGCACTGC 

>ncrb8565.seq 

ANAGCCCNTACAAmAAmCTGGTGGTGCAGAAGnAGAAGGTAAAGCTTGAGAAGATGAGGGTGTTTACGTAGACCAGAACCAATnAGAAGAAT^^ 

GnGGTrAAAAATCACATCAAAAAGCTACTAAAAGGACTGGTGTAATTTAAAAAAAACTAAGGCAGAAGGCTTTTGGAAGAGm 

TTTGAAAAATGTGAAGGACTnCGTAACGGAAGTAATTGAAGATCAAGAGTAATTAGCAAGnAGTGTnnGCAnGGACTTTGAGTT^ 

TAATTGACAGCTGACCCAGGTGGTACACAGAAGTGGATTCAGTGAATGTAGGAAGACAGCAGCAGACAGGAnCCAGGAACCAGTGmGATGAAGCTAGGAC 

GGAAGGAGCAGTTCGTGGTGAAGA 
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>ncrb8568.seq 

CMCGnGCTGGTGACAGCAAAMTGACCCCCCMTGGMGCAGCTGGCTTCACTGCTCAGGTGAnNTCCTGMCCN^ 

GAnGCCACACGGCTCACAnGCATGCAAGTnGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAAGCTGGAA 

TTGnGATATGGTTCCTGGCAAGCCCATGTGTGnGAGAGCnCTCAGACTATCCACCmGGGTCGCmGCTGTTCGTGATA^ 

GCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATAmTC^^ 

AAA6AAACG 

>ncrb8569,seq 

ANTNANAGAGCTTAGCANAGTGCCTGGTAATGAAGCAAGCAnACCTTGCCNATTACnnCCTTCCNACCCT^^ 
CTAGCCTGGGCAACATGATGAAACCCCATCTCCACTGCG 

>ncrb8570.seq 

TCAGGAANTGANGACTCTTGTTGACCTGGGTGGCTGAGANAGTGACACCTnGCmCTGATGGTTCAGGGTACACAAACTTTANmCAG 

AAAATOCCTTAAGGCTATGTATATAAAGGGATGTGTGTATGTGTGTATACACACAAAAATAAATTTTGTGmC^^ 

TTAGAAAATGC 

>ncrb8571.seq 

GTGnANmCTGTGNATGGGAAAGAACGTCAAAGANACCGACAATGGATAAATAACTTAGAAATANTACTAGGTCTGGTGTAGACGTGAmCA^ 
AATAAGTATAACCATTAAGAAAGATGAAnGTGAAAnCCmATTTnCTGAAACAGTGTGAATAT^^ 

>ncrb8573,seq 

AGAGNCCNTnGCCCTCCGTGCCNAGGCCCTGCTCAGGCTGATrGGATTGACCACCANTCTTTTCAGCAAGGGGTGTTGGCTTCCTGGCCCACAAA^ 

CTAAAGAGAGAGGGTGTCTGTAGTCACACTGTGTTC™CTGTATnGGGATATGAGmGGGGAAAGAGTTGCAGTAAAGnCGATGAAGAGAAATA 

CATGAAGATAAATCCAACTCTGACTGTAAAATACATGGTATCTCTTTCTCCGTCGTGGCCCCTGCnAGTGTCCGnACCTGGCTOGCGTTCTGm 

CCTCAAAATCTTTAGAATAGTTAAAmGGCnGmAAGGGTTCnGCTGCCCCACAACACACCnGCCCATGCACAAGGAATGAATm 

TggTCTTACGTGT 

4&8575.seq 

(JffCNGTCAGGAANCTGCAGAAATGTNAGANGGAGANGTGAGAGAnTGGGCCTGGAAAAATGAGAGmCAGnACTCTACAAGGCT^ 

^S|ggatattgtacaggcaattaataacatgctata™gta™tta™tttt6agacggagtcttgctctgttaccca 

TjIfGTCTCATGGGnCAAGCAAmCTGCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCATGCGCCACCATGCCCGGCTAATTm 
yWiGTTGGCCAGGCTGGTCTTGAATTGCTGACCTCAGGTGATCCACCCGGCTCGGCGTGCCAAAGTGCTAGGAT^ 

>Mb8576.seq 

A#fNGCGCGGGCTmCTmCTnmAAACNAANTCTGGGCTGGGTACNAGTGCCnAACCTGAGANGTCAAGGCTGGAGTGA 
4^CCAGCCTGGGTGACAGAGTGAGAGCCTGTCT 

s; 

>jnificb8577.seq 

A^AAGCATACTCAAAAGGCAmGmATGGTAmATTCTAGCAACCACAACAnGnACAAAAGCACAATmAATAGGC™ 
/fMGAGTWGAATCATCTnGGTGCTCAAGGAACCTGTAGAAGTAA^ 

11 i 

>fgb8579.seq 

AteAGNnCAAGnACGAATCCTTGACCAAAATACTGCATAGGTGAAGGGGTGTTCTTCnAGATCTGGAGGCATACGTTGCCCATCTG^ 

(^TGAGGT GCTGT CmTTITTCCACTATATAAnAGTATTTTm 

TSQGnGTACTTmAGCATCCACTGCTAATGGGAAAAGTAATmAATACTCTCTCAGTAGnCG 

d#(TATAGTTTCTGTATACTTCTAAATATTCATGAATCAAAGAAGAAATCACCTTGGAAAm 

GCTA 

>ncrb8583.seq 

CAGCTNGGAGANGACAATGTGGCTCCCAACACTGCNAGGTGNAGATGACCCnCCTACGCCCTGCTGTCCACGGAAAGGCTCCCAGAACATCA^ 

CCTATCTGGACGAAGCAGCTGGCAACCTCAAGANGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGTTCACGTACACCTGCCCT^ 

TGGCTGCACGAAACATACCGGTAAAGTGGGGCAAAGACTGTOTCGAGTACCGGTCACAGAAGANCCTCACGCCTCCCCATCAnGACATTGCACCCATGGACATAGGAGGG 

AGCAGGAAnCGGGNGTGGACATAGGGGCCGGTCTGCnCnGTAAAAACGTGAACCCAGAAACAAGACAATCCGnGCAAACGCAAAGGACGGAAGTACm 

TCTAGGACTCTGCACTGAATGGCTGACCTG 

>ncrb8585.seq 

GTGTTAACTGAAGmGCACTCTACAGATOGAGGACCCCAnTCAAGATTGAAAmAAGATCAAATAATACCTGACCATAGTACAGTATAmCCC 
GGTGTGAACAnAAGAAATGTOCAmGGACTACAAAGATTAAATATAATAmGTinmTCnCCTATAAACAGTm 

TAAAGCCAGAGAGAAATCTCAGGCCCAGGTAATAAnAAGATAGAAGCCAAGTCATGCACTGCATGGCAATGTncmGAGCAAGGGACCTCGTACAnGGTGGn 
CTGTATCATATAGCCCCGGTGTGCAGTGGACTGTACTCTCTAGGmGTGTAAGTACACTGACATmGCACAACAACAAAATCAm 

>ncrb8586.seq 

CATCmGTAGGTCTATTTTTTAAAAATGTGTTGAAGAGGAAAAAACGATTCTCACGATGGGGCTTAAGTCATTGT^ 

CTGGCTAAAAGCAGTGTAGAGCTACnGTTCACGTGGAGAGGAAGGATATmGCGAANCAACAGCCGCAGGTGGAGAGCCGTGnCAGCTG^ 

TAATA 

>ncrb8590.seq 

CnGAGTANCCGGGANGTCGAGGCnCAGGGAGCCTATTGAnGCTOACCTGAGCCTCCAGCCCTGGGGTAGCAGTGGAANCCCCTGTGT 

>ncrb8592.seq 

GGCTGGTCTCCTACTCCCAGATGCATCCGTGTCAAAACATGTTCCAAATCAAGTATAGATAnGAGAATGGGTnAnTCTGAATCTCAGTATACATATGCCTTAAA^ 

TATCAATGGAAACTAGGATATGTAACAGCAGATGGTGAAACATCAGGATCAATTACATGTGGGAAAGATGGATGGTCAGCTCAACCCACGTGCATTAAATGTO 

ATGAATGCCAGAACTAAAAATGAGTTCACATGGTTTAAGGTGAATGACACAnGGACTATGAATGCCATGATGGTOTGAAAGCAATAGTGGAAGCACCACTGGn^ 
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nACMTGGnGGTCTGAmACCCATATGTTATGAMGMGMTGCGMCnCCTAAMTAGATGTACA^^^^ 
G 

>ncrb8593.seq 

GAAAGCCCAGAGTATAGACCCACATAAAAATGGTCAACTGATTTnGATAGAGGATCAATGGCAATACAGTGG^^ 
CACATGCAAAAAACCGAAmAGTCACAGACCnATGCCimGCAGAAAnAACTCAAAAIGGATCAT^^^ 

>ncrb8595.seq 

CAGACAAGGNAAAACAGAAATCnATGTTGCCAAGTTGTCmGCTCnAGGTGGG™TCnGGAGAAAATGGACTCAGGAG 
AGCAAAAGACTGTACCTAACTGGAATGAGGTTACTnTTATGGCnATCAAATGCTTGTCCTGGCCCGATGCAGTGGCTCATGCCTGTAATCCCAGCACT^ 
GCAGAnGCATGAGCCCAGGAGTTCGAGACGAACTTGGGCAACATGGTGAAACACTGTCTCTACATAAAATACAAGAAnAGGTGGGACTACAGGTGC^^ 
ATTTTTTGTGTTmAGAGAGACGGGGGNnCACCATTGTTGGCCAAAGATGGTGTCAATCTC^ 

>ncrb8596.seq 

NCACTTGATGCTGCCNTGCAGCGGACCCCnCAAAAAGAGTNTGnGCCAGAATCGGCCAAACTGGAAGAAAGTCTGTCnCTCACAGAGTGGAAATAGCC 
TCTTGCACAAACACAAAGTTCTGGTCCACAAACAAGTACAACAC 

>ncrb8597.seq 

GTTGTTATAATTGATGATNNTCATGAAGAAGACATGGATATGAGTGACTGAATATTGCCTCTGAGGGAGTCCAACTGTATACCTGCATCAGTGTCATTGCm 
TGTAmGnCATCTCAAACCTAGATGTATACAGCTCTGAGTOTAAATGGTOTAAAGCTCCTGTTACTCATATTAGTTAmACATCAAAAAGCn^^ 
AncnGTCATGGTGAAATCTGATTGAGTAACCAAGCAGTmACTATTCTGGTGCTGCTTCATAACAAAAATGAAAAGCTC 
GATATCCTTTATTAAAGTAAGTTCACTTATAGTATTTCTAT 

>ncrb8599.seq 

TATCCCAGAATAnATATCCACTGAAAATATCCTTCAGATGTGAAGGAGAAATAAAGACmCCAGACAAACAAAAACTGAGGGGTGGGCGGGCGTGGTGGC^^^ 
QCACmGGGAGGCTGAGGCGGGCAGATCACCTGAGGTCAGGAGmGAGACTAGCCTGGCCAAGGTGGCAAAACCCCATCTCTACTAAAAATAA^ 
(sGTGGCTGGCGCCTGTAATCCCAGCTACTCAGGAGGCTGAGACAGGAGAATTGCTTGAACCCGGGAGGTGGGAGGnGCAGTC^ 
/CiGCAAGAGGAAACTGTCTC 

>{^8600.seq 

A^TATGTAGTTGGAAAATGGAGGACnCGCAGACCCCCTGAAAGTCTCGGGGACCCAACGGGTCCTTGGATGACATmGAGAACTGCTGAACTGCT 

QlfGGTACGAAGAGAATTGAnGTGTnAAGTGnGACAGAATAAGGAAGTTATAAGGAGCATGAAAnAAAGACTAGAAGTAGTAAnGAT^^ 

GGATTGGGGTCCTAGCTGACnAGAGTTAACmGGAAGGGAGGAAGGAACTTAGGATTmTAATAAGTCACTAGCACAnGTAAGGCn^ 

AJSCAAGGATGGATGAGAGAAGTAAGTmGAAGCAGGGTGATAGGAAAAAAAAAGGGnCCAATCTGGnAAnCTACTGTGTC 

d^^GTTTTAT 

>nc7b8603.seq 

A%[TTTCTmCCCCCAGGGAACTNCCGGnNmATGGCCCGGGGAAGAAGTGACACAGTACAG 

AyCAmCATAACCATGGCAAGGCATGAGAGAAGCACAGGGTAGCTTGCAAAGTTTTGGAAAAGACCTCTGCAACA^ 

GiAATATAATnTCTATGTGTCCAAnGAATATGGCTGTAAAGGGAATAAAACCCCATGTAATCTC 



l^GAAGCCTCTCTCCGTACTGCTGCTACACAAGNACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCnGCCATCCTGGCCG^ 

T!^ATGAATCACATGAAAGCATGGAATC™TGAACTTAATCCCnCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGC 

C3iaGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGA^^ 

A^lgGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTGAT^ 

ATGC 

>ncrb8605.seq 

GATCGGGAGCAGCCCCACTGGACCTAGGTGCCCCATCTGTTGGTCATCCATCCTGAAGGGACAGGAAACCTCCCAGGCAGTTAI 1 1 II i 1 1 TCTCTATATTTCTAGTAAAGTTTTCGAT 
ATGTrrCTC 

>ncrb8607.seq 

GTGAGTATCATTAATCATTAGTTTATAGCAAmCTCTnATTCCAATATOTAATAATCCTCACTCTACAATCATAACCTAGGAAA^ 

ATAGTGCGAAGTGGCCAGAAGACAAGAGTGTGAGCCTTCTCTTATGCCTGGACAGGGCCACCAGAGGGCTTGGTCTAGCAGTAACACCAGTGTCTGGGAAGATGCCTGTTGCAAAG^ 

GGACCATGGTCTAGCAGTAGCATCAGTGTCAAGGAAAAACACCCAGTACnAGCAGACTGGGAAAAGGAGCCTCCCTnCCCCGGGGGAGnNAGAAGAAGACTACTCCTCC 

TGNGGGGAGGGCCTGACATCAGTCAGGCCCGCCCGCAGmTCCAGAGGCCTGTCTCCCTGTGATGCTGTGCnCAGTGGTGACGCTCCTAGTCCGCTnCATGTTCCATCCTG 

>ncrb8608.seq 

GAATCTOTGTGCTGTGAATAATAGGCCnCACTGCCCCTCCAGTTmATAGACCTGAGGTTCCAGTGTCTCCTGGTAACTGGAACCTCTCCTGAGGGGG^^ 

AGGCTCCAAAAGCAA GTAGC CAAAGCGGTTGCGAAACCCCACGCATAAATCAATGGGCCCmATnATGACGACmATTTAnCTAATATGA 

GTCTGCnCCCTTGTATTmcnCCTTTTmGTAATAnGAAAACGACGAT^^ 

>ncrb8609.seq 

GCACCTGCTATATCCAAAGATCTAGTATTCCAAAGCTCTCCAGGTGATTCCAGTGACACAGACACACGTnGGACTGTCTTGTACTATGCTATGCCCTGTTCTGCTCT^ 
AACATGAGAATTGAGGTCCATGTAAmTGAGnTCAGTAGTTmTGCTCACATOGTCTCATTnTGmnCGTCnGTAGCTGCCAm^ 
AAGGTTTAGGTATCCTAAGACTTTAAAATCTCAGTACGl I 1 1 II ! i I AAAGTATGTTGTGTCATTCTAnGAGA 

>ncrb8611.seq 

CGAGGCAGCCAGCGCAGGGGCTTNTGCTGAGGGGGGAGGCGGAGCTTGAGGAAACCGCAGATAAGmnTTCTCmGAAAGATAGAGAnAATACAACTACn 
AATAGGnACTAAGATATTGCmGCGTTAAGmTTAACGTAATTTTAATAGCnAAGATTTTAAGAGAAAATATGAAGACTTAG^^^ 
CTAAAACATGAGGGAGGnGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTA^ 
TAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTnGGTTTAAAAGTTGTAGGTGATTAAAATAAmGAAGGCGATCTTnAA^ 
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>ncrb8614.seq 

GATTnGCGGAGCGCCAGAGCTGCTMGTGCGTCAGTTGTGGAGTGGCGTAGACGAGnMGTCCTGGTCTGCGTGGAGGTCGACGACTO^ 
TCTCAGCCGCCAAAGACCCCGTCCGGTAGGAAGTACTAGCCGGACATCATGAGTGGCTGTCGGGGTAnCATCGGGAGACTA^ 

>ncrb8615.seq 

CAAAGGACATGAACAGACAmCTCAAAAGGTGTCGTAACAAGCAGACAAGAAACAnAAAAATTGCT 
>ncrb8617.seq 

GGCGCACTAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTAT^ 
AGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACAGCCGTCTATGTAGCAAAATA^ 
AGCCTGGTGATAGCTGGnGTCCAAGATAGAATC™GTTCAACmAAAmGCCCACAGAACCCTCTAAATCTCCTTG 
CACTAGGAAAAAACCTTGTAGAGAGAG 

>ncrb8618.seq 

GTACGACTCmGTCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGAT^^^ 
GCCCCGGGTTCGTCGCGGGGGTACGCCTGTCTGAGGGTGGCTTGCGG 

>ncrb8619.seq 

AAAAGANGAAAACAAAACAGGAGGGACTCnAAATAAGAAGGCCnGAnGCCTAATTAGCCTGAATGCCCTCACmCATTGGAATTCACTGCm 

GCCAGCTATCAAAGAGAGACGCCACTTATCTAAACAAAATCCAGGAACAGAATTCGAGAGCCnGTCTCTCAGATGAAGATTGmGCCCAGTATAAGAGAmCA^^ 

AGAATTATGATOnGGGAAATCTTTACGTGGAAAAAACTGGCTCAGAATAAACACCAAGTGmCAAAATAAGTACAGGAAGTCCAA 

TGAAGGTATTGAnCCCTOTTCATTCAGTCACCAAACACnCTmTAAAACAmncmATGTCTCATGGATOGACCCTAGGCATTAGTGAAn^ 

GT 

>ncrb8621.seq 

ajctgaaactgtgtaamataatgaaaagaggntacttgtgtcacaanctgcaggctgcacagaaatcatggtgccagcatctgcmtcnc^^ 
cWatggcaggtgaagtggtaccangacgtgtcacatggcgagaatgggagcaagaggtgcgtaaggtgccacacacttttaa^ 
gpgacagcaccaagccatgagggatctgcccccatgacccaaacacatccgacgaggccccaccncaacmggggaatacaattcaam 
a^tatatcattccattcctggcccctcagagctcatgttcttctcacactac 

>ffeb8622.seq 

qflCTGTAACTAGATATTGGTTmcnCTCCATAGTAAGATCACCTGATAnTGATA^ 
>aSb8623.seq 

di^GAGNCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCTGAGATCACGCCAGTGCACTCCAGCCTGGTGACAGAGCAAGACTCTC^ 

AiSg=IAAAAAGAAGAAGAAAGCCCCATCGTCTCAGTCCAAAAACTCCn 

CbAACAATAGACAAGCACAGAACCAAATCATGAATGAACTTCCATTCACAAnGCTAC 

>iik)d624.seq 

G^AGTGCACCAAGTATGGCCGCCCCCGTGGATCTAGAGCTGAAGAAGGCCnCACAGAGCnCAAGCCAAAGTTAnGACAGTCAACAGAAGGT^ 
QftCAGCTAAACAGAACGAAAAAGCATGCACATCnACAGATACAGAGATCATGACmGGTAGATGAGACTAACATGTATGAAGGTGT^^ 
At^AATTCACAGTCAGCTGnAGAGAAGCAGAAAATAGCAGAAGAAAAAAnAAAGAACTAGAACAGAAAAAGTCCTACC 
QipGTGCTGATGGGACGAAGGGCCCAGTAGGGAGGCTCTCTGGGAAGCTCnCCTCCTGCCCCTCCCAnCCTGGTGGGGGCAAGAAGGAAGT^^ 

«i6sf 

>iyo8626.seq 

ACTNGTNAGTCAGAGCCAGTATCTGGNAACAGATCAACAGGACCACCCATTAAGCCAATCTGCAAGTGGTGCCAAAACATCTGTGAGCATGAAACM 
AAAATAAATCTTGACCCTOTAGCCTACGATATAAAAAAnAACTTAAAATGGATCATAGACCTAAAm 

>ncrb8827.seq 

CTCAmAATCmACAACTCTCTTGCAAGGTTCCCTGGnGTGAAAATACATGAGATAAATCATGAAGGCGACTATCATCCTCCnCTGCT^^ 

CAACAGAGAGGCnAmGACmATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGrc 

CAATGCCATCnCGAGTGGTCCAGTGnCTGATTTGGGTGTGGACAAAGTGCCAAAGGATGTTCCCCCTGACACAACTCTGCTAGACCTGC 

>ncrb8628.seq 

GATGAGCAATATncnCGAGNAAGTAATTTTATACATAAGGCAAGAATAGTCTCCTAGAAAAGGAATGGCTGTGGCGGGGGATGGT^ 
GGCCGAGGTGGGGGGATCATGAGGTCAGGAGTTTGAGACCAGCCTGGCOAGCATGCTGAAACCCTGTCTCTACT 

>ncrb8629.seq 

GGGTGTGGGAATGCTTGATGAATOTCTOGGmCACAACATGCAGTTCTTTGGAATGCATATACATGTATATOTACATACnTGGATAGACACnGTAmGM 

TAAATGATGAAGTCAmTAGAGmGACTGTCAGGCAGTTAACAmGnGCmGTGGTmGTCATAATATGATCCnACTAAnAGGTGCAGAATAn 

GGTTACATCTCTmATGACATATATATAAATATAAAAATATTTATCTAAAACTTAAGGmAATGATAmATACAAW 

GTGGCTCACACCTGTAATCCCAGCAmTGGAGGGCGAAAGTGGAAGAATTGCTTGAGCCCGGGAGnCAAGACCAGCCTGGGCAACATAGGGAAGGCCCCATCTCU^ 
>ncrb8631.seq 

GmGGnAAGAGAACTAAGGAATTTGCCCAGTCAATAGAATACATCGATAAACCATTGTCATTTTGGAGCCAnnTCAGCACCCTTm 

CTAATAGATTnGTACATAATGCTGTTGATCCTGGCAAATGAACAGCCACCnAAGTCATCTGCCTGGTATCTCGAGTGACnGGCAAGGATCTGG 

CTGCTCCmCACTACAGACTGGTTCmGCATnATAAACCTCAGTCTGGCCTCAATAGTGGmCCTTGGnGAGAGTCATCTTATTT^^ 

TGGTAAACATGTTGGAAGACTAAGTTCTGATGAATCTCACAAGACTCCTCTATAGAGAATGAACTGAAACCGAGGAGCTGACAGTGnAATA^ 

TT 

>ncrb8633.seq 

GCTCAATCTGCAATGGGGCACATAGCTAGNATGTCGAGATGTCAmGGCGTGTGnATTTTAAGTTATGTTAAGATTACTAAAACAATAAAAGC^ 
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>ncrb8636.seq 

GCTCACAGTGTCAGATAAAGCAGGGAMGGMCAGAGGGCTGTMTGGGCCTGCCCCCTAGCGGGGAGCCAMGGCCAGCTmAT^ 
>ncrb8638.seq 

GTNGNACACGTGTmAAGAAGGTTGGGAmGCTACTTCTTCTGATGTAATAGAGATGAAAGGACGAGTGGCnG 

mAATGGCCTmCAATGACCmCTGCAGAACAGGCAACAGCAnATTAAGCTGCmGTGmC^^ 

CGTCAAATGCAGGAATGTGCTAAAAGAATTGCAAAAGmCAGCAGAAGCCAAATTGGAAAnGATGA 

TGGGCAACTGGAGCTACATTTGCCCATATCTGCAAAATGACAGATGTCTTTGAAGGCAGCATAATOGTTGTAT^^ 

AGCCAnGGAAAC 

>ncrt)8640.seq 

CTCCCCTGAACTCTACACAACATATmGTCACCAAGNACCCTACnCTGACCTCCCTGncmTGAAnCGAACA^ 
GAAAAAACTTCCTACCACTCACCCTAGCATOCnATATGATATGTCTCCATACCCATTACAATCTCCAGCAnCGC^ 

>ncrb8641.seq 

GnTCTGTmGTGGATTAGACTGCTAAATAAGCGAAGAGTTAAimGAAGTTCAGGTCAACAAAnCCTGmGGAGACGGGCTGTTC^^ 
GCCCCnCACnCTGGGCTCCTGGCCCnTGCGAAGTACTTCAGAAAGCCTAGAGAGAAGAGAGGGCCCTCAAATCCCATTCCAGCCCCTAAATGAAAGT^ 
AGTGGAGGTAGAAATGTAGCATGGGGGACGTTGCCCCAUGCGTTTCTTCCGCTGACTACTGGGCTTCCTCTATCAGCTmAACGTC 
GCCTTCCCCAAGTGAGCTCAGCAGCATGTGCTAATAGGTGCCAATACTGTGCTGGCTCCAGTGGGATTCCTCTCTGCAAAGGTGCTGGCn^ 

>ncrb8642.seq 

GGGGCGGTGGAGATGCCTGTCTACAGCAGTGCTGTCCCCAGGACTGCGCTTCTGTGGTCTGGAGGTTCTAGGCTGGCCTGGGCTCnAAAGGGAGGATmGC 
TAATAAAAGATnTCCCAAGGTC 

>ncrb8646.seq 

QAGGGGAnGCTGCTGGCCTGGCTGNCCTAGCAGTTGTGGTCATCGGAGGTGNGGTACGCTGCTGNGATGTGTAAGGAGGAAGAGnCANGTGGAAAAGGAGGG^ 
(igrGCGTACANAGACGGTGCCCAGGGCTCTGATGTGTCTNTCACAGCTNG 

>ipifb8647.seq 

G^CATGTAGATGCGGTTTCTnGGGCAGGAACACCCTCGCTTCTACCATGGTCTGTAGGAATTGAAGCTTCCGTGCCGmTCAA^ 
AilCCCTOCTGAACCCCCTACAGATCGTGnCATAAGGTGCTTCACTGCTGTTGGTCTACCTGGCCTACTGnTGTACTCCTGCCTCAmACT^^^ 
Tffl^ACCTATTAAGAGTATAGGGTGGGCGTGGTGGCTCATGTAATCCCAGCACTnGGGAAGC 
G|tGAAACCCCATCTCTACTAAAAATACAAAAGmGCTGGATGTGGT6GCAGCCTCCTGTAATCCCAACTAC 

>fS38649.seq 

®jnCCCGGAACnCGCCCGCGTCTCTGGGCTmGCTCTGTCAGGCTGGTGGCGmTGGTGTCnCGmGTTATGGCCGCTGCTGTCGCTATG 
TCGACTTCGGTrTCAGnGGAGTTGGAAmGTGCAATGmAGCCAACCCAAAnACCnAATmCTTGCCCAAAG^^ 
llGCmACTGGAAAGACCCAGAATATGCCAAGTATCTAAAGTACCCTCAGTGmACACATGTOGAGCTGCTCCAATATG 
OSlAmAmGATGAACAGGAGATTCTACAnGGCAGCACTAnNCCCGGAAGCGGATGCNCCnCAGGAAGCCnTGGCAGM 

>f©)8651.seq 

Ail^ACmTTCCmcnCGAGGGAAACTCAGATGTCCAAACTAATmAACAAACGCAnAAGAGGm^ 

ApCGCGGGTAGATGATnCTAGCAGGCAGGAAGTCCTGTGCGGTGTCACCATGAGCACCTCCAGCTGTACTAGTGCCAnGGAATAATAM 
>ffrb8653,seq 

deGNCTACTnGCAAATTTGTGACTmAAGTACTAACACATnGATTGAATGTGTATTGA^ 

AAATOGNTTAmAAAAGCAAGATAGCCTGGGnGGGAGTTAGTGCATATCATCAGCCCTCCATCTAATGTGATTGCTAAG^^ 

CACC7ACATATGGCTGCATTCCATACCTCAGTGAAGAAGCCGAAGGGTGCTGACACACAGTGATGTGG 

TCTTTnGTmAAGCTAAACATGTAAAACAAAmCAAGTTAACAGTTCATACAACTN^ 

>ncrb8654.seq 

GAAAACAGNNNAAAAAAATTATATCAAGTATCAATAATGAGAATAGCTnACACTGAAAAnAGATGACAATGGAGCAATGCCTTCA^ 
CTCTACnCAAGCCAAACTCTCCAnAGGAGTCAAACACTTGTAGACATGC 

>ncrb8655.seq 

GNAGGCAGCCCAGCGCAGGGGCnNTGCTGAGGGGGCAGGCGGAGCTCGAGGAAACCGCAGAATAAGmTmCTCmGAAAGATAGAGAn 
TCAATAGGmCTAAGATATTGCnAGCGTTAAGmnAACGTAAnTTAATAGCTTAAGAmTAAGAGAAAATATGAAGACTTA 
TTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCG^^ 
mAGATTAAAATGAAGGTGAGTTAAAGAGGTTAAAGTTTAGrrTAAAAGTTGTAGGTGATT 

>ncrb8657.seq 

TATGGCCGGGGAGACAGCAGTAGGGAGAGAGAGAGCAAGAGGGAGAGTGTGTGAGAGAGAGnAGTTCAAGCCAAAATGGCCGACAG 

ACAAAAAAACAGATAGACAAAAAGAAnCATTmTGGACCmnTCAnTCCAmCTACCnGTATGCGTCAAmGCTGGAm 

AAGAAAGGGAAGAACAGTTAATGGAAGACAAGAAAAGGAAGAAAGAGG 

>ncrb8661.seq 

AAAAGGAAAAGGATGCC™GCANGGAGAGAAAAACATAGCTATCGAAnTC™CCTTGGAAAATGAAATAmAGAAAAAAGAATCATGm 

AACGAATTGCTGAAATGGAAACTCAAAAGGAAAAAATTCATGAAGATACCAAAGAAATNANTGAGAAGAGCAATATACTATGAAATGAA^ 

CAGAAAAGAAACTGAATAAAATTACAAAATnATTGAGGAGAATAAAGAAAAAnTACACAGCTAGATnGGAAGATG 

>ncrb8663.seq 

TNGNAATACTACTCAGCAATAAAAAAGGTAACAAACTACTGATACACATGAGAACCTGAATGAATCTCCAGGGGATOTGnGAGTGAAAAAAAGGTA^ 
ATGATTCCAmATAGTGCATTCTCAAAATGACAAAAATCGTAGACGTGGAGAACAGATOGTGATTGGCAGAGGTTAAGGAGTGGGTGTGAGTGAGAGGGAAGTGA^ 
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TCAGTATCnGACTGTATCMTACCMTATCCTAGnATGATATCATACCATAGTCnACMCBATGTTAn^ 
CTACATGTGAATAAAAAGACAACTGATGAAATGGGAGAAAATATnACAACAGACCAAGGGCTAAAGAACTCTTAAAACn 

>ncrb8664.S8q 

GCTGCTCAGGAGGCTGAGGTGGGGGGGTCGCATGCACTCGGGAGGTGGAGAnGCAGTGGGCTCGGAnGTGCCACTGCmCCAGCCTGAGTC^ 
>ncrb8665.seq 

AnGTGCCAAAACTnCAGTGAACAGAAGGATGGTGTCCTACTGTGGATGAGGGATGAACAAGGGGATGGCmGATCCAATGGAG 

AGCGGGTmGTGAGAGTGAACACmCCACnmGACACCnATCCTGATGTATGGnCCAGGAmGG 

TTTCTAAAAAT 

>ncrb8666.seq 

TATGGCCGGGCACTGATCCAGAACACTTCAAGNAACTCGTCAAACAGCTCGATAAGCCTTmGACTGTGTACATCTGTACCGGGM 

TAGAACCTGTACCCAGTTCnCAGGCTGATTTCCCTGACCTCnGGGCAmGTAnTGTAGTAAAGTATTGCAGAGAnCCTAAGTAmT^^^ 

TGTTTAnCATAAAAGACACnGGTAATAGACTTCAGTGAACTCTGTATGAATGCAGTAGTGTGCGTGCAAAATCCGCTTCCTGAGCG 

TGTGAAATACAGCGTAGTCAGCCCTTGCGCTCAGTGTAGAAACCCACGTCTGTAAGGTCGGTCTTCGTCCATCTGCTTTTTTa 

CAAGGAAACCAT 

>ncrb8667.seq 

CGGGGGGAACNNCAATACAAGGTnCCGCATGAAGCAGGGTGTCnGACCCATGGCGGTGTGCGCCTGCTACTGAGTAAGGGGCAnCCTGnACAGACCA^ 

AGAAAGAGAAAATCAGTTCGTGGTTGCATTGTGGATGGAAATCTGAGCGTTCTCAACnGGTTAnGTAAAAAAAGGAGAGAAGGATATO 

CCGCCTGGGCCCCCAAAAGAGCTAGCAGAATCCGGAAACTnTCAATCTCCC 

>ncrb8670.seq 

TACTACGCCCAAAATAGTNTAnCAATAATATTAATTAAAAAGGAAAAAGGAAATTGAGTGAAAGAGAAAACGTGGGCCAAG 

ATgATGTTCTTGAAGCTGCTGATCCAAGAACTGATGGACTGAAGACAGCGTGTACCCTAACCTGAGGGGGCCACCACACCCAGGGCCCACAAACTTGATCTCATGG^^ 
TgCTGTCCCATGAGCCACAnCTGAACAGCCTGATCAGGATCCTCAACCGTCAGGTCATAAGATCCGAGCAACATm 

>|S!rb8676.seq 

d®TAAGNAAGGTCAAATGAAAAGTGTGCTTTCATCTGACAnmAGATAnATTGGAAACGATCAAGAACTTAAAGCACATAGA^ 
#^GAAGGGTmGCTATGTmAAAAATATA™nCAAAAAnACAGAAAAGGTTGAG™TAGTAAM 
qfPACnCTCTAnCTACAATTTAATTACTAATTTACAnAACAGCmnACTGGATTCTGAGCACCCAGCAT^ 
T^H^GCTAGmATCTTCCTCAAAAATGGTTCATTAAnGCTCAGTnCCTCTCTATmGA^ 

>i#b8678.seq 

(l&ISIATNCCCGCCTCmGCGCGCCGACACAATNGTGCGCATGAATGTCCTGGCAGATGCTCTCAAGAGTATCAACAATGCCGAAAAGAG^^ 
GGCTCCAAAGTCATCGNGCGGm 

>i3b8679.seq 

Aj^CCTCCCGTGnGCATGTGTTGTOCAATmCTGTGATACTTGCAAmATGmGAGAAGA^ 
TSGGGGACAACTTAGTCAAnGGTTTTCCnACAACAAAATAAAGTAAAATGTAGC 

>|®38680.seq 

C^NCNCCGTGGCGGGCACCTGTGATGCCAGCTGCTCGGGAGGCTGAGGCGGGGGAATCGCnGGACCCGGGAGGCGGAGGnGCGGTGAGCGAAGATCACGCCACTGCACTO 
/^CTGGGAGACAAGAACGAGACTCTGTCTC 

>ncrb8681.seq 

CNmATGGCCGAGAAAGAANAAACAAATCCACTGCCnCCAAAGIW\ACGAnGAACAGGAGAAGCAAGCAGGCGAATCGT^^ 
CACAAGCATTGCCTTCTTATmACTTCTmAGCTGmAACmGTAAGATGCAAAGAGGTTGGATCAA 

AGGCCGCGCCTGCCTnCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACnGCATGTTGGTGAAGGAAGAAGTGGGGTGGAAG^ 
TCTAGAGTAAAACCAAGCTGGCCCAAGGTGTCCTGCAGGCTGTAATGCAGnTAATCAGAGTGCC A l I II 1 1 1 II i I G 

>ncrb8682.seq 

GCNCTNTCCGCCATCmCCGCGCCGCCACAATGGTGCGCATGAATGTCCTGGCAGATGCTCTCAAGAGTATCAACAATGCCGAAAAGAGAGGCAAACGCCAGGTGC™ 
GTGCTCCAAAGTCATCGTCCGGmCTCACTGTGATGATGAAGCATGGTTACATTGGCGAATnGAAATCATTGATGACCACAGAGCTGGGAAAAT^^ 
CTAAACAAGTGTGGGGTGATCAGCCCCAGAmGACGTGCAACTCAAAGACCTGGAAAAATGGCAGAATAATCTGCTTCCATCCCGCCAGTTTGGTnCAnGT^ 
TGGCATCATGGACCATGAAGAAGCAAGACGAAAACACACAGGAGGGAAAATCCTGGGAncmTTCTAGGGATGTAATACATATATnACAAATAAM 

>ncrb8683.S8q 

AGCGGGACGGCCGGGGGCAnCGTATTGCGCCGCTAGAGGTGAAAnCTTGGACCGGCGCAAGACGGACCAGAGCGAAAGCATTTGCCAAGAATGTmCAnAATC 

GTCGGAGGTTCGAAGACGATCAGATACCGTCGTAGnCCGACCATAAACGATGCGGACCGGCGATGCGGCGGCGTTATTCCCATGACCCGCGGGGCAGCmCCGGGAAACC/^ 

TCTTTGGGTTCCGGGGGGAGTATGGnGC 

>ncrb8684.seq 

CNTTGTAAnATTGTCTAAAATmAAAGAGGAAAGCATAAAAATGATCATAAACTGTTCATCATAATCTGGTAATAATACACA^ 

GGCAGATGTAATGAGGAGGAAmTCAAAnCAATGGAAGnAAGTmTACCAGTnAAAATATATOmTAAGnAAAGAAAm^ 

TGTATAGATACACCAAAAAATAAGAATTAAAGGTGTATGAATACAAAAATAAAAAAGACTAAGGAAGACAGAAAAAGAAAATAAGGGACAAA^^^ 

>ncrb8689.seq 

GnATGNGGAmCTTCATCCGTCAGATCCACAAATTTGAGGAGATGGAGTCTTGTGCTGTCACCCATGCTGGAGTGCAGCGACGTGATCTTAGCTCAGTGCAAGCTCTGCCTCCTGG 

GnCAAGGGAGTCTCGCTCCTCAGCGTGCCGCATAGCTGGAAmGAGCnAATCGAACCCTGAAGAAGATGGGAGAGAGACCTO 

ATGTAnATAGGCAGGAAGTGTTmGGTACCGTGAAACCTnACCTAGATCAGCCATCAGCCTGTCAACTCAGTTAACAAGnAA 

GATCTTTGGAGAC 
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>ncrb8691.seq 

TGATGGNCCGGGGAAMCCTCCCCTGTAGATTCTAMNCACATATGTMCTGA6AMCGTGGTACTGCTGAGG6ACCCTGM 
TGGAGGAGGAAGCATAGATCATTGCAACGmGAGCCCTGGGTGATGGGAAGAATCAmGGATACAGAGAAAGG^^ 
CCGGATGAGGCACTmGGGCTTGGTGTGGTACTGCACAGGCTCAGGGAGATGACCATGAGGCAGCTCTAACCTA^ 
ATAmGACAGTnGTAAAGCCCnGATTOGATGAGACCTGTGGGACAAGACTGTAAAAAGGGCACGAAACGM^^ 

>ncrb8693.seq 

CTGmGAATAAGAACAAAACGCTAAGGTGGGTAGCCTAAGCTGATTTTCTGCTGGnACACGTGTCTCTCACACCACAm 
CATGTAGCAAATCTGAGAAnGAAAACTGCAGATAACCGGCCGGGTATGGTGACTCATGCCTGTAATCCTAGCACTTTGGGAGGCCGAGG^ 
CAAGACCAGCCTGGCCAACATGGTGAAACCCCATCTGTACTAAAAATAGAAAAAmGCCTGGTGTGGTGGTGCATGCCTCTAGTCCTAGCTACTC 
CACTTGAACCTGGGAGGCGGAGGnGCAGTGAGTCGAGATAACACTACTGCAnCCAGCCTGGGTGACAGAGTGAGACTC 

>ncrb8694.seq 

ATGGTACTGTCNGAAANCCCCAAAGGGATACTGnATAATCAGATGAANGNAAAGTATmGTAAAmTAGAATATGCm 
GGAAAAGATCTAnTGATTAAGAGAAACAGAGGAGATAGGAAATGTNAAGGGGGGGGACTATTTnGTNGGNATC^^ 

ATGTGCCCAGNG 

>ncrb8695.seq 

AAAACACCGCACACCTACACCCCTOTCCGCATACTAGTOmTCGAAACCATCAGCCTACTCATTCAAGCAATAGCGCTGGGCGTACGCCT^ 

TACTCATGCACCTAATTGGAAGCGGGACGCTAGCAATATCAACCATTAACCnCCCTCTACACnATCATCnCACAATTCTAATTGTACT^ 

CCAAGCCTACGTnTCAGACTTCTAGTAAGCCTCTACCTGCACGACAACNCAC 

>ncrb8696.seq 

AAGCAGGCATTGCTTTGCCCTGGAGCAGCTATTTTAAGCCATCTGAGATTGTGTCTAAAGGGGI II II IGGGAAGACGTTTTCTTTATCGCCCTGAGAAGATCTACCCCAGGGAGAATC 

TGAGACATCnGCCTACTTnCTTTATTAGCmCTCCTCATTCAmCTTnATACCTTTCCTTmGGGGAGnGTN 

QTi^mCTGTATGnTAnCTAGTTAAGGAAATGnGAGGGCAAGCCACGAAATOCCTAGGCTGAGGTTAGAGAGAnGGCCAGCAAAA^ 

iWCATOTCACATGATOTAGAAGGCTGTCTOGTGCAAAAAACATACmCAmCAGACATATCCAAAGGGAATACTC^ 

itSATTCCCTTAT 

>rBD8697.seq 

TA^GCNCGGGGnCCTCTCCTCCCACCCAATGCACCCGAGTTTCGTCACCTGTAACGTGACCAGAGnGGGCTTCCAAA 

Cl^GAAGAGACAGAAGGCTGCTGTAGTGAGGTGGGGGTGATAGGAAGAGGACTGGGAACCCCCTmCTTATACCCCAGATATCCCTATGGCTCCCTTGAGCTCA^^^ 
OAJGTGGCCnACTGCTTCnAAATTmGmGTTGGCAAGGAAAGGTCATTm 

>iffeft)8698.seq 

/^AAGCAGTAAATCTGAAAACnGATACCTCCTGAmAAAGATATAnACAAAGCTACAGTAATCAAGACA 

CjCCAGAAATAAACCCACACAGATAAAAATCAAATGATCTTTTACAGAGGTGCCAAGAGTACACATGGGGAAAGAAGAGTC^ 

CjlMAGAATrAAAnATCnATACCACCCACAAAAATCAACTCAAAATAAACTA^ 

CyTGGTCmACTGCGAmCTTGGATATGACAACAAATGGACAGGAAACAGAAACAAAAATAGACAAGTGGTACTACCTGAGA 

m 

>f«DEb8699.seq 

(I^CCACAAGTAGGCGCCGAAGCGAATAAGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCmAA^ 

/spAGAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCCGAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAG^^ 

QieTATCATCAAGmCCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACTTGTGTTCATTGTG^^ 

(^GCTGTATGACAmGATGTGGCCAAGGTCAACACCGTGATTCGGCCTGATGGAGAGAAGAAGGCATATGTTCGACTGGCTCCTGATO 

TflgGA 

>ncrb8700.seq 

AANnCCCTATGGATCAGCAATTATCACTTACATGACACCCAAGTCnCCAAACAGCAGGAAAAATGGGTGTGTGmTCTATGCAATAGT^^ 
GCCTGAGAAACAAGGATGTGAAGGCAGCTCTGAGGAAAGTAGCGACAAGGAATTTGCCATGAAGGCnGGAATCTCAGACTGACAGTGAGCTGAGA 
AAAGACTTGCTGGGAAGACATGGAATCAACGCAGGTGGAnGGATTTnAAAAATGTACAnGGCACAGTTGGmCTCAAG 
TnnCCTCCmCCTmCCTTCCTrACTGnCTAAAGGTTTnAATAAACmCTCCTC 

>ncrb8701.seq 

GTGGCCGAGGnGACAAGGTCAGANGCAGGTnAATGGCCAGmAAAACTTATGCTATCTGCGGGGCCATTCGTAGGATGGGTGAGTCAGATGATTCCATO^ 
CCGATGGCNTCGTCTCAAAGAACTTnGACTGGAGAGAATCAGAGATGTGGAATATnGTCATAAATAAATAATGA^ 

>ncrb8702.seq 

AATGTGAGTAAATATGCATAGNAAACATTCAGCTACATCAAGGTGGGAGGAnATTGAGGCCAGGAGTTCAAGACCAGCCTGAGTAACATAGTGAGACGTGTGTCTCmA^ 
AAAAGAAAAAAAGAGAAAAAAAAAmGCCAGACTTGGTGGCAGGCCACTGTAGACCTAGCTACTCAGGAGGCTGAGGCAGGAGGATCAGCTGGGCCCAGGAGmGAGGCT^ 
AAGnCTGATTGTGTGACTGCACTCCAGCGTGAGCAATGAGATTCAGTCmAAAAAGAAAGAAAGAAAGAAAGAAACGAGCTACAGTTAA^ 
AnCTGCTGTTAGGTATATATGGTATAT 

>ncrfe8703.seq 

CGCAGNGNGCTCAGGCGTGTATTCCCGCAGmGGAAGGGCTAGGTGGGTGGATGACCTGAGGTCAGGAGTTCGAGATGATCCTGGCCAACATGGAGAAAGCCCATCTCTACTA^ 
AT 

>ncrb8704.seq 

GGNGGCCGATAGGTCTCTATAAAAAGAACTACAAAATATGGCAGAAAAAAAATCATAAATGACACAAACAAATGGGAAAACATTCCATGCTCATGGAT^^ 
ATGGCCATACTGCCCAACACAATCTACGGATTCAACACTATTCCTGAAAAACTACTAACGTTATTTrrCACCTAAnAGAAAAAAATTGTNCTAAAATTCATATGGAACCA^ 
GGAAAAGCCAAAGCAATGTGTAAGCAAAAAGAAGAAAGGTGGGAGCATAACATTACCTGACTTGCAAGTAAAAGGGTAGAAGAACCAAAACAGCnGG 
GTAGACCAATGGAACAGAAGAAAGAACCCAGAAATAAAGACACATATCTACAACAATTAGATCTTTGACAAAGTTGACAAAAATAAGGAATGGG 



>ncrt)8705.seq 
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ATNCNAATG6MGAAMGCGAGCTGANTG 

AAGCTTmCACTAmGACANANATGGTGATGGAACTATATCAACAAAGGAATTGGGAACTGTA^^ 
TGAAGTAGATGCTGATGGTAATGGCACAAnGACnCCCTGAAmCTGACAATGATGGCAAGAAAAATGAAAGAC^^ 

>ncrb8707.seq 

AAANCACCCGNCnCmATGGCCCGGGAANAANACCCGCCAGNACAAAGGnCATnGTAAAGTAAGCTCCnCC^^ 

TGTGAGCAmAAGAAGCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACT^ 

TTCAAGCCATGCCTGCAAATCGCCTCTCTTGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCnCCGG 

CAmCTGGGATGGGAAGGGATGTGAGATGATCTGmCTGCAACnCAGCGAAnGCTCTGCTGCCCAAAAGACGT^ 

TCAATGAGAATCTTCATGTATTCT 

>ncrb8708.seq 

CTAATCCCTGAGTAmACTnAAGAATAAAAGGGGATGAAACGAGAnGGCCATGAGTTGATCATTGTTAAAGnGGGTGATGGC^^^ 
TTGTATATGTTGGAAATCnCCAAAACAAAATGTATAGCCATAAAAAAAAGGGAGCAAAGTAAGAAAAAAAGGAGAGTCTAAAAAA^ 

>ncrb8709.seq 

GAAGATCCGCTGATOGCATATTCTGTGATATGGmACAACTmAATCATAAnGNCCATGATTNTGGAATGCTGTCAmATCAGT^ 
CACACTAGAACTTTTTAAAAGmGTCCTATAGTGTAATTATAAACTGATGACTATTATCTTCATGCAnGAGTCTTC^^ 
GTAACTAAGTGGGAAATAAGAAAAAAAGTOGAAAGTACnAAGGGGAAAATCGTTCmCTAAGTGATGTATmCAACnGTCn^ 
CCCCATGTAAAATmGCnAAACTCTGTAGCACnGGCATGTAGAATATGTACCATAGGTATCAGGnAAAACACTAAAGTCT^ 

>ncrb8711.seq 

GGGCTCCGCTAACGTATGAGAGTGGTAAGCAGCAGGTGTAGACmTCAGGAGTGAAGAATGAGGGAGGCAnCCAAAGGTGGACCTTCATGACCTmGm 

TGAGGGACTGTTnGGAGCGTGTCTGGAAGGTGAACGTTGAAGAAGAGTGTGGGCTnGATGTGACTCAGTTGAGATCnTCATGGGGAGGCAGGAAnCAATG 

CTGGTGTCmGAGGTCAGTAGGnGCGTCTTTGTATCCAAGTCCATTGnACTAGGTTGGAGGCTGGAGATTCTAAATGGCnCCAGACCATCTCTCTGATTCTCmGGG 

GTCTGAAAGACAATGTCAGTAGnnGGGAAATTCTAGAAAGTGTGCnGGAAACGTGGGAAGAGCTCnGCCTAGTGGCTAAACGCTCCAm^ 

G^GGTATAGAG 

>irefb8712.seq 

dllGTAGCATAAATGTAmATGTGCCTAGTGGGGAATCCAATAmTGAATATGAAAAAGGGGGCAATAAAAGGGW 
r^CACGGAACTCTGmCTAAGTGGCAAGCACAGAAAGCCGCTAAATAAAATCTTTGCAATTGT 

>rK;fb8713.seq 

TiiKGCCGGGATTOTNAGTTGTGCAAAT^^^ 

dMTATATCAGATTmAnGAGTAAAATGTTAAAAATAATAAGTGTAACTCAGAnCTGGATGTTCAGAGm 
>qcirb8714.seq 

TAIGGCCGGGAGnGACTGmGGAAGATGmGTCATCAGTCACTAGAGAGTGACCAGTCAGTACAAAAGCATTCCCTACTAGA^ 

(SGGnGCCTGGCnCAGTCTAmCAAAAGTCAGTCCATATAAAnGAATAnAAGTCATATGGTC^^ 

TfrGTGAATAGTGTATACATATncmCAGAGCCAGTTmAGTCTTm 

GmTTTCnCACTGGGAGTCGAGACAAAAAGGTAGnGTCTGGGGTGAGTGCGACTCCACTGATGACTGTATTGAGGACAACAnGG 
(|g;TGTGACAGCT 

>!ra>8715.seq 

TjgfeGCCGGGCATATCCGTTAGTAAGCTAnATATCnCTGTTCTAACAATGAATGGAGGTAAnGATnAG 
T^AATGTTAAATTATGATCTAATTCATGAGAAACCACGGGTTTAACATAGGGATC 

>ncrb8716.seq 

GATGmCATTnATGAATGGAGNTTCmACTAGGTCTAGAATATTTnNTAAAA^^ 

GAAGCGAGnAATAnCTCAGnGTCmAAAAATCAGnACTCTAAnCCAGGTGAAGCAAGCCGCTGGTAGCATCACCCNTATGAGAAGTGA^ 

mGGGCGGGTATTCCCCGCnGTGGCnGmCTGTCCTAGCTGGAGGTGTAAAATGCACAATGTGTAGCAGGTAGAATACAGCTCCTOTCGn 

GAACTAGCAACTAGCCTmCCACCmAAAAGTTGTGCCAAGTGATAATCATAnGTGTATAACnGGAAAT^ 

>ncrb8718.seq 

CAAGmAAAATGTTNGGATGGmGTTGnCTGCCTGGAGACAAGGTGCTAACATAGAmAAGTGAATACATTAACGGGGCTAAA^ 
AGCTGTAACnAACTAnAAGGCCTTnCCACACGCATTAATAGTCCCATTTT 

>ncrb8719.seq 

GGGGCTCGGTACTGAGCGCGCGAGGCTCTACAGAGTGAAGGTTTAAATCCAAGGTCATGGCAAAACATCTGAAGTTCATCGCCAGGACTGTGATGGTACAGGAAGGGA^ 
AGCGCATACAGGACCCTAAACAGAATCCTCACTATGGATGGGCTCATTGAGGACAnAAGCATCGGCGGTATTATGAGAAGCCATGCTGCCGGCGACAGAGGGAAAGCTATGAA^ 
TGCCGGCGGATCTACAACATGGAAATGGCTCGCAAGATGAACTTCnGATGCGAAAGAATCGGGCAGATCCGTGGCAGGGCTGCTGAGGCCTGTGGGTGGGACACGCAGTGCGAA^ 
CCCTCATCCAGTmCTCTCCATCTCnnCTTTGTACAATCCCAmCCTAnACCATTCTCTGCAATAAACTCAAAT^^ 

>ncrb8720.seq 

CTNCTCCCmAACTGAGTCATCATCmGTGCAACTAATGCAGTCGATACAATGGGTAGATAGAAGAAGCCCCAGGGGAGGCAGGATGGGACTGGTCGTGnTGTGCTn^^^^ 

GTCAGCACCCAAAGGTCAATGCACAGAGACCCCGGGTGGGTGAGCGCTGGCTTCTCAAACGGCCGAAGTTGCCTCTmAGGAATCTCm^ 

TTTGAGCTATTAAAGTACTTGTTAGACATTG 

>ncrb8721.seq 

TATGGCCGGGCGCTCCTTTGGAAATAATAAATATCCACAAAATAGTGATGATGAAGAAAATGAACCACAGTATTGAAAAAGAGGAAATGGAGC™ 
GACAGCACATATGTGAAGAACAnGTGCCAAAAAGAGATCACTGTGCAGAAATACCCACAGAAGTTCAACTGAAGATGATGACTCATCTTCAGGAGAAGAAATG 
AGTTTGCnCTAGGCAGTGTnCTATACCTGAGTOGATGGAACTGCAGATGAAAATAGTGACAATCCAnGGAACAATGAAAATTCTAGAACC 
GGmCAGTTAAACCCTCCATCTTTCACAAAGATGCTGCTACATOGAACCCTCATGTTCTGCTAAGATOCCmCAGTGTAAGCACACAAGTGCCCm 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page376 of 776 



>ncrb8722,seq 

MTTGCCCMGTmAMCTGGTGTAMTCMGCTTGACTTAATGTGATTGTTACTG™ 
TTCCTATGCAAAAACTGTTTAAACAATAAAATGAGCTATGCTACAG 

>ncrb8723.seq 

GAACGGCCTCAGAACTGTnGTnCAAnGGCCAmAAGTnAGTAGTAAAAGACTGGTTAATGATAA^ 

TTGGTmCTTTmGCGTGTGGCAGTmAAGnATTAGTT^ 

C 

>ncrb8724.seq 

AGAAAATCAAGTGAAGmAGTnAAAATGCATTGNTTAAGCAAGTAATTGTAGATGACCTTAAACTAATCCAnGAAGGCU^ 

AnAGAAAGGCAATTAAACTGmCATGATCAAGCTC™nCCTAAAGAGAGGAn™GATTAAATAAATCAAACAGAAGT^ 

GGAGnCAAAGTCACAGAGCCCGATnCTACAACATAAACAAAGTAAAAAnGGnCATAAAATAGAATGATGTAGnGTGGTnAGGGACTAT^^ 

GATCGAAAGCTGCnAnGAAmCCATATGAGGAGAGnTGTGTGAGGACCCAGCAACAGACAAGGTGTTnCCAGAAAAAGCTACT^^ 

TGGAGGA 

>ncrb8725.seq 

GATACAACGGAAAGAGGTGGTGCTGGGTTAATTTAAACAGTTAnGCATGAAGTAGCGTGGAGGCCCTGGACTGCTGCTCGTTCTnAGGATGGACTGn^^ 

TAGAGACTGnAATAAGGGACATCACAAGGTGATGGGAnCAmGAAGCACTCTAmCTGTTnAATGGTmATCCAAT^ 

GCCACTTrrTAATATAAAAAAATTTAAC 

>ncrb8727.seq 

CAGCAAGTGATTGAAAAGACGAAAAGCCTnCCmAGAAGCCAGATGTTGGCCATGAATAnGAGAAGAAACTTAATCAGAATAGCAGGTCAGAGGCTCC 

nCTGGCTTGTACTGAAGAACCATAAAGAAAAGATGAAAAAAAAAACTATCAAAGAAAGATGAAATAATAAAAGTATOTATA^ 

TAAATmGAAGAATTGGAATAAAATrGATTCATnT 

>?ijrb8728.seq 

(SSGANCCTGGATTGGTAmAmTTrCTAAnCAGGTATAGGCCTCTATGGACTGAGTCACGCACCACCCCCATTACAmCTGA^ 
AJgGATCTnATAACCCTnAATACATTmcnCCAAACTGAGGnAGCTGGAAAAATTT 

>liMb8729.seq 

qiFCACCAGGGGGAACTGGCAAAAGTGTGTGTGGGGAGGGGAAGGGTGTGTGAGTGGTrCTGAGGAAATAACTACAGGGTGCCCATTACCACTC 

TaiATCAAAnCAATAATCTTAAACAAnTGTGTAGAAGTCCACAGACATCnTCAACCACCTmAGGCTGCATATGGAnGCCAAGTCA 

AMAAAAAAAATCAnTANATGCACTTTm 

>blb8731.seq 

ATGAAAAGCTCnCCGTGGCGATCCTAAAAGGTGAGTCAGAGCAGTACCATGTAACACCCCAGGGTTAAGCCAGCAGGAAGACCTCAAA^ 
TjgfCmCTAmGAnCTATCAmCCAAACCCAAACCACCAAAGACnCTO 

aIsatcaggagtttgagaccagcctggccaacatggcggaactctgtctctaca 

>ffib8732.seq 

G^CCTCTTCCGAGnGGCTGCAGAmGTGGTGCGnCTGAGCCGTCTGTCCTGCGCCAAGATGCTTCAAAGTA™nAAAAACGT^^ 

0WrACGAGGAGAmGGATAGGAATGGGGCTGATGGGCTTCATCGTnATAAAATCCGGGCTGCTGATAAAAGAAGTAAGGCnTG 

Al^eCAGATnACTTGGAGTACATGTGAAAGAAAACGTCAGTCTGCCTGTAAAmCAGCAAGCCGTGnAGATGGGGAGCGTGGM 

Tj^TGGCATGAATAAATGGATCTGTGAGATGCACTGCTACCTGGTACTGCmCAGTGTGTTCCCCCTCAGCCCCTCCGGCGTGTCAGGCATACTC^^ 

diMATGCAATCAG 

>ncrb8735.seq 

ACCCTTCCTCCCTCAGCCTGCACNCTCTATCCTGGAACCTGTCCTCCCTTTCTCCCCAACTATGCATCTGTTGTCTGCTCCTCTGCAAAGGCCAGCCAGCn^ 
TAAACAGCATTTCTGATGCCN 

>ncrb87 37.seq 

CnTTCTmCTTTTTmGAGACAAGGTCTCACTATGnGCCCAGGCTGGTGTCAAACTCCAG 

GCCACCACACCTGGCnAAAATACTAmCnATTGAGGmAACCTCTAmCCCCTAGCCCTGTCCnCCACTAAGGnGGTAGATGTAA^^^ 
>ncrb8738.seq 

GAGCCGGACTGGTCAGGATGATCACGGACGTGCAGCTCGCGATCTrCGCCAACATGCTGGGCGTGTCGCTCTTCTTGCTTGTGGTTCTCTATCACTACGTGGCCGTCAACAATCGCA 

AGAAGCAGGAATGAAAGTGGCGCmCTCCGCGCCAGGGnCCAGGACATAGTCTGAGGCAAGATGGAGGGTATGAGGGGCGTTGACACnCACTTCATO 

CATAGA 

>ncrb8740.seq 

AACTATTGGCCGCCTGGAGGATGAGATTCAGATTATGAAGGAGGAAATGGCTCATCACCTTCGTGAATACGAAGACCTGGTCAATGTTAAGATGGGCCTO 
ACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAmCTCTGCCTCTTCCAAACnTTCCTCCCTGAACCTGAGGGAAACTAATCTGGATTCAGTCCCTCTGGTTGAU 
AAGGACACnCTGATTAAGACGGTTGAAAGTAGAGATGGACAGGmTCAACGAAACnCTCAGCATCACGATGAGCnGAATAAAAATTGGACACAGTCAGTGCAGC 
GCAAGAATAAAAAAGAAATCCATATCTTAAAGAAACAGCmCAAGTGCCmCTGGAGTTTnCAGGAGGGGAAGATAGATTTG 

>ncrb8741.seq 

GATTTAAGAAATTGAAATAAAAATGTGTTTNNCTGTAAATCAATOGTATGACCTATAGGCCCAGATGGTmACAGGAAAGn 

GAGA GGATAG AAAAAGAAGAAAGATGCmCCAAGTCAmTGAGGTTAmTCACCTCGATGCCAAAAATCAAAATGTCACAAAATCTGCC^ 

TAGAATTmCAnGnCTCnATTCATACCTCAACATTCCTAAAAGTGTGCmGGCCAAGTTAGTCCTGCAAGATGCTCCATGAC 



>ncrb8743.seq 
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CCATTTlWn-GTGTGNCMnmMTATAMTGCGGAGACNTAMG 

GnAAATTmCIGGACAATGCCAGCArnGGATTrrTTTAAAACAAGT^ 

ACTmCTAACTGAGTTGTCCTACATGCAAGTACATGTTTnAATGTTGTCTGTCnCT^ 

>ncrb8744.seq 

AACTCNCCTmCCTAmGAATnCmGGTGCTGTAGAAAACAAAAAAAGAAAAATCTATAnC^^ 
AATAAAnGTAATOTTnGTGTACAGGTCTATACTGTOTCTGTGTCCAmCCAAAACnGCACGTGTCCCTGAA 
AATAAATATATGTAnATGAAAAAATAAAGnGTAAmCTGATGACTCTAAGTCCCmcmGGnA^ 
GCCAACAAAATTCTCAGAGGGCAAAAATCTGGAAGACTTTTGGAAGCACAC 

>ncrt58746.seq 

ACTGGGTCTCTAnmCCCTCCTACAAGCCTCAGAGTACnCGAGTCTCCCTTCACCACTTCCGACGGCATCTACGGCTCAACAmm 

TCATOTTGGCTCAACmCCTCACTATCTGCTTCATCCGCCAACTAATAmCACmACATCCAAACATCAC^^^ 

TTGACTATTTCTGTATGTCTCCATCTATTGATGA 

>ncrb8747.seq 

ACATGCCTCCAGTTTAACAGATGTGGCCCCTGTGTATCmTCAGAnGGCTTCAACTGCAGTTGGTGTAGTAAACnCAAAGATGT^^ 
GGTGGACAGTGGATGCCCTGAAGAGTCAAAAGAGAAGATGTGTGAGAATACAGAACCAGTGGAAACnCTTCTCGAACCACCACAAC 
CCTAACTACCACCAGAAGAGCAGTGACnTCTCAGmCCCACCAGCCTCCCTACAGAAGATGATACCAAGATAGC^^ 

>ncrb8751 .seq 

GAACACACACAAAAATATTCTTAAGGGCTCANTAmAGGAAACACAGAAGAATTnAAAATGAGGTGTCCTnCAACCC^ 
AATCAAAGCAATAGGATTTGAmGAnAGGTATCTTTTTACACCAGTATGTTATmT^^ 

>ncrb8752.seq 

WGCCTCTCATTGTGATGAGCGTGTTCTGGNGCTTCGTCGGCTTCTTGGTGCCnGGnCATCCCTAAGGGTCCTAACCGGGGAG™ 
GCfrGCTATGTCTmGGCTGAnGCAATTCTGGCCCAACTCAACCCTCTCmGGACCGCAATTGAAAAATGAAACC^^ 
QiSJCTACAGTGCTCAGTCTnGAGGTCACGAGAAGAGAATGCCTTCTAGATGCAAAATCACCTCCAAACCAGACCACT^ 
T|§ACAGCAGAmGAATGCCnAnGTACAATGCAGC6TGTmCCmGCCTTT^ 

^M38753.seq 

(llGGCTCTGGTGGGAGTGTAGCAGTGAGGGCNNCCAGAGGTCACTCTCATCACCATCTTGGTTnGGTGGGnnGGCTGGCTO^^ 
TAtBACCTGTATCTTGTGGTGACCTCCCATCTGATGCTGTGACTGACAATGCCTTAACTGTCTGAGAATGCAGCCCAGTAGGm 
GlfGCTCTGCTTCAAACATCTCTGACAGnCCATACAGGCAGGCTTGGAATTGATAGACTGAGGATAATnAAGAAACT^^ 
AtelAATAGGATACAGCTCATAACTATTTAGAAAAAGTAC 

>ncrb8756.seq 

A^CAGTCCACTTAAATGCAGCTCCAGGGnNCGAGGCACCCACCAGCATCATTCCCCATGCGAGGTGGCAAATGCAACATGCTCTCCAGTnGGGGTGTCTA^ 

AimCACTAGCCCTGGGAAATGCACAGAAATTGCCAAAAGGTAAAAGGCCAAACCTCAAAGTCCACATCAATACC^^ 

TSlAAAGCnGAAGGTCnCTCCTGGGATATGGCAGCAATGTATCACCAAACCAGTACTTCCCTCTTCCCGCTGA^ 

TpTAGTTGTGCGACCTGCTCCACCTCCAAGTGAAAAGAAGTCATGTTCAGGTAAAAGTCGTTCTCGCAAACCTCTGCA^^^ 

■rt^CTGGGGT 

IS 

>psEb8757.seq 

Tp\AGCAACATATGTAATAAGCTATCCTGNnGTGCTGC 
>ncrb8760.seq 

TCCCCTGCTGATACACAGGCAAACAGTNmGGAGTGGAGCTCCAGCAAACTCCAACAGACCTGCAGCTGAGGGTCCTGACTGmGAAGGAA^ 
CACCAAAATCCCATnGTACATCACCATCATCAAAGACCAAAGATAGATAAAACCACAAAGATGGGGAAAAAGCAGAGCAGAAAAACTG^ 
TCCCCCGCCAAAGGAACACAGCnCTCGCCAGCAACGGAACAAAGCTGGACAGAGAATGACmGATGAGnGAGAGAAGAAGGGnCAGACGATCAGACnCTCC^ 
GGAAGHCG 

>ncrb8762.seq 

TAGGCGCCTCTCTCCCTACTGCTGCTACANNTGTACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCCGCCnAGCGGTAGT^ 
GmTGAATCACATGAAAGCATGGAATCmTGAACTTAATCCCTTCATTAACAGGAGAAATGGAAATACCTTCATATCCCCTCAGCAGAGATGGAGAGCTA^ 
CGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTrGCGAACGCTACGCCATGGnTATGGATACAATGCTGCCTATAATCGCTACn^^ 
AGCGGCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTmTnCTGGAGGGTGGCACCTGATmGTATCGCCCTGTAGCAGCAnACTG^ 

>ncrb8763.seq 

AGCTTTCCTCATATTGAGAGCTCTGCTATGCCTTGTTGAAmTTCCCAAGAnCCTGTCCCTAGCCCTCACnCAAACTCTGCTTCCn 

GTGGACATAAnGCCTACAATAATGAAAACGTACAGGAAnTTmATnnCATTnGCCCTTAGGCATATnAGTAm 

CACATTGTTACAAAGGCAACTACCATGnAATAAAATAnCAATTTG 

>ncrb8764.seq 

GACAGACCAGAGCTGAGGTCCnGrmGTTnGnCATAATACAAAGGTGCTAATTAATAGTATnCAGATACTTGAAGAATGTTGATGGTG 
GTAnGAGTTGTATCGTGTGGTGTAmmAAAAAAnTGAmAGCATTCATATnTCCATCTOTTCCCAATTAAAAGTATGCAGATOm 
GncmGGCAGTCTGAnnCATCTTGTTCCATGGnGCACAGAAGGTnGTnGnGGGCAAGCAGAAAAATTAAATTGTACCTAmTGNATAT 
AAAAAATGAAATAAAGCCTGTTTGGGnT 

>ncrb8765.seq 

TAGCCGGGCATGGTGGCGGGCGCGTGTAATCCCAGCTATTGATGAGGCTGAGGGAGGAGAATCGGTTGAGGCGGGGAGGCGGAGGTTGTAGTGAGCTGAGATCGCACCACTGCAG 
TCTAGCCTGGGCGAAGGA6CGAGACTCCATCCCA 



>ncrb8766.seq 
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TGCTGTGAGTGTCmAGGGTGATACGTGGGTGAGAMGGTCCTGGTCCGCGCCAGAGCCCAGCGCGCCTCGTCGCCATGCCTCGGAAM 

ACAGCCCGACGAAAGGATGCCAAATCTGTCAAGATCAAGAAAAATAAGGACAACGTGAAGmAAAGnCGATGC^^ 

CAGAGAAACTGAAGCAGTCCCTGCCCCCCGGnTGGCAGTGAAGGAACTGAAATGAACCAGACACACTGATTGGAACTC^^ 

>ncrb8768.seq 

AGTCCCNCAGAAAATAAATAmGATCCTGTNATAAACCATTTGAATGTCTACATATGAACCCAGGCCATAT 
ATAAAATOGAmCACAGTnACGCTGATATmGATACTmCTGTGATAAAAGCATOT^ 
ATCTAAATGATGCCAAGAAAATAAGnCATGCCACTAAAAAGATTGAGATGATnGTGCmATCTGACncn^ 
TAAGTGTGmATCTGAGATAAATATmCTCCAGATACGTGTGTATAnGAAAAAAAATTTAAAATAA 

>ncrb8769.seq 

GANCCAAAATCTGTCGAAATGCACCATGAAGCmGAGTGAAGCTCTTCCTGGGGACAATGTGGGCTTCAATGTCAAGAATGTGTCTGTCM 
GTGACAGCAAAAATGACGCACGAATGGAAGCAGCTGGCnCACTGCTCAGGTGATOTCCCGAACCATCCAGGGG^^ 

>ncrb8772,seq 

AAAATGGAGGTCGAGGGGATGAGCAGATATACCAGGCCAGTGAACCCAGCTGTCnCCCCCATCTGACCGTGGTGGTTTTGGCCAnGGCATGTTCTO^ 

ACGAGGTCAGCTCTACGAAGTACACTCGTGATATCTATAAAGAGGTCGTCATCTCCmGTGGGCTCACTCnCATGGGCTTTGGAGTCCTCTTCCTGCTGCTCTGGGnGGCAT^^ 

GTGTGAGCACCGAAGGGTAACAACCAGATGGCTTCACTGAAACCTGCTmGTAAATTACTTmTTTACTGnGCTGGAAGTGT^ 

>ncrb8773.seq 

ACCAAGAAAAnGAAAAACTTGGCTGGCATGGTGGTGTGTGCCTGTAGTTCCAGCTAmGGGAGGCTGAGGTGGGAGGATCGCnGAGCCTGGAGGATCAAGGCTGCAG 
TGATCATGCCACTGCACTCCAGCCTGGGGAACAGAGTGAGACCTTTTCTC 

>ncrb8775.seq 

AAAGTGCNCATCTATTmTTAAGGGTGAAAGTATNTATGAGTACnAGGAGAGGAATAANACAACACGTATTGGAnCTATGGTGC 

AGAAGAGCnAAGCTmTCATCnAACTCTGATGCACAATCTTAATTTAAAGTGTAT^ 

/Jg^trmCAAACACAAAGGGATGAAnGTGAATACCTGCTGAAm 

^sQAGAAAAGAGAACAnTAmCTGTTnCATCCGmCTGGTATGAACAAAATCAAAGCATCTAACmTO 
>Sb8776.seq 

TWrCGGAAACAmCTGGCTnCATAATTmGTAAAAGmTTAGCTOGmGCNGTAAATGAATAAAATTAnAGTC^^ 
(IgTAGTTAAACAGCAGATAAAGCCAACTTTATGTAnAAAmAAAGACTCAGTCTGAGTCmAGAGTCmAAA^ 
AtpTCTCGTAACI II II I lAGCnATGGAACnAGCI i I II lACTTC 

>IMb8778.seq 

(SeACCAGATATAGTACCGCAAGGGAAAGTTTTAAAATTATAACCAAGCATAATATANGAAGGACTAACCCCTAT^ 

CCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGT^ 

qjgGTGATAGCTGGTTGTCCAAGATAGAATCnAGnGAACTTTAAAnTGCCCACAGAACCCTCTAAATCCCCTTGTA^ 

T^GAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGGGTTCAAGCTC^ 

>|^lb8779.seq 

(tf^TGTCCACTGGACTCAGCTCAACATGTTCTNNTACCTTGAAGTACCTGGCCATCnGNGCAGTGTGACGTTTCTGGCTGGCAATCGGATC^ 
(®CACAnAGnCCAGAAGAAAGATGGAAATTCTGAAAACTGAATGTCAAGAAAAGGAGTCAAGAACAAnCACAGTAT^ 
A^BV^AGTCCAGATNGTAGTOTACTnNGCTNGTTmGAGTnCCCCAACACACAGCAGAT^^ 
dB^ACTOCCCAGATGTTGCTTTTGAAAAGnGAAATGNGTAATTGTmGGAATAA^ 

>ncrb8783.seq 

CCAGGTGGCCTGGAGGTGGGCACAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTTnGGGACTAGAGGCTCAGTG^^^ 
CGTGGmGCCTGAGGCTGTAACTTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGACAnCTCACATAAGCCCAGnCATCACCATnCC^^ 
CTmCACAmGGCTGnGGnCAAACTmGGGAGCACGGACTGTCAGnCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTC 
TTCTCAGGGGCTCTAGGGAC 

>ncrb8785.seq 

GAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmmCTCmGAAAGATAGAGAnAATACAA^^^ 

AGTTTnAACGTAATmAATGGCTTAAGATmAAGAGAAAATATGAAGACmGAAGAGNAGCATGA 

TTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCA^ 



>ncrb8788.seq 

AACATGCCTGTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGGCTGGTGCAGAGCCCCAATTGCTACTTCATGGATGTGG^^ 

GGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTmGTGTGnGGCTGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAAAGCAAGGCn^^ 

CCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACATTnGGAT 

>ncrb8790.seq 

GAGGCCCAGCTCGGGAGCCAAGCAGATTCCAAACCACTACAACCCTTGCCAAACACAGCCCACTCCATnCAGACCGCCnCCTGAGGAGAAAATGCAGACGAAGGGnCCAGT^ 
CAGTGATGGATTCACCCCATCTCCCGAATAAAGTrTACTNTGTTTTACATTC 

>ncrb8791 .seq 

GACAACCCTAGCNAAACCmACCCAAATATTNTNTAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAA^ 
GGACTAAGCCCTATACCTTCTGCATAATGAATTAACTAGGAAATAACmGCAAGGAGAGCCAAAGCTAAGACGCCCGAAACCAGACGAGCTACCTAAG 
CCGTCTATGTAGCAAAATAGTGGGAAGATmTAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGnCAACm 
CCCTCTAAATCCCCnGTAAATnAACTGTTAGTCCAAAGAGGAACAGCTCTTTGGAGACTAGGAAAAAACCTTG 



>ncr1>8792.seq 
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ACTAGTCACAGCCMCACTACCCTATGGAMCATTGTCCTCTmcnCTGTGCCTGMCTCCCAMTTMm 
TCCACACACmGAGAGACTGAGATGGGGGGATCACTnGAGGCCAGGAGTTCGAGACCAGCCTGGGCM^ 

>ncrb8793.seq 

TATAATAGTAGAAGAAATTCCAGCNAGCAATGTAATCCTCTncnAAATGTAAnGTACAACTAA^ 

AAGTTCCAAAATCAACATGGAGGACAATnAGTAAAGAGACTAGACCTCTTTTATAAAATNATAA 

GTTGCTGAAATAAAAATGTTCAATAGGAGGATTAAAGTCCAAAAAGAAAACnCCCCAATACAAAAAGAGAT^ 



>ncrb8794.seq 

CTACTACNCCATGTNAmAACACACCATTNNTmCAAAACTAAAATATGGGCTAANCTCACAGCATTnGTCm 
AATTGGAAAAGGGAATCTGGAACnAGATCAAATCACnTAAAGGAAATTGGCCAAACTAATAATGTCTGTTAAAATGACC^^^ 
TAGAmGACCTGTACCAATGTGTGGGGAAAAACTAATTAAATTGACGTCATTATGAATATGAGmAGAAACTGTGTAGAATGAAm 
ACATCATAGH 



>ncrb8795.seq 

CATGTTCATCAAGCTGNGAmNCTmCTTTTnTTAATO™nATACmAAGn™GGGTACATGTGa^ 

CCGTACCCACTAAGTCGTCATCTAGCATTAGGTATATCTCCCAATGCTATCCCnCCCCCTCCCCCTAACCCACAACACTCCGCAGAGTGTGATGATCTA^ 
CCCAGCCATCCCATTACTGGGTATATGCCCAAAGGACTATAAATCATGCTGCTATAAAGACACATGCACACATATGmGCTGCGGATTTGTTCACAAT^^ 
CCAAATGTCCAACAATGATGGACTGGAnAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATAAAAAAT^^ 

>ncrb8797.seq 

GTCCCGATGTGTCCAGCGAGCTCCGNAGCAGCTTTTCAAAATGCACTATGCCTGATTGCTGATCGTGnnAACnnTCTTnCCTGTnTTATm 
TGTAAAGCTGTTATAAATATATAnATATAAATATATTAAAAAGGAAAATGTTGGGGGNG 

>ncrb8800.seq 

AATCTCNCTTCnGCTGTGACATAGCGATGNNmGAGTGGATCTAGGGCAAGTGATCAATGTAATGCATCnGACTTCATTAAACCTCTACAATGCTGTG 
GAGmGGGGCCAGACATCTGTGTTGGACTACCCATGAGACGAGCTTGAGGAAAGGGACGGGAGGnGAAAGTTGTTAGTAGCAACTTA^ 
l§GGmGCAGGTAGCAGGATCCTGATGGGATTCAGAGAAAGCCAAGAAGACGGAnGGAGAAGnGTCAGTCCTAGATAGAATAGCATCCT^ 
TWCITTATOGAGCCCCTGTGCTGTTTAGGTCTTCTGGTCAACAAGGGAAGTGGAGAAATrGGAAAAGCTCAGGAAn 

5liBb8802.seq 

GQFCAAGAATGAAGCTGAACATCTCCTTCCCAGCCACTGGCTGCGAGAAACTCAnGAAGTGGACGATGAACGCAAACTTCGTACm 

(M 

%.lb8803.seq 

AMCAAAAGAGnAAAATTGCATACCNGnGGCTGGGCGCAATGGCTCATGCCTGTAATCCCAGCAGmGGGAGGCCGAGGTGGGTGGATCAC^^ 
C|E?GCCAACATGGTGAAATCCCATCTCTAnAAAANTNC 

*rb8804.seq 

GfGGTGCGTTCTGAGCCGTCCGTCCTGCGCCAAGATGCTTCAAAGTATTAnAAAAACATATGGATCCCCATGAAG^^^^ 
e^feTGATGGGCTTCATCGTnATAAAATCCGGGCTGCTGATAAAAGAAGTAAGGCNNNGAAAGCnCAGCGCCTGCTC^^ 
4pAAACGTGAGTCTGCCTGTAAAmCAGCAAGCCGTGnAGATGGGGAGCGTGGAACGTCACTGTACACnGTATAAGTA^ 
GAfGCACTG 



AAACTAGTTnGAGGCGTTTnATCGATGmAAAGATGAAAAACGCAGCCAGGCACGGTGGCTCAGGCCTGTAATCCCAGCACm 
TTAGGAGnCAAGAACAGCCTGGCCAACATGGTAAAACCCTGTCTCTACTAAAAATGCGGG 

>ncrb8808.seq 

AAAGCATNCCTTCTGAAGAGmCAGAAGATGCTTNnGGTAAAAAAGAAAAGAAAAGAAANGAAAAGCAATGAA 
AnACAGTCTATTTCCAGTAATAGAAGATGTATAmAnGTGAAGAAGATATGAACGTATCnCAATTGACCCACAATTGAA^ 
GGTCGATTGACTGACTAGCnCAAGTCAGTOTmCATCTTAACATGAACCTCTTGATTGGTCACTAATCAATCAGGTTCCA^ 
TAATATATCTAATG 

>ncrb8810.seq 

TCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGNTCGGACTmCTCCCCTCTCTnCTAAGAGACCTGAACTGGGCAGACTGCAAAATA^ 

GAGnCTATTTAmAnGTCTTCCTGTNAGNGGGNGGGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAG 

CCTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGG 

>ncrb8811.seq 

AGTATCTGncnATCAGmANCNATCTGATACGTCCTCTATCCGAGGACAATATAnAAATGGATnnGGAGCAGGGAGA^^ 

>ncrb8813.seq 

TGCACGGCCCAGCnCCnNAAAACGTCTACTGTTCAGGAAATCCTGTGCAAGCTCAGCTTGGAGGGTGATCACTCTACACCCCCAAGTGCATATGGGTCTGTCAAAGCC 

CTTTGATGCTGAGCGGGATGCTTTGAACATTGAAACAGCCATCAAGACCAAAGGTGNGGANGAGGNCACCATTGTCAACATTTTGACCAACCGCAGCAATGC^ 

GCCnCGCCTACCAGAGAAGGACCAAAAAGGAAGTTGCATCAGCACTGAAGTCAGCCTTATCTGGCCACCTGGAGACGGNGATnTGGGGCCTAnGAAGA 

>ncrb8814.seq 

GCTGTCCCGATOTGAGAGnNCTGTGCATGAAGTGCATAATCCCACATCACCACCATNnCAAAGAAAGCACCTCCACCTTCAGGAGCATCTCAAACCATCAAATCA^ 

NTCACCCAAACCACCAAACAAGAAGAAGACTAAGAAAGnATAGAATCACGAGGAAATAACAGAAGAACATTCTGmCTGAAAATCAAGAGT^ 

CncnCAACAATTCGGAAAATCAAGTCTTCCAAAAAnCAGCTGCTAATAGAGAATTACAGAAGAAACTCAAG 



>ncrt)8815.seq 
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CGmGnCMCGATTAMGTCCTACGTGATCTGAGnCAGACCGGAGTMTCCAGGTCGGTnCTATCTACTTCAM 
CACAAAGCGCCTTCCCCCGTAAATGATATCATCTCAACmGTAnATACCCACACCCACCCAAGAACAGGGm^ 

>ncrb8817.seq 

GAAACCAAAAATTGAATCACCCAAACTGGAAAGAACTCCAAATGGCCCAAATAnGATAAAAAGGAAGA^^ 

GTGAATGnACCCTAATGAGAAAAAnCTGnAATATGGACnGGACTAGATAACCNNAAAnGGCCTATTCCTTCAAn^ 

CTGAAACTATTTATATmcnTmAAGGATAmAGAAATmGTGTATTATATG 

>ncrb8818.seq 

GACTGCCCAAGGATGATCCAATGATAnTGATTCTTCCTGATGATGnGGAGTATGGGATCTGTAATGAGTnCAAGTOGTCTTAAATGTAT^^^ 
TTTAAGGTAnCTACCACAGTGTAGAACTCAANNGGACTAGTAGCTOnGGATCAAGAAAGACTGAAACAAGnAATTAM^ 
TAAGTAnATAnACAGTACCTGTTAGTGmTCAAAGGCAAGAGAGATTCAGTATCTATAACATCAGATGCCTGGATAAAGCCATGTG^ 
AAnGNnGATCAACTTGTTCnCTATAGNGGGAGA 

>ncrb8819.seq 

GCACTACATAGTCAGATANATGGCNGGAGTAAGCACAAACTGGAAAACATACTGAAACCCAmGCAnTCTTCTGGCATCAGGGAA 
AATCCATGnCAGGCCTAAGCnAAATTAAATGGCAGnGCTTAGGGAAGAGnCCNGAGATACGGTTAAATCnCCnTTATATACTCCC 
ACACTCATCAGAAGTGTAAATAAGTAATTGNnGGATAATGCTTTTCTATCTTCCCCCACTAAACTGTACACACCATAAGGGGAGGGGCC^^^ 
CTCAnGTATGnCAGAACCTGGCATAGNGCCTG 

>ncrb8820.seq 

CAGAAGANCCACATAATAAATTGGACTTNTNGACCNGAATTNGGAAATGCGAAATTAGTAATGGAGGCGAGGGGNGGGGGCTCATGCCNGT^^ 
>ncrb8821.seq 

GTANCNGGnACATAGCTGGAGTCTmGTGCAAnGmCTCACCCTGCTGAnCTGTGGTATCTGTGTTGAATAAAGAAAAAGGTAGGAGTGC 
AJTTAAAGGTGTATGGAAGGGACTGmGCCCGTATCATNGTGATTGGTACCCTGACTGCACTACAGTGGmATCTA^ 

>j£rb8823.seq 

dMGATTGGCATGmTGCTGACCCAATCACTAACnCTCAAAmTCmAATACAAAGTAAAGCAC™CCACTTAATGGTAAGTGC 
AlgATACnATGTCACnGAAGTGATAGCAATGTAATTTGTCCTGATATACCATAATTGCmCACCAAAGGACAGAAAACAATG^^ 
A^AGGCCAAAGAATOCCCTCTmCTCAGCATGCTTTGAAAATTGGAAmCACACTAAAnCCAGTGAAAAAGGTATG 

:4iC|b8824.seq 

T^rAnCATACATOTTTmCCTTTTGAnGTTmAAATTGTnAACmGGCTCTTGTCATGCTG^^^ 1 1 1 II i 1 ATTATTAAGCACTTC 

if^AGTAGTATCTTGTACTATAAGATGCTTCAGGnGATCTTATAmmATATTmCTTGTCCGAGCCCTAGCATCAGACCT^ 

/J||§TrTAGAAAGCAAGGTTTGGTCAGGGGACA™TGGA^ 

cffGGGGTTTCAGCATAGAAGCAAGA 

>©b8825.seq 

(^«i(SGCTGAGGCAGGCAGATCACGNNGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCCTGTCTCTACTAAAAATACAA^ 
(|gOTGTAGTCCCAGCTACTGGGGAGGCCGAGGCAGGAGAATGGTGTGAACCCAGGAGGTGGAGCTO 

aIMctccgtcgc 

>jfSb8829.seq 

AKAAGATTmAGTAAGAAATTNNCAAGCTAATCTCAAATGTATATGGAAATGCAAAATAACT^^ 
ARtrCAGAACnACTATACAGTGAGAGTAGTCCTAACAGTGTGCTACTGATGCTACNAGATAGACAGATGGATn^ 

>ncrb8830.seq 

AGGAAGAAAGATGAGGCAGAGGTCCCNGTAAACCGCTAGCnGnGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACA^ 

TGCATGCTACTGTCTAGAGCTTGTCTCAATGGATCTANAACnCATCGCCCTCTGATCGCCGANCACCTCTGAGACCCACCTTGCTCATm 

TGGACCTGTGACATTCTGGACTATnCTGNGTrTATTTGNGGCCGAGTGTAACAAC 

>ncrb8832.seq 

GCAGGTGGATCAmGAGCCCANNAGTTTGACAACAACCTGGGCAATATAGTGAGGCCCCCATCTCTACAGAAAATACAGAAACATOGCCAGCATGCATCGTC 
TCCCAGCTAGnGTGAGGCAGAGGTGAGAGGATCACATGAGCCCAGGGAGATCAAGTCTGCAGNGAGGCGTGATCATGCCAATGCACGCCAGCCTGGGAAGTAGAGCAAGACCT 

>ncrc0001.seq 

GAGGTTTGGGAACCTCCACCTGGATTTCACATGATGTATGGAAATGCCTGGATGTCCAAGCAGAAGTTTGCTGCAGTGGTGGCACCCTCATGGAGAACCTCTGCm 
AAGGGAAATATGGGAnCGAGCCTCCACACAGAGTCCACACTGGGGCTTTGCCTACTGGAGCTGTCAGAAGAGGGCCACTATCCTCCAGACCCCAGAATGGTAGATCCACAAACAGC 
TTGCACCATGCACCTGGAAAAGCTGCAGACACTCAACAGCAAGCCATGAAAGCATCTGGGAGGGGAGCTGTATCCTGCAAAGCCACAGGGCTGGAGCTGCTTGAAGGCTGTA^ 
CCTACCTCTTGCATCAGCATGATCTGGATGTGAGAGATGGAGTCAAAGGAAATOTTTCAGAGCTTnAAGACTTAAmCTACCTCAnGGAT^ 

>ncrc0003.seq 

NGGGAATTCGGCCmTGGCCGAGGCGCTCTTCGGCACCmTCCTGTCTCAGGATCGGAATGCGGGGTCGAGAGCTGATGGGCGGCATTGGGAAAACCATGATGCAGAGTGGCG^ 
CACCTnGGCACAnGATGGCCATTGGGATGGGCATCCGATGCTAACCATGGTTGCCAACTACATCTGTCCCTTGCCATCAATCGCAGCCCATGTAGTAATAAAAGA^ 

>ncrc0004.seq 

GGCAGAGGGAGAAGGGGTGCAGGCACGTAACATGGCAAGAGCAGGAGCAAGAGAGAAGGGGGCAAGGCACCACACnGCAAACCACCAGATGTGTCGAGAATCACTCACTAATGC 
AAGGACAGCACCAAGCCATTCATGGGAGATCTGCCCCCATGAGCCAGACACCTCCCACCAGTTCCTACCTCCAACAnGGGGATOCATnCAACATGAGAmGGAGGG 
TCCAAACTATATCAGAGACTAC™GACCCAAAACAAACTAAAGCCGAAGGAATTACATATTCCATAlTTGGTCTAGTTGnGGGAGGGA^ 
AATTCAAATGAAATGGCCTGATGTATGCCAGAnTTATGAAATGTGnTATTCTAAACCCAAGAAGAGTATnTCGTGAGCCTTGT^^ 



>ncrc0007.seq 
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GGGGCATTCCTGMGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCTOGCTGTGCTCGCGCTACTCTCTC^ 
AGGTnACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCnGGGmC^^^ 
AAAGTGGAGCATTCAGACnGTCTnCAGCAAGGACTGGTGTnCTATCTCnGTACTACACTGAATTCAC^^ 
GTCACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCAmGGAnGG 

>ncrc0008.seq 

ATGTTAAAAAAmGTAAnCTAATCTmATTmGATCAGGGAATGTAmATTGATTCACATGA^ 

GTAGCCTAAncnCTCCTCAGAGGTGATAGATATTACCAGncnTTTGTTCCCmCAGACATAmT^^^ 

CATGATGTGCATACnTATATnTTTTGTGTmGTCTTTmCTA 

>ncrc0009.seq 

GAGCAGAGNAAGAGGAGAAAGCAGCATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCATnAATCmACAACTCTCTTG 
TACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCTTGACAAGmCCTGGGCTGGACCGTTTCAACAGAGAGGCTOTTTGACnT^^ 
ATAGGCCCAGAAGnCCTGATGACCGCGACnCGAGCCCTCCCTAGGGCCAGTGTGCCCCTTCCGGTGTCAATGCCATCnCGAGTGGTCCAGTGnCTGATnGG 
GTGCCAAAGGATGTTCGCCCTGACACAACTCTGCTAGACCTGCAAAAGAAGAAAATAACCGAAATCAAAGATGGAGACmA^ 

>ncrc0011.seq 

CGNAGGAAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAAGACCTCTGTAmmAAAACATCAATTGATATTAAAAA 
>ncrc0014.seq 

ANCTCTTNAnGTTGTGCCTTGCTGATTmGCTTGAGGTGATGACACTGCATTGATGCATmTACACAGCmTGnGAATAT^ 
AGCTCCAAlTCCCTGATCAATGTCTGAACnGTGAAGCTrGAAAmGTCATnGGCATTGAC™ 

AGGATGGGCTCATTmACTGATATGATCATGTAmTGTAAGTACAGATTGCCACmTGTCCTCAAGAGAGCACAAAGTGGTCAnGCACCTC^ 
AATCCCACTTCTACAAAAAAGTCTTTATAACACTCCCTTCCTnACACCCCTCCCTTCTGnCCTCTGTGTGTACCGC 

>jicrc0015.seq 

(MGATGTATAmGTATAAATATATAnGTnATGCTGCTGTCCATGCnAGAAAAAAATATCAAGCAAATGACCTCAGA^ 

G®TTAGGAGGCCAGGTTGCACTTTATGCCCTGCAGTACTnTAAAAAAnGmTACTGAGATATGGTATATGTATCAT^ 

qefGGTTCGCGCnGTGGTCCCAGCACmGGGAGGCCCAGACGAGGGGCTCGCnGGGGCCCGGAGTTCAAGACCAGCCTAGGCAAT^ 

4iSc0016.seq 

Q.qn"GACCGAGCTTCAGCAGGGCTGTGGCTACCATGTTCTCTCGGGCGGGTGTCGCTGGGCTGTCGGCGTGGACCTTGCAGCCGCAATGGATTCAAGTTCGAA^ 
/CI^QATATCACCAGGAGACTAAAGTCCATCAAAAACATCCAGAAAATTACCAAGTCTATGAAAATGGTAGCGG 
AfATGGAnGGGATCmAGCTCTGTATGAAAAAGCTGATGTCAAGGGGCGTGAAGACAAGAAGAAACACGTGGTTATTGGTC^ 
(IStCCAnGCTAAACAGATGAAAAGCGAGGnGCTACACCTAACAGCAGCTGGGAAAGAAGTTATGCnGnGGAATTGGTGACA^ 

>ncrc0017.seq 

GGANCACnTNNGGTNNGnCTNTCCTANNAAGANNGTANTnTTmNTTGTCGCTTAAAAAGAAGCTCn^ 
i'^AnAGGAGAAAATGAAAAATATACAACCAACCGTTCGTGAGTCATCAAAAAGTCAAAGTCGGCCTGGCCAAGATGGCAAM 

m 

>jftc0020.seq 

AlMTGncnCTATCAAATACCTOTmACCnACAGATAmGTTGCACAGGCAGATACTGCTGTATnAGACAm^ 
TlgCAAACTGACTTAAAATAAATCTACATGTTTATTG 

>ffitc0025.seq 

AltiCAACTGTGATGAGCCTATGTATGTCAAGnGGTGGAGGCCCTTTGTGCTGAACACCAAATCAACCTAAnAAG 

AAAnGACAGAGAGGGGAAACCCCGTAAAGTGGTTGGTTGCAAGTTGTGTAGTAGnAAGGACTATGGCAAGGAGTCTGAGGGC 

AATGAAGAAATAAATCTTTGGCTCAC 

>ncrc0027.seq 

CGGCTCNCTCNGGCCCGGGGCGAANTAGANNCTGCCCAAAAGTTCTGATTTTNANAAATGTmANTTGT^^ 

CCGAGGTGGGTGGATCATGAAGTCAGGAGATCAAGACCATCCTGGCCAACACAGTGAAACCCCATGTCTACTAAAAATACAAAAATTAA^^^ 

CAGCTACTCAGGAGGCTGAGGCAGGAGAATCCCnGAACCTGGGAGGCGGAGGTTGTAGTGAGCCGAGATTGTGCCACTGCNCTCCAGCCTGGCA^ 

>ncrc0028.seq 

AGCNTCNTCCCCTGGGCmGCnCCTGGCmGTGANCGCCTANTAAGANCAGAAGCAGGCCACACTGTGGCCCANTCTGCTCCCCATTCTTGAAAGCTGCTGGGGC 

GGCTTCTGGATCTCTGGTCAGAGTGAACTCnGCnCCTGTAnCAGGCAGCTCAGAGCAGAAAGTAAGGGGCAGAGTCATACGTGTGGCCAGGAAGTAGCCAGGGT^ 

TCGGTGCGGGCAGGGAGAATGCCTTGGGGGTCCCTCACCTGGCTAGGGAGATACCGAAGCCTACTGTGGACCTGAAGACnCTGGGTTCTTTCCTTCTGCTAACCC^ 

CTAAGAAGNAAGGTGACnCTCTCTGmGTCTTAAGnGCACTGGGGGATTTCTGACTTGAGGCCCATCTCTCCAGCCAGCCACTGCCTTCTT^^ 

AATGGGGNAAGGGGGACAAAGGGTCAAGTCT 

>ncrc0029.seq 

TANnCCTCCTGAGGAANCTCTACCmCTGAGCCCAAACCTGCTAACnnCTGCGGAACTGTCTAGAAGANTCCnCAAGAGACCCCTGCAGTTGCACTnCTCGT 
>ncrc0031.seq 

GGGGCnAGATGGACCACAAAGGGTGCCCTGTAAGAAGTGGTCTGAGGAGGGAACCGTGGGAACACCCATAnCAGGGGAAGAAGGGGAGCAGAAGGAATCTn^ 

TGAGTGACTAAAGACAGAGCAGTGTCCGTAGCATATAACTGATGAATAAAATCCTGCTTCCnGATAATAGAAACATGnGCTGCTTTGTTCCCmATATGACT 

TCTnCAGTGAAAAAGAAACCATAAnGTGTnCTGGAGAmGAATmGAAGGACAGTGAAGATAGGGGAGGATGAAATCnGCn 

AAGAAGAAAAGGAGAAATGGAAGAAATCAAACmGTCnTGCCCTGCTCAGTCTCTAAGCCCTCAAGGAAAGGTGnGGGATAGACTGAGTCCCCATGATGGTGm 
AAAGGACACTTA 

>ncrc0032.seq 

ANCTGTANTCCCTCCCTTCTGTCNGTGAGGAAGANGTCTCAAATGGATCnCGTCCAATGGATGCATAAACTnCCTACnACTTGTAGTGGCAAAG 
TGGCTCCAnACCTATGCTCCTAmTCCGCTTCTGTCCCGCAACAAAGTAGCTCACnAGGCGTATGACCACATGCATTATGATAGTTT^ 
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GGCCAMGCTTTmAMGTAGGAGAMCAnGGATGTATAnGTmGCATTGCCAnTGAmCA^ 
CAGAAAGAAAAATGnCAGCCAGAAGTGAAAGACTAGC 

>ncrc0033.seq 

ANCTGTAGGAGGAAAGAGTGCnCGCTGCCTCCnAAAATTTGATGACAGTGGCAGTTGGAGAGGAAGAAAGGAAGAGT^^ 

TAGAnCTATGCAAAGTGAAGAAAGnATGGGGAnATATATATGACAGTAATGATCAGGATGACGATGATGATGATC 

AAGCCCAGGTGCCAAAATGTGGCTGAAGATATGGATATCCAGTTGTGTGCCTCTATmAAATGAAAACAGTGAC 

>ncrc0035.seq 

GAGGCATTGAGGCAGCCNAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTnCT^ 
AATATAGTCAATAGGTTACTAAGATAnGCnAGCGnAAGTTmAACGTAATmAATAGCT^^ 

>ncrc0040.seq 

GGAAAACGACAGGGGAAAGGAGGTCTCACTGAGCACCGTCCCAGCATCCGGACACCACAGCGGCCCTTCGCTCCACGCAGAAAACCACACnCTCAAACCTT^ 
TCCCCAAAGCCAGAAGATGCACAAGGAGGAACATGAGGTGGCTGTGCTGGGGGCACCCCCCAGCACCATCCTTCCAAGGTCCACCGTGATCAACATCCACAGCGAGACCTCCGTG 
CCGACCATGTCGTCTGGTCCCTGTTCAACACCCTCTTCTTGAACTGGTGCTGTCTGGGCTTCATAGCATTCGCCTAGTCCGTGAAGTCTAG^ 
CGGGGGCCAGGCCTATGCCTCCACCGGCAAGTGCCTGAACATCTGGGCCCTGATTCTGGGCATCCTCATGA^ 

>ncrc0046.seq 

GTTGTnTGACCGGGAGANCTAGAGAGTGCTCAGAATOGGGCCTGGCATmGGAATCACAGGATTTANTCATCACAGAAACAACTGTTnA^ 

TATTTnATAAGAAACACAAGAGTGGATACGAGAATTGAATATAGCATATGGGAnGGAGAAAGACAAATGTGGAAGAAATCATAGAG 

GAAGGAnGTGGTCACCTGGAACAGGTCTCCAATGTATGTTAGCACTATGTGGCTCAGCCTCTGTTAGCCCTTGGAnATATATCAACCTGTAAAC 

AACAAAATCATACnAmAGAAGAAAAnCTGATmATAGGAAAAAAAATAGAGCAAGGAGAATATAACATGmGC^ 

TTACCTG 



>jncrc0047.seq 

Cl#TGGCCGGGGGTGGCNTTTnCGTTGGTGGTGTTGAGnGTGGCGGTTGGTGGTGAGTAACGAGGNAAG 
AlgAGCACCTGCTTCCCGCAGGCATTnAAAAATAAAGTTCCGGAGAAGCAAAAACTGTTCCAGGAGGATGATGAAA 

WAGAGCCACCATGAnCTTACAGnGGTGGAACAGCATATGCCATATATGAGGTGGCTGTGGCTTCAnTCCCAAGAAGCAGGAGTGACTTCAGTC^^ 
AMnCAnCAGCTCTCTATGGACCAGTAATCTGATAAATAACCGAGCTCnCTTTGGGGATCAATATm 

HhC!c0048.seq 

AjdTCAGANmATATCAATTCTGAAGGTAATCTTCCTATGCCCnATTATGTCCCTAGGAAATCTCTATTCACAAATG 
GBTCnGTTnATCAAAATTAAATGTCTCCACCTGTmTACCAnnACAAmACAAAATGGCTTC^^ 

AfeGTCACmGmCCAAAGGCTTAAAGAAAATGAAATGCCCTGAACCCAGGAGGCGGAGCTTGCAGTGAGCAGAGATCACGCCACTGCACT^^ 
TpGTCCCA 

>ficrc0049.seq 

d@TGmCAGGGGTGTCnCCmACTCTCTTCTCACTGAmCCAGCTATCCCTGTGTCTCnGnTA^^ 
C^TrTCmGGAGAGCTGTATGTGTAmCCAGTGGAGACACAGACTGnCCTOGATCCTATTAAGCGTCTGAGCTCTC^ 
CffiCTCCCGTGTCCmCCATGACACGGTGATGGCATCACCAGCCAGTCACCAAGCTAGAACAATCCCnCACCCGGCCCCT^^^ 
imtCCCCACTCTCTGTATCTACnCTGTGGCCAAAGTGCGGACCnGAmCCTCTGGCCGCAGCTGAAnAACCCACCTCTCTGG^ 

im 

>ESi0051.seq 

GKTTTAATGACAATAnCTGTTGAACGGTTGTACCATACTCAGCCATGCCCmCATmGACGATAGTGmCT^^^ 
ClIfAGAnATCANGAAAGACAGTTACmGTCAAAGAGTATGGGCACTTGATACATAATGCCAAATTAncrrCATA^ 
TtGCCAGCCATGmACTGGGGTGATAGnGnAnGTGGTTGnAnGncmAGGGGTAGGnCCCAATATGTGGTCmAAAT^ 
TGTnGTCAGGTACAAAGATAmATGATACATGTATGACTTGTCTAAGNTAnAACATmCTCTAGCCTTAAG 

>ncrc0052.seq 

GTATCCAAAAGAATGAATTGGATCCCTACmACACAATGTAAAAAAATAAAnCAAAATGGAnATAGAACnAATG^^ 
TCATGATCTTGGAGCTAGATAATGGCTGCnACATTTAAAACCTAAAATATAAGCAATAAGAAAATAGATAAGnGGACTGA^ 
GAGAATATOCAGCAATCCATAGAATGGGAAAAAATTGCAAATCACATATGTGATAACAGGAnGTATCTGGAATACA 
ATCmTAACTCAACAACAAAAAGACAACCTAAATAAAATATGGGCAACAATmGAATAGATAmCTCTAATGAAGATACAC 

>ncrc0053.seq 

TCCTATATGATmCTAGCCCATGACATTCncmcmATTCmCTTTTCTTCATTAGCAAACTAGTCAAT^^ 

TGCAAAGATAAnAGGGAAATGATCGTTGTATACAAATGCTTGCAnCGTGCTGGAATAATGGACACATAATCAAAnGTCAGGCAGTGTGACCACTCTGA 

ATGAGTGAGAGGGATAACAATAATGTTAAAGCAATCAGAGAGAGGGAGTGGTAGnTmGTGGGATGGAAAAGGCTTCACAGAGGAGGTAACAm 

ATAAATGGAGGAAGTG 

>ncrc0054.seq 

ATAGCAAGTTTmCCTGNmCNAAnAAATGCTTAAGANNAAAGCAGCATCCTANAAAATTGTGATCANAAACATCCANm 

ATCACTGmAACTCAGTCTGTTTAAAAACAAACTTTTCTGGTGGTTGATAACAGAGAGTTGCTCCCTGAGCCATGAGGGTCCTGGGANCTGGA^ 

CnTATGCAGCTGTTGGCTGACCAGAATAAACTCCCTGCTGAGnCAAGCTnGAATGGAATGGATGCAAATGAATGGnGmCCAmGAGCAGGTGCTCACAG 

GTGAGCAGAGCGAGGCTATGGCTGTrGGGACAAGCnAGCATCCTGGACATCTTGTCAAAGAACCTCACTCACCCCTCTGGGCTCTACAGCCCTCAGAGGAGAGAA^ 

AACA 

>ncrc0055.seq 

CACATnGTTAGTCTCCTGGGGGTGAAAACTTGGCTOCAAGAGAACTGGAAAAATGATGAGATGTGGTCCCCAAACCCTTGATTGACTCTGGGGAGGGGCTn 

TCTCACAnAAAGATAGnACTTCAAmGAAGGCTGGAmAGGGAmTTTTTmCCTTATAACAA^ 

AAAGACNnCCCAGACAATT 



>ncrc0056.seq 
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GGCCMGGTGGGTGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTMCACAGTGAMCCCCATGTCTACTAAMTACAAA^ 
CAGATACTCGGGAGGCTGAGGCAGGAGAATTGCnGAACCCGGGAGGAAGAAGTCGTAGTGAGCAGAGATCGCGGCACnGTACTO^^ 

>ncrc0057.seq 

ATnCATGTCCATATATTGGAAGAATCAATAnGTIW^CATGnCATATOCCTAAAGCATCTACAGATO^ 
>ncrc0058.seq 

CGGGAAAAAGGCGGGAGAAGCCCCGGCAGGTTTGAAGCTGCncnCGAAmGCAAnCAATATGAAAA 
ACAGTCCAATGCnCACTCAGCCATmACCTCACCCCCACTGATGTTCGCCGACCGTTGACTAnCTCTACAAACC^^ 

>ncrc0059,seq 

GGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCncnGCCATCCTGGCCGCCTTAGCGGTAGTAACnTGTGTTATGAATCACATGAA^ 
ATCCCnCAnAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCT^^ 
AGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCA^ 
AATCTCnTTmCTGGAGGCTGGCACCTGATTnGTATCCCCCTGTAGCAGCAnACTGAAATACATAGGCnA 

>ncrc0060.seq 

GACCCGAAACATGGACGTGGGACnAAAGATGGAGGAAGCTATGAGCAATACAGGCAGTnCAGCGTCGGAAGTGGCCAGAAATGAAGAGACCTTCnCCAAATC^ 

GTGGGAAGGCTGGGAAGGnAAGAAACAACAGAGGTGGACCTCCAAAAACATAGAGGCATCACCTGACTGCACAGGCAATGAAAAACCATGTGGGTGA 

ATTGGCCAGGAGGCCTGAGAAAGCAAGCACGCACTCTCAGTCAACATGACAGAnCTGGAGGATAACCAGCAGGAGCAGAGATAACTTCAGGA^ 

mGGATOTACCTCACCAGCTGCACAAAATGCATTTmCGTATCAAAAAGTGACCAC^^ 

T 

>ncrc0061.seq 

CGAAGCACTCTATCTGTAmCAATTACTGCATGTAGATGACTCATCTCCGTTTACAmGnAAGAATTTTTGAGGGGGTmCA 
TJGCTmCAAAGTATGGmGTTGGACCAGCCAnGATTGGCnCAACAGTmGTTACTGGTCTGGGACAAGATAGTGAGCTG 
AWGCTTGGnCAGCTGACTTTTTmATACAAGAAGACAnGGTAAAGA^ 
(STTAGTmAATATCCAAGAAAAAAGTAGAnCTTAGTAAAnACTAATGAATGGAGTTGNAGGAT^^ 

>lfSc0064.seq 

f/#GGCCGGGATAATAATTACATCACAAGACGTCTTGNACTCATGAGCTGTGCGCACAnAGGCTTAAAAACAGATGCAATO 

(MICGGGGGTATACTAGGGTCAATGCTCTGAAATCTGTGGAGCAAACGACAGmCATGCCCATCGTCCTAGAAnAATTCCCCTAAAAAT^ 

T4QCACCCCCTCTACCCCCTCTAGACC 

>lMc0065.seq 

dill^TGCCAGNAACATCAGCTACCACTGCAAGAACAGCATTGCCTATCTGGAGGAAGCAGCTGGCAACCTCAAGAAGGCCCT^ 

cXgagggcaatagcaggttcacgtacactgccctgaaggatggctgcacgaaacataccggtaagtggggcaagactg™tc^^ 
afeangacatrgcacccatggacataggagggcccgagcaggaancggtgtggacatagggcgggtctgcncngtaaaaacctgaagccagam 

ClSAAGGACCCAAGTACmCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATC^ 
>f^Ec0067.seq 

TK¥GGCCGGGGTGTAAACATTAAAATATTAATGCTAGATATTTTCCTGTGTCAnAATG^^ 

(liGGTGCCCCAGGTAGCnAGTGCTGGCncmGTCCCCTGTAGTCTATGnCAGATCCAGCAACCATATTAAAGAACTTGAGGGATO 

QT^mGGTGCAGGmGCCCmATAnATGCTAGCTCACACTTGTAGCAAAATGnCTCATAAGCAGGTTGATnGTGnCAGG 

T%feAGTTCCTGnGCATATTCAGAATAGCTATAGAAnCCCTGAAAGGCTAGGCnGAAU^ 

Tfy 

>ncrc0069.seq 

AGANAAAGmCTGCmCGTAAGAmACCTGATAAGGGGGTAAAATGTTAAACAAGTTCACAGGATCATT^ 

AAAGTGATGGAGGGTGGGGAAGGGAGATGATGAGGACTACmAGGCCAAATCGGAGCCACAGTCTGAATAACATAGAAGGGTCAACCATGGAAGAm 
AAGAGAGGAACTTAAGAGTTCTGTATTGATGGTTCATTTCTfTCTTTCCTTT 

>ncrc0070.seq 

GAATAGGTATGGTGGTnCACAGAATnTAAAATAGAGTTAAAGGGAAGTGATGTAGATTTCGGGGGCAnAGGGTAGGGAGATGAATCAAAAM 
AATACTGCAAAAGCmACAAATGGAAACCATGCAATOCCTGCCTOGTTCmTGTCATAAAAACAATCACTTGGTTGGTTGU^ 
TAGCAGTCTAGACATmATAAACAGAAATCTTGGACCAATTGATAATATTTCTGACTGTATTAATATTm 
TGTATTAGACATACTGmnATAATGnnACnCTGGCnAAGATnAAGGTmnAAATGTAnTmGCCCTGAAn 

>ncrc0071.seq 

GCTGATTCAATGGTGATCTTGAGGACAGAGATTGTATATTTTTTnTAATCTCCAGAGACATGTAGGCATGCAATAAATGGTCTGCCn^ 
GAAGTGGGTGAmAAAAAGAAACAAATAAAAAGTAAAAAATAAATAACTCAGAGAAACTCTnACCnCAnCATAGTm 
GTAAAATmcnAncnTAGAAAGTGTGACTGTATCTATTmGAAGCCCTATAGTCTATAGTAGTTm 
CTGGATTTTTAAATTAACATGAGAGACCAGTAAACAITTGTGTTTGTTTAACC 

>ncrc0072.seq 

gctctttttccggctggaaccatggagggtgtagaagagaagaagaaggaggttcctgctgtgccagaaacccttaagaaaaagcgaagga^ 

ctgagaaagaagtttgcccaaaagatgcttcgaaaggcaaggaggaagc™tctatgaaaaagcaaagcactatcacaaggaatataggc 

cgaggatggcaagaaaagctggcaacttctatgtacctgcagaacccaaanggcgmgtcatcagaatcagaggtatcaatggagtgagcccaaaggttcgam 

TCTTCGCCnCGTCAAATCnCAATGGAACGTnGTGAAGCTCAACAAGGCTTCGATTAACATGGTGAGGATTGTAGAGCCATATAnGCATGGGG 
>ncrc0073.seq 

GC™CCACAAGGCACACCTACACCCCnATCCCCATACTAGnATTATCGAAACCATCAGCCTACTCATTCAACCAATAGCCCTGGCCGTACGCCTAACCGCTAACAnACTGCAGGC 

CACCTACTCATGGACGTAATTGGAAGCGCCACCCTAGCAATATCAACCATTAACCnCCGTCTACACnATCATCnCACAATTCTAAnCTACTGACTATCGTAG^^ 

TAATCCAAGCCTACGTITTCACACnCTAGTAAGCCTCTACCTGCACGACAACACAT 
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>ncrc0074.seq 

GGGGCATTCCTGMGCTGACAGCAnCGGGCCGAGATGTCTCGCTCCGTGGCCTOGCTGTGCTCGCGCTACTCTCTCTnCT^ 

AGGmACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATnCCTGAAnGCTATGTGTCCTGGGmCATCCATCC^^ 

AAAAGTGGAGCAnCAGACTTGTCmCAGCAAGGACTGGTCmCTATCTCnGTACTACACTGA^ 

GTCACAGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTmGAAGATGCCGCAmGGA™ 

GATATGCTTATAC 

>ncrc0075.seq 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTAGAATGGTGCCmCTGAGTGTCTAAAACTTGACACCCCTGGTAAATCmCM 
GTmGATTGATmTAACCACTGGAATTmCAATGCCGTCATmCAGTTAGATGAmTGCACnTGAGAT^ 
TATCAGTGTCACTGnGGCTGTCATTGTGAGAAAGTCAAATAAACCGCCAAGGACGACACACAGTATGGATCACATATTGmGACAT^^ 
TACGTCGACTTGCTAAAATCGATTAGCAGAAAGGCATGGCTAATAATGTTGGNGGGNGAAAATAAATAAAT 

>ncrc0076.seq 

AGGAGCAGAGGGCAGAGCCTCAGCAGGAAGAGTGTCTCmGAGAAGGAGACACAGTGGAGCAGGTGTGTAGGnCACAGGGCCAGCTATGGGTAGAGTCGGGTGTA 
AAGCCACAAnCCCAAAAATCTCCTGACTATAACATCAGTGCACAGAGGCAGTCAAATGGAGGAGGAGTGGGTCCAGGCAATTCAGGAAGAAGGAAAGTAACAA^ 
GAGGACACTTmCTGTGGAGGTCACTAAACAAAACATTGTCTCCTCCCCnAACnCAGAAACGATGGAGGGTAAAAAGTGTCGCGTGGGCCCTGGGGGCAM 
TCTCTGTGGTGnCTCCAGAAGGGCCCAACAAnACAAGGnCTACGGnCTAAATTCCAACCTAGTCnCCACATCATm 

>ncrc0077,seq 

GAAGGAANNAGGCAGGAATCmGCTGnCTGTAGCCTCCGCTGGTGATACCCAGGCAAAAAAGGGTCTGGAGTGGACCTCCAGCAAACTCCAGCAGACCTGCAGCAGAGGG^ 

gactg™gaaggaaaggtaggaaacagaaaggaatagcatcaacatcaagaaaaaagatgtgcacacaaaaaccccaccgaaggtcaccaatatcaa^^^ 
acgaagatgaggaaaaaccagcgc 

>ncrc0078.seq 

AWfGANCAGTCCCTGGCAAATGCTGGGAGGGAGGCAGCAGTGGTCAGGGAAGGTAAGCCTGAAGCAGGACnGTAAAGCAAATAAGATTGG 
(|||AGGAGnCGAGACCAGCCTGGCCAACATAGTGAAACCCCGTCTTTACTAAAAATACAAAAAAAnAGCCAGGTGTGGTGGTGGGTGCCn 
A|5|CAGGAGAATCTCGAACCCAGGAGGCGGAGG™CAGTCAGCTGAGACCGCACCAnGCACTCCAGCCTGGGTGACAGAGCAAGAnCCGTC^^ 

>l5c0079.seq 

T^TiGGCCGGGATGmACCTmNmAAAnTAATCTCnNTGTATAGGGTGATAACC^^ 

GCAGTACAAATGAGTCTGAGTGTAATAGCCCAGAGATTTATATATAGnGAATGTCTAAAATGGTAAAATGTGCGACTGTGTCAAG™^ 

GMCTTCCTATTTnGATAGTAAATGTCAmAATAGTATACTTGCCATTTGAGCCTCACTGCAAAATOGTGCAGAGGA 

G^^CAnCCAAAAACTCTAAACTnnAAAGATTATAGATACACTACCAAACATATCACCTTAAAAnGTA^^ 

m 

>ricrc0081.seq 

/V(k)CTTGAGGGATAATCTGGCnCTACTCCAAGATAAGnCAGCTC™CAGGAGACGGAAGCm 

dglACCAACCAGAAGCTTATCTCCTGTCAAAGTGACAGCCACAGAGGAGCTCTGGCCATTGCTATGGAAGACCATGGCCCCTCTC^ 
>tlb083.seq 

A^TCTGGGCTGTmCTOTGACNGGAAGAAGTAGGCACATGGACACnGAAGAGTGAGCCAGGTAGGAAGTm 
TiSiGGTATCCCTACCCGAAGGTCGGAGAGTrCCCAATATGGCTAAGCCCGCCGTGTnCATGGGCTCAGAATACAGAGTGTC^ 
QI^AAGACACCACTCTAAGGTGTAGAAGATAGTGTAGAAAACCAAnAGGCTAGGGTAGGTATATATAAAGTAGGTAAAGG 
ClgQAGGnCTCAATCTTGnCGAGGTmACCCAGGACTGmCCAGCTTGAAGGnGGAmCACCAAGGAACCGCCCCTATCT^^ 

iU 

>ncrc0084.seq 

TATGGCCGGGATAGAAACAGANTATCAACnAATTCTGAAAnGmGAACCTGTTCTClTGTATCTGAATCTGAnGCAAmC 
GATATCnAGCTGTGTAGTGAnCTTGAAAnCTmTAAGAAAAAnGAGTAGAAAGAAATAAACCCm^ 
GGATmAGCTCACTAAAAGTGTAATAATGGGAAATGTGGAAAATATCGTAGGTAAAGGAAACTACCTCATGCTCTGAAGGT^ 
TACACCAGAGCCATCTGGNGTGAAGAACTCTATAmGTATGGTTGAGAGGGCATGGAATAAnGGATrrn 

>ncrc0085.seq 

GGCTGTGGnCCACGCCTGTATTCCCAGCACmGGGAGGGAGAGGCAGGACAATCGCTTGAACCTGGGAGGCAGAGGnGGAGTGAGCCGAGAnGTGCCACTGCC^^^ 
GGGCGACAGAGCAAGAGTCTGTCTTT 

>ncrc0087.seq 

GCATAAAAGTTAGTGCTTATTCTGTGAATCTGACGCATAGCATOTTTTCTTmGATCTGGGTCTCTGGCATTGGGGGGAmGTA^ 
AACAGGTCATAGnGTCCAAAAGAAATATTGAAGTATCCTGAGAGnCAAATGTGATCAGTGGnATTGTACnAAAACAAnACGTAGTAACATCATC 
GAAnAGGCTAmTGGTGCnATAGTAAGCATGGGTTnCATACCmCTGATAAATCTGACTGATGATAGGACTTGGACTAATATGTTGGCGnAAAT^^ 
AGAAAATATATTGTATGCmTAmGAAATAGCAAATATCAGNTTATTTCATCATAGCGAGNmGCGAnnATAGACAAAM 

>ncrc0090.seq 

AATGCACGACnCmTTCTCCTTGAAGGAAAGGCCAGAAAAGmCAGATTGAAGCCAAnTTCCCAGGCGAGTGCTGGCCTGNATCCCTTCAGAGGAG 

GTACAGGAGGGGGGAGTGAGCCACACAGAAGnCTmTGTTGAGGACGTAACTGACGAATGAGATTTTmCTTGCTGTGCGCTCCTACCGCAGTC 

GAAAACAAGAGGGGGTC 

>ncrc0092.seq 

CTCCCNGGGNAAnGGGCCTOTGGCCGGCAAGGCTCCAGGGmGGTGACAATAGAAAGAACCAGCTTAAAGATATGGCTGnGCTACTGGTGGTGCAGTGTTO 

TTGACCCTGAATCTTGAAGACGnCAGCCTCATGACTOGGAAAAGTTGGAGAGGTCATTGTGACCAAAGACGATGCCATGCTCnAAAAGGAAAAGGTGAC 

AGGTAnCAAGAAATGATTGAGCAGTTAGATGTCACAACTAGTGAATATGAAAAGGAAAAACTGAATGAACGGCTTGCAAAAGTTTGAGATGGA^ 

CAAGTGATGmGAAGTGAATGAAAAGAAAGAGAGAGmCAGATGCCCnAATGCTACAAGAGCTGCTGTTGAAGAAGGCAnGTmGGGAGG 

ATTCGAGGGnGGAGTGATTGACTGGA 
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>ncrc0095.seq 

AGGGTmArrrmCCCCTCCTAACAAAGTCTCATAGTGTTAACACTGGnCTGCAATATC^^ 
GGCAGTCACCACGCTTCCCTACCCCAGCCTGTTTCTTnGGCnGGmGGACCACAGTCCT^^ 
CCCCnCCCAGCACATTGAATGGGTAAGCAGACAGGGCATGATTTAGnGGCCAGCACTAAGTGCACCTCTGTTCT^ 
CAATGAATAACACGTAGTCATAGAAATCAGTCTCTCTGGTTTGTmGAATTAATGGNGGACAT^^ 

>ncrc0096.seq 

CATGnATATTrrCTmAAGACmAAmAGTAATTTTATATnGGGAAAATAAAGG^^ 
TTAAAAAGACAnGGTGACC 

>ncrc0097.seq 

GTGAGGGATATCCTGTCGGGGTGACGGGGGCATGGGGGGGAGGTGGTGGGCATGGNGGTGAATGGGTGAGGACCnCCCAGTCTGCGCAGAGTGGGTGCCTnCCCTGTGTGAAn 
TTGTATCTAGCCTAAAGmCCCTAGGCmCTTGTCTCAGCAACTnCCCATCTTGTGTCTCTTGGATGATGmGCGGTC^ 

>ncrc0098.seq 

GTCTTCACnCTCCmNACCCmACnCTTCCGAGTTGAACGGCTOCmCCnCGCTCACTAGGCCATTTCATGGCTTGTGnTGCCTGAAAT^^ 
CACCTGCTCAGCCTGAAAGAAATACCTCTGAGCCCACTTTCmCTTGGAAGCATmATGACTCTTATnCTGnATGAACACAGCTm 
ACAACTmGAGGTTCTATGTTTTAmGCATTGTTAGTGTCTGGCACATTGTCTGACACAGTGTAAAAGCTGAGTAGAATnT^ 
AAAmCAnAAATGACGACTGCTnAATATGAATTCnGGCTAAGGCAGGAGAATCGCnGAACCCAGGAGGCAGAGGnGCAGTGAG^ 

>ncrc0099.seq 

AATGTCAnGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGTTmCCGACATGAGTOnATGCATAAAGCC^^ 
ATAAAAAGAAATTTTGCCTGCC 

>ncrcO10O.seq 

qgmcatggacctgcaagcngcttccatcaanggacagaamgggagcacagtggggaagatataggccggcgacgmcatgtacaatcgtggtatgatgaagtgaa^ 
M;tacgcatatgaacatgaatgcaacccatattgtcgattcaggtgttctggcgctgtatgtacaca™tacacaggtcgtgtgggcaacctagtaacagaatc^ 

AtlTGTGTCATAACATGAAGATGTGGGGGGAGATATGGGGGAAAGCTGTCTACGTGGTGTGCAAnACTCGCGAAAGGGAAACTGGTGGGGGGATGCCC 
Q^GTTCTGCTTGCCCACCTAGTmGGAGGGGGCTGTAGAGAAAATCTGTGCTACAAAGAAGGGTCAGACAGGTA^ 

>&c0101.seq 

TiPGGANGAAGGCTGCATCCCACCAGTCGAGACTTCCNGGGATGTGGCCGGGGAGCAGTCACATGCTGTANCnTCATGAGCACAGGCATGANGTCAGGCA 

GMTGGGGCCAAATCnAAAGGCAGACCAGGCAAAAAGAANCCNTGCCCACAAAGAAGAGAnCATTCAGTGGTGTTAAGGATO 

/\^TGAAATGTGAGGCCAGGTGAGGGTTGACG 

>^c0103.seq 

dGWCCTAnCTTCGACTGTAnGACATCTGTAGTGGATCATGTNGCTTCnCATTCTTACCAATm 
dnNAGAAAATmJTATGATACATAAAGACCACTAGGTCAACTTAAAAAACCCmcm 
djMTGAACTTTnCTATCGAAAnGGNTAACTTAAATATTNGAACATAAATTAm 
CpTGCTTTCmACAGAAAGGGCAGAGAGGAATAAGATAAGAAACTGAAACAAGCAAGA^ 

>!i%fc0105.seq 

dliNGNTAAGTnGTGTCTGTTGTCAGCCAGTTCATCACAGTAGC CAGCn CAGCnCTCTGATGn^ 
TiF@GGGAAGAGGCTGGCAAAATACAACCAGATGAGnCnTGGCATTmGATCAATTTCTTCAA^^^ 
dS^GAACGTCGAGCTCGCATGGAAGCTCAGCTCAAAGAACAACGTGAAAGGGAACGTAAAATGAGAAAAGCTAAAGA^^ 
CitfrACGCTCAGGAGAAGTGTTTGACAAAGACCTnCTAAAnGAAACGGAATCGCAAACGTATTACCAAC 

>ncnD0110.seq 

CTGGAGAAAGATTGACCnAAGTrCAnGACACCACCTCCAAGmGGCCATGGCCGCnCCAGACCATGGAGGAGAAGAAAGCATTCATGGGATCACTGA^ 
AAGGAAGAAGGAGCnAATGCCAGGAACAGATTnGCAGTTGGTGGGGTCTCAATAAAAGnATTTTCCAC 

>ncrc0111.seq 

GnCTAACCTTmGGnATGnGTnCATTATGATGGAGAAGTACTCmTCTACGACTAGTGAGGAGTCTAmTTCTTCCCAGn 

CTTCCCCTGTATTAAACTGACTCTGCTAAAATTCTGTGGTACmCTAmTAnACTAACACnAATCAGTCCTCAGTATCTATATATC 

CTGGAACGnAATAGTCTGCTCAATAAATACnAGATTTCATGTCTATCCATATAAnGCTAAATTAnTCAGGGCCTTm 

>ncrc0112.seq 

ATAAAAAGTATGnTACAinAAAAAAnAGTAGATAACnCCTncmCAGNGCNCAAmCATTTTGACTTGAGTCAACTTTTGm 
CTGTCTGATAmCTTGAGGCTGCCCTCTATCATTnATCTTTCCGATGGGCAGAGATGnGTAAGTGGGAnCTTAATATCACCATTCTO 
ACTGGAAAGTCATmGATGACTGATGTGATACATCCAGAGGTAAAATGCAlTrAAACATAnAAAGTATnACCAAAGATACAAT^ 
CCCCCAAACCACAACTGTCTCTCAAATAGCTTAAAAAAAnGAAAAACAmTAGGATTTnGAAGTnTCTAGATm 

>ncrc0113.seq 

CATAGTGACTCACATCTGTAATCCCAACACmGGGAGGCCGAGGCGGGCACATCACTTGAGGTCAGGAGTTCAAGACAGCCTGGCCAGGCCAGGCACGGTGGCTCACGCTTGTAAT 
CCCAGCACmGGGAGGCCAAGGTAGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAAATACAAACAmAGC 
GTGGTGGGTGCCTGTAGTCCCAGCTACnGGGAGGCTGAGAGAGGAGAATGGTATGAACCCGGGAGGGAGAGCTAGCAGTGAGCGGAGnCACGCCAGTGGACTCTAGCCTGGGC 
GACACGGCGAGACTCCTTCT 

>ncrc0115.seq 

AGGAGGTGnCACACATCCTCTTGTGTGCTAGGTAGTGGCGTGCATCTGATCTGAGAGGCAGTAAAGCAGTGATGAAGACAGTGCAGCAGAACATTGAAGTCCTGATTGCAGCAGTG 

AGTCTGCAACCTTGGATAAATOmCAATGTnAnTTGTAAAACGGAGATAACGGCCTATAGGAnGnAAGAGTGAATAnTTAAAAGAGCnAGA^^ 

CAATAAATACTGATTATT 



>ncrc0116.seq 
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ACACnCCTCACCTACTGMGTAMTGMGCTAGCTMGCGGATGCTGTATCMCTAGTMCnGCCATTAAGG^^ 

CTCTTGTATTCACmGTmAGAmGTGACATGAATATTTCAGTGCTGCTTAATTnGTO 1 1 1 1 l ATGGTATAAATAAAATCAATGGACA 

nGCTGniGTAAAT 

>ncrc0117.seq 

ACAGGCTGATCGTCCACAACGGTOCTGCGATGGCNGATCAGAAAGAAACCTmGTAGCAATATCAAG^^ 

TTATCTOGGAGTTTAAmGCCCTTCTCTCCCCATCTTCCCTCAGTTCCCATAAAACCnCATOCA^ 

TGGGGCTTAAGATTCCAGACTCTGATTCATTAAACTATAGTCA 

>ncrc0119.seq 

ATGnTAATTTAACCCGTATATCAAACTGTCATCATGTCCAAGCTATATACATATCATGTCATCAGCATnTAAAGTOCCAGGAGA^ 
GGGTAGCCACAmCAAGnGGTACATGTGACTACTGGCTACCAAAGTAGACAGCATAGGTCTAAAAAAAAGGTAGACAGACTCATCCC 

>ncrc0120.seq 

ATGAACAACTAirrTGAGAACATGCACAATAGTATGTTTnAnACTGGTnAATGGAGTAATGGT^ 

CTTmCTAACACAGACTTTCTTCACTGTCTTTCATnAAAAAGAAATTAATGCTCTTAAGAT^^ 

AATAAAGAATCTCnCACATG 

>ncrc0126.seq 

GGTGAAACCCTGTGTCTAGTAAAAATACAAAAATNAGGCAGGCnGGTGGGATGCGGGTGTAGTCCCAGGTACnGGGAGGCTGAGGCAGGAGCATCACTTGAA^ 
GGTGGCAGTGAGTCAAGATCACGCTGCTGCACTCCAGCGTGGGTGACAGAGCGAGACTCCATC 

>ncrc0127.seq 

CAGCCTCCCAAGTAGCTGGGATTACAGGCATGTGCCACGACACCTGGCTAAnTACCATGnGGGCAGGCTGGTCTCTTAACTCCTGACCTCAAGTGATCCACCTGCGTTG 
GGAGTGCTGGGAnATAGGTGTAAGCTACTGTGCCTGGCCCTGGACTCAGTTmCTGGAnAAACTTATGAAATAnGAGT^^^ 

>ficrc0128.seq 

dSGGGGAATGGAGAGTGAnGCTAATGAGTATAGAGTnCTnnGGAGNGATAGTATCTAGAATTACATGGGGGGGATGGTTGGCCAA^ 
>iSc0131.seq 

GfMCAGCCAGGAGTGTTAAGCGTTCAGTGATGTGGGGTGAAAAGnACTACCTGTCAAGGmGTGTTACCCTCCTGTAAAT^ 
TffirATGATGTATATTTATTAAACAGATTTTTAGAAATG 

>|^c0133.seq 

GWcmCCCGAGCnGGAACTTCGmTCCGCGATGCGmCCTGGCAGCTACAnCCTGCTCCTGGCGCTCAGCACCGCTGCCCAGGCCGAACCGGTGCAGTTCA^ 
TljTGTGGATGGAGnATAAAGGAAGTGAATGTGAGCGCATGCCCGACCCAACCCTGCCAGCTGAGCAAAGGACAGTCTTACAGC 
/\AAAGCAGCAAGGCCGTGGTGCAnGGCATCCTGATGGGCGTCCCAGTTCCCTnCCGAnCCTGAGCCTGATGGTO^ 
TmGCTACCTGAATAAACTACCAGTGAAAAGCGAATATCCCTCTATAAAACTGGNGGNG 

>iSjic0135.seq 

AGiTGACCTTCCTACGCCTGCTGTCCACGGAAGGCTCCCAGAACATCACCTACCACTGCAAGAACAGCAnGCCTATC^^ 

Tl^AGGGCTCCAATGACGTGGAGATCCGGGGAGAGGGCAATAGCAGGnCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAG 

TpCGGTCACAGAAGACCTCACGCCTCCCCATCATTGACATTGCACCCATGGACATAGGAGGGCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGC 

(^CCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACnTCCAATCTCAGTCACTCTAGGACTCTGGA^^^ 

TgECA 

>ncrc0136.seq 

AGAAnAAATGGGTTmGnGCCATGGAGACTGCATnATATAAATGTAGCCTGTAGCnAAGTTAACTA^^ 
AnAGCAACAGCGGTGCTGGTATTnAAGAGAGACmATTGGAAGTGCAATCATAGTOmGTmCACAAT^ 
GTmATAAAATAGAAAAAAAGTGGAGTmCATGAGnATAGTAAATCCCACGAnAnAAGAAATTCAATAAAA 
TAGnGCCAGTTAAATAAGTGAGTAATTCAAATnCAATGTCTCnCTGAAGTAACTATGCTATGAAnGCAA^^ 

>ncrc0137.seq 

ATACATAmAAmAGAGTGTAGATTCAGCAGAAGGCTGAGAAAATAAnGGCATCAGAATAAATAAGmGAGCAATAATGTCATAGTGTCAGAGT^^ 
ACTGCTGTAGTGATGCTGTCTCCGTCTCnTGTAAACCATAAGATCTACnCnACnCACAGCTGTCCnCAAGGTTGGCTGATTTCnTAGAAAATGGCT^^ 
TTCAAAACACAnGGGTATTGATAGnCAAAAATCTAAAAAGCAGGCTGGGCATGGTGCAATGCCAGCACTnGGGATGCTGATGTGA^^ 
CCAGCCGTAGCAACATGGTGAGACCCTGTTGCT 

>ncrc0138.seq 

AAGACAAATGGGACTGATGTCNTCTTGAGCTCTTCCmNTmGACTGTGAmATnGGAGTGGAGGCATO 

TTAAACTC 

>ncrc0139.seq 

GTGGTGAAnGTGAAATTACmCGTGGmAAGAAGCAATGGAGAAAATGATAATACAGCATAATnnACATTTGATG^^ 
AAATCGTACAGTCAmCAAGAATAAGAAAATAAAATTTTCTCTTTGTCTGAACCTG 

>ncrc0140.seq 

ATAAATCCGAGTAATGGAAGGAATTCCTATTnTGCCmGGATmAmTATmTnGTCCCGAAm 
ATACAATAAAHG 

>ncrc0142.seq 

AACTGAGAGAAAGANTCTGGGGCTGTGnATGAAAATATAGACAnCTCACATAAGCGCAGTTCATCACCAmCCTCCnTACCmCAGTGCAGmCTnTC^ 
TTCAAACTmGGGAGCACGGACTGTCAGnCTCTGGGAAGTGGTCAGCGGATGCTGCAGGGCTTCTCCTCGTCTGTCTmGGAGAACGAGGGCTCnCTCAGG 
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GCCAGGCTGmCAGCCAGGMGGCCAAMTCMGAGTGAGATGTAGAMGTTGTAAMTAGAAAMGTGGAGnGGTGM 
GGTTTnAGCATGnCCTCCTmCTTCACCCTCCCCmmCnCTAnAATCAAGAGA^ 

>ncrc0143.seq 

GTTGCTGGTGACAGCAAAAATGACCCACCAATGGAAGCAGCTGGCnCACTGCTCAGGTGAnATCCTGAACC^^^ 
ACACGGCTCACAnGCATGCAAGmGCTGAGCTGAAGGAAAAGATTGATCGCCGnCTGGTAAAAAGCTGGAAGATGGCCCT^ 
ATGGnCCTGGCAAGCCCATGTGTGnGAGAGCTTCTCAGACTATCCACCmGGGTCGCTnGCTGnCGTGATATG^^ 
AGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATAmTCCCTAATA^ 

>ncrc0144.8eq 

CAACACTGCACCnATCCCAGGAACCTGCCCTAGTACCTCCAGAGTACCATATmCTCTCCCTCCAnTCTACCCAGACCTCCAGGCCTC 

GAAGGAAnTOGAGGTinCTAGTTGGAGnGTGTCCAACAGAAnCATTAACACCAGCCTGGGCTTGTT^ 1 1 1 1 1 CATCTTTTCCTCCACCGNAN 

>ncrc0145.seq 

gaaaaganaggtttctggtattcacagnaaagctagatatgccttaaaacatactctgccgatctaattacagcc™t^ 

ccaaatgtnataaaggtaaaatggcagmgaagtcaaatgtcacataggcaaagcaatgaagcaccaggaagtgtnatgaggaa^ 

caggaagtaaaataaataggagcttaagaaagaacatmgcctgattgagaagcacaactgaaaccagtagccgctggggtgtta^ 

TTGTTCATGAATATAnAATCAGCAnAGAGAAATGAATTATAAGTAGACATCTGGTGmTCACCATAGTm 
>ncrc0147.seq 

AAGAGATGCnACnAGATTTGCGAGGTGmGAAAGCTCTGTATnGGTTATAACGGAAAACmGnAAGGGATGCTTGATGnTTG 
TCGTTCTTTAGAAAACTTGAAGAATAGAATAATGAGTCCAGGAnAAmGGGATAAAGTCmTACTTGATAAAnCT^^ 

>ncrc0148.seq 

CTCCAAGIW^ATATGGGAGTATGTGAAAAGACGAAATCTACGTnGATTGGTGTACCTGAAAGTGACGGGGAGAATGGAAGGAAGnGGAAM 
AACnCCCCACCCTAGCAAGGCAGGCCAACAnCAAATTCAGGAAATACAGAGAACGCCACAAAGATACTCGTCGAGAAGAGCAACTCCAAGACACATAATTGTCAG 
TfSAAATGAAGGAAAAAATATTAAGGGCAGCCAGAGAGAAAAGTCAGGTOCTCACAAAGGGAAGCCCATCAGACTAAGAGCAGATCTCTC^ 
TpGGAGAAGGGGGCAATAnCAACAnGnAAAGAAAAGAATTTTCAACCCAGAAnTGATATGCAGCCAAACTAAGCTTCATAA^^^ 

>Hc0149.seq 

dfeGCAGGGGGGATGGAAAATAAGTAGAAACAAAAAAGCAGTGGCTAAGATGGTATAGGGACTGTCATACCAGTGAAGAATAAAAGGGTGAAGAATA^ 
TpATCCACnCAAGAATTGCnGGmCAGGAAGAGAGATGTGmCAACAAGCGAACTAAAATATATTGCTGCA^^ 

>p.cfc0150.seq 

(JSMGCTGACAGCATTGGGGGCGAGNATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTGTnCTGGCCTGGAGGCTATCCAGCGT^^^ 
Qi^GTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCTGGGnTCATCGATCCGACATTGAAGTTGAC™ 
CXnCAGACnGTCnTCAGCAAGGAGTGGTGTTTCTATCTCTTGTACCAGACTGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGC^ 
CMGATAGTTAAGTGGGATCGAGAGATGTAAGCAGCATCATGGAGGmGAAGATGCCGCAlTTGGATTGGATGAA 

>fi|c0151.seq 

(SKTTTTGGTTCTCCTTGCCTGCTCCTWGCTTGGACCCCTm 
A^CTTlCTTACAACCnGATGGGATTmCCCCCC 

TpirnnAAGCnCCCnGAGAGAATAAATGGTAATGGAGAGAACTAmAACAAGGTCCTGGm 

^CAAGCTTGGTAGACAGTATOGCGGAGAAACACCnGATCTTGGTnGCAAGCCCTTCTCCCATCAGTCCTAGAnAGGCCCTGTO 
>i!MK)152.seq 

AnGCAnCATGGnGAAACTCAACTOGGGAAAGGGnCCAATGTATTAAGCAATGGGCTGCnCTCCCCAATCCTCCCTAACA^ 

GGCTmGCnGGGATCAGTGCTCTCTAnGATGncnGCTGGTCTCCAGACACAnGCTGnGCATTAAGACTTGAAAGACnGTAGATC^ 

AGCTATGTOCTAnCTTAGmGTAAATTGTCCTmGATATCATCATCnGTmCTTnTC^^ 

>ncrc0154.seq 

GTTCACACT AGCACAG TGCACCTTCAATGCAAAGATCTCATCAAAATAAnCACATGGTGGGATATmAGAAGGATGACGAGGGTAGm 
CAGGAATTCTTTTmGTCTACAGGCnGCTATAGAAGATATTGAAAATGATCTAGCTAATOCCm 

TGAmCAGACCmCCTGGTACAACATAGTACGmGAGATTAAGTCAAGGTATTGTGGTGATATTGCGGTGAAAGCCAGGTGATTAA^ 
ATCAATTAAGAAAnAATnGCAAATTnATTTGCmGAGTAATTGATATATCATTTCGTTK 

>nCTc0155.seq 

GAGGACAGTCTCGTCGnCGAGNAAGCGAnCGTCGGGATACATGCAGAGCmAAAACGATCAGACCGTTCGACCAATAATCCGACTGGTAAACATGTAAACTGAGGACATC^^ 
AATGAGAGAAAGCTCTGTGCCmCTCATGTAACTCAAGGTGGnnGAGGGAGGAGAAGAnGGGAGCAAGTOGACnCGAGAAGAGAGTGGTTGAGGAM 
MTATTAAACmAGAAAAATGAATmATGTGTGTTmAATGGCATAGGAAAGGTGGGGTnmAACATATACGAM 
GGAGATAGAAAAAAAAAAAATCCNGGAATAATATNTNC 

>ncrc0156.seq 

GAGAAGAGCAGACTCAGCTCTGACAnCTGAnCGAATGACAGTGTTCAGGAATCGGAATCCTGTCGATOGACTGGACAGCTTGTGGCAAGTGAATnGCCTGTA^ 
inAAAATTTATAnGTAAATATTGTGTGTGTGTGTGTGTGTGTATATATATATATGNACAGmTCTAAGTTAATnA^ 

>ncrc0157.seq 

ACAGTGTGGCCGAGGAGATGGGTATGTGGTAGAGGGCAAAGAGTTGGAGnCTATCTOGGAAATCAAGGCCCGCAAAGGCAAATAAATCCTTGTm 
GGTGTTTAnGTrTTGTTGGCAC 

>ncrc0158,seq 

CACAAGNAGGCGCGGAAGCNAAGATNGNAGCTGCTGCNGCTCCTAAAGCTGAAGCNAAAGCGAAGGCnTAAAGGCCAAGAAGGCAGTGnGAAAGGTGTGCACATGCCA 
GAAGAAGATGCGCACGTGACCCACCnGCGGGGGGCGAAGACACTGCGACTCCGGAGAGAGCGCAAATATCCTCGGAAGAGGGCTCGCAGGAGAAACAAGCTTGACCACTATGGTA 
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TCATCAAGmCCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACnGTGnCATTGTGGATGnAM 
CTGTATGACATTGATGTGGCCAAGGTCAACACCCTGATTCGGCGTGATGGAGAGAAGAAGGCATATGnCGACTGGCTCCTGA™^ 

>ncrc0159.seq 

GAGGCAnGAGGCAGCCAGCGGAGGGGCTTCTGCTGGGGGGGCAGGCGGAGCCTGAGGAAACCGCAGATAAGTTTT^ 

ATATAGTCAATAGGTOCTAAGATAnGCnAGCGTTAAGTTTnAACGTAATmAATAGCnAAGAm 

AAAGGTTTCTAAAACATGAGGGAGGTTGAGATGAAGCTTCnCATGGAGA 

>ncrc0160.seq 

GCTTATGGTTGGTACAAGCnATGCTGTCnAAAnATTTTAAAAAAATAAATACTGTCTGTGAGAAAC^^ 
AnCTA.GTATmCAGCACTGCATAAAnCTATTACCTAAATAnGCCAGACTATmGTGAmAA^ 

>ncrc0161.seq 

ggaacangtatagntagatgtgggaatogtattaagaatcgtggccggatgtggnctgggaggctttgggaggctgaggcgggtagatgacctgaggtc^ 
agcctggccaacgtggtgaaacc™tgtctactaaacatgcaaaaaa™gccgg6cgtggtggtgtgctcctgtaatcccagctactggagagggtc^ 

GACCTGGGAGGCGGAGGCTGCAGTGAGCCGAGATTGCGCCGCTGCACTCCTGCCTGGATGACAGTGAGACCCTGTCTC 
>ncrc0164.seq 

ATCTAAAGAAAATATAAATACCTmATAGCCATTTGGTmCTAATAGGCAATAGTATAmCAAGCTCAGAAATCTA^ 
GATTTCAATATATGTN 

>ncrc0166.seq 

GCTACnGGGAGGCCGAGGCAGGAGAATCACnGAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATTATGCCAnGCACTCTGGCCTGGCGACAGAGCGAGACTCCGTC^^ 
AC 

>ricrc0167.seq 

G^^AGCATTTAAGAAGCTCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACnG^ 
/^CCATGCCTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACACAGAnGATGTC^ 
WGGGATGGGAAGGGATGTGAGATGATCTGnACTGCAACnCAGCGAATTGCTCTGCTGCCCAAAAGACGTmCTTT^ 
AjfpAGAATCTTCATGTATTCTGGAGAACACCAnCCTGATTTCCCACAAACTGCACTACATCAGTATAACTGCATTTCTAGm 

^fc0170.seq 

dgMGCGAGNATGACGAAGGGAACGTCATCGTTTGGAAAGCGTCGCAATAAGACGCACACGnGTGCCGCCGCTGTGGCTCTAAGGCCTACCACCnCAGM 

AATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACCTGGAGTGCCAAGGCTAAAAGACGAAATACCACCGGAACTGGTCGAATGAG 

G®ATGGATTCCGTGAAGGAACAACAGCTAAACCCAAGAGGGCAGCTGTTGCAGCATCCAGnCATCTTAAGAATGTCA^ 

>ncfc0171.seq 

dGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATO 
CpGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCGATG 

>ISc0173.seq 

di&CTCGGACCTAGGTCGCGGGGACATGGCCAAACGTACCAAGAAAGTTGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGA^ 
ipGCCAGCACGCCAAGTACACTTGCTCmCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGGCACTGTGGnCCTGCATGAAGACAGTGG^^^ 
AjsGTACGATACCACnCCGCTGTCACGGTAAAGTCCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGACGCTCCTCTACTC^ 
^ "~rATGTAAC 



>ncrc0174.seq 

GAACTCGATCAGGGACAAGGCCTAGATAmACGGGAGGGATAATOCACnGTCCCACTGAAGAAGAATATAAAAGGCTATGGNGCTGCAGAAA^ 
AGTAGGTCTCATGCAGTTGnCTCTGAmCAAAGAAGATTTAAAACCGCTACnAATACACnGGGCTCTTm 

>ncrc0175.seq 

AGTGAAGTAACACTGCAGGAAGCCCTGGTATCCTTCCCTCAGAGATATCATCAGGGGCCCTCAAACCCCATTGmATGCCAGCACTGACCGCACrr 
GAGGTCGTGTAAnGGCCTAAATCTAGGCCCAG™™CTACAAATCnAGTCACCATACACTCCAGCCTGGGTGACAGAGGAAGACTCCATC 

>ncrc0176.seq 

GTATGTCCACGGGTAAAAATAAGATTGAAATGTATTGCNTAGTGGCTTGTGCCTGTGGTTCCAGCACnCGGAAGGCCGAGGTGGGTGGATO 
GTCTGGGCCCATCnTAC 

>ncrc0177.seq 

GAAAAGACAGCCCACCAAATGGGAGGGAATACTTGCAAATCCTGTATCTGATAAAGATCTGGTAnCATAATATGTAAAGAACTCmCAA 
CCAACTGAAAAATGGGCAAAGTATCTGAATAGACATTTCTCC 

>ncrc0178.seq 

GCACATTmAGTTGGCCAGCCATCACCCCAGACTTCTGGAAAACAACTCACCACTGGGTCAGTGGTCCAAGGAACACTGGGAGTCAGCACATCTTCTGCACA^ 
AAAAGTCATCTCTGGACAGAAAACCACAnGmACACAGGCAGCCCATGGAGGACAGGCATCTCTAATGAAAATATCCGATAGCACCTTGAAGACTGTGCCAGCCACCTCACAGC^ 
TCGAAGCCTGGAACCACAATGCTGAGAGTAGCAGGAGGGGTOTCACAACTGCCACTTCCCCTGCCGTGGCCCTCTCAGCAAACGGTCCTGCACAACAGTCTGAAGGAATGGCTCCC 
GTGTCnCATCTACGGTCAGTTCTGTAACGAAAACTTCTGGGCAGCAGCAAGTGTGTGTGAGCCAGGCCACCGTGGGAACCTGCAAGGCTGCCACCCCCACCGTCGTC 

>ncrc0179.seq 

GGCATTGTTGTAAACAAGGGTAAGATTCTTGCCAAGAGAATTAATGTGCATAnGAGCACATTAAGCACTGTAAGAGCCGAGATAGCTTCCTGAAA^^^ 

AAAGAAAGAAGCCAAAGAGGAAGGTACCTGGGTTCAAGTGAAGCACCAGCCTGCTCCACCCAGAGAAGCGCACTTTGTGAAAGCTTGTGGGAAGGAGCCTGAGCT^ 

TCCCTGTGAATTCATGGGATCATAGGTGnAATAAAATAAAATAAAATAAAATAAAATAAAATAAAATAAAAT 

>ncrc0180,seq 
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GnGTAGTACCTCACMTACCTCCACTGGmCCTGnGTAAAMCCnCAGTGAGmGACCAnGTGCT 
TCmAGTACAAAACTGCTCTAGGGACACCTGGTGATTCCTACACAAGTGATGmATAmCTCATAM 
AmTGnCAGTGATAACnAGTOTCAGAAATCAGCTCAGTGGTCnCCCCGCCATGAnCACAmGATGAGT^ 
TAAAAACATCCAGmGTGGATGACTATATmAGATnCTCTAGACTCTAGTGGAAGACCm^ 

>ncrc0181.seq 

TACGmGAGAGTGAAATAGTCAnAAnGTGTGACTAGTACATAAGAATTCATACTCATTTGTGTCAACAC 
TTGGTAGAGGACAmGTCnnGATGTGAACAATAATGAGCTGAAGAATAAGACCAAATAATGGAAGGTGT^ 
ATGCAAGAAATCCAATTGTCATGTGGGCACATAGGAAAGAAAAACAAGTATGAGTAnCTmAn^ 
ATAnATGGTAGAAATCACAmGTCCTTmAAAAAAATAAATGTTTmGGCA^ 

>ncrc0183.seq 

ATAGACTGTGNTGATATAGTCTGGAGTCTTGCmNGGGTCATCAGTTNCAGAAAAACAGAGTCGCTGTGTNAATATAGAATGGCATCGCnCATGAmGGACANGA 

nGCTACAGGGTNGAACAATGNGCGTATCAAAATATGGGATGTATATACAGGAAAACTCCTCCnAACTTGGNNGATCATAGTGAAGTGGTGACGAGA^ 

AAGGTNGATCCTGGCGTCAGCTTCAAGAGAC 

>ncrc0184.seq 

GTGTGCTAAATGTGTTGGTGACAGGATCAAGCGTGCnTGCnATCGAGGAGGAGAAAATGGnGTGAAAGTGnGAAGGCAGAAGGACAGAGTCAGAAAGCT^^ 
CTTTTTTGAGTAATAAAAATGAAAAGACGCTGT 

>ncrc0185.seq 

CAGGmAGGTTGATGTCATCTAATAGTGCCAGAATmAATGmGAACTTCTGTTnTTGTAATOTCGCCAmCTTCM 
TTGTTCTnAGTCAAAAGCTGATTACATATGATATAAACAGAGAAATACCmAGAGGTGACniAAGGAAAATGAAGAAAAAG^^ 
TTGTGGCTCACCTGAAGGCTnGCAAAAmGTACCATAACCGTnATTTAACATATAnmATmnGAnGCACnAAATmGW 
CAGAAACTTCAAGCTCTCTAAATAAAATGAAGC 

>tec0186.seq 

AgGAAAGGACATmCGACATACAAGGCTTCAACAAAAATGTCCATCTCATACACCCTnCTCAGAAAGCCACCAGAAGATGTG 

A.iiGAAGACATGGGACGCAGGAAGCAGATAATCCAATACAGGAAAGAAGTGAAGGAATGACTTAGATCAGGGGTGGCAGACTmCCTGTA^ 

ASGCTACTAGACTGTCGnCAGGTGTGTGTTAAAGAAGATGGTAAGTGCCAGGTGTGGTGGCTCATGGCTGmTCCTAGCACmGGCAGGCCGAGGGAGGT^^ 

dl^GAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAGTACAAAAAATTAGCTGGGCCTGGTG^ 

CpGAG 

>alc0187.seq 

(MfTGCCATAGCAAGnCCAAAGTGAATTTCAGCCnGCnCACATnGTATCAATAAATATGCACATT^ 
CMTCmAGnGATAGAACTCAGATTTGTCTTAGCGTATTGCCATATAGTACTCACCTOTAACTATGTAACTnCT 
ATAGCTTmGGmAATTGTACAnATTGTGTGTGTATATATGTATATATGTATAT^^^ 
T^AGGGCACAAATTATGGAAmCTTCATAAATTCATGGNAATGTTnCATAAATOTTGCATTA^ 

>ifec0188.seq 

(IqItacggaaatgaagaggttggatcaagaacaaggccctgaggagtctcagccagaaactgacacctcagacatggat^^ 

ClgGATCAAGTCACAGATGACATmAATCGGCAnCAGACCGAGATAAACGAAAAACTGCAAATACAGGM^ 

TiigTACAAGGAGAGTGATGCTAAACTTCACAGAAACAAACAAAACCAGCCAGAATAACAGACTCTCTGGAGCGTCGTGTCTC^ 

TigrATmCCTAAGTAAmGAAAAGTAnGGTCCCAAmTGCTATCTCC 

>t^^^189 S6q 

AGCTTnCTCAAGnAGmTAGGATGTACTTAAGCAGTAAGCGTAmAGGTAAAAGCAGTTGAAn^^ 

TTGAAAGACATGCTmATTTTTnGTAAAACAATATAGGAGCTGTGTCTACTAnAAAAGT^^ 

THAAGCT 

>ncrc0190.seq 

CAAGAAAGGCAAACCAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCATTCGACAACGAAAGTNATACCGTAGAAAAGATGGCGTGmcmAT^ 

TAGTGAACAATAAAGGGGAGATGAAAGGTTCTGCCATTAGAGGAGCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGAnGCATCCAATGCTGGCAGCATTGCATGA 

TATATTTG 

>ncrc0191.seq 

ATCGTATGTGCGCTATCCAGNAACCTCCACTCmCGACCCCTTTGGTGATGCAAGTAAGGGTGATGACCTGCTTCGTGCTGGCACTGAGGATOTATCCATATAAGAATO 
AAAGGGCAGGAAGACCGmCTAGTGTCCAAGGGATCGCTGATGATTACGATAAAAAGAAACTAGTGAAGGCGTTTAAGAAGAAGnTGCCTGCAATGGTAC^ 
GAATATGGAGAAGTAAnCAGGTACAGGGTGACGAAGGCAAGAACATATGCCAGTTCGTCGTAGAGATTGGACTGGCTAAGGAGGATCAGCTGAAGGTTCATGGG 
TGGCTCACTGAAGCnAAGTGAGGATnCCTrGCAATGAGTAGAAmCCCnCTCTCCCTTGTCACAGGm^^ 

>ncrc0193.seq 

GAAGGNGCCACTGCCTATAACAGAAGTANCANGANCTGCCATATTGCCANATNTCTCTCTTGCNGCTAGGATGCGTAGACAGCCTAGCCTCCCCTCCTTAATCNCATACAGAAGAGn 
CTCTGTGTTATGACAGCAGGTACCTGTNmCTGGAAAGTATCnAATGCmCTTnCCmCCAnATATGGAATAAAAATCATCATAAGATGC^^ 
TAGTATATTCTGGACTTAAAGAAGAGGGAGAmGGAGAGAmGTAAGAAGTCCTAAGTAGCTTGAATGCTGGTACATTGTCCTAAAATOGT^ 
AAAAGACTTCTGGGCATTTTATATAAAATG 

>ncrc0194.seq 

CGATGAACAGGACTGCGAGCCGTCGGACCCTGAGCAGGAGACGCGAACCAACATGCTGCTGGAGCTCGCAAGGTCACnTTCAATAGGATGGAGmGAAGACTTGGGGnGGTAGT 
AGATrGGGACCACCACGTGGCTCCACCAGCTGCCAAGACTGTGGTTGAGAACCTCCCCAGGACAGTCATCAGAGGGTCTCAGGCTGAGCTCAAGTGCCCCGTGTGTCTTTTGGAATT 
TGAGGAGGAGGAGACTGCGATTGAGATGGGnGGGATGAGGTmCGATTGCAGCTGCATTGTGGGCTGGGTAAGCAAGAGAAATTGCTGTCCCTTGTGGCGCTATGAGGT 
GATGAGGACACnATGAGGAGCACAGACGA 



>ncrc0195.seq 
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ACAGATAACGCTnGAnGCTCGATCTCnGGTAAATACGGCATCATCTGCATGGAGGAnTGATTCATGAGATCT^^ 
>ncrc0199.seq 

AAAGCGGATGGTGGnCCTGCTGCCCTCAAGGTCGTGCGTCTGAAGCCTACAAGAAAGmGCCTATCTGGGGCGCCT^ 

CCACCCTGGAGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTACCGGAAGAAGAAACAGCTCATGAGGCTACGGAA^ 

ACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAGACTGTTAAnC 

>ncrc0203.seq 

AGCTGGATTCCAAACAGGTACCTNATTGTCTCTGAGCTAATGTTTATATTTnCCATTCAGGCACCGAAATAGTTAATAmA^ 

TCTTGGGACTGGATCCnTAmCATAAGnCAGATCATCTTAAATGAAAATGCCATGAnATCTGCAGnMGTAGATGACAGCTATTCTACAT^^ 

ATAAnGGTAAGCTATAAnGAAACCTOTGGCTTAAAAnCCnAACTCCTTmGAnCATGmGTAGTC^^ 

TTGATAGCACCATG 

>ncrc0204.seq 

NAAAGAACCTACCTGGAAGAAAACCAGNACGAATTnGGAnTTGGCATAGAACATTTCTCTGTTmTCAn^ 
mGmCTGCTGGCCnAATAATCCATCCmCACTTCTOTAGATATTmAAGCTGTGAATTTCTTCAGTGA^ 

TGACACACCCTGAAnGAGTGGTATGGTCTCATnCTACAGTGAAGTCTGATGCmGnAGCACAGAATCCGTACATGTCCAATAGGTCGCTm 

ATAAACAGGACAATATAAGAAGAAACCTCTATGTCATTACTGAmTAAAGGTTCTGTmCAGGCATATAACATCTCCA^ 

CATGCA 

>ncrc0207.seq 

CATGACNnGCAACCCAGNATmGCTGTATAmGTGATAGCACmCTACAATGTGAACTnAnAAATACAAAACTO 
mAAAATGnAAAACCCCTATAGCCACCTnTGGGAATGTmAAATTCTCCAGnTTnGTTATATAGGGATCAAGCAGCTAAG 
ATGAAAACTTATGACCTCTTCGTnAGGAGGGAGTTATCTAAAAGAAATGTCTATTAAGGTGATATAmAAAAATAn 
AGGTTTTTATTAGTACCATAGTACCArrTATAG 

>l#c0209.seq 

GMTNTAACCTAmATAnATCCTAACTACTACCNCATNCCTACTACTGAACnAAACTCCAGCACCACGACCCTACTACTATCTCGCA^ 
A^iTCCATCCACCCTCCTCTCCCTAGGAGGCCTGCCCCCGCTAACCGGCTTmGGCCCCA^ 

>l®c0211.seq 

QmGAAGTAACCCAmAACTNTTTACCAGCTGGTTGGCCCCACTCAGNAmATCAAAGGGmCNTGGGTCCCTGGGGGTGGATAn^ 

TKATATOTATGAACTAAAATGmCnTAAAAAAAGAGTGGTCTGnAATGGAmATC^^ 

TM)TAATTGTGAGATGTCAAGCAAGTmTGAACTCCTCTAAGCCTCTGTmCTTATCW 

>|]|CK:0212.seq 

C#AGTTCCGACCATAAACGATGCCGAGCGGGGATGCGGCGGCGnATTCCCATGACCCGCCGGGCAGCTOCGGGAAACC^ 
A|CTG 

>ftG!K^2i3.seq 

dKTGGCCGGAAGAACGGTCTCAGAACTGTnGmCAATTGGCCATnAAGmAGTAGTAA^ 

TlM3TGGACCACmGGTmCTTTTTTGCGTGTGGCAGTmAAGTTA™ 

Tfl^AAAAGTTAAACGA 

>rrefc0215.seq 

A^iAACCCTAGGTGGTTGAmGAAACTGTGAANGTGTGATTTTnCAGGAGCTGGAAGT^^ 

AAGACGAGAnAGATGGGCTCTTGTGGAmGnCCTCATnGTCACAGGTGTCnGTGAnGAAAATCATGAGCGAAGTGAA^ 

GTGCCTTAGAAACACATCTGTTGTCTmCTGTGmGGTGGATATTAATAATGGGAAAATTm 

CACTGTAAAAnAATAmGGTAGACAGAATCCATGTACCmGCTAAGGTOGAATGAATAAmAnGTAT^ 

>ncrc0216.seq 

ACAAAAAnAGCCGGACGTGGTGGCTTGTGCCTGTAATCCCAGCTAGTCGGGAGGCTGAGGCAGGAGAATCGCnGAACGCAGGAGGTGGAGGnG^^^ 
CATTGCACTCCAGGCTGGGTGACAAGAGCGAAACTGCATCTC 

>ncrc0217.seq 

NGGCNGGGAGAAGACCATGTTCATAAGAAAAAAGAAAGATnNTGGTOTAACTGATGAGGAGCTGCGTGGCAGGCCATGCAAAATGGGGGGAAGAACAAA^ 

AAGTTGGAAnCTAGCTOTCAGGTCCCAGGTOCTmTAAATCTCAAGCTAATCAGAACTATGCTGGTGCCAAATnAGTGAGCCGGCATCACCAAGT^ 

CCACTGGGTCCCTGmCCmAATCCTTCAGATAAGGAAATAATGACAmCAACnAAAACCmCTTAAAGTACAGGTATAAAATA^ 

TAGnGTCAAnGGTCTGAAACAAAmGCTAGGGAATCTAnTGTGTAGAAGTAATTAATGTAAAAAAAATAGACCATCTCGTGTTGTGT 

ACTTAAACTAATGAn 

>ncrc0218.seq 

CAAnnGATAATGACAnGCAGTGGTGCGGCTGAAAGACCCAGTGAAAATGGGACCCACCGTCTCTCCCATCTGCCTACCAGGCACCTCnCCGACTACAACCTCATGGATGGGGAC 

CTGGGACTGATCTCAGGCTGGGGCCGAACAGAGAAGAGAGATCGTGCTGTTCGCCTCAAGGCGGCAAGGTOCCTGTAGCTCCTTTAAGAAAATGCAAAGAAG^^ 

CCCACAGCAGATGCAGAGGCCTATGTTTTCACTCCTAACATGATCTGTGCTGGAGGAGAGA 

>ncrc0220.seq 

AnCACCATTCTTAAAGAAnTTCAACCCAGTNmCATATCCAGCCAAACTAAGCnCATAAGCAAAGGAGAAACAAAATCCA™ 
CAGGCCTGCCnACAAGAGCTCCTGAAGGAAGCACTAAATATGGAAAGGAAAAACTGnAGGAGCCACnGCAAAAACATACCAAAATATGAAGACCAGTGA^ 
CATCAACTAATGTGCAAAATAGCCAGTTAACATCATGATGACAGGATCAAATTCACACATAACAATCTTAACCTTAAATGTAAATGAGAAAATGCCTCA^ 
AnGGATAAAGAGTGAATACCCATTGGTGTGCTGTAnCAGGAGATCCAAnCATATGCAGAGACACACATAGCCTCAAAATAATGGGATGGAGGAATAmA^ 



>ncrc0222,seq 
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GCTCTNNCMGTCGCGAGCGMCGACCMGTANGTGnCGACTGCTAGAGCCGAGCGAAGCGATGCCTAMTCAMGGMCnGm^ 
TGAGGTTGACAAAAAGTTAAAGAGGAAAAAGCAAGnGCTCCAGAAAAACCTGTAAAGAAACAAAAGACAGGTGA 
AGAGATGATAACATGmCAGATTGGGAAAATGAGGTACGnAGTGnCGCGATmAAAGGCA^^ 
GGAAGAAAAGGTAmCmAAATCCAGAACAATGGAGCCAGCTGAAGGAACAGAmCTGACAnGATGATGCAGTAA^^ 

>ncrc0224.seq 

ATAGCNCACATTGAGTAAGTGTGTTTTAGNCTOTGTATTAATGAGTCmAmCTGAAGCCCAAGT^ 
GTCACCAGCTGTGGCTAAACCAGTGCGTGGTACAAGGAGAGAACCCAGCCATGTCTGTCCAGCCCCCTT^ 
AGTGATGACAAGAAGACCACCAGTAGTTGGTACACnAnCTAGGATTCTCTGCTGTCCnAACCTGTCATT^ 
AAAAAACAAAACAAACAAAAAAACCCCAAAGCCTTAAATTGCAATmGnAGAAAAGTAACAm 

>ncrc0225.seq 

CGGmGTTCAGGAAATCAGCACCNAGCCTGATAGTACmACTAAAATGACTGCATTCTTTGGATTCmCAGTCTATGGTTCAA 
GAAACAGCAGTATGAATCTTGACGGTnCTGCCCGTCCTAATGGCAGAGGTCTGTGACnGGGTGTATGCTGCGAGGGTGGGTACTnCATAC 
ACGACTCAGCATACATTTTCCCACATACATTT™CATTGTAGC™GGACTCAGTCATCTCCACnAAAnGATGAC^^ 
AAnGTCTGTTAAAGCCAATTCTCTGGGTGTCGCAGTGAGTGGTG 

>ncrc0228.seq 

AACNANAACATGGTGGCGAAAGTGGATGAGGTNANGTCCACAATCAAGnCCAAATGAAGAAGGTGTOTGTCTGGCTGTAGCTGTTGGTCACGTGAAG^^ 

TGTATAACAnCACCTGGCTGTCAACnGnGGTGTCAnGCTCAAGAAAAACTGGCAGAATGTCCGGGCCTTATATATCAAGAGCACCATGGGGAAGCGGC^^ 

ACATnGAATAAATTGTATTACCAGTTC 

>ncrc0233.seq 

TGCCTCGTCATCTAATTAGTGACGCGCATGAATGGATGAACGAGATTCCCAGTGTCCCTACCTACTATCCAGCGAAACCACAGCCAAGGGAACGGGCnGGCGGAAT^^ 
AGAAGACCCTGnGAGCnGACTCTAGTCTGGCACGGT 

>Mc0235.seq 

attn"gagataagatcttgcactccagtctaggccacaacaacaaaactccgtgtaaaaataaataaata^^ 

gs^cgaccaagcccggcctaaaagatttaaaaatgttottnaaacatacataagacatgcacacataaagatacgcatagcatga 

cMttgaaacgamgtataatgagaatgtataggaggggtgggcgaatgacaggcttgcttatgactgga 

;iil?GTmGTTmATAGCTATGCAT^ 
>fK:ic0236.seq 

TjgnNNCAGTGGTAGGATGAAACAAmGGmTAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGG 

Al^AAAACATACTTTOGAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACM 

Tf^GAAGATAGAAACAAGATAGAAAATGAAAATAnGTGAAGAGTnCAGATAGAAAATGAAAA^ 

>ficrc0238.seq 

CiGGGCCCAGCnCCnCAAAATGNGTACTGTOACGAAATCCTGTGCAAGCTCAGCnGGAGGGTGATCACTCTACACCCCCAAGT 

T?^TGCTGAGCGGGATGCTnGAACAnGAAACAGCCATCAAGAGCAAAGGTGTGGATGAGGTCACCATTGTCAACAT^ 

Q'f^^GCCTACCAGAGAAGGACCAAAAAGGAACTTGCATCAGCACTGAAGTCAGCCmTCTGGCCACCTGGAGACGGTGAT^ 

Tt^AGCTAAAAGCnCCATGAAGGGGCTGGGAACCGACGAGGACTCTCTCATTGAGATCATCTGCTCCAGAACCAACCAGGAGCTGCAGGAAA 

AtSAGACTGATCTGGAGAAGGACATTA 

>pc0240.seq 

Gf4CACCnCCAGCAGATGTGGATTNGCAAGCAGGAGTACGACGAGTCGGGCCCCTCCATCGTCCACCGCAAATGC7TCTAAACGGACTCA6CAGATGCGTAG 
GnAATTGAGAATAGAAAmGCCCCTGGCAAATGCGCACGCCTCATGCTAGCCTCACGAAACTGGAATAAGCCnCGAAAAG^^ 
GGATTGTAGAACTONTGCTGATmGACCTrGATTTGAAGTTAACTGTTCCCCTTGGTATTAACGTGTCA 
TTTGTCnGCGGGTCTGTCAAGGGnGGAAAGTCCAAGCCGTANGACCCAGTnCCTnc™GCTGATGTCTTTGGCCAN 

>ncrc0241.seq 

AnAAGTAAnGAAATAAAAnNGGAAGCTAmGTTAAACTCCTTGGATCACAGTGTAnTAGAinTGmGTTGAGAAT^ 

CAGGCACCTCCCAGAnGATAAAGGAGAAAAAGnCCATTCTATmGAGGACAGCmCTGGGTAGATGAAAACCTGCATGAAATAATTGGGnGCCAAG 

TCCAnCCAGGTGnAGAGGCACCAAAATTGTGCCACTTTAATCACAGCnATGCTCCTCTTAAAGAAAACAATCTGCTATAAAAAAGAGT^^ 

CTTTCCTCGTCCCCnCTTGATGGAGGCATGCAAGAACTAGCTCTAAATAnnCAGA 

>ncrc0243.seq 

TAAAAGGnTCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTATnAAAAGAAAATTGAGAGAAAGGACTAC 
GCAATGCTTTTAGAnAAAATGAAGGTGACTONACAGCTTAAAGmAGmAGAAGTTGTAGGTGAnAAAATAAmGAA 
AAAGACCTTGAAATCCATGACGCAGGGAGAAnGCGTCAmAAAGCCTAGnAACGCAmACTAAACGCAGACGAAAATGGAA^^ 
GAGAAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAG 

>ncrc0244.seq 

ATACTTGGGCTGTATOCCTTCCTACAGANTNACmCACTAGGmAGTAAmGCTATAGCTTCAGCCTTTTGTTnGTm 
TCGCnGAACCCAGGAGGCGGAGGCTGCAGTGAGCGCAGATTGCCCCACTGTACTCCAGGCAGGGAGACAGAGTGAGACACCATCGCNG 

>ncrc0246.seq 

GAAGGCCNncmCTATATTCTGGATAnATTCCCCTATCAGATATATGAmGCNCATATClTCTCnATTCCATAAGGNTACTTmCAC^^^ 
GTmTAGTmGAAATAGTCTAAmATCTGTmTACTmGTGGTGTGTGCmTGGTGTCATATCCAAGA^ 

GTC™GTCTATATTTCTGTACTCACCTTTCmATCCACTCATCAGnGATGGGCATGTAAGGnGGTTCCATATCmGCAATTCTGAAnGTGCTGTGATC^ 

ATGAmAGTGTGCmGGGTAGATAGCGAGTAGTGGGATTGGTGGATGGAATGGGnnATAATnTCTATnTACCACAGmGTGTGTGCATm 

GA 



>ncrc0248.seq 
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MTCCTTnCmCATGAMCTCTCAnCTATmATATnCTGGNnGncnGnCCCATGTGAGA^ 
ATTATGTATTAGAGAAGGTGCAACCTGTACATTACnAATATACTATGAACATAATAGGAATAAC 

>ncrc0249.seq 

TGCGACTTGTGnGGGACTGCTNNTAGGAAGATGTCTTCAGGAAATGCTAAAATTGGGCACCCTGCCCCCAACnC^ 

GCCTGTCTGACTACAAAGGAAAATATGnGTGTTCnCTmACCCTCTTGACnCACCmGTC^^ 

ACTGCCAAGTGAnGGTGCTTCTGTGGATTCTCACnCTGTCATCTAGCATGGGTCAATACACCTAAGAAACAAGGAG^^ 

CGCACCAnGCTCAGGAnATGGGGTCTTAAAGGCTGATGAAGGCATCTCGnCAGGGGCCTTmATC^^^ 

TGGCCGCTCTGTGGATGAGACTT 

>ncrc0251.seq 

AGCAATCAGTGAGTGGTATTTACCATTCCCCTGGCmGTGAAAGCATAnATITlTCTGAAAACTTCTCCAACCTAAGCTC^ 

TAAnAATATGTACTATGCCTAAATATACATCTCCCCTCTTCCAAATGTnGAnCAAAACTAGCAT^ 

AATTANCCAGGCAT 

>ncrc0252.seq 

GAGCANCGCTCTATCTAACACAATATAATAGGNTATTTAAAAACTGAGGnAAnGCCTTCACATGTACnCTATGTGTGnCCTC^^ 
TCGmCnGTCTCGCTnGTGCTAAATGTCAGAACTACATCACAAGCGCAAAAAGTATTTCCTCAGACGTmGGTCCACTGACATT^ 
AAACAGATTmGCCAATGACAAnCAGACCTATTOTGAAAAnATTCmCTAGnTGNTmA^ 
TTTTTCCAAGATCTTGGAAGTTTTCTCTCCTCTAATATGCTGTCATGnTTGTGATCATATmTGTnTAATGT^ 

>ncrc0253.seq 

GAGGGGGGAGGCGGAGCTNGAGNCAAGGGGAGATAAGTTTTnTCTCTnGAAAGATAGAGATTAATACAACTACTTAAAAAATATAG 
AGTTmAACGTAATmAATAGCnAAGAmTAAGAGAAAATATGAAGACnAGAAGAGTNGCATGAGGAAGGAAAAGATAAAAGG 
TTCTTCATGGAGTAAAAAATGTAmAAAAGAAAATNGAGAGAAAGGAGTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGC 
Tj(mGmAGTTTAAAAGTTGNAGGNGATTAAAATAATTTGAAGGGGATCTTn 

>l3c0254.seq 

A!S€AAGCTAAGCAAGAGGAAGTGCCCCTCTCAACCTGTGCGGGCTGCTGCGTCCCAGGACTGAGACGCAGGCCATGCCCCGGCCCCTAGCCCTCAGGCCTTC^^ 
^fe^GITTCTTACCG 

>ISc0255.seq 

A^lGAAGCGTCAGGGTATTmCCTTCTACnTOGTNAACTACGCnACCAGTmTATTGCCCnATGACTGACTTCAAAAAAGAAT^ 
C.c|AAACTTAAGTGCATAGATTCn™GTmAAAAGTTTTAnGCAACTGGGGAGACAGAT^ 
#^TCTGTAGTCTGTATGTnCTGTTTAGGCTnAGGCAGTACCTGGAAGAATCTTTGGACmACAmTCnTO 
hlAGATnCAACCCAATTTCnCTCCnGTTAATCATAGCTAAAAGTGAAGAGAGCTACCGnTTrnTCTAGTGTAGATAT^ 

>!igc0256.seq 

/ftgACCACATCTAATAnCTGGCTGCnTGGATACAATACTCTTGATnATGATAATTAGTTAAAAT^^^ 
T^ACATATTTATATGTATTT 

>h¥c0257.S8q 

TpGGCCGGGGAAAATCCGGCTCTGGAATAACTGACAACATAnCAAGTATmAGTGCAGTGTCACTCTCAnAAGAAGA^ 
G^AAAAGGAATATTCTGCCAAnATCTCACAmCTAAATATCTGGATATTGGCCAnGTAAAGACAAAACACACA^^ 
d4trGTACCTCGAGCCATAGACTCTAAGGCAATTTATAmGCTTCCTCTTCCC^^ 
MAnAGGAGTTCTGTCTCCTTGTATCTAAnGCATGmCATCTTTCnGTTnAATGAnGA 

>ncrc0258.seq 

AATAATACNNAAAmAAAAATAnATATATGGGTnGGCTAAAGGCTCCmAACCACAGCCTCACATATACATCnGCCAW 

TCTGTAATCCCAACACmGGGAGGTCGAGGCAGGAGGATTGCnGAGCCTAGGAGnCAAGACCAGCnGGGCAACATAGCAAGACTCCCATCTCAAAAAA 
AAAATTTTAAAAAATAATAATAAATAAACATGnAATATACATATTCTAAGAGATGA 

>ncrc0259.seq 

AATGCATCGTAAAACCTTCAGAAGGAAAGGAGAATGTmGTGGACCACmGGTTrrCTTT^ 
CnGACCAAAAATTTGTCACAGAATnTGAGACCCATTAAAAAAGTTAAATGAG 

>ncrc0260.seq 

AACTTCNCATTTGCCCACAGNAACCCTCTAAATNNTNCTTGTAAAmAACTGTTAGTCCANAGAGGAACAGCTCmGGACACTAGGAAAAAACCn^^^ 

CACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAGCGTTAAGCnAAAACACCCAnACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACGCAATTG^^ 

CGCTATANA 

>ncrc0261.seq 

GAAAATATTGTCAAGAGmCAGATAGAAAATGAAAAACAAGGTAAGACAAGTAnGGAGAAGTATAGAAGATAGAAAAATATAAAGCC^^ 
>ncrc0262.seq 

cgnagggaccaccagcttngacgacctcattgcgtgtgtgtcggcgcccgacagtctggaaaaaatcgagagccttggttacaaccgac™tcctgcaaattggtagag^^ 
ggtacctgaacccttcagtactgagtcgtnactctggatgtnacagggtacaaggatnccngaaagaagacattcagaaagcagatcttgmnag^^^ 

TGTTTGGAGACTCTGGAAAAAGGAAAGCCACTCGTAGTGGmTAAACGAAAAGnGATGAACAATCATCAGCTGGAACTGGCAAAGCAGCTACACA^ 

TAGGTGCAGGACGCTTGCTGGGGTGTOCAGTGAATGGACmTCAACACTGAAATGTTATGCTCCTGGCGAGGCAGAAAAATnTGTGCATTm 

ATAAACACTAAACTCTCAACACTTT 

>ncrc0263.seq 

TGTACCAGTGGATTAAmGGGGCGGGAAAGTGTCATAATnGATACTGTATGTGTnTCCnCAAAGTATAGAGGTTnGGGGAAGGAAAG^^^ 
CTGGGCTGACAnAACTAGAATTATGGGAAATGCAAAAGnGmGGATATGGTAGTGTGTGGTTCTCTmGGAATT^^ 
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GCAGAGCAAAGGAAGTGGCnAATGATCCTGAAGGGATnCTTCTGATGGTAGCTmGTAnATCAAGTAAGAn^^^ 
ATACTmCCAnGmAACTGCAAAACAAGATGTTAAGGTATGCTTCAAAAATmG 

>ncrc0266.seq 

CAGTCAAGATGTGTGACnCACCGAAGACCAGACCGCAGAGnCAAGGAGGCCTTCCAGCTGmGACCGAACAGGTGATGGCAAGA 
GGGCCCTGGGCCAGAACCCTACCAACGCCGAGGTGCTCAAGGTCCTGGGGAACCCCAAGAGTGATGAGATGAATGTGAAGGTGCT^ 
ACAGTGGCCAAGAACAAGGACCAGGGCACCTATGAGGAmTGTCGAAGGACTTCGGGTGmGACAAGGAAGGAAATGGCACC^^ 
ACACTGGGTGAGAAGATGACAGAGGAAGA 

>ncrc0267.seq 

GTCCAAGATAGAATCTTAGnCANCmAAATnGCCCACAGAACCCTCTAAATCCCCnGTAAATnAACTG™ 
AGAGGGAGTAAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTACCGA 

>ncrc0268.seq 

GATCATCTATCCmACGGCAAGGGTACCTACNTOCCTGAAAACAACGATGGCATGGAAAACACTTCCCATTOCCTGnGTTGCTGCT^ 
TCAAGATnATCAAGCTGTGCAGGGAGATGTGGGGAAGGGTATTCTAGAGATGCCACCTGCAACTGTGAnATAACTGTCAACACTACAT^ 
TGCACTGCGGAGCmCCTGTAAAGGCCGCTGCmGAGTCCTTCGAGAGAGGGAGGGAGTGTGAGnGCGACGCCCAATGTAAGAAGTATGACA^ 
TTTGTGTGCAGA 

>ncrc0269.seq 

GAAAGNCCCAAAGCTGTCAAnCAATTCTATATTCTNATGAAGATATCTTTTGAGAATGAANATAAAATAAAACTGGCATC™G^ 
GGGCTCCGGAGACAGAATCTAGAmGAGmCTGCCTGAGTACCTCnGTGATCATGGGTGAATTATATAAAnCTCTAACCTCAAmCCT^^^ 
TCTAAACTAATGAGTAGCAATGAGAGGATGCTTCnAAGCACTTAGTATCTGCnGGCATATGGTAAATTGnGGAAAAC^^ 
AAATATAACCAACCmATAGAAmCGTATTnATATmTATCTGNTTCAmnGNTCAACT^ 

^ncrc0270.seq 

GAfcATTTTnCCCCATGGGGAAGCCTCAGCAAAGTTCACTGTCTrcnTCTCmAACCTACTCTCA^ 

dfSGGGGTACATAATTGAGTACTCGGATTnGnGCCAGAGTTC™GAACAAGAATGCGAACATGTC™nTCAACC^^ I i III I GTGTTTGACAAAGG 

Q^CAAAAGAATAACCCCCTAAGTATTAAGGAGTGGAGGGAAAGGAGATGAGCCCCCACTCCCTGCGCTCCCTTCCTGGGTTGCCmGGGTGTAC^^ 
A&GGCTGCGTOGGGCCGAGGGGGTGAAGACnGGCAGGACTTCCTGGCAGANGCAAGGACTCCCCTGCCTCCCACCTCATGAa^ 
dA^NGGGGGCATCTTTAGCCTAAACCT 

>acrc0271.seq 

Q^ATGCCTATAGGGACACAGACACATTCAGATGCCnTGCAGAAAGAGAAGTCAGGGncnGAAGTCACAAAGGGAAG^ 
/^TGTCTCACACTATAG 

>ncrc0272.seq 

dGATCnTTAAAAAGAGGTTAANCCGAAGGTGAnAAAAGACCnGAAATCCATGACGCAGGGAG^ 
4SGAnAATTGGGAGTGGTAGGATGAAACANmGGAGAAGATAGAAGmGAAGTGGAAAAGTGGAAGACAGAAGT^^ 
ypMGATAAAAACATACTmAGAAGAAAAAAGATAAATnAAACGTGAAAAGTAGGAAGCAGAAGAAA^ 
q^nGGAAGATAGAAACAAGATAGAAAATGAAAATAnGTCAAGAGm^ 

>fflc0273.seq 

Qg^CATAAGTGCTAATGACGAGTNNTTGGTGAGACACAAAAAATAAAGAmACTAACACAT^^ 

Aj|AGGCAATCTTGGGTAAnCCTCACCTGACTmAGAAGTGTGGTAGACCTCTGGGTTTTA^ 

TtfeTCCmTTTGAGATCCAnAAGGATTnACTGTGAmATAAACTnCTTCTGGA^ 

ATrrrrCAnGTOCAGCTGGGAGAGGGTGCTACGTGGCATCTAGAGGGTAGAGCCGAGGGCGGCTGCTAAAGATCCTAGCCTGCAGM 
>ncrc0275.seq 

TCACCTGCAAATAATCATmAAmCTTOTTTACAATCAGGnGGTmCTTGAAGGAnAAAA^ 
CATATGGGCCTGGTGCTGTGGCTCACGCnGTAATC 

>ncpc0276.seq 

GTGTGGAAGCCGGAGCCCTGCCNNATCTGTGTCTGTGACACTG6GACTGTCCTCTGCGACGACATAATCTGTGAAGACGTGAAAGA 
TGCTGCCCCATCTGCCCAACTGACCTCGCCACTGCCAGTGGnGTAAmATnAmCCTGTTCAACATAAATAAATOCTTGC^^ 
TCTCTGCAAAGCAGAGGGGCTAGnATCCATGGGACCTGGTAGCTGGGGTAGAAAGGAAAGGCCACTTCTCACTTGCAGGnGAAACTGAGTGAATGAG 
TCGTTCTTTGCCCAACATCTCC 

>ncrc0277.seq 

CnAAGTATATCTGGAAAGCGGNCTGCCCCTGGAGGTGGTAGCAAGGTTCCACAGAAAAAAGTAAAACnGGTGCTGATGAAGATGATGACGATGATGATGAAGAGGATG 

GATGATGATGATGATGATmGATGATGAGGAAGCTGAAGAAAAAGCACCAGTGAAGAMTCTATACGAGATACTCCAGCCAAAAATGCACAAMGTCAMTCAGAATGGA^ 

AAAACCATCATGAACAGCAAGATCAAAAGGACAAGAATCCTTCAAGAAACAGGAAAAAACTCCTAAAACACCAAAAGGACCTAGTTCTGTAGAAGACATT^ 

GTATAGAAAAAGGTGGTTCTCnCCCAAAGTGGAAGCCAAATTCATCAATOTGTGAAGAATTGCTTCCGGATGACTGACCAAGAGGCTATTCAAGA 

CTTTAAGAAAATAGTTTAAACAATT 

>ncrc0279.seq 

GCAGATGmCnGAATGCTTTGCCAAAnAAGAAAGnAAAGTGCAATAATGmGAAGACAATAAGTGGTGGTGTATGTTGm 
ATTAGGGAGnGTATGTCAGTGTATAAAACATACTGTGTGGTATAACAGGCnAATAAAncmAAAAGGAGAGAACG 

>ncrc0281.seq 

AAAmCCCNTGGAAAGAGCATTTTmAGACTTmCAATTTTAAACACATAAAACTTTG^^ 

TAGATGTTGAATTCTGTTTnTAAnAAATACAAAGCTOGAnTCAGAAAGAGAGGGAAAATAGCTGGTGGTCCCAGAGTGTGCTGCTGGAATT^ 

AAACAGATAAAGnACCATAAAnCGATGAAGTTAAATCTGTGAnCAnGCCnAAAACmCTCTCnAGAATnCCATACGGNATGGCAAAGCAGT^^ 

GTAGACAATGTCAGmGTATAAAAGTACCAAGTGAAAATAmATOCATGCATTGGAAAAAAATTGmACCTATTGAATG™ 
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>ncrc0282.seq 

CTAAAMTCTGTAAMTGTTAGNCCTTGGTMTlTTTm 
>ncrc0284.seq 

GCATATCA GTTATA TCTGTGATCANGMTGGTGTGGAnGAGMCnGTTACnGMGAMMGMTm 
GAAAAATOTTmGGGATAAGAGAATTTCAGCAAAGATGTmAAATATATATAGTNAG 
ATGGATGACATAnAATAmGTCAGAAnAAGTGACTCAAAGTGCTATCGAGAGGTTmCAAGTATC 
GTGTGGAAAnATCTGCCTGGNGTGTGCACACAAGTCmcnGGAATAAATnACTGGNACAAATTCC 

>ncrc0285.seq 

CAGGTGGCCTGGAGGNGGGCNCCAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTmGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACC^^ 
CGTGGnTGCCTGAGGCTGTAACCTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGACATTCTCACATAAGCCCAGnCATCACCAm 
CnnCACATTAGGCTGTTGGnCAAACTmGGGAGCACGGACTGTCAGnCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCn 
TTCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAAT^ 

>ncrc0286.seq 

GTGnGCTTGGGCAGACGGGATCAGCAACCTmATTACCAAAGTTAATGGCCATGAAGTTAATTAGAAAGnAATGTATTAATGAGTn 

TnCTGAAGGCACATAnTTCTGTGGCGACTCCACAnGTAAAGAAAGTGTNGACAAGTTTTmCTGTAAAGTCCAGATAGTAAAT^^ 

ACACCTGTTTAGCmTTCCTGTGTTGCAAAAGCAGACACAGAGATGGAAATGAATGAGAGTATTCCAGTAAAACCATATTATG 

>ncrc0287.seq 

GAmGACAAGATGAAAGCTGGGGGAAAATGGACAGTGAGGnCAGAGAGATGGAAGGATCnGGATnGATTGATGATGCTTGGCGAGAAGACAAGCTGGGTO 

ATACCACTGAATGAGCnCCTGAACCTGAACAAGACAATGGTGGCACCACAGAATCTGGANAGAACAAGAAATGAAGTGGACAGACTrAGCC™CAGTACGTCC 

CCCCAnGGAAACTGACGCTTGGCTCCCTTCnGTGGATGGAnnCTGAAAGTACACAGATAAAGCATGGmGmCAGTCTCCAAATTCAAACCm^ 

AAAATGTACACCCATTTAGmGTGGTAGCAAAAGTGCAATGCGAAAnGAATGAGAAACTGAGAmCTCAGTAATGGNGAATAm 

dTfATATTTGAACATGATT 

>iSc0288.seq 

d^MGCATCnAACCTGTGACCNTnCAAGCTACCCTCCAnCAAATAGTAGGTCCnAGAGTGAGACAATGAGATG^ 

/laJTTGTTGATGAAAATAAAnGCAAACTGAGAATACnTGGAAACCTGATAATNTCATTOTCCmGAAAAAAATTTG 

«rCTCCGATnTATTAGTGCTCAACCnTATGACAGTGCTTGTGAAACAAATATAAAAnGCAATGCATGATGCAGACTAACCA^ 

AfflTCCATGGTCTGGACACCCTAACCGTGATGGGCAnGCGTnGCAGCCmGTGATCGGAGCACTCCT^ 

QffGAGTAAGAGn 

>|iip|c0289.seq 

GgfeGAGTGGAGTGTCGGCTGTGCCCGGGCCTGCACCCATGAGCGTCCCGGCCTTCATCGACATCAGTGAAGAAGATCAGGTOGAAAATGGAmCT^ 
AS^AAAAAGCACACCCTTTTAAGACTACTnATGAGGCACnGTGGAnGTAAGAAGAGGTATTCAAAAT^^^ 
(PTGCTTCCCAGGCTCGAGTTGATOCCCACAGGTGTATTGTACGAGCATTGAAAGATC 
(^ATTCATGATCTTTTAACCATTmGTGAGTGCTAAATTGGCATCATAT^^ 

>'fryc0290.seq 

TlllAGTGGTTCACGCCTGTAATCCTAGCACmGGGAGGCCGAGGTCGGTGGATCAGGAGGTCAGGAGTTCGAGACCAGCGTGGCCAGCATC 

CjS 

>f|fc0292.seq 

GGCAGTGAGTTCGACACACCATGCCGACTGTCAGCGTGAAGCGTGATCTGCTCnCCAAGCCCTGGGCCGCAGGTACACTGACGAAGAAm 
GGAGCnGATGAAATTGTGCAGmGTCCACTGATCACCAGCATCGCTGTGTrrGGCCCATAAAGAAGGCTGCCTCCTATCAGGAAAAA^ 
AGAGAGTGGAACTAAnGAAAAAGTCATAACTATACAAACCAGAAAATCACTGGAACTGAAGAAAAAGACATCTGA^ 
GGAGCCTCTGATGTTGTTCTTTACAAAATTGACGTCCCTGCCAATAGATATGA 

>ncrc0293.seq 

TCAmACATAAATAnATACTAGCAmACCATCTCACTTCTAGGAATACTAGTATATCGCTCACACCTCATATCGTGCCTACTATGCCT^^ 
AGCTACTCTGATAACCCTCAACACNCACTCCCTCnAGCCAATATTGGGCCTATTGCCATACTAGTCmGCCGCCTGGGAAGNGGCGGGGGGG 

>ncrc0295.seq 

CATnTTAAATAmTGTGTAAACTCATAATCTATGGATGGAnAGAAGGCAGCCTGAGTnAAnAmGnCATTCACCCAnTAm 
TGCATACTTGnAGAGATCATGCACCATTTCAGATTCTGAGGTOCAAAGAAAAAGGCTACTATGGCCnCAAGGAGCTTACTGTnGGAG^ 
GCTAGGGATCTnGAGACGCmAAAGAATCTGCAAGGTCAAAACTATmCATAGGAATATCAAGTCATTGmGCCTmCTm 
mCGAGAGGCTGTAAGACGTAGGGTATCATAAAAAGAAGGCNGAAGCAGATATGAGAATCCAGCTTTTCTCT 

>ncrc0296.seq 

AGAATGAnACCTTTTACCGCnnAACCATCTGATATCTATAGTAGACACACTATCATAGTTAACATAGTTAAGTTCAGCACnGTCTCATnTAAT^ 

CAGGCAGTCTCTCTCnCCTCACAGTCGCACTGTGCAGGTGCTATTGTOCTCTOCGAATATmCAGTAATGTTATmCTTCTAAGTGAAAm 

GnCCCmGTGnTCAAAGTCGAAGGTTCCCCTGTGGCCCTCTCCCTTACCCTGGGAAGGCCTCnGGAGAGCTTACCCCTGGCTGTnGGAGmGT^^^ 

>ncrc0297.seq 

AGGAGAAATAGTmCCTTGmAACTGCAAAACAAGATGnAAGGTATGCTTCAAAAATTnGTAAATTGnTATm 
GnCAGCnGAATGTCTGTOGAGGGCGGGCmTGnGATGAGGGAGGGGAAACTTTTTTTmCTATAGACTT^ 

TGGCGTAGATGCAGAGAAAACAGCTCCnGGGGAAnGATAAGTAAAGGCAGAAAAGATTATATGTCATACCTCGATTGGGGAATAAGCATAACCCTGAGATO 
ACAnATCTGCATATGGGAAAAAAATTnAAGGAAATGAAAGGTACCAATnAAAGnACGGAATGTAGCATlTT 



>ncrc0299.seq 
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CMTTACATGTATAnAGACCnTGATmGTCCCAGNAGTCCCTGAGGCTATAmATTmCnCC^ I II II lATGCATTTTTCAGATTGCATAGTCTCTGTTGATTTGACTTCACCACT 

GACAATCTACTGnAAACTCCCTGAGGGAAGTnTCAGCTCTAGAAmGCAmGGTTCCCAGTATAGlTCTCAG 

TAATTCTnGAATGTATTmCTTTGCCTCmGAAATATnATAATAGCTGT^ 

CCTGACTATGGATCACAmAGATGTncmGTATGAGTAGGGGGGTmGATTGAACACCAGACCTTGNGGATAAC^^ 
>ncrc0300.seq 

GAACCAACAGNAGAAATGAAGCmTGTGCCAGCTGAGGGAGAGTCTOTTACCmTAAACCCAGTGGGAAAGGGAGAAAGCCAGGCGT^ 

CCCAnCTCAAGCmCTGTAAGGCAGGGCAGCAGGAAAmAATCGGAGnATCGAGAACCAGCCATGTGTAACT^ 

CTAGTTmGnCTAAAAAATTATCTAATCTTCATAGCTACCCACTGAAGTAGATATOnATC^ 

>ncrc0301.seq 

CGGGCAGGCTGAGGCAGGAGTAAnCGCTTGAACCCGGGAGGTGAAGGTTGCAGTGAGCCGAGATCGCACCACTGCACTCCAAGTTGGGCAACAGAGTGAG^ 
>ncrc0303.seq 

GATGCCCCTCATTTACATAAATATTATACTAGCATTOCCATCTCACnCTAGGAATACTAGTATATCGCTCACACGTCATATCCTCCCTACT^ 

TTCAnATAGCTACTCTCATAACCCTCAACACGCACTCCCTCTTAGCCAATAnGTGCCTATTGCCATACTAGTCTnGCCGCa 

AATCTCGAACACATATGGCCTAGACTAGGTACATAAGCTAAACCTACTCGAATGCTAAAACTAATCGGCCCAACAAnATAnACT^^ 

>ncrc0304.seq 

CATGAGGCAGGTGmGCAAAGCGAGGTGTGGGTTCCGATGGGGTAnGCTGACGTACTmCTAGGGGAAATGCTCnAAACACTGTAAmT^ 
TATGACC 

>ncrc0305.seq 

GGTAGGAGCCTCTCTCCCTACTGCTGCTACACANGTACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGCCTTAGCGGTAGT^ 
GTGTrATGAATCACATGAAAGCATGGAATCTTATGAACTTAATCCCnCATTAACAGGAGAAATGGAAATACGTTCATATCCCCTCA^ 
TpCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGAGTACAGAGmGCGAACGCTACGCCATGGTTTATGGATAGAATGCT 
G-^GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnTTmCTGGAGGCTGGCACCTGAm 

>iiGrc031lseq 

C^GAANTGCTAAGCAAGGTTCCTCATGGTGAAAATCnGGGAGCGATGnGCGCGTGGATGTGTTATGACAAGACnGCTGCGGTCCTGC 
^i^CCTGATGTCATAATAGCTATCTGAATAnAAAAAGT 

>ncfc0312.seq 

T0SGGNGGCTCACGCCTGTAATCCCAGCACmGGGGGGCTGAGGCGGGTGGATCACGAGGTCAGGAGATTGAGACCATCCTGGCTAACACGGTGAAACCCCAC^^^^ 

r^AAAAACnAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTGGGGAGGGTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCmGCAGTGA^^^ 

QQfCACTGCACTCCAGGCTGGGTGACAGTGAGACTCCGTCT 

>!icrc0313.seq 

TpGGCCGGGGTCCTTnGCCCAAACTCACCCAGTGAGTGTGAGCATTTAAGAAGCATCCTCTGCCAAGACCAAA^ 
Tj^TTGTmCACGAnGGGCTAACmGCTGCTAGGAGTTCAAGCCATGCCTGCAAATCGCCTCTCTTGCTACAGAM 
(fgGCTGACCTGACACAGATTGATGTCAATGTCCAGGATCAmCTGGGATGGGAAGGGATGTGAGAT^^^ 
CmGGACCAAAGATCTCTnCGTGATTCCTTGCAACAATCAATGAGAATCTTCATGTATTCTGGAGA^ 

IB 

>{istc0314.seq 

A!ri^mCTATNATGAGTAAATCATAAAGCC^CATCACTCCCACATTTTrC^ACGGTCG^^^ 

SllTAGGCTGTTCTGTGCCTCCAAGGACTGTCTGGCAATGACnGTAnGGCCACCAACTGTAGATGTATATATGGTGCCGT^^^ 
NATTnCTGATTTTATACCAAGTGTGTGGACTAAGATGCATTAAAATAAAGATCAGAGTAACTCGA 

>ncrc0315.seq 

CTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCGGGGCAGAGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGATGGCTGCAGGAAACATACC 
GGGCAAGACTGnATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCAnGACATTGCACCCATGGACATAGGAGGGCCCCGAGCAGGAATTCGGTGTGGACAT^^ 
GTCTGCrrCnGTAAAAACCTGAACCCAGAAAGAACACAATCCGTTGCAAACCCAAAGGACCGAAGTACmCCAATGTCAGTCACTCTAGGACTGTGCACTGM 
TGATGTCCATTCATCCCACCCTGTCACAGTTCGGACTmCTGCGCTCTCTTTCTAAGAGACCTGAAGTGGGCAGACTGCAAAATA^ 

>ncrc0317.seq 

CAATCACCTGAGCTCACCATAGTCTAATAGAAAACAACCGAAACCAAATAATTCAAGCACTGCnATTACAATmACTGGGTCTCTAmTACCCT^ 

GTCTCCCnCACCAmCGGACGGCATGTACGGGTGAAGATTTmGTAGCCAGAGGCnCGACGGAGTTCACGTCAnAnGGGTCAAGm 

AATAmCACmACATCCAAAGATCACCnGGGTTCGAAGCCGCCGCCTGATAGTGGGATmGTAGATGTGGGTnGACTATm 

>ncrc0318.seq 

GAGAAGNTTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAAmGAAGATAAAAACATACTm 

CCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACTTAGAAGAAAATTGGAA^^^ 

GAAGAGmCAGATAGAAAATGAAAAACAAGCTAAGACAAGTATTGGAGAAGTnAGAAGATAGAAAAATATAAAGGCAAAAATO 

GGTAACCAATnATTnAAAAGCCCATCAAmAAmCTGGTGGTGCAGAAGTOGAAGGTAAAGCTTGAGAAGATGAGGGT^ 

GAAGG 

>ncrc0319.seq 

AAAAAAmGCTAGGGATGGTGGTGCGCGCCTGTAGTCGGAGCTACTCGGGATGGTGAGGCAGGAGAATCGGnGAACCCAGGAGGTGGAGGnGCAGTGAGGGGAGAnGTC^ 
CTGGACTCTAGGGTGGTGAGAGAGCGAGAnCCATCGC 

>ncrc0320.seq 

GATTGCCGGGCTGGGGCAGAGAAAATACAAGTATGAGCTTAGAACATCnCTGCCAGCAAAGTAAAAAAGTGCCGACAGAGTAATGGAGACAAATCAA^ 
GAATGTCTACTACTGGCCTAATCnGGGGAAnGGAGCATCAGAATCATGAGGTnGGTTGTCCCnATTTAnGGTTTTATTTGTCGATGTGGAAC 
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>ncrc0321.seq 

GMGMGATCCATGAGMTGAGMGCGCCTGGAGGCAGGAGACCACCGCCATCCGTGGGGCCATCATCCTGGCCMGCTCTCCATCGTCC^ 

CAAGATCGGCAAGCCCCACACTGTCCCnGCAAGGTGACAGGCCGCTGCGGCTCTGTGCTGGTACGCCTCATCCC 

AAGAAGCTGCTCATGATGGCTGGAnCGATGACTGCTACACCTCAGCCCGGGGCTGCACTGCCACCCTGGGCAACm^ 

CTACCTGACCCCCGACCmGGAAGGAGACTGTATTCACCAAGTCTCCCTATCAGGAGnCACTGACCACCT^^ 

AGCTGTGGCTA 

>ncrc0323.seq 

GAGAATACAGGGAAAGGGnACCCAAAGNAGTNTAATGAATnATGTCTAAACCATAGAGTGGAATGTGAGAGACACACAGAACTCCAGAGnGTGATGC^ 
AAGGAGAAGAGGAAGTTTnGGTAATAGTGTTTCATCTAATGTAGCTCTGTAATGTATGTGTGCCTTCATTATO 
CTGGAATCTGGGnCAGAnCTAGATCCGTATCCTACATATCACCAATGCnGnTCTCAAmTTGnTGTCATTACmAAGTCTCm 
AAGGGACTGCATTTGGGAGCTATCTGAAGACAAAAACAGCTTmGAAGmCTTTCATACGTCACCnACATGGCC^ 

>ncrc0324.seq 

TGACCGACTTAnCTOGATCATTGGTTTOCAAAGGCmGTGGCCATGAAGCCCTnGAGTGAAAACTGTGCAGAAGCCCAGAGTAA^ 

GCAAGAGTAGGGGCCTGAATCCTGCTACAACTATCTTCCmACGACCGTGGTGACACCTAAGGGGACnCC™CAACACCTTGAACTCTO 

CAGACAGCAATATGnTGACCTGAATGGCAnCCAATCTHTCTGTACCTCCACTCAGCACAGnCATGTTCAGTAGATGCTGAACATTCTOGAAAT^ 

TGCAAGAAGACAGGGATGTCmGACCCCAGGAATGATCAmGCTGAAGATGGTGTCAAGTGAACCTAGATTAACAGCCCTCCACTCCAGATGGATAT^ 

GATAT 

>ncrc0325.seq 

ATACATAnGATATATAnCTAAAGAGTACAGTNTACAAGCAGAATCCTATATnCACAAATGCATAAAAGATGACAGTAAGAa^ 

TGATmAGnGATGACCACTTGAAGGGTGTGATTTTGCGATGACTGTTATAGGTCAGGGCTOTAGGCCAGCATGCAAGGGGCTCCTCATTC 

TGGATTTGCTGCTGAAGGTAGGCAGTGATGmGGGATGCAAATATCCAGGAAAGATAAAGAGAGGAAAGGCGTGTCTTTCGACTM 

TCAGCTATCTmCTCnCTCATriTCTATAAAAGGAAGCATATGAAGATATTGAAGTAAGGCCAA^ 

TGNHT 

>ific0327.seq 

AfeAGANAGAGATGGAGAAGAGAAGAACTTAAnCCATTTGATCAGATGACCATTGAGGAGTTGAATGAAGCTTTCGGAGAAAGGAAATTAGACM 
ysgAACCAATTGAGAAmATAAAATTGAGTCCAGGAGGAAGCTCTGGCCCnGTAnACACATO^ 

>|flc0328.seq 

TiSfeGCCGGGCATGAAANGAnnGGAnnATCAAAAGCmGAAGAAGCATmGTTGAATTAAGnGA^^^ 
T^^AACACnCTACAATATATCACnCTAnGAAAAAAGGAAmCAGTAATAAmGGACAAATGATAGTGAAGGGAGTAGGA 
/®CTnATAAGTGTAAAAmGATGCTGCTTAmTGTACATGGAGAAAGGGATmGTAGTGTAGTCTGAGCAATAACCTm 
q^GAAATCmGTAAACACATATGCACGTGnATCAmCAGAAGCTCAGGCTAAATAGnAAATAGATCCAnCTCCA^^^^ 

>!icrc0329.seq 

4riGTAAGGTGGAATCnCTCTCTCAnATAGCnATAACnGnAAAGCTGnGAmCTATGnAATrm 
Afe^TAAnGAGTOGATACCATATCACCACCTAATAGAGATAGnCACCTCCCCTmCCAAATAGTATGCnCTAA™ 
^ilAGTAGTGGAGATAATGGGCATTmGTmGTTTCTGAACnGTGTCTCTAGTC 
AWTATAATAGCATATAATACATATATOTGTAATAC 

>fTerc0330.seq 

AbSAGGCGGTGTGGGAAGTCCTGCACGGGAAGCAGCGCAAGCGCCGCAAGnCCTGGAGACGGTGGAGTTGCAGATCAGCTTGAA^ 

TtMGGCACCGTCAGGCTTAAGTCCACTCCCCGCCCTAAGTTCTCTGTGTGTGTCCTTGGGGGACCAGCAGCACTGTGACGAGGCTAAGGCCGTG 

AGGCGCTGAAAAAACTCAACAAGAATAAAAAACTGGTCAAGAAGCTGGCCAAGAAGTATGATGCGTTT^ 

GmAAATAAGGCAGGGAAAGTTCCCmCCCTGCTCACACACAACGAAAACATGGNGGCCAAAGTGGATGAGGGNGAAGTCCACA^^^ 
>ncro0331.seq 

AAGTCCGAGCAGTACAACACACTGGGAGGGAATGCCCTCTCCTmAAAGGCAGGAAmmmATTACCTGTGTO^ 
>ncrc0332.seq 

TATGGCCGGGCNAGGCCAAGAAAATnAAATCTAAAGTGAGCAATTAANAATTAACTACCAATAATGAAAATOGAGCAGAAATCM 
GAAAATCCTGGATGGATGAATAGGTGGAAnCAGTAAATTmAGGGCAGTGAAACTATCTAAATGATACTGTAATGGTGAATTAGTGACA™^ 
GATATCTCAATGATTACACCCTAATGTAAACCAGGGACmAGnGATAATAAAATATCAATATTGmCAnAATTGTAAAA^^^ 
GAGGGTAGTGGTATGTACAGAGGCAGTGTACTTGCTGCTTAAGTTTTCTTTAAACCTAAAACACT 

>ncrc0334.seq 

ggaaacagtaccgaagttctttncngtggcatngtanataaaaacnggtgtgggggaggagcacaaaactccagcccactga^ 

mcatctggnactgtcctgggaaaatcanmatagagatggccttccaagtggttnaaaamactgaagttmaggtcaanatc^^ 

™t 

>ncrc0335.seq 

CTAAGAAGTAAACTTACATACCTTTATAGCATANGAGATGAmiCmAACAAGACAnAAAAGGAAGTATAAAGGAAAATAGGCTGGA^ 
AAAACAAAGGGTGACATGACTAAATATAAAAGACAAGTGACAGATTGAAAGAACAmATGACATATGTACnGTGAAAGGAGGACTATCCATA^ 
AAGGAAAACATATCAAAAACATTGGCAAAGACTAGGAAAAAATCTAGAAGAAACATGAAmCCAGTAAACATGGGAAAAGATGCTCAACCTCAG^^ 
AAGTGCAACCTCCAmAACnCCAmGAnGGCAAACAmCACAAATnCACAACCTCCTOCGCAATTCACTGAGGACGCAACATC^^^ 

>ncrc0336.seq 

ATATTTCAAATAmGTAGATnATAGGAAATATAGACTCGTOmAAAGGTTAAATAACAAmGTTCmTGTTGn^ 

CCTACCACATCAAAAATGCTGCTTTTAAAAnmGinATAAAnGAGAAGGAATmCTCTCTATAAGTTTCTGTCAnGAACAGATCACCA 

AGATAATGGCTAATAAAAATGAGGTACATACTnATAAAACCATTAATCAGAmGAATGAGGAATGCnCCCACATCCnGAAAGAAAAACTGTG 
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ATGMGTATTMGATCCMTnCTATMGCMGATCAGACTTGnMGTATGCCGCMGTMGAGCTMnCAnCATTCC^^ 
GTGT 

>ncrc0339.seq 

GNAGCCCGTGTGTAGCTCAGCAGATACGTTmNTGTGTATATAGCTGAGTGTGTGNGGGTGTCTGTGm 
GAGGTCGCTCTAAACCAGTGACTmCCCTCCCCTGCnTATTCCTnCCCTCACTGACACTGGC^^^ 
TGTCCTGCAGGCAAGTCCAnAAACTCTTTCnGCTnAGGACTCTGAAAACAGCAAGAAACAAAC^^ 
CCmCTAGATATncnAAGGTAACnAAAAATTGGGCTTTATmTAAAAAGTGATAGGTOC^^ 

>ncrc0341.seq 

GATTCAAAGCTAGGAmCAGGGCCCAGCAGTGnCCTCCATCAGCATGTTAGACAACTACACAGTATGnGmGTTTTGAAAG 

CCGCTCACCATGTCCCTTGCCCCCATGTAGCCCAmCCCAGGTOCGCTCmTCTnCTCAGGGTCCTCmGGTGGGCAGCCACT^ 

CGAAAGAGGGTATGGnAGGTACGGGTCnCCTGCCTCAnCCTCnCCTCmGTGTAGGmCAGCCACAAAACTGTCATTCACTCTAGGGGA 

TGTGCAGCGGTGAGCTCCAAGGGTCTGCACGATGCCACACAGTTGCTGTAAGGCTAGAAGTGAAGACCnAnAATAGGAGCATAAnGCGAGGGAGAATCATGG^^^ 

TGTAGACACTGGAAT 

>ncrc0342.seq 

CTTCTGAAACTmGTATAGmGCAAATTTTCTACAGTGAAGAnCTTmTACnnGTTAGTAGAn 
AGTAACAnACAGACATGTATAAAGTN 

>ncrc0343.seq 

GAGGGGCGGGCACAATGGCTCATGCCTGTAAnCCAGGTCTTTGGGAGGCAGAnGCTTGACTCCAGGAGCTAAGACCAGCCTGCACAACATGGGGAAACCTGTCTCCACAAA^ 

ACAAAAATOGCTAGGTGTGGTGGCACATGCCTGTAGCCCTCAGCnCTCGGGTGGGTGAAGTGGGAGGATCAACTGAGCCTGGGAGGnGAGGCTACAGTGAGCTGCAA 

CACTGCACTTCTAGCCTGGGCAACAGAGTGAGACCTTGCCTC 

>iicrc0344.seq 

d^AACATAGAAAGnAGGTCATAGACCTGNGCCATGGACCTGTGTAAGTAmAAGACATTTGGACATATTnGTATCTGTAACT^ 
AimGTGTAGATATGGAATCAACTGTGAAACTATCCnCTCTGGCAGCTCCAAAATCCmACATTT^ 

GlinCTAGAAGTTCTCAAAnCAAGGGCAGAGAGTCTAGTGGACCTGGATACTTGTACCGGGTTAAATGGACnATCAGTGAGGTAnATCTAGCn^ 
T^CTTAAAAAGCCTCCTCTGAAGAAACCATGGGnAAAGATAGACTAATAACACAGGCCACCCAAAAAACCAAACTGACAAA^ 

>iffc0346.seq 

T5CTfeGCCGGGAGTGGGGATCTAGNAGGAGGAmGCAGGAAGAGCTCGTGGAAGAGGTGGTGGCCCCAGTCAAAACTGGAACCAGGGATATAG^^ 

GC^GTATGGATATAACAGGCAAGGTTACCGGTGGnATGGAGGATATGACTACACTGGTTACAACAACTACTATGGATATGGTC^^ 

Ti^CAGGCGAGGTGGTCATCAAAATAGCTACAAACCATACTAAAnAnCCAnTGCAACnATCCCCAACAGGTGGTGAAGGAGTAT^ 

I^^TGCCACCTGCTAATAGCAGTTCAAACTAAATTTmGTATCAAGTCCCTGAATGGAAGTATGACCGTTGGGTCCCT^^^ 

CAT 

>lfic0347.seq 

QpGATGCAATTACCTGACACCAGGCCCTTCCTCCAACATGGGGGAnACAATTCCACATGAGATnGGGTGGGGACACAAA 
ClftcnGATTAACTCTTTAATGTGTATATTGAGTGCAAGCCATATGCAGGGGCTATTCTAGGTACTTGGTGGmACTCAAGAAAAAGGGGGCA^ 
IBiTGGCTTGCGCCTGTGGTCCCAACACTnGGGAGACTGAGACGTGAGAAnGCTTGAGCCCAGGAGTTTGAGATCAGCCTGGTAACATGGCGA^ 
a^ACAAACAAAGAAAnAATCGGGCATGGTGTCACATTGTGTGTAGTCCCAGCTACAGGTTGAGGTGGGAAAGATGCCTTGAGCCTAGGGAAGGTTGAG^^^ 

>Wc0351.seq 

dllGCATCTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTnTTCTCTTTGAA^ 
ATATAGTCAATAGGTTACTAAGATAnGCTTAGCGnAAGTTTnAAGGTAATTnAATAGCTTAAGATTTTAAGAGAAAATATGAAGACTO 

>ncrc0354.seq 

GACACAACACCAAAAAGGCTTCnATTCGGGTGTGAGTCTTTTCAGCAACCCGGTCCAGTACTGGGAGATACAGCCATCCACCnCAGATGTGTCTACGTGCGCTCTGCCATTCM 
CGGAAACTATAAGTAATTCTCAAGAAAGCCCTCATTTTTATAACCTGGCAAAATCTTGnAATGTCATTGCG 

>ncrc0355.seq 

GTTTGATTCCTTGGGAATGGGCTTAAAAATAAATGTAATAAAGTCAGAGTGGNGGTATGAAAACATTCCTAGTGATCATGTAGTAAATGTAGGGTTAAGCATGGA 
ATGTACTGTTAAAATTGAGGTCACATATTnCTT^^ 

CCACTGATTTTTTTnAAATGG TAAATG ACCnGTATATAAATATTGCCATATCATGGTACCTATAATGGTGATATATTTGTnCTATGAAAAATGTATTGTGCTn 
AAAATGTTAGTTTTGGTAAl i II 1 1 II ICTGCTGGNGGATTTACATATTAAATTTTTTGTGCTGGGGGATAAACCn 

>ncrc0356.seq 

GACACCGCGGTGCGCAGTTTTGTTCTGCTCCATNTGTTCGAAGGTGATCCAGACGCAAGATGGCTGTCCTCTCTAAGGAATATGGTTTTGTGCTTCTAACTGGTGCTGCCAGCTTTA^ 

ATGGTGGCCCACCTAGGCATCAATGTTTCCAAGGCCC GCAAGA AGTACAAAGTGGAGTATCCTATCATGTACAGCACGGACCCTGAAAATGGGCACATCTTCAACTGCATTCAGCGAG 

CCCACCAGAACACGnGGAAGTGTATCCTCCCncnATTTTTTCTAGCTGnGGAGGTGTTTACCACCCGCGTATAGCTTCTGGCGTGGGCTTGGCCTGGATTGnGGAGGAGTTCTT 

TATGCTTATGGGTATTACACGGGAGAACCCAGGAAGGGTAGTCGAGGAGCCCTGGGGTGCATCGCGCTCCTGGGCTTGGNGGGCACAAGTGTGTGCTCTGCnTCCAGCATGTTGGT 

TGGGTT 

>ncrc0357.seq 

AANTCGGCNnTATGGCCGAGAGCTTAGNGCCTGGTGGCTAGGTCGGTTGTGTNCTTTCCGTCGGAGAGGTCTGCCGCAAACATGCTCCGCCAGATGATCGGTCAGGCCAAGAAGCA 

TCCGAGCnGATCCCCCTCTTTGTATnATTGGAAGTGGAGCTACTGGAGCAAGACTGTATCTCTTGCGTCTGGCATTGTTCAATCCAGATGTTTGTTGGGACAGAAATAACCCAGAGC 

GGTGGAACAAAGTGGGTCGGAATGATCAATAGAAGnGTAGTCAGTGAATGTGGATTAGAGCAAGGTGAAGAAGGAAGGTGGAGATnCTAAATGAAATGnTGACTATAAGGCTG 

AGAATGAAGGTCTTCCAGAAGCCACATCCGCACAATTnCCACTTAACGAGGAAATATTTCTCGTCTAAATGCATGAAATGATGTTGGAGATCTCTAnGTAATCTCTAn^ 

AATGAHAAATCAATAAATA 



>ncrc0358.seq 
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GGCAGMCCTGGCCTTCCATCTCTCTCAGACACNNAGCTGCAGATCCAGGCnnCTGGGAMGTGAGGCCACCATGGCTCTGGAGM 
GATACTGCTGGTGCTGGGCTGGGTCCAGCCnCCCTGGGCAAGGAATCCCGGGCCAAGAAAnCCAGCGGCAGCATA^ 
GTAACCAAATGATGAGGCGCCGGAATATGACACAGGGGCGGNGCAAACCAGTGAACACCmGTGCACGAGCCCCTGGNAGATGTCC^ 
GCAAGAACGGGGCAGGGCAACTGCTACAAGA 

>ncrc0359.seq 

GGAGCACNGACTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGM^ 
TCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTO 
GTTCCTCCTmcnCACCCTCCCCTnmCnCTATTAATCAAGAGAAACnCAAAGnAATGGGATGGT 
AGCTGCTOnATTAATCATACAAACTCTCACCATGATGTGAAGAGnTCACAAATCCnCAAAATAAAAAGT^^ 

>ncrc0360.seq 

GTCTACCTTCATAACAACAATATCTCTGTAGnGGATCAAGTGACnCTGCCCACCTGGACACAACACCAAAAAGGCnCnATTCGGGTGTO 
CTGGGAGATACAGCCATCCACCTTCAGATGTGTCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAAnCTCAAGAAAGCCCTCAm 
GTCATTGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGTnTACCCACATGACmnATGCATAAAGCCTAAn^ 
AAAAGAAATmGCCTGCCATmCAGAATCATCTnTGAAGCmCTGTTGATGnAACTGAGCTGCTAGAGATAnc™nTCAC^ 

>ncrc0361.seq 

GACACAGGCTGTTGAGAATTCmGCCACTnTNCCACCCCAAAACAGCATGGGGCCTGACATCnCTGCCCTGGTCCCCTnCTCnGATGTGGAM 
ACTTCTAAGGTmAAAATCCAGTATCAAGAAGAAAATCAGAAATACTGGTTGGTGAAATAAAGAGTTTAGGCAnGn^ 

>ncrc0364.seq 

GAAAAGCNATTTGCTGTGTGATAGAAAAGTTmCTTAAAGTATnmAACATATOCCACGAAGCTGAAOT 

TAGCAAAATGTGATTGTGTTACAnTTTTGGCCCACmCAGnTOTGAAAATCGCGGGATGTGmGCACCTGirnGT^ 

TCTGAAmGTGACACTGCnGTGATCTCTOGTGCGTATCTCCCTmCmCTTGTGAAACAGGTATAGTACTCTTAAGAm^ 

TCAAGACAGGCTGGAATGCAGTGGCTTGATCATGGCTCACTGCAGCCTCGACTTCCTGGTCTCAATCGATCCTTCTGCCTCAAGCTCCGTAGTG 

CgrTGGCT 

>iTetc0365.seq 

AMCTAATTGTTGAATGAACTGAAGCTAnATTGTTTGCTmCCAGGTAGCmCCnACTGAATACATGTGGAm^ 

OfACmCAGAGAAAAATCTGTGAGCAAATAAATAATGATATAAGnGCAAATCTCTTAATGAACCTAGAGA 

TpATmCTAAGACnTAAAmGATmCAATTTATACTTT 

>n(3rc0367.seq 

TiiGGCCGGGAGCGTTACGTrrTTAACGTAATmAATAGCnAAGATmAAGAG^^ 

ClGAGGTTGAGATGAAGCnmCATGGAGTAAAAAATGTAmAAAAGAAAAmAGAGAAAGGACTACAGAGCCCCGAAnAAT^^ 

AGSTGACTTAAACAGCTTAAAGmAGTTTAAAAGnGTAGGTGAnAAAATAAmGAAGGCGATCnnAAAAA^^^ 

A|gGAGAAnGCGTGATnAAAGCCTAGnAACGCAmAGTAAACGCAGACGAAAATGGAAAGAnAAnGGGAGTGG^^^ 

>j[i|;ic0368.seq 

^3?;mANnACGTATAATGCmCTGAGTGAGTmACTCnAAATCAmGGn 
AWAAACAATGATCACATCTAAAGCmATCmGTGTAATCTAAGTATATGTGAGAAATCAGA^ 

TpTAAGTGAAmATGAGAmAGTGCTCTAGAAAGTATAGATGGCCAAAGGACCGTTnGTAnGCnCCT 1 1 1 1 1 IGTTAT 

y^lATTGTGITAATGGTAGGTCAAGTAATAAAAAGAGATGAAATAAT 

>lM^369.seq 

AANCCGGCNTmATGGCGGGAmAATNCTGCAAAAAGAAAAGTGAGAGTGAGAGCAGAGGTGACCTGGGAACGCC^^ 
TCTGGGGAAAGATAAACGCnGCAGCATGAGGAAAGCATTAAGCAnAACnGGCCAAAGAGCCCAAGGTTATTCT 

>ncrc0373,seq 

GGAACTCAGGAAGTTCAAGGCTGCAGTGAGCCATGATCATGCCACTACACTCCAGCCTAGGCACACAGCAAGACCnGACmAAAAA^ 
>ncrc0375.seq 

GGAGTTNGGmGGAGCAAAACTGAGGTAGTNNTAACATnCTGGGACTGAATCCAGGCAAGAGAAAGAAGAAAAA^ 
GGAGGAGAGAAGCACAGTGAAAGAAAAAAAAAGTCCCTTnCGACATCACGTTCCTGTGTmCCCTCAGCCTGGAAAACATAn 
CTAAGCCAGACTATGGGGGAAAGGGAGATAAGAAGGATCCTGGAACmAAAGAGGGAAAGAGTGAGAnCAGAAATCGCCAGGACTGGACTnM 
AG6GACTGGCACACACAGAGACACGAGACGGAGGAGAAACTGC 

>ncrc0376.seq 

AAAGATGAAGCAGGCAGCCTAGTCTCTGGATGCATAAGCTCCAAGTGTGGAGGAGAGCCGGAGAGAAAAGCAGACTGnCTnGTGTTTACCTGTAAGCACAGGCGGCM 

TGCTGTTmAAATGCCCAAGAGCTGGTGACAAGAGGGmCCCmGCCATCTGGACCTGATTGCCTOGAGGCTTGGGGAGGAGGGGAGAGAGAG^ 

GTGGTTGCTGGnGACCAGTATAAACGGTAmACACAnTAGAGTGGCAGACTCACCAGTACGTGAGAGAATTGTCGATGATGCAGGCAACC™CATGAAATGTACCCC^ 

TCAACGCAGCAGAATCACCTAGTAGAAGnAnCTCmCTAAmGmTCAGTTGnnAATTTCATCGAGTGTCAAGTTGGTGC™ 

TAACCCnGC CII I I I IIII I 

>ncrc0377.seq 

TATGGCCGGGAGACAGCNNGATAGAATGAAGGCTAATGAGGGGTGGGGGAGAAGAGAATGGGCAGTTATTGCTAATGGATACAAAGTnCTGTTGGGGAT^ 

ACTGGACAGTGGTGATGGTTGTAAAACACGGTGAATGTACnAATGGCACTGAAnGTAGAGnAAGAATAAACnGTAAATm 

AAT 

>ncrc0379.seq 

TATGGCCGGGGGTAGTNnGnGTnTCAGCCTGCTGCTGNTGnGCTGTTGCGGCTAGGGGAACCGTCGTGGGGAAGGATGGTGTGCGAAAAATGTGAAAAGAAA 

TATCACTCCAGATAGATGGAAAGATGGTGCTAGGAATAGCACAGAAAGTGGTGGAAGAAAGCTGAATGAAAATAAAGCTnGACTTCAAAAAA^ 

ATAAGTTCTCCACTTGTAGAATnGTAAAAGTTCTGTGCACCAACCAGGTTCTCAnACTGCCAGGGCTGTGCCTACAAAAAAGGCATCTGTG^ 
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ACCAAAMCTACMGCAMCATCTGTCTAGATGTAnGATGGMmCTGGCmCTAMTGAmTAC^ 
TAAGAT 



>ncrc0380.seq 

agagaacgttctottctctacaggtgattgmtccagataaggaccngggatctmaaaatcagaggc^^ 
gttggccaggctggtctcgaactcctgggttcaaaccatcctcccacctcagcctcccagtagctagga™^ 

AGAAAGTAGAAATAAGGGmCATTGGGGCTATATCnAAAAAATAAAAATGAAAGTAATGGTTTATAmAAA^^ 
>ncrc0381.seq 

GTCTmGGAGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGnTCAGCCAGGAAGGCCAAAATCAAGAGTGAGA 
TGGTGAATC 



>ncrc0383.seq 

GAGGGATGGGCTGGGATCGCTATOCTGGGGAGATGGTTTTCmGTAGTCTGGGGGCTGTAGGTGnGACACTGAnCCAGTGACAAGATGACATGACT^ 
CAAAGAGAGGAGACGCTAGAACnCTTCCTGAAGTGGGTCnAGGCTATmCTAAGCAGAGnCAnCTGGTGAGGCAAGAAGTAGAATGTC^^ 
ATAGAmGAGACAACTAGCCTGmnCAGCCCAATATCCCCCCATGGTmCGGCCAATCTCCCTAGCCTCTGCTGCGAGAAGnCTGGAGAAGCAGCCAGTGCTA^ 
AGGCCGGCGACnAGTAGAACGCTGCATGCGAGTGCTGTACTACCGAGATGCCCGnCnACAACCGGTTTCAAATCGCCACTGTCACCGAAA^ 

>ncrc0385.seq 

GGAGTCTCmGGGGCGCTACACTAGAGCAGAGTACGAGTCTGAGGCGGAGGGAGTAATGGCAGGACAAGCGTTTAGAAAGTnCTTCCACTCmGACCGAGTAnGGnG^ 
AGTGCTGCTGAAACTGTAACCAAAGGAGGCATOTGCTTCCAGAAAAATCTCAAGGAAAAGTATTGCAAGCAACAGTAGTCGCTGTTGGATGGGGTTGT^ 
nCAACCAGTOGGGTGAAAGTTGGAGATAAAGTTCTTCTCCCAGAATATGGAGGCACCAAAGTAGTTCTAGATGACAAGGATOmCGTA^ 
ACGTAGACTGAAATAAGTCACTAnGAAATGGCATCAACATGATGCTGCCCATTCCACTGAAGnCTGAAATCTnCGTCATG^ 

>ncrc0386.seq 

AJATCATGTGATGCTCAGTTCTATmGATTTATTNAnAGTATTCACTmACCTTTAAAGTnACTTGTAG 

dl^CNAATAAAAGGTGGCGGTATGATATATGGTTAGGAGGACAGnnAATGATTGTACnGCATGAACACAATCATATGATGGTAA^ 

ApTCAAnAGCnAAATAAGTTGCmGTTATATTTTAmGAAnGAACTAGGGTAGGCGT^ 

>fefc0387.seq 

GiSAGAACATGGACGnAATATCGGCCGAGTGGGGGCGTGGGACGAnTCnCCCGGGTTCCGATCGCTTTGCCCGGCCGGACnCAGGGACAmCCAM^ 
TS?^GCAACCTGGTCTAnACCAGACCAACTACCTGGTGGTGGCTGCGATGATGAmCGATTGTGGGGmCTGAGTCGCnGAACATGATGCTGGGA 
ctfcAGAGGGmGTGTGGGCAGCCCACAATAAAGACGTGCTTCGCCGGATGAAGAAGCGCTACCCCACGACGTTCGT^^^ 
TlT^GAGGAGTCATGGTCmGTGmGGCATTACTTnCCTTTGCTG 

>|i||^38d.seq 

AYACACTGGGCTCCATGATATTCTGnCCCTAAGAACTGCnCTGTGTGCCCTGTTnCATCCCAAGAmC 
C^CGGAAGCAGTGGCTGAAmATCCCCTGAAAGTGGTTnGGAGGAACCGGGATGGAGGAGGCCTTCCCCTGTGGGAATA 
ClSAGCCACTGCACACACACACTCACACTCACACTCCCTTGTCTGATGCCCCAAAGCCAAnCCTGGGGCACCCTACCCTCTCnAmGGAGm^ 
Gl^GGGTCTGCACAGAGGCAGCAGCATGGACATCATGGCCTCTCAGGTCCCTTTTGGTTCTCAGmCATTGGTTCC 

411:0391. seq 

AjiSATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAA^ 

taSaagaaaaaagataaatttaaacctgaaaagtaggaagcagaagaaaaaagacaagctaggaaacaa^ 

CMGATAGAAAATGAAAATATTGTCAAGAGTnCAGATAGAAAATGAAAAACAAGCTAAGACAAGTATTGGAGAAGTn^ 
>ncrc0392.seq 

ATGAAAGAmGAGATGTATGCTTCAGGTCAGGATGGAGTAACAGAGGCnGAmATOTCCTGACTGAACAAACAAAAAATGGAGA^ 
GGCATCAGGCAGTGAAAGACAACGATCCCTGAAAAGTAAGAAACAAACATGGTGACAGTACAGnGTCCCAGmACCGCCTAGAC^ 
ACTCACGCAGAATCTGGGAGACTCTGAGnGGGCAmGGAGTTGAAAGTCCAGGGGACCACAATGACTTGGAGGATGGAGAGAAGGCTGAACAGAGAGAGAGC^ 
CAGAGGATCCGCCATACGTATTCAACTGAGCGnGGGTAGGAGGACATTAGGGAGAnGAAGGGCAGGGAAAGAACCAAATGAAAAGAnGGAAAGAGAGGCTM 

>ncrc0393.seq 

CACAnCCAnGCCTCGTAAGAnGACCCAACAGmCCATGATGCAGGTGGAAGAGAAACCTGATGTCACATACAGTGATGTTGGTGGCTGTAAGGAACAGATTGAGAAA 
AAGTAGTTGAAACCCCAmcnCATCCAGAGAGGTnGTGAACCTTGGCAnGAGCCTCCCAAGGGCGTGCnGCTCTTTGGTCCACCCGGTACAGGCAAGACACTCTGTGCGCGG 
GCAGTTGCTAATCGGACTGATGCGTGCTTCATTCGAGTTATTGGATCTGAGCTTGTACAGAAATACGTCGGTGAGGGGGCTCGAATGGTTCGTGAACTCm 
AAAAAGCCTGCC™TCTTCTTTGATGAAAnGATGCTATTGGAGGGGCTCCGTmGATGATGGTGCTGGAGGTGACAATGAAGTGCAGAGAACAATGTO 

>ncrc0397.seq 

CNTTNCTGGCCGGGAACGTAAGGAGCTGGAAGTGCTGCTGATGTGCAACAAATCTTACTGTGCCGAGATCGCTCACAATGnTCCTCCAAGAACCGGAAAGCCATCGTG 
TGCCCAACTGGCGATCAGAGTCACGAACCGCAATGCCAGGCTGCGCAGTGAAGAAAATGAGTAGGCAGCTCATGTGCAGGmTCTGTTTAAATAAATGT 

>ncrc0398.seq 

GmATAGTAAATACTCTGAAGTAAACAACCGTTmATTAAGTGCATCTCATTAGGGAAAGmATATGTCTTGnATTT^^ 
TTGAGTAnAACAAATAACTGAATAAATGGATCAmCAGTOGGTmCTCAAATTGCAAAATTTGCCmGCAATOTCmGAACATCC 
AATAGGGTAAAAATACCATCAAAATGACnCTCATACCAAAGAATAAGGCATCATATTTTnCGGTGTTGAAACAACATTGA^ 
ACATAAGCAATATCTGTCTCTTTAAnATTATGATTAATGTCGTCGnCAGCATGAGTTCTGmCAGAAGmTGGGCGAGGTAm 



>ncrc0399.seq 

TAACNAGCGTGGCAGTATGATGGGCTAGATGCAGAGAAAACAGCTCCTTGGTGAAnGATAAGTAAAGGCAGAAAAGAnATATGTCATACCTCCAnGGGGAATAAGC 

GATTCnAGTACTGATGAGAAGATTATGTGCATATGGCAAAAAATmAAGGAAATGAAAGCTACCAAmAAAGnAGGGAATCTAGCATnTAM 

ACAAAAATAATGAATTGATGAGAAATACAATGAAGAGGCAATGTCCATCTCAAAATACTGCTmACAAAAGCAGAATA^ 



>ncrc0400.seq 
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AGMGAGGAGMGAGGAMCACMGMGAMCGCCTGGTGCAGAGCCCCMTTCCTACnCATGGATGTGAMTGCC^^ 
ACGGTAGTTnGTGTGnGGCTGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAAAGCAAGGCnACAGAAGGATGTO 
GATGAGTGGGAAACCATCTCAATAAACACATTTTGGGT 

>ncro0401.seq 

TCACCTGTGAAGTGGATGCCCTTAAAGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACTnG^^^ 
GCAGGATGAGATTCANGAATATGAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCAAGACCTGCTCAATGTTA^ 
GGAAGGCGAGGAGAGCAGGAmCTCTGCCTCTTCCAAACnnCCTCCCTGAACCTGAGGGAAACTM^ 
TTAAGACGGTTGAAACTAGAGATGGACAGGTOTCAACGAAACTTCTCAGCATCACGATGACCTOAATAAAM 

>ncrc0407.seq 

ATNATTCCTGTGGimCCGCnTnmAAGCATCATCTnCTCTCTCCnCAGTTAAACAnCTCCATCAGAATACAGACGTGTG 
GAnAnAnAnATOnTTTTGGNGGGTCTTCGTCGAGGCTGGGGGACAGAGTGAGCCTCTGTCC 

>ncrc0408.seq 

CGAATnTGAAnGAGTAAAGTGCAAnTGCnGGATAGGTAAATATTCTnGTAAGATAGAGAnGTTGAAAATTCTATT^ 
GGGGTAAAAAACAGCCTTGCAAGAAAAAGGGGAGGTATTTmGCTTnTATGGTTnmnGGm 

>ncrc0411.seq 

GGGGCGAAGCTACCATnGTGGGATATAAACAGNGGATCAAAGAAGAAATCATAAGGGAAATGAGAAAATACmGAGATTAATGAAM 
AGAGCCAAGCTAAAGCAGTACnAAAGGGAAATTTGTAACTGCGAAGGCCTATATCAACAAAGACAAATGATCTCAAATCAAGAACCTA^ 
CAAACTACAAAGAAAGCAGGAAGAAAGAGTAATAAAGACTAAAAGGGAAATAAATGAAATAATAGAGTAGAAAAACACTAGA^ 
CAAAACTGAAAAAAACnTAGTCAGAnGAATAAGGA 

>ncrc0413.seq 

GGinGATAmAGCACAGCGCTGTGCCmCTACAGTAGAACTGGGGTAAAGGAAATGGnnAnGCCCATAGTCAmAGGCTGGAAAAAAGnGAA^ 
Al^GAnGTTATGTGTnGGTTGCAGCGTAAAAATGAnnGTAGTGnGAAATGATAGCTACnACATAGGmnCATAnTCm 
inrATGTGTTTGTGTGTGTGTAGmATCCTCTCTCTCATCTTTATCTAGAGATTGACTGATAGCTNAT^^ 
TSjTAAATCCTGAGAAATGTGTGCTmGTmCGGATAGACITATncmAGTTCTC^^ 

>lfe0414.seq 

q||ACCTGGGCAGCTCTGCAACATCCTCCCAGGTGGTCCCACTGAAGCACCTGTAlTTAAATCCCTGTGTTCCGAATAAGGAGGCTGTGTAAATGGACCTGGAGA 
TAGGAATGGACTGGGAGAGATGCAGACTTCTGCAGGGGGAGAGAGmCTGGGCATTGAGCAGCAACATTGGCTCTGTCCTTCATTnAGm 
G.nrrCCGCAGCTGTGAAAGAAATAAAATAAATTGAGGTATTGAGAGAACACATAGAAAGTGGAGAGGGTAT^ 
TS@AAAAAATTGCGnACATTTAAGmGATGAGCTCGnGTGAACATGTGAATCAGTAGnTCTCGAG^^^ 

eg: 

>rtdfc0415.seq 

GSCGTGCGCAGATCAGGGATCGCGATTGCGAATCCTCCGCTGAGGTGATnGGATATCCCTAGAACGTTGAGGGCACGAGTCGGGTCCTGA 
A@TTCCmTGAGCACCGTGGGT™TnCATmCCTACACCACTGACCCGAATATGCCCGGCGCCATGGGGACTCCGGCm 
aiGTCACTCCGGTCCAGATGGCAGGCAAGAAGGACTACCCTGCACTGCTTTCCnGGATGAGAATGAACCTCGAAGAGCAGmGTGA^ 
(^CAAAACCAGCAACTGCGTGGNGCTGAAGCACATCCCCTCAGGCATCGnGTAAAGTGCCATCAGACAAGATCAGnGATCAGA^^ 

>i&;0416.seq 

(^TCGTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTCTnCTGGGCTGGAGGCTATCCAGCGT^^^ 
fi§!n-CAGGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCnGGGm 
dSAGCATTCAGAClTGTCmCAGCAAGGACTGGTCmCTATCTCnGTACTACACTGAAnCACCCCCACTGAAAAA^^ 
AGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTnGAAGATGCCGCATTTGGATTGGATGAAn^ 

>ncrc0417.seq 

GAAAGGAGTACAGCGTGAAATTGTAGAmAAGAnGnAAAATCATGACAAnCTAACnGTCTAnCTAACCTAnGTGTACAATCT^ II II lAAAATTGTAAACATGTATGATCTTG 

GnTCATGTGTTmGAAAGTGTTAnGCnAAAAAATGAAAAAAGGATATCTGCTAAAGAGCTGTCAGTmCATOCTC^^ 

TTGCCAGCTGCTGCATTAGCCnCAAAAGTAmGGAAACTTAAGATGAACTACAmCTTGCANAGNACATGTCCmCTGTGGTAT^ 

>ncrc0419.seq 

GGAATOCAAGTGAGAGACACTTTTAGGACCTGATGGACAAAGCAGGAGATTCACTGTCAGCmCCTGGTCCTCTCCnACTTCTGTGGGCCTTGCACCGT^ 
CCAAAGGGGTAGAAnACACnCTTmACAGGTAAATGTCAAGGCACAATCAGTmCAGGAAGTGCnCAAGACCCCAGGTG^^ 
CCTGTOCCAGGTGCTGCTTCTTCAGATGATGGGGAGCACimCAGGGTGAAATTCAGGCGAGTmGCCCAGGCCTGCTGTCnGAGTACAA^ 
GnGCCAAACTGGAAATGnCTGTAGGGGATTTACTGGCATGGTATCATTCCTGGANGA 

>ncrc0421.seq 

ATAnCTCAGAAGTNGAAGATGATTCAGCTAAAmGACAGTAATGAAGAAGAnCTGCTTCTGTTmTCACCATCATTTGGTCTO 

CTGCTAAAAAGGGAAAACGGTCnCAGATACAGTCCCTAAGCCCAAGAGAGCCCCAAAACAGAAGAAAGTAGTAGAGGCTGTAAACTCTGACTCGGATTCAGAA^ 

GAAGACTACAACACCAAAAGGTAAAGGCCGAGGGGCAAAGAAAAGGAAAGCATCTGGCTCTGAAAATGAAGGCGATTATAACCCTGGCAGGAAAACATCC 

ACCGAAGAAGACATCTTTTGATCAGGAnCAGATGTGGACATCnCCCCTCAGACTTCCCTACTGAGCCACCnGTCTGCCACGAACC 

>ncrc0423.seq 

GGTGAGCGGCGGGGTCGACTGACGGTAACGGGGCAGAGAGGCTGTTCGCAGAGGTGCGGAAGATGAATGCCAGAGGACITGGATCTGAGCTAAAGGACAGTATTCCAGTTACTGAA 
CmCAGCAAGTGGACCTTnGAAAGTCATGATCTTCTTCGGAAAGGTTmCTTGTGTGAAAAATGAACTTTTGCCTAGTC 

AAGATAAAATGAATTTnCCACACTGAGAAACATTCAGGGTCTAmGCTCCGCTAAAATOCAGATGGAATTCAAGGCAGTGCAGCAGGnCAGCGTCn 
ATCmCACTGGATGTmGAGGGGTAATGATGAGACTATTGGAmGAGGATATTGTTAATGATCCATCACAA^ 

>ncrc0424.seq 

GGAGGTCGnCGTGTCTGnGAAGGGCTGTGGGCGTCnGCTGCCTTGGGTAGGGGGnAAAATCGTTCTTGAGAGGAACGTCTCTGTGCGAAGAGATAATGAGTmGCTC^^ 
AGTGAGCnGTAGTGGACAAAACAAAGAGGAAAAAAAGAAGAGAACTGTCTGAGGAACAGAAACAAGAAAnAAAGATGCm 
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TTATCATGAAnAMGGTGGCMTGAGAGCCTTGGGGmGATGTAAAAAMGCTGATGTACTGMGATTCnAMG 
TAATGAAGTTGTGACAGACTGGATATTGGAAAGAGATCCCCATGAAGAAATACTCAAGGCAmAAACTAm 

>ncrc0425.seq 

AAAATAAAAGCnATNGTTTGAACnAAANNNTATNNGCNGAAGAANANACmNATGNNACAGAACTm 
TCACCCACTGAAAGTGCACAAnCGATGGCTnAGTATATTCACAGAGmGCATCCATCACCAT^^ 

>nciic0426.seq 

ATCCATGTCCTCTGAGTCATOCTmCTCTATnGCTGTNGGTCATCTTTCATGTTACAGTCI II N I IGAACATmAAAGAGCTTTATTGAGATACAATTCATATAGCATACAATTCACC 
CAGTGAAAGTGCACAAnCCATGGCmAGTATAnCACAGAGTnGCATCCATCAGCATACATCAAT^ 

>ncrc0427.seq 

CAGGGAGCTGAAGTGAAGGGCGTGTGCNCACGGAAGCTGNNATGTATGCCCTGCGAGAACGGCGAGTCCATGTCACTCAGGAAGGACTnGAGATGGCAGTAGCCAAGGT^^^ 
GAAGGACAGTGAGAAAAACATGTGCATCAAGAAAnATGGAAGTGAGTGGACAGGCTnGTGTGTATCTCTCCAATAAAGGTCTGTGGGCGNNNG 

>ncrc0431.seq 

GGGGGCTTCAAGGTATGGGTATATTTnCTTGTGTCCnGCAGTOGCCCCCATGTCnATGTGTGTCCTGAAAAAATAAGAGCGTGCCC 
CACTmATACATCTGAGTTCTCnGGTAAGnCTnAGCAGTGTTCAAAGTCTACTAGCTCGCATrAGmCTGTTGCTGCCAACAGATCTC 
GATTCnGATGGGCTGAGCAGCTGGCTGGAGCTAGTACTGACTGACAnCAnGTGATGAGGGCAGCTnCTGGTACAGGAnCTAAGCTCTATGTmATATACAT^ 
TGCACCTCACTTTACACAAGAGGAAACTATGCAAAGnAGCTGGATCGCTCAAGGTCACnAGGTAAGnGGCAAGTCCATGCTTCCCACTCAGCTCCTCAGGTCAGCA 

>ncrc0432.seq 

GGGGGGTATATATGGGGCATTCAAAATGCATGAAACTAGGAATTCGmGTGATCTmGGAAATTTCAGAAGTAGmCTGAGCATmAT 
TGGGATTnATCCTGAGAATAATGGGGAACCAnGAAGGTTnCTACAGGGGACAAGGATAGCATGTTGGAATGAGTAACCAGATAG^^ 

CGAGAAAGGAAGAAAGCAGAACAGNGGnCTTGACTTTAATGNGCCACCTAAGGGCCAGGTGCAGNGGGTCACACCCGTAATCCCAGCACmGGGAGGCCGAGGTGGGTGGAn^ 
CTTGAGTCCAGGTGmGAGACAAGGCTGAGCAACATGGTAAAACTCGATGTCTACAAAAAAATACAAAAGTGGNGGGGGTGTGCCTTGT^^ 

>|g::0433.seq 

Al^TGGAGmGGAAGnTGTATGGCCTATAATGTTCTAAGnCCAGCAATGNAAAAGGATCTGTAACAATCTGAATAGGATGTGGACACNT^^^ 
Ttg3AGAAGAAAATANAAGGGNCTAAATGAGGTTAACCTCAAACCTTGAGACTAGCCnG 

>0siO435.seq 

GMCCTAGGTNGTGACTGAAATmAGAAAAAGGNAGTACNTCTATAGCCGAATTGATAAGG™™C 
GAtSGCATGNCCCAGTTGCTACACGTGGTTTGTCAAGATACAGCTGGGTTCGCT 

IS 

>i3crc0436.seq 

AWnCAAGNAAAmGATGAAAAAGAAAATGTGTCCAACTGCATCCAGTTGAAAACTTCAGTOTTAAGGGTATTAAG 
AATCAAATCATGCCTAAGAAAGATGCTGTCAAAATAGTGCGATGCCATGAACATATAGAAATCCnACAGTAAATGGAGAAnACTC^ 
CfSTAAGAnACTTCACAAATATCCTTTTATCCTGGCAGAGCAGCAGGTTGATAAAGGAGCCATCAAAmGTAGTC^ 
ClSAGCTnACGGTGCTGGAGTAGATACCATTGnGCTATCATGGCAGAAGGAAAACAGCATGCTCTATGTGTO^ 

>0fcO437.seq 

CMGAACCTCCTTTGAGCTAGAGTOGCAACCATGCTTCTCATTGCCnGACTCATGTCTTGCCAGGATGGnAGATACAC 
A>^MGCnCACTm ATGAA CAAGTATmGAGAACATGCACAATAGTATGTT^ 
AllfcTTCTATOTGCCTTmCTAACACAGACmcnCACTGTCmCATnAAAM 
AGGTGATGAAAATCAAATAAAGAATCTCnCNCGTG 

>ncrc0438.seq 

GGTCCACCGCTGCCGGCTCCTTCTTCTGCCGCTCCTGGTGCTGCTTGTGTGCTCGmGGTGCGGACCTGGTACCTCTTnGTGA^ 
ATGGCCGACGAAAAGCCCAAGGAAGGAGTCAAGACTGAGAACAACGATCATATTAAmGAAGGTGGCGGGGCAGGATGGnCTGTGGTGCAGmAAGAn^ 
CTTAGTAAACTAATGAAAGCCTATTGTGAACGACAGGGATTGTCAATGAGGCAGATCAGAnCCGATnGACGGGGAACCAATCAATGAAACAGAC 
AGGATGAAGATACAAnGATGTGTTCCAACAGCAGACGGGAGGTGTCTACTGAAAAGGGAACCTGCTTCmAGTGCAGAACTGTC^^ 

>ncrc0439.seq 

GAGAAAAATGTGCAAAGGAAACTATTGTCTCGCTCCTTCAAAACAGTCTTAAnAACmCATATOGCAGATTAAACTAGCAGAGCAGGTTCAA 
AmGTATCATTCTGAGnGAnGTGTGGTTOTTCAnCTGGAAACATGTTGATGCnACAGTCAGCCACTGCmTGATTAGTGATATTGAnAGGTT 
TACCAGmGCAAAGTCTGTGTmCAGAAmCAGTGAGCACAGAGGTGTTCATAAAATGGGAATTGAGTCCCACTCGGTAAGAGnGCTTAAACTTG 
GGATAAAACCCCTGTGGTGGGGTCTGTGCTGTGCATTGCAGGATGGTGAGCAGCGTCCCTCTCATGTGACAGGCACAGTTATGCCCGGATGTTGGCAGATGC 

>ncrc0440.seq 

ATCCGGGGATCTGAAAATCACCAAATCACCACATCCGGACAGTGAGAAGCCAGATCCCTCACCCTTCnGATTGGCTGACAAACCAACTGCTTCCTGTTGACCAACTCCTCTO 

CCCTCGGTAATTCCTGmTCCCACACATGGTTTCACnCTTCCCTGCTATAGAAACACCTAATmAGnGGTCAGGGAGATGGAATTGAGACTGA^^^ 

ACCTGATTAAAGCCTTCnCCTT 

>ncrc0441.seq 

GGAmGGATACAATTnGTGTATNCAAAAAGGAAGCCTGCGNAAAATAATTCTGGGAAACATGAGnGAAATGCAGAGTAAACT^^ 
TTAmmCTmAAAmTTnCTTGATCAGAmATCATATTCAnGAATATTATTNNAnGCNCn 

TCTATGAAATGTCCATTGCTTGGATACGGTATAAATTTAATTATCTTnGTAGmTNCTCACAGTATANACTGAAAAGGTGNTGGTTA^ 
ATTAAGTGTNnCAACAGTGnAAGGCAAGATnACAGTAACAGTmAAAGTGCCAGATGNACATTGAGAGAAAm 

>ncrc0442.seq 

GGAGTAGGAGATGTCAAACTTCCCTGTGAGATGGATGCCCAAGGCCCCAAACAAATGAACAnCCTGGAGGGGATAGAAGCACCCCAGCAGCAGTGGGGGCCATGGAGGACAAATC 
TGCTGAGCACAAAAGAACTCAATATTCCTGCTAnGCTGCAAACTGAGTATGAAAGAAGGTGACCGAGCCATGTATGGCGAAAGGGCTGGCTATGAT^ 
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TTTGTCTGCAGCACCTGCCATGMCTCCTGGnGACATGAmATmTGGMGMTGAGMGCTATACTGTGGCAGAC^ 
CGAGCTGATATTCAGCAATGAGTATACCCAGGCAGAAAACCAGAAnGGCACGTGAAACACTTCTGCTGCmGAC^^ 

>ncrc0444.seq 

GGCAGmGAATCGCGGTGCGACGAAGGAGTAGGTGGTGGGATCTCACCGTGGGTCCGAnAGCCTmCTCTGCCTTGCnGCTO 
TAAGGCTGGAAAGGACTCCGGAAAGGCCAAGACAAAGGCGGmCCCGCTGGCAGAGAGCCGGCTTGCAGnCCCAGTGGGCC^^^ 
GTCATGGACGTGTGGGCGCGACTGCCGCTGTGTACAGCGCAGCCATCCTGGAGTACCTCACCGCAGAGGTACTTGAACTGGCAGG^ 
TOCCCCTCGTCACnGCAACnGCTATTCGTGGAGATGAANAAnNGGATTCTCTCATCAAGGCTACAAnGCTGGGGGGGGGGGTC^ 

>ncrc0445.seq 

ATGCAAATGACTnATmATTnTAmCCTGCATACCATOGAATAAnnATTTCAmCTTCAAA^^^ 

AAAAAACATCATTCAGAAAACnTATAATCGTCATTGTTCAACCAAGAmTGAATGTAATAAGATGAATATAnCCnAC^ 

CnTAnGnTCTATCATAAACTAnTATGTATCnAAnAnAAAATGATnACTTTAT 

^ncrc0446.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnTTTCTCm 
TATAGTGAATAGGnACTAAGATAnGCTOGCGTTAAGTTmAACGTGATmAATAGCTTAAGATTnAAGAGA^ 
AAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAG^ 
ATGGTmAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGmAGTnAAAAGnGTAGGTGAnAAAAT^ 

>ncrc0447.seq 

GGTGGTGAGATGGACTTGmATAGAAGAGGGGTGAGCTGTCTGGCTCGGTGATCTACAnCTGAAGnGTCTGAAAATGTCTTCATGATTAAAnCAGGCTA^ 
CACTGCAGAGACAATGCTGTGAGTTTCCAACCTCAGCCCATCTGCGGGCAGAGAAGGTCTAGTTTGTGCATCACCATTATGATATCAGGACTGGTrACTTGG 
GAGATCTGTCCCnnAGAGACACCnACnACAATGAAGTACnGGGAAAGTGGTmCAAGAGTATAAATATCCTGTATTCTAATGATC^^ 
TCCCTGCCTGTGTCTATOnATAnCATATCTCTACACTGCAAAnTGGGGTCTCAATTTnACTGTGCCmGTT^ 

>liSc0448.seq 

(SICTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAACGTGAAnGCAGGACACATTGATCATCGACACTO 
qilGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 

>hyc0449.seq 

a^GCGCAGTGTCTGACACCTGCAATCCCGGCACmGGGAGGCTGGGTGGGTCACTTGAGGCCAGGGGTTCGTGACCAGGCTGGCCAACATGGAGAAA^ 
iSiGAAAACTAGCCAGGCGCGGTGGCAGGCACCTGTAATCCGAACTAGTCGGGAGGCTGAGGGAAGAGAATGACTTGAACCCAGGAGGTGGAGGnGCA^ 
G^^gTGCACTCCAGCCTGGGTGAGAGAGCTAGACGCTGTCTAAAAAAAAGAACCCAAAAACGACACAAAAAGAAAGGACACTGAATCAATGAAAA^ 
/®Wi;GTAAAAACTCATTTGTGCCCATTCAAAGTAGATGmAAACAAGCTC™GCnAAAM 

S , I 

>ncrc0451.seq 

At[CGAAGTAACAmAAAGCGGGACTTTAGGCGGGCATGGTGGCTCACGCCTGTAATCCCAGCACTnGGGAGGCCAAGGCGGGTGGATCGC^^ 
qSGCTAACACTGTGAAACCCCGTCTCTACTAAAAATCG 

si 5 

>fM50452.seq 

G^CGGGnGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAAGGTAACAnGATGACTCGCTCATTGGTGGAA^^ 
(IgAGCACAGTAATCACTGGTGTCGATAnGTCATGAACCATCACCTGCAGGAAACAAGmCACAAAAGAA 
Ai^GAAGAACAGAGACCAGAAAGAGTAAAACCTmATGACAGGGGCTGCAGAACAAATCAAGCACATCCnGCTAAm 
AMTGGCATTGGnGCTCTATTGGACTACCGTGAGGATGGGNGTGACCCCATATATGATTncmA^ 

>ncrc0453.seq 

AGGAACAGTCTGmcnCCCCACTGTGnGCTGCTACCACCACCACCCATTGGTGGTCTAGCTGCCnGCTGTGATGTAACCCACCACCGAGACAGGAGG 
GGTAAACATAAAATAGACATTGTAAGAGGCACAGACCCATCATGTGTGGnGAAATGGACAGnTTTT^ 
GACAACCTAAAGGGGAAAnGAACAGCGTGAGTTGGTTTTAAAACTGTGATGGCATCTCACCTCCCCAGCTTTTmCTC^ 
AAAACAAACAAACAAAAAAAACAAACAAACAAAC 

>ncrc0454.seq 

ATGGnGTGTnACAAACAACmAATNGGTATAGTmAAnCAGCAGACCTACATACGATATTAmCAATGATAATGGCCCCTA^ 
AACAAACTTATAATnCAAAGCCmCTGTTAAAAGCTTGAGGAACCCATGTTCCTCAACTGCnATCAATTGCTAGCTAAAATAAATTGCA^^^ 
TCTCTAAATGTAACTCAGCAAnCAAACAAATAAATGGTATCACTATGACCTGnATCTATGTGCAATGCGAATTGCAAAGAnnCTAnGCCAGA 
TCTTCCATGTAGGAAATATTGTAGGGAGmGAGCAGTATGnTACGTTAAACTGNGTAAAAAnATCTCAAAATAATGCAAAGCAnATCA^ 

>ncrc0455.seq 

GGAGTCCGACGAGCGCTGCACTAACGCAGGATCCGGCTGCCGAAGGTCCTCGCCAGCAGGATGAAGnAAAGGAAGTAGATCGTACAGGCATGGAGGCATGGAGCCCTGCCCAGA 
ATCACCCCATnACCTAGCAACAGGAACATCTGCTCAGCAATTGGATGCAACATTTAGTACGAATGCTTCCCTTGAGATAnTGAAmGACCTCTCTGATCCA 
CTTGTGCCACATTCTCCTCTTCTCACAGGTACCACAAGTTGAmGGGGGCCnATAAAATGGATTCCAAAGGAGATGTCTCTGGAGnCTGATTGCAGGTGGT^ 
AnCTCTATGATGCnCTAAAATTATAGCTGGAGACAAGGAAGTTGTGATTGCCCAGAATGACAAGCATACTGGCGCAGTGAGAGCCTTGGATGTGAAG 

>ncrc0456.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCTTTGAAAGATAGAGAn^ 
TATAGTCAATAGGTTACTAAGATATTGCmGCGTTAAGTTnTAACGTAATmAATAGCTTAAGAnTTAAGAGA^ 

AAGGTTTCTAAAACATGAGGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGA^ 
ATGCTTnAGATTAAAATGAAGGTGAGTTAAACAGGTTAAAGTnAGmAAAAGTTGTAGGTGAlTAAAATAAm 

>ncrc0457.seq 

GAAnAAACAAAGNCTmGTGTCCTGTTCAGTGAGGTAAmTAAAAAGAAGAGAAAGGAGGACCACTGAAAAGGGAAGTGTCATGACGCT^^^ 

TGTGACTGATAAATGCCAGTGGGCTGGCTmTAnTGCAGGAGCTGGAGTGGGTTCAGGAGCATCTGGATGAGTTGGTGGTGGAGTGTAGAGATATAGTTGGCAACCTGACTGA 
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AGMTCAGAGGTMGTGGTATGCAGC™CTCATTGGAGGAGAGTGGCTGCCAGCATCCTGGCCTmGTGTn 
TCAAAAGAAACCTGATCAAATmCCATGTCTGCnATAAAGAAGTATATTGNNGnGCmGTGA 

>ncrc0458.seq 

GGAGCCGGAGGTGGCAATTCACCGAAnCGAATCACCCTAACAAGCCGCAACGTAAAATCCnGGAAAAGGTGTGTGCTGACTTGATA^ 

AAAGGACCAGnCGMTGCCTACCMGACTnGAGMTCACTACAAGAAAAACTCCTTGTGGTGMG 

CTTGCACAGTCCnCTGAGATTGTTAAGCAGAmcnCCATCAGTAnGAGCGAGGAGTTGAGGTGGAAGTCGCC^ 

TTTAC 

>ncrc0461.seq 

ATAGTTCAAGACAACAGAGNACAAAGCTAAGATGAGGAAGnCTGTACAGnTAGGAAATAGAGGCnTCAAAGATAATTCGCAGTGATGTG 
AAGnAAATAAGAGTAGGAGCCAGGAGGGAGGTTCTTTACTCnGAATTAAGAGAAGGGGAGCTGGAGGTGGCTCAGGTAGAGTGCGTAGGmGCAGAAC 
AAGTGACTAAGGCAAAGGAGTGGAAGTTTGAGAGAAGTTTAAGAGAAGAAATGGACATGAnGCCTAAATCAGCCAAACACAGGGTATTGTTGW^ 
CCTACCmCTCAG™mAAGAAGCAAATCTAAAGGATAnTGTTGAAACTCTCTATGCAGAAAGGGTCTTGGGTGAGTTGT^ 

>ncrc0462.seq 

ATGmCTGTAAATTAAAAGAAGTAnnAATACTTCAAGGTGATAATCmTnATTGTGTAmTCATCTCTACACATG 

TGAGAAATCAAGATTGGCAmACACGAAGATGGCCTGTATnTGnGAAATAnGTGGTGGGTAGTTTGAGnAGAGTTCTnTGGGTAATACAGAAnGGn^ 

mCAGAGATCTOGAAGGACTGGACTTCTTATAAGTTGACATCnCTAACTGCnCTCTTCTTGTATCTCTTGTACmnC^ 

AATATTCGTGAACATAAAAACACACTCTCAGACATTGAAnAGTAAGCAAAAATGGmAAAGAAGATCTTAATTGCCAGAGTATCAM^ 

>ncrc0463.seq 

GTATTCnAGTAGAGACAGGGmCACCATGTTGGGCAGGGTGGTCnGAACTCTTAAGCTCATGATCCACCTGCCTCGGGGTGGCAAAGTGnGGGAmCAGGGATGAGGG 
AGCTGGCGATGATCAGGAmAAGGATTGmCTGAGCTCTTCCTGGACGGTGTGTnTAGGTCCCCCAAAGAAGGTGTGAACAGGCTmGGAATCTGT^ 
CTGTGTCGATAGAnGCAGGAGGATGCTGTTGGTGmTAATAATGCTCTCACAmAAAAATAAGTTATGAAGTGTAmGAGGAAGAAAAG^^ 
TCMCAAAAGACACGCAAAACTCTAAAACTTGTAATAGGATAAATGATGnGnGTAATGAATGTGTCAGCATm 

>ipc0464.seq 

OSQCTGGAGGTGGGGAAAGGGAAGTAAGAGAGACAGGATGTTGTGAAGGATGGTmGGGAGTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGA^ 
TTCCCTGAGGGTGTAAGTGAGAGAAAGATTCTGGGGCTGTGTTATGAAAATATAGACATTCTCACATAAGCCCAGTTGATCACCAmCCTCCTmG 
dft?TAGGGTGTTGGnCAAAGnnGGGAGCACGGACTGTCAGTTGTGTGGGAAGTGGTCAGCGCATGGTGCAGGGClTCTCCTCC 
GflGTCTAGGGACTGGCAGGCTGmCAGGCAGGAAGGGCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAA^ 

>n3c0467.seq 

d^AAnATGAGAGGGAGATGGAAAGTTGTGCAGATnGGCCAGTTmATCCCTATGAAATCTATATTCCnCTTCTm 
AQQACATAGCnAGCCATTAATCTAGnATnAGTnTCTCCCTGCTCTGTGGACCAGGCGTATGCTAACGGCTCCTm 
GTTGGCAmGCTGATTTTTmAAAAAACTGTACTCATTCATTTCGACn^ 
tfmCCTAGAGGGGCTGAmAnAAAGCCAGGATGGAGGCTGGGCACCGGTGGCTCACTCCTGTA^^ 

>ll;tc0468.seq 

AgOGGGTACAAGI^TCTACCCCGGAACACGGGAGGCGCTACGCCAGGACCGACGGGAAGGTTnCCAGmCTTAATGCGA^ 
dtlfcAGATAAACTGGACTGTCCTCTACAGAAGGAAGCACAAAAAGGGACAGTCGGAAGAAAnCAAAAGAAAA^ 
apnGCTGATATAATGGCCAAGAGGAATCAGAAACCTGAAGnAGAAAGGCTCAACGAGAACAAGCTATCAGGGCTGCTAAGGA^ 
Tf^AATGGCTGCTGCTAAGGCACCTACAAAGGCAGCACCTAAGCAAAAGATTGTGAAGCCTGTGAAAGmCAGCTCCCCGAGTO 

>ncrc0469.seq 

GGAGTCATCCAAAGGAAAGTAGAnGGAAGCAGAATGGmCAGAGATCAAGAAGnATCCTGCAGCAGCmACGTGGCTGTACCAAGGC 
TGGGGTCTCAATGCTAAmCCATAGGTGAmGAGGAGCTTGCAGGATAACTGAACACAGGTTCAGGGGCTGGCCCTGCCCTTCAnGCnGTGAAGTG 
TCnAGCCTCTGGTGGGGTGAAGGGGGGCAGTGGTGAAGAGTGAnAAATGAAAGGATATGGAAAAGGACTTGTGAAATGAmCTGGCAGn^^ 
GCCCAGAGCATCAGAGGCCATGGGGTGATGCTGTGATAAATGGCAAGTGAAAGTnAGGGTCACCAGGAATTnCTGGGGTn 

>ncrc0471.seq 

CCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAAGACAAGAAGAAACGCCTGGTGCAGAGCCCCAA 

TTCCTACTTCATGGATGTGAAATGCCCAGGATGGTATAAAATCACCAGGGTCmAGCCATGCACAAACGGTAGTmGTGTGTTGGCTC 

GAAAAGCAAGGCTTACAGAAGGATGTTCCnCAGGAGGAAGCAGCAGTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACAC^ 

>ncrc0472.seq 

GAAGGCTGAGGGGGGGCTCTCAAGGAAAGTAGTCGCGGAATGTCAGTTAGGGGTGGAGAGGCAGTATGTCCGGTTGAATGGCGACTGCGGAAGCTAGGGGCAGCGATGGGAAAG 

GGAGGAAGTCGAGACCTGAGTCACGTAmCCGGTTGGAGGAGGTGGCAAAGCGGAACTCCTTGAAGGAACTGTGGGTTGTGATCCATGGGCGAGTCTACGATGTCACCCGCTTCC 

CAACGAGCAGCGTGGAGGAGAAGAGGTTCTGGTGGAACAAGCTGGTGTAGATGCAAGTGAAAGGmGAAGATGTAGGACAGTGnGTGATGGGAGAGAAATGCT^ 

CATTGGNGATATCCATCCGAGTGAGCTTAAACGTGAAAGTGGTAGCAAGGACCCTOAAAAAATGATACATGCAAAAGTTGCTGGGCAT^^ 

TCTTAGGTTTG 

>ncrc0473.seq 

ATGGCCGGGGTGTAANGAAAAACAATAGAATGCAGATTAAGGACGATAGTCAAAACTAAAATAAAATCTACAATGGAGATAAGmGCAT^ 

GAGCTAAGGGTGnCAGAGGCTGTAGCCAAC™CCTGTGGCAAGTmGTGACAAGGATCTCTGTCAGCTGGCTTCCTTGTACCATnGCTCACAGAATCTGTGTCTCTGG 

CAATGTCAGTGnCCTGAGAAGGCCGTCAAAAGACTTGAGTGTGnCTTCACATGCTGGGTAAAAAGGTAGCAGACACCTCTCCCnCCTGTGTGTTCTGTCGTAAG 

TCAGCCTGAGCCTGAAnAAGGGATCATGTATGCTAAGGTGGGAAAGAAGAGTAAAATGTATGAGGGAATGTAGTGAATAAGAGGnNTAGAAAGm 

>ncrc0474.seq 

GACTGTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGAGACATTGATCATCGACACnCGAACGCACTO 
GGGGTTCGTCGCGGGGCTACGGGTGTCTGAGGGTGGCnGCAG 
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>ncrc0477.seq 

ATCCTTMTANTTmAnGCCACMCTMCCTCCTCGGACTCCTGCCTCACTCAmACACC^ 
GATOTAGGCmCGCTCTAAGATTAAAAATGCCCTAGCCCACTTCnACCACAAGGCACACCTACACCCC™^ 
AATAGCCCTGGCCGTACGCCTAACCGCTAACATOCTGCAGGCCGCCTACTCATGCACCTAAnGGAAGCGCCACCCU^ 
TCACAAnCTAAnCTACTGACTATCCTAGAAATCGCTGTCGCCTTAATCCAAGCCTACGTmCACAOT^ 

>nac0478.seq 

G^mT^CCCCGGGA^CGGCN^ATGGCCGGAGACTATAGACCGATAGAACAGNAATCAGGAGCCCAGNAAATAGACC 

GAATATACAATGGGCAAAAGATGGTTTCmAACAAATAGTGTTGAGAAAACTGGCTCTCCAACTGCNAAAGAATGAAm 

GTAGAnAAAAACTTAAATGTAAGACnGAAACTGTGAAACCACTGGGAGAAAGCATAAGGGAAAATCnCATGACATTGATCTO 

GCGACAAAAGCATAAATACGCAAATGGGACTACATCAGACTAAACGCCTTCTGTGAGCAAAGGAAACAACAGM 

TAATGGGAGAAGGGGGTAATTTT 

>ncrc0479.seq 

AAGAAAACTACTGACTTTmCTAGTATATmCTCAGTAATAGGAmTCTATmTCTATAAAATGACCAATC 
AAAATCAAATAGTACAGAAGTATAAAAGCAACAACCTCTGCCTTGCCCCTTCTCCACCnCAGGTCCCCTTCCCAGATACAATA^^ 
CTACATAACTCTGGGCAATATGGAAAAGTTATTGATTnGTATAnAAmCATAATCAGTOCCTTGATGAAnCTCnG^^ 
ATANCCCATTnGCAGmGTAACCATmATCTCCTCmTTTCGAACnCGTACTGNTmiCnGTCTAAmGGT^ 

>ncrc0480.seq 

GGAGCCACCCGCGAAAATTCGGCCAGGGTTCTCGCTCTTGTCGTGTCTGnCAAACCGGCACGGTCTGATCCGGAAATATGGCCTCAATAT^^ 

CGAAGGATATCGGmCAnAAGnGGACTAAATGCTCTTCCnCAGAGGATTATCCGGGGCATCTACTCAATGAAAAACCATGATAA 

CCTTCC 

>ncrc0481 .seq 

GJATGAGATGGTTAAAAAGGCCCAAGATAAAAGGTTTCnmTTTTCCTnmGTCTATGAAGnGCTGmATnT^ 
A^CAGGAATmAlTTTGCTGAGTTGTTCTAAG 

>nrcfic0482.seq 

AyCTGAGGCAGGGGGACCATGACGTCAGGAGTTCAAGACGAGCGTGACCAAGATGGTGAAACCCTGTCTCTACTAAAAATACAAAA^ 

AlfeCAGCTACTTGGGAGGCTGAGACAGGAGAATCACnGAACCTGGGAGGCGGAGGCTGCAGTGAGGGGAGATCGCGGCACTGTACT 

qpAAAANG 

>nM:0483.seq 

AierCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGGCTATCCAGCGTACTCCAAAGATTCAGGTmCTCAC 
C?W^mCCTGAATTGCTATGTGTCTTGGGnTCATCCATCCGACATTGAAGnGACnACTGAAGAATGGAGAGAGAATTGAA^ 
TgGTCnTCTATCTCTTGTACTACACTGAATTCACCCCCACTGAAAAAGATGAGTATGCCTGCCGTGTGAACCATGTGACmGTC^^ 
^MGCAGCATCATGGAGGTTTGAAGATGCCGCATnGGATTGGATGA 



CitlCACAGAGGAACACCmGACCGTGAACTNGAATGGCAACTAGAGGCTTACTTmGAACnCAGGTATGTAACTC 
>^pc0488.seq 

aMTGTNAAAAGATACACAACTTCTCTAAGTCmAGTCATCTAGAAAATGGGAACAGATATCACTGAGT^ 
(SptGCnGGACATAATAAGTGCTTAGTGAATGGAAGCGAAACAC 

>nCTc0489.seq 

TCCTCnGATCGGGAACTCCTGCTTCTCCnGGCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGnGGCTCCTGTGCCTGTGCCGGCTCCTC^ 

CCTCCTGCAA6AAGAGCTGCTGCTCCTGCTGCGCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGATCTGCAAAGGGACGTCAGACAAGTGCA6CTGCTG 

GCTGTGCCTCTCAGATGTAAATAGAGCAACCCTATATAAACCTG 

>ncrc0492.seq 

GAGGCAAAATCAT6CCAAACAGCTTTATCATGATGTTCAAGACCAAGAATCAGAAGCTCCTGGATGCCTTAAAAAATAAGCAA 
GCCAnGCCTTTGAAAGATCTATGTTCTCTCAGTAG 

>ncrc0495.seq 

GmGTGTGAGATCACGCCAGTGCCTCCAGCCTGGGCAACAGAGCCCGACCCTGTCTCAAAATAAAAGAGAGATGTAATGGACCCCmAATTAATCTATAAA 

CTGGTTAAAATTTmAATAGGAGCnGTCTTCnCACTGTTGTATCGAAAGGCTGACTGAAATCTGTAGACAGCTAAGCAGTGAAAAAm 

AATATTOCACTATAAGGNGAATnAAGGAAGATCTCAmnCTCATGGTGAAGACTAAGATACirmCAAAAmCTAAAT^ 

TCTA 

>ncrc0496.seq 

ACCAGCATTGnAACGGCTGCGGCNCGAAGTGGCTGTGGGTATTGCTGGGGCTGGTGCGTCGTCGCTGTAGCCAGTAAATGACCTGCGACATAACTATTTGCAAAAGAAATGGGGA 
GACGAAGATAAAGATAAGTOTATCACAGGAAAGCAAnGAAAATGCAAAAATGAAGCATCTGAATGAAGGACTAATAACACTGAATTCAGCm 
GAGACCAGATGGTAAGATTGACnGTGCGTCAACAGAAATAGATGAGCCAGTGCGTTATTGGAAATGATnGCGTGTTnAAGAAGTGGT^ 
TCCTTGCCmTGGCTGTACTTGAGGTGAGGGTrGAATTGGATTGNGTnCCTTGGTAGnGGNATCnGAAATGTGGNA 

>ncrc0497.seq 

GCAGACAmTGTACAAAGGTGNCCGTCTTGAGGTACAGCGGCTCCTCTGCGGCAnGGAAAGAATTCGCAGCTnAGGCCTGTCAAAGAGCGCTTGACCATCCAGGTTCn^^ 

GGCAATGCCCTTCGACCTAAAAnAAATACACCTAGTTCGTAAAGAAGAAGAAGGAATCNNNCAATGCTATCCCCAGTTTTrCA^ 

GTCATGTGAAnGGGnGGCAGAGAAGAGTGGTAGAATGGGGAGACATTAATGGAGAGCCTGCTTCGGAGTG 



>ncrc0499.seq 
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ATATGTGGAGGGCMGAGAGGACATCATnGGMTGGTGMTCmACCGGGACAGTTnGCCCCCTAGGMCAn^^ 
TGCCCACTGTAGGTAGGGGCCAGGGATGCTGCTAAGCATCCTACAnGAAAAGGGTAGCTCCCACGACCAAGAGmTCCAGCT^^ 
AGAGnATCCAGCTATCCTACATTGGAAAGGGTAGCTCCCACGACCAAGAGTOTCCAGCTATCCTACATTGGA^ 
GAAAGGGTAGCTCCCACGACCAAGAGTTATCCAGCTNTCCTACAnGGAAAGGGTANCTCCCACGACCAAGA 

>ncric0501.seq 

CTCTCCCGGCAGGTGCGATGCTNCNGTACCTCTGTGGTCAGACCAmGCCAAGCTTGTGAGGCCTCCTGnCAGGTATACG 
CTGCATCAAAACAGAATAAGCTGGAGCAAGTAGAAAAGGAGnGTTGAGAGTAGCACAAATCCTGAAGGAACCCAAAGTGGCTGCnCT^ 

AAAGTGAAAAGCCTAAATGACATCACAGCAAAAGAGAGGTTCTCTCCCCTCACTACCAACCTGATCAATTTGCnGCTGAA^ 

CTmCTACCATGATGAGTGTCCATCGCGGAGAGGTACCnGCACAGTGACCTCTGCATCTCCmAGAAGAAGCCACACTCTCTGAAn^ 

AAGGCCAAGTATTGAAATTGGA 

>ncrc0505.seq 

GGAAAACCCCmATCmGTGAGAATGAAAGNTnNGCAAATAATGTCGAGTATTAmNGAAAATGnmGACCmCCTGAAAGG 
CACmGAAAAnACTGGGCTACATGGAAAAAAAAAATTAAGGAACnANCANCTAAAGAGAGATTTCATG^ 

>ncrc0506.seq 

GATTCNNCCCCTCTCTACAACCCTCTCTCCTNAnGCnCTTCmCTTGGmGATCCTGACTGCTGTCATGGCGTGCCCTCTGGAGAAGGCCCTGGATGTGAT^ 
ACAAGTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCTTCnGGGGAAAAGGACAG 
AGAAGCTGATGAGCAACTTGGACAGCAACAGGGACAACGAGGTGGACnCCAAGAGTACTGTGTCTTCCTGTCCTGCATCGCCAT^^^ 
TAAGCAGCCCAGGAAGAAATGAAAACTCCTCTGATGTGGNTGGGGGGTCTGCCAGCTGGGGCCCTCCCTGTCGCCAGTC 

>ncrc0507.seq 

CTGNTCACTGnAAGATGGCCCnGACAnNATAnGCCACCTACAGGAAGCTGCTGGCAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAACm 

AAACTAATCTGGATTCACTCCCTCTGGTTGATACCCACTCAAAAAGGACACTTCTGATTAAGACGGTTGAAACTAGAGATGGAC^^ 

CJIGAATAAAAATTGCACACACTCAGTGCAGCAATATATTACCAGC 

>eM;0508.seq 

Cp^GGTTGnGAGACTNTNCCGAAGATGGCTTGCGCTGCCGCGCGGTCCCCGGCCGACCAGGACAGGTnAmGTATCTATCGTGCn^ 
GpAAGGGGAATGCCCATAAGTAAGGCT 

>||K0510.seq 

AOTNCCGGTCTTGGCTGCCTGTGGGCmNTAGGTGGCCTAGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGT^ 

GAlATCCCTGCAGAACGCACCAACCAGAACGTGGTnGCCTGAGGCTGTAACGTGAGAGAAAGATTCTGGGGCTGTGnATGAAAAT^^^ 

CtMlTrCCTCCmACCmCAGTGCAGnTGTmCACATOGGCTGTO 

CjllCCTCTGTCTmGGAGAACCAGGGCTGTTCTCAGGGGCTCTAGGGACTGCCAGGCTGm 

GTGGAG 

>§fifc0511.seq 

T^<:GAGAAATCTGAGTTTCGGCCCNCAGCCAGGTCTGGAAACTAATATTnAAAAATGACTACACCAA^ 

A&'ACGGGGAAATTGGGNCACAAGCTGnNGGNCACTTCTCATCTTGCAAACCAGGA™ 

CKfCCTGATnAGNGAACATCCAATTCAGAAGAAAAACAACAGNGAAGAGATTATGTAmA 

>|6^512.seq 

GMAGCGNCGGCTCTCTACAACCCTCTCmNTmCGCTTCncmcnGGmGACCCTGACTGCTC 
CliM^AAGTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCT^ 
TCCAGAAGCTGATGAGCAACnGGACAGCAACAGGGACAACGAGGTGGACTTCCAAGAGTACTGTGTCnTCCTGTCCTGCATCGCCATGATGTGTM 
CAGATAAGGAGCCCAGGAAGAAATGAAAACTCCTCTGATGTGGTTGGGGGGTCTGCCAGCTGGGGCCGTCCCTGTCGCCAGTGGGCACI 1 II 1 1 1 1 1 i I CCACCCTGGCTCCT 

>ncrc0513.seq 

GAAAGCCCGGCATCTCAAATCGGCTGATTCTGCnCTGGAAACTGCCnCATCnGAAAGAAAAGCTCCAGGTCCCTTCTCCAGCCACCCAGCCCCM 

TGCmCCGCACTGGCTGGCCTCTTCGGTGCGGCAGAGGGACAAGCATTTCATCTTGGGAAGTGCCCCAATCCTCGGGTGCAGGAGAATmGACGTGAATAAGTATGT^ 

GGTACGAAAnGAGAAGATCCCAACAACCTTTGAGAATGGACGCTGGATCCAGGCCAACTACTGACTAATGGAAGACGGAAAGATGAAAGTGnA^^ 

AACTGTGAATCAAATCGAAGGTGAAGCCACCCGAGTTAACCTGACAGAGCCTGCCAAGCTGGAAGTTAAGnTTCCTGGNTOTGCCATCGGCACCGTAC 

TATGANAAC 

>ncrc0515.seq 

NATTCNCTTGTAACTTGACnCTmTTTniNTGCnAAAAATnCAATTCTCGTGCNAATACCAGAGTAGAAGGAGAGG 

CGGGTGTGGAGGTGTGGGCTGAAGGTAGTGAGTGmGATTnAAAAAGTGTGACTGTCAGTTGTATCTGTTGCTnTCTCAATGAn^^^ 

AAAGAAAACGCGACATCmCTAAGAnCTCTGTGGGAAAATGACTGTCAATAAAATGGGGGITTGTGGGCC 

>ncrc0516.seq 

GACTCNNNGCGGTGGATCATATGAGGAGGCTTTnAGnCGAGGTCAGCCTGGGCAGCCTAGCGAAAACnGTCTCTACTAAAAATACAAAAAnAGTCAGGCATGGTO 
CTGTAATACCAGCnCTCAGGAGGCTGAGGCACCGAGGATCACnGAACCCAGGAGGAGGAGGTTGCAGTGAGCTGAGATGATGCCAGGGGAACAGAATGAGACm 

>ncrc0519.seq 

AAAAGCCCNGAGGAAACTGTAAGCCCTTGGTGNmTCnCAGCCCTGGTGTGAGCCCCANTCATCTGTACnAGTCCACAGCTCTGACTGACAGATGCCATGTnGCACAG^ 
TATGGCCCnGTCmCCAGAGATATGCGGTTGGGAGTGCAmGGCCAnGTTGTCAAAATAAGCCAAGGGATATGTOTCT^ 

>ncrc0521.seq 

GAGGCAGCCAGCGCAGGGGCTTCTTTTGAGGGGGCAGGCGGAGCnGAGGNAACCGCAGATAAGmTTnCTCmGAAAGATAGAGAnAATAC^^ 
ATAGGnACTAAGATATNGGTOGCGnAAGTTmAAGGTAATmAATAGCTTAAGATmAAG 



>ncrc0523.seq 
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ATGCCTCTCGCAMGGATCTCCTNCATCCCTCTCCAGMGAGGAGMGAGGAMCACMGMGAMCGO^TGGTC^ 

TGCTATAAAATCACCACGGTCnTAGCCATGCACAAACGGTAGTmGTGTGnGGCTGCTCCACTGTCC^^^ 

CAGGAGGAAGCAGGACTAAAAGCAGTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACATTnAC 

>ncrc0524.seq 

CGNACGATGTGCAnAACTATGNCCCCACTAAAAGATCCATTGTAATAGTCATAGAATCnAGAGmAAAGGACTGT^^ 

ACTGAGGCCCCCTAAATGAGAAGTGACTnCCAAGGTGCCACAACTAATGAGAAAAAGAACTGAGmCCCTGTGACCAAACCCAm 

ATATACACATTCCACAGAGTTCTCCTGAAAAAAGAAAAAAGCAGATAAAAGTGAAnTnAAATAACTGAC^^^ 

CCTCCCCCATnGCACCGACATGTCTAACCAGAGACACACACACGCACAGCATAGGGAAAGATAGTCACCATAAnGAGCATGTT^ 

ACCTTAAGTCCTGGGGGGAAG 

>ncrc0527.seq 

CTTNGGGCGGGNAAAACCCCGGAGGGACAGACTGnAACATCCnTnTGTAGATGAGGATGAGGCTAAGNGGAATTAAGTAACnGCTCAAGGTCAM 

TCCAAACCAGCCTAGTCTGGAATAnCCAGATACCACACTCnCACAGGTTCCCAACACnGAACATAAACACTGAATAATCTGTATAAT^ 

mGTATTAATTCAAAATTGGCTmGTATCCAGGGCTGGGAAGAAACGGTGGATGCCGCCAmCGCACCTGTTGAAGACTTGCCTG 

TCAACAGCCAGCTGAACATACCCAAAGACACAAGCCAACTGAAGAAACATATCACCTTGCTCTGCGATAGAnATCCAAAGGTGGCCGTCTCTGCCTA^^ 

ACAGACCATGGTCATGCCA 

>ncrc0528.seq 

CATGGTGGTGGGCACCnGTAGTCCCGGCTATTCAGGAGACTGAGGCAGGAGAATCACTTGAACTCGGGAGGTGGAGGnGCAGTGAGCCGGGATCACGCCGCTGCGCTCCAGCC 
TGGGTGACAGAGCGGGACTCCATCTCAT 

>ncrc0529.seq 

GTGGAGACGGAnACACCnCCCACTTGCTGAAAAGGTCAAGGCCncnGGCTGATCCATCTGCCTTTGTGGCTGCTGCCCCTGTGGCTGCTGCNACCACAGCT 
>pcrc0531.seq 

tplglnnaaaccaacctatccaaaaccnatccagagggaaagaagagaagtggnaagaaaaangnccaactaccaca^ 
gIUagactgaataatgaaaccagacccagtgttc 

>te0532.seq 

ApGTTCCACCCAGTGGCATATGCGTTCACATAnATCAATGCTAGATGCnCAAGCnGCAAACAGAGCCCTACTGAGGAAATGTACATCTCTO 

TfJTATTTAATnGAAAmGTAATCATGTATAGCTGACCATTTACAGAnTAATCCCnTATGCAT^ 

TdrGGTCATGTCAGnTCATACCAAAAAnCTATATCAGCAATGATAAAATCTAAACTAAATCTGAACCAATC 

Cf^ACTCCTTnCAAATATTGTCCCACATCCTAAAATATCATnTCATGCCnTCCTATTAAAAAAATAAm 

A^ACTTTCT 

>nCTc0533.seq 

TiBGAATATTGTTmCTAGAGGACAnCATATCTGCACTAnATCTGATGACATGnGGTAATm 
OgCATNT 

^li£&}0534 S6CI 

dmrGTACTTATCTCTGTCNCAAACTCTTGCTTTACTCTnGnCTCCCAGCAGTTm 

ApAGAAAGAAACCAAGGAnGACTATCCCCCTGAGmCACCAGAGACCAGGnAATATmATAATCCTGCAGATAm 
>Kc0535,seq 

TllgCCAGGCCCCCTCCCGAGCCCGTGGNCTCCCTAGAGGCACTCCCCACTGTCGGGACACCTCATCTGTGCTCCCCAAAACGGCACTGCACTCCAGCCTGGG^^^ 
TTCCGTCTCAAAAGG 

>ncrc0537.seq 

AGAGACAAGGCAGACAAAGCCTCAmGTAAAGAAGCTCCnCCAGCACCTCCTCTCnCTCCTmGCCCAAACTCACCCAGTGAGTGTGAGCAm 

CCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACTTGGNGGCACCATTGGGCTAACnTGCTGCTAG 

CTACAGAAAGATACTAAAAGATCACAACTGTCACAACCTTCCGGAAGGAGTAGCTGACCTGACACAGATTGATGTCAATGTCCAGGATCAm 

ATCTGmCTGCAACTTCAGCGAATTGCTCTGCTGCCCAAAAGACGTTncmGGACCAAAGATCTCmCGNGAnCCTO 

ACCATTCCTGAnrCCCAC 

>ncrc0538.seq 

NAACTGCNGCAATmAGAATnGGAACAAGTGTmCTATAnTGATAATAAnAGATCCTGCNTCATAACACTAAAAGm^ 

CCTTAAAAAGATTGTAAAnGTGCAACAAAGATGCAmACCTCTGTACCAACAGAGGAGGGATCATGAGTTGCTGCCAGTCAGAAGTTTATTCnCCAGAC^ 

GAAAGTCnAGGTAAAAATCTTGGGACATAnTGGGCACTGGmGGCCAAGTGTACAATGGGTCCCAATATCAGAAACAACCATCCTAGCnCCTAGGGM 

CATTATATCAAGGCTACAAGGTCTATGAGCAATAATGTGAmCTGGACAnGCCCATGGATAAnCTCACTGATGGATCTGAAGC 

TTATATTTT 

>ncrc0539.seq 

GACAGCTGGCCTGTCTGCnGAGCTAGTCCATATCACCACAAATCACACAACAAAAAGGAGAAGAGATATTnGGGTTGAAAAAAAA 
AnTTGGN 

>ncrc0540.seq 

AGAGCnGTGGCAAGNGAATCCNGCGTGTAACAAGCCAGATTTmAAAATnATAnGTAAATAnGT^ 

>ncrc0544.seq 

CmTncnATAATATGAATGCTGATATnAAAGGTAGATCTATGTGGTAnCmGCGnTCTTAATTGTnAACTGnAAGAT^^ 

CGAATTGTTAAAATGGAATGCAAGTTmCAAAAGCCCAGGTCTAAATGNAATGGTTGGmATTGTTCTAT^ 

TACTGGGCC 
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^ncrc0545 SGq 

CTGNCCACTCGCNCCACnCGCnGCNATCACAGCACGCCTATCGGATGTGAGAGGAGMGNCCCGCTGCTCGGGCACCTGNNTAT^^ 
ATTAAATATAATTAACAGTTC 

>ncrc0547.s6q 

NGTAAATATAAAATAAGAAANCCAAATGAAAAAAAATCAAGNGCACCAnGCTACAnAAAATGNAAAAGGAC^ 

AAAGCACACATGAGTNGC™CAAAAACTATACmAAGCAATAmcnAAAGGGGGGGGAAGNGAAAAGATGAACAG^ 

GAGCAATTTGTATTGC 



>ncrc0548.seq 

GAATAAGCAAAGCCCATGGAANCCAATnnCATTGTGATCAGATTAAAATNACTAmGTGCAAAACAAANTCCACACCACATGTAC^ 
GGCCCnCTAAATGCnAACCAAAAACAAACATTAnGGAGnTCAGTGTAAAATNAAATTAAAAnGGAGGGTTGGTOGAnGAm 
CAGATATTTCCAAGGCATAAATTCTTGCCTGGAAACmGGAGCAATTAATTAAAmGGTTAAGTmCCCTCAGCAACCTGT^ 
ATACATGCACTGCTCAnCTTGACATAGCTTGGGTGTGGGNTCCTCnGTTTTGGTTATTnG 

>ncrc0549.seq 

GCTGCAGATCCAGGCTNTTCTGCNAAAGTGAGGCCACCATGGCTCTGGAGAAGTCTCnGTCCGGCTGCTTCTGCnGTCCTGATACTGCTGGT 
TGGGCAAGGAATCCCGGGCCAAG 

>ncrc0550.seq 

GAGGGGGCAGGCGGAGCTTGAGGCAACCGCAGATAAGimmCTCmGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCA^ 
AGTTmAAGGTAATTnAATAGCTTAAGATmAAGAGAAAATATGAAGACTTAGAAGAGTAGOT 

nCTTCATGGAGTAAAAAATGTATTTAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAAnAATAGCAATAGAAGGGCAATGCnnAG 
TAAAGTHAGmAAAAGTONGGGNGATTAAAATAAmGAAGGCGATCTTTTAAAAAGA 

>tek)551,seq 

cSACnAAGCGTCCCTGTCTGACNGCTCTGAAGAGAGCAGTGGTTCTCCCAGCATGGTGTTTGAGCTCCGAGAACAGACAGACTGCCTCCTCAAGTGGGTO 

(^TAACTGGGAGACACCTCCCAGTAGGGGCCGACTATCACCTCATACAGGCGGGTGTCCNNGTGGGATGAAGCnCCAGAGGTAGGATCAGGCAGCAAT^ 

drdTGCTGGTAATACCCAGGCAGACAGGGTCTGGAGTGGACCTCGAGCAAAGTCGAACAGACCTGCAGCTGAGGGACCTGACT^ 

SI 

>lh|lc0552.seq 

C^GTGGATGCTGGACCCGTGCCAGCAGTACCmGCTACCAGAACAGAGTGTCGTCCAGCCCTGCCCCTGTGTAGCACTAGCTCCTGGTCAGATCTAGGGAGAA^ 

T^CTGGCCCATCTACTAGCTGTAAGGAGGCCTAGAAAGGAGTATGTCACnCTGCTGGGAGAAAGGGGCTnGCCTGCAACCACAGCTGATACTCTGGGAM 

cMjACAGGAACAAAAC 

^ricrc0553 seq 

tSgtggccgcaaagaagacgaancngtcgctggagtcgatcaactctaggctccaactcg™tgaaaagtgggaagtacgtc 

cpggcaaagcgaaattggtcanctcgctaacaactgcccagcmgaggaaatctgaaannggagtactatgctatgnggcta^ 

tiqaactgggcacagcatgcggaaaatactacagagtgtgcacacctggctatcattgatccaggtgactctg^^ 

TtfpACCTACAAAAmCACCTGCAAACCTTAAACCTGCAAAATm 
>fflc0554.seq 

^CCTTCCTTGTACTATCCCTANGAGGCATAATOTAACAAGCTCCATCTGCCTACGACAAACAGACCTAAAATCGCTCAnGCATACTCTO 
d^GCATTaCATCCAAACCCCCTGAAGCTTCn 

m 

^ncr^555 seq 

actggcccccaacaggnatcaccccggtaaatcccctagaagtcccactcctaaagacatgcgta™ctcgcatcaggagtatcaatcacctga^ 

AACCGAAACCAAATAATTCAAGCACTGC™™CAATmACTGGGTCTCTATTNGACCCTCCTACAAGCCTCAGAGTAC 

TCAACATTTmGTAGCCACAGGCTTCCACGGACnCACGTCATTAnGGCTCAACmCCTCACTATCTGCnC^^^^ 

TCGAAGCCGCCGCCTGATACTGGGATmGTAGATGNGGGNnGACTATmGTGTATGTCTCCATCTAnGATG^ 

>ncrc0556.seq 

TCTAAATCCCCTTGTNAAmANCTGnAGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAAGCTTGTAGAGAGAGTAAAAAAm 
CCAATTAAGAAAGCGTTCAAGCTCAAGACGGACTACCTAAAAAATCCCAAACATNTAACTGAACTCCTCACACCCAATTGGACGAATCTATCAGCCT^^^ 
AGTAACATGAAAACATTCTCCTCCGCATAAGCGTGCGTCAGAnAAAACACTGAACTGACAATTAAGAGGCCAATATCTACAATCA^ 
AACACAGGCATGCTCAC 

>ncrc0557.seq 

GAAGmGCTOCCmAAATTCTAAAACTTTAAAAACTTnATCACAATnnTCACTAAATAAmGAGCAGGCAGGGCG 
GAGGCAGGTNATCAGCTGTGGTCAGGAGCTTTGAGACCAGCCTGGCCAACATGGNGAAACCTNATCTCTGCTAAAAATNC 

>ncrc0558.seq 

AAATGGGACCGGATTGCCCCTGCNAGCAATGTCTGCCACACTGTGGTCCTGCGCCCTCTCAAGGCTGGTTATTTCAACnCACCTCGGCAACAATTACTTACCTGGCC 

GGCCCGTTGTGATTGGCTCTACCAGTGCACCTGGACAGGGAGGAATCCTGGCTCAGCGGAAGmGACAGGCGATTCTCCCCTCAmTCTGGACTGGGCAGCCm 

CCCnCCCTCCATCGGCATCCCCCCGCTAnGTGGTACTCCAGCAAGAGGAAATATGACAGTCCCAAAACGAAGAAGAACTGATTGGGGCTTCCACAGCCCTCCTCTCCCA^ 

CAGGCTCCTCTCGCAAGAAATCGAGGTGCTnGCAGACTCCAAAGGGTATCTTAAATGCAATGTGTTGTCTCTTAGCCCTTGGCCACnTCTGCTGGATC 

AGGGAAGGACCAGCCCTAGGAGTCTGC 

>ncrc0561.seq 

GAGTCCNACCNGCCTGGCAGTATGATGGCCTAGATGCAGAGAAAACAGCTGCTNGGGGAATNGATAAGTAAAGGCAGAAAAGATTATATGTCATACGTCCATNGGGGAATA^ 
CCCTGAGAncnACTNNTGATGAGAACAnATGTGGGTGGGCCAAAAAATmAAGCAAATGAAAGCTACCAATnAAA 



>ncrc0562.seq 
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CGAGTCTGAGGCGGAGGGAGTANCGGCAGGACMGCGmAGAMGmCTTCCACTCnTGACCGAGTAnGGTTGAM^ 
GCTTCCAGAAAAATCTCAGGGAAAAGTATTGCAAGCAACAGTAGTCGCTGTTGGATCGGGGNCTAAAGGAAAGGGTGGAGAG 
CnCTCCCAGAATATGGAGGCACGAAAGTAGTTCTAGATGACAAGGAnAmCCTAmAGAGATGGTGAC^^ 
CAACATGATGCTGCCCAnCCACTGAAGnCTGAAATCmCGTCATGTAAATAAmCCATATnCTCTm 

>ncrc0563.seq 

ACGCATTGATTCTTGTCAACAATANAATOGCAAAGmGTCCTGGAGCAmACACCmGGNGAAGTTGGAACGAC^ 
TGCCCAAAACTCnCAGGAGCTGCGTGCCCATGANAATGAGATCACCAAAGTGCGAAAAGGTACTnCAATGGACTGAACCA^^ 
GAGCTCAGGAATTGAAAATGGGGCmCCAGGGAATGAAGAAGnCTCCTACATCCGCATTGCTGATACCAATA^ 
ATCTTGATGGCAACAAAATCAGCAGAGTTGATGCAGCTAGCCTGAAAGGACTGAATAAmGGCTAAGTTGGGATO 

>ncrc0564.seq 

ATGACACCGGCCATGGGTTAACCGTGGCTCCTCAGGACCCTCTGGGTCACACATCmAGGGTCAGTGGCCAATGGGGCAGATnGGCACTAGCnGAGCCC^ 
ACCTGCTGGTCGTGTGACGTGTCAGGGCTGACTnCACCTGTGCTCATCTCAGTTTCCNAANCTGTAAAATGGGTCTAATAAAGGATCAAGCAC 

>ncrc0568.seq 

CAGTAGGAATGAGCCGCAAAAGGNGTGCATAGAGGAGGTAGTTTGGGTGAACCATTAAAATAAAnmTTTAAGGCCGGGTGAGGTGGCTC^ 
GGCTGAGGCAGCCAGATCACnGAGGTCAGGAGnTGAAATGAGCCTGGCCAACATGGGGAAATGCTGTCTCTACTAAAAATACAAAAATTAGCCAGGCATGGTGAC 
ATCCCAGCTACTCCGGAGGCTGAGGAAGGAGAAnGCTTGAACCCGAGAGGTGGAAGTTGCAGTGAGCTGAGATTGCGCCACnGCACTCCAGCCTGGGCAGCAA 
CATCTGA 

>ncrc0569.seq 

GCAAATACGTAGACTNGGANCGACATCTCTACACGGnCCCATCCGGGAAGAGGGCAACATCTACAAGCGCAACAACAAGGCCATGGCAGACGAGCTGAGCGAG^^ 

GAG 

>RCrc0570.seq 

TMcCGAAGCTGACACTCACAGCACGTATATGnATCCTTCAAAGAAAAAAATCGTAAGmGTCCTAACmATCTGACCCAT^^ 
Tffl'GCAGAATTAGATAAGCTTATGTTAAGCTTTTCACAAGGCTAAACAGTTGGGNGCNTGAAnTT^ 

>&0571.seq 

CSfi^TTTCAGAGGGNGGAGGGANCATCCAGGATGTCTGAAAAGGTCTGCmCCTCAnGTGTCAGCTTGCCCTCTGAAGCTCACTCCCCCCCACCGCmCTTGATGTT^ 
llfK^ATTTGAAGTGCAAGAAGTGCCCCTCCCATTCTTGGACCACCTGGAAGCTTNNGAGCAAGCTTnGGAAAAn^ 

G^GATGGGAnGAGGGCTGGGAAGCGAACAGGGAGAAATGAATGATCnGGGCGTGATCTCCAGAGTCCnGTCCAAACCTGGGCAAncnATC^ 
Td^CCnCTCCCnCCCATGGCTTmATGATAATGCTTTTGAAGGTCCGAATAAGAACA^ 

>yc0572.seq 

AAATGmCmTTTTNAGCACTNCCATCAmGGTACACNGGGGCAAATAGGGCAAATAATmGTCm 
>S)6^573 S6C| 

c^^ctcccatccaatatataagcacaatgattncaaaaatatcttccatgcagctcgtaccgcagcgacactgtttgtagtcatct™ 

(STGGTnGGACATCATAGCTAGCCTATGCAATATGATAATGGGACTGACCCnATCACGCTGTGCACnGGGCATAT^^ 
A^fslGACCAGGTGGCTGCAGCTCTGTGGGACCAGGCmGTACAAGCnTACAGTGCAGCAGCAACCCACAGAGATCTGTATCATC 

aUSaatcag 

>f&0574.seq 

CtyiCCCCTGTAAAAAATNNAGGnGTGGTTANnGTOTCAAATCCTCmCATCCTCTAGCCnCCATGGCTCTCA^ 

GTGGAAAATGCAGTGCCAnAmCAGCATCAAAATCCTGAAATAAGATACAGAATGnGTGTAATATACAGCTCGGTGT^^^ 

CCTGTCCTTGATCATTGTAATGCAGTGTTCACTACCAGTCTTnCTCCCCCTACAnGGAAATOTGCCAAAAGAGTAATGM 

TTATGGCTCTACAGnGAAATATCAGCTTTAAGAGAATCGACTTGGAGACCAGGTGCAATGGCTCACGCCTGTAATCCCAACACnAGGGAG^^ 

CAGGAATTTGAGA 

>ncrc0576.seq 

ACTGTCCTATTmAATNTCTTAAAGTATGAmGATATAATC™TTGAAATTACC™TCATGTCTTA^ 
TTCATTACCAACTTGATAAATGCTACTCATAAGAGCTGGTTTGGGGCTATA 

>ncrc0579.seq 

AGAAAATAAmAGAAGAAAATTATTCTTGGTCGGGTGCGGTGGCTCACACTGTAATCCAGGTCnCGGGGCTCTGAGGCAGGCGGATOCCTGATGT^^ 

CGGTCAACATGGTGAAAGCCCTTCTGTACTAAAAATAAAAAAAnAGCTAGGTGTGGTAGTGCACACTTGTGTAATCCCAGCTACTGGGG^^ 

TGGGAGGTGGAAGnGCAGTGAGTCGAGATCATCCCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCT 

>ncrc0580.seq 

TAGAATCTOGTTCAACmAAAmGCCCACAGNAACCCTCTAAATCGCCnGTAAATTTAACTGmGTCCAAAGAGGAACAGCTCTTTGGACACTAG^ 
GTAAAAAATnAAGAGCGATAGTAGGCGTAAAAGGAGCGACCAATTAAGAAAGGGnCAAGCTCAAGAGGGACTACGTAAAAAATCCCAAAGATATM 

>ncrc0583.seq 

GCCAnAGGGTATTCATTCAGATAATGTmCCTACTAGGAATTACAAACmAAACACTmTAAATCmAAAATATnAAAACAA^ 
CTAATCATmGGATTmTTCmGAAmTTGGCAGGGAATATACTTATGTATGGAAGATTACTGCTGTGAGTGAAATAA^ 

>ncrc0584.seq 

GGCAGTGGGTCAGGCCTGTAATCCCAGCACCTTCGGNGGCTGAGGAGGGCAGATCACGAGGTCAGGAGATCGAGACCATCCTGGCCAACATGGTGAAAGCCCGTCTCTACTAAAAA 
TACAAAAAAnAGCGGGGCGCGGTGGCGGGCAGCTTGTAGTGCCAGGTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAAGGTGAGAGGCAGAGCTTGCAGTGAGCCAAGATCG 
CACCACTGCACTCCAGCCTGAGCGACAGCGAGAGTCCGTCTC 

>ncrc0585.seq 
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CCCTCCTGGAAMTMTGMTTGGGTMGGMCAGTTMTMGAAMTGTGCCTTGCTMCTGTGCACA^^^ 
CCGnCAAACTTGTCAGTCAACTCATGCCAGCAGCCTCAGCGTCTGCCTCCCCAGCACACCCTCATOC^^^ 
AAGTCGGGGGAAmCTCTAmCTCCACTGGTGCAAAGAGCGGAmCTCCCTGCTTCTCnCTGTCACCCCCGCTC^^ 
TTGCTTTCCCCGTCTGACTGTCCTTGACTTCTAGA 

>ncrc0588.seq 

AAGGTATGAGGGGTnGCACCTCTGnGCGGAGNTGTGGAAGGGTGnAAGTAGGGCCTACCATGAGCAAGATm^^ 
CTGGAGGAAGGAGAGGGTCCAGACAGCACTGTCAGTAmCACACTAnGGNGACCTGAAGGGGGCGGTAATAGGAGGAATGGGGAGGATC 
GGGTANACAGCTCTGGGAGCTGAGTGmGTOCAACAAAGGCAGnATCAAAGATAACTCCAAGGTATCAAGTAAAGATGAAAAGC^ 
TAGTGCGGAGTATGAGCTACCACAGGTGnCCCAGTGGAGACAACTAACACTGAGTTACAAACAGGGTCCTG 

>ncrc0591.seq 

cagcamgtggtgcgltctgagccgtctgtcctgcgccaagtatgcttcaaagta™naaaaacgtatggatccccatgaagccct^ 

taggaatggggctgatgggcttcatcgntataaaatccgggctgctgataaaagaagtaaggcmgaaagcttcagcgcctgctcct^ 

acatgtgaaagaaaacgtcagtctgcctgtaaatttcagcaa6Ccgtg™gatggggagcgtggaacgtcactgt^^ 

>ncrc0592.seq 

GGTGAAGAGGTGGAAGCAAAGTTCAAGCGATATGAGTCTCATCCAGTGTGTGCTGATCTGCAGGCCAAAAnCTTCAGTGnACCGTGAGAACACCCACC^ 
GTCTGGCCACCGAGTATATGCACTGTGTCAATCATGGCAAAGAGAGCATGCnGAGAAGGGAGGATAAAAACTnCAGAATGAGCAAAACACCATCM 
ATTmnTTCCTAGTGAGAAAACAACCCAmGAAGAGAAGACCAGTAATGAGAAGACCACTAAAGAGAGACATCAAGAATGGA 
GTTTGAAGGGCCAAAGCCTTGATCAGGGATCAGTCATTAAAGGACACTCnGAGTAnAAT 

>ncrc0595.seq 

GAAGCTTCTTCTGGAGTAAAAAATGTATTTAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCAATGCTm^ 
AGGTTAAAGTTTAGTTTAAAAGTTGTAGGTGATTAAAATAAmGAAGGCGATGTmAAAAAGAGATTAAAGCGAAGGTGA^ 
GTCAmAAAGCCTAGTTAACGCAmACTAAAGGCAGACGAAAATGGAAAGATTAAnGGGAGTGGTAGGATGAAACAATnGGAGM 
Ck^AAGTACGGGAAGGCGAAGAAAAGAATNGAGAAGATAGGGAAAnAGAAGATAAAAACATACTm 

>pSc0597.seq 

C'^jATnAAAGATAAAATAAGTCTTACnTGAGTCTmAGTTGTCTATTTGCGACTATGTTCG^ 

Gt^ATACTTCAACAACAGTTTOTCACAGAGCTTAATATGATTCGGAmCATGGTGTTGTGTGmCAGAGGATAATAGAACmTAGAATGT^ 
Tj^TrmGACATAAGGACTAGTAAACCTAGAGnCTGTTAATAGCAAAGAnGCCm 

>n6lc0599.seq 

d^TCGCCTCCGTCTGGGTACCAGCCCCCTAnACTCTGCAGGCGTGTGAAGAAAGAAGGAAACTAGCTCGGACCGTGCAGGTnGTAGGTGTGn 
qWCAGCGAGAGAAGGAGAAAACTGCCTTGGTTGGAACCTTGCAGATTCATCACAAGAGAGCTAGAAGAGGCTGGAAGAAGCTG 
ACCTGAGAGACCTCnCAATCAGAAATGGAAACAGAGAGAnCTCCTGGAAACCCCTGCCCCATAAACGGCCCTCTCGAACACAATGGGACGG 
GCAGATGTCAAAGAATCTGCAGAGGGTGCTACCTGAAGATCCAGCCnAGCCAATCACCACCTCAnGGGTGAAAGTTCCAGGGCTCAATCCAGGACCAC 

>l^?^cO601.seq 

AffGCTATACATCATTAATAGACGAACAGAGAGCCAAATCATAAATGAACTCCCATTCACAAnGCT^ 
dftfcAAGGAGAACTACAAACCAGTGCTCAAGGAAACAAGAGACGACACAA^ 

A^iAGmATAGAnCAATGCTAnCCCATCAAGCTACCAnGACmCnCACAGAAnAGAAAAAACTACnCAAAmC^^^ 
CjQAGCAAAAAGAACAAAGCTGGAGGCATCACACTACCTGACnCAAACTATACTACAAGGCTAmCTGGTACCAAAAC 

>|^602.seq 

AGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGTTGTGGGACTGCATGCTACTGTCTAGAGCnGTCTCAATGGAT^^ 

ATGGCCGATCACCTCTGAGACCCACCTTGCTCATAAACAAGATGCCCATGTTGGTCCTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGmAm 

GCATATAATAAATCACCTCTTCCGCTGTTTTAGCTGAAGAATC 

>ncrc0604.seq 

CTTGGTCTOmNCAGTGCTATGNTATGTAAAAGGAATNhiANNTGTAANGAATAnNTCmGAAACAATAATACC 

AGATGACTTGTAAATAAAnCTGCCCACAGGCTOGGGGATCTAAGATATAAnCACTGTGGTAAAAGATACAAAGCAATCAmGNCAGAAAAA 

TCTGCTGAAGAAGAATnCTGGGTAAAGGGAAGGAGACnCTTAGAGGATAGATGGATTnAGTTCTAGGTG 

>ncrc0605.seq 

ANCCCTGnCNTGGGAAAGTAATTGCTGAGCGNAGTACAGGNAGAAACAGTACNNCTTnGNAGATGCTCATGTAAGCAGGnTTGGAGAG^^ 
GGCTGGCAnGCTCCCnAAGATCnGCTCCmAnAACCGTGTAAAGGAGTCnGmATCCTCTAATGGCCAGGCTmGGGAGAGCAGCAT^^ 

>ncrc0606.seq 

AACAGANAGGTGGAACTTTmCCTCncnCCnAAACAATAAGTAGGAATACAATCTACTTCCmACTAGGAGA^ 
AATAAACmACTAATGAAGTnCACTmACTGCCATTAAAAACTATCATCTCCTGAGAGATnAGTATATCCTGGCCTTTOmAAC 
TTGGTGmATAAACACCAAACnCTATAAATATOCAAAAATATATGCCTTTCTAAGAAATAmGCATAATTTAATGm 
AGTATAATCATGCTAGCTmCAn™CTmCTCTAGTGTAATAAnAAGTCAAAGACTTAATnATATCT^^ 

>ncrc0608.seq 

GTCATCTCTGATCmGCCTAATGTGmCTTmCCTmGCCCTAGTTCTTAGAGGmCGTTGTGTTT^ 
>ncrc0610.seq 

GNCCTATGACAlTGGTGGTNCTGATCAAGAAnNGGTGTGGNCGnGGCCCTGTGTGCTTTTOTAAACCAAACTCTATCTGAAATCCCAACAAAAAAA^ 

TCTTGnCTAATCTTGTCAAGCAGTGCAAGTGACCGACAAAATTCCAGnATTTAmCCAAAATGTTTGGAAACAGTATAAnTGACAAAGAA^ 

CACCAAATACAATTCAAATGCnmGTTTOTTnmACCAAnCCAAmCAAAATGTCTCAATGGTGCTATAAT 

TnGAATGGTAGCGGATGTGGAGAGCAATGACTGTGCTGACCAGTAAAAGATAACCTnCmCTGAAATAGTCAAATACGAAATTAGGAAAAGCCGTC 
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>ncrc0611.seq 

GAGGCTGATTCCTCTCAmCCGCnCTCAGmCTGCCTGGGCMTGGCCAGGGGCCAGGAGTGGGGAGAGTTGTGATGGAGGGGAGAGGGG^^^ 
CTAGGCTGCTGACACCAAGGCCCTGATCTGTCTGCTCTGAATATATGTCTCmGGAGnGGAAm 

>ncrc0612.seq 

TCTCTNTGACnCCCTOTmGAAATATANAACCTACTATnGnACATATCCAAAnGTGTCATATGATAT^^ 

TCTmAAAAmATATCAATA™™CTAATAATATTGCTAAGAAACAGATOnACTTGGAAGCGGT^ 

TGAAGGTAGAACAACACGAAAATCATTTCAGAAATTGTAAG 

>ncrc0614.seq 

AACAGCAAAAATATATATATGATTGAAmCCAGCAAGAGAAGATAmATGCCmmGGGAATAAAAGCAGTAmGAGGAAATC^ 
AGCAnAAGATAAAAACAAGGAGnCTGTCCACCCTAAACAAGATAATCT 

>ncrc0617.seq 

ATTCCAGCAAAGGCCATGTACAAGAGGAAGTACTCAGGCGCTAAATCCAAGGTTGAAAAGAAAAAGAAGGAGAAGGnCTCGCAACTGmC^^ 

GCGGTACCCGGGTGGTTAAACTTCGCAAAATGCCTAGATAmTCCTACTGAAGATGTGCCTCGAAAGCTGTTGAGCCACGGCAAAAAACCC 

AGCCAGCATOCCCCGGGGACCATTCTGATCATCCTCACTGGACGCCACAGGGGCAAGAGGGTGGTinCCTGAAGCAGCTGGCTAGTGGOT^ 

CCTCAATCGAGTTCCTCTACGAAGAACACACCAGAAAmGTCATTGCCACmCAACCAAAATCGATATCAGCAATGTAAAM 

G 

>ncrc0618.seq 

CGGCTCCCTNTGGCCCGGGAACCAGCCAAACTNTGTCNCTGANGTGAAmCCAGAAGAGTAAGATAnTANTGCAnAnTGGGAATAAAAGCAGTAm 
GAmCCAGAACTGATGAAAGACAAGCAnAAGATAAAAACAAGGAGTTCTGTCCACCCTAAACAAGAT^^ 

>ncrc0623.seq 

CTCGGCNCNmGGCCGGGAGGGnGGAAAGTCNAGCCGTAGGACCCAGTnCCTnCTTAGCTGATGTCTTTGGCCAGAACACCGTGGGCTGnACn 

TWsCATTTACGCCTGTAAATGTATTCATTCnAAnTATGTAAGGnmmGTACGCAATTCT^ 

APCCCCAGCAACACGTCATTGTGTAAGGAAAAATAAAAGTGCTGCCGTAATC 

.'5=:; 

>|gc0624.seq 

GillSAAAATGTTmACAATAGGAATTGCAGAmCTACnGCTnAW 
ApAAATTTTGAAACACCAAACAAGAG 

>m;0625.seq 

C®ACGAGGTCATGAATCATGCGACGGTGGGTTGAGGAGGAACCTGTCmAAAGCTGTGCCTGAAGTGACAGCGGAGAGAACCAGGCAGCCGAG 

AlgCTGCGAGAGAAGGGGGnCATCATGGCGGATGACCTAAAGCGAncnGTATAAAAAGnACGAAGTGTTGAAGGGCTCCATGCCATTGTO 

GTTATTAAAGTGGCAAATGACAATGCTCCAGAGCATGCmGGGAGCTGGmCTOTCCACTmGCCCTO 

AtCTGnACTATAACACCTACCAGGTGGnCAAmAATCGmACCmGGTGGTGAGmCATAGGCAGCAGCAGTGCCAAT^^ 

CtftTT 

>Kic0627.seq 

Ai^CAAAANNCTGGCmAGGCGTGGCTTGTAGAATCAATCTAACTACTAGACAAGTTACATCTCATATATGTGTGGCTO 
AigrATTTCCATCATAGCTTTTTGTOGCCTTTnCCATnCTGG 

Ti^GTGTTTmGCACCATGGGTTnAAAATCCGTCCTCTGCCTCCCACAAGGAGCTACTACCCAAG^^ 
tktGnGCTGGTCAAGGCAGAAACGCTAACTTCCAACTGTGGTCTGnAAGAGATCTGCTGGGM 

>ncrc0628.seq 

CAAACTmGGGAGCACGGACTGTCAGnCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCrrCTCCTCCTCTGTCTmGGAGAACCAGGGCTCn^^ 
GCAGGCTGTnCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGnGnC 
GTTmAGCATGTTCCTCCnncnCACCCTCCCCTTTmCTTCTAnAATCAAGAGAAAGTTCAAAGnAATGG^^ 
TnCATGAAAAAGCTGCTTCTTAnAATCATACAAACTCTCACCATGATGTGAAGAGTnCACAAATCCnCAAAATAAAAAGTAA 

>ncrc0629.seq 

GAAGCAmGCTGCTGAAATmGCACGTGGTGCTCCTCCCCGCCCAAACCATTTAmGTTGCAAATTACCTTGCAGACTGCTTGGATATTGM 
CAAAATATTTnATGAATATCCATTGGCTTGTGGCCAAGTCTTCCCATCnTTCAAATGAAGGTGTTnGGTCnCCTA 

ATGAATTGnGCTCAAACTGTGGmCCTCTTGGTCCTAAATCAGCCTGncnATGAAGTGCTCACAGCCTCAGGGGGGTCATGAGAGCGTAACCCCCCCAGGAGG^^^ 
AATACCTTAAGCCTGTGTATTCTCATATACATGTAGAAATAAGATGACAACATAAAAGGGCCGnCTGCCGTCAmTTCTGAACTTCnCACT^^ 

>ncrc0630.seq 

AnGTCTTCCTGTAAGACCnCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCTTCA 
GGGCGCAGGAACTGTGTGTGTGCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTAmmAAAACATCAATTGATAnAAAAATGA^ 

>ncrc0632.seq 

ATTmATGTmATTAGCATTnCAGAAGACGGATTATGTAGAGAATAATCATATATATGCATACGTAAAAATGGACCAGAGTGAC™m 

TGTTAGTGCATnGAGCACACATmAATTnCCTCTAAnAAAATGTGCAGTAnnGAGTGTCAAATATATnA^ 

TCTGGTGTAATAATATmAGAAAATGmGGAATnAAGAAATAACTTGTGnACTAAmGTATAACCGAT^^^ 

>ncrc0633.seq 

AAGACTGGGACGTCTAGTCCACAGGAAAGACCTGCACCACTGTCGCCTTCACACAGGTGAACTCGGAAGACAAAGGCGCmGGGTAAGCTGGTGGAAGCTATCAGGACCAAnAC 

ATGACAGATACGATGAGATCCGCCGTCACTGGGGTGGCAATGTCCTGGGTCCTAAGTCTGTGGCTCGTATCGCCAAGCTGGAAAAGGCAAAGGCTAAAGAACTO 

GTTAAATGTACACTGnGAGTTTTGTGTAGATAAAAATAATTGAAATAATACAAATTTTGGT 



>ncrc0635.seq 
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GnCAGGGAGATTACTATGGAGATCTGGCTGCnGCCTGGGCTAmCCCCAGTAGCATTGTCCGAGAGGACCAGACCCTGAM 
GATnCTACTGCCAGTGAGCTCAGCCTACCGCTGGCCCTGCCGTnCCCCTCCnGGGmATGCAAATACAATC^^ 

>ncrc0636.seq 

AGCTGnACTAAGTGTGCTAAAAATACTCATmATAAnAATTnAGTmcnAGTATA™™!^ 

TATGTGTAGTCGmAATGTGAAnATATGTGAATTTTTmCAAAATm 

TGCCnCTGAATCATCAGATTAAATOTGCnCATATGTTmGCTmACTGTATnCm 

>ncrc0639.seq 

ATAAACAGGAACCTGTACAGAAGTGCCCTGGAAGAAGGCCTGCTCTAAATOTCCAGTGTATGGAGAAATGACACAGOnAGGAGACGTCGCmGAAC 

AACACACACCATCAGAATTCAATATTCACCTGGCAGACTGGCTTATCAAGACAAAGGTGTCCnCATAATGAAGnAAAGTGAGT^^^ 

AGGTATATGACTGCCCAAGATCAGAAAACGTGAGGGGTATGAnACTATGCGTTTTCTAAAGATCAATAGTATAACATT^^^ 

TGGGCAGACCTTATCCAAAGTCTGGTACAACTGTCCnAGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATA^^ 

G 

>ncrc0640.seq 

CATCTGCAGGTACAAGnGCCAATCATACTGnGGTAGTGAATAACAATGGAAnTACCAAGGTmGATAGAGATACTTGGAAAGAA^ 
CCCTCCAATGTGmGCTGCCAAATTCACATOTGAGCAAGTCATGACTGCAmGGAGGCAAAGGGTAnTTGTACAAACACCAGAAGAACTCCAAAA^ 
CAGACACAACTAAACCTTCTCmTCAACATCATGAnGAGCCACAAGGCAGAGGGAAGGGCGAGGATTTTCAnGGGTGACCCGCTCTAATATGTAAAT^^ 
CTTGAGTTnGTCmcnGCAAGATGAAATTTTATTnCCACAGCAAAAnACTCTACTGTTAAAAn^ 

>ncrc0641.seq 

CAATTTCGI I I II IGAACAGAAGCTmCTCTTTACTGAGCATCTACTACGTGCCAGGTGGGTCCTCCCNGCCGAGATCTTCAGTGCTGCTGTGGGTGAGTCAGGCmGGTAGGTCCA 

GnGGCACCTnGGCnGTTmCTTCATCnGTGGAAATGCAAGGGTCATTCGGGmTGGTTCCAGTGATGGGCGAATCTGTATTAACTGGT^^^ 

CGAGCAnGAGTGGCAGGGCTGAGTrGGGTGAGnCGAGnCAnTCATTiTGGGGGGGTCTGCTGTGTNTC 

>fi#c0643.seq 

ApAGGCCGAGGANmGAGGTTGTGGTGAGGTATGATTGTGCAGGTGTAGTAGAGGCTTGGTGACAGAGCGAGACCCTGTCTGTAm 
Gi^GCnGTCATGTTnGTTTGGGTGATGAATAATGAAATATGGACATGTnACTGGATCm 

>&b0644.seq 

aWGATGTCmGGCAAAAAGAACCGGGAATGGTGGAGTTCTATGGTGATGACATAGCTGTGCTGAAGCTGGGCGAGAAAGTAAAGAT^ 
djTbCACGATGGAGGCCAATCTGGCTCTGCGGAGACGTGAAGGGAGCACGTGTAGGGACCATGAGAATG^ 

G@GCAAACTGAACATTAACCTTAAGATGGGAGTGGAGTGGACAAGCTGTGCCGAGGTTGTCTCGCAAGAAAAAAGCATGTTCCCCAACn^ 
Al^AGnCCTATGCAGTGGGACCCAGGAGGATGAGAGTGGGTGCAAGGGAGAATGTGGGGGAGCAGTTnCCnGAGCGG^^^ 

w 

>ncrc0645.seq 

GfDATTnGGGATGCNAAGGTGGGCAGACCAmGAGGCGAGGAGTTGTAAACCAGmGGCCA^ 

(^CACCTGTAATCCCAGCTAGCTGGGAGGCAGGAGAATCACnGAACCCAGGAGGCGGAGGnGCAAGTGAGCCAAGGTTGTGCCACTGCACTCCAGCCTG 
AjpT 

>PiG&0646.seq 

AiEGAAAGAATnCCTGATCAACATCATTAAAGAnATGTAAAAAGnAAAAGGCnATGAGCCTAAGm^ 
C#|rAATGTCAGAAATTGTC 

>JM:0647.seq 

GAGAGCGGAGGTGGTGGCGGCGGAGGCTnGGGAGCTCGGGACTGAGTGCAAGAATCAGCATGAnCTTCAGAGGCTCnCAGGTTCTCCTCTC^^ 
CCATTTGCGGAGGAACAnGGTGTTACAGCAGTGGCATTTAATAAGGAACTTGATCCTATACAGAAACTCTnGTGGACA^ 
GACCTGTTGATGCTAGTTCAGAGTATCAGCAAGAGCTGGAGAGGGAGCnmAAGCTCAAGCAAATGmGGTAATGCAGACATG^^ 
AAATTTGAAGTCATCGAAAAACCCCAGGCCTGAAGAAATAAAGTAAAATTAATCTGGTAAmGTCACGGATOGTO 

>ncrc0649.seq 

CGCAGTGGCTCACGGATGTAATATCAACACTnGGGAGGCCGAGGCGGGTGGATCATCTGAGGTTGGGAGnCAAGGCCAGCCTGAGCAAGATGGAGAAACCCCGTCTCTACTAAAA 

ATACAAAAnAGnGGGTGTGGTGGTATATGCCTGTAATGCCAGCTACTCAAGAGGCTCAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGG™!^^^ 

ACTGCACTCCAGCCTGGGCAACAAGAGTGAAACTCAGTCTC 

>ncrc0650.seq 

gagaaaagagaagaatcaaagatcaccccaagtttttggcttaggcagctggtaaaatggagatgctgtttacttgagatggaattaaagg™ 
atctatagtcttaggacatatactagaataaaatatttacttcctactcgttti hill laaactaagattottctactttttatgaataaatngtatcctnctgaagagctaatgngtttg 
ggattaatmgctacatggggatgtggggttnaaggagtaaaacacagtaataactmggctggggnacagggngaggcangcacc 
taagttctttttngccctagctttgtaaatgtaggcattc 

>ncrc0651.seq 

CGCAGGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTATTTmAAAACATCAA 

>ncrc0653.seq 

AGANnACACGACTGTATOnATmGnCTTAAGAGAATCACATGGGAAAACTGTGGAGAAAGAAAGGCAACAAAGTAAATAnAGTGTTTM 

TAGATAnATAATAAAmAATGCnCATGACATTGATCTGTATGTAATnAAAGAGATGCTCAAAATTCAGATCATTGGAATAATAA 

CTAAAGGCAATGTATTTGnATTGAAAATTTTGTTGATAGGTGAGCGGTTC 

>ncrc0654.seq 

ATGAGAGGTGTAGTTAAGTGGGCAGACCAACATCCACCTCAGCAAAAACnCTTCCTGAGGAATCGCGCCAGGGAGCGCTCAGACACCTTCATCAACCTCCGGGAGG 
CnCAAGGTGGGGCGAGGAGAGTAGAnGTGGTGCGTTGCACGnCGAACCCAACAAGGATGGGGAnTCTGCATGGGGGTGTmGTGAAAAGAAAGCTGACT^ 
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GATGAAATCGAGGCCAATCnGMGAGTTCGACATCAGCGAGGATGACATTGATGATGGATTCAGGAGACTGmGCCCGGnGGCAGGAG 
GCTGCAGACCATCCTGAGAAGGGTTCTAGCAAAGCGCCAAGATATCAAGTCAGATGGCnCAGCATCGAGACAT 

>ncrc0655.seq 

ATCTGCGATAAAAATATAGCnAGTGCTAAAATCAGTGTAACnATACATGGCCTAAAATGmCTACAAAmGA^ 
TAGAAAAGGACTCCCTGGCCAGGCGCAGTGACnACGCCTGTAATCTCAGCACmGGGAGGCCAAGGCAGGCAGATCA 
TGAAACCCCGTCTCTACTAAAAATATAAAAATOGCTGGGTGTGGTGGCAGGAGCCTGTAATCCCAGCTACAC^^ 
GTTTCAGTGAGCCAAGACCACACCACTGCACTCCAGCCTGGCAACAGAGCGAGACTCCATCCCA 

>ncrc0656.seq 

GCTTTTmCAGGCGGCCGGGAAGATGGCGGACATTCAGACTGAGCGTGCCTACCAAAAGCAGCCGACCATCmCAAAACAAGAAGAGGGTCC 
GAAGCTCCCGCGGTACTACAAGAACATCGGTCTGGGCnCAAGACACCCAAGGAGGCTAnGAGGGCACCTACATTGACAAGAAATGCCCCTTC^ 
GCGGATCCTCTCTGGCGTGGTGACCAAGATGAAGATGCAGAGGACCAnGTCATCCGCCGAGACTATCTGCACTACATCCGCAAGTACAACCGCTTCGAGAAGCGCCACM 
GTCTGTACACCTGTCCCCCTGCTTCAGGGACGTCCAGATGGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCnCAACGTGCTCAA 

>ncrc0658,seq 

CTCTCGGCCmGCGCCATTTTmGGAAACCTCTGCGCCATGAGAGCCAAGTGGAGGAAGAAGCGAATGCGCAGGCTGAAGCG^ 

AACCGCTAGCTTGnGCACCGTGGAGGCCACAGGAGCAGAAAGATGGAATGCCAGACGGTGGGGATGCTGGTACAAGnGTGGGACTGCATGCTACTGTCTAGAGCTO 

GATGTAGAACTTCATCGCCCTGTGATCGGCGATCACCTCTGAGACCCACCTTGCTCATAAACAAAATGCCCATGnGGTCCTCTGGCCTC^ 

TnATTnGTGGCCGAGTGTAAGAACCATATAATAAATCACGTCnCCGCTGTnTAGCTGAAGAATT 

>ncrc0659.seq 

GTAGAAGCAGGAGGTmCAACCTAGTGACAGAGCAGCACCTACCCCCTCGTGCmCCACACCTGCAAACTCnnAGTTGGGCTGAATAmAGTGTAAnACATCT 
GGCTCCTGTGGCAAATTCCCGGATTAAAAGGTTCCCTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCCTTCTGCnGCACAAGTnC^ 
TCAACAGAGAGGC™mGACmATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGCCCCTO 
GAATGCCATCTTCGAGTGGTCCAGTGTTCTGATTTGGGTCTGGACAAAGTGCCAAAGGATCnCCCCCTGACACAACTCTGCTAGACCTGCAAAACA^ 



>E|lc0660.seq 

AMTCATGGAmGTOGGAGnCTCTTGTATmCTGTAnTOTGTCTGTTGCCAATGnTTCTCCTACnAGGCAmGGCTnAAmTACA 
AWrGTATACAANTCAAATTGATTAAimCATGACmmCAGGATATAAAGCAAATTATm 
TSrTTCCTCTACGACATGmCTGTGTGAGTAGTTAACATGTAGATCmAGAATTGATTmCTGAAGAGTGA^ 
CpCTGATATGTCTGAmGAAATGCTGnTCATTATGTGTTAAATTCTTTCACTGAGCTCnCCATATTGCTA^^ 

>r{afc0661.seq 

GpCATGAnGTGCCCGTGACGAAGCACTGCAGAACATCTCGGCTGATGATCTCCCAGACTCTGCAAGCCAAGCAGGCCACCCGCAGGATTCAGCTTTCTCT^^ 
AC^GAmGGGACTTTAGGGmGGACTmCAGCACCATTGCAGTCACGTCAAGTCAAGTGATGTTnGAGTC^^ 
AJ^AAGACmGmCAGTTGTAGATGTTATGTATCAAAAGGTGnAATTCAAGGAmAAAAAACTCG^^^ 
d^GGCGGATCGCTGGAGCCCAGGAGTTGGAGACCAGCTTGGGCAACATAGCAAAATCCCATCTGTACA 

>lfipg)ic0663.seq 

AaiSAGGTGAACTGGACGnGTGAACAGAGTOGCTGGTAAATGTCCTCTTAAAAGATCCAAAAAATGAGACm 
AlMTTGCAATGAACnCCTC 

>i5^664.seq 

(jMGGTmCTGCAACATGGAAGACTGGCGAGTACnGCGTCTACCGCAATCGAGCAAACGTTCCCAAGAAGAACTGGTGG 

(iolGAAACCATCAATGGTGGCTTCCATnCAGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCGAGATGACC^^ 

TCACCTACCACTGCAAGAACAGCAnGCCTATGTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCGAGGGGTCCAATGACGTGGA 

AGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGnATCGAGTACCGGTCACAGAAGACCTGAGGCCTCCCC^ 

CCCATGGACATAGGAG 

>ncrc0665.seq 

GTTTGAGGmCCAGTAAATTTTATTmCTGTnACmAGACCTTTGTCTGTAGTTGTAGAAnGAAGCAGCAAGCTC^ 

TniAnGTGTGTGCATGAAATAmCCTACCTGTGGAGGGTAnAATACAnAAAGGTATAAAACCTCnAAAnAAAGAAGCTCTGn^^ 

CATAAATTTAATGTTTACAGAAnCTTATAAAATAAAGAAAGTGAACnC 

>ncrc0666.seq 

CACACCTGTAATCCCAGCACTnGGGAGGACGAGGGAGGCAAATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCGAACATGGTGAAACCCTTTCTCTA 
>ncrc0667.seq 

GmGCAGTGACCCCTAGTCTGGGGTACACAGACCAGTGTrCCTTATTGACAGTGnCAATAAGGCCCCGTCAnCTCGCCAGTCTGTTGnGTTCn 
TGTGTGTGTTTGTGTGAAGAGGAGnGTGTTGTTTGTAAATAAAGGn 

>ncrc0668.seq 

AAGGTGTGmGGTGCmGGATCCAnTCCTCGGTCCTOGAGCCGCTCGTCAGACTCCAGCAGCCAAGATGGTGAAGCAGATCGAGAGCAAGACTGCmTCAGGAAGCCnGGA 
GCTGCAGGTGATAAACTTGTAGTAGTTGACTTCTCAGCCACGTGGTGTGGGCCTTGCAAAATGATCAAGCCmCTTTCATTCCCTCTCTGAAAAGTA^ 
GTAGATGTGGATGAGTGTCAGGATGnGCnCAGAGTGTGAAGTCAAATGCATGCCAACAnCCAGTTTmAAGAAGGGACAAAAGGTGGGTGM 
GGTTGAAGCCACGAnAATGAAnAGTCTAATCATGTmGTGAAAAGATAACCAGCCATTGGGTAmAAAAGnGTAATmTnAA 

>ncrc0669.seq 

GAAAGANCTTGAACACAAACCTGGGAGACTGCAAGACTTCTATGATTCCACAGCAGGAAAATTCAATCACCCTGAGATAGTCCAGCTTGmCTGAACTTG 
ACATAGCTGCAGCTGCCAGTGAGCCACACTCCTGAGACACTCTCTAAATTGCTGGACTCCTGTAACAAACAnATTnTCGATTTGAnGTATTGTGnnGCGATTGTTG^^^ 
TTCCCTAGATGTGAGTGTGmGTTnCAATTGTCTGAACTTCAGGAAGAAATGTGATACAAGnGGGCACTAAAAGAAGCCAGAGAA^^^ 
ACAGTGGAGGTGGCAAGTGCCTGTTTATGAAC 
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>ncrc0670.seq 

GCAGCTAGGMTMTGGAATAGGACCGCGGnCTATmGnGGTmCGGMCTGAGGCATTGAGGCAGCCA^ 
CCGCAGATAAGH 1 1 1 i I CTCTTTGAAAGA 

>ncrc0671.seq 

GGGACTGCATGCTACTGTCTAGAGCTGGNCTCAATGGATCTAGAACTNNATCGCCCTCTGATCGCCGNTCACCTCTGAGACC^^^ 
CTGCCCTGNACCTGTGACATTCTGGACTATTTC 

>ncrc0672.seq 

CAAGGTCTTCCATCAAATACAGNATCTTCCAGCTAATCCATGTCnCCAGAAAAATCTGTGTCTTCCACCAAATCCAAGTCnC^^ 
CAGTCAATCAGTGTCTOCAGAAAGAAATCCAGGTCnCCAGTCAATCAGTGTCnCCAGAAAGAAATCCAG 

>ncrc0674.seq 

TGCGGCGGCTCATGCCTATAATCCCAGCACTnGGGAGGCTGAGGAAGGAGGATCAmGGGCCCAGGAGmGAGACCAGCCTCGGCAACATAGC^ 

>ncrc0675.seq 

AnGTCCTmATCCCTCCCACAGGTAGTCACTGAGnCTAATACCACAGAGTCTnTGACmCTmGAGCCTTATGTAATOGAATC^ 
ACTTAGTAnGTTmGAAAnCATCTTGTGTGTAACTGCGAmGTTCATmCAnGCnAGTGAATTAnCCAA^ 

TmGGCCGGGCACGATGGCTCACGCCTGnATCCCAGCACmGGGAGGCTGAAGCGTGCGGATTACGAGGTCAGGAGATCAAGACCATCCTG 
CTACTAAAAATACAAAAAAnAGCTGGGCGTGGTGACGGGCCCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGACAGCTGTAATCC 

>ncrc0676.seq 

GACAnGAGAnGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAmCTCTGCCTCTTCCAAACTTnCCTCGCTGAACCTGAGGGAAAC^ 
TGGTTGATACCCACTCAAAAAGGACACTTCTGATTAAGACGGTTGAAACTAGAGATGGACAGGnATCAACGAAACTTCTCAGCATCACGATGACCTTC 
AGTGCAGCAATATATOCCAGCAAGAATAAAAAAGAAATCCATATCnAAAGAAACAGCmCAAGTGCCmCTGCAGmnCAGGAGC^ 
QX4GTTCnAACAACCGACACTCCTACAAGATTTAGAAAAAAGmACAACATAATCTAGTTTAC^ 

>i§c0681.seq 

AfTpTGGCAGCTGGGTAGCTCTTTGAAGGTGGATAAGACTTCAGAAGAGGAAAGGCCAGACmGGTTACCATGAGC^^ 
Gi^GCAGCCCCAGTAGnCCATTCTTGCCCAGCACmCTGCATOCAAACAGCATCCTACCTGGGTT^ 
(#frGTGCTCTGCTmATGCAAGCAGGAAGAnCTATATCGTGATGGTAGAGACAGACTGCAGGCAGGCCTGGAC^ 
dltTTGTCCTAAGGCCATAGTTAAAAAGTACGAGOTCTGGCTGGGGTCCGTGAAGCCCAGGCCAGGCAGCCAAATCTTGGCTGTC^ 

>jf^c0682.seq 

>^iAGAGGCGAAGCCAGGTCACCTnCAAGGACCCAGAAGTAGGGTmGGCCTAGGTAACGGGGCAGAGATGTGGTTCGAGAnCT^^^ 
TMTGAnCCAGGACTGGCTACTGCGTACATCCACAGGTTCACTAACGGGGGCAAGGAAAAAAGGGTTGCT^^ 
TpAGnGATCGmCTATGTGTCAAAGGGTTTGGAGAACAnGATTAAGGAAGCATmCCTGATTGATGAAAA^ 
cftlTTATGTAGCATGCAATGTGTTAnGTAGTG 

>m;ic0684.seq 

AS^CCCACCACAACCAAGATATAGAACAGTTCCnCACACCCCAAAmCACCCTGTGAGGTCAGnCCTCTCTCGATnCAGACCCTG^^^ 
ApSCnGCCGmCCAGAGTGTCAAAAACAGACTCATACAGTGTGTAGCCTACTCAGTCTGGCTTCCnCCCTAAGCnCCTG^^^ 
TpnCCTmCATCGCTGAGTAGTATTCTATTGCGTGGACGTACCACGGmATCATTCACCAGCTG 
Gj^TGAGCTGGAGATTGCACCGTTGCACTCCAGCCTGGGTAACAAGAGTGAAACTCCGTCACAC 

>iF)lfc0688.seq 

ATCCCAnCATGAGGGCTCTACCGTCATGATCTAATCCCCTCGCTCTAAGGTCCCACCTGGAAATATCATCATATGGGTGmCAmCM 
AGTCTACAGCACTGTGAAATCCCTAATATCGAGTTnCTTmAATTmGTmG 

>ncrc0689.seq 

ATAGACNNnAGACTGATTCCCNmCTAGCAGGTACCTAAAACAATAAATAAAAAGACTTCCmAATOCCTAAAAATCCCTAGGGT^ 

CTAAAAGAGAAGTHGAAATATATATGACAAATGCCTAATACTCTGAnATATGATGAGTACnATAAATAAAAAAm 

TTCAATCTTAAGAGT 

>ncrc0691.seq 

TGGCNAACNTAGTGACCACCCCCTTCCNTCTACNTAAAANNACAAAAANnGGTGGGGCGTGGTGGCGCATGCCTGTAGTCCCAGGTACTTCAAGANGCTGAGGCAGGAGAM 
CTGAACCCGGGAGGCAGATGTTGCAGTGAACCAAGANTGTGCCATTGCCTTCCAGCCTGGGCGACAAAGCAAGAGTCCGTCTC 

>ncrc0693.seq 

AANCTCGGCNTmGGCCGGGCAGANCCAGGACNNGAAGrrGATGCTACTCTGAAGTCTCTCAACAACCAGATTGAGACCCTTC™CTCCTGAAGGCTCU 

CAGATGGCGTGACnGAGAGTCAGCCACCCAGAGTGGAGCAGTGGTTACTACTGGATTGACCGTAACCAAGGATGCACTATGGATGCTATCAAAGTATACTGTGATTTCTC^^ 

GAAACCTGTATCCGGGGCCAACCTGAAAACATCCCAGCCAAGAACTGGTATAGGAGCTCCAAGGAGAAGAAACACGTCTGGCTAGGAGAAACTATCAATGCTGGCAGCC 

TATAATGmGAAGGAGTGACTTCGAAGGAAATGGGTACCCAACnGGCTTCATGCGCCTGCTGGGCAACTATGGGTCTGAGAACATGAGCTACCACTGCAA 

TGGATGAGGGAGACTGGCAAC 

>ncrc0695.seq 

TGAANAAmCCTACNTCTCTGTmAGTTGGAGATTTCTTCCTGGAGTACAGmGCnTCAGGGCCCTTGAACTCACCCCTTCTCCACTmGCCAW 

TAAmATGGCAAACGACAAAGTGAGTGGCCTAGTATCAClTGCTCCAGTGmTGAGCACCCAGGAGTAGTTAAAAGGTAGTAGCTATATAAAATACC 

AAGCTCCAAGTTCTATGTTnGAnCTGTGTGTGCAGAGTGAGAGAAGGAnGCnCCCTACTTGCAAATGCAAAATATTGGGn 

AAAGGCAGCACATGGACATATTGTGCTAATTGCCAmGTCTGACAGCAATGAAAmCAAACGTCATGCAGTCnGAAATCTGTCGCTO 

CCCTATTCTGAGTGAGT 



>ncrc0696.seq 
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CGGGTCTTACAGAGACAGTTACGACAGTOCGCTACACACAACGAGTAAAAACCCTTCCTGCTCAAGATCGTCCTTC^ 

GnAATGTGTAGTAAATGCACCTCCnGTAnCCCACmCGTAGTCAmCGGnCTGATCnGTCAAACCCAGCCTGACCGC^^ 

TTmAAGGAAGTGCTGTTTTTTmGAGGGTmCAAAACAT^ 

GTTTTAGTTTTTGGGTTGCGnGCCI 1 1 1 1 1 1 1 1 1 1 lAGNGGGGGGNNGGCCCCATGAAGGGGG 

>ncrc0699.seq 

AnGTGATATAGAGGCATGAGCCTGAAATACCAAmGTCCCCAGACTGATAGGTAAACAGCAAATAGGAAAGCCnCTTCTTCC^^ 
ATCCAACAGCCTGGATCTGCAGCAAACAinGCCTCTGACTCAATTGACCCCrrCATGGCGAATCmCATCCACAnGGATA^^ 
GAGGAAATAAGGCCCnnCCATTCTTAAATAGGCTGGCCTAAATAnCnGGGAGCnCATGGAGAGTGTCATGCCCTGGC™™ 
AAGACAAACATTGGCACATGCAGGTGGCCATCAGATGnAATGTmTCnGTTCCTCTGTAnGCTGnATCmCAGGGAAATCTA^ 

>ncrcO700.seq 

GAGTGAT6AAAATTAAGGAGGAAAGAAAAATTCAGAAGCATAAAACCCTCCCTAAGATGTCTGGAGGTTGGGAGCTGGAACTGAATGGGACAGM 

CGGGGAAAAAATCACGGTCACTnCAACAnAACAACAGCATCCCACCAACAmGATGGTGAGGAGGAACCCTCGCAAGGGCAGAAGGTTGAAGAACAGGA 

AACTCCCAATTTCGTGGTTGAAGTOTAAAGAATGATGATGGCAAGAAGGCCCTTGTGTTGGACTGTCATTATCCAGAGGATGAGGTTGGAC 

nCTCTATCAGGGAAGnAGCCmCAGTGCACTGGCGAGTCTGAATGGAAGGATACTAAnATACACTGAACACAGAnCCnGGAGTC 

TGCCGA 

>ncrc0701 .seq 

ACCNAGCACTCTTGTGCCCTANACTGAANNGCCNTTCCCNTCCNCTNGCNGTGGANNACNACTTT mCNGT TCCNGTm 

GTCTCGTmCACCTGCCCAGTGACGAACmCAGTGGTCTCnCnGTGCnGCATCAAACAAGTTATT^ 

CCAT 

>ncrc0703.seq 

CNAGGGCTNTnGGTGTGTmAAACnGGCNCTCTTGCTTACCTGGACACTAAAAACAAGTCGCAGAGAACAAGGACAATGTCncncn 
TGTAGGTTGAAATCTTTCCTGCATAAAAGAAGGGACAAATACATTAAnAGAAGTACnAGCATGTGATAGCTCTTGTGCTAGATCnGGGATA 
cMGCnATAGTCTAATGCAGTGGnOTCAAAGTATGGmGTAGGGGTCTGGTGGTCTGTAAGATCCmCAGGTCAAAGCnnATAATAAT^ 
TpTGGTGCAGACATTTATACTAATGGCACAAAAGCAATGGTGATGTGTTAG^^ 

>c&0704.seq 

(#[GAAAANATCTAGAAACTGAGTTGTGGAGCTGACTGTAATCAAATGTGATGATTGGAATTAGAGCGnTGGCCmGAACmCATAG 

CpCCTCATCTCTAI^GCTGGGATGGACnACTATTCnGmATAmTAGATACTGAAAGGTGCTATGCnCTG™^^ 

TWTNnCCTnAATGATGGTGCTAAAAncnCCTATAAAAnCCnAAAAATAAAGATGGm 

C^CGNTCCAATGCnGTTCACTGTTCGTGTGTCATACTGTATCTGGAATGCmGTAATACnGCATGCncnAGACCAGAACATGT^^ 
^its^'0708 seq 

TcfGGCCGGGGANCTGACTTACCTTCTGTCTTCTTGAGGAGTGAGAGTGGAAGGAAATGmGGTGTGGGnCCTGGG^ 

TfSCCTCAnCATGGnGCTGnCACCmCACCACTGCCTGCAnAmCATGTGGGCGAGGAACGAGTGTGGAAATGGGGAnGGG^ 

CfeaACACTTCCAGTCCAGAAAACACTTmAGmTAGAAATGGATATATCGGGCTGGGTGCAGTGGCTCATGCCTAT^ 

G^ICAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAnAGCTGGGCGTGGTGGGCAGGCACCTC^ 

AgCAGGAGAATCTCTTGAATCCGGAAG 

>i3c0709.seq 

AITfCAGCCTAGTGTAGGCTGAGGGCATAGCmGAAATAGAAAGCGATATAACCATAAAAAATAACCAAGAAAG™ 

ORGCmGAGAGCTGTmCATmCTAnGATGCTGTGACAAATCATCAAGAATGTAG 

TrtfcnCTAGATGGAAGCTGAAAAGAAGAATCCAmCTTnATmAAACTmAT^ 

TACAGAmmCATCACCCAGGTGTTAAGCATAGTACCCACTAGTOnmCCTGATCnCTCCCTCCnCCATCCTCCATCCTCTGATAGG 

>ncrc0714.seq 

GANCTGCCGTGGGTGTCGGGGCACAGCTTGTCCTGAGTCAGACCCTAATCCAGGGGGCTACCCCTGGCTCTCTGTTGCCAGTGGTCATCATCGCAGTGGGTGTCnCCTCn^ 

TGGCTmGTGGGCTGCTGCGGGGCCTGCAAGGAGAACTATTGTCTTATGATCACGnTGCCATCmCTGTCTCTTATCATGTTGGTGGAGGTC^ 

GmAGAGATAAGGTGATGTCAGAGTTTAATAACAACTTCGGGCAGCAGATGGAGAATTACCCGAAAAACAACCACACTGCnCGATCCTGGACAGGATG 

GTGGGGCTGCTAACTACACAGATTGGGAGAAAATCCCTTCCATGTCGAAGAACCGAGTCCCCGACTCCTGCTGCATrAATGmCTGTGGGCTGTGGGAn^ 

GATCCATAAGGAGGGCT 

>ncrc0715.seq 

CCTGCTGCTCCTGTnGTCTGATGTGGGAAAAGGCCCTCTGGAGGGCTGGTGGCCACGAGGTTAAAGAAGGTGCATGnAAGTGGCATTACTACTGTACACGGA^ 

CTCCTCCGTGTCTCGCGCGACTGAGAACCGTGACATCAGCGTAGTGTTnGACCmCTAGGTTCAAAAGAAGTTGTAGTGTOTCAGGCATCCCATACC nGT^ 

GTrGAGTGCACTGACTGTGAAAGCmACCTTTnTGnGTTGTTGGCAAGCTGCAGGTTTGTAATGCAAAAGGCTGA™ 

TATTTTA 

>ncrc0718.seq 

NGCCGGGGGCAGGAGGATNAGTTAAGCCTAGGAGTTGAAGACNAGCCTGGGCAACATGGAGTAAAACCCCATCTCTACAAAAAATACAAAAATOGCTGGGTATGGT^^^ 

GTAGTCCCAGGTACTTGGGAGGCTGAGGTAGGTGAATTGCTTGAGCTGAGGAGGCAGAAATTGCAGTGAGCCGAGACTGTGCCACTACACTCCGGCC^ 

TGTGTCGA 

>ncrc0720.seq 

GTCTGTATGCGTGCCTGTCTGTGTGCGGGTGTGTGCATGTGCGTAGCCTCATGCTTAGGACTACCCATGAATGnGTGGAATGCTACACCTGGAGAGTTCTGGTmCC 
AAGATGAAGAACTACATGATACAGTGGACCTGGAGACCATCCCCTTGGAAAGACAACCCAGAGATGTTCAGCATCCTGTATCCACACGCATCCTGTATCTACACGTGTATTn^ 
GTCACAGTAACCnAATAAGAATTCTAGAGCTnGGACAGAGGCATTnCACCnAATGGTGAAGTAAmAAAATATAAATCCAnCAGGTGA 
TGATTGAACTCATGTGAATGATCAGnCCTTGATGGAGAGAGAGAAGGGAGATGGAATGTGTGTGGTAACCCCAAATGGAGTACAAGTAGGCTnGTm 

>ncrc0721.seq 

ATCCAGCTAAACTAAGTCTTCCTAAATGAAGGAGAMTGAGATCCmACAGACAAGCAAATTCTGAGGTMTTCATTACCACGACATCTGCC 
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>ncrc0723.seq 

CTATATGTCTATAmACATCTATACCACACATATTTnGTTCTCTAGMGTTTGAmG 
AAAAAnAGnAGCTTGAAGATATAGCAATAGAAACTATCT 

>ncrc0725.seq 

GGGAGTGAAAATGAAAAGGTGGTCTCmACCAGGTCACAGACTGTAGCAGAnGTGCTTGmTCTGACAATGACTGTC^^ 
CTTGTAnGGAGCCmnTAAAAAAAATAAAATCGT 

>ncrc0726.seq 

ANAAnCNNTAGAACTTGCACNmNmGTAmAGTATOGTAACGTGAGTGGAATACAACCCTCAmCTTAGAGCTGGAm i 1 1 1 1 1 IGCTCTTCAG 

AGGGTnGAATTTTGGATATnAGAAACAAAGTAlTTGTGGTGAGnTTACA 

>ncrc0728.seq 

CAACTCCAAAGGAACCCTCAAAACCTACAAATACATGGAAAnAAATAATCTGCTTCTGAATGATCATTGGGTAAAC 

AATAGTGACACAACGTACCAAAACCTnGGGGTACAGCAAAAGCAGTGCTAAGAGGACAGTTCATAACAnAAATGCCTACATGAAA^ 

GTCACACCTGATGTAACTGGAGAAACAAGAACAACCCAAACCCAATCCCAGGAGAAAAAAAGAAATAACAAAGATCAGGAGCAGA^ 

>ncrc0729.seq 

GTGGGGAAGCGGGGGTGTCTGATTGACAGTTCTGTCnGTGGTCTGGCATGGCCGTGmGTAGTGCTGATTGCAGGGGnGACnGCTAGAGATTGACATAAGCTCT^^^ 
AnCCAGAAncnTGCAmTATCTCAAmTATTnAnAAATATCTATACATATGTGTAAAATATGTGCACGTACATAAT^^ 
ACTTGCmGTTTTGAACAAAACTTTGAnCAmGGATCACAAAATCAGTACATTAACAmGAATGTTCAAAGAAGAAnTC^ 
AGCATTmACTTGGTGGACAmATATCACTOGACmGCTCCTGTAnGTGTTTTTAm^ 

>ncrc0730.seq 

CNCCCGGGAATTCGGCNnATGGCCGAGGATTGnGCAAGGATAGTGAAGCCTTGGGGAGGCTGCTGGGGCCCrrGGAAGGTCGAGATAAAGAGAAACAAT^^^ 

AlSfSAGGmTGCAnATAGAACACCTTCTCCAGmAATATAAGAATAAGCAGTCTCTGTTCTCTAAAAGCCAGAAGGC™ 

A^TTTCTGTAAAGTGAGGTGTGCCTACCTTCCCTnCATGTnCCCTAAATGATATGTCGCCTACCCTGCAGATTGATAT^^ 

(igCTGTGAAATCTGAAGTTTnACAGTGAAAAGTGCTAAATAAATGTTCAAAGTTGACATAG^ 

A|f3GAGAATCAGCAG 

>iifb0731.seq 

d^CAACACCATAGGCCAATTAAACCTAACAGCTGTATACAGAAACACACCACACAATGAAAGCGGAGnCACATAAAACATTCTC 

CJMTAAATGnAAAAGAnGAAmATGnTAGTATCTOTCCAAGTACAGTGGAGTGAAGATGGAAATAAATAACAGM 

GilcnAAACTACCAATGGGTCAAAAAAAGTCAmGAAAAATTAGAATATACTTGGAAATAAAT 

1 s I 

>fifc0732.seq 

GTCTnCCCATCTTGCAAGATGGCGGGTGAAAAAGnGAGAAGCCAGATACTAAAGAGAAGAAACCCGAAGCCAAGAAGGTTG 
AffiTAAAAAGCCCAAGAAGGGGAAGCCCCAnGCAGCCGCAACCCTGTCCTTGTCAGAGGAAnGGCAGGTATTCCCGATCTGCCATGTATO^ 
GSkJTCAGCCGCTAAATCCAAGGTTGAAAAGAAAAAGAAGGAGAAGGTTCTCGCAACTGTOCA^ 
AiiSCCTAGATAnATCCTACTGAAGATGTGCCTCGAAAGCTGnGAGCCACGGCAAAAAACCCTTCAGTCAGCACGTGAGA^ 

im 

>Efe)733.seq 

A1¥fcAAGCAGATGTGGCAGTAmGAAGCCGTGTCCAGCCCACCGCCTGCCGACnGTGTCATGCCCTACGTTGGTAT^^ 
cliGAGTGAAGAAAGCmGGGCAAATATGGTCCTGCCGATGTGGAAGACAGTACAGGAAGTGGAGCTACAGATAGTAAAGAT^ 
GGAGGAAAGTGAAGAAGCAAAGAGGCTAAGGGAAGAACGTCnGCACAATATGAATCAAAGAAAGCCAAAAAACCTGCACTTGTO 
GGGATGATGAGACAGATATGGCGAAATTAGAGGAGTGCGTCAGAAGCATTCAAGCAGACNGCnANTCTGG 

>ncrc0734.seq 

GAAAGGAAAACCGGGGTmAGCTCTGnCTCTGCTCCCATCCTTCGCTCACCAGCTGAGTGAGAACATGAACTTmGC 
TTTCAGATAAAACAGTmTGAGTTCATAGAGAACACCAGCACTCmGACAAAACTGTGAGTGACCCTTmAAACA^ 
TGTCTATGCTGACAGnAGGTmGCTCTCTTnGTAACAGGTTACGTAGACCAGCAGTGmAAATCTAAATACGTTGT^^^ 
ATTCTTTATCATAGCTAAGTAAATA 

>ncrc0735.seq 

GAAGACTCAGTGGGAGAAGGTGGTAnTAATTTGAGCGTTTAAAAATGGGTAGGATTTTCACGAGCAGAGATTGAGGGAGCAGGATGAA^ 

AACCAGCGGAGCAGGGTCGAAAAGGGGAAAGTGCAGTTGTCnATmCTCCTGCGCCTGCGATCTGCGGGCAGGTAAGAGCCAGTGGGTCTTCTCCCATCTGAAC 

CTTGAGGCTCTACTTGAATCCTOTGGCTCCTCTGAimCTGCACCATCAGCCAGACTGAGGAGAAATGGCTGnGATAGCTnAAAGTGnAACACTCCGA 

ACTGGTAAGAGCTTAAAGCCTTGAACCAAAAGCGnAGAGnCTAATAGCnAAAGGAGAAAAGCCGGTATTGGGTmAAC 

AAAATTC 

>ncrc0737.seq 

GTATGACAAACACACAGCCAACATCATATGGAATGGGGAAAAGTTGAAAGCATTCTTCCTGACAACTGGAACAAGACAAGGATGTCCACTnC^ 
AGACCCATAACAATCAGACAAGAGAAAGAAATAAAGGGCATCCAAGAGGAAGTCAAACTATCGCTGmGCTGATGATATGATTATATACCTAGA^ 

>ncrc0739.seq 

AGGAAAnCTATTTTTGTTAATTGTATAAATATTmAATATAGATAAGTATAATGTGATAAATAAAAGAT^ 

TAGCAGTAnGACAnnGAGTCAGATAATTCnGTTCTTGGGGGCTATCnCAGCTnGTAGGATGmAATAGCATCTGTGGnCACTGGATGCCAGTAGCACCCnCCnM 
GACAATCAAAAAATGTCTCCAGACAnGTCAAATGTCCCCCTGATAGGTAAAAT 

>ncrc0741 ,seq 

ATNAAGCnCGNTCTAGAGnATNATCnCACAAnCTAATTGTACTGACTATCCTAGAAATCGGTGTCGCCnAATCCAAGCCTACGnnCACACnCTAGTA^ 
ACAACACAT 
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>ncrc0742.seq 

CATCTGTAGGTACCMCATCAMGACAAMGGTAGATAAMCCGCAMGATGGGGAGAMCCAGAGCAGAMTGTTGA^ 
GCAGCTCCnGCCAGCAATGGAACAAAGCTGGATGGAGAAGGACmGACAAGnGACAGAAGTGGGCTTCAAM 
AACCCATCGCAAGGAAGCTAAAAACCTTGAAAAAAGGCTAGATGAATGGATAACTATAATAAACAGTGTAGAGAAGACC^ 
CnCGTGACACATGCACAAGCTTCAATAGCTGATTCGATCAAGTGGAAGAAAGGGTATCAAGTGAn 

>ncrc0743.seq 

ATGAGGnGGAGnCGAAAGAAGAAGCAAGCGCTGGCCTGGCCnGAAAGAACCGAAGCCTTTCCCAnCACTTCTCTAGA^ 
AGnCTGTCAAGCACACTTCTGmTCTOGAACTOGAAGTGmCTAAGAGAACAGAAGTAATAAGAGAAACAGmCGTGTG 
mmCnGTmGATAGAAATGGAAnAAGCAAAAGTAGTnnGTCnnCTGTTGTCTTCAAATm 
CATTAACTGCTGTAnTTGACnTGTTCAATAATmGnCnTCAGGGGTAGAAATAAACTm 

>ncrc0744.seq 

ANAACTAAACAGAGGAAGTCnCAGAAGACCTCGCmAAAACAAAmGTGCAAACACTGCTAGAGTCCTmGAAGCTCAAGCAT^ 
GnTACTTGTGAAAATGGCCATCnTAAGCATAmATTTTCTGCCACmAmAAAGGCAAGCAATAnnCTTGATCATA 
GTATGCACnGTATAAnACATTGATGGCAATGTAGAGnTGAATTTCAGTCTGTAAATACmTTTGGAAAATAGAAATTm 
CCGGGmGGTGGAAAGTAAnTGAGAACnTAAAGGTTGTCnmAACTGCTGGGAAAATGnGATTmT^^ 

>ncrc0747.seq 

CATAnATCTCGGTGATGACACCATTTCAGTGmGAACCTATAGAGAGGAATTCAGGAATTGCTGGTGGGATGnCTTGAAAAGAA^ 
AAAAGTGAACTATCTGAATATATCAAGGGCGAGGAGCTGTAGATTGGAGTCACGGTGAATGTGAATGGnACCTAmCGTTTGCTCAATGCTGATGA^^^ 
GGAGAATACAGATAAGTATCCTTTGAGTAACCTCAAACTTGGGCTACAAAAGGTGAAGGAAGAAGAAGGAAAATGCAGAGAGC^^^ 
CAAATATGGTGGATOTAATACATTCAGAGACATATTTGATGTCTnGACTGTTGGAAACCnGCAGAGCAAGAATTTGTAACCATTGCA 

>ncrc0748.seq 

d^ATAACACATAGTGTGGGCTTGTCTACTATACCCTGAGACGATAAGAlTCnGAGGACTGGGTCAmmATAATOCAGATATAAAm 
Tf^ATAGAAGATACnCATAAATGTTGCTGATATGAAAAATTGAATCTATGCCCAnGTnAATTATCTTGATTGTCACTGACT^ 

TGlCACAGnCGTGTGGACCAGGAATGTGGGCACAGCnAGGTGGTACCTCTGGGTCTAGATCTCTCATGATGTTGCAGTCAAGCTGTCGGCTACAACTGCAGTCAnCACAGCCCAA 
C^GGGCTGAAGAGGCCACnCCAGATTGAGCCTCCACAGAGCTGCCTTATGATnGGGAAAGCTGTCTTCCTCATGAACAATCAATCCTA 

>ftpc0749.seq 

C£dGAGCTACTGAGGGTCTAAGTCCGGGCAGCCGAAGAGTGTGGTAGGTAACGGTCCTCAGCGCAAGGGTCAnTCGTCGCTGGGAAGGGACGGCCCTCGCCC^ 
GHAGCAAGATGAACAAAGATGCGGAGATGAGAGCAGGGATOACCAAAAGnGATAGAAACTGGAGAAAGAGAACGCCTCAAAGAGnGCTGAGAG 
Gi@AGGATCAGTTGAAGGCACACTGTAAAGAGGTAATTAAA6AAAAAGGACTAGAACACGTTACTGnGATGACnGGTGG 
G|^TGTAAAGAAGGAGCTCCTACAAAGAATAAGAACAnCCnGCTCAGCATGGCAGCGTTTAAGAnGATTAGATTG^ 

>frcrc0750.seq 

(^AACClTAGCNAACCmACCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGG 
(^ACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGAA^ 
CgtCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTTGGnGTCC^^ 
C^TCTAAATCCCCTTGTAAATTTAACTGnAGTCCAAAGAGGAACAGCTCrrTGGACACTA 

>E^iC0751.seq 

GidCTTAGACTAAnATCTCTAATATAnGGTGnCTGTAATTTTCTnCAATTGTGAAGTATCTA^ 

QiSCCAGGCGCGGTGGCTCACGTCTGTAATCCCAGTACmGGGAGGCCGAGGTGGGCAAATCACCTGAGGTCAGGAGnCAAGACCAGCCTAGGCA^^ 

CTAnAAAAATACAAGTAGGCCGGGCnGGTGGCTCATGCCTGTAATCCCAGCACmGGGAGGCCGAGACAGGCGGATCACGAGGTCAGGAG^^^ 

CTCTACTAAAAAT 



>n crc0752.seq 

GCI i 1 1 1 1 1 i IGAGGAAGACGCGGTCGTAAGGGCTGAGGATTTTTGGTCCGCACGCTCCTGCTCCTGACTCACCGCTGTTCGCTCTCGCCGAGGAACAAGTCGGTC^ 
GCGCAACAGCCATGGCTmAAGGATACCGGAAAAACACCCGTGGAGCCGGAGGTGGCAATTCACCGAATTCGAATCACCCTAACAAGCCGCAACGTAA^ 
GTGCTGACTTGATAAGAGGCGCAAAAGAAAAGAATCTCAAAGTGAAAGGACCAGTTCGAATGCCTACGAAGAGTnGAGAATCACTACAA 
ACGTGGGATCGmCCAGATGAGAATTCACAAGCGACTCATTGACnGCACAGTCCTTCTGAGAnGTTAAGCAGAnACnCCATCAG 

>ncrc0753.seq 

AATGTAAGAAGTATGACAAGTGCTGTCCCGATTATGAGAGTnCTGTGCAGAAGTGCATAATCCCACATCACCACCATCTTCAAAGAAAGCACCTCCACCnCAGGAGCATC 
ATCAAATCAACAACCAAACGnCACCCAAACCACCAAACAAGAAGAAGACTAAGAAAGnATAGAATCAGAGGAAATAACAGAAGAACAnCTG 
TCCTGCTCCTCTTCCTCnCnCTTCAACAAmGGAAAATCAAGTGTTCCAAAAATTCAGCTGCTAATAGAGAAnACAGAAGAAACTC 
AAAAGAAACCTACCCCCAAACCACCAGnGTAGATGAAGCTGGAAGTGGAnGGACAATGGTGACTTCAAGGTCACAACTCCTGACAGGTCTA^ 

>ncrc0755.seq 

GAAGAATTAGGTCATCCAAAATATGTGTGGGGTGTGAAGTmGTnTCTGCAGAAAGACTTGTCATGAGTCTAAACAmCTCTCTC^^^ 

TCCCTCAGGAAGGGGAGGAGAAGGGAAAGGAAGAAAAGGCAAAAAAAAAAAAGnnAAAAATGNGNGCTGCAnCAGGAmAAATn^^^ 

CCTCCCCTCNTTGGGCCATG 

>ncrc0756.seq 

GTGAAAAAGCTTGTGGTGAAGGGGGGCAAAAAAAAAAGAAGCAAGTTCTGAAGnCACTCTTGATTGCNCCCACCCTGTAGAAGATGGAATCATC 
TTTGCAAGAAAGGATCAAAGTGAACGGAAAAGCTGGGAACCTTGGNGGGGGGGNGGNGACCATCGAAAGGAGCAAGAGCAAGATCACCGNGACATCCGAGGTAm 
ACCAAAAAATAmGAAGAANAATAATCTACGTGAOTGGTTGCGCGTAGnGCTAAGAGCAAAGAGAGTTACGAATOCGTTACTTCCAGATTM 
ACGAGGAnAAAnTCATnATCTGGAAAATTTTGTAnGAGTTCTTGAATAAAACTTGGGAAC 



>ncrc0759.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page417 of 776 



AGTGGCCACTGTAGTAGACAGGGGGATCAGMGAGGCCTCTmGGGAGGTGACAGTTGAGCCTGATMCCAGAMGATGAGAAGG 
CAnCTAATCTAAGCATTGnACATAC 

>ncrc0763.seq 

ATTGTGAAACGACTGGAGTATGATTAAAAGTTGTGTTCCCCAATGCTTGGAGTAGTGATTGTTGAAGGAA^ 
TnAAGCAGTCGTAmGTGAnGAAGCTGAGTACATmGCTGGTGTATTTnAGGTAAAATC 
GCAACCTTAAAATCAGTGACAAGAAACATTCCAAACAAGCAACAGTCnCAAGAAATTAAACTGGCAAGTGGAA^ 
GGmCTCTCTCCCCTCCCnGGTCnAATTCTOCATGCAGGAACACTCAGCAGACACACGTATGCGAAGGG 

>ncrc0764.seq 

CTCCCTTCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCT^ 
AAGT 

>ncrc0765.seq 

GAGGCATTGAGGCAGCCGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTmCTCmGAAAGATAG 

ATAGTCAATAGGTTACTAAGATATTGCnAGCGTTAAGTnnAACGTAAUTTAATAGCnAAGATnTAAGAGAAAATATGAA^^^ 

AGGlTTCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAAC 

>ncrc0766.seq 

GATGACCCTGACAAGNCCTGTmAAACGCAAAAGAACTGAAGAACAAGAGTTCTGTGAmGAATGACAGCAAGTGCAAAGGCACAAa 
TGGAACCAAACAAACAAAATATTCAGTGATGAGCGACnCAAGTTCTCTCAAAnnGCCAGTGGAAAGCCTTCAAGTACTTCATGGCATC 
nGnACAAGTTGAGTTGAAAACAAGAAAAACnGCTmGGCGCCATCAAAAAGGAAGGCCAGATACTTTCCm 
ATATATTAAAAGAGAAATACAGAGGGCAATATGACAATCTmATTmCTAnCT^ 

>ncrc0767.seq 

ApTCTOTGGGTTGAATCGTGTmcnAAAATTTGTATGTTGAAGnATAAnCGGAGTACCTCAGAATGTGATTTTATGTGGA 
GiSTCGCCAGTGTGAGTCCTAATTCAATATGACTGGTGTCCTTATTAAAAGGGACACAGAGACACAAATGGAAGGAAGACAGTGT^ 
qgAGGAGAGGGTCCTGGAATAGGTCmGCCTTACATGGCCGAGAAGGAACGGACTATGGCAACACGTTGGTlTTGGACTTGT^^ 
TjP^GCCAACCAGTnATGGTGCTTTATATGGCAGTGnAGTAATCCAATAC^^ 

>Kic0768.seq 

QOlSTGAAATmAAAACAGGmCAnCATCTATAGTGGTAGAGATCTGAATAGTGGnACCnnGCTGGGGCTGnGCCTG^ 
AgtGnGAACATCTTGATnGGGTGGTAGnACCAAAGATATACATATnTAAGAATTCACCCATCTGTACACTTA^ 

G_^AAGTGCN 

>0PiacO77O.seq 

AgeCAAGAnCAGCGTCnGmCTCCACGTGTCCTGCAGCACAAACGGCGGCGTATTGCTCTGAAGAAGCAGCGTACCAAGAAAAATAAAGA^ 

TOGCCAAGAGAATGAAGGAGGCTAAGGAGAAGCGCCAGGAACAAAnGCGAAGAGACGCAGACTTTCCTCTCTGCGAGCTTCT^^ 

TflTGAGTAACAAATAAATAAGATCAGACTCTG 

>yrp0771.seq 

Cl^hTTGCAGACGCCACGGCCGAGGAAAAGCGTGTACTATTAGGCATGGTCAACCCCACCGTGnGnCGACATO 

TipCAGACAAGGTCGCAAAGACAGCAGAAAATTnCGTGCTCCGAGCACTGGAGAGAAAGGAmGGTOTAAGGGnCCTG 

TpGjGACnCAGACGCGATAATGGGAGTGGTGGCAAGTCCATCTATGGGGAGAAATTTGAAGATGAGAACnGATC^^ 

>|Us0774.seq 

ACCTGAAGGATGGCTAGAAATCnATATCCGACGGCnACTTCCTGAAGACAGTGGCATGGAAACACATNATCATGATGTAATCATGAGCCTGT^^ 
TCAGGTTGNAACCTGANTGTCTGCAGAAT 

>ncrc0777.seq 

GAGAACGGGTCACGTGAGCGCCTCGCCTGGATGTGAGTnCAGCCAGATCATTCATCGAGATATAAAACCTGAGAATATmAGT^^ 

GGTTrrGCACGAACACTAGCAGCTCCTGGGGACAmATACGGACTATGTGGCCACACGCTGGW 

GGGT^f^TTTGGG 

>ncrc0778.seq 

CACCCAGGGAAAnCGGCGCTOTGGCGCGGGATTCTCAACAAGTNATTCCAAGTCAGCCCGTTAAGGAGAAAGAAATTAAGGmGCGAATCATGTAGA^ 
GAAATCAGCTACACCAGAGAGCCATmGGTATTNNGCCnTAAATAAAAAGCCTCCTTTATCTGGCTGTGCAGCCTTGCTCTGTGGCT^ 
GAGGAACAGTCAAGAGCAGTCAGTTGCTTGCnATTnTTCTGGATGAGTCTGGGACACACTGTAACnTAACACAnTAAGAAGTAGGTGTGTC^ 
CTCAAGTGAGTTCTTAGTATTTTATAT 

>ncrc0780.seq 

AGAAGGAGTGACTTCCAAGGAAATGGCTACCCAACTTGCCnCATGCGCCTGCTGGCCAACTATGCCTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGCATACA 
GAGACTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACnGTTGCTGAGGGCAACAGCAGGTTCACnACACTGncnGTA^ 
AAATGAATGGGGAAAGAGAATCATTGAATACAAAACAAATAAGOCATCAGGCCTGCCCTTCCnGATAnGCACCnTGGACATCGGTGGTGCTGACCAGGAAnC^^ 
GCCCAGTCTGmCAAATAAATGAACTCAATCTAAAnAAAAAAGAAAGAAAmGAAAAAACmCTCmGCCAmCTTCTTC^ 

>ncrc0783.seq 

NATGGACATGCCAmAAAGGTCCCAGGNAGTAnGAmCCAACTGGAATGCAGGAAGAGTCTAAGAGTAACTGAAATTTGGAAACACTGCTAGmT^ 
AAATGGATCAGAACCAATAGAACAAACCACAGGTTGTGATAGATTTATGCACTGAGGAATATAGGAAGAGAAAGTAAAAACTATGGGCAAGGAT^ 
TTGGTGGGCCCCAAGGAGAACATAAACACTATGCCCAAGGACTCAGGGAmGACTTTTGmAGATCCATmATAGGCAATCTGTAA^ 
TCTCATAAAGnGITTAAAAATCAAGTGATGAGAATAATCTATTTAAAATACnATCACAGTGCGTAGAC 



>ncrc0784.seq 
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MGAMTGCAmGTGTGTTCCTOTMCATCTTACTTAAMnCAMGGTAMGCCAGACACTGTGGCATATGC 
GAGCCCTGGAGmGAGGCTGTTGTGCACTATOTCATGGTCGTGAATAGTCACTGCACTGCAGCCTGGGAAACACAG 
ATAGTGGAACAAGCTGACTACAAGGACCmGTAATGCTAGAGnGGGAGAATCAGGGTAGCAGTCnGTGCTGACTn^ 
AATCTGCCACAACCACACACACCCACAATGTAATACTTAACTGTAAGGCAGAAnGGGATGmCATTTAT 

>ncrc0785.seq 

AATGTCAnGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGTmACCCACATGAC™ 
ATAAAAAGAAATTTTGCCTGCGA 

>ncrc0788.seq 

CCCAGGAGnCGAGACAAGCCTGGGCAACATAGTGGGAACTCATCTCTGCAAAAAAmAAAAACTAGCTAGGTATGGTGATGC^ 
TGGGAGGATCACnCGGCCCAGAACATCAAGGCTGCAGTGAGCTATGATTATGCCACTGCACCCCAGACTGGGTGACAAAGTGAGACTGTGTGTC 

>ncrc0792.seq 

GACAACTCGGTGGTGGCCACTGCGCAGACCAGACTTCGCTCGTACTCGTGCGCCTCGCTTCGCTnTCCTGCGCAAGCATGTCTGACAAACCCGATATGGCTGAGATC 

GATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTGGAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCG^^^ 

GCACTGTACAnCCACAAGCAnGGCTTGTTATTnACnCTmAGGTGTTTAACTTTGTAAGATGCAAAGAGGnGGATC^ 

CTACTGACAACGAAGGCCGCGCCTGCCnTCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACnGCATGTTGGTGAAGGAAGAAGTGGGGTGGAAGAAG 
>ncrc0793.seq 

AGAAAAAAAGAnCnCCTAAnAACATAAGTGGTTCCTAACGAGAGCAAnTTTCCACCCAAAAGTCAmGGCAACATCTACAGACAATTn^ 

GGTATGCTGCAGACATnGGTGGGTAGAGGCCATGGATGCTGCTGAGGATCCCGCAGTGTACAGGACAGCCGCCAAACAAGGAATTATCCAGCCCCAAATGCCAA 

TGAGAAACATTGAGnATATGGCTA™GAAATCCACATTC™CACAAGAAAGACCATAnAGAATCTAAGGAAAACATGCATAnGACAnAATTAATCGATC^ 

CGTATCAGTCACCATmAATATGGGGACAATGAAGACAAGCACACAGGAGGTAGAATATCAAGNAGTGGGGCTGGATCAAGGGCAAAAAC 

IGGTCATTAAGTCATCTGACAT 

>l#c0794.seq 

q^agtgttamatccgtagcctggccaatttcaggcaagtaattgcaggatgaggagtaanccagtccctgtacctgctggtgagatcactg^ 
cMacagaatggccacggtocatacctgagtgcahcacagtataaccaagcccaaatcctcggccaaatccctaagggaatctgggtt™ 

d^nACAGAGCCTTGTrATGCTTTAGGCTCTCAATAAAAATGmGCCCTGGGTTAnACAAAGACTTTCnGGT^^^ 
QMTGAGCAGAAGGAGCCAAnCTAAAGTmCTGAAGTCAGCTCATGCCTTCATAAATAGTGAGCCTCCnGGTCGCTCACTGA^ 

m 

>ncEc0796.seq 

GAfAAGCTTAGCCAACCTTOCCCAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCAAGGGA^ 
dSACTAACCCCTATACCTTCTGCATAATGAAnAACTAGAAATAACnTGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCA 
QQJCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGA^ 
CtCTAAATCCCCTTGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAG 

>t@c0797.seq 

O^ICACGmGTGGAGATTGGAGTGGCTGACAAGATmGAAAAAGAAAGAATACCCTCmATATAA^^ 
/#fGTATCAGATATmCA6GAACATCTAAGAGGACAGTGGTTCTGACAG6AATGGAAGGCAnCAAATGGATGAAGAAA^^^ 
CM^TGGAGGTGGAGAAGTAGATGTGGTCAAGTGnCTCTAGGTCAACCTCACATAGCATACTnGAAGAATAGACnAACAGM^^ 
/^GmGACAAAAATGAATATGCTmCCTTAAAAAATGAAAACTnAATTm 

>|fcc0798.seq 

AlifCNGGGAAnCGGCCnACGGCCTmTmGCTG GATAm TCnGTAAAACGTGAAGACTACCTG^ 
GGATTTTCCTGAAGAAGATAAGAAAACATATGGTGAAATTmGAAAAATTCCATCCAATACGnG 
TGGAACATGmCTOTGACAGTTGAAGCmTGCTAATCTGTATGTTGAGACCTTGTAAnAAAATACGTACCATGAGT^ 
GAGAATGGTCAGTTTCCAnCAGCCATCTGAAAGATmAAGATGAGGTTGAAnCTAGmAGAGTTAGCAGACTAGCCAA^ 

>ncrc0799.seq 

CGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGGAAGGAGTAACCCCTATACCTTCTGCATAATGA^^ 

CCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAAGCTA^ 

CTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGTTCAACTTTAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAATTTAACTG 

TAGGAAAAAACCTTGTAGAGAGAGTAAAAAATTTAAGACCCATAGTAGGCCTAAAAGCAGCCACCAATOAGAAAGCGTTCAAGCTCAACAG^^^ 

>ncrc0800.seq 

AATCTAAATTAAAAAGAAAGAAAmGAAAAAACTTTCTGmGCCATTTCTTCTTCTTCTm 

AAAAGAGAAAAAGAAGGAnGATGAGAGCATTGTGGAATACAGnTCAnAACTCCnCCGCCGCTCCCCGAAAAATTTGAATTmTTnGAA 
CAACCrrTGTAAGAAAACCAAAATAAAAATTGAAAAATAAAAACCATAAACATrTGC 

>ncrc0801.seq 

GAATGGGGGAGGGGACAGTGGACAGAGCnTGATGTCCACTTGTGTGCACAGAGGTCmAAAGCTGTGTGmGAGCAGGAGGTGAGAAGAGAATGGGTGGTCTTAGGGCTCAGG 
AAmGGGATCAGCTCTCCCmGCTGTATGAACCTCTGAAGAATCTGAGAATTTAAATATAAATCnGCCTGCCAGGCmTATGATGATGTAm^ 
TTTTATATAACAGTnGnnGTTGAmAGAGCGmAAATATTTAGGTGTGTGGTGGGTGGGCCTCCAmGGAGnTO 
CGTAAATGCACCTGAGAGAGAmnAGmGTAAAGGACAGATmAAAGAAATnGnCAAGAGAAGAAAGCGAAG 

>ncrc0802.seq 

ATGCACACTCCGCAnCATTmACTCTTCTCTAATATGGGTCTATnGAAATATGCAAAAGGTATGAGGAATGmTAATACCTCCAAA 

THAAAGl 1 1 1 1 i lA GTAGCA CTTTCTCTGGATGACAGAAGGGGCAACCACATGGGCACCCTTGTTCATACGAAAGGGTGAGCAGTGGCCAGGAGCCTCCTCTGCACCTCTCGAGTGT 

CTTTACCMnGAGCTTmATCGGCATAGCGCCnGGAGTGCCCCAGCTGCCCTGAGGTCAA^ 

TCGTTmAAAGCnAAAmATGAACCACCmGTGGTAAACAATGAAnATGAATACCGCAGGGCAGCCCTTCnAAAT^^ 



>ncrc0803.seq 
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TAGATCGCTGAGCGATACmCGGCAGCACCTCCnGAnCTCAGTmGCTGGAGGCCGCMCCAGGCCCGCGC^^ 
TGGAGCCCCCAGGGCAGGAnCATCAAAnGAATATGCAATGGAAGCTGTTAAACAAGGTTCAGCCAGAGTTGGTCTGAAATC 
GCAATCAGAGCTTGCAGCTCATCAGAAAAAATTCTCCATGnGACAACCATAnGGTATCTCAATO 
TTGGAnCCAGAmGTAnCGATAGACCACTGCGTGTGTCTCGTOTGTATCTCTAAnGGAAGCAAGACCCA^^ 

>ncrc0804.seq 

CACnGATTGAGAGAAGGAnGGAGAGGAGCTAATAAGTGAAGTmGTTmGCCAm^ 
CAAnAAATAGAAAATGAGATGCATATAAAAAAGCCTTTTCnACAGAAGGCAGGTACACTCTCAAATC^ 
mAAATATAGGCAGCAGGTAGAACATCCAAAAGnGATGGACACATGCTCCAGTOCTTACATGCAACAGGAAAGTGTGAGGCTAT^ 
TTCTACAACAGATGATAACAGAGGAGGTGGCAGTGAATGAGGAATGACACCAGCGTGGGACATGTGCGAAAAGCAGGATGCATGGGTGGCA^ 

>ncrc0805.seq 

ATCTTCGTTTTmCTTCnCAGCGTCCATCCCTGGCCTCGTCCCGTCAGACACACTGGAGTTGGTACAAAATGTCGGTGTG 
GAGCmGTGTTAAGTGCCTACTGGAAATGCACTGTGGGGTTTTTTCCTGTATGGGAAACCATnATGCCAAGCT^ 
TTCCAGCmGTGTAAnCTCnTGCCAGCTGCACAAAGCTGAnTmCCAAAGTCTAAAGACTGAGCTCACCTGGCTAGATTGTTGTGTG 
CGTATTTATTGTTnTAAAATGAAAGGAATACTAATAAGTCTTAAAAGTTCCnCATGCATAAGATTT^ 

>ncrc0807.seq 

AATACATGTGTAGTTCGAAAGNCACATAAGCTAGAAGAAGAAATAmCTAGGAGCACTACCATCTGTmCAAGATGAAATGCCACACACATAGAACTCCAA^^ 

CAGAGACTGAGTGTAGnAAmTGTGAGAGAATCTATGGAGTGAATCTAATGCTTGCAAAAATGTTGmGTnGCAAATATGAAACATO 

AGAmATACCAnGTGGmAAGCTGTACTGAACTAAATCTGTGGAATGCAnGTGAACTGTAAAAGCAAAGTAT^^ 

>ncrc0809.seq 

AACAGTAGTACAGATACCTAmCTAGAGGAGAAGTAATGGTGAGAAACnCTTGGTGTGACTCCAnATTCACACACCAnCTTGTnGCCCTGACGTGTOTG 
TTTGAGATGTCCTGACGTOTATAAGAGATAGGACTGATTCAAGTTTCAAGCCTAATGATGTAACACCTCTCAGCTGGAAGGGAGCATCTCTGAGAnGATO 
CCAAGTATATATTCATGACATATAATAAACTTCGTAAGTGCGAGAATCGCmGGCGACCTmGGTAGCTm 
Ci^GGTAGTAAGmAGACTCATTAAGCCmGAAGmCTGGTGCTATTAAGTGCATCATTGGTCTGT^ 

>{ilcO810.seq 

d#mcmGATAGGTCAGAAnGGAACAm 
/©TGCCCAAGGTAGAGGGAAnAAATACT 

>ncBc0811.seq 

a#rrgagatagactgggcaacaagtgagaccctgtctctacaaaaaamattaa^ 
aUtcagtgagccatggttgtgccactgccctctagcccaagcaacagagcaagaccctgtct 

>riSD0813.seq 

GrAAGNGAGTACATGAACGGTGCTAAAAATGAAAAnCTAACCCAAGGACATGACATTCnAGCTGGAACTTAACTATTAANGCC^ 
CiSnTGTAAGCTNTGCCCATTGCCnAnGGCACATGGNTGGACACGGATCTGCTGGGCTCTGC 

m 

>C&0814.seq 

AliGATnAATGCCATCCCCATCAAGCTAGCAATGAGmCTTCATAGAACTGGAAAAAACTACm^ 
Ajl^GAACAAAGCTGGAGGCATCACGCTACCTGACnCAAACTATACTACAAGTCTACAGTAAGCAAAACAGCATAGTACTG^ 
AXgCCCTCAGAAATAGTACCACACATCTACAACCATCTGATCTnGACAGACCTGACAAAAACAAGAAACGGGGAAAGGATO^^ 
CEfATGTGGAAAGCTGAAACGGGATCCCTTGCnACACCnATAAAAAAAnAATTCAAGAGGGG^ 

|W 

>ncrc0816.seq 

GAGAGAmGCnCCAGCTCACTCnGTGACTATTGGCCTGAGATGTCAGnGCCACATGGGACTCCCCATAGGGCAGCTGGATTCTCTCAGAGCAGGAGGGT^ 
ATGGTCTTnCGTAACCTAATCTCAGAAATGACAGCCAATCACTGnGCTGCAnCTAmACTGGAAGTGAGTC^ 
GCAGTCATTGGACATCATCnAGAGAAGGCCCACCATGGTAAATGTAnTCCnAAACTGAGTATATAAAAATATTAnnAACAT^ 
TACCTTnACTAAGTCTATGGAATATAGTGTGTATmACACnATAGCACTTCTCAAGTCAGATGnATAT^ 

>ncrc0817.seq 

ATGATGAAATTCCCTGCATCTAAAGGGTGGGGTAGCTGATGCCCTCCTGTATAGAGCCACCATGATTCmCAGTTGGTGGAACAGCATATGCGATATATGAGCTG 

nCGCAAGAAGCAGGAGTGACTTCAGTCATCCGAGCAATCGCnGGTTCGGmCAnCAGCTGTCTATGGACCAGTAATCTGATAAATAACCGAGCTGTTCm 

TTGACnGTAGTAAGTGGCACGAATAAAGCAGTGnTACCACAN 

>ncrc0819.seq 

AnAGGTGACAGTGTAAmATOGATTCTGGTmGCCCAAATACTGGGCATGCnTAATAATAACTGAACCATTTCATTAm 
GATATGGTACCCGTCCnTAGAAAAGAACAGCTAAAACCTTGTTGTGGAnATGGATTTAGCCTAAAGAAAAATAATCTGGCATAAATTM 
GnGACATAACnAAAACATGGGTAmCAATAAAGGACTAAAGnTCTCCTGGATCCGAGAAnGAACCTGTAmATAAATGTATAATG 
GTTGGGTOGCnGGTAAATGTOTAAmnACTATmCTACAAAGAAAATATTnGTAAmAAGTT^ 

>ncrc0820.seq 

ACTGAAATACTTTCTTGCCTTGGCnCCAAAATGnACATTTGCCTGGnnTCTCCTACGTCACTGGGTGCTTmCTCACTCmTCTGTA^^ 

GCTCAnCTOTmCTTGGAGGACGCGCGGCTAATmnGTAnmAGTAGAGACGGGGTTTCAGAGTGnAGCCAGGATGGTCTCTATCTCGTGACCTC^ 

GGCTCCCAAAGTGCTGGGATTAGAGGGGTGAGCGACTGTGGGGGGGGTATGnGGTGATTAnAATGGTAAGGAAAAATTTTAGAAGGTGGTG 

>ncrc0821.seq 

TCAGATGGTGGACGTTGAGTTGTGAGTGAGAGAAAAGAGTGCGATCTACCGAAACTCCACAGmCGATTGTGAATGGCnCTnGGTGCAGAGnCCA^ 

TTTAATmGTAACATCTAATGATATCAGCGCCnGAAGTGATTAAAGTAGAnGCnAAAGAATTAAAGCmAA^ 

AAAGmCGAGGTCTAGAATAAGmCTGGAAGGCTGTGAGTGAACTGTnGnGTAAAAGTTnCGGTAAGAT 



>ncnc0822.seq 
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CACATTGGCCAAGTTATCATGTCCATCCGCACCAAGCTGCAGMCAAGGAGCATGTGAnGAGGCCCTGCGTAGGGCCMGn^ 

AAGAAGTGGGGCTTCACCAAGTTCAATGCTGATGAAnTGAAGACATGGTGGCTGAAAAGCGGCTGATCCCAGATGGCTGTGGGG 

AAGTGGGGGGCCCTGCACTCATGAGGGCTTCCAATGTGCTGCCCCCCTCnAATACTCACCAATAAATTCTACTTCCT^ 

>ncrc0823.seq 

CAGGGTGGAATAGACAGGGATAGAAACTAAAATTCmGAGTGTGCCTGTmATAGAAnACmG 
CTCTTGAAAGAAAGAAAAAAAAGGGAGAGGGTTGGAG 

>ncnc0825.seq 

ATCmACTTGGAAGTTrrCTTTTmAAnGCAGAAGAAATAAGAATTC^^ 

GCTGAGGCGGGTGGATCACCTCAGCTCGGGAGmGAGACCAGCCGGACTAACATGGTGAAACCCTGTCTCTACAAAAATTAGCCGGGCGTAGTGATG 
GACTCGGGAGGCTGAGGCAGGAGAATTGGTTGAACCCAGGAGGCATAGGnGCAGTGAGGTGAAGTCACACCATGGCAGTCCAGCCTGGGCAACAAGAGC 

>ncrc0826.seq 

ATG I rTGTC TTGCAAATGTTCTATGTTTTGAGATGTGGACACAACAAAGGCTGnATTGCATTAGGTGTAAGTAAACTGGAGTn 

AAATTTCnATTmCCAnGCTGTTCAAmATAGm 

CTTmAATAAATCAAACCnTrGATGATnGAGGnnATCTGCAGnnGGAAGCAGTCACAAAT^ 1 1 II I I H I GTTCTGGACAGTNTTTAAAGGATC 

TTATTCTTATTTGCCAGGGAAATTCTGGGGTCGGAGAAAG 

>ncrc0827.seq 

ATCTCATGACATGGTGAGGCCTAATGCAGAGCCATGCAGCTGGGCACCGTGGCTCACACCTGTAATCCTAGCACTnGGGAGGCCAAGGTGGGAGGGnGCTTGA^ 
ATAAAGGTCAACnGGGAAATATAATAGTGAGACCCCATCTCTAT 

>ncrc0828.seq 

TCCTGCAAGTAGmGGGGCGCGGACTGGAGTACCnGCGTGCAGTTATGTGGGCGTCGGTAGTGTCTGTCATnCGCGGTTCnAGAAGAGTACnGAGCTCCACTCCGCAGCGTC 
TGAAGTTGCTGGACGCGTACCTGCTGTATATACTGCTGACCGGGGCGCTGCAGnCGGTTAGTGTCTCCTCGTGGGGAGCTTCCCCnCAACTCmTCTCTCGGGCn^^ 
TI^GGGGAGmCATCCTAGCGGTTTGCCTGAGAATACAGATCAACCCACAGAACAAAGCGGAmCCAAGGCATCTCCCCAGAGCGAGCCm 
AQGTGCAGCnGnGTCATGAACmGnGGGTGACTCAnGTCATnACTTAAnGAGGAGTAGGAGACTAAAAGAATGnCACTCm 

>l^829.seq 

MSMTGACATAAATACATACAAGCNCACACAACTAAAATGTCATGnATTAACAGTTATTAGGTrGTCAnTA^ 

^GGGAATGATT 

>ffelc0830.seq 

(MkSnCACTTGTTGTmACCCCATCTACTCTAACTTCGnGGAAGGCnGTCTAGAGTATAGTAT^ 
AfgnGACATAACTCCAAGTGnATAnAAATGTTGTATmATAnAGCTCTAATGCCTTAAGTAA^ 

>f!crc0832.seq 

C^CACATACAnGmACATAmmATGGGTGCCTGTGTGCTACAACAGGAGGGCTGAGTCACCGTGACAGAGACCGTATGACCTGCAGAGCCTC^ 
Ci?^CATAGAAAAGGmGCGAAGCCGACTGGCTGCGGTGACTCATGCGTGTAATCCCAGAGCmGGGGGATCATCTGAGGTCAGCA 
Al^CTGTCTCTAGTGAAAATACAAAAATTAGCTGGGGGTGGTGnGGGTGCCTGTAATCCTAGCTACTCAGGAGGCTGAGGCAGGAGAAT^^ 
AfflGAGCGAAGATTGTACCATTGCACTCCAGCGTGGGTGACAGAGCAAGACTGCGTCTCA 

m 

>Q^835.seq 

G"^#rrTACCTCGTTGCACTGCTGAGAGCAAGATGGGTCACCAGCAGCTGTACTGGAGCCAGCCGCGAAAATTCGGCCAG^ 

T^ISATCCGGAAATATGGCGTCAATATGTGCCGCCAGTGmCCGTCAGTACGCGAAGGATATCGGTnCAlT^ 

ACTCAATGAAAAACCATGATAATTCTTTGTATATAAAATAAACATTTG 

>ncrc0836.seq 

TGACCACGGGTGACGGGGAATCAGGGTTCGATTCCGGAGAGGGAGCGTGAGAAACGGCTACCACATCCAAGGTAGGCAGCAGGCGCGGAAATOCCCAC 
TAGTGACG 

>ncrc0837.seq 

ATGTmAATTCTCTCATOTATACGTAGGAGTAGAATTACTGGGTCATATGGTAACTGTATATrrr^ 
AGTAAGTAAGAGGGnCCAAmCTGCGCATTGTTGCCAAGACTAGTOnATGTGACTTTCTGGmTAATCAnCTAATGAGTG^ 

TCTCTGATGAGTGATGCTATCAAGCACCmGCTGGTGCTGnGGCCATATGTGTATGTTCCCTGGAGAAGTGTCTGTGCTGAGCCnGGCCCACnmAATTAGG^^ 
AnACTGAGnGTAAAGAGnCmATATAnCTGGATTCTAGACCCnATCAGATACATGGTnGCAAATATTnCTCGCAnCT^^^ 

>ncrc0838.seq 

CTCCGCGAGGTGTGCAGAGTGCTGAGACCGGGAGGGGCmCTAnTCATGGAGCATGTGGCAGCTGAGTGnCGACnGGAATTACnCTGGCAACAAGTCCTGGATCC 
CACCTTCTGmGATGGGTGCAACCTGACCAGAGAGAGCTGGAAGGCCGTGGAGCGGGCCAGCTTCTCTAAGCTGAAGCTGCAGCACATCCAGGCCGCACTGTGCTGGGAGTTGGT 
GCGCCCTCATATCTATGGATATGCTGTGAAATAGTGTGAGCTGGCAGTTAAGAGCTGAATGGCTCAAAGAAmAAAGCnCAGTm 
CCTTTTTTTTGGGGGGCGGTTTTTTTGGnTGTTGnG 

>ncrc0839.seq 

GAnAAATGAGTTAATATGTGTAACCATCTTAACACCTGGTATATGGAAGGATCnAAATGTOGCTAGTATOTGATCnAT^^ 
>ncrc0841seq 

AGAAGGAGATAGCTAAAGATGTGTATTTAGAGCTCCTGGnGGGTAACTTCCTGTOTCGTGATCTOGCAGAAGCTGnCATGTTGGACmGGTGTm 
ATGATTCAATTCAGTCTGGAGGTAnGTnGTAANCAGTANnTNGGTGnTTTGTT 

>ncrc0842.seq 

TCTGCnGTCTnGTTGAGCTTmGGAAGGATAATTCTGATAAGGCACTCAAGAAACGCACAACCACAGTGCTnGnC^^ 
AGCCGCCAGGAAAATTTTGAGTTGCAGCACAATTTTCmGGAATCTAACAGGAATCTAGGCTGAGGAAGAAGGGA^ 
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TGCnTAGCTTGGTGAAAAAMGTTCACTGMCACCMGACCAGMTGGATTTTmAAA^ 
ACAATGGCACAAAGTCAAAATGAAATCAATGmAGnCACAAGTAGATGTAATnACTAAAGAATGATACACCCAT^^ 

>ncrc0843.seq 

CTGAGGnGGmCAGCATGTATCTGCnGATAnGGCGGTGGCTnCCTGGATCTGAGGATGTGAAACnAAAm^ 
mCCGTCAGACTCTGGAGTGAGAATCATAGCTGAGCCCGGCAGATACTATGnGCATCAGCmCACGCnGCAGn^ 
CTCTGATGACGAAGATGAGTCGAATGAGCAGACCmATGTATTATGTGAATGATGGCGTCTATGGATCAmAAn^ 
GAGACCTGAACCAGATGAGAAGTAmnCATCCAGCATATGGGGACCAACATGTGATGGCCTCGATCGG^^ 

>ncrc0844.seq 

CAAGGATGTTCGTCGTGGCAACGnGCTGGTGACAGCAAAAATGACCCACCAATGGAAGCAGCTGGCnCACTGCTCAGGTGATTATCCTGAA 
CTATGCCCCTGTATTGGATTGCCACACGGCTCACATTGCATGCAAGmGCTGAGCTGAAGGAAAAGATTGATCGCCGnCTGGTAAAM 
CTGGTGATGCTGCCATTGnGATATGGnCCTGGCAAGCCCATGTGTGTTGAGAGCTTCTCAGACTATCCACCmGGGTCGCTTTGCTGTO 
GGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAGAGCTCAGAAGGCTAAATGAATAnATCCCTA^^ 

>ncrc0846.seq 

GAGACCGTGTGmCCAAAATGGCGGCAGCGATGGATGTGGATACCCCGAGCGGCACCAACAGCGGCGCGGGCAAGAAGCGCmGAAGTGAAAAAGTGGAATGCAGTAGCCC^ 
GGGCCTGGGATATTGTGGTTGATAACTGTGCCATCTGCAGGAACCACAmTGGATCTTTGCATAGAATGTCAAGCTAACCAGGCGTCCGCTACrrCAGAA 
GGGAGTCTGTAACCATGCTTnCACTTCCACTGCATCTCTCGCTGGCTCAAAACACGACAGGTGTGTCCAnGGACAACAGAGAGTGGGA^ 
ACnCTTCCATCAAGCnAATTGTTTTGTTAnCATTTAATGACTnCCCTGCTGnACGTAATTACAAATTG^^^ 

>ncrc0847.seq 

ATATGAAAACAGTGCAGTAAGTTGAAAAGTCAGTATCTATGGAAnGATAAATGTTGATCTGGTGTAGTATATTTTATCGGATTT^^ 
TCCmGTAATnACGTTTCAGAATAGTGTATTGCTATATGGGTGCCAAGAnGAATATGAAGAACCCGAGTGTnGTAGT^^ 
AGAATGGGGCTOTATAAAGTGTGTACATGTAAGATmGTACAGAGAATTTTTAACTnATAAAnGTATATGAACATGTA^ 
GITGTGTGATAGTCTAGTCAnGCATGTAAATATAAmATTATGTAnCTGTAGTATAAATCATACAnGATGAC^^^ 

>frc|c0848.seq 

Q:®GCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCmGAAAGA 
WAGTCAATAGGTTACTAAGATAnGCTTAGCGnAAGTTnTAACG^^^ 

>R^849.seq 

Gl^tmAAAAATNTTGAATAACTAGnAAATGAAATmAGGTAGACAGTGCCTCCCAAATA™ 

Tf^AA TGAACACAGCTTCTAAAGTGTGCATATACTTTTTTAACGTCTCTTCnCCAmCAATGTGTGimGCAAGGACAGGn^ 

TfllTTCTGGTGTmATGCAAGnGACTAGTAATGACTAATGAGAACAATAATGAATGCAnG 

qT^TTGTAAATGTTCATGAAAATCCACTTCTCTACTAGTCGAACTGCTmAGTGTCTCAGCAGTGGT^ 

>Ficrc0851.seq 

Qrf^TACAGAAGGGTAmCAGAAATAGGGAACAGCATGAGCAAAGGGGCTGTGGCTTATmGGGGATAnCTAGGAACA^ 

G^SeGAAAAGGTATGnGGGTACCTAGAAAGAACCmCATGCCATGCTAAGGACACCTTGTTCTTCTGCCAT^^^ 

C|Jin*GAGGGTAGGTGATGGGTGCACCAAAATCTCGGAAATCCCGACTAAAGAACnATCCACGCAAC 

>p|;0852.seq 

Ci^TGACAGAGGTGTmGGTmATTGTOTGTGGGTTnCTTTTGTATTT^ 
AMtAAAACTTTTGAATGCTGGNT 

ly 

>naic0853.seq 

CATCACACTACCTGACnCAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGATCAATC^ 

GCATACCTACAACTATCTGATCTnGACAAACCTGAGAAAAACAAGCAATGGGGAAAGGAnCCCTAmAATAAATGGTGCTGGGAAAACTC 

TGGATCCCTTCCTTACACCTTATAC 

>ncrc0855.seq 

CACATAGmCCTTmAACTGCACTTTCmATATAATCGmGCATmGTTAGnGGTACCC^^^ 

AGATCTGAACTmCATCTGCAGAGGCAAGAAAAATAmGACAnGTGACnGACTGTGGAAGATGATGGTTGCATGm 

AATAAATCTCTTTAAG 

>ncrc0856.seq 

GATTAATAAAAAAGGCAGATATTTTGAGAATTTGAATTTCAGI I II 1 1 II ICTmGAAATGTCCCmAAGATTTTTTTATTCTAAACAAAATAAAGAAAATCCTGCTGCTCTGGTCCTTGT 

GATAAGCCTCTCTTCGGCATCTGAGGAGCAGCTGCAGCAAAATGTAGGGGTGTAAGTGTATCAGGACTTATGTGACTTATATmGGGGAGATGAGGGnGG 

ACGNGACAGTITGAAACCTTCACAGTTNTCCTCTGGGGGTAAATCAAnCTTCAACCCn 

>ncrc0857.seq 

AGCCTAGTAGCTCCACTGGGTTACTAGACCCAGAAGAGCAAAAACAATCACTACAGTTTGGCTCTCAGGAATACCCATTCCTAGGGGAAGTGGGAGAACACC^ 

CAGTGGGACAAAATAAmAAACAGTAGTCCnGAATGCCAGATCTTCCCTCTGACATAGCCTACCGAAATGAGAAAGAACCAGAAAAACAATO^ 

TTAACAGCCCCAAAATATACGAGCTCACCAGCAATGGATGCAAACCAAGATGAAGTCTATGAATTGCCAGAAAAAGAAATCAAAAC 

>ncrc0858.seq 

ATCGTTTAACCCAAATATCTGAATGGTGATCTGGTAACTCATGGGTTmGGCCTCATAAGATGGTCCACTCTGTACACAGGCATTCCTC^ 
GTCAGTGTACACAACTCAGATCCnCATAnGAAGGTGACTGATTmCTGCACACTTTmGATGTGATGCnGACGTGAGGCCCGACACTAGGA^^^ 
TTGCACATAGAAGTAGCAACCGATCGCTTGCCTAmTCATCnGCTGTmGTnTTmAAAAAAATGGATGTGACnGTmGAAT 
ATTCATTCTGTAGGATCTTAAGAAAAAGAGTCCGAGAATGTTGGTTCTATTATTGTGCACAACGAnGAGAGGTGTTAGAAGAATGCAGnAA^ 



>ncrc0860.seq 
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GnGMGTCTmATATCCTCACTGCmTCTGmAGATmCTGTCMmTTGAGMTGGGGTAnGAMTCmMA 
GCTnATGTAnTGAGAGTGCTCnGnAGGTATGTATAGAmATAAnGCTATGTGGTCCTGACTGTATACTGTACT 
TAAGAAAATCCnCATGAAGCAGTAAATATGTATAAATATATATATmAAAAGAGAAAGAGGAAGGAAGGAAATGGA^ 
TATAAATCCAGAATAGATTGTGATGAGTCACAATGGACAnCTAATTGTOCACTAACTGCTAAGAAAATAAG^^^ 

>ncrc0861.seq 

CGACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAn^^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCGAC 

>ncrc0862.seq 

GAGCTAGTATGATGCTTmAGTATGCAAAATCCCTAnCCTATGAAGAGTCAnATTCAAAAAACACTACTTAAAm^ 
GGAATTAGCCAAAGCAGGAAGATCACTTGAGAAATTCAAGACCAGCCTGGGCAACATAGCAAGACCCTGTCTTC 

>ncrc0863.seq 

GTAAATTGTGATAGGAACmGGACCnGAACTTATGTATCATGTGGAGAAGAGCCAATnAACAAACTAGGAAGATGA^ 
TTAAAATCAGTGTTTCCCCnTGTGCACTTGC 

>ncrc0864.seq 

GAGAAGGGAGGTGGTCGCCCTCCGTCGTGGTCTGGCGTGTAnCGGAGCGnGGTGTCTGGCGGTTTCGGAGCGTTGGTGTCTGGCGGmCTGACCGTTGGTGTGTGGCG^^ 

CGACCGnGGTGTCTGGCACGCGCCACCCTCTCTTGCTnGGTTGCGCCATGCCGATGTACCAGNACAAGAAGACAAGAAAATGAmGAGGACAGCnCAATCGCGGTG^^ 

GAAAGCAGCAAAACGACCAGTGAAAACAACGCCGGTGGCAAAATATCCAAAGAAAGGGTCCGAAGCGGTACATCGTCATAGGCGGAAAC^^ 

GAATGCTGCGAAAGCTGCCAAAAGTGACATGCAGCACCGAGAAGTCCGCGTGAAGTGCGTGAAGGCTGTGAAAGGGCTGTACGGTAACCGGGACCTGACCGCACGCCTGGAGCTGT 
TCACTGGCCG 

>ncrc0865.seq 

CnGTCCCGCCTCATCCCAGNAAGGGAGGATGGGCGATGACAGnGTnCTATGCCnCTGACCCAGTnCCCAGmATAACmATGACAATGAGTnCTCAAGC^ 
CWCACCCCACAAACAATAAAGCAAAGTAAAG 

>0£cO867.seq 

C5t^TGATTTTTGTTCCmATGTGCGTGATAAAAATACAAAGAATGGTGTGGCCACCTCCTC 

diiGTGGTGCCGGACAAAAAAGTACATGGCCCTnCGTGTCnGGGGGTGGAAAGGTAGGGATGAAnGGGGTGATAGAACCCTGGTGAATO 
qpTTTTCTAAAGAAACAGGATAGGAGTTTAGAGAAGGCACCAAAGCATTCACnTGGTTTG 

>nBfc0868.seq 

AiiNGCCTATGTmCAGTCGTAAGATGATCTGTGCTGGAGGAGAGAAGGGCATGGATAGGTGTAAAGGGGACAGTGGTGGGGCCTTTGGTGTAGAGGAT^ 
ATOTACGCAGCTGGCCTGGTGTCCTGGGGGCCCCAGTGTGGGACCTATGGGGTCTACACACGGGTAAAGAAGTATGnGACTGGATAATGAAGACTATGCAG 
ct56TGAGGACTAATGGAGATAGATCCGAGCAGGGTGTGGAAGGGTGGTGGCCAATGCAnACCTTCTGnCCTTATGATAnCTCAn^ 
A^TGAnTAAATAGAACTTGATTGnGAGACGCCTTGCTAGA 

>iFeib0871.seq 

GlffTTNAGAATTAACGAAAGCAGTGTCAAGACNGTAAGGATTCAAACCAmGCCAAAAATGAGTCTAAGTG^^ 

TiSSAnATGATmCCCCTATCAAmATGGGCAATCATCACCAAACTGTGCACCAGAATGTAACTGC 

(^CCAATGGTGCCTCCTGGAATCAAGTATCmACCnAGGAATAACCAGATTGACCATAnGATGAAAAGGCCTnGAGAA 

>yc0872.seq 

(SMGGCGGAGGGGAAGATGGTCAGTAGGACNTAAGGTAACAnGATGACTCGCTCAnGGTGGAAATGGCTCCGCTGAAGGCCCCGA 

CTGGTGTCGATAnGTCATGAACCATCACCTGCAGGAAACAAGmCACAAAAAGAAAGCCTACAAGNAAGTACATTCAAAAGAnACAnG 

N 

>ncrc0873.seq 

GAGAGATGGAGATGAAAnAAAATGTGACnCmGGCATCCACCmCGAACCTAGGCCnCCGCACmACTCTAATTCAAm 
GAACTTCATGTAATCTCACTAACATTGTTAGAACATGATGCTCAAGGTmCTGGTCAAGGATATnGCAmGCATnATAGM 
CnGCmGAGAATGACAmCCAAGCTGTCAAAATGTAATGTGCTCAAAGCTCAAACCAAAATTGGTTTTTA 
CTAGGCAGGGTACTAGCCTACTGAGnGGAATCAGAAAAAGTCCATnGnGAGnTAAATTATAATACAATCCAAGCCTGA 

>ncrc0875.seq 

GATCTNGTCnGTTCCCGAANAAGTAGAAGCNTCGAAAGCGTTGGAGAGGTGnACCGGAACGGCGGCGACAAGGGTGTTCCCGAACTAGAGTGGGGCATACATM^ 
TGCTTCGAAGCTGTAGTCTGAATCAACCTAAGTTnAAACAGAAGGTGAACCTCTGAGAAAATCAAGTATATTnAAAAGAAGGGAT^ 

GGGCCnGAACCAGCAACAATGGATGCAGTCATTCCAGGACCAACAGGATCCAAGCCAGATTGATTGGGCTGCAnGGCCCAAGCnGGATTGCCCAAAGAGAAGCnC^^ 
AAAGCATGGTAGAACAACCACCAGGGATGATGCCAAATGGACAAGATATGTCTACAATG 

>ncrc0876.seq 

AAGAGANGnAGGATTTTATTGTTCnAnTNCCTTTACAGnCTGCAGTTCCATCACAGTAnTTmAAATAACTCAGGTGTATGAGM 
CTGTAAATGTnTATTTGTAAGATTCTATAAATAAAGCTATAnCTGT 

>ncrc0878.seq 

AnCAmAAGGTACAAAAnCTnGGACATCTACTATGCTCTGCACACAAGGCCAGAAACAGAAGAATAAACATAGTATATTATATGnGC™ 
CAAmCAAGACAGAGTCTTTAGTGATAAAAGTATGCCTAGATGAGCATACTmTGCCAAATGGGCAGAGACTATGCCTAGTTTTCAAAGAnCAm^ 
CAGTAACnAAATATAAATTTTCTATAATTGGGnTATTCAGAAGGGTAACGAAATTGCCAGACTmAAAnGCCCAGT^^ 
TTAATGAGGAATAAI UN lATATTTTATGCACTTTCTAAAGTATTATGC 

>ncrc0880.seq 

CATGGNCGTATATGTACCACATmCmAACGGTCTACCATTGCTGGGCATTAAGGnGATTCCATGTCTTTACCAGTATGAGTAGTGCTGCAGTGAA 
ATGATAGAATGATnATAnCCmGGGTGnGTATTAGTCTGnTTCATACTGCTATAAAGAAnCTCCTAGACTGGGTAAn^^ 
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ATTGCTAGGGMGCCTCAGGAMCnACAATCATGGCAGMTGCAMGGAGMGCAGGCACGncnCACAGGGCAGCTG 
CGTATAAAACCGTCAGATCTCAGGCCAGGTGCAGTGGCTCATGC 

>ncrc(}883.seq 

ATCTCAAATATTCTGTTAACNACCATTCCAACAGGTCGAGGAGAGCTTAAACACGTTCnCCTCTGCCnGm^ 
TTGCATCmATTCAAAAGTGTAAACmcmGTCAATCTATGGACATGCCCATATATGAAGGAG^^^ 

AATTGAAGTGGTGCATAACATTGCCAAAATAGTGTGCCACTAGAAATGGTGTAAAGGCTGTCt 1 1 1 1 i 1 1 1 1 1 1 1 1 NAAAAAAAAGTTTTTNC 



>ncrc0885.seq 

ATAGACATTCTCACATAAGCCCAGnCATCACCATnCCTCCmACCmCAGNGCAGTNTCTTnCACA™ 

GAAGTGGACAGCGCATCCTGCAGGGCTNCTNCTCCTCTGTCTTnOGAGAGCCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGC 
AGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGNTCnTCCTCACAnTGGATGATNGGTCATAAGGT^ 

>ncrc0889.seq 

AGGATAGGCGTTGTGCAAAAATATnATAAAACTTCTCAAGATACTGCTACTGTAATTnATATGAAG^^ 

>ncrc0891.seq 

TATGGCCGGGCTACCTNCAAAATATATACAGTATmGACTACnCTCACAGTGAGAAGTAGATAnGnACTCCCCTAGTAGGAGAACTTC^^^ 

CATCCTGGCTGGTCTCCCGGCATCCACCCTTTGCCCCCTGGGGTCTATTCTCAACCCAGTAGCCAGAGTGAACCTTTCAAAGTAGATG^ 

TGCAGCGGnCCCGATTTCCGGCAGAGGAGGCAnAAAGCGTGTGGnCTTCAnTOTCCAAAGTAAAAGGCAGATTCTnACTGAGGCCnC^^ 

TnnAmCGCAGGCCTGCTTTmCTACTCTCTCCCTGGCCACTCTGTCTCCAGTCACATm 

TAGA 

>ncrc0894.seq 

GTGGAGCAACTGGAGCTGGGCCTCAAGAGCTNAAACGCACCCCGAAACAGAAAGAGCAGGCTAnGGAGCAATCGGAACCGTGCGCAGCAAAAGCAGGCCCnG 
GCAGCTGATGCACTCCTTGTTTGGAGAGTATAGGGCTCAGATGGAAGGCGAATGGCGTGAGGCCCTGCGGGCTCTCAGAGCTGGTGGnATTCAGCCCAGGTGCAACCTGT^ 
dAffecCACCAGAAAGAAGAGCCAAAGGGTCTGCAGGCCTCGCTCTATATGGAGAGCCAAAGCCACTCTGGACATGCCTGATGAAGAGm 
^^TGAAACAATCCGGGTCCGTrGGGGTG 

>Wc0899.seq 

AWTGCCAAAAATGTCACmGCCTGCTGTNTTCAAGGCTCCTATTCGACCAGATATTGTGAACmGnCACACCAACTTGGGCAAAAACAACAGACAG 
AeS^AGGTCATCAGGCTAGTGCTGAGTCnGGGGTACTGGCAGAGCTGTGGCTCGAATTCCCAGAGTTCGAGGTGGTGGGACTCACCGCTCTGGCCAGGGTGCTm 
GfCGTGGAGGCCGAATGmGCACCAACCAAAACGTGGCGCCGTTGGCATCGTAGAGTGAACACAACCCAAAAACGATACGCCATCTGnCTGCCCTGGCT^ 
CA|TGGTCATGTCTAAGGGTCATCGTATTGAAGGAAGTTCCTGAACnCCmGGNAGnGAAGATAAAGTNGAA 

>in5fc0900.seq 

Al55TGTGCAGAGAACAACCCTATTCTGA™GAAAGATCCTGCCTGAGAACGTmAGCrrCACAGCAGGATGTGTACAACCGAAGTC^^ 

Tt!;AATAATCAnGATTGAATAGAGTTGGTTTCAGATGTAGGTAnAGGTACCAGTAGGGATACAGAAGGAAAAnCGTGGTTTCGGTCm 

;@rGTGCATGTmGACATGGCTTCATAACAAAAGATCCTTTGAATCAAAATGCTAGGGAAAGCAGCATTAA^^ 

QlT=GTCAGGAGACAATGGAACAGAAAGAAGACATGAGAAAAAGTGCGAGCTTAATCCATAAAGCTGTnCCCTCCA^ 

CffiTGHC 

>jf©lc0901.seq 

T^^GCCGGGAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTACGCCATGGTnATGGATACAATGCTGCCTATAATCGCTACTO^^ 

Ci^AGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTGATmGW 

TliiCTGGCTGCACCCCTTmCCCGCCCCCAGAnGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAG 

>ncrc0904.seq 

CAGTTAmGTGAGGGTGmAnCTATATGAATAnGmCATGmGTATGGGAAAATTGTAGCGAAACAmCAnGT^ 
GCTTATAGTCAnAAATCAnACTTTTAC 

>ncrG0905.seq 

GATTnATnTGCACGTAACAAAAATGAAAAAnGAGGGACAGAAnCAAGCTnGCAGAAAAATGTGTO^ 

CCTGTATGAAAAAACTTAAGGCTGGGCACAGTGGCTGATGCTTGTAATCCAGCACmGGGAGGCTGAGGCAGCAGGATTGCTTGATCCAM 

TGATGAGACCCTGCCTCTACAAAAAGAAAAGGAGGAAAAAATOGCTGAGCATGCCAATAGTCCCTGCTACTAGGGAGGCTGAGGTGAGAGGAnG 

CGGCAGTGAGCCGTAATCCAGCCACTACACTCTAGCCTGAATGACAGAGCAAGACTCTGTCTCAAAAATGAGC 

>ncrc0906.seq 

GCTmCGATCCGCGTCTGCGGTGGAGCGGCNACCAAAATGCAGATnTCGTGAAAACCCTTACGGGGAAGACCATCACCCTCGAGGTTGAACCCTCGGATACGA 
GGCCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCmGCTGGCAAGCAGCTGGAAGATGGACGTACmGTCTGACTACAATATTCAAA^ 
CnCATCnGTGnGAGACnCGTGGTGGTGCTAAGAAAAGGAAGAAGAAGTCTTACACCACTCGCAAGAAGAATAAGCACAAGAGAAAGAAGGTTAAGCTGGCTGTCCTG 
TAAGGNGGATGAGAATGGCAAAAnAGTCGCCnCGTCGAGAGTGCCCTTCTGATGAATG 

>ncrc0907.seq 

GAGAGANGTTGAGAACAAGCCAGNAAACCTTCANCTCTCATGCTGAAGCTCACACCCTTGCCCTCCAAGATGAAGGmCTGCAGCGCTTCTGTGCCTGCTGCTCATGGC^ 
TCAGCCCTCAGGGACnGCTCAGCCAGATTCAGTnCCATTCCAATCACCTGCTGCmAACGTGATCAATAGGAAAAnCCTATCCAGAGGCTGGAGAGCTACACAAGAATC^ 
ATCCAATGTCCCAAGGAAGCTGTGATCnCAAGACCAAACGGGGCAAGGAGGTCTGTGCTGACCCCAAGGAGAGATGGGTCAGGGAnCCATGAAGCATCTGGACCAAATAm 
AATCTGAAGCCATGAGCCnCATACATGGACTGAGAGTCAGAGCnGAAGAAAAGCTTAmATmCCCCAACCTCCCCCAGGTGCAG 

>ncrc0908.seq 

ATTCTnGACAGCCTCTCCCTACTCCAAGAmAAAAATGTTTACTmGTATnAAAGTmGATCAATCTGGA^ 

TGCCCATTCATCTTnCCCTACTGAGAAACAATATCGTATTCTAAATTCTCATATGTCmGTGTCATAmGGGCTTCCTCTTCTn 

TATmATTTTAmTATmAmTATTnATmATTTTATmAmnGAGACGGAGCCTG^ 
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>ncrc0910.seq 

MGACTGGTTMTGATMCMTGCCTCGTAAMCCTTCAGMGGAMGGAGMTGTmGTGGACCACTnGGm 
GTACTTnTAATGGAAACAACTTGACCAAAAATnGTCACAGAATTTTGAGACCCATT 

>ncrc0912.seq 

CAGGCATATTmCAGAAGTAnCCAGAAGAANGCATTGTOTCATAGGAGACCACAGGGGGGTCTCATAGCCCCT^^^ 
GGTAnGAAGATTCTGGCCCCGTGTAGTCCCTGTGTGmGmcmGTGmAACAAAAATGTATAAAAAGT^ 

>ncrc0913.seq 

AAGAACGATTGCCmmGAATTTmAAATTTTGTTnTAAAAGCATATACCACCTTAGTTCATTCATGT^^^ 

AGACGnTTGGGACAGATTnATGTAATCmATAAGTATGAmCTGAAGAAAAGCAAATGCATTAGTAT^ 

AACAGTGATAGTTTTT 

>ncrc0915.seq 

CAGGAAAAATAAGAACTCAATGAAGTTGTGACTTCATTCAAATCACGTAGmATATACATGCTATTAGTAAAACCCAGGACAGCTGAGT^^ 
CCAGATCCTGGTTnGAATGAGATAAnACGTGCAGTCGGACTGmTCTGATCCTAAAAATAGAGACAATAATATCTATCTO 
GCAAGTACCnAATATACAATAACTACTGCTATATGTTGTCATTGTAATAATAATCATATTTCnCCmGTTGAATTGCm^ 
TCCGAGCTTCAAGCAAACACTATTATGTTGAAAAATCTACAmmCTAAGmAGCAGTGCGAGTGGAAAGmAnGAM 

>ncrc0916.seq 

GGCCCACCCCTGATNAGGTACGACTGCTGTGGACAGACCCACGAAATGTGGGCTGGCGGGACAAGACCTCCTATCGCTGGCAGCTTCTGCACCGGCCTCAAGnGGCTAC^^ 
GTGAAGCTCTATGAGGGACCCCAGCnGTGGCGGAnCTGGGGTGATCATTGACACATCCATGCGAGGGGGGCGTCTTGGTGTATTCTGCnCTCCCAAGAAA^ 
ATCTCCAGTATCGATGCAATGACACAGTGCCTGAGGACTnGAGCCAnCCGGAGGCAGCTGCTCCAGGGAAGGGTGTGAGGAGGAGGCCACCAGAnCAGAATTCAGAAT^ 
CCCmGGCCnGGGGTCCATCCTGGAGACCCTGAGGTCTAAGCTACAGCCCCTCAGCCAACCACAGACCCTTCTCTGGCTC^ 

>ncrc0917.seq 

d^feagtccggcggtcccgcgggtctgtctcttncttcaacagtgntggacggaacagatccggggactctcttgcagcctccgaccgccc^^ 
qfsggaccatcnctcggccatctcctgcnctgggacctgccaggaccgtttttgtggnagctccmngccaaccaa^ 
csggaggcagccgtcaacagcctggtcaatngtacctgcaggcctcctacacctacctctctctgggcttctamcgaccgcgatga 
totn-ccgcgaactggccgaggagaagcgcgagggctacgagcgtctcctgaagatgcaaaaccagcgtggcggcggcgctctct^^ 

gI® 

>ffirb0918.seq 

G(MTGCGGAAAAATTCGGTTCCATCCTTCTNATrGTGCCACTTGTTGnGTGGACAATAAACAAGAGATTGGAGAGGCCCAGCAGCT^ 

T§f€CGTGGAGACAGAAAGGAAGAAGGTGCCCAAAGAGACTCTAGAAGAGCAGAAGCGCATCTGTGAGATGGCAGCCTAmCACCCAC 

TgGTGCTGCGTAGAGGCGTCAATCTGnCTTCAAGCTCAAGAACTTCAAGACAGCTGTCAGCmGCTCGGCGCCTACTAGAACTC 

GAAAAATOCTGTCTGCCTGTGAGAAGAATCCCACAGATGCCTACCAGCTCAATOTGACATGCACAACCCCTn^^ 

C^AGAAAAGTGTCCACTC 

>|!fg:0919.seq 

Afi^GCCGGGGGGAAANAAGGCAGCAGCTACCAAGNAAACCAGCNCCTGAAAAGAAGCCTGCAGAGAAGAAACCTACTACAGAGG 
AlW^TTCCATAAAGGTCAAATCATTTTGGACAGCTTCTmGAATAAAGACCTGATOTACA 

>S::0920.seq 

AtjfGGGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTOGTO 
AiimAACTGmGTCCAAAGAGGAACAGCTCmGGACAGTAGGAAAAAACCTTGTAGAGAGAGTA^ 
GTTOAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACAGCCAAnGGACCAATCTATCACCCTAT^^ 
nCTCCTCCGCATAAGCCTGCGTCAGATTAAAACACTGAACTGACAATTAACAGCCCAATATCTACAATCAACCAAGAAGTCAm™CC 

>ncrc0922.seq 

ATCCCATCTCCTCAAATATGAAGAACCAAGAGTGTGACTGCCAAAACnAGTGTGGCATCAGCACCAACAGCACAGTTCTTCATATCC^ 
AnGTTGCAmCCGTAAAGmGTCACGAGACATTTmAAAATCTCATAACCCACATGTTCA 
GAAATCTGATCATATATTmACCACACTGCCACATAAAGCCCAAGAAATTCAGCTGACAAGACAGAmAGCATTATCM 
CTGAACAGACAGTCCTGTCGATTGTGTOmAGAAACATAGACTGAATGTGGGCTGAAATCATCATCmCCA™^ 

>ncrc0924.seq 

aacgcangcaacagaaaactaaacatcacatgnntcacccataagtgggagttgaacaatgagaacatgtggacacagggaggggagcatgacacaccagggcctgto 
aggggtgaagggagggaac™gaggatgggtcaataggtgcagcaaaccaccatggcacatgtatacctatgtaacaaacctgcacgttctgcacatgg^^ 

>ncrc0925.seq 

CAATATCAGAAGTAAAACCAAACATACnCnAnNACCCAGmCTCTCTCTCTGTCTGTCTCTCGAAAmTAAAAACAATrAATGCAT^ 
TAAACAAAATGCAGGTTTGGTGCCTGCCTGACGAnAGTTTTAGTTAACTGAAAAmTAGGAnGACCCAAGAGGAAAACTn 

TACCACAAnnGTTTAGCTAAGGmCAGACTGAGnCAAGAAAnAGCTCAGCCATCCCAACAAAGTCAGCACmGnAGTGAGCACnGAAAAAATAATAG 
NGGTGTATACAAACGAAGCGTAGAGAAAGCTATGATGCmATAGAAGTAGGCCAAGTGTTTTTAAmGGCT^^^ 

>ncrc0926.seq 

GGCGCACTAGATATAGTACCGCAAGGGAAAGTATGAAAAATTATAACGAAGGATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAATTM^ 
GAGCCAAAGCTAAGACGCT 

>ncrc0928.seq 

GTGAAANTTAAATAATAGACATACAGGAGATATACAAATATATTATATATmTCTGAGAnmGATATCTCAATCTGCAGCCAn 



>ncrc0932.seq 
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CACCCATMGTGGGAGnGMCMTGAGMCATGTGGACACAGGGAGGGGACCATCACACACCAGGGCCTGTTGTTGGGTGAGGGGTGMGGG^^ 
TAGGTGCAGGAAACCACCATGGCACATGTATACCTATGTAACAAACCTGCACGnCTGCACATGGATCCT 

>ncrc0933.seq 

CAATATNNGAAGTAAAACCAAACATACTTCnANTTACCCAGmCTCTCTCTCTCTCTCTCTCT^ 
TAAACAAAATGCAGGTTTGGNGCCTGC 

>nciio0934.seq 

GGCGCANCTAGATATAGTACCGCAAGGGAAAGATNAAAAATTATAACCAAGGATAATATAGCAAGGACTAACCGCTAT^^ 
GAGGCAAAGCTAAGACCCT 

>ncrc0936.seq 

GTGAAACnAAATAATAGACATACAGGAGATATACAAATATAnATATATTTnCTGAGATT^ 

>ncrc0940.seq 

AGGAATANGGAACTCAGGCAGGTATnGAGTAACAATGTGTGTGAGCGnGTGTGCGTATACGGATGTGTGCATGTGCACAGGAGGTAATGAAAn^^ 
CCAAGCCTGGGTAAGAGAATGAGACCCTGTCTCC 

>ncrc0942.seq 

AATGAANCAAATmAGGATAGGCCAATTGATNNTNCAAGATATAAGTTCCTAGTGCATATTTCTGGTCACAATAmTCACTGTACTO^ 
CACTGAAATAAGTGTGAGGTATACATACATTTnAAAAAGATTAATAAAAACAAGTAAGATGATTATTTACCCAATTAnCGAGTTCAGA 

GCATGCAATGCAGGAATAAACCCTGCACAGGATGCTAnCCATGGCAGGGCACAACCACAnCACTCACATTGGGACACACAGTGGGGAAATGCCAATTAACCAGACAT^ 
GGGGATGTGAGAGGAAGCAGGACTTCCTGGAGAAAACOCCATGCAGGCATGGGGAGAACATGCAGACCCCTACACAGATGGTAGGCCTG 

>ncrc0944.seq 

GAGGCACTGAGGCAGCCAGCGCAGGGGCnCTNCTGAGGGGGCAGGCGGAGCTTGAGGAAACGGCAGATAAGTTTmTCTCmGAAAG 
mGTGAATAGGTOCTAAGATATTGCTTAGCGTTAAGTTmAACGTAATm 

>fSic0945.seq 

CMnNCGATGGCnCCTGCGAAAACAAGTCTTCAGAATGGGAGGAGGTATCATGTGCTATCTGGCAGTGTAAmATCnTCCATGTAGCTAn 

TSTAACCTAATCTAnGCnATCTCTAAAAAACAACCmGTGCTCATCACAAATAAAACATGAAAATAATGATAGGGTCACTTn 

Tfl^AAAAmGAAAGAGTGCATAGCCAATTGAAAGTATGGAAAGTGGCCCGGCACTCATGCCTGAGATTCCAG 

>n6fe0947.seq 

aSTGCCTGCTAATGTnGAAATCTACTGTGCmCATGCCTCTGCCACCCCATCTATCTCTGGGAAAAGCTCAATATCCCGATAGATT^^^ 
ASICAACAACTCTCCAGCCTGGGTGACAGAGTGAGACCCTGmCTAAAAAAAAAAmCAmCTATTAnACTAATGATAATGC 
cBllTnAATGAAATGCCGAmCTATGGI^GGAATAmGTCCCCACTAAAACTCATGGNGCAACCTO 
qXCATAATCCCCACATGnGNGGGAAGGACCCAGCAGGAGGTAACTGAGTTATGGG 

>E£K0948.seq 

(t§6GCACGGAGGTGCCTGAnGAGTCTGCTCTGACGTCTCACTCTCCCCnCTTCTCCAGGCTGCTGGTCCTGCTGCCCTGTGGGCTGTG^^ 
AKyGGACGTCAGACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAA^^^ 

■I i-l 

>^::0949.seq 

G^AGGANCCTCTCTCCCTACTGCTGCTACACANGTACGCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCC^^^ 
QllTOTGAATCACATGAAAGCATGGAATCnATGAACnAATCCCnCAnAACAGGAGAAATGCAAATACGnCATA^ 

TCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTC 
GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTmmCTGGAGGCTGGCACCTGATmG 

>ncrc0951.seq 

GAGGCANTGAGGCAGCCAGCGCAGGGGCnCTNCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTnTCTCmGAAAGATAGAGATTAATACAACT^^ 
TATAGTCAATAGGTOCTAAGATAnGCTOGCGnAAGTTTnAACGTAATmAATAGCTTAAGAnT^ 

AAGGmCTAAAACATGACGGAGGnGAGATGAAGGTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCC 
ATGCTmAGATTAAAATGAAGGTGACTTAAACAGCnAAAGmAGmAAAAGnGTAGGTGATTA^ 

>ncrc0952.seq 

GTGTGGGAAAAGCmCGTAAGATAAATTGCTATGCACATATAAGTTGnATGTGATOTGATTmCTGAATGAAGGACCAGTAAAGA^^^ 
CCCAAAGAATGGGTAGTACTTTCACAGGTGCAGAATCTTGAAATGGAATTTTAGGCAGAGGGAATAATAGCATGAGGAAAAAAGAATCATGGNTAT^ 
AGAAATCAAGAGmAmAAGCACGGGCGATATTOTGTGGCAAAGTAGTGGAGGAGAAGGAAAACAAAGCAGATOTGCCATATTn^^ 
CAAGAAGTGGAGGAGGAGGAAGAGGAGA 

>ncrc0953.seq 

CACCACCmCCTGGCCTTGCTATGGGATGCTTNCCAAAGGATGGCCCTCATCCACCCTCCCAAGGTGTGCGAGCATGCAAGGCCCCATGGCCTCACACTGCAGACACCCCTTTCCA 

GCCACAATCCACCATCATCCTGACGATCCCACAACTGGGACAGAGGCTAGATCTGCCCTAGGGAGGTCCTTCAGAATCTGTGGAGCAAGAAAGGATnGGGGAAGCTTGGGGACTGA 

GTCCAGAGCCCGGTGCTAAGAAGGATCACCACCACTCAGCGAATCTGnCTGGGGCCTGATTnGCGACACGTCCATCCTGTAGCCGATTCTGTGACCCCAAGGAGTGGCAGA^ 

CCnCAGTCAGAGAAGCAAGGCTGATAnAGCnGTTGAATGTAAGAGACACAAATGAAGAAGAACAAAGAGGCTGAGAAAGCAGCAAGAGGACAT^^ 

TGAGA 

>ncrc0954.seq 

GTAAAAACCTGGACCCAGAAACAACACAATCCGnGCAAACGGAAAGGACCCAAGTACTnCCAATCTCAGTCAGTCTAGGACTCTGCACTGAATGGC^^^ 
CATCCCACCCTCTCAGAGTTCGGACmTCTCCCCTGTGTITCTAAGAGACCTGAACTGGGCAGAGTGCAAAATAAAATGTGGGTGTTGTAnT 



>ncrc0955.seq 
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TATGGCCGGGAnCTACAAGnGTCTCTTCACTCTGTTGTTTTCmGnGTGAAGGGCTTTmAGm 
TTAACCATAAAATCmACCTAAATCAATCTCCTGAAGCAmCACCTATGTCmAATm 
CAGTTnCCTAGCACTGmAnTAAGAGGGTGTCCnTCCCCAATGTATGTTCTTGGTGCCTCTATTGAAAAT^^ 
GTATGTTTCTG 

>ncrc0956.seq 

CAmAmTGCTGTOTTGATAGTGGTGAACNTTTATGAAAAAGAAGTAAAAAACCCCTTGCCGGCC^^ 
GCGGATCACTTGAGAnGGGAGmGAGACCAGCCTGACGAACATGGACAAACCCCGTCTCTACTAAAAATACAAAAAAT^^ 
CTCAGGAGGnGAGGCAGGAGAATCGCGTGAACCTGGGAGGTGGAGGnGTGGTGAGCCGAGATCACACCAnGCACTCCAGCCTGGGCAAC^ 
AAAAAGAAACAACAACA 

>ncrc0958.seq 

GTCACCNTGCGTCAGAAGACTGTGGACTGGNTNAGAGTGTCCAGACTGCAGGAGGACCCCGAGGGAACAGAGAACCCGCTTGGGGTAGACGAGTCCCTm 

AGAGAGCATTGCCTC™CCTGTCCCTGACCAGTGAGGACAACACCTCCnTGATCGAAAGAAGAAAAGCATCTCCCTGATGTATGGTGGCAGCAAGAG^ 

TCACCACC™CTnGAGGACTAGCCAAGAACAGACACAATGGTTCATGCCCAAAAGGAACAGAAGnCCAACTAnGCCTGGGATCnGCGAAAAGCGA 

AGCCTGACGTATmAGAAGCCAAGAGAAGCCACATGGAGACTCAAAnCGCATCnCTCTATCCACATCATGACCAAAGGAAGCCCTCCCT^ 

CGAAACAnGGATCATGACA 

>ncrc0959.seq 

AnCTCTTGACTGTATTnACCTCATTTCnGCAATCTTGGTTmGTTnTAAATCCTTGTCATG^ 
TGAGTmGAAAATAAnACTOAnGCTAATAATAAAGAAATGTAGCCTGGACAACACAGCAAGACCATGTCTCnCAAAAA^ 

GTAGTCCTAGCTATTCGGGAGGGTGAGGTGGGAGGATAACnGAGCTGAGGAGmGAGGCTGCAGTGAGCTATGAmCGGCACTGGACTCTGGCCTCCAGAGTGAGACCCTG 
CHAAAA 

>ncrc0960.seq 

AACTCCAGAAATGATCGCTCGnCTGCTGNTTCCCTCATCACACATCCCTTCCATGTGATCACTCTGAGATCTATGGTACAGTTCATTGGCAGAGAA 
A^teCATAATAACCATCTATCGGGAAGAGGGCAnCTAGGATTmCGCGGGTCnGnCCTCGCCTTCTAGGTGACATCCmcm 
AAlACCTATGCACTGGACAGTGGGGnTCTACCATGAATGAAATGAAGAGmnCTCAAGCTGTCACAGGATTTm 
ApGGTGTCAACAACTGTGGTCnGCTGGTGGATGCCCTCC™CTCCCCAATATATACGTCnGGATAGACTGnGGT^^^ 

>®c0961.seq 

AgfGTGATCAGAGCTGACCGCCACGTTGACCTCCGGGACTCAAGTGATCCTCGCGTGTCAGCCTGCACAGTAGCTAACTGGAACTACAGGCATGAGGC 
>rfelc0963.seq 

CiSGAAGACAATTmCAACCAACGGGAGAGTTGGGGGGAATGATGGmCGGGATGAAACTGnCCACCTTAGAnATTAC 
MDTCTGGCATGTGCAGTTCACAATAGGnCATGCTCCTATGAGAGTCTAATGCCAGTGCTGATCCAATAGGAGGAGG^^ 
TOTCTGCGATCCGGTTCCTAATAGGCCACGGACCGGTATGGGAGnGGGGAGCCCTGTGCAAGACAGTAGGTGCTGGAGATATAACAGTAAA 
ASGTTCAATGTATTCTAGTAGA 

>f|Ec0964.seq 

/#fcTNCAAnGGGGCAGTACTCATGGCTTCTCNmCTGTOnCTCTCCCnGAGTAATCTCTTAAAAA^ 
(lllCTGAGACCTTCCAATTGCTGGTGAGGTGGATGAACTTCAAAGCTATAGGAACAAAGCACATAACnGTCAC 

Ail^TCATACCnACCTACCAAGGTAAAAAGAGGGATCAGGAGTGGCCCACAGACAnGCTnCTOTCACCTATCATGTGAAnCTACCTGTATO 
CiSGTGTCCTGGCAGCTTTTGGAATGACAGCAGTGGTATGGGGmATGATGCTATAAAACAATGTCTGAAAAG^^ 

>i||c0965.seq 

AfNACTGCCCAACATCAGAAAACCTGACGGCTATGATOCTATGCCTmCTAAAGATCAATACTATAACATO^ 
GACCnATCCAAAGNCTGGTGCAACTGTCCnANACTGATNAGCAAAGGAGGAGGNA 

>ncrc0967.seq 

AAGGGNAAATCTGCACAGnGCTCCCACCAANTCTGAATGGATnGAGGTTCAGCTGCAATGCAGTGGTGTGCCATTGGGAGA^ 
TCCTGGTAGGTGTGTGTCCTCAGTGAGCCAGAGACAAGAGACCCAAAmGCCATTCCCAGAGTTGGCCCCAGTTCCCTTGnTCTCTTATGGTG^^^ 
TGTGTCTGGTGmGATGATAmAmCTCATACGATATGGCCCTCATAGCAAGCCAAnAAmATOGCCACTCAAAT^^^ 
TGTTGGACTCATTGGAAGATAAC 

>ncrc0968.seq 

ATCCCCNAGAnCATCACAAnCACTCCCTGAGAATAGACAGAAGGAGAAGCCCTACAAGATCACACTGGAGTmCCCCAAGnGAGTAAGTCTCTGATGGmCCTCCnGA^ 

GGAACTGGGGTGTGCAATTmTGAGACTCmCCAGCTGTCAATCCATGCCTCCATATAGTGAATCCCTCATGmTAGCTCATOGGATCTC 

TCTCTCCAGTGAAAGTAmCmATATGACCAAAGATAAAGGACmGGCTTCACTTmGGAATAGnCATTGATC^^ 

TATTGTAATGGGAnATGTGGnCCCAACACTGAGAGAACAnGAACCCAGAATGTGACACTAATCATAAAAATAAAATGCTCACTC^ 

TT 

>ncrc0971 .seq 

AGACTGAAACAnCTAAGTGAAATGAGTATAATCCAAGTAACTGGTGAACnTGGAGGmGGAGCTTGAAGAGAATGGGTAAGAAGAmGA^ 
CATGAAAAGGTTnACTGAGAAGGGGAAAACCTTAGATAGAGGGACATGTGAAACAAAATCAmGAAAmTGATTGAGACATCCAm 
TAAACCCAAATGATAGGTGAAGTTGGGTGGTnTATCCAATGTCTCAAGCAAGCAATGTCTGGGAATATCATAGAGTAACAAGTGCTGGTCAGCCAAAGAAA 
CCAATAGCATAAGCATGTAnATCTAAGCACTTGATCAAGAAATATACATGnGTACAAGCTCTCAATmGTTCATTTATOTCAAAT 

>ncrc0972.seq 

CATCTGGTCTACTAGACTnc™CAGAnTAAmCTmGTATmAAGAACnTATAATGACTGAAGGAATGTGTnTCA^ 
TGTTnCTGTAGGTTTAmGTTGCATACTTTGACTTAAGAATAAATTTTTATAT 



>ncrc0973.seq 
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ACCNCAGGTGACTCCATGGCCTACCANnTGGCAGATCCnCTCCACCTTTGACMGGACACAGATTCAGCCATC^^ 

ACTGTCACCGTGTCAACCTGATGGGGAGATATGGGGACAATAACGACAGTCAGGGCGnAACTGGnCCACTGGAAGGGCCACGAACA^^^ 

GACCAAGCAACnCAGAAATCnGAAGGCAGGCGCAAACGGGCATAAATTCCAGGGACCACTGGGTGAGAGAGGAATAAGGCCGA^^^ 

ACAACCAGCCCAACCATCGGTCCACAGCTGGGCAmGGTGAGAGTCAAAGCTGACCATGGATCCGTGGGGCCAACGGCAACAGGATGGGCCT^^^ 
GGACCAAAGACATCAGT 

>ncrc0974.seq 

AGGCACACGAATAAAGATAGGAnGGGAAAGAAGTTGCTAAGTGTGCTTAGTTnAATAAGTAATTCCnCTCTT^^ 
GGATGCA TTTnACC CTCCACACAAACCTAAAAATmGTGACCCCmCACTTACCTGAAAAGTAGA 
TGTAAATATTTTmAACCTAATATCACTTAAATCGAGGCAGAAAGATATAGACAnCA^ 
AACCnGTGTAAGAGGCTGACTTTTCCAAATAAACATTTrrTAAGAAAAC 

>ncrc0976.seq 

ATACnCTGCTGmATGCTAnAGmCTGTACTGCTATTCTATATTOmTmTAAATATATGACATGT^^ 
CTGGGGGAAAACCTGmATCACTCCAGTGATmGAGmGCAGTnCACAATCAGnCTTCATnCATGATnnGTA 

>ncrc0980.seq 

GAAGAACTGGAGACAAAGTGGGAGGCAGGGAAGCGAGGGTGCTGAACATGCTCAACATCTCCCCCTTCTCCmGGGCTGGTCATCCAGCAGGTGnCGACAAT^^ 
ACCCTGAAGTGCTTGATATCACAGAGGAAACTCTGCATTCTCGCTTCCTGGAGGGTGTCCGCAATGTTGCCAGTGTCTGTCTGCAGATTGGCTACCCAACTGnGCATCAGTACCC 
TTCTATCATCAACGGGTAGAAACGAGTGGTGGCGTTGTCTGTGGAGACGGAnACACCnCGCACTTGCTGAAAAGGTCAAGGCCnCTTGGCTGATCCATCTGC^^ 
GCCCCTGTGGCTGCTGCCACCACAGCTGCTCCTGCTGCTGGTGCAGCCCCAGCTAAGGTTGAAGCCAAGGAAGAGTCGGAGGAAGTCGGACGAGGATAT 

>ncrc0981.seq 

AACmNAACTGATTTAATATTTCTAmACAmATATGAAAATCAATOCAnATAAAAGGAATCCCTAATGCAGA^ 

ACACGAGAGAACCCAACCAGTGCCTGTGTnGGGGGGAAAAGTCAACAGTGTAGTTCTAAACCTTATCCCAAACAGAAAATGTGGTTAATGATGTCACTTO 

QGCnAAATTAAATGCTGAAGCTGTCATCAAAGAGTTTACACTAAAATCTTGAGGGCmAAATAAAAGGnAAGTCCAGC 

T^TAAAGCTCTGnnCCTATATrrnATGACTGCTGAGACCCCACAGGGACCAATAmGT^^ 

>^c0983.seq 

(|gfCTCCACCTATTCTNAACmAAATGGGTAANAAGCCCGGCTCGCTGGCGTGGAGCCGGGCGTGGAATGCGAGTGCGTAGTC^ 

GAlSGGGGCTCmCCCTCATGTATACnCAAGTAAGATCAAGAATCTmGTGAAATOTAGAAATnACTATGTAA^^ 

QfrrTCTCCATTTATnAAAACTACCCATGCAATTAAAAGGTACAATNCAN 

>0fc0984.seq 

di^GACGAGGmGACACCnAAGACCAAGTCNNTCGGATGAGGAGATGCTGnCATCTATGGCCACTACAAACAAGCAACTGTGGGCGACATAA^^ 
QGfCnCACGGGCAAGGCCAAGTGGGATGCCTGGAATGAGCTGAAAGGGACnCCAAGGAAGATGCCATGAAAGCmCATCAACAAAGT^^ 
ATGAGAGACTGGATnGGnACTGTGCCATGTGmATGCTAAACTGAGACAATGCCnGTTTTTnCTAATACCGTGG 
OMGGCTGCTCACCATACGGCTCTAACAGAmGGGGCTAAAACGAnACTGACmCCTTGAGTAGTTmATCTGAAATCAAn 

>fi|c0985.seq 

C^gtTTCCGGCGGTGAGGACCTACGCACACGAGTAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAG^^ 

(^AAnCCTAGTTCATGGATGTGAAATGCGCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTmGTGTC^ 

ApAGGAAAAGCAAGGCmCAGAAGGATGnCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAG 

>|p!c0987.seq 

At^TGGCTTCTTAATGTGAAATGATGAGAAGCACAACTCCAGTGTGTCTCTnGTGTAGAATGTCAGCAG^^^ 
ACTAGAnGTTCAGAAGTmAAmATGATGGGTGTGGTGGCTCATGCCTGTG 
TGGGCMCATAGTGATACCCTATCTCnAAAAAAGAAGAAGTTmAAATnGAAATAATAATAGGT^^^ 
TnmCCTmATCATCNGATGATGAACTTAATGmCCAmGTATTAATGGAATACTAAGNCCCTCTGNGAm 

>ncrc0990.seq 

GATCTCTACTATTGAGGAAAAATTGGAGGCATNAAACTCCAAGGGCAAAACATGAAGACTCGCTGGCCCACCATGGAT^ 

ACTGCCTCTCCTGGGACCTCAGCGmCCncmGCTCTAAGCAATAGCCTCTGCCACTGGAGAnCTGAGATGGCCGAnTCCnnGGATAmAAGm 
GGCATAGGAATG 

>ncrc0991.seq 

CAAAGAANAGAGTAAAGCTATGTCTTCAAmAAmCATACCTGATTTGTACmCCnGAAAGCTnACm 

CAGmCACnCAAAAATAAAAAAAAAATCCCTAAAAAGTCTCTATACTCTCTATAACAATACmAnCAAGAACTCTC 

GAATGmCTTATAAATCTGmACTTTTTATATTAAGAAnAAACTGTCCCTAAGA 

>ncrc0992.seq 

AGGANCGAAAAACCTACCTGTmCTATGNNTCGTGACATATAnCTCTGGTAGTCCTTGTGATCAGACATACACATACCACATATTGATTACA^ 
TCTAGACCCTACCAGCACnCAGTGACCCGAAATCCACTATmCCAACAATAGCTAGTAATAGCAATTTTTGGTCACATAATTAAGCAGCAm 
TAAGTAAAmATCTCACTGAAGAATATmAAGCCTTAAGTCAACATTAAAmCTTG™nGATTATAM 
AACTGTCTGTAmCTAAGTTAATATATAAGmATCTAGATAAAAAATACTTAAGAAACATAAACCAAAATATm 

>ncrc0994.seq 

AGATCCnGCnANAACTGAnGGAATCnTNTCGCCTACTGCCTCTCTCGNGCCATNACAAATAACCAGTATGAGATAGNGTAACCCAATGTATCTGNGGGCC^^^ 
TAAGGACAmAGGGTCCCCCCTGTGAAnAAGAAAGlTGCTTGGCTGGAGAACTGACAACACTAC™CTGATAGACCAAAAAACTACACCN^^^ 
TAGACCTAAAACTACACCAATAGGCTGAnCAATCAAGATCCGTGCTCGCAGTGGGCTGATTCAATCAAGATGTATGTnGCTATGnCTM^ 
TCGNNGAAACCCTGTATCCCTCTGAAACACTGGAAGAGCTAGTAAATTGTAAATGAAG 

>ncrc0996.seq 
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NnGNTCMGNGGCTGNCMCTCAGNACCCTGGNTGGNAmACAGACCCTTMnTMGTAAMCAGMTGCCTCCAmAGTO^ 

TTCAAAnCCCTTCTTCTCTATGAACTCAGCATTCAimATCCATAATGATCAAmAAAAGTAGAGAA^ 

TGAATmGTGAnGGATTnGTTGTTCGnnnAAGAnGAATTTTGnACCAC 

>ncrc0997.seq 

CAAAATCCTCTCAGTCCnGTTCTmGAAGCnGTGCTGAGGTTnAGCTmCTATGmTATA^ 
CmAAATTTATATGGCTGTGGAAAAACGAATTAAAATGTm 
TOGCATAATAATTGmcmGAGGTCATCTAAATATTTTTnCCTAAAGGAATAA^ 
TACATTTAAATTATTCTCTAnCAAGTGGGAAAATATAATAAAGAAATGTCTATAAG 

>nac0999.seq 

GAGCTCCCGGGTGGACCTGCGGGACCATGGGGNTACAGCCmGCTGTCTATGACAAGTTCAGCGTGGGAGATGCCAAGACTCGCTACAAGC^^ 
ACAGCAGGTGACTCCATGGCCTACCACAATGGCAGATCCnCTCCACCTnGACAAGGACACAGATTCAGCCATCACCAACTGTGCTCTGTCCTACAAG 
CTGTCACCGTGTCAACCTGATGGGGAGATATGGGGACAATAACCACAGTCAGGGCGnAACTGGTTCCACTGGAAGGGCCACGAACACTCAATCC^^ 
ACCAAGCAACTTCAGAAATCTTGAAGGCAGGCGCAAACGGGCATAAAnCCAGGGACCACTGGGTGAGAGAGGAATAAGG^^^ 

>ncrc1000.seq 

CGTCGATGAAGAACGCAGCTAGCTGGGAGAAnAATGTGAATTGCAGGACACATTGATCATCGACACnCGAACGCACTTGCGGCCCCGGGnCCTCGGG 
GCGTCGCnO 

>ncrc1001.seq 

AGGCACGCTGGCACCTGCCTGTAATCCAAGGTACTTGGGAAGCTGAGGTAGGAGAAnGCTTGAACCGAGCAGGCAGAGGTTGCAGTGAGCCCAGATTGTGCC^ 
GTGGGCAAAGAAGCGAGACTCCGAGTCAG 



>ncrc1002.seq 

ddCTGTTNGTGATCnCATAGTGGGTGAGGATGNTCTGAGAGGTAACATTGAATCCTnCTTTGTAAAGGAAAACCTTAAnGAAA^^^ 
GSACCGCCAGATAAAAnCTCAGAAAGTATACTCATGTTCmCTAGAGATAGAAAGCTATATAAATTCAGAGGTAAAACnAATO 
Al^nAAGTAGTGAnCTTACAGCGATGGCmGTCCTCTCTCAnGAGAAnAGTGTCATAATG^ 
y^GGGTAAATAAGmATTTAGAAAACACGTAAACTAAGTGTAGTTCATGTTAATTTTC 

^fSc1003.seq 

GApTGCCNGATGACCGCAGNANCGTGCGTTCGGTGGCCCATAGGGGAAGATGGGGGCTGCTCCmGGAGGAGCGGGAnGAGAGGATCGGGGTGGGGAGACCA^ 
A^mCTGGCTCTGAAGGCGAACGCTTCGCTGGCCAmAGGAGCTCTGCTCAAAGCCAGACGTATCCTAGAAGGAAAACATCACCATGGCTACAGAAAnGGnC 
IjgCCATATGCCAAGGTTCCAGCACCAGGCACCTCGACAGCTGTTTTATAAGCGACCTGATmGCACAACAGCAAGCAATGCAACAGCTOCT^ 
C|I|TGAACCGAAAAACCATAGACTACAATCCATCTGTAAnAAGTAmGGAGAACAGAATATGGCAAGAGACCAGAGA^^^ 

>ncrc1004.seq 

dSATTCCTAATCnATTAGGGAGAAAATTCAATTGTAAATTGAATCAGTATAAACAAAGTTAC 
qlJCTGCAAAAATAnTATAAAACnCTCAAGATACTGCTACTGTAATTnATATGAAGATAAGTGTATT^ 

>nfefc1005.seq 

I^TCTATATTATAAANTAGAGATAAATCTATTNGANGCTCTATGTAAGGAGANnANAGCCNAACTGNNTA^ 
AT^CTTAAGAATTGCTAGGATTAAATTAAGGAAAGNAAAGCTACTCAGNAGCAGCAGGnCCACAAGCACAAACm 
Tl^GCAACACATnGAAATAGAGGCnCTnACATAAACTGAGAGGTNATACAAAAGTGAGmCACAAGGGAACAATCT^^^^ 
OMTATTTTACTCTTTAAAATCCTGCCTTTCTGA 

>ncrc1006.seq 

CGGCCGGAACCGCCATCnCCAGTAATnCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTm 
CCACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGAATGGGTACTGnCAAAAAGGAATGCCCCACAAGTC^ 
ACCCAGCATGCTGTTGGCATTGTTGTAAACAAACAAGTTAAGGGCAAGATTCnGCCAAGAGAAnAATGTGCGTATTGAGCACA 
ACGTGTGAAGGAAAATGGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTAGCTGGGnCAACTAAAGCGCCAGCCTGCTCCACCCAGA 

>ncrc1007.seq 

GTATAACCAGGAAAATAnGTATATAATCTCAAGTCAGATTGTTTTCTmGAAAAGTATTCATATATG^ 
TACTACAGCTCATnATCCATmCCTACTGnGCAACATAGATTGCTTATAAnCTTCTAAnACTAACAATGCTC 

TmGCAATGCTAGATTATAAnAmGTCTAAGGTGGAGATOCCAGGGTAGACTCGCTCTGGCCGTATGTAATGATGTCTGTGGCTACATAACC 
ATTnATTTTAAAATCAATATGTAAAAAATACTAAmACnGGTAGTAAmAAAm^ 

>ncrc1008.seq 

AACTNCGCATGCGCAAAGTCTGTCTCAAGATNTGTGnGGGGAGAGTGGAGACAGACTGACGGGAGGAGCCAAGGTGTTGGAGCAGCTCACAGGGGAGACCCCTGTGT^^ 

CCAGATACACTGTCAGATCGmGGCATCCGGAGAAATGAAAAGATTGCTGTCCACTGCACAGTTCGAGGGGCCAAGGCAGAAGAAATCTTGGAGAAGGGTCTAAAGGTGCGG 

ATGAGTTAAGAAAAAACAACTrCTGAGATACTGGAAACTnGGTTnGGGATCCAGGAACACATCGATCTGGGTATCAAATATGACCCA^ 

GTGGTGCTGGGTAGGCCAGGmCAGCATCGCAGACAAGAAGCGCAGGACAGGCTGCATTGGGGCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGnC 
TGATGGGATCATCCTT 

>ncrc1011.seq 

AAAAGTCTTAATGATGTAAACCCTGACTGCTAACnAAAATAAAAAATAGTGATTCAACTATAnGAGAGGATGGGGTGGGGGACATAGT^^ 
AACAAAAAAmGTCTAAATATGCCTATAAATGTCTAAAATGACATATCAAGAAAAAAGAATAAGCATAATACTATA 

>ncrc1012.seq 

GAAAGNTTAAnGGGAGTGGTAGGATGAAACTNmGGAGAAGATAGAAGnTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGM 
TTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATTTAAACCTGAAACGTAGGAAGCGA 
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>ncrc1013.seq 

GTGGNCATTGGCCCAGTCTGmCAMTMNTGMCTCMTCTAMTTAAAAMGAMGAMmGA^ 
TTCCAITTC^ 

GAATTTTTTmCAACACTCnACACCTGTTATGGAAAATGTC^ 
>ncrc1014.seq 

GAAAGACCAGTGGGGTAAAACCCCAGNACGCCNTNAAAGCTGCX^ATGGCGCTGGAGAAAAAGCTGAACCAGGCCCT^ 
CATCTCTGTGACnCCTGGAGACTCACnCCTAGATGAGGAAGTGAAGCTOTCAAGAAGATGGGTGACCACCTGACCA^ 
CGAGTATCTCnCGAAAGGCTCACTCTCAAGCACGACTAAGAGCCnCTGAGCCCAGCGACnCTGAAGGGCCCCnGCAA^^ 
AATAGGCAGCmCTTAACTATCCTAACAAGCCTTGGACCAAATGGAAATAAAGGTnTTGATG 

>ncrc1015.seq 

TAACATAAATOTACAGCCATAGAGTAGnNTTAAAGGTTTGCTAAAAACGTGTAAACCATGCAACTATAACAGTGA^ 
AGTGGGAAAGCTATTnCCTAAGAATTAATCCATATAnGTCTAAAGGCAATATTGCCACmAGGGGCAACAATTGCn^ 
AAAGACACATATACATATACAGTATATCTAGTGCATTAACATnCATAnTGGACAAnAGGAAAAACTAmAAAATGGnCA^^^ 
GAmAGGCTAnATCTACCCTTGATnATTGATGGTTCAGGAGAGAAAGAGGGCAGTACCGTTCTnnGGATTGCmCTTTTC^ 

>ncrc1016.seq 

GATTGCGAGGAGCTGAGGGCAGGGTGAGGNTTGTTTGACTCTGGAAGTATCAGGCCTGTGGAGTAAACTCAGCTGTGCTCGGTATGGAGTGCTGCGGCGTGCAGAAAGAGTC^ 

CTAGCTCTCTTGAGCTCCAGAGCATATTTTGCTAGGCCCTGCTCCATACTTCCTAAAACACCACTGCACAGTTGTCAGTCATAAGAGTTCAACTGCCAA^ 

TGAGAACACAGCAGTGTmGCATCTCCTCmmCTCGTGATTGTGAAACTAAAGTGAAAGAGATGATTrCM 

>ncrc1017.seq 

CACATTGCCCCAAGmTCATGTCCATCCGCACNTNGTCTGCAGAACAAGGAGCATGTGAnGAGGCCCTGCGCAGGGCCAAGTTCAAGmCCTGGCCGCCAGAAGATCCA 

CAAAGAAGTGGGGCTTCACCAAGTTCAATGCTGATGAAnTGAAGACATGGTGGCTGAAAAGCGGCTCATCCCAGATGGCTGTGGGGTCAAGCACATCCCCAA^^^ 

ACMGTGGCGGGCCCTGCACTCATGAGGGCnCCAATGTGGTGCCCCCCTCnAATACTCACCAAT^ 

:flbrc1018.seq 

/pNATCGTGAAGCCCAATGGCGAGAAGCCGGACGAGnCGAGTCCGGCATCTCCCAGGCTCnCTGGAGCTGGAGATGAACTCGGACCTCAAGGCTCAGCTCAGGGAGGTC^ 

TTjfCGGCAGGTAAGGAAATTGAAGTTGGTGGTGGTCGGAAAGCTATCATAATCmGTTCCCGnCCTCAACTGAAAT^ 

4^GTTCAGTGGGAAGCATGTCGTCnTATCGCTCAGAGGAGAATO^ 

>HcFCl019.seq 

cWatcccagtaagatgggtgaccagctgacctnnctccacaggctgggtggcccggaggctgggctgggcgagtatctcttcgaaaggctcactc^^ 
r^gagcccagcgacttctgaagggccccttgcaaagtaatagggctrctgcctaagcctctccctccagccaataggcagctncnaac 

;S|^TAAAGCTmTGAT 
>ricrc1020.seq 

T]^™CCGnAAGTTTTTAACGTAATmANTTGCnAAGATmAAGAGAAAATATGM 

Ta^GATGAAGCTTCnCATGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAA^^ 

qWAAACAGCnAAAGnTAGmAAAAGnGTAGGTGAnAAAATAAmGAAGGCGATCTm 

G^nGCGTCAmAAAGCCTAGTTAACGCAmACTAAACGGAGACGAAAATGGAAAGATTAAnGGGAGTGGTAGGATC 

m 

>iSc1021.seq 

QyGTGCCCCAGATGTGGTGTGAGAGGCAGGCTCACCTCTGTGGGATTCTCTCCTAAAACCAGTAACCmcmAAT^^^ 
TJMSAGGAGACCTGTCCAGCACTCCnAAGCTGAGAGGGTOTTAATGCAAGGTGGGACCCTGGCTTGGATCCTGGGGCCGAA^ 

>ncrc1022.seq 

GATAACACAGNAGGGAAAGGGAAAGCCACCTGGTNCTTGTCCACCCTGCCTCCCCTGTTCTGAAAnCCATCCCCGTCAGCTTAGGGGAATGCAC 

TGCATGTmTACTGATCAnCGATATGCTAACCGnCTCAGCCCTGAGCCTTGGAGAGGAGGGCTGTAACGCCnCAGTCAGTCTC^^ 

TCTCAATTAGATCTCTmCAGAAGTGTCTATAGAACAATAAAAATCTTnrAGTTCTGACCnG 

>ncrc1023.seq 

GAGTCATGGGGGTGGnACCCTCATGCTGnTTCATGAGAGTGAGTTCTCACAAGATCTGATGGmTATATGGGGGCTTnCCCCACTTCACTCn^ 

GTGAAGAAGGACCTGmGCnCTGCTTCAGCCATGAnGTAAGTnCCTGAGGCCTCCTCAGCCATGCTAAACTGTGAGTCAATGAAACTTCnTO 

GTATGTCmAnAGCAGTGTGAGAAGAGACTAATACAGTTTGCAAAGGGGGTCTTGTTATGTAGATGAAACCTCACAGGTAGCAACCCTCAGAGACM 

AGACCmAAAGGTGTCAGACTCTCAGmGTCmGTTGGATCCAGACAAGGGAGAAGGCCTGGCAGTATAAATGCAGGTTGCCTACAGATGATGTAAAmC^^ 
CTTTGCAGAGCTACrrnA 

>ncrc1024.seq 

GAGGCANGGAGGCAGCCAGCGCAGGGGCnCTNnGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTmCTCmGAAAGATAGAGAnAATACAACTACn 
TATAGTCAATAGGTOCTAAGATATTGCTOGCGnAAGTTmAACGTAATmAATAGCTTAAGATmAAGAGAAA^ 

AAGGmCTAAAACATGACGGAGGnGAGATGAAGGTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGA^^ 
ATGGTmAGATTAAAATGAAGGTGACTTAAACAGGTTAAAGmAGmAAAAGTTGTAGGTGATTAAAA 



>ncrc1025.seq 

AGCCCCGGGGAGAGTTCTCTTTTCmGTNAAGGGCAGGGCGCATGTGCACCACAGAGTGCACTCGAGGGGACmCAGTCACAGGATTTCATAATTGTCAnGTC^ 
TTnGTACATCAGTGAATmTnATAnAAAAGGnGAGCCAAAGCCCCCAGTGnTGTAirr^ 

CTGCACGAGmGAAACCGTCATACCTCCTTCTATTAGGAATGGCATATACTGAGGTGGTCGTAAGTCTTAACnCTAAAAT^ 

>ncrc1026.seq 

TTTGGACTGCAATATATTGAGACTAATTnNAAGCTATAATAATGAACATACAGTGGCAGTGGCACAAATACCAAATGCCAAACGTGCCM 
CATATnAGATACTTAATATATGATAGAGTGGCAGAACAAACTCCnAAGCAGTGGTATAGGGACAAnGGGTATCCATGTAGAAAACT^^^ 
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AMnACCTCCAGGATGCTOTAGACCTAMTGTAAMGGCAAMTTATAMGCTAmGCAGGATMTATAGG 
ATCACTATCATATGGATAACTGGAAAGGAAAAAACTGATAAAmGACTCCGTnAAGAACTCTGCA^ 

>ncrc1029.seq 

G NCNCGG AGAGACCCCnCAGAGCAG GGAn GTGCCGGGAGAGTGCCTCTGACTTTGGGACAmCATCCACAGAAAmCCM 

TGTTTmGGGGmGGAAAAACATGGNTTmACNGGGNGCGTGAAnGGTCAGCAGAA^ 

TGGGACTGNGAGGGGAAATGGNTTTTAGAGGTGAGGGTTG 

>ncrc1030.seq 

CAGTACGAATACAGACCGTGAANGCGGGGCCTCACGATCCTTCTGACCmTGGGTmAAGCAGGAGGTGTCAGAAAAGTTACCA^^ 

AGAGCAGCACCTACCCCCTCCTCCTnCCACACCTGCAAACTCnTOCTTGGGCTGAATAmAGTGTAAnACATCTCAGCTnGAG^ 

GTTCCCTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATGCTCCnCTGCnGCACAAGnTCCTGGGCTGGACCGm 

GAAGATGAGGCnCTGGGATAGGCCCAGAAGnGCTGATGACGGCGACTTCGAGCCCTCCCTAGGGCCAGTGTGCCCGnCCGCTGTCAATGCCATCn 

GATTTGGGTCTGGACAAAGTG 

>ncrc1031.seq 

GTGAACCCTGTGATGGAGACAAAGCAGTGGGGTnGGAAACGAAGGAAGGCCCCACCGACATCTTACTTCTCGGCCATATGCCTGGGAGCTCAGCGCCAAG 
CCACACTCAAAATGCACATGAGATGTCACACCGGGGAGAAGCCATACCAGTGCAAGACGTGCGGACGGTGCTmCGGTGCAAGGAAACTTACAGAAACATGAACGCATC 
GCTTCMGGAGnCGTCTGTCAGTATTGCAACAAGGCATTCACCTTGAATGAGACCCTCAAAATCCATGAAAGAATCCATACTGG 
AGATTmGTATCTCTCCACCAAAAGGAATCACGAGCAGAGGCATATTCGGGAGCATAATGGGGAAGGGCTATGCCTGCTTC 

>ncrc1032.seq 

TAAAACTACAGGTTCTACCCCAGACAGCCTCTGAGAGACTACAGmGAAACAGCAGATGATGAAGAmCAmGGGnCAGGAAAATAnGATGAM 
TAACTGGCCAGCAAGGTGAAGAGCCCAGCTTGGTGTCCCCAAGTACTTCTTGTGGCTCATTGACTGAAAGACTACTGAGACAAAATGCTGAGCTGACAGGGCATATCAGTC 
TGAAGAGAAGAATGACnAAGGAACATGGTTATGAAGCTGGAAGAGCAGATCAGGTGGTATCGACAGACAGGAGCTGGTAGAGATAAnCTTCCAGGnTTC^^ 
MCAnGAAGCCATCAnGCCTCTGAAAAAGAAGTATGGAACAGAGAAAAAnGACTCTCCAGAAATCmGAAAAGGGCAGAGGCTGAAGT^^^ 
Tl^CTCTTTACnCAAACTGTGAGC 
rf*""i 

>peFc1033.seq 

(MGTATTTATACCTCAGATAnCTmGGGTmGTACCTCAAGGCmmCTTCTTATO 
AmcnGCTCTATATCTGTACAGAnATAATCAATAAGTGCACTAnAnAAATGTTTAAAGTG 

>ncrc1035.seq 

AtiTGANAACAGAAATAACACCnCAAAATTGTTGTGAGAAnAACTGATGnAAAAATACAAATGGGCCAGGC 
G^TGGATCACTTGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACACAGTGAAACACCATATCTA 

>ncfc1036.seq 

CMGTCNCACATGGTGAGCGTGGACTTTCCGGTOTGATGGCAGAGATCATCTCTGTGCNAG 

ApGGAAACCCTAmCCCCACCGCAGCTCATGCC CCCm CAGATGTCTTCTGCCTGTTATAACTCTGCACTACTCCTCTGCAGT 
QlQATGAACATGTTCCTGAAnCTAmGCTGGGCTTTTTTmCTCmCT^^^ 

ql^TCCTATCTGTGnTTGAATGGGGGnGTATGCCTnAAATCTGTGATGATCCTCATATGGCCCAGTGTCA^ 
>t&1037.seq 

/^CCCAAACGGAnATCCGGAAGCCAAGGnNGCTCGGTATCTTAAATAGTGAAGATGGAGAAATAGTCAATAATGAAGAG 
miGAAATGACACAAATACTCAAAAGGCATGGCTATTGCACCnGGGAGAAGCCmAA^^ 

AlSATOnCCCCACCnCTAAGAGACAAAGACCAACGAGCCACCACAGCCACCAATCCCAGAACCCGCCAATGCTGGGGAACGGAAAATGAGGGAGTTCAACTCTGG^^ 

TCCAGTGGAGGAGACGAAACTCATCTGCCTCTGTCCCTCTGGGCACGCCTCATGCCAGGTGCATCTGTGGACAGGGGCCATGCTCCTGGGCnCCAAAGTTGGAGA^^ 
GCTCAGGTCTG 

>ncrc1038.seq 

AAAGAAAGCCCCAGCGCTCTAGAGCTCAGCTGACGGGAAAGGGGGTGCGCAGCCTCGAGmGAGAGCTACCCGGAGCTCCAAGACAGGGGTGGGnCCAGCTGCCCGCAGGCC 
CGACCTTCCATCGTAGGTAACGCGGAAGAGGCCGGGAGAGCGTTGGTGGCGTCCGAGAGCGAGGAGCGGGAAAGAGGATGGGTCTGCAGGGAGAGTGGAAAGGCAGGCTGTGTA 
CTCTGGGGAAAGTGGAGCAAGGAAGGAGCTACAGTGGGCGACGCTGGAGGTCGGCTGGAGAAAAACT 

>ncrc1041.seq 

ATGnATGGCTATGACAGACATATCTAGGATTTCTTAATAATTC™CCCTGTCAAATACTGGGmGTnCTAGTAmTCCTG™CATT 
ATGCTCAGTAAAGCnTATGCAnATGAATGAATTAGAGAAGCCTTCnAGGAmAGGGTTAnCCTCAAGAGGATGATTACTAGGTGAAAGGGTAT 

>ncrc1042.seq 

GCACCTCCTTCTnGCAmAATAATAAATATANNAATTTCTGGCTGGGTGTGGTAGTNCATACCTGAGTAGCTGGGAGAnGAGATGGGAGGAU^ 
TTACAGTGAGCTATGATTGTAGCATTGCACTCCCGCTGAAGACGCCATCTCTA 

>ncrc1044.seq 

GATTACATGTGTCTGTGTGGCCTGATCTGTGNNTCTGCTGGGAGACGCTCCTGACAAGTCGGGAATnCTCTAmCTCCACTGGTGCAAAGAGCGGAmCTCCCTGCTTGTC 

TCAGCCGCGGTGGTGTGCCGCAGGAGGGTGGnGAmATGGTAGGTTTGGAGnGGTTCGGCGTGTGAGTGTGGTTGAGTTGTAGAATGGAAGAAGGTGAGGTGGTGA^ 

T 

>ncrc1045.seq 

AATGTTNCNCGACCCATAATCGTTTCTGGGGACNNCTAGnGCCTCTGGTCAGGCAAGCTTGnATGAGCmGAGGGGCATGGTTGACAnAGAATAAM 
>ncrc1046.seq 

GTCTCnCCTGTGmGTGGCTCCGGAANTTCGTTTGGGATGCGAACGATGAGGCTGCTGTCAnTGTGGTGTTGGCTCTAmGCTGTCACTCAAGCAGAGGAAG 

TGGCTTCCAAATGACTGCTGAACAGATAGGCGGTGGAGGGACGAGAGCTGAGCTTGGAGTAGAACATCTACAATGTTGGCTGAAGTGCTGCATOGACGTGGAACTATC^ 

CnCCCTCCAGAAGACmGGCAnGTGTGTGGAATGCTCAATGTCAAATGGGACCGGAnGCCCCTGCTAGCAATGTCTGCCACACTGTGGTCCTGCG^^^ 
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TTCMCnCACCTCGGCMCMTOCnACCTGGCCCAGGAGGATGGGCCCGTTGTGAnGGCTCTACCAGTGCACCTGGACAGG^^^ 
CGAnCTCCCCTCATT 

>ncrc1047.seq 

AGTnACNmCmGGmATTCCCACATNnTGGTGAGAmGCCCATGATnCANACmACC^ 
AATCAGGAAAGACTOTAAATGCAnCCATmAmCATGGGCATGTAGCACAGGATAAAGTGGCAAGAA 
AAAGmAATGmCTCAAAGAGCAAAGACAAACAGAAAGCAGAAGGCCTGAGGATCAGCATCACATAAACAACAAGCTC^ 
GGAGGAAAGGmATGGGAAGGGAAGAAGTGATGAATGGTGTGAAATGTCACCTAGTGGTCAAGCAAGAGGATCTGAAACATm 

>ncrc1048.seq 

CTGAGCCCGGTTCTGGGGCGAAACGCCTGCCCTTCACATCGAAGATnGCCAGAGAAGGAAAAACTGAAAATGGAAGTTGAGCAGCnCGCAAAGAAGT^ 

AGTGTCTAAATGnCTGAAGAAATAAAGAACTATAnGAAGAACGnCTGGAGAGGATCCTCTAGTAAAGGGAAnCGAGAAGACAAGAAC^ 

mCATAAATAACnGGGAGAAACTGCATCCTAAGTGGAAGAACTAGTnGTmAGTmCCCAGATAA^ 

TAAGCACCATATAGATAGGGTTAT 

>ncrc1049.seq 

AAAGAAACCCACTAAATmGCnNGmCCnGAAGAATGTGGGAACACTGTmGTGATm 

TATTTTT 

>ncrc1050.seq 

CATTATCnAAGTACATTGTACATNTCTACAGAACCTGTGATOTTCTCGCATGATAAGGATGGTACTTGCATATGGTGAATTAC 
GGACCAACATTGTGGCATGGCAGCAAATGCCAACATTTTGTGGAATAGCAGCAAATCTACAAGAGACCCTGGTTGGTT^ 
AGCAGGGATGGAAGGAGGGTAGGGAAGnATGAAnACTCCnCCAGTAGTAGCTCTGAAGTGTCACATnAATATCAGT^^ 
GAAAGA 



>jicrc1053.seq 

MTGACAGCCnGTGTGTGATCTmCTGTNnCCCCMGmGCATnTCGACATTAAAGm 
(JSTGCCAGCTACAGCTTmCTACnCTGmGGCTTTnnCCCGACACCAATGGTAAT™^ 
AMGCTTGAAAATCCCTGACAAGTACTTTTCATCTCATAGTATAmGTm 
/(^nAAAAATCCCCA 

5|^c1055.seq 

dSfeTCCCGTAGTGGGAGATACAGCCATCCACNTTCAGATGTGTCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAAn 
ATlTTGnAATGTCAnGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGnnACCGAGATGAC™ 
G^TACAATAAAAAGAAATTTTGGCTGCCATTTTCAGAATCATCTTTTGAAGCTTTCTGTTGATGTT^ 
T||ATGTCAATAT™GTAAAGCnnCmTTTAAm^ 

>licrc1056.seq 

d^GACCCTGACTGGTAAGACCATCACTGTNTNTGTGGAGCCGAGTGACACGATTGANAATGTCAAGGCAA^ 

T^IHGCTGGGAAACAGCTGGAAGATGGACGCACCCTGTCTGACTACAACATCCAGAAAGAGTCCACCCTGCACCTGGTGCTOCGTCT^^ 

(f^TGACTGGTAAGACCATCACCCTCGAGGTGGAGCCCAGTGACACCATCGAGAATGTCAAGGCAAAGATCCAAGATAAGGAGGGCATCCCTCCTGA 

G"F©GGAAACAGGTGGAAGATGGAGGCACCCTGTCTGACTACAACATGCAGAAAGAGTCCACnGTGGACTTGGTCCTGCGCTTGAGGG 

Ti^CAAATTTCATTGCACTT 

>|sfc1057.seq 

QlCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAATATAGGAAGGACTAACCCCT^^^ 

AGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACAGCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTA^^ 

GCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGnCAACmAAAmGCACACAGAACCCTCTAAATCCCCnGTAA^ 

ACTAGGAAAAAACCnGTAGAGAGAGTAAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCA^ 

>ncrc1059.seq 

GTGAGGCTGGCnCCGGAAACAnAAGACCATTGCTGAGTGCCTGGCAGATGAGCTCATCAATGCTGCCAAGGGCTCCTCGAACTCCTATGCCAnAAGAAGA^ 
CGTGTGGCCAAGTCCAACCGCTGATTITCCCAGCTGCTGCCCAATAAACCTGTCTGCCCTTTGGGGCAGTCCCAGT 

>ncrc1060.seq 

GAGGATGGATAAGTGGATAAAATGTAATGCAGnnAGGGGTGGATTTTTAAGTAGCCCAAGGGGTAGGAAACCTGGAGAGAAAGAAGCTGGGn^^ 

GCTGGATCGGTAGGTGATGTGGAAGAGACTGCAGTGTCTGGGCATTGTTGGGAATCCCGGGTATnTAACCATGAAACATCTGACAACAAATOTGTGTCTAGATATG 

ATGnCATGTATCAGGGATTCAGTnCAGAGTTnAACnCAATTnGnGmACCCCACAAATGACAAAAnGC 

TAAAC 

>ncrc1063.seq 

TCAAGACGATTCTTCCCCTCGGCCTCCCAAGTAGnGGTAmTAGGCACAGACCATCATGCCCAGCAAGGTCACTTTCTTGACACACTGTCTCTCACATCm^ 
TCAAGACAATAGCTGTCTGnCAGAGAAACAGTATGGTGGGCAGGGCCTCAGTAGGGCAGGGGTGTGnCACAGATAAGCCACCCATTAACTGCAACAGAAGCTGGGCCTCAGCT^ 
GCATGGTGGCTCACGCCTGTAATCCTAGCACTTTGGGAGGCGAAGGTGGGCGGATCACCTGAGGTCACCTGAGGTCAGGAGTTCGAGACCAGGCTGGCCAAGGTGGCAAAACCGTG 
TCGCTACTAAAAATAGAAAAAnAGCTGGGCATGGTGGCACACGCTTGTAATCCCAGCTAGTCAGGAGGGTGAGGCAGGGAGAAGTGCTTAAACGTGGGA 

>ncrc1064.seq 

CAAGGACGGCAAGCTGATAAGAACAATGCCTCCACTGACTATGACCTATCTGACAAGAGCATCAACCCTCTGGGTGGCmGTCCACTATGGTGAAGTGACCAATGACmG^ 
TGAAAGGCTGTGTGGTGGGAACCAAGAAGCGGGTGCTCAGCCTCGGCAAGTCCnGCTGGTGCAGACGAAGGGGCGGGCTCTGGAGAAGAnGAGCnAAGnCATTGACACCACC 
TCCAAGTTTGGCCATGGCCGCTTCCAGACCATGGAGGAGAAGAAAGCAnCATGGGACCAGTGAAGAAAGACCGAAnGCAAAGGAAGAAGGAGGTTAATC 
CAGTTGGTGGGGTCTCAATAAAAGTTATnTCCAGTGAC 



>ncrc1065.seq 
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GGGMGTCTGCGTGGTnCTCnCCTGnTGCAGCTGTCTTTTTGTGMm 
TATOTTCCAACATTGGTAAGnATATTmAnATTnGTTAATGmCAnAATGGATGTAnAA 

CACTGTGGCTCACGCCTGTAATCCTAGCACmGGGAGGCTGAGGTGGGCGGATCACnGAGGTCAGGAGmGAGACCAGCCT^ 
GGCCAACATGGTGAAACCCTGTCTCTACTAAAAATGCAAAAACTAGCTGGGTGTGGTGGCATGTGCCTGTAGTTCTAGC^^^ 

>ncrc1067.seq 

cgactc™gcggtggatactcggctcgtgcgtcgatgaagaacgcagctagctgcgagaattaatgtgaattgcaggacagattgatca^ 
cgggttcctcccggggctacgcctgtctgagcgtcgcttgcg 

>ncrc1068.seq 

ACAGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAAAGAGnGGAGnCTATCmGGAAAATCAAGGCCCGCAAAGGCAAAT^ 
GGTGTTTATTGITTTGnCCCAC 

>ncrc1069.seq 

GAGTAGCATCAAAGGCTGnCTCAAAAATGAAAGACGAATGAGCAGACACAGTGTGTCACATCAGCAACTTmTCCCAGm 

CAAATCACAGAATCCTGTGmGAAATAAATGGTCTTGCAACAAACAmGGGTGTGCNAATGTCTAAACCTnCAAAANA 

ACCACCG 

>ncrc1071.seq 

ATAGTACTGTACTATACGAGGCAAGCTACTCCmGAAAAAGGTOTCTOGATATGAGAACAAATACAATCTGlTGGAACCCT^^ 
ATAACTTATATAGTmGATATGCGTGCACTGGACACTGCTGTAATGGTCGATATGGATCATGTATGTGCAGTGCTTGATGTGGATTACT^ 
GnTCGATAAATCTATTCGAATCnTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAATGCAACATGCTATCTGTGTAAA^ 
TGTGTGGATCTGATGAAATGAACAnCGCCTGTGGAAAGCTAATGCnCTGAAAAATTGGGTGTGGTTAGATGACGA 

>ncrc1072.seq 

GATATAAAAmAAGTAnmCTCTTAAATAnCCCTATGAAAAAGGCAACAGGACAAAGATGATGATCAAGATCCTGGAAAnTG 

Tl^CAAC TGTAA CG TCTGGA GGGAGnTATACCCAATCTAAAGAGTCCAGAATGTTGCCATATGGCAACGTGGACCCAACATTGmCAA 

liroTGCTTTmGGTTTTTTAATGTGAAAT^ 

>f!Qfc1076.seq 

aSgGAGGATGTGAAACTCTTAAGTATATCTGGAAAGCGGTCTGCCCCTGGAGGNGGTAGCAAGGnCCACAGAAAAAAGTA^ 
y^AGGATGATGATGAAGATGATGATGATGATGATmGATGATGAGGAAGCTGAAGAAAAAGCGCCAGTGAAGAAATCTATACGAGATACTC^ 
%OAATGGAAAAGACTCAAAACCATCATCAACACCAAGATCAAAAGGACAAGAATCCnCAAGAAACAGGAAAAAACTCCTAAAAC^^ 
A(||AAAAATGCAAGCAAGTATAGAAAAAGGTGGTTCTCnCCCAAAGTGGAAGCCAAAnCATCAA™^^^ 

>|nG|c1077.seq 

CiffTGAGTGGTGnGAGACTGAAGnTCACTAGCAGGGAAGTTTCCTTGAGCCTAAAA^ 
CPrAATTCGTGGGGmTTmGTAAAAACAGTnAGATAATCCTGAATGCAATCAT^ 
GtJrGnAnATAGTCCGTGTATTAAAATACTAnGAAATACGnAAAGGTAAATTm 
AiWATTmATAAGGTAATTTnATCCTGATAAGGA 

>Flfc1079.seq 

ApGATATmCCCCAAGNAAATACATATAmCTnTCTTTTT^ 

AmTAnGAAAAAGTAGATGC™CTAGTAGGTTAGATTCTAmAGTGAACCAACCGCCnGW 

aS&VGTTGCTGAC 

3l 1 

>ncrc1080.seq 

CTCATTCCCTTG ACTCA TGTCnGCCGGATGGTOGATACACAGCATGTTGATTTGGTCACTAAAAAGAAGAAAAGG^ 

CACAATAGTATGTTmAmCTGGmAATGGAGTAATGGTACTTnATTCmCTTGATAGAAACCTC^ 

CTGTCmCAmAAAAAGAAATTAATGCTCTTAAGATATATATmAGGTAGTGCTGACAGGACCCACTCm 

>ncrc1081.seq 

TGAGCAAGGGATCTAGAAGAATAGAAATGmGGAmAAGAmCGAAGAGACCAGCGTGGGCAGTATGGTGACACCCCGTCTCTACTAAGAATGCAA^ 

GCGTGCGCCTGTGGTCCCGGCAACTCGGGAGGCTGAGGCGGAAGAAnGGTTGGGCCCGGGAGGGGGAGGTTGCAGTGAGCTGAGATCACACCCACTGCNTCCCAGC 

CAGAGCAGACTTTGTT 

>nac1083.seq 

GAAATAGnGATCTACAAAGGCCATGGGAAAAATTCAGAGAGnAGGAAGGAAAAACCAATAGCmAAAACCTGTGTGCCATm 

CACmACAAATTCAAGCCTTAGATAAAAGAACCGAGCAATmCTGCTAA^ 

TGAGTTGAAmATmATTATTmATmGmAATGTCTGGTGCTTTCTGTCACCTCTO^ 

TTGA 

>ncrc1084.seq 

CAAAAGGACACTTCTGATTAAGACGGTTGAAACTAGAGATGGACAGGnATCAACGAAACTTCTCAGCATGACGATGACCTTGAATAAAM 

CCAAC 

>ncrc1085.seq 

GGGCGTGAGCCACTGTGCCGGTATAGAATGCCCTTCATAGCAACAmCCCCCAATCCAGGAACCAACCCAGGATCACTTGTTGCCTGnGnTTnAGACAGAGTC^^ 

CCAGGCTGGAGTGCAGTGGCATGATGTCGGCTCACCTCAACCTCTGCCTCCCGAGnCAAGTGATmCATGCCTCAGCTACTCAGGAGGCTGAGGCAGGGGAATCACnGAA 

GGAGGCGGAGGTTGCAGTGAGCTGAGATCGCGCCACTGCACTCCAGCCTGGTGACAGAGTGAGACTGCAT 

>ncrc1087.seq 

GGAGTCCGAGTGGAGAGAGCGAGCTGAGTGGTTGTGTGGTCGCGTCTCGGAAACCGGTAGCGCTTGCAGCATO 
CTTTnCACTAmGACAAAGATGGTGATGGAACTATAACAACAAAGGAAnGGGAACTGTAATGAGATCTCn^ 
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GTAGATGCTGATGGTMTGGCACMnGACTTCCCTGMTnCTGACMTGATGGCMGAAAMTGAMGACAC^^ 
GGATGGCAATGGCTATAmGTGCTGCAGAACTTCGCCATGTGATGACAAACCnGGAGAGAAGnAACAGATGAAAGAAGnGATGAAA 

>ncrc1088.seq 

GGAGCCGACATCGCCGGCGTCnGGCGATTCGGCCCGACGAGCTCCGCmCGGTACAGCATGGTGGCCTACTGGAGACAGGCTGGACTCAG 

TGCAAAAGCAGTGAGAGATGCACTGAAGACAGAATTCAAAGCAAATGCTGAGAAGACTTCTGGCAGCAACGT^^ 

GAAATGCTACATTTCCAAGGTGGAGATGTGTGGGCACATGTTATGGCAGAnGAAAAGGATGTCAnCCAT 

>ncrc1089.seq 

TGGATNGGGGCCCCCTTCTCTTNGGCAAGAANGGCGGAGNACNANnGACTACTCNCATACGNGGCNnGTTTGGATCGGNNTCTAGTCnNCCGN^ 

GGNGATATATAATGAAAAGGAAmnAGAAGGTAAATTGGACCTTCmGTGATACCAACATGGTAAGACTnGGTATGGATGTATACAA^ 

mGAGAGAGAAAAGAACCACAGTGGTTGCACAACTGAAACAGCnCAGGCAGAAACAGAACCAAnGTGAAGATGnTGAAGATCCAGAA^ 

GATGGTAGGATGCTCmGACTACCTGGCGGACAAGCATGGTmAGGCAGGAATAnTAGATACAGTCTACAGATATGCAAAAnCCAGTA^ 

AGAATATCnTATTTnTTAGAGT 

>ncrc1092.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTnTCTCmGAAAGATAGAGATTAATAC^ 
TATAGTCAATAGGTTACTAAGATATTGCnAGCGTTAAGTTmAACGTAATmAATAGC™AGAnnAAGAGAAAATATGAAGAC™ 
AAGGTTTCTAAAACATGAGGGAGGnGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCGCG 
ATGCimAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTTOGTTTAAAAGTTGTAGGTGATTAAAATAAmGA^ 

>ncrc1093.seq 

GmCTGTGATATlTTAAATATCCACAGTACTCACTTnTGCAAATGATCGTAGTAAnGGCTAGAAATATCTnCTC^ 
AATTGTAnGAAAAGACmGTATGCAGTTGATAAGAGGAATTTGGTATAAmTGGTGGGTGATTATnmATACTGTATGTG 
TAAAAGAmACATTCCACAACTTGAAGnCATCTATnGATATAAGACACCnGGGGGGAAATAATTCCTGTGAATATTCTTm 
qTCTAATTGnGATnCAGTACAAGAnTTGTAAATGAGnGCTACAAAAAGTGATTGGNTmGT^^^ 

>ipc1095.seq 

GAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATAACACAGCAAGACCAGAAGACCTCCCTTCAGGTGGCGGGCGCAGGAACTGTC^ 
QMACACCTCTGTATTmTAAAACATGAATTGATAnAAAM 

>|ffc1096.seq 

dQJwVTCCCAGTnATAATAGGTAAAAATGGCAACAACCTAAAACCTmCAATAGGGAAATGGAGAAAGATGCT^^ 

AjgAAATATATCmACTGCnCGTTGAAAAGCGATTAAGTAAGAAAAnAAGATATGGAACAAATGTAAAA^^^^ 

(I^TAGCGACTGGGGTAAGAATGGAAGGGCAGGGGGAAACATGGAGGGAGAATAmCCCGATCTnATAGACAGTTGTAATC^ 

>ncrc1097.seq 

dGAGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCnGAGCCTGCTTCCTCACTCCAGGACTGCCAGAG^ 
a^CATTnGGGAATGGCCTGTGCTnCTCAATGAAAAAnTGCATCGAAGAGTCAAAATAGAGGAnCTG^ 
TgGCTACTmATCCTCAmAAAACGAmCGAGnCAGGGCAGTAGTGACTCATCGGAAGAAAATGGAGATGAGA^^ 
G^UAGAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACmCTGCT^^ 

>j[iic1099.seq 

Qj«f@GAAAAANGAAACTAmGCAAANAATGAGATATGTAAGAAGTCTGCCAGGCTCTGAACTACAANNNGN 
TlpTCCGGAGNAGCTAGGCAGAGACCACATTATGAATAATGAGGGGTCTACCATCAAGACTmCTCAAAG 
Cl4llCTCATCTGGGCTCTCAAGAGCTCTTCTTAGAATTCAAGTCTCCCGTGGACCAGATGAmCTCAGTAGAAAGTGTAGATACCAC 
TGATGGACGATATCTGTCAGGAGCAATnCTAGAGCTGTCCTACnGAATGGAGTAGCTGAACCCTCTCGTGGACGTGGGGT^ 

>ncrc1102.seq 

GGAAAATAAGACAATAGTATnCTCCnTGCAATAGCAGnATAACAGATGTGAAAATATACTTGACTCTAATATG^ 
CTATAATCAAATGATTTCATAnGATCnmATCATGATCCTCCCTATCAAGCACTAAAAAGTTGAACCAnATACT^^ 
TTGCAGCAGATAACTmnGAGTCAnGACTTCAnnATAnTAAAAAAmTGGAATATCATCTGTCAmT^^ 
AGGAAAAAAACTGGGATAACTGATnCTATGGCTTTGAAAGCTAAAATATATAATATACTAAACCAACTGTAATATO 

>ncrc1103.seq 

GGGGAGAGGAACnGTACTCAGCATTCAGCATCACAAAAGCAATGTCAGCATCACAGTAAAGCAATGAAGAGCAGnTTCCAATGAAAACTGTGTAAATAGAG^^^^ 
ATTCTTGTCTTAATOGTGGGGGTATATAAAAATTCCTTGTAATGGTCAAATAmmAAAAnGACAnAATAA^ 

>ncrc1105.seq 

CAATGCmAmGTAAAmAGTGTmTTTATTTCTACTGTCAAATGATGTGCAAAACCmTACTGGTTGCAT^ 
GCTTGGATTAAATACATATGGATGTTACTCTCTTGGACCAAAnATCTTGATACATTGA^ 
AGCnCATGCACTTAAAGAAGTATTTnAGAATAAGAATnGCATACTOCCTAGTGAAACTmGTAGAAnAT^ 
GTTTAATAAGCTACTAGCAAAATAAAACATAGCAAAT 

>ncrc1107.seq 

AAGGTGGAATCAATCTAAGTGTCCATGAGTGGATGGATGGATAAGGAGGATGTGGTATATATCCATAGTGGAGTGCTCnCAGCCCTAAAAGGAATGAAATCCT^^ 
GTGGGnGAACTGGAGGTCATTGTGTTAAGTAAGGCAAGGTAGGCACAGAAAGGCAAATATGCGATGTTCTCGCTCTTATGTGAGAGGT 

>ncrc1109.seq 

GTAGAGGAGCACCTCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAAGCGAGGAGGGAGAGGnGGAGTGAGGCGAGATCACACCAnACAGTGCAGC 
GGCAACAAGAGCAAAAAAACTCGATTTC 

>ncrc1111.seq 
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AGGGGTGTTGCAGGAGMGGGAGAGTTCMGGCAMCGCMGGACTGGACTOGCTCCCTAGGTGCCACAGTCAGATGCCGGACAC 
AnATACCCACTCATCACGGCX^AT 

>ncrc1112.seq 

ATCAAGNACAAAGGTGTCCnCATAATGAAGTTAAAGTGAGTATACTGTGGAGAGGACnCCAAATGTGGTOCCTCAGCTATATC^^ 

nACTATGCCnnCTAAAGATCAATACTATAACAnGATGTGCCTAGTAGAACAGCAAGAGCAATOCTACT^^ 

TGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATAATAAATmGACACTGAAAAACAm 

>ncrc1114.seq 

GAAGGGGTGGTTGAGmGCCTCnATGGTGACTTAAAGAATGCTAnGAAAAACTTTCTGGAAAGGAAATAAAT^ 

GTCAAGAAGCAGGTCTCGATCCCGGACCAGAAGnCCTCTAGGTCTCGTAGCCGATCCCGTTCCCGTAGTCGCAAATCTOCAGCCGGTCAAGAAGCAGGAGC^^ 

GGAGCAAGTCCCGnCTGnAGTAGGTCTCCCGTGCCTGAGAAGAGCCAGAAACGTGGnCTTCAAGTAGATCTAAGTCTCCAGCATCT^^ 

CAAGGTCCAGATCAGnGACAGTGGCAATTAAACTGTAAATAACnGCCCTGGGGGCCnTTTTnAAAA^ 

>ncrc1115.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGTTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGI 1 1 1 1 1 ICTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAA 
TATAGTCAATAGGnACTAAGATATTGCmGCGnAAGTTmAACGTAATmAATAGCTTAAGAnTTAAGAGAAAA^^^ 
AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAA^^ 
ATGCTmAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGmAGTTTAAAAGnGTAGGTGACTAAA^ 

>ncrc1118.seq 

ATTTAAAAGTATTGGAATTGnCmGATCAGAATGGAATCAAAmGACATCAACAAAAGGAAATnGGGGAAACTACAAAT^ 

GTCAACAAGAAATGACAAGGAAACTAGAAAGTATTmAAnGAGAATGAAAATGCAnGTATCAATTCATGAG^^ 

CTAGGATAAAAGATCTACAATCAACAATGTTTTTTTACnAAAAATCTAGAAATGAAAAATAAATCC 

>jiQrc1119.seq 

/lAgCTTGGAAGCAGGAAACCCTCGTGCAGACCCTGCCTTACAGAGAAGAGAATACnGAAATATGACAGTCGGGGAAnG 

liOGCAGCTTCAATTGGACTACTTTnCTAACAGGAAGAAATGAGCCTTGGGAATACCAGGACGAA 

ipWJ^GTAAGGGGATAGTCTGlTITTAnAGAAGATGATCCnCTGTG^ 

>fec1121.seq 

qtGTCGTCTGGTGCGAAATTCCGGAmCCTTGGGTCnCCGGTAGGAGCTGTAATCAAnGTGCTGAGAACACAGGAGGCAA^ 

GAeGGCTGAAGAGACTTCCCGCTGCTGGTGTGGGTGAGATGGTGATGGGCACAGTCAAGAAAGGCAAACCAGAGCTGAGAAAAAAGGTACATCCAGCAGTGGTCAnCGACAAC 

AQCATACCGTAGAAAAGATGGCGTGTncmATTnGAAGATAATGCAGGAGTCATAGTGAACAATAAAGGCGAGATGAAAG 

d^GACTTGTGGCCCCGGATTGCATCCAATGCTGGCAGCATTGCATGATTCTCCAGTATATrTGT 

>ncrc1123,seq 

dACTGCAAGAACAGCATTGCCTATCTGGAGGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAAT^^ 

(MCACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTOTCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCATTGA 

q/OAGGAGGGCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCnGTAAAAACCTGAACCCAG^^ 

/i^T|CTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCACCCTCTCAC 

>f&1125.seq 

GefTCTGTOCAAAGTNAGGGGAAGAGGTAnACTGAAmGTGAGAATATmAAGTTGGGAAnACTCT^ 

CStGCmGACTCATAGTTGAAGTTCCATAnAnCAAAAAAGTnATGGAAAATAATAnACTACCAAAG^^ 

TObATGCTCAAATGCAGATTAAnAAAGGimAAGTGACACATC 

TGTTTTCATnTAAAATGTACAGCCCTCi 1 1 1 1 1 IGATACAGGTGTATCAmGGACTGACTGGTmACATTTGTTAGCCATATTTAGGAnAT 
>ncrc1 126.seq 

GACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAAGGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGATCATCGACACTTCGA^^ 
CGGGnCCTCCCGGGGCTACGCGTGTCTGAGCGTCGCTTGCC 

>ncrc1127.seq 

GGCAAATAGCGTGGGATAGAmGnTCTTAATGGGTGTGACCAATCCTGTTmCCTATGCTCTGGGTGAATAGAGCCT^ 
GCAnACAAAGnAATATGGTAATTATGGTCTGGGGTAAAATTGAGmCAGAATAAAATrAGGAACAGTAAAATCCAAAGAACTATGT^ 
ATAmAAGGA™nCTGGTGAAGATTCAGTTTAAGAGTnTCCnGGGAGAACTAAGTAAGAAACACAATGCCAACAGCTGGCCAGTAA 
ATTTCTCAATAGTTCTTAAAAmGTGAGATTAAAAATCTAAAAATmGCATTTCATGCTATCAGAAACAGTATTTO 

>ncrc1128.seq 

AACCTAAAAATAAAATAATGAGTAGTGGTGATATGTATAATTTCACTTTTCATTACATCTTGAAAGAAAACATGGGTT^ Hill lATAGCCTTAAGATGTAATTCA 

CATATCATACAAnCACACGTTTAAGTATACAAGTCAGTGGTCTTCAGTATAnCAGAmGTGCAGCCATCACTACTATCTAATGnAGAACAn 

>ncrc1129.seq 

GTGCTCATAAnGTCCTTGCCmCCGCTTAAmTTTTAAGGAACAAATGAAAACTCTGGGCTGGGTGGAGTGGCTGATACCT 

GATGATCTGAGGCCAGGAGnCGAGACGTGCCTGGCCAACATGGCAACACGCCGTCTCTAATAAAATATAAAAATOGCCTGGCATGGTAGCATGCGCCTATAGTCCCAGCTG 
GAGGCTGAGGCATGAGAATCGCTTGAACCTAGGAGGTGGAGGnGCAnCAACTGAGATCATACCACTTCAnCCAGCCTGGGTGGCAGAGCAAGACTCTGT^^ 

>ncrc1130.seq 

GGCAGGCGCAAAGGCTGGCGTTCGAGGTTCGmACGCGCCGCTTCGCCGTGCAGGTGGTGGCGAAGCGCTCCTCCGAAAGGTTTCGGAAGCTGGTGGTAGCTCTGAAGA 

CTGCGTTAGGGCATACTGCGGCGGAGGATGGAACTCCGATTGAAAGCAGTTGCTGGAGTGGAGCACGAAnTGAACAAGCCGCATGlTGAAGTGTGAGGCGTGAAAG^ 

GATAmGCmAAAATGCTCCAGCAAAGAAATTAAGGGATGGATGAAGCAAAAGAGCCAGGTATGGTGGCTCATGCCTCTAATCTCAGCACmGGG 

CCTGAGGTCAGGAGmGAGACCATCCTGACCAACATGGTGAAACTCGTCTCTACTACAAACATAAAAAAATTAGCTGGGCGTGGTA 

GA 
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>ncrc1131.seq 

GGAGCAGATMGNAGGGAGAMGCAGCATCTTGCCTGGATGAGCCAGGGGACACAGMGAGMGCCCACTATCTCAm 
AATACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCTTGCACAAGTnCCTGGGCTGGACCGm 
GGGATAGGCCCAGAAGnCCTGATGACCGCGACnCGAGCCCTCCCTAGGCCCAGTGTGCCCCnCCGCTGTCAATGCC^^^ 
AAAGTGCCAAAGGATCnCCCCCTGACACAACTCTGCTAGACCTGCAAAACANC 

>ncrc1132.seq 

CAAAATTGATGAGAGCAAAGGGGTCGCACCATATGGAAATGTTGAAAACTATTGTAAAGTAGTAnATGAAGTAGCT^ 
TTCTATGTAAAnCACACTAAAACCAGTACAGTACCATAAGTAGAATACATGTAAGAATCACCTAGTCnCAC^^^ 
TmAAACATCTCCATOTATCTACATCCTmGAAGGTAmATCATAGnGCCAATTnAAn 
CTTGGGnACTAATGAnG 

>ncrc1133.seq 

GCACAATACTGTGGTGTGTTGCTGnCTTTCnTTNAAGCACCAGTATGAAmGATAAAGTAAAnGnGTTCTAGCAGGAAGCAGTTA^ 
AAATAAATCC 

>ncrc1134.seq 

GGCAGAAACTGGCCTTCCATCTCTCTCAGACACCAAGCTGCAGATCCAGGCTmCTGGGAAAGTGAGGCCACCATGGCTCTGGAGAAGT^^ 
GATACTGCTGGTGCTGGGCTGGGTCCAGCCTTCCCTGGGCAAGGAATCCCGGGCCAAGAAAnCCAGCGGCAGCATATGGACTCAGACAGnCCCCCAGCAGCAGCT 
GTAACCAAATGATGAGGCGCCGGAATATGACACAGGGGCGGTGCAAACCAGTGAACACCnTGTGCAGGAGCGCCTGGTAGATGTCCAGAATGTCTG^^ 
GCAAGAACGGGCAGGGCAACTGCTACAAGAGCAACTCCAGCATGCACATCACAGACTGCGGCCTGACAAACGGCTCC^^ 

>ncrc1136.seq 

GAAAGGAGAGAAGGAAATGAAATGGTAGCTAGTAGACGGTGAAmAAGCAAGATnGTTCCCTTTCnCCAGTATACGCCTCTA^ 

AATGTGGNGTAAAGAGAGCAACAAGAGATTGAAGTCAAAGAATAGGTAAGTGAGCNCTGTAAGGATCTGCAGAGACAGACAGAAAAAGTCTGCNTGGAGAGTAA^ 

TJAAAAAAnTTGGTAGTGCTTGCGTGANATGTTGGTAGCTTAAACTAGGATAGTAGnGNGGAAGGGATGATTAnGGTTGGAT^ 

mTGACGAATAAGAAATGAGGGGTAAGAAC 

>oefc1137.seq 

«TCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATO 
d^GTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCGATC 

>f{crc1138.seq 

GMTGGAGGCTTGTCTATCCCTCACAGTACCAAACGATTCCCTGGTTATGAnCTGAAAGGAAGGAAmAATGCAGAAGTA^^^ 
/ifSTGCGCTACnAATGGAAGAAGATGAAGATGCTTAGAAGAAAGAGTTCTCTCAATACATAAAGAACAGGGTAA^ 
Aii^CGAGAGAATCGAGTCTATGAGAAGAAGCCGAAGAAAGAAGTTAAAAAGAAGAGGTGGAACCGTCCCAAAATGTCGCTTGCTGAG 
AGmCCTCAGAGCTCAGGAGCGGGCTGCTGAGAGCTAAACCCAGCAATTnCTATGATTTTnCAGATAT^^ 

>ffibl139.seq 

AT^CTAGAATAATAATGCCCTOATGTGAGGGnTGTAATGGTGCnATTAAGACCAAAGACn^ 

A'KGAGGTCTGGGAGGACCAGGAAACAGCCTCAGTGGCCAGAGGATCACCAGTGCATCCTTCATCACAGCATGTGCAATATGCCAAGAmCCCTCGGT^^ 
(5f€AATGTCATAAATGTCACAATAAAACAATCTCTTCI III i I ITAGTTT 

>jnfeic1140.seq 

GgtCATGAGCTG AAGGA TCATGCmCCTGTCCTGGCTCCATAGGnATAGGCTGGCTGGTGAAAGGTTCACGTGGCCCAGG^^^ 

C^TAAAGACTGATTTnGTTCGnCTGAGCCTTCAAGGAATnGTTTmACAAC 

GmGACCTCAGAGCTCCAGGATCATCAGTAAAmGTCATGmTATAmATTTTm 

>ncrc1141.seq 

AAACTGTGTACATAACTGAAAATGTGCTATACTGCATACTTmAAATGTAAAGATATTm 

AnCCAAGACATGTCTGTTCTACATAGATGCnAGTCCCTCATGCAAATCAAmCTGGTCCAAAAGAnGCTGAAATm 
TCCTGTAAAGGTTACAAGCCTGCACAATAAAAATGTrTAACGGn 

>ncrc1143.seq 

GATGCNGANATATGGGGAAGCnCCTCAGCCnGCAGATATGTGTGGCAmACTAGCCAGAGCTCTGAAAGGCAGTGCTGTCTGTTTCTTGTACTGGGACCA^ 
CACATTCCCCnGCAGnAGGGGAGGCCCTACTGCCnCTCAAAGCAGAGAGGCAGCCTOTCAAACTCAGCCCAAAACTCTGTnACATGGGTGGGGAGATGGAGC 
AGAGTGGGATGGTCAGGACCTGGGCCATTGCAACCAAAATGGGGACTTCCTGGGTAGGGAGGTCACTCCCTCTACTCACTGAGCTAGGATTAGGGAGGGTTAnGC^ 
CAATGGGAGGTGGAGGGACAGGCTCAGCCCTCCTCAnGTNTAAATGAGGCCTAAATGTGTGAAGTGCGATTTrNTGCTm 

>ncrc1145.seq 

AmGTGTGmGCTACACACCAAGCACCAGCACATGCTnTGAAGTTAGTGATGTTTGTAnCTrTATGTOGCTAGTGGATAGAATACTGAATGG 

GCTGTGTGATGAGACTmCACGnCTCTGTTCTCTGGCmAGAGCGATACAnmGATAACACGTATCACTCACAAAmTAAATAGAG^^ 

AGATAATGAAAGTGGAATTTTCAnTAAATAAGTAATAGTGTGTCAmTTAAGAAGCAGTOCTAAAGAATOCAGT^^ 

>ncrc1146.seq 

GTTGGTmCGGAACTGAGGCCATGAmAGAGGGACGGCCGGGGGCATTCGTATTGCGCCGCTAGAGGTGAAATTCTTGGACCGGCGCAAGACGGACCAGAGCG 
CAAGAATGTTnCAnAATCAAGAACGAAAGTCGGAGGTTCGAAGACGATCAGATACCGTGGTAGnCCGACCATAAACGATGCCGACCGGCGATGCGGCGGCG™ 
CGCCGGGCAGCTTCCGGGAAACCAAAGTCnTGGGTTCCGGGGGGAGTATGGnGCAAAGCT 

>ncrc1147.seq 

CAAGNAAAGGCAAACCAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCATTCGACAACGAAAGTCATACCGTAGAAAAGATGGCGTGTncmAT^ 

ATAGTGAACAATAAAGGCGAGATGAAAGGnCTGCCAnACAGGACCAGTAGCAAAGGAGTGTGCAGACTTGTGGCCCCGGATTGCATCCAATGCTGGCAGCAn^ 

GTATATTTG 
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>ncrc1148.seq 

GTAAAMCCTGMCCCAGAMCMCACMTCCGnGCAMCCCAMGGACCCMGTACmCCMTCT^^^ 
CATCCCACCCTCTCACAGTTCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAM 
GGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAA^^ 
TCCTACAGAATGGTGCTAnCTGTGTCAAACACCTCTGTATTTmAAAACATCAATO^ 

>ncrc1149.seq 

GGCAAGTAGCGTGCGTGCGCTTGTGAGmGGAGGGTGCCGGTCAGCGGAGCCGTGGGATGTAmGAAAAGCAATCAGTCCGACCTTCCCCCA^ 
ATATGCGTGGTmTCCTGmCCTGCTCTGTAGCTGACATCAGGGGAGCAACGTGAACACAGGAAAATGGAAATCAACAmGA^ 
ATGGAAAACTGCAAATAGGAGAAGTATGTGACTCAATAAAnAnCTGGAGTGACGACATCGTCTAACTGGCTCCCAGGACAAGACGGAGAATGT 
TCCCTCAAAGAATCACTGCAAnGAAGGAAAAATGCTCCATGTCCCCTCTGCCAGnGGTGmATCAAAGGACAACGGAGGAAGAGA 

>ncrc1150.seq 

GTACACATGCTCTTAGACAACTCTCGCCCCATTTGGmATGGCTGTGTCTCCTTAACAATCCAGATGTTCTCCCTGTTGGTTGCTCAGTCTTACTGAGGAAT^ 
CGCAGGGCTCCACnATATATCGCTGGGCTAGTCATCAGAGTTGGTmAnCTTGCTTGAAATGAAGCCTGACnCAGTGTCTCTGTCTAmCAGATGACnTGM 
AnnGAGAAAGATGAGATACTmCAAATATAGAAGAAAAGATCAAGmAAGAAGAnCCCCnTAAnGTGGATAGmAAAGnTAA^ 
CACACCTGTAATCCCAGCACmGGGAGGCTGAGGTGGGTGGATGACAAGGTCAGGAGnCAAGACCAGCTTGGCCAACATAGTGAAACCCCGT^ 

>ncrc1152.seq 

GAAGACCAACCACATTGGCCCACAGGCTATCTGAACACGGTGACTGTCTCTCCAGATGGATCCCTCTGTGCnCTGGAGGCAAGGATGGCCAGGCCATGTTATGGGATCTCAACGAA 
GGCAAACACGmACACGCTAGATGGTGGGGACATCATCAACGCCCTGTGCTTCAGCCCTAACGGCTACTGGCTGTGTGCTGCCACAGGCCCCAGCATCAAGATCTGGGA™ 
GGAAAGATCATTGTAGATGAACTGAAGGAAGAAGTOTCAGTACGAGGAGCAAGGCAGAACGACGCGAGTGCACCTCCCTGGGGTGGTCTGCTGATGGGCAGAGTGTGmGCT 
TACACGGACAACCTGGTGCGAGTGTGGCAGGTGACCATTGGCACACGCTAGAAGnATGGCAGAGGTnACAAATAAAAAAAAAACTG 

>ncrc1153.seq 

GnCTGAATGGTGmGTGTGAGTCTGCAGCTGTGTATGGTATTATGTCTTATAATCCTGCATCACTTCTATCCTATCGAGTC^ 
AfreTAGTGCTmATGATAmGTGTGCAATATCCCCTCnCGATTGAGGATAmGATGTAAAGGAAAAAAA^ 

>fSc1156.seq 

CI^GCGTGGTGAAGATGAAGGCATGTGTGAGAGGAAGTnCTGGATGGGAATGAGGTGACGGTGGGTGACTGCAACGTGnGCTAAG 

GlICCAGGGGGCCCGGGTGTCATGGCTCACGCCTGTAATCCGAACAClTrGGGAGGCCGAGGCAGGCAGATCACTTGAGGTCAA 

ApGCATGTGTAGCG 

>nCfc1160.seq 

ClMGATGTAAAAAATATGTACAAAACTCAAATAGATGAAGnTTAAGACAAAQTCTCAGnAACnGTGAAAAnGA^ 
q^CAGTnGGGAGGGCAAGGCGGGCATATCACCTGATGTCAGGAGnCAAGACCAGCATGGCCAGGAGTTTGGTGAAAGGCCATCTCTACTT 

>?icrc1 163.seq 

/#TGAAGGAATTGCCAGAAAAAATGCGCAAAACTCnCAGGAGCTGCGTGCGGATGAGAATGAGATCACCAAAGTGCGAAAAG™cm 
C^CTGGGCACCAATCCGCTGAAGAGCTCAGGAAnGAAAATGGGGCTnCGAGGGAATGAAGAAGGTCTCCTAGATCCGCATO 
T^KCTCCTTCCGTTACGGAATOCATCTTGATGGGAACAAAGTCAGCAGAGnGATGCAGCTAGCCTGAAAGGACTGAAT^ 
G^GTTGACAATGGCTCTCTGGCGAACACGCCTCATCTGAGGGAGCnCACTTGGACAACAACAAGGTTACCAGAGTACCTGGTGGGGTC^ 

TfSCTTG 

.n 

>;r®Ec1165.seq 

AilrCTGTGAAGmCTGTCAnCGTCCGATCTGTGTGTGTAGCATGTGCTGAGGAAGCAGGTGCTGGGCTGNGCCTCAGAGAGTGCA^^^ 
>nac1168.seq 

GTGGGAAATGACCTTGGTmGAGTGCAAAGGCCAATmATGATOTTnGAGACCGGATAT^ 

TCACGACCAAGTAACAAACTGTGCTGCAGCAAAGGAAGTAAAATATGAGCCATCTTCTCACCGAACmGAAGCATGCACAGCATGATCAGTTAGCTC^ 
ATmGTAGimTGTACAACAGATAAAATTATGGCATGM 

GTGGTGATTTnACCAAGGAAACGAnGACnAATGCTTAAAAGTATATCATAGTmCTTACGGAAAAGATCA^^^ 

>ncrc1169.seq 

AGAGCAGACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATC™ 
CCCACAGAACCCTCTAAATCCCCnGTAAAnTAACTGnAGTCCAAAGAGGAACAGCTCTnGGACAGTAGGAAAAAACCnGTAGAGAGAGTAAAAAAm 
TAAAAGCAGCCACCANATnAAGAAAGCGTTCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAACTCCTCACACCGAATTGGACCAA^ 
ACTAATG 

>ncrc1171.seq 

GTGGGTANNAAAACnCTTNTTCTTAAAmACNTACTAAGATCTAnAAGCnGACACATCTGTGTCATCACGCACTGAAGACAGGAAGCAGTTCACT^^ 

CGCACAGAAGGTGATAAGmCTATCAAATGCCAGTGAGAATCTTC™TAGAATAACCTGGGCCCAAGTGATmAGTACAAAACTTGCCCTTC^^ 

AGGTGTGAATCCAGATATGCGGTCTTAATTC CmGG AAATACACAGTTCGTmGTTACTGTACACTCTGTTTGTTCAGTAAACTGCATA^ 

GTCTCmCATATAAAGTAGGCAnGAGnGATimnNGGANGTATCTCATATTGGGNCGAATTCnCTGGTATGGACT^ 

TCAATAC 

>ncrc1172.seq 

TGANACGANACACACTGCTTTTTnGAAAGCTGATTCTCCTGAATTCAAGTAGCTGAGTTCGTnATGmCGnTAnCACT^ 
GTAGTTnATGTAAATGCTCATGAGmGTATCAATAATATAAnGTTGATCCACnATAAnCGTGCAATACTGTATGTATG 

>ncrc1173.seq 

TNTATTGGCCGGGGGAAAATGGCTGCCTGTAAAANGGGAGGCTmACTAGAANAAAGGACNAGAGTAAAGAGCTACATCTCAA^ 
GCAGCAGGAAGAAG 
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>ncrc1175.seq 

GGGCCATNGMCAGTTmGGATACTMTGAMCACCGTATmATGMGAGCATAGACTGCATCC^ 

TTCCTGAAAGCCCTTCAAGAGAAAGTGGAAAnAAACAATTAAATCATTOTGGGAAAnGTO^ 

GCTGAGGAAGCCAAAAAGTnCTGGCCCCCAAAGACAAACCAAGTGGAGACGCAGCAGCTGTATnGAAGAAGGTGGTG^ 

GTATGGGGAGTCTAAGAGAGCTGCCATCGCTGTGATGCTGGGAGnCTAACAAAACAAGnGGATGCGGCCAnCAAGGGGAGCC^ 

GAGGGGGATCATCTAAnCTC 

>ncrc1176.seq 

ACCNCTnGTTAAANTCTGCACmCTAANTANTCAAAAAGGGAAATGAAGTANTAAATCAATTmGTANAATC^^ 

TmCTGTAAGTCTCnGGGATCCTGTGTAGAAGCTGnCTCAnAAACACCAAACAGTTAAGTCCATTCTCTGGTACTAGCT^ 

ACTGAAATATTTCTAG 

>ncrc1178.seq 

GGGCCCGGGGGGTTGnNAAAACGCTGCNNCNTGAANNTAACACCACTAGTAACGTGGGAANTACCTANAAAATAAGCCAAGANTTTCTACT^ 
AGATTGTGTATGnATGTGTTmATGGAAAGCTAATAAAnAAAGGTACAGTGGTATCTTG 

>ncrc1180.seq 

CAGTTTCCATCTCTGCTACCTAGTGACmGTAAAmcnGGACAAGGlTGAGCCTCTCTGTACCmGmCCTCATGTACA^ 
ATCAGTCTCAAAGGATnTTGnAATATTAAACTAATTAATGCnGTAAAGCCCnAAAACAGTCTCTGGAAC^^ 
TGCTATTACTTCACAAAATATATGATAGTAATAGGGAACATATACmTCCAAACTAAAAnGCGCCAATAnCATGTGm 
TAATTCAAATCnGCCGAATATCAGAATnCTGCACAAmAAGATAAAnGCAATTGGAGATGGGGTAC^^^^ 

>ncrc1182.seq 

GTCTCAAAGAANTCTCTGTAAACGCGGCCCTCCTGnGTACGTTAACTnCTGAGTCTnGGAATGATAAmCACCTGTCCTAAA 
TnGTTAAAACTTGGTAGCCAAGTGTGTAACGCTTAAGCAGACmCATATTTCAAATCTCTATAGCACGTGTAACTCTT^ 
TAGTACGGCTGCTGTGGGCmTTCCAGnCTTCACCATCCAnmATAAAACTCnATTGnAAAAAAAAAAGTTACTCANAA 
AgTGTAAGAAAATnTATAGGGACCTCGAATCACTAATCnCCTATTTm 

>iterc1183.seq 

dSTGnGmCATTCACCTTGAAAAAACCATGAGTAAATGGGGATATAGAATCTCTGAATAGCTCGCTAAAAGATTCAAGC^^ 
d^GAACAACTTTTTTAAAGAGTCTA 

m 

>ncEc1184.seq 

Q^ATTCGTATTGCGCCGCTAGAGGTGAAATTCTTGGACCGGCGCAAGACGGACCAGAGCGAAAGCAmGCCAAGAATGTm 

Ai6ATCAGATACCGTCGTAGTTCC6ACCATAAACGATGCCGACCGGCGATGCGGCGGCGnAnCCCATGACCCGCCGGGCAGCT^^^ 

q^GTATGGTTAC 

>!bc1188.seq 

AyAAGTCAAGANTAGGCAAGAGTOGAGCAAAAACACAGTGCATGAAACCCCAGGACACTGTCAGTCnGAAnATTGnCTTGACTATGTCTC^ 

CiClAGGACTGTGAmATAGAGCCTCACATGGTGTmGCATGnGTAmACTCAAnAATGTn^ 

(||5TTGTCTGTGCTGGCCTCAGTAATAAAG 

>t^c1 192.seq 

AfiPiTCCTGGGACnCATGATGAATTCCTAGATGGGCAAAGGTGGATTGAAGACAACCnGAmCAGTGTGA^ 

CKCTTGCAGCATATTACCTATCAGGAGAGGAGGGAAGAGGAAGAACGTCTGAGAAATAAAATTCGAGCTGATCATGA^ 

A^GAGGAAAnCGAGCC 



>ncrc1193.seq 

TATGGCCGGGACAAAAAGTAGAGGCAGCTGCAGCCACCGCGGGGCCTCAGTGGGGGTCTCTGGGGAACACAGCCAGACATCGTGCTCAGGCCTTGCCCCCAAACCTGTACTGT 

CGGAGGAGGTTGGGAGGTGGAGGCCCAGCATCGCGCGCAGATGACAGCATCAACGGCCAGAGTCGGAGACACCGGTTnCCTAGAAGGGCGTCACCCCCACTGGGCCACTGGTGG 

CTAGGTCTCCCCTTATCCnCTGGTCCAGCGCAAGGAGGGGCTGCnCTGGGGTCGGTGGCTGTCTnCCATTAAAGAAACACCGTCC 

>ncrc1196.seq 

GAAANTCTGGnGGGCCTGGTGnAGGGTTCTTTGTTTnGGGGTnGGCAGAGATGTGinAAGTGCTGTGGCCAGAAGCGGGGGGAGGGG 
GATGTCTGTGTGGAAAGCGGCTGTGCAGACAnCAAnGTTATTAnATGTCCTACAAGCAnAATTAATTAACACACmAG 

>ncrc1198.seq 

CGGGTGTGAGTCTmAGCAACCCGGTCCAGTACTGGGAGATACAGGCATCCAGCTTCAGATGTGTCTACGTGCGCTCTGCCATTCAACTCGGAAACTATAAG 
CGCTCATTmATAACCTGGCAAAATCTTGnAATGTCATTGGTAAAAAATAAATAAAAGCTAGATACTGG^ 
GCGAAAmCCAGmAAGTAATTGTCTACAATAAAAAGAAATTTTGCCTGCCATnTCAGAATCATCTmGAAGCmCT 
TAAATGTAAAAmGGAGTAAATATTATATGTCAATAmAGTAAAGGTmCTTTm 

>ncrc1199.seq 

GAGGAAGGAAGGACCGCAGACTCmCTAGCAACCCACGGGTCTCAAGGGGACTAATCTCTTCCCACCAGAGTGAGAACTCACTCACCACTGTAGGAAGGCACTGGGCAnM 
TCATGAGGGATCTGCCCCCATGACTCAAACACCTGCTACTAGGTCCCATCTCTCAACACTGCCACATTGGGGATCAAAmCAACATGAGnTTGTCAGGGACACACCCCA 
ATAGCAAACAGGnGGAAATATTGGACAATAGGTAGCACAGAAGATTGATCCTCAAGAGAAGAACAAAGAGGGTGAGCCCTACAAnGCTCCAGCCCACCATCTA 
ACTGCAGTGAGGGGAGGGCCAACTCAAACAGTCCTCTGGTCTCCCTGAGTTGAGATGAAGnGAGAATOGGGGGAGACCAAAGTGGC 

>ncrc1200.seq 

GAGATAAAACNTCGAGCTATGGAATACCCTGGGTGTGTGCAAATAGACTGTCCAGGATGAGAGCCACTCAGAGTGGGTGTCTTGTGTCCGCCTCTCGCCCAACAGGAGCAACCCTAT 
CATCGTCTCCTGTGGCTGGGAGAAGCTGGTCAAGGTATGGAACCTGGCTAACTGCAAGCTGAAGACCAACCACAnGGCCACACAGGCTATCTGAACACGGTGACTGTCTCTCCAGA 
TGGATCCGTGTGTGCTTCTGGAGGCAAGGATGGCCAGGCCATGmTGGGATCTCAACGAAGGGAAAGAGCmACAGGCTAGATGGTGGGGACATCATCAACGCCCTGTGCTTGA 
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CCCTAACCGCTACTGGCTGTGTGCTGCCACAGGCCCCAGCATCMGATCTGGGATTTAGAGGGAMGATAmGTAGATGMCT 
G 

>ncrc1201.seq 

GACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGC^ 
CGGGTTGCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTAC 

>ncrc1203.seq 

ATCCCCTnAGTCCCTGGTTACTACmGACATTCACATCCTCAGTGTCTCAGTCTTT^ 
CnGGTCTTAAGGAAAATA CTAAC ATTGAACTCACTGACATGATCmGCnCTTTAATCAGACmGTGAm 
CAAGTCTTGGCTGTGTGCATTmCAACTCCAAGCAGCCCAGGGGTAAGTAAACAAAGTATGGATGAA^ 
ACACAGGCCAGTATTGGGTmATTGAAmGGTATGTGACCAAGGTCGGCCTAAAGGATGGCGCAGGTCCTGGGCAGGAAAGM 

>ncrc1204.seq 

TCTCCTGTGGCTGGGACAAGCTGGTCAAGGTATGGAACCTGGCTAACTGCAAGCTGAAGACCAACCACATTGGCCACACAGGCTATCTGAACACGGTGACTGTC^ 
CCGTCTGTGGTTCTGGAGGGAAGGATGGCCAGGCCATGTTATGGGATGTCAACGAAGGGAAACACCmAGACGCTAGATGGTGGGGACATCATC^ 

ACCGCTACTGGCTGTGTGCTGGCACAGGCCCCAGCATCAAGATCTGGGATTrAGAGGGGAAAGACGATTGTAGATGAACTGAAGCAAGAAGnATCAGTACCAGCAGCAAGG^^^ 

CCACCCCAGTGCACCTCCCTGGCGTGGTCTGCTGATGGCCAGACTCTGmGCTGGCTACACGGACAACCTGGTGCGAGTGTGGCAGGTGACCAnGGCACACGCTAGAAGTTTATG 

GCAG 

>ncrc1205.seq 

CAGGCATGATGGCATGTGCnGTAGTCCCAGCTACTTGGGAGACTGAGGCAGGAGAATCGCnGAGCCCAGGAGGTAGAGGCTGCAGTGAGCCGAGAnGTGCCACTGCACTCCAG 
mGGATGACAGAGACCnGTCTCAAAACAAAAACAAAATTAGTTAAGATGATACATNmATGnATATGGAACATAAC 

>ncrc1206.seq 

GGCATTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTGGAGGCTATCCAGCGTAGTCC 
CJmACTCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCCTGGGmCATCCATGGGACAnGAAGTTGAC™^ 
AigGGAGCATTCAGACTTGTCTTTCAGCAAGGAGTGGTCmCTATCTCTTGTACTACACTGAAnCACCCCCACTGAAAAAGATGA^ 
G^AGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGnTGAAGATGCCGCAmGGATTGGATGAAnCCAAA 

>®c1207.seq 

GT^GGGCAAGACTGmTCGAGTAGCGGTCACAGAAGACCTCACGGCTCCCCATCATTGACATTGCACCCATGGACATAGGAGGGCCCGAGCAGGAAnCGGTGTGGACAT^^ 
QgGTCTGCnCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACTnCGAATCT^^ 
Q^GATGTCGAnCATCCCACCCTCTCACAGnCGGACTmCTCCCCTCTGmCTAAGAGACCTGAACTGGGGAGACTGCAAAATAA^ 
TteAAGACCnCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGC 

>nac1208.seq 

CAATGCTmAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTTOGmAAAAGTTGTAGGTGATTAAAA^^ 
ApACCTTGAAATCCATGACGCAGGGAGAATTGCGTCAmAAAGCCTAGTTAACGCAmACTAAACGCAGACGAAAATGG^ 
A^GATAGAAGTnGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAAnA^^ 
T!flrAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCT^^ 

>j|^1209.seq 

ASgMCCTNTANCTATOTGGACGGGGAAANCAAGCTCTAGTGCAGTCGCTTGCATACCAACTGNGATGAGCCTATGNATNNTAGAGNANCACGA^^^ 
T|^ATCAACACTAAnNACGTGTGACGACAACAAGTAAACTAGGAGAATGCCCAGGCCTC 

>ncrc1210.seq 

CnGCACTCTAACCAACAACACCAAAnAATCTGGAGGTACTGATACTAAAmGGAATCCCGTCmAATATGAGAACAC^ 
mCAATnAGTAATGGCACCATTAnCTTAAnCCCnAATGTCTGTCCGCTGTATCCAAnGGCACAGATmCCC^^^ 
CTCAAGAGTCTCAATTGAAAATAATCTmGATGATACAATC TCTGCT TnGCCACAGGmGACATTAACCT^ 
TTTAATGAATTGAAACACAAnAGATCCATTCCTGAGTmCATTmAACTAmACm 

>ncrc1211.seq 

AAGGCAAAGmGAGAACCTCTGCAAGCTCATGAAAGAAATCnAGATAAGAAGGTTGAGAAGGTGAGAATCTCCAATAGACnGT^^^ 

CGGCTGGACAGCCAATATGGAGCGGATCATGAAAGCCCAGGCACTTCGGGACAACTCCAGCATGGGCTATATGATGGCCAAAAAGCACCTGGAGATCAACCCTGACCACCCCATTGT 
GGAGACGCTGCGGCAGAAGGCTGAGGCCGACAAGAATGATAAGGCAGnAAGGACCTGGTGGTGCTGCTGTTTGAAACCGCCCTGCTATCTTCTGGCmTC 
GACCCACTGCAACCGCATCTATCGCATGATGAAGCTAGGTGTAGGNAmGATGAAGAATGAAGTGGCAGCAGAGGAACGCAATGCTGCAGnCGTGATGAGATCCCCCCCTCTC 
G 

>ncrc1212.seq 

GTAACTGAGGGGCATAG AGAAG CCnGTAGTAGTAAAmTAGTAAATAGACATATCAGAAAGnATATGAATGAAAAAATGTACATTTAAAM 
GATGCCTCTCAGTTTATATTmATGTGACTTTATArrTCmTGATACACTTGACATTnAGGAAAm 
AATGAAATGTGTAATAACAGAAATCCTGGAATACTCTTAATATATACTTCTATmGTGmGTOCTGTGATTAATATTTT 
TTGTATGCnAAGACAnGATnCCTGTTGGTAAGATGTATTTTOTCCTCAGAATnAGATGTAGCTGCTnA^ 

>ncrc1214.seq 

GGTGCTTAGGAAGAAACmGCAAACAmAATGAGGATACAGTGnCATnnAAAATTGCTTGACACTGTAAnTAATGTGmT^^^ 
CTACAGGAGACAGTGGTTTTATTTGGATTGTCnCTGTAATAGGnrCAATAAAGCTGGATGAACTT 

>ncrc1216.seq 

CAAGCCCATCnTGTGTGCnGCATCCAACTGTGATGAGCCTATGTATGTCAAGTTGGTGGAGGCCGnTGTGGTGAACAGCAAATCAAGGTAATTAAGGTO 
AGGAGAATGGGTAGGCCmGTAAAATTGACAGAGAGGGGAAACCCCGTAAAGTGGnGGTTGCAGTTGTGTAGTAGnAAGGACTATGGCAAGGAGTCT^^ 
TGAAGAGTATTTCAAACGCAAGAAATGAAGAAATAAATGGTTGGCTCACTA 



■f. 
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>ncrc1217,seq 

CANTCGGCCmNGGCCGGGGNCGCTGTCTACACTAnMTATTACTCTGACACTACAGTGACMmCATATGGnC^^ 
GTT 

>ncrc1219.seq 

ATNAATATGGTGACNCTCCCGGGAGCGGGGGANCACCAGGTTGCCTAAGGAGGGGGTTGAAATGTGGGTGTTTGAAACAA^ 
TGACCTGGAGACTGGTAGCTTATTAAAGAAACTCCGTGTTACTC 

>ncrc1221.seq 

CNCCCTGACnAAAANTCTCTGTAAAACGTGTAGTGmCCTAAAATCTGTAACTCGCATTnA^ 
CCACnCAACTCTAAGGAATATTmGAGATATCCCmGGAAGACCTTGCnGGAAGAGCCTGGAC^^^ 
CTGAGAAACACATCTAGTATAACTGAATAAGCAGAGCATCAAATTAAACAGACAGAAACCGAAAGCTCTATATAAATGCTC^^ 
AAAATCAGAAAACAGGGAAATrTTCATTAAAAATATTTGGGnGGA 

>ncrc1222.seq 

GGTTAAACNGAGGGCCCAGGAmGGGAAANATGACACCTACACTGTATATCAAGCCTATTGGCTGCTCANCTGANATNCTGTCCmCTACAN 
ACATACAGGCCNTCCTGNNCTTGGAnATCACTGATGTCTAATTCCTAnACAGNNATmAATACTGGCTGTGTGAGAGACTO 

>ncrc1223.seq 

CAGGTAAGTTAGTAGAnATCACATGTTAAAAAACACTCATCCCCGACCTnGGGAGTGACTAAAGAGTTGTnATATGTACTCGGTACCCTC^^^ 
ACTnCCTTCCCACACACATACCACATACATGAACTCTTTTGTTGATTTTACAmGAnTACATTGGTAGGGATm 
CAGCAnATCGGTCACnATTTACTCCCTCGCCAmGAGAATTGnGTGAGTTTmGmGmGm 
TGCAATGGCATGATCTCGGCTCACTGCGGCCTCCCCCTCTCAGGTTCAGGGGATTCTCCTGCCTCACCCTCCCAAGTAG 

>ncrc1224.seq 

TAGCAAATAAATATGAGCAAGTTAAGTGAAATnTACTTCGTAGCAGTACCTAGATGnTATGTCATCATAAmTAAGCCCCnm 
TlFfTAATCTTAACAAGTGAACAGTTGTAAATATTGTTAAAAnGGCTGCAAGAAATAAACA^^ 
TimTGCTAATTCAGTATACAATAmAATAAAATAnCAACATmCTATACATnAT^ 
d^TTATGTATCAGGCCAGACCTCAAGAAAAGGAGAAATAnAGGCTAAAATATCAATGTmAm 

>Kc1226.seq 

(MGTAAAAACCTGAACCCAGNAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmCCAATCTCAGTCACTCT^ 
GltrCATCCCAGCCTCTCACAGTTCGGACTmCTCCCCTCTCTnCTAAGAGAGCTGAACTGGGGAGAC^^ 

TfdGGGTCAAGGCAGAGGCAGGAAACTAAGTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGGCCAGGCCAGAAGAGCTCCCTO 
iScCTACAGAATGGTGCTAnCTGTGTCAAACACCTCTGTATTTmAAAAGATCAAnGATAnAAA^ 

>ncrc1227.seq 

AnATAAATAAGTAGAATATGAATAAATAGAATAATAAAAnCCAAAATACTCAATGGGAAATGACTAGTAATATAG 
a^TTnAAGGAAGTGAGAAAACAGCAAAGTTGACTAAATTTTATAmCTTGTCCTCTAAATATm 
y^ACCTmmAGTGmCTAAACCTAAAATCTACnGGmGAAATCAAGTGGTTGGAACACTGmG^^ 
/fTlCAGTGTGATCAGmGAnCTGTAATGAGCACAGCACCTAATATmGAGGAGCT^^ 

>t&1230.seq 

NgiGTACAGTAATTCCnGAGGTAGATGAnACTATGGTNAGnCCCATGAmGCAAAnCTGTAmGCAAAm^ 
Aj$AAATGACACTGTTATGAATmGTGCGCCAGTATAGGGCCTTGTmCCAAnATGATATTM 
ABATATCCTAACCCCTGATAAAAGTGAATTmAGATCACCTmcmATCAGT^^ 
TTAAAATCTCCCTATGTTACCTGmATGTOTTGGACATACACAGmGGAATGTAGACACTGTTAATATm 

>ncrc1231.seq 

ATTGATGGCAATTTTGCTGACTGTGGAAGTGACTCATCCAAACTCCATGCCAGCTGTCAACAnCAGTATGAAGTCATCGGTAAnACTA^^ 
GTGnCTTmGCGGTCTCTGnCTOTGmATAATCAGnCAATGCTGGTnATGGAGCAAmCTOTCAAGT^^ 
CTCAGnGCCTGGTTGCTAnAGnCTCTCAGCTAmGCCAAGAATCAAAGAATATCTGGATCAACTACCTGATTn 
CTGTTCATTGTTCTTGTGTTCmGCCmTTCATCATTTnAAGGCnATCTAAnAACTGTGm 

>ncrc1233.seq 

ATACmATOCAnAAATGCATTGGTCTGTCTGCATTTTGAATGGATCnTTAACTATGTTTGATACTGTAATnCn^ 

CATCTAAATGTTGATACAmCCnATGTAATACTGAAAACAATCAGAnAnGACATCATCATCAATGTAmAAGTAnGAGAGGnGTCAGG 

AAATCTTGnGCTTTAAAGTCCGAATGTTGTAATTGA 

>ncrc1234.seq 

ATCGTATAATAATNGGCACTGTmGAGATCATGTCAAAGATAACAAAGCATCAGAAGCGTCTTCTGnGCTGAAGAACCAATCAACCTM 
AGAAAACAAATTCAGGCG 

>ncrc1235.seq 

AGCCCAGTGGmCGAGACACAACTCTGGAAACAGAAAAAGCAATGAAATCACAAAAAGATGAAGAATCATCTGAAGGAACACATCATGCAAAGGAAAnGAGA 

TGCATCGAGCTGAAAACCGAAAAAAGTnCTTAGAAGCAnATCAAAACCACACCTTCTCAGTTOGCACATTAAAGTAAGATCCAAGGAGAAM 

TArrrCCCTAAGnGCN 

>ncrc1236.seq 

GAGnTAmTAGCACAAGAATATTmAGCCTAACAnATTAATAAGAAATGTGTCAAATTTnAAGATTGGTAA^ 
GTACGTGGGTGGGAAGAAAAAGAAAATTAACAGGAmACACAAnATAATCACCAGCAGTGTGAGTnAAAAAACnCGnGTTTn 
AGCCAGAAAGCTGCTAAATACGTGTCTGGCAGGTAAAAGCTGGAAAATTACTTAAAACAGGAAAGTGTCAATAAAAAAACnGAGGAACACCAACAT^ 
ATCnCATmGGGAAACTAGGTTCTATAAAATAmATCCTCCCTGTTATACmGGAGGAGAGGAGAGGCAGAAAGGGGGTGCATnGTGCGCAGG 
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>ncrc1237.seq 

CMCMGCTCAGCGTTnCNGGGCnCCCAGAGGTCTGTGCGACTAGCCCCTGTCTATCAAMGnACTAGAGA 
GCAGCTCTCCGCCAATTTCTCTCAGATTTCCACAGAGACTGTnGAATC 

GGGGGAGGAGGGAGAGAGATGTACTTmAAATGATGnCCCCCTAAACATGGCTGnAACGCACTGCATGCAGAAACn^ 
ATCCCAAATGTGGAATTGACTGCCTATGCCAAGTCCCTGGAAAAGGAGCnCAGTATTGTGGGGCTC^^ 

>ncrc1240.seq 

AnCTCAACTGGCATAGAmGACTATGAGCCTCTTACAGGTGGmACAGAGTATAATACTCTA™!^ 

GCAATGGCATGATCnGACTCACTGCAAGTGGCGCCTCGCAGAGTCAAGCAATTCTCCTCCCTCAGCnCCCGAGT^^ 

TGTATmTAGTAGGTCAGGGGnCGAGACCAGCCTGGCCAACGTGGTGAAACCCCATCTCTACTAAAAATACAAAAA™ 

>ncrc1241.seq 

GGGGCTGAACTGATGGAAGGAATGCTGTOGCCTGAGACTCAGGAAGACAACTTCTGCAGGGTCACTCCCTGGCTTCTGGAGGAAAGAGAAGGA 
AAGTGAGACATAATGGAATCAGGGnCACGTCGAAGGACACCTATCTAAGCCATTrTAACCCTCGGGATTAGGT 

>ncrc1242.seq 

AATCGAAGTATGACATAGCCGGTATGCmCATGAATGTnnATGTAGATmCCTCCCATGAACATGAGTAAATAAATC^^ 
ATAATTCTAATAAATTTACTCTATAG 

>ncrc1243.seq 

AGGGATAAATATAGATGTAATTmNAAATCGTTmAAmAAACTGTGTmAGTGTAAAATTGnAACCTTGTM 

AGTCAAAACAAAGCAGCTnAAAAAAATAATTGGAAGCACAAGTGCATGGCACTGAGTGAATGCTGTTAATAmCTAAAAGmCTAGATTCAGA^^^^ 

ACCTCTAATAAACACTGTmATAGAAAACCTGACTTCAGTGAATAmnGTAmTACATGGGCCAGmATATACTGGTATTTACACTAn^ 

TmGTAGnnAmGTAnACTAGAnCATACCnGATGGTAAGGCTCTATCTGGTnTGGGGGGTTTTTGATGTmAGCATnGTATA^ 

>ricrc1245.seq 

d?bGCACCAmCCCGTGAACAGCCATGGGAGGTCATGCCTGATCTGTACnCTACAGAGATCCTGAAGAGAnGAAAAAGAAGAGCAGGCTGCTGCTGAGAA 
A®AATTTCAGGGTGAATGGACTGCTCCCGCTCCTGAGnCACTGGTAGTCAGCCTGAGGnGCAGACTGGTCTGAAGGTGTACAGGTGCCCTCTGTGCCTAnCAGCA^ 
Tj§|AGACTGGAGCGCTCAGCCTGCCACGGAAGACTGGTCTGCAGCTCCCACTGCTCAGGa:ACTGAATGGGTAGGAGCAACCACTG^^ 
TigGCAGCATGGAAAAATGGTiTGATGGAAAATAAACATCAGTTTGT 

>Jfrc1247.seq 

(^IGTATGCAnATrnGTATAIGTACAGGGCAAGTAGGTATATAAnTGATAAAGnGCAAnGAAATATTAnAACAGAAGATC^ 
TTfrrTGTAAAnAmGCCCTGGAGTmAGAAAATAGTTTCTGAAnnAAACn 
AS?GTAAGCAAAAAGTTATTTnATAnATATACAGTCTAATTGnCATCCTAAnGTTCCTGTm 
TglGTGmCmAATAmGAACTGAAGTGGGATTAAGAAGACTATCAAAATACATGTATGmCAGGATAm 

>|icrc1248.seq 

dflGGGATAGGnTAGCATGAAAGCAGmGGGCGTAAGTGTGTTCAAATTAAAAAATGATAAAGCTTTAAAAGTGG^ 
AiKSTGGGTGGATCGTGAGGTCAGGAGnCAGGACCAGCTTGGCCAAGGCGGTGAAGCCCCATCTCTACTAAAAATAC 

mi 

>Wc1250.seq 

(^AAAAGAGAGAGTNAAAGTCCGCTAAAGCCGACTCATCCCTGAAGGTCAGGAAAAnGTTCGCATGCCAAAGTGTGACCnGTC^ 
Ai^ATACnCAnGAAGTAGGCCAGCCATGTCAACAAAGAAATAAACACCAGCAATAAGTAGCCTrGCAGAATm^^^^ 
AjffAAATATOTGAAACATGCACAGAAATATAAAAATCAGACCCATAATCAAAATTGAAATM 
^AAAATGCTATAAATAAGmAAAAAACAAAGGGAAATAATGTACmAAAAAATTGAAGAACAGm^ 

>ncrc1251.seq 

GAATGTTCCTAGTnAGATCnCATTAAnCTnTAAGTGATGGTmCATrrrmCACTA^ 
AmATCTTATGCCTACATAAAAmGCmATGATATTATCACAGGTCTAGAAAGTTTTmCTAGTCGm 

TACTCAGAATGCTGAGGTGGAGGGAnGCnAAGTCCAGGAGGTTGAGCCTGCAGTAAACCATGATOGGCCACTGCACTGAGCTGGGGTGAAAGAATGAGACCn^ 
AAAACAGA 

>ncrc1255.seq 

GAAACCGTnAGACTCTCAACAATGTATTmcnTAAATTTAAGACnTGACmAAAAGGCA^^ 

CAGTGTATAGGnGmGTAACTAATAAAGTCTTGTGGCAGATGATTGTTGGGCCACAGTCATCAGmTGGGGATTGTGTGAGAAACCCAT^ 

TTCTCGGCACTGCTACATCCTCCAAAACGAACATGCCTTTCTGCAAAGAGACCAGAGCTACAnCTGCAGGTGTGTGTTncnTGAGGGGAACAT^ 

AACTGAGCATTTAGGA 

>ncrc1257.seq 

GGACAACTCGGTGGTGGCCACTGCGCAGAGCAGACTTCGCTCGTACTGGTGCGCCTCGCnCGCTmCCTCCGCAACCATGTCTGACAAACCCGATATGGCTGAGATGGAGAAAT^ 
CGATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGAnGAACAGGAGAAGCAAGGAGGCGAATCGTAATGAGGCGTGCG^ 
TGCACTGTAGATTCGAGAAGCAnGGGTTGmTmAGTTGTTTTAGCTGmAACmGTAAGATGGAAAGAGGnGGATC^ 
AGTACTGACAAGGAAGGCCGCGCCTGCCTCTCCCATCTGTGTATCTATCTGGGTGGCAGGGAAGGAAAGACnGATGnGGGTGAAGGAAAGAAGTC 

>ncrc1259.seq 

AnGCTCTTGGAGCCCCAATCAAAGAGATTCAAAGAGATTCCTGCAGGCCAGAGGCGGAACACACGTTTATGGCTGGGGCTCTCCGTGGTGlTCTGGACCCAGCC^ 

ATTGACnmCTGCmGTAGTGAGTGGTGCTCTCCAACCTGTCnGGTGAAAAACCAAGGCCCGCTTCCCCCACCTCTTCCATGGGGTGAGACTTGAGCAGAACAGGGGCn 

AAGnGGGGAGAAAGAGTGTGTGGGTGAGAAGGGATGGGCAGAGCnCTGGGAGGGACAGGTGnGGAGGAGGGAGTTGTGCTTGAAGTTTTGGGGGT 

TGGAAGGGCTGGCGTGAGTGTGGGAGTTGTGCCTCGATGGGTGGTGATGAGAGGAAACGGTAGTCCCCTGGAGACAGGGAGTCCAGAGAAGGTGnGGG^ 

TGT 

>ncrcl260.seq 
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CGGCCGGMCCGCCATCnCCGTMTTCGCCAAMTGACGANCACAMGGGANAGAGGAGAGGCACCCGATAmTGTTCTC^^ 
CACATATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGnCAAAAAGGAATGC^ 
CCCAGCATGCTGnGGCATTGTTGTAAACAAACAAGTTAAGGGCAAGAnCTTGCCAAGAGAATTAATGTGCGTATO 
CGTGTGAAGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCnGGGnCAACTAAAGCGCC^^ 

>ncrc1263.seq 

ATCCTCTAAGGAGCCACTTGGCTmACCTGTCAAATAGTCATAAAGTCCCCTATCCT^^ 
GGGAAAGGGTTmCC™GCACACGAAAAAGCCCCnCX:CCTGGATTCATGmcmTm 
TGGTGCCCACmCTCGACmGGCCAGGAmCCTTCAAAGAAAACGACTTTCCTTCATnC^^ 
CCCCCAGTAGCmGCCTGCTmATAAAGnGAACAAAnGAAmAGACAnCAGGCTAACCTGC^^ 

>ncrc1264.seq 

GACCACGCTmCATCTGTCCCGCTGCGTGTTnCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCAACTGCTCCTGCTC 

GCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCT 

GACAAGTGCAGCTGCTGTGGCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCW 

>ncrc1265.seq 

CAGACCTGGAGTCCCAAAAGCNAACCGCTCTnNACAAAGGAGCTCCGATGTGAGGGGGAAGGCTGCCCCCTGCCCCAGGGCTCnCAGAAAGCATCTGCATGTO^^ 
CCmATAAAGGATCCnATTACAGGAAAAGCATGAGTGGTGGCTAACCTGACCAATAAAGTOTmA^ 

>ncrc1267.seq 

AGmNAACmCCTAGTAGTCCTACTGCTTCAGGCCAATTnCTCCTTGCCCTGCTOGCCTAGTCACAATTTCCAGT^ 

CTGTCATCTCTTCCTGTGAAAACCAAGAAATAAAGGnATTATAAGGTATAAATAAAGAACCCAGTGAmCTCTTGGGGT^ 

TTAAAGATACTAAGAATGCCTGTGAAAGTAATCAGGAAATGGAGAAAACnGTmCCAnCTAGCACCTAATCCmGGTGTGGm^ 

GTCTACTAGGAATGCCTCTCnCAmAGTCCTGCTTGAGTGCTCATGATGGAAAAATATAGACTGAAAACAGGAGCAA^ 

lyCAAGAAT 

>iSlc1271.seq 

T^iGGCCGGGGAACNAGGCTmNATCTGTCCCGCTGCGTGTmCCTCnGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCA^ 

C!STGCCTGTGCCGGCTCCTGGAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGGTGCTCCTGGTGCCCTGTGGG^ 

/fgGGACGTCAGAGAAGTGCAGCTGGTGTGCCTGATGGCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATAT^^ 

>njpfc1272.seq 

TNTGCTCTTTTnACTCnGAANTGTCACGTACTGTCTGATTGGCnGTAGAAnG 
t<ISAATGAAATTTAAACATTAAAAATGGAAGTGT 

>ncro1274.seq 

d^pGAANCTCGGCNTOTGGCCGAGCTAANTAATCATTGTGCTGATAnACNTCTCGTTATGGAATGTTCCTAM 
a^SACTACClTCTCACTACmAGGCCCATTCCACAAAGCCCATCTCTG^ 

WGCCTTmAmc™CTGTACTGTCTCnACTGTACTGTGTATCTGCAGTAATTGAGGACCCATAA^ 
A:||5AmAACATACAAAGGCAATGTACTGTmGTGnGATCTATGGTAAAAAGAAT^^ 

>f^1277.seq 

Qe^TGTTGANTCNTGAAAAGAGNAGTAnAATCTGAAAGGGATGGTGATCCTTTGATmCTAAAT^^ 

(iPCAnAATCTGGTCGTCCCAGCCATATTAATCAGATTAAAGTCATCCTACmGTGACCTGATAATGmAA^ 

(j^AATCATCGTCCTCTGTATACCAGGCACTGTTCTGGACAGTGGGAGATGTAATGGTAAATAAAATAAACACCACCTCTGCCCTCTCAA^ 

GTGTACTGAGACTACACACCTGGGCGAGAGCACACAGTAATGTGGGCAGCTGAGGAAAAGGAGGGACACCTAATCCAGCCTTGGCAAGCTCTCCTACCnCGA^ 

CTCCAACAACAAATC 

>ncrc1278.seq 

AGNACTGAAANTAmACTOGmCAAAGTACCTGTCTACTAAAATAGGTAnAAGTGnGTACAAGGGGGAAAAGAATM^ 
AGGTTGGTCAGATGATTAAAGTGAATGTCATTGGTAATGAGGTAAATTGAAATCACCTGACAGGATAGTGGAAGACGAAGACAGGATCACnCTGTGAA^ 
ATCAGAATCCCATCATGAGGCACACCCAAATGAGGGACAnCTACAAAATAACTACCTTGCAATCTTCATAGAGTGAAGAnAnGAAAGTCAAGGAAT^^ 
GAGGGAAAGAAAATAmGACAAGCAGATGGTATTCGTGCTTCTGAACTGAATTCTmGCTCTAATAAAAGAGA 

>ncrc1279.seq 

CAAGANACCTGCGGANTGTCTGCTGTATCCCNTTCCNCCCTCAGCGGATGANNAATCTNAAGAI^CCTCCCGAGNGTCTGTTCACnCCCCTTCGACCCTCAG 
ATGANTAATCTCAAGAACACCTCCCGAGTGTGTCTGCTCACTCCCCTTCCACCCTCAGCGGATGATAATCTCAAGAAACTAAGGA^ 

>ncrc1280.seq 

ANNCAGTAGAGNCTGCTGTGAAAGANNCTGGCTACACAATGGAATGGTnGAGGTGATCTCGCAAAGTOncnCCACCATGGCCAACAACGAAGGACTmCTCCCTGGTGGC^^ 
GAAGCTGAGCAGACGCCTGTGATGCCTGTGACGTCAATTAAAGCAATrCCTTTGACGTGTC 

>ncrc1281.seq 

TATGGCCGGGGGAAGTCnGCTCTGTCGCCTAGGCTGGAGTGCAATGGCACGGTCTCAGCTCACTGCAACGTCTGCCTCCTGGGTTCAAGCGGTTCTCCTGCCTCGGCCTCTGGAG 

TGGCTGGGATTGCAGGCACCCGCGACCATGCCTGGCTAATTTnGTAnmTAGTAGAGATGGGGTnCACCATGTTGGCCGGGGTGGTGTCGAACTGCTGACCTCGT^ 

TCCTCGGCCTCGCGAGGTGCTGGGATTGAGGGATGAGCCACTGCGCCCGGCCGAGTCTTTAAAG 

>ncrc1283.seq 

TGTCAGCAGAGGTCGCCTCCAGANGAGGTGCTGTGGAGACTGAGCGCATAGCACCCTTAAAATCCTGGGACCAGGGCTTCTCCACGGGTAAGCnAATGCAAGTGGAGCAGTGAm 
CCAGCTAGTGCCAGGGCCAAGGTGGATGGACTGTCACGmGTTGGAnGCTTTTTAATTACCTCATAnGTGnAAAAATCATATn 



>ncrc1284.seq 
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GGTGAAACCTCCNTCTCTACTAAAAAAAAAAATOGCTGGGNGNGGGGGNGACACCTATAATCCCAGCCATTCAGGAAGGCTGA^ 
GGnGCAGTGAGCTGAAATTGTGTCACTGCACTATAGCTTGGGANACANAGCAAACTCCGTCTCAAAAATAAATAA^ 

>ncrc1285.seq 

GAGGTGGTATATATGACCGAGCCCAnGACGAGTACTGTGTGCAGCAGCTCAAGGAAmGATGGGAAGAGCCTGGTCTCAGnACCM 

GAGGAGAAGAAGAAGATGGAAGAGAGCAAGGCAAAGmGAGAACCTCTGCAAGCTCATGAAAGAAATCTTAGATAAG^^ 

CACCnGCTGCAnGTGACCAGCACCTACGGCTGGACAGCCAATATGGAGTGGATCATGAAAGCCCAGGCACnCGGGACM 

TGGAGATCAACCCTGACCACCCCATTGTGGAGACGCTGCGGCAGAAGGCTGAGGCCGACAAGAATGATAAGGCAGnAAGGACCTGGGTGGT^^ 

TATCnCTGGCTTT 

>ncrc1287.seq 

ACAGCAGACTCANTGAGTCTGTTAAAAAAANTTmAACACTONCTTmTGANTTAAAGTnATT^^ 

AAATGCTCTTCAAAATAGCATAAGATTAAAAAGGGCATTGTACnGGAAGGATACTGCCCTCTAGTCTAATGGAATCAAAGGGGAAA^ 

AAACGCAAGTGGTGTCnGGCACTTCGTGTATCGCTCCAnCCTGTCmCAGCCTGCTCTCTCTGGGTCAAATAAGTCAAGTGTGTAA 

GGGAGCAGATATAAAATOGGATGmCATCTTGAGGTGACAGAAGCAAAGGACAGTTCTGCGAGAAGGGTATATG 

>ncrc1288.seq 

GAGNGCGGAGGTGGTGGCGGCGGAGGCmGGCAGCTCGGGACTGAGTGCAAGAATCAGCATGAnCTTCAGAGGGTCTTCAGGTTCTCCTCTGTCA^ 
CGAmGCGGAGGAACAnGGTGTOGAGGAGTGGCATTTAATAAGGAACTTGATCCTATACAGAAACTCmGTGGACAAGATTAGAGAATACAM^ 
GACCTGnGATGCTAGnCAGAGTATCAGCAAGAGCTGGAGAGGGGAGCTnTTAAGCTCAAGCAAATGmGGTAATGCAGACATGAATACATTTCCCACCn 
CAAAmGAAGTCATCGAAAAACCGCAGGCCTGAAGAAATAAAGTAAAAnAATCTGGTNAAATTTGTCA 

>ncrc1290.seq 

TNGGAANGACGTTGGTGTTGAGGTOGCACTACGTATTCAAGGACAGTAACTAGCGTGGCTCCCGAAGmTGCCAAAACCTCGGATGCGTGGGGTTCTGGCCAGG 
TCATATGGCTGTAGCAnCGTGCTATCCCTGGGGGTTGCAGCmGTATAAGmTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATTTCTACAG^ 
GAjnTGAGGGAGATGAAGGAAGGCTGGTATGmCAGAGTGTAAAGTAATGnGGAATATAAAAGAATnCTTCAGGTO 
OmTGACACATGAATATGTGGGCTAAGAAATAGTTCCTCnGATAAATAAACAATTAACAAAT 

>Sc1292.seq 

Al^CAAGTAACATCTACGACAACTCAAGATACCACACOAnCAAAAnAGTACTCTTAAAACAACTACTCTTGCACCCAAAGTAACT^ 

tSIacaaagctgaagaaacagctaaaccaaaagacagagctactaattctaaagcgacaagtcctaaacctcaaaagccaacca^ 
/pacaatggctagagtgagaaaacgaaagaggacaccaactccccgcaagatgagatcaacaatggcagaangaagcgtacgtcaagaatagca 

dd4GAGCTAACCAAACTCCAAACTCCAAACTAGTTGAAGTAAATCCAAAGAGTGAAGATGCAGGGTGGTGCTGAAGGAGAAACACCTCAT^^ 

CIS 

>hclc1294.seq 

dGS^GTmATATCCAACAmGTTACTGATGATAATGTAAGnGTTCCCCTnGGmAAAAATGACTACm 

GijJTACGTAGAGAAGCTAACCACTCAAAGCTATCCnTGTCAGATATGCTATATATGTGATATAm 1 1 1 H I I I I CCTTT 

TpMTATAG 

>|uSc1295.seq 

^iseCGGGGACTCTGAGNTGCCACAGGAC^r^CCAGANNGG^CCTCTAGCAGGTCmGAATGTG^AGTGCAGGmGM 
>Kc1296.seq 

ACllAGATAGGGATAnGGCCCCTCACTGCAGCTGCCAGCACnGGTCAGTCACTCTCAGCCATAGCACmGTTCACT^^ 

mmACAGCCAGAAAGTGTGGGCTGAAGATGGTTGGmCATGTTmGTATTATGTATCTTm 

GATAnCmGTAAAAAATGAAAATAAAGTTTTTTTAATGG 

>ncrc1297.seq 

CTCTACTAAAAATACAAAAATAAGCnGGTGTGGTGGTGCACGCCTGTAGTCCCAGCTAnCGGGAGACTGAGGCAGGAGAATCACTT^^ 
CGGGATCGTGCCATTGCACTCCAGCCTAGGTGACAGAGCAAGACTCTnCTCAGT 

>ncrc1300.seq 

AGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCTTCCTACGCCTGCTGTCCACGGAAGGCTGCCAGAACATCACCTACCACTGCAAGAACAGCAT^ 

ATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGnCACGTACACTGCCCTGA^ 

TGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAAGACGTCACGCCTCCCCATCAnGACATTGCACCCATGGACATAGGAGGGGCCCGAGCAGGA 

ATTCGGTGTGGACATAGGGCCGGTCTGCncnGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmCCM 

GCA 

>ncrc1301.seq 

aggggaatggtggattaggttacttacagagtgaatgaaaacagaagagactctgggaggaaattctgggaagtcaccgtgatggttatgtagagtatgata^ 
tgtcttaaactacccttgacttaacagtca™ttcattcattcaacaaatatttaggcaccttctaaattccagacactgca™ggcact^ 

>ncrc1302.seq 

TNGCCGGGANCnGCATGTGGATCAACGNTCGCmAnGGCTGAGANATGAANCNTATTGnGAAAGGTAAmGAGAGAAATATGAAGA^ 

>ncrc1304.seq 

TATCCCATAAATTAAGTGGGAGAnGGAAAGGGGTGCGGACTTCTGTATTGGGGAGAAGGTCnGGATGAACTGGGGCAGAGAACTGCCAGAGAGAGTACCTAGGAA 
GCAGGAGAAAGACCAAGnCAGATGCAGACnGGGAAAGTAGGTAACTTGACCAAAGGTAGCAAAAnAGACTACCCAACTGGATTGTGAATGCAGTTTATGm^ 
GAACAAAAATAGAmTCTAGAAAGTGGAGAGTCCTGTGATTGGAGCAGTATACAAAGTACAGCAACATCAGACTAGATCTCACGTGAGGTGCTGGGTGAGAAAT^^ 
GGAAGAGGGCCCTGTGTATAAAGACATTANG 



>ncrc1305.seq 
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AGATACGCCATTGCACTCCAGCCTGGGCMCMGAGCAAMTTCTGTCTCAAAAAAATAMTAMTAAATAAMTA^ 

TCTGnAGGGGCAGATAATAAATAmGAGATmGCAGCCTGTACTATCTCTGTGGCAnCAATTCTGACT^ 

CTGTGTrCCAAnAATTTTATnGTAAACACTGAAATTTGAAmCATATATT^ 

GnGCAGGCCATAAAAAAnAGGCAGGCTGGAmGACCCATGAGCCACAGmCCTAACTCCTGnCTGCATAG™COT^^ 
>ncrc1306.seq 

CGCAGTGGTTACGGCTGTAATCCCATCATGTTGGGAGGCCGAGGTGGGCAGATCACCTGAGGCCAGGAGCTCGAGACCAGCGTGCCCAACATGGCAAAACCC^^ 

ATAGAAAAACTAGCCGCCTGTGGTCATGCGCAGCTGCAATCTCAGCTACTTGGGAGGCTGAGGCACAAGAATCAGTTGAACGTG 

CACGGCACTCCAGCCCGGGCAACAGAGTGAGACTACGTCCC 

>ncrc1307.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCm 
TATAGTCAATAGGTTACTAAGATAnGCnAGCGnAAGTTmAACGTAATTnAATAGCTTAAGAnnAAGAGAAAATATG 
AAGGmCTAAAACATGACGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAG 
ATGCTmAGAnAAAATGGAAGGTGACTTAAACAGCnAAAGTTTAGTTAAAAGnGNGANGGTGAnA^ 

>ncrc1308.seq 

GCTTAGCGAGGCGGCCGAGCTGACGCAAACATGCAGATCmGTGAAGACCCTCAGTGGCAAAACCATCACGCTTGAGGTCGAGCCCAGTGACACCATTGAGM 

AnCAAGACAAGGAGGGTATCCGACGTGACGAGGAGCGTCTGATATTTGCCGGGAAACAGCTGGAGGATGGCCGGACTCTGTGAGAGTACGACATCCAGAAAGAGTCCACGCTGCAC 

CTGGTGnGGGCGTGGGAGGTGGGATTATTGAGGGTTGTGTGGGCCAGCnGCCCAGAAATACAACTGGGACAAGATGATGTGCGGCAAGTGGTATGCTCGCCTTG^ 

GTCAACTGCGGCAAGAAGAANNTGTGGTCACACCAACAACCCTGCGTCCCAAGAAGAGGGCAATAAAAGGGGGGGTTCmCCTnGGA^ 

GGGCGTGGAG 

>ncrc1309.seq 

ATTGCAAACCCAGCAAGANTGGCCTGAAAGGATCCGGCAGCCTCCACCACCACTCAGCCAGCACTAAAACCCCCCAAGGGAAGAGTAAGCCAGCCAGTAAACTCAGCAGATAGGAG 

CGAGGCTGCATCTCmGAAAGGTGTGAGATCTTCGTGGTAAACGTGATGGATGTGTGTCCCTGTACmGTATGTAAAAAAATGAGTGnGATG 

4gAA™mATAAGAAGAGATAATACATGATAAGGAAmCGTAAGGCAGGCAGCAAGTAGAnAGGAATCM 

>fTefc1310.seq 

yipAAGGTATmGTGAGnGGAATGGAGCTAGATGTAAAAnTOTmATCATACT^^ 
dWcCAGAAAGC 

ill 

^TiCFC 1 3 i 1 seq 

ctSACNCACTTGTACGCTGTAACCTCATCTAGnCTGATGTTTTTAAAAAATGACT^ 

A^GTmGTGATTnAmGTGCAGGTCATGCACACAGirrTGATAAAGGGCAG^^^ II 11 i 11 i 1 IGCAC 

>ncnc1312.seq 

AfeAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCTTGCTACGCCTGCTGTCCACGGAAGGCTCCCAGAAGATCAGGTACCACTGCAAGAA 
diStJSCTGGCAACCTCAAGAAGGCCCTGGTCATCCAGGGCTGGAATGACGTGGAGATCCGGGGCAGAGGGGAATAGGAGGnGAGG 
li^CGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAAGACGTCACGCCTCCCCATCATTGACAnGCACCCATG^^ 
dl5ATAGGGCCGGTCTGGnCTTGTAAAAACCTGAACGCAGAAACAAGACAATCCGTO 

>netc1316.seq 

aiSATnAAAAAAnAAAGATnGTnAGCTGATGAATCCGTGGGnGGGTGAACAmCTATTGGTGn^ 
TS^GCTGGGATCTCACACATGTCTAGGATCAGCTGCTnACTAGTCTAGGATTGTCTTGGCTGAGACAGGTGGACTACTGAG 
CAGAAATGTTGCCATGmACAGCATAAGAGCAAGCAAGAAAGAATAATATGCAACCACTmCCAAGCCTAAGGTGAA^ 
ATACCAGCCCATGGGTCTACCGTTTAATmCAGAAAmGGCAAGCTGATTGTrAACACAGCTGTTGTTNAAn™^ 

>ncrc1317.seq 

ANTACCGTATGTTAATCCTnGGTGAGGGCTAGAATTCnCTGACATCTTTAAnAAAAnATAnCCATCTATATGGAACATCTATATGGT^ 

ATATTAAACTAGGATTTGAi i II II ICCTATTGTOmGCCGTACTTGCTAGTGGGTGGnGTCATCATAACACATmCmGTCAAAGGCTCAAGGTAGCTTGTTGGGGCCAGGCTG 

GGCTCAAGTCAAGTAAGGTGTTCGATGTGGCATCCAGATGnCCCTTTCATTACTACTGGCTGCCmGGAAAGCTAGCTCCAAmTCTGGAGCTGTmCT^ 

AmCAAATAGTGTAGCnnAAGCTACTTCCATCnCGGGTGnCCAGCAGTGAGAATmGGATACACTOC 

>ncrc1319.seq 

CTCCnGTGGAAAmGAGACCGCAAGTACTATGTGACTATGAnGATGCCCCAGGACACAGAGACnTATCAAAAACATGAmCAGGGACATCTCAGGCTGAnGTGCTC 
TGTTGCTGCTGGTGTTGGTGAAmGAAGCTGGTATCTCCAAGAATGGGCAGACCCGAGAGCATGCCCnCTGGC™CACACTGGGTGTGAAACAACTAAnGT 
ATGGAnGCAGTGAGCCAGCGTACAGCCAGAAGAGATATGAGGAAATTGTTAAGGAAGTCAGCACTTACAnAAGAAAATTGGCTACAACCCCGACACAGTAGCA 
TGGTTGGAATGGTGACAACATGCTGGAGCCAAGTGCTAACATGCCnGGTTCAAGGGATGGGAAAGTCACCCGTAAGGATGGCAATO^ 

>ncrc1320.seq 

GTGTGCTCTTGGTNmCCTTCTTGTGTGTGAAAATGTTTGGGAACAGTTCTTTGTGTAGACAAAGTGGAAACAAl i II I 1 1 AAATGGAAGAGGATGTTTTCACTGTGGAAGAGATGGTA 
GACAGGGCAnCACAAGmGACCTCCCAACCAGGCTCTGAAAAATCTTTATGAACCAGCTTTCCACCATTGGTCI II 11 II III lAATGGGTCCATAGCTTGAACCCAGGAGGNGGGA 
GGnGTAGTGANCGACNAnGT 

>ncrc1321.seq 

ATAGCTGATNGmmNCCTGGAAGCAmGmCTACmGATATGACTGTTmGGGACAGmATnGTO 
AAGTGTATATTTTTTCTAT 

>ncrc1322.seq 

GACNCGGTmCATCTGTGCCGCTGCGTGnTTGCTCTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGTTG^ 

CGGCTGCTGCAAATGCAAAGAGTGCAAATGCACGTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGGTGTGCCAAGTGTGCCCAGGGCTGCATCTGGAAAGGGACGTGAG 

ACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGATTTT 
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>ncrc1323.seq 

AMGACTTTGCAGCCTMTGCATGTGTCATGCTAAAATAGAAGTAGnAGACATGTGGAGTTAMTATGGTGAT^^ 
CAAAGCAGCTTTCTGTAATGGCAGCAGAGATAATAAACTGGGCAACAAGGGAGGAACCAATTT 

>ncrc1324.seq 

AAGANTAAAAAGGAAAATGATNATCTCCTTCTATAGCAmGCAGATTCAAGGGGGAGAGGTAGATGCTGAGATCAAAATC^ 
CAnGmCCTCTTCACCCCTGCTAACTACCTCmAAAGTAmCTACCAAACTGTGAACCCA^^ 

>ncrc1325.seq 

AGTCCTCAGGCTGTAAGCAAGANTACAGCACTGGCCCTTGGCNGCGTCCTACCCTGCCCAACTCCAAGGACTGGGTATGGAnGCTGGGCCCTAGGCTCT^^ 

GAGGGTCAGTGTCTGTGACTGAATAAAGTTCCATTTTGTGGTCCTGCAGCCTCTnCTGTGACAGAGAATGGCTTTGCGCTGCCCCCAGG^^ 

GGCTACCAACGGGAGATGCAGmAnTACACCAGCAGCCATGGGGGCAGAGGGAATACACAGCGmACAAAGTOGCTACCT^^^^ 

CTCANGAAC 

>ncrc1326.seq 

GGAGGAGACTGTGAGGCACCAGATCCTGTGCTTCTGCAGGCCATTTTCTGAAAACCCCTGmGGAAGGTTGGAmGGCGTGACTTGm 
GAGGmAAmAACGGTATATCCAGAGCTAACAGTGACTCAACTCGTCTAGTTCTGCAAGTCAGATGTACACTTAGAGTCTCTCTGTAAGGG^ 
GTCAAACTGCCAGTAAGCCAGCCCCTCACCCTCTGATAGATATTCCmAATGCACCAGACTTCATGTTTGATAAATGAnAAT^ 
TTAATAGATGGTGACTGmCCACAATGTmATACmCAGCmTTGTAAGTTAACTATAAmCTTAATTTTATI I i i i I 



>ncrc1328.seq 

AACCTnAGATGCCATGACTCTGGAATGCCAGAGTAGTGGGTGCTTACATCAAATCTAATATATGAAATCTCTnAA^^ 
GTGAGCCCCGTGCCCAGCCAAAAAGAAATTTmAAGACGAGTAAnCTCTACTGTATGGTTTGTGGGCCTCTGGGAGTCT 

AGACGGAGTCTCGCTCTGTCGCCCAGGCTATAGGGCAGTGGTGCAATCTCACCTCACTGCAAGCTCCGCCTCCTGGGTTCATGCCATTCTTCTGCCCCAGCCTCCCGAGTGGCTGG 
d/feTACAGGGGCCCGCCACCAAGCATGGCTAACTTTTTGAn 

>^c1329.seq 

GS\TNGGGNAATATGCTnGCCTATCTGnTTAATATCTATTAACGACnGCCCCAATTAnAGTTGGCGCAAmnAGTGTGA^^ 

fmCATATCTTAAmATATTTATTAAmAmCAGCTGCAGGAAAGAGCTGTATGAACTCTCTCAmATTTGnTAmAm 

aflACAGnCATOGTAnAGGATGGCACAAAAGGAGTCATGATTACmCAATGGCAAAACCATGAmCTmGCACCAACTTAA^^^ 

WCTCTGTCTCAACTCTGGAATCAGCCAmCTCCAAGGAGCCGTGAnCAmCAnGAAAATGATAmAGAAGGCATA^^ 

ATTCGTG 

%rc1330.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTmCTCTnGAAAGATAGAGA^ 
fATAGTGAATAGGTTACTAAGATAnGGTTAGCGnAAGTTnTAAC 

/®GTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAG^ 
/ii^CTTTOGATTAAAATGAAAGGTGACTTAAACAGCTT^^ 

>ftlfc1331.seq 

q^GGCTCTGTATATAGCTATGAAGAAAACACAAAGTGTATAAATCTGAGTATATAnTACATGTCTm 

Q^GGGAGGCATCAGnGCTATATATTAAAAACAAAAAAGAAAAAAAAGGAAAGTGTTmAAAAAGGTCAT^^^ 

fAtmCAGmAGGTCCCTCAATAAAAAnGCTGCTGCTTCATTTAAAAAA 

141 

>ncrc1332.seq 

GATAATAAAAATAAAGGAAATGTGGCCAAGCGTGGTGGCTCATGCCTGTAATCCCAGCACmGAGAGGCTGAGGGGGAAGGTTCACn 
AGACATGGTGAGACCCCATCTCTACGAAAAAAAAAATAAAmCCCAAGCATGATGAGGCATGCCTGTAGTCGCAGCTACTCAGGAGGCnA^ 
GGTTGAGACTACATT GAGCCAC GATCACAGCACTGCACTCCAGnCAGCCTGAGCAAGAGAACAAGATCCCATCTCAAAAAAAATAAAGACAA^ 
TAAAAATAAAAACGCATTTTmCAAGTTAAAGTCACAGACATCCCCTGAATTCTAC 

>ncrc1335.seq 

AACCTAGGCTGGGTGCTATGGCTCACGCCTGTAATCCCAGCACTnGATAGGnGAGGTGGGAGGATTGCnGAGTCCAGGAGnCGAGACCAGCCTGGGCAACATAGTGAGACCGG 

CCCGCATATCTACAAAAAATGCAAAAATOGCTGGGCATGGTGGTGCACACGTGTACTACATTTATAGnCCAGCTACnGGGAGGCTGAGGTGGGAGGAn 

TCCTGGCAACGGTGAGCTGTGATCGTGCCACTGCATTCCAGCCTAGGCAACAGAGAAAGATCCTGTCT 

>ncrc1336.seq 

GAAACAGAGGAAGAAGAAACAAAGCCCATTGAGCTCCCTGTCAAAGAGGAAGAACCCCCTGAAAAAACTGnGATGTGGCAGCAGAGAAGAAAGTGGT^ 
CACAGACTGAGAGAATGGAGAAGAGGGCTGAACGATTCAATGTACCTGTGAGCnGGAGAGTAAGAAAGCTGCTCGGGCAGCTAGGmGGGAmCTTCAGnCCA^ 
GTCATCTGATAACAAACCTATGGTTAACrrGGATAAGCTGAAGGAAAGAGCTCAAAGAnTGGmNGAATGTCTCTTCAATCTCCAGAA^ 
AGGAAGGAGCGAmGGGGAnGTCACAAGnCAGCTGGAACTGGAACCACAGAGGATACAGAGGCAAAGAAGAGGAAAAGAGCAGAGCGCm 

>ncrc1337.seq 

AATCTAGmACAGAAAAATCnGTGCTAGAATACTTmAAAAGGTAnTTGAATACCAnAAAACTGCTmTTTnCCAGGAA 
GGAAAAAGAC 

>ncrc1338.S8q 

ATTGATGAGAnATTTATmAAAGGTTTGAGGTAACATCTCTGGTTGTACCAAAGAAGAAATAAATATGGnTCTTAATCTCnG^ 
AGTOGTGAGCnATTTAGATACATTAAACATTACTTAACT 

>ncrc1339.seq 

CNGCGTGGGAAnCGGCNnATGGCCGGGAGAGCCAAGGNACTATGAAGTTGATGCTACTCTGAAGTCTCTCAAGAAGCAGAnGAGACCCTTCnACTCCCGAAGGCTCU^ 
ACCCAGCTCGCACATGCCGTGACnGAGACTCAGCCACCCAGAGTGGAGCAGTGGTTACTACTGGAnGACCCTAACCAAGGATGCACTATGGATGCTATCAAAGW 
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CTCTACTGGCGAMCCTGTATCCGGGCCCMCCTGAAMCATCCCAGCCMGMCTGGTATAGGAGCTCCMGGACM 
CCAGmGAATATATGnAGAAAGGAGTGACnCCAAGGAAATGGCTACCCAACnGCCnCATGCGCCTGCTGGCCM 
AHGCATACAIGGATGAGGGAGACT 

>ncrc1341.seq 

ACTGCCGAACATCAAGGAGnCACTGCCCAAAACTTAGGCAAGCTCTTCATGGCCCAGGCTCTTCAAGAATACAACAACTM 

CTTGAAGTCACACCAGGGCAACTCTTGGAAGAAATATATTTGCATAnGAAAAGCACAGAGGAmcmAGTO^^ 

TAAAACAAAATCTTG 



>ncrc1343.seq 

GACTCTTAGCGGTGGATACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATCGACACnCGAACGC^^ 
GGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCC 

>ncrc1344.seq 

GTGnTAnGAATGGTGAnGCCTGCTTTATnCAGAGGACCAGTGCmGAmnATTATGCTATGmTAACTGAACCCAAA 
TATAATAAAACATGTCTGAAGACA 

>ncrc1345.seq 

CNCCTATAGCTGNGATGGATCGGGGGTCCCCATGTTClTTTAGCTTCAGCCmAAAATACTAGTCATOmATOTTTCTO 

GAGTTCACAnGACATTAATTGTCACTAACTGTCAGCAGTTGGCATTAACCAGACTCTArmAGGATTAAATCCACCTGATC^^^ 

CTGCAGCTCAGAGGGCTCCACCGGTGGCCCTAGACnGCATCAAGCTGCTGCCATTGCCACTGCACCAGCnGTATGCCAGGTTACCACATAG 

GTAGAGTAATTCCCCTACmiGTCCCCCACnCCTCAGGTAGAGGCTCGTAGACATOCAnGGATGAGCAGGCAGCTCAGCTO 

TCCTATCACAGACCCAGTCGCA 

>ncrc1349.seq 

cMGAAGnGCTCTGTACCCATGAACTCCCAGnTGCGAATTATAGAGATAATCTATmGTTACnGCACn^ 
TigiTVmCTACTATGAGGGCCTTGIAATAAAmCT 

>yc1352.seq 

(3|aTNAGAAAGGCAAACCGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCAnCGACAACGAAAGTCATACCGTAGAAAAGAT^ 

C^AGTGAACAATAAAGGCGAGATGAAAGGnCTGCCAmCAGGACCAGTAGCAAAGGAGTGTGCAGACTTGTGGCCCCGGATO 

AgtATAmGIAAAAAATAAAAAAAAACTMCCCCAT 

>i|ic1355.seq 

aWGnrrCmCTAACAGTCNGGCCGCTCTGCTGCAGGTCAGCTGGAGmAnGAAGGTCCACTCCAGAGGCTGTm 
ATTGCTGTCnCTCCnCCTCTGGAAGCTTCTTCCCAGAGGGGTAGCCACCTGATGTCAACCAGAGCTCTCCTAT^^ 
aAGGAAGGACCTGGGTOGGGACCCACnGAGCAGGCAGTCTGTCCCnAGTAGAGCACAAGTTCTGTGCTGGGAGATCTO^ 
TpCTGAAGCTGCACCCATAGCCATCCC™CTCCAGGTGCTGTGTCCCAGGGGAGATG6GGAAATmATC^ 

>hcfc1356.seq 

alfencaaacagaatgantagagtaacaggaacgaggtggagagcaagactgacagagaaagtgtc^ 

cpgaaaccccgcccgccccactacaggtotggaaagaatcatggcattactgaggagtaaacctct^^ 

aisfecatcctgagcccacagcmgaccactgtgatccagaagagaggtgcactacgtgggaagtgctganccacag^^^ 

al^c^aaggaatagtmataatctcggaagatgataccaagagcagaggcaacaaatagaggcctggcctgca^ 

cUtggcaggaaatatcccgtcatgtcgca 

>ncrc1357.seq 

GTTTAGAATNTACAGCCCTTGATATAAAGTTATnAAATCTAAACTGCCACAATAAATGnGAATGAAT^ 

ACCAnGTTCTAAnAATTAATAAATAGACAAAGTTCnATATCTGTGCCTTCTGACCATCAAAGTGAATAAm 

TTCCTnCCAAGTnACCATAGGTGCCTTGATTCCTTTCTGGAATAACAG 

>ncrc1358.seq 

GCTCTmCCTCCnGGCTGTCTGAAGATAGATCGCCATCATGAACGACACCGTAACTATCCGCACTAGAAAGTTCATGACCAACCGACTAOT^ 
TCCTTCACCCCGGGAAGGCGACAGTGCCTAAGACAGAAATTCGGGAAAAACTAGCCAAAATGTACAAGACCACAGGGGATGTCATCmGTAmGGAn 
GGCAAGACAACTGGCTnGGCATGAmATGATTCCCTGGAmTGCAAAGAAAAATGAACCCAAACATAGACnGCAAGACATGGCCTGTATGAGA^ 
ACGAAAGGAACGCAAGAACAGAATGAAGAAAGTCAGGGGGACTGCAAAGGGCAATGTTGGTGCTGGCAAAAAGTGAGCTGGAGATTGGATCACAGCCGAAGGAGT^ 

>ncrc1360.seq 

TGGGTGGANGTGGGTCTGGGANGGACNNGGGGGANCNNTTmAAGACNAAAGANnCTAGANGCCTCTGAAATGAAAAAGAGANnACnAGCCTCCACA 

GGGGAAAACACTAATTAGATGGCATnGAAAATTATGTACATCATACTCTAGTnATTATGCAGTATCAAGAAAAAAACATGAATGCAG™ 

CAATACTTGTATTTCTACCTCTTGCAACCTCC 

>ncrc1361.seq 

AACTGTAAAGANGANCACTGGTTTTmnCCCCTGCTTGCACCCnCTGATGATnTGTATmATnn^ 
TATGnTACAATGTGGACTGAnAAATCAGGCTACTTANC 

>ncrc1363.seq 

TGnCATTGAGGGAAACCmnnnAACTGTGCTATGGAGTAGAAGCAGGAGGTmCAACCTAGTCACAGAGCAGCACCTACCCCCTCCTCCTTTCCACACCTG 
TTGGGCTGAATATnAGTGTAATTACATCTCAGCTnGAGGGCTCCTGTGGCAAAnCCCGGAnAAAAGGTTCCCTGGnGTGAAAATACATGAGATA^^ 
CCTCCCTCTGCnGCACAAGmCCTGGGCTGGACCGmCAAGAGAGAGGCnATnGACTTTATGCTAGAAGATGAGGCnCTGGGATAGGCCCAGAA 
TTCGAGCCCTCCCTAGGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGTTCTGAmGGGGTCTGGACAAAGTGCC 



>ncrc1367.seq 
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TNNAnGGCCGGGGGCCGTCGGAGCCCTTGCACGCCTGCTCTCTTGTAGCTTCTCTCAGCCTAGCCCAGCAT^^^ 
GCAAGAATTTCGATGACTACATGAAGTCACTCGGTGTGGGnnGCTACCAGGCAGGTGGCCAGCATGACCAAGCCTACa^ 

>ncrc1368.seq 

TAWAACAAAAACATCAGCCTTGGGTGGTGTGTTCCTATATAAACTCCAAAGGGAAACACACCGACTC 
AAACCGACCGCGTGTAGGCTCCTGGAACTATACAGATAGGTAAAGAGnCCAAGnCGTCCAGCCCATGTGCAAAGT^^ 
GCAnGACTGCTGAGAGCTCCTGmACTAAGCAAGCTmGTGmATTATCCTGATn™CTGAACAnG™^ 
GGGCnTTGTTAGTAAG 

>ncrc1369.seq 

AGCCCTATmGTGTAAAGTAATATATTGA™nCAGAAATAGACAATACATTmTAA™CCCAAGGACTGACTGT^ 
TAGGGCAGAGAAAAGTATATATnTGCCTCAGTCAGTCCCACCACCACAATGGACTAnGGGATATmCTAAAAAACCAATC^ 
CTGGGGTACTCTCAAATATACAGCTmGAAACTGTAGATGAAAAAAGGTCTAGTCAGAGTTmGTCAAGACTGTGTCTGGGTTGAA 
GTGCCAATGTGTCAATTTTCTCACCCTGAATGATAGAAGCTAGCTnATCAAATGCCAAGGTOGAAAGCGTGGAAATAAAACTT 

>ncrc1371.seq 

TCNAACTGACGNTAAAGTGAGTCTACCTGTGGAGAGGACCnCCAAACTGTGGTTACCCTCAGCTTCTCTCACTGCCGAACACTCAGAANAACCTGAC^ 
CCCTTmCTAAAGANNGAACTACGTACTAACACnGACTGTGCCCTAGTAGAACCAGCAAGAGCAATTACTACTTCGnCTGGGCAGACCTTNTCCAA^ 
GACTGATGAGCAAAGGAGGAGTCAACTAATGAAAGAAATGAATAATAAATmGACACTGAAAAACATTnN^^ 

>ncrc1372.seq 

GGCAGGCTCCTGTAATCCCAGCTACTCAAAANGCTGAAGCAGGANANTCACGGGAACCCGGGANGNGGGAGGTTGCAGTGAGCCAANAnGCAGTACTGCAnCTANCCTGGGGG 
NAAGTCTGTCCCT 

>ncrcl373.seq 

GAANCGCAAACnCGTACTmCTANTGAAGACNGCGTATGGCCACAGAAGnGCTGCTGACGCCTCTGGGTGAAAGAATGGAA^ 
GTCCGAATCAGTGGTGGGAACGACAAACAAGGmCCCCATGAAGCAGGGTGTCnGACCCATGGCCGTGTCCGCCTGCT^^ 

AQGGAG 

>tec1374.seq 

4iiCTCGGCCCCNCNGGGCCCGGGGTCACTCAACTCCTACNNNNNCTAGTCTACTGTGACTAGANAAAACCCTACCTACCnmTCCTACTGm 
TfliOOTACTAACTCTCCTCTGmACCTAGAAGACAGGTTAAGGAAATACTAGmCTTAn 

MtrAGAAAATCTGTGCTAGAACCTGTGTCTTAnCCTATAAGCTATGTGTTCAGACTGAAACTGGAGAAATOTGACTATT™ 

AMATATTTAAnGCTCAGTAAACTGCnAACTTCAAAGATAGnAnGACCTOTAAATAAATAmC 

/^NAAGTTTGATC 

M 

>ncrc1376.seq 

AStoGCCTGTCnCNAACCAAAGANGCAAGGTGAAAGCAGCAGTTGCTGATACAGAAGCTGCAGCAGGTOTCCAGAAGATCTAGC 
AS^GATmCAATGGAGATGAAATAGCCTTnGnGGCAAAAGATACCATGTAGGATmCCTAGCT^ 
T^STTAGGGGCGAATGCAGCTGGTGACTAAGlTGAAGCCAGTGCTCAmACCATTCTGAAAATCCTAAAGCCTTM^ 
A|^GTCTGGATGACAGC™TCTGTTAACAGCATGGnNCTGAGNTTTmNAAG^^ 

>|ibl379.seq 

AiSAGCACCAACnCNTCACCTTCAGGCnCAGTGTACTGGGTAACACTGACCCTGTCGnCTGCnGAGACAGANAm 
ApGGGGGGTCGGGGTCAGTATCCTGmGnATTGnAAATnGTATGAACCnAGAAAAGTOnAAAGTGCCA^ 

>ncrc1380.seq 

AGNTTCGGCNACGTCAAATCCTmCTAAAAAGCAGGGAGCAGAGCTCTCTCnCGCCGCCGACGGAGAAAGGAGCTGGGGAGGAAA^ 

GGGCAAGGCTTCTCATmCCCAGGCTGCTTCCCCTCCCGGGTGAGGAGCGTCCTGAGACTAAGGAAAGAGCCTGGAAAATGGAGCAGACCTGGAC 

TGATGGGGGAGATGGTACCCAGAACGAGTCACACAGCAGCTmcnAGTGACACTAAAGATCGAGGCCCTCCAGTGCAGTCACAGATCTGGAGM 

TGTGCAGACATAnCCnGAGAGCAmGAGAAACCCCCTCAGGTACAGACCCAGGCTCTTGGAGACmGAGAAGCACCTCAATGACCTGAAGAAGGAGAACnCAGCCT^^ 

CGCATCTACnCCTGGAGGAGCGCATGCAAC 

>ncrc1384.seq 

TNTNTGGCCCGGGGGGTAACAGACAGGGATTGACCATCnACTGnGTACAGGTAGCTGGTGGTGTTGGAnATCCCAnGAAGCTGGGACAGCTGTTCCmCTCATAGTGATM^ 
TGGGTCTGTTGTCCTCTAAGGAACGTGAAACATACACTTGTTAAGCTGAACCACGTAAACTTGAAATTGTGCGCACTGGGAGAAATGTC^ 
AGGCTTCCAGGGTCATGATGGGAI i 11 i lAAATAAATGC 

>ncrc1386.seq 

AACCCTGTGAAGACNCACAGANTGGCCAGGGCAGAGTATCAACGAATTTTCAGANGCCTCAGTTCTTCTCCAGATGNTGAGTCTGTTTACTGCACTACTGAAAAATACAAG^^^ 

ACATAGACATAATGATATGCAnATGAATGTATGACTCCTTGTCAAGTOCnCAGACTCAGATAAAGAGAAGACAATAGCATTTCrrCTAAAAGAA^ 

AAAAAGCTTCAGCAGAAAnGGCTAAAGAAGATAAAGAACAGAGAAAACTAAAGTnAAGCTGGAACTCCAAGAGAAAGAAACAGAAGCTAAAAT^^ 

TGAAGAAGTGTATTnGCGCAGAAGGAACGTGATGAAAGCTGGnATGTCTAGACTGCAAmGCCAnGAGGAGAGAGGATGAAGCAATTGCACGAGCCAAGCATATGGG^ 

TCTAAAAGTGCTAGAAAATATTA 

>ncrc1387.seq 

GATNCTGTTACCCTATCAAGCTGAAAATGTCACCACTANTCTGGAGATnCGACGTGnnCCTCTCTGAATCTGTTATGAACACGnGGTTGGCTGGAnCAGTM 
CCTTTCTTTT 

>ncrc1391.seq 

ACNGACGNGAACmGTCACCAGTTAACCTGCCTTGTGAGTGTGAGAANATGnAAATAAGTTCnCAGANAGAGGGAAAAATAATACAGGTCAGAANACTO 
GGAAGANCCnAANAAAAGAATAAATGAAGGTAAAATAAGANmATTTTTGTATTCTTAGTnAGCTAATAAAT^^ 

GTTGCTCATGGCTATAATCCCAGCACmGGTAGGCTGAGGCGGGTGGATCACAAGGTCAGGAGnTAAGACCAGACTGACCAACATGGTGAAACCCTGTCTCTACCAAAAAA 
CAAAAATTAGCCA6TCATGGTGGCATGTGCCTGTAATCCCAGCTACTCAGGAQGCTGGGGCCAGGAGTATCACTTGACTGGGA 
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>ncrc1392.seq 

AGAGMGATAGGGAMTTAGMGATAAAMCATACTmAGMGAAAAMGATAMmAMCCTGA^ 
>ncrc1393.seq 

CTAAGGTTTTGTTGTGnCTGnGAAGGTGCCATTTTAAATTnATTTnA 
CGGCCGAGCTGCCTGGCGGGGnGGCGCnGTCTmCAAGTAATTTTCATAnAAACAAAAACAM 

>ncrc1395.seq 

ATCCnGAGCCTGGGCAAGTGCACAAGTGTTmAAAAGAAACATGGmACTTGGACAAAACTGAT^^ 
AATGGTGAGAAmGAATTGGTCCCTCCTATTATAGTATTGAAATTAAGTCTACTTAAmATCAAGTCA^ 
TG 

>ncrc1396.S6q 

CACTGTANNCCCTnAAAAAAGGGTATGTTGAmGGTGCCAACnCCmAAAGCCATTGnCGGAAAAAA™ 

>ncrc1397.seq 

ATTGAACCGATGAAATATnNACTTTCnGTAACAGGAGAAAAGnATGACTGAnTAGGTATCTTGCGTGCAGTTnGGAAGTATC^ 
AGGCCAAATGACATGTAGTTTTmCCTTGTACAGTmGAAAACCTCATAAATCAAGAGAM 

>ncrc1398.seq 

AANAGNACGGGTCTAATAGATGGCTGGAGAGACAAmAAGTGAACCGCGCCGGTTGTGGACTGACmGATGCTCTGAGTGGCTCCCTCCTTCACGCGGCT^^ 

GAnGTCmGTCmCTTGGGACGTnACCTGAGCGCnGGTGCTGGTGTCGGGACCGGGAGATAGGAGTGTCTCAGGAGAGACCTGGCCGAAAACCGCGAGAAAGAAM 

CCTAGTGAAACTGCCmGGAGTGAGTGAAGAAAAACTCATCACCTGGAGTCCGTGTAAGCGCGGGGACAGGGCTAGCAGCGAGGGCAAAAGAGm 

GTATTTGCCGTTGGTGATTGAAGGGAATCAAACTTGACGTATGGAGCGAAGAAAGGCCrrGGAAAAACTGGCCTCATATmG 

GAJAACTACATAAAGAGAT 

>filc1399.seq 

QHTNAGCTGCAGCTGGTTCCCAGGAAAATGAAAGGAGTTCCnCTGGmTnCCnTCATATGAAAGTCATAGTTCCCAGCAGATGGC 

TWAAGGCCAAGGAATTATmCAAGTTGAmGGGAACAGGTGAAGAAACCAmGTAGTGTGGGAGTATmATTA 

(SfeTCAAAATAGTTTnrAACTGTCAGCAATTTAAAG 

>ric^1401.seq 

Gl^nCGTGAGmGAAGAACCGTTGGAACCTTGGGAGTCTGGmCTAGCCTTGTGGTATAGTGGGTATAAATmGT^ 

apACCTGTGGTAAACAATGTGTATGAAmAGGGATACCATTTAmGATCTCAAAnCGTGGGCTGAAGCAnCTGCCGACGTGGGGGTG 

CpCTGCGCGGAGCTCAAGGGATGCCAnTATTTG 

>ncrc1402.seq 

4iTGGAAAGCCCTCGGAnTGTCGTATGGGTACGGCCGAATAGAAATTCTGTCTGGAmAnAATGGACTTmGTAATAG 
AiffaAnGATCCTGGAGAAnAGAGAGTCACATGTTAAGACCAGTCTCAGTTGG 

(^tnCTCAAGGAAGGTGTCACTCATCTGATCACAGCGATTCACATCATATGCATGGAGAGAGTGAGCATGGGCATGGTGACAGGGA 
(^NGGGGGGGNANTnGTACAnGGTTnGGCAGATACACnGGCAGGATTGGTGTGATGGTATCCACAGTTCnATAGAGC 

>ii&1407.seq 

TSSCCCGGGAATGTATATGnAATTGTAAATATAGATAAGTAATGACATAATAGATGAAAAAGTC^ 
ApnTnGTCTCTGAATATGTGAATAACnGACnGCAnGATCTTTnACATATTTAAT 

>ncrc1408.seq 

AGAGGTGTCCTCTAGAAACACTGGACAGCTTGAGCGAACACGGAGTATCCCCTCTGTTGAGATGGAGTCAAGAAGCAGAGGCAnGGAAGAGAAGTGGCAGCA 
GATACCCTAAGAAGTCCAAnCCAGCCACCAGGGGCTCCACTCGAGGA 

>ncrc1409.seq 

GCAnCGTGAAGCTGACAGCAnCGGGCGGAGATGTCTCGCTGGGTGGCCnAGCTGTGCTCGCGCTACTCTCTCTnCTGGCCTGGAGGCTATCCAGCGTACTC 
TnACTCACGTCATGCAGCAGAGAATGGAAAGTCAAATnCGTGAAnGCTATGTGTCTGGGTnCATCCATCCGACATTGAAGTTGACnACTGM 
TGGAGCAnCAGACnGTGmCAGCAAGGACTGGTCmGTATCTGnGTACTACACTGAATTCACCCCCACTGAAAAAGATGAGTATGGCTGCCGTGT^ 
AGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmTGAAGATGCGGCAmGGAnGGATGAATTC^ 

>ncrc1411.seq 

ATGCAGGATTCAAGGAAGAAATTAGACCAGATGAGAAGTCAAGCTCGAAGTAGAAAATGTCATGATGAGAAAAATTATTAAAAAACAGGATGA^ 

TGCAGCAnCAAGTTTGATGCTGCAGGTGTTTGAGAGCTAGATGAAGATATGGACATTTCTGGAAnACAGAGCCCCCTCTACATTGAGCACAAGACAGTGACGAATCCACAn^ 

GCCAGAAAGTCACCTGTGAGAGGCAAATGTGTGATAATAGACAAGAGAGTGAGAGAATGATAACGAGATCTCAGGAAAATTGTGAAAATAATC^ 

ACTGGAGATTGCCCCAGAGGTGCAGTGGGCAGCCTAGGAGTGCCAAGCCATGATCTACAGCGAGCAGTCAAGGAGGAGAGAAGCAGATmCAGAT^^ 

>ncrc1412.seq 

CAATATGTGTCTTTTGGACTTCGGGGACTAATATCAAAAAATTAATGAGGACCAAAGmGAAmGATTGTCGAAGGm 

AGGATCACAGGTCAnGTAAAGTCAnCATTTAGACAAAGCGATAACTCAAAGATnmnAAGGGGAAAACCmATTCmGAGAGGAGACTTCAm 

AAAGACAGGATGAGGCCAATTAAACnGnCTCCAAAAmTATAAACAGCCTATAATATTAAATAGmAATCATCnGACGATM 

TTAAGGAGTGGGTTAACGCTCCAAGAAAACCnGnAATCTGACTCAGAGGCCCATATGGTAGTGTTGGATCACTGCCTTCGACATTAATC 

>ncrc1413.seq 

TGTTGCAGACATGGGAATTATATAGAnTGCACAGGATCAGCAGTTCCTGACnCTmAACACTTCAGAATCACCAnCCCATGCrrm 
TnAAAATATOCACTTGTCAACAACCnTATCAAGTCATAATOACTAAGTTCCCTATmACAACCATOGAGTAGTTACATCATTA^ 
ACCCAGTGAGAGGATGCTAGAGAGTOTCAmCAGGTAGGTTCATGCTmGCCTGAGGAGGCTAAnGGGTGGAGGCATGAmCGCTnGGCTAmAm 
CTTCAGCAGAGAAACAmACATGACTCGAGTAmTTTGGAATACAACmGAACAGAACAAACTTATCAAGTCATTGAT^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page448 of 776 



>nciTC1415.seq 

GnMTGTCAnGCTAAAAMTAMTAAMGCTAGATACTGGAMCCTMCTGCMTGTGG^^^ 

CAATAAAAAGAAATmGCCTGCCATmCAGAATCATCTmGAAGCTTTCTGTTGATGK^ 

TCAATAnTAGTAAAGCirnCTTTTnAATn 

>ncrc1416.seq 

AAnGGTGCCAGAGAAAACAnAmAATAGTGTCAGAACATGGAACTGCAACACAGmGTAGCAAGGC^^^ 
GATCATCTGCCATCCCCCAAACAGTGACTTCI 1 1 1 II ICTGGTGACTCCAGGCCTGAATGACCTAGTGTGGAGAGTTTAAACTATGTGC 

>ncrc1418.seq 

ATCNCAAATAAACACATTGAAGAGGGTAGGAAGAACTAGTmACnTATCTGTAmCCCCTCCCTCAAAGCAGCACTGCTCAGAGCCAAG^ 
AAGGGGGAAAGCAAGAGCATAGTAAGTAAGCACCCAGCTCCCCCAGCCATCCACAACACTGCCCAAGAGCCCCACTTCTTTCTCACCTCAC^ 

CTGAGAGATTGGGAGAGGCTGAGAGCAGGAAAGAGAAGCTGCTGGCCCTCTGAAGTGnCTACAGACTCCATCAGGAAGCCGATCCACGAGCTGCnGAGACACCTCA^^^^ 

CCCAAACTCTACACCCGGCACCCCCAGACTGAGTCCCTAAATGTGCCCCCATGGACAGTGAATGCAAGGGTAmTGTAGACAGCCA 

T 

>ncrc1419.seq 

CAGGGAATTCGGCNTTATGGCCGGACACAGAGGnCATGCCTGTAATCmGCACTTTGGGAGGCTGAGGCATGTGGAnACCTGAGGTCAGGAGnCAAG 

TGATGAAACCGTGTCTCTACTAAAACATAAAAATnGCCAGGCATGATGGCAGGTGCCTATAATGGCAGCTAGTCAGGAAGCTGAGATGT^^ 

GTTGCAGTGAGCCGAGATCGTACCACTCCACTCCAGCCTGGGCAGCTGAGTGAGACGTCCC 

>ncrc1421.seq 

GCAGACGCCACCGCCGAGGAAAAGCGTGTACTATOGCCATGGTCAACCCCACCGTGnClTCGACATTGCCGTCGACGGCGAGCCCnGGGCCGCGTCTCCTTTGAGC^^ 
GACAAGGTCCCAAAGACAGCAGAAAATnTGGTGCTCTGAGGACTGGAGAGAAAGGGATTTGGnATAAGGGnGCTGCmCACAGAAnAnGCAGGGm 
GTGACTTCACACGCCATAATGGGACTGGTGGCAAGTCCATCTATGGGGAGAAATmGGAAGATGAGAAGTTGATCCTAAAGCATACGGGTGCTGGG 
Gg^CCCAACACAAATGGTTCCCAGTTmCATCTGCACTGCCAAGACTGAGTGGTTNGGATGGCAAGA^^ 

>{Sc1423.seq 

C^^ACAAGGAAGCACTGGGGTGGAGCAAGAAGCTGAGAGAGGGGTAAGTATAGGTGAGGTGGCATAAGCATGCTGAGGAGTGTnCGTnGGATGAATTTGAG 
;®GGGGCTnCCCTACnGTCTGGCACCTAGCCCTGGGGTGAnAGGGCAGGTGGATAATGGCGAGGCGTGTAAGAGCCCAATAAAGGAGATGGTTGGGGTGTGA 
G(mGAmGTAnTGGAAAGCACACTTGGGGGCAAATGmTAATAnGCTAAGAGGTGACTAGnCTGGAAGGGGCAGTCCCTCCA 
dSfAGAGGGAAnGGAAGACATGGCTAAAACACGAAACCTCCACAGCCTGGCCTCACTGAATATCTAGTCTCATCTCCCTCTC^^ 

Ag 

>|^jc1424.seq 

GlATmAACACTAmTGGCAGnTACACATOCTTTTTGTmTCCTTCCTTm 

mTGCTCAGTTCTATmGAnTAnCAnAGTAnCACTTnACCmAAAGmACnGTAGCAAATATGmACATTGATA^^ 

OmCTGCAAATAAAAGGTGGTGCTATGATATATGCTTAAGGAGGACAGTmAATGATTGTACnGCATGAACACAATC^ 

GliATAnCAATTAGCnAAATAAGTTGCmGnATATTTTTAT 

>i&1425.seq 

Q||GGGCGAGGGGAGCCATGCCAA6GGTCCAGGCTGCmAGGCCATCTGTGCCCCACTCATCTGGGGACAGATGGTTmcm 
ClW^CAGTAAnAAmATATTTGTGAAAAATGCCACTGTCCTAGTGAmCTGATGTAAAT^^ 

>llfcl426.seq 

ATATCAGCTCTGCAAGATACATAGATATCCGCATTTTATGGTGACGGAGACTGAGGCnAGAGAAGTOTGCAACTOCCTAAGnACACA^ 
ACnAGACCCATCTGAGTCCAAAGCCAGTGCCCTGTACACTAGAGCACACTGTCTTTCnAGGnGGATCTAAAAAAATACTACCAGC 
ACCTAGTATTAAGTAGAGTATGCATGCTGCATAGTGGACTGAGGTAGAGTAAAACCCAnATTGTACCACTmAGGTAAG^ 
TTCCCTCCATGAACAAAC 

>ncrc1428.seq 

ATACTTCTACATAATAAAGTCCCCGTAGAGCAAACCCATGGCTGACATACTGAATGGAGAAAAGAGGAAAGCCTTTCCmAAGAAGTGG^ 
TTCCTAnCCGCATAGTACTAGAAGnCTAACCAAAGCAGTCAGAC 

>ncrc1429.seq 

CTGTAATGnGATGGCCGCCATCCTCATGACATCATCGATGACATCAACAGTGGTGCTGTGGAATGCCCAGCGAGnAAGCACAAAGGAAAACAnTCAATA^ 
TGG 

>ncrc1431.seq 

GAAGTCTGAGGACAAAAAGATAATGCACGATGAGATTGCCTAGCATTnATAGGATAmACTATGTAmATACGnAAGACCTCTATGAATGAA 
GTHAAnCAATCIGTAATAAAAATCTAACTAACTAACTCATTTATiTCTAn 

>ncrc1434.seq 

ACGATAAAGTnGCACAGTCTTACTTCTGTAGAACACTGGCCATAGGAAATGCTGI i 1 1 1 1 IGTAnGGACTTTACCnGATATATGTATATGGATGTATGCATAAAATCATAGGACATAT 
CTGAATAAAGCAATTAGCAAACCA 

>ncrc1436.seq 

AGAGCAGGAAACGTAGGGGGCGGCCACACCAGGCCTmCAGAGGCATGGAAATGTGAGGGAAAGGGTGTGGAGGGAGCTTCmCCCCTGCCCCGCACACAACCTAGA 
>ncrc1437.seq 

CmGGTGACTCTAGATAACCTCGGGCCGATCGCACGCCCCCCGTGGCGGCGACGACCCAnCGAACGTCTGCCCTATCAACTnCGATGGTAGTCGCCGTGCCTACCATGGTGACC 
AGGGGTGACGGGGAATGAGGGTTCGATTCGGGAGAGGGAGCCTGAGAAAGGGCTAGCAGATCGAAGGAAGGGAGCAGGCGGGGAAAnAGCGACTCCGGACGCGGGGAGGTAGTG 
ACG 
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>ncrc1438.seq 

TACMnGTGTACnAAATGMCCTCATnCCCnnAlTTCTGMTGGCnGTCTGAGAGGAMCAAMn 
AATAATGGCnCCGnmATmCTnCAGGTmGCTnAAATmGTmCCA^ 
TACTGAAGAAAAATCCAAACCnAAAGGAAATGTGCCCnGTATmATGGGTGAGGGGAAAAAGTACAm 
AACATTTTGTCTATTCCC 

>ncrc1439.seq 

AGTGTGGGGTGTGTGCAGGGCTGCATCCCGCAGATGGCTGGAATATTAAAAnCTTCTATATTGGCTGGTAAATTGCCAT^ 

CCCTCCCCTGGGCACCCGTCACTnCCCTGATCCTGCAATTAAAGGGnAATGTGTGGCATATGGAAGGGACTO^^ 

ATGTGAnGTCTCCTCCC 

>ncrc1441.seq 

ATAGTTAAAAACAAAGTAGAAAATATGTGATCTATOCAAATACTGGCAAmGTnmATTTGGATAGnCATAA^ 

nACATATTTGTmCTAATGCTAnGTGAACTGnGnAAmGTATACTCAmCTCTTCATTAAm 

ATAAAATTTTTTTG 

>ncrc1442.seq 

GGCAGTNCAGACACTTGAGCACACGCGTACACGGAGACATCTTGGGGCTGCTAnGGATTGACTTTGAAGGTTCTGTGTGGGTCGCGGTGGGTGCATGm 

CACnCAACGCTGGACGAAGTAAAGAnAnGnGnAmTTTnTCTCTCTCTCTCTCnAAGAAAGGAAAATATCCCAAGGACTAA^^^ 

GCAGGAATTTGGGAACTGAGCTGTGCAAGTGCTGAAGAAGGAGATTTGTTTTGGAGGAAAC 

>ncrc1444.seq 

AGGATnTnGTGCTTGATACATGGTATCCAGnTGCATAGTATCACnCmGTAATCGAGnGCTGTTAAGAATGATGTACTnAAAGGAAM 
TCCAGTGTCCATGCAATGAATTGCTGAGCATTTAGGAAGCAGCACCAAGTCTATTACAGGCATGGTGTGAAACTrGATGmGACCTGTGATCAAAA^ 
TJCTGmGCnCAAAATATGTAGAAnGTTGGnGATGAnAAnTGCGAGACTAACnTGAGAGTGTAACAGTmGAAG 
ATCnAGAATGTTACTAAT 

dnGAGGGAAAAGAAGAAGGAGAAAGGmTCAGTCCTTGGATGTTGGGGGCGTGGGGGTGGTCAGAGmAGGAAGGAGTACAGTAGAAGAAAAGTM 

dl^CTCACCTGCnTCCAGnTGGGCTAGAAGCAGTCTCAGGTATGAGAAAAGAACATGAAAGGGCTACAGAAAAGAACTGAGAAGGA^ 

IflCCACGTCAGCACGAGTTTGGCCAATGATGAAATGGCGTAATGAGTGAAAATGCCTTACT 

>Mc1449.seq 

T^^AAACTGAAGmGGAACAGTCATTGCTGACTnCTGACCAATTAATAATGGAGAACTTGAA^^^ 

hi 

^hcrc1451 S6q 

AjCCCnNAAmACCTCnCTCCTCAGAGGTATCCCATmATCTCAGCTTCCCAGmGACATCATA^ 
4e4TCCTTnGA™nCTTmGGAGTTTnCATATTCCTCTAAT^^ 

A^AGnAGTATCAATGGGmACGGCTAGTAAAATGAGATAACTGGGTATCTCAmGAAAAATGGGGCCCCAGAGGCAGACTAGATATCTCTC^ 
(llfAAACTGGATATCCCAAnCTAATmCCTGCTCmATATGAAGNAAGGATGTCTGCCmCCTC^ 

M&1452.seq 

yMf^TGGTCGGGGCGGGCAGTGGTGCCCCrrCCTGCAGAAGAm-CGTGCAGCAGTAGCGCTGGCGCCCATCTGCAGGAGCTGGCGGGCTGG^^ 

KftGTAACGCCTGnACACACAAACTGTTGTGGGnCCTGCCAGGCnGAAGAAAATGATCTGAATTTm 

dffrrTGGGGGGTAnCAANAGTGGGCTGGGCCCCTGGGCGAGACACAGCTACCTCTGTTGGCGTCT^ 

TAAAGTGG 

>ncrc1455.seq 

CAGAACAATAAATGTCTATCCTAATnAGACCCACTCCTAAAAACTCACTCATGGGAGCTCTGTGTGGAmGGGCCCCTCATC^ 
AAAGAAAAACmTCCAGGAAGGAAAATTGGATCGAACATTTCACCTCTCATAnAAGTCTGGCAATGATGACTAT^^ 

>ncrc1456.seq 

ATATGAAAGGCTTAGTTTCTOCAAATTCCTATGACCACATCAATTTAAGTACTGCATGTGAAAGCCACAATACAAGCGACTAACATATC^ 
TCACTGGCCACTGGCAGCCmCAGCAGATCAGTAmGTTCATTTAmGTAnCACCmAATAATGATATGCTATGAAAAACCTOGCATACCATCAGTCAnCT 
CTmGCATGGTGTCTNGGCTGTGTAAAGTACTGATAAAAGAACACAGTATTCAGCCATGCnTTCAGACCAGGAAAACAATnAATAGAA^ 
ATCAACAGCATTTTTGACAGCCCTCAAGCCATCCCTTACTGCATCTTTGATCTAAGTGTGGGCT 

>ncrc1457.seq 

CnGCCTTGGTTGTCTGGCAAGGACTnGTACCmGGGAGTTTnATGAGAAACnAAATG™nATCTGGGC™W 
TAAAGCAGTAirnTCnGAC 

>ncrc1460.seq 

TCTGAAACNTGCCCCTACCCCTmANAACTGAAAAGTGANGGTACCCGCCAAANGAANNTCTGCAGCANTCCTCAGACTCATCTCAGGANNCACTTAAGCAC 
GGGTmCTTCCCTNTAGCTTGCAACNGGACTCCTTGAGGCACCmTTAGAATTAGTGAGCCGCTAGGATmTATAGTATGCnTGACATA^ 
TmAGmAGCAGCATATCAGATCTCACAAAGAAATTTTAGGCTCGGmGGATGmCTAGTAAAAACAAGAAAATCCAGGC 
AGGTGCAAACTAAATAATATAGGTAGCAGTAAGGGTCAGCAACTCGTGCTnTCTrTGGnCAGNGATAGAGGN 

>ncrc1463.seq 

GGGTTCACAAATCTTTNNTGAATTATTAAACCTGTCCCTCCTCCTGGGnGCCAACTTAGTCTCTCAGGCTnGAAGTTCTGTATGATCTCTGTCTCCT^ 
GTATAGACTCGCAAACAAATAACAGCmCAAATACAACTTmCTATATTCCCACTACTAGTTCACTGGTTmCAT^^ 

TnCAATCTCTCTGmTCCCATCTCTGCTAAATACTGCTGACAGATAAAATATTCCAGAAGCATAGAACnACAACATCGCnCCTTAGACGGACAm 

GAATAAAGTAGAACCTTGmGCAnATAGGTACTCTGAAATGGGAGTCCnAATCCCTTTTCTGGTAAAGGACCTACAGATTGTCTA™ 

TC 
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>ncrc1465.seq 

GATNGMGTMmGTGCAAMmGGCmATGCCmATTGTCCGGTATAGTACCCACTMCCCTATGTGGCTAmA 
GCTCGCACCTGTAATCTCAGAGGTGTGAGGCTGGCAGATCACnGAGGTCAGGAGmGAGACCAGCCTGGCCAAC^^^ 
A6GTGTGGTGGCAAGTGCCTATAATTCGAGGTACTGGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGTAAAAAG 
CTGGGCGATAGAGCAAGACTCTGTCCCA 

>ncrc1467.seq 

TCTNGCCGGGGCCmTTTnCCGGCGrrCAAGANNTCGAAGGGAGGACGTGGTGGGTCCTCTGGTGCGAAAnCCGGAm 

GCTGACAACAGAGGAGGCAAAAACCTGTATATCATCTCCGTGAAGGGGATGAAGGGACGGGTGAACAGACTTCCCGCTGCTGGTC^^ 

AAGGCAAACCAGAGCTCAGAAAAAAGGTACATCCAGCAGTGGTGAnCGACAACGAAAGTCATACCGTAGAAAAGATGGGCGTGTnCmAT^ 

GTGAACAATAAAGGCGAGATGAAAGGTTCTGCCAnAGAGGACCAGTAGCAAAGGAGTGTGCAGACTTGTGGCCCCGGATTGCATCCAATGCTG^ 

TATTT6 

>ncrc1469.seq 

TNnGGTGGGTATTGTGnGACAGTGGATCAGAAACTTGGnGAATGGGTAGCCGTCACCATGAAAATCACAGGnCAGANTCACTGTCATCTCAGCAAA^ 
NnGGGnTGGACCAAGTCCTTACGTAGAGGTCACAGTAGATGGACAGCG 

>ncrc1471.seq 

CCCCGGGGACCTCGGCCCCTCCGGCCNGGGGAACNNNNNGNCCTCTGGCTGCAGTTCNGANCCCTGTCTTACCNGGGGACCTCNGAGACNGANTCAGGGCAACAGNTAGGGGGA 
mGTCTAGTACnTAAGTAAGACTCAGTCTAGGGTGATAGCAGAAGACCTGAAGACAAmGATAGATmAGTGATATnAAATAGTGAM 
AGGGGAGnGAAAGAGAAGGAAGAGTCAAGGATGATACnAAGATTmGGCTTGAGGAATTGAGTAGATGGGGTACCATTCAATAACAnGGACACTG 
AGATGGAGAAGnAAAGGGTCnCAAGATATCAAAnGGGGCAGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAAGCTGA 

>ncrc1472.seq 

Ti3TCTTCCAGACGCCNACNTCCGCACAAATmCCACTnAACCAGGAAATACTnCTCCTCTAAATGCCTGAANTCACTGTTGGAGANNCTC™ 
(MTGAnAAATCAATAAATAACTGAAAC 

>r^1473.seq 

a^CGCGATGGTGnGnGGAGAGCGAGCAGnCCTGACGGAGCTGACCAGACTTTTCCAGAAGTGCCGGACGTCGGGCAGCGTGTATATCACCTTGAAGAAGTAm 

diUACCCAnCCAAAGAAAGGTACTGTGGAGGGCTTTGAGCCCGCAGACAACAAGTGTCTGTTACGAGCTACCGATGGGGAAGGAAGAAGATCA 

yflGGAATAAGTmCAGATGGCTTATTCAAACCTCCTTAGAGCTAACATGGATGGGCTGAAGAAGAGAGACAAAAAGA^ 

>rigc1475.seq 

OMAGThWCCTGTGTTCACACTTCCACTGGCAAAAAnCAGTCACAGGAATGTACTTAGCTGCAG^^ 
;JeG$AAGAAATGAAAAATGGACACTGAGAGGAAATCAGCAGTCTCAGAGGTAATATACTOCACAGTTTm 
ATfeCAGTCCTCATGCGTCCCAACAAGAGGTAAATAGmATTAATTGTGTCATGGTATCmCCAGNAGTT^ 
fAC 

:^fc1480.seq 

cMtNACTCmAGAANATOCTCTGCCTGAAGGCTNTTGCCACCTGTCAAAATCTTCNNTACTTCmGCCTCTn^^^ 
#i^GGnCATCnATGGGACCnAAnTGTCTTGCATGGACATTTGTGATTCTCATmCTCA 
deAACACAGTTCCTGGCACACAACAGGTGnCAACAGATATTGTGCTCATTCAATAAATAmACTCGCmGm 
iSlGGAACCCAnCACCAACCACACAAGmGTTGGTGAGTATAAATGGGATAATGAATATn 

>|M;14S1.seq 

ATAAAAGCTAATCTCTACTANATTGGTCnGCAACAGTTTTAAAGCCTCTGCATAAnGATAATAAAAATGCCT^^ 
ACGTAGATCmGTACAGnGACTTTnGACATAGCAAGGCCAAAAATAACmCTGAATATT^ 

TTCAAAAGAACnCATCATTGTACAACTAACAACAGTAACTAGCCCnAAnATGGTGACAGTTCCTTATTGGTGNGNGNGGAGA™ 
TCTTCTCCACACACCCCATCACCCAGATAAmACAGTTCTGnAACAGTGGAGGnGGATAAAAGTATTACTGATAAAAAA^ 

>ncrc1482.seq 

TNmNGCCGGGGGAACCCACGCCTGCnGAGNCTCTGGACCTGCNTCCTACCACCAACTCGTCCAACTGACAAGCCCCTrGCGCCCTGCCTCTCCAGGATC^ 

GTAmGGTACTGnCCTGnGGCCGAGTGGAGACTGGTGnCTCAAACCCGGTATGGTGGTCACCTnGCTCCAGTCAACGTTACAAC 

AAGCTnGAGTGAAGCTCTTCCTGGGGACAATGTGGGCnCAATGTCAAGAATGnGTCTGTCAAAGGATGnCCGTCGTGGCAACGTO 

GGAAGCAGCTGGCnCACTGCTCAGGTGAmTCCTGAACCATCCAGGCCAAATAAGCGCCGGCTATGCCCCTGNmGGGAnGCCACACGGCTCACAnGCA 

AGCTGAAGGAAAAAGATTGA7TCGCCGTTC 

>ncrc1483.seq 

TATGGGCGGGCGTCTTGANANGAANGAGTNAGCCATCGCCAACnGTCTCTGTAGAAGCTCCGGGTGTAGATTGCCTTGCACTGTATCAmCATGCmGATnACACTC 
GAGGGAACATCCTGCTGCATGACCTATCAGTATGGTGCTAATGTGTCTGTGGACCCTCGCTCTCTGTCTCCAGGCAGTTCTCTCGAATACmGAATGnGTGTAACAG™GC^^ 
CTGGGGTTTATGTGAACAnCCTATCAATCCAAATTCCCTCTGGAGTnCATGTOTGCCTGTTGCAGGCAAATGTAAAGTCTAGAAAATAATG 
TTGCTTGGTTCATTTTTTTTTGCCnTTAGTTAAGCATGACTTTAGATGGGGGAAGCCTGTGTATCGNGGGAGAAACAAGAGA 

>ncrc1484.seq 

GGANTONCCTGCACCCCTAGACCCNANGGGACCCTAGNAGACTCmCTAGANCNCTTTCAATTCCTGGCTACAGAAATAAACAmCTmCCTCAGCACnGGCTCNTTC 

ATAGGCAATATAnAGGCCACAAATGAAGTGmAAAAATTCAAAATATAnGAAATAATAnGCATATCnCTCTGACCACAATGGAATAAAA 

GAAACTATACAAACACCTGGAATATGCTCCTCAATGACCAGTGAGTCAATGAAGAAATTAGC 

>ncrc1486.seq 

AGTAAGAAAAACAnATTGAGGAAAATTAATATCACAGCATAACCCCACCCTnACATmGTGCAGNGAmTmTTAAAGTC 
TrrCATCTCATTAATTGAATTAAAACGATTACC 



>ncrc1487.seq 
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GCNAGCTGGGMNGTACACGCCTGTGTMTNAGANACCnCTCGACMGTACNAGCTGATGmCTCACNGTNGCCnACCACn^^ 
>ncrc1489.seq 

GAGNGGCGGTTGGCTnGnGGGTGAGCnGnTGTGTGCCTGTGGGTGGACGTGGTTGGTGATTGGCAGGATCCTGGTATCC^^ 
CC™CCGGCAAGACCATCACCCTTGAGGTGGAGCCCAGTGACACCATCGAAAATGTGAAGGCCAAGATCCAGGAT^^ 
AGGCAAGGAGCTGGAAGATGGCCGTAGTCmCTGACTACAACATCCAGAAGGAGTCGACCCTGCACCTGGTGCTGCGTGT^^^ 
CCGGCNAGACCATCACCCTGGAANTGGAGCCCAGTGACACCATCGAAAATGTGAAGGCGAAGATCCAGGATNAAGAAGGCATGC 

^ncrc1491 sec| 

GCmCCACnGGACGCTGCAGAATGGCTCCCGCAAAGAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCATCAACGAAGTGGTAACCCGAGAAT^^^ 
GCATCCATGGAGTGGGCnCAAGAAGCGTGCACCTCGGGCACTCAAAGAGATTCGGAAATTTGCCATGAAGGAGATGGGAACTCCAGATGTGCGCATTGACACCAGGCT^ 
CTGTCTGGGCCAAAGGAATAAGGAATGTGGCATACGGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGGAAAGAnCACCAAATAAGGTA^ 
CCTGnACCACmCAAAAATCTACAGACAGTCAATGTGGGATGAGAACTAATCGCTGATCGTCAGATCAAATAAAGTTATAAA^ 

>ncrc1492.seq 

TGGGGCGGGANAGGTAGAANTGTAAAGGTTGTCTGATCGTTGAAAGCATGAAATGGATACnATATGGAAATTCTGCTCAGATAGAATGACAGTCCGTCA^ 

GGGAGGCATCAGTGTCCTTGGCAGGCTGAnTCTAGGTAGGAAATGTGGTAGCCTCACmTAATGAACAAATGGCCmATTAAAAACTGAGTGACTC^ 

CACCTGGAAGCATnGmCTACnTGATATGACTGmmCGGACAGmAmGTTGGAGAAGTGTGACCAAAAGTTACATGm 

>ncrc1493.seq 

ATAGCTGATCAGTTTmCCCTGGAAGCAmGTnCTACmGATATGACTGTTTnCGGACAGnTAm^ 
AAAGTGTATATTTTTTCA 

>ncrc1495.seq 

TCTTAACGTGAACCGTCTGTTCNTTGTTmACCTGTTTTGGTTmGCAAGTAGTACnAAmAAAGTGTGAACnAATATATA^ 

TJATGTGGTTGTAGTGCATGTCnGGAGnAAACTCTTAAGTATGAAGAAGTAAAATAAmGAnGmGTGnACTM^ 

Ti^TAAAAGAAAAAAAnnGAATGTT 

>fSc1496.seq 

dkigGGTCnATTTTTGTGGTAGATAGCAACGATCGTGAAAGAATTCAGGAAGTAGCAGATGAGCTGCAGAAAATGCTTCTGG 
;^CAAACAGGATnGCCAAATGCTATGGCCATCAGTGAAATGACAGATAAACTAGGGCnCAGTCTCnCGTAACAGAACATGGTATGTTCAAG 
Q^TGTATGAAGGACnGACTGGCTGTCAAATGAGCnTGAAAACGTTAAATGAAATTGGATATCTAACCAAGGACATGmGTAAA^ 
Gt^TCCTTGGGTTAnAAACAGTATCT 

>ISc1497.seq 

^^ANnNAGAGAGAAAGGGCAGGAAGACCCTTACTACTGTCCAAGGGATCGCTGATGAmCGATAAAAAGAAACTAGTGAAGGCGm 
AiCfTGAGCATCCGGAATATGGAGAAGTAAnGAGGTAGAGGGTGAGCAACGCAAGAACATATGCCAGTTCCTCGTAGAGAnGGACTC 
TimTAAGTGCnGTGGCTCACTGAAGCnAAGTGAAGGAmCCTTGCAATGAGTAGAAmCCG 
0S@GTCCGCTmAACTTGGACTAGTGTAACTCCnCATGCAATAAACTGAAAAGAAG 

>Jv^1498.seq 

(IC^GTATATGTATCGGAmCTTCAAAGAAAGAACTTCTmAAAGAAAGAAAAGAGGAGGACTCTC^^ 

(^CCTTGAAAGGCAGCAGGGTGCCCAGGTGAAGCTGGCCTGTTnCTAAAGGAAAATGATTGCCACAAGGCAAGAGGTTGCATGm 

TMTGCTGCTATGCCTCTTGGATGCACACmGTGTGTACATAGnACCmAACTCAGTGGTTATCTAATAGCTCT^ 

CESCCTGTATACATTmATTAAAAAAAATGTATGGGTTATGTATAAACATTGW 

iU 

^ncrd 500 seq 

TCG6CNNTTmGGCCGGGGCAGTAGGCTnAACGACAGANTANmGTGAATAGnGCTAAGATA™GGTGAGCAnGC 

TTGGGAGGCAGACAGnGAGAGAGAGGTAGCAAAATGTTAATGACTGGTAAnGGTGAGTGCAGGTAAAGGATATATGAGTGnCA™ 

AAAACATTTTTTmAAGnGAGGGCATCACTAATCATGAGAGAAGTGCAAATCAAAACCGCAATC^ 

GATGCTGGCAATGCTGCAGAGAAAAAGGAAncnAAACACTGTTGGTAAGAATCTAAmCAGTnAGCCACTGTGGAAAGCAGm^ 
ACCACTATTTGACCCTACAC 

>ncrc1501.seq 

ATATAGACTCTGGTGnCTAnGCTGAGAAGCAAACCGCCCTGCAGCATCCCTCAGCCTGTACCGGmGGCTGGCTNGGTTGAnTCAACATGAGTGTATT^ 
>ncrc1502.seq 

GTGGTCCTCCCTGAAATAACGCATTCGAAATCCTGCAGTGCAGTATATmTCTAAGTmGGAAAGCAGGTTTm 
AGAATTCCTAGACTGAAAGAACCTAAACAAAAAAATAnTTAAAGATATAAATATATGCTGTATATGTTATGTAAT^^ 
GTCTCTAATAC 

>ncrc1503.seq 

AGACNTGTACAACTAATACTCTACCCAAACTGGTmACAATGCTGAAATGGAAAmACGTCCTGAGAATATGAAGAGAGGGTnACACACCTCA^ 

GCTATATGACAGCTATAGGACTCAAGnATAAGGAATAAGAGCCAATAAAnAATAGTGGTGAAAAGGGACTmGTGAAAATACm^ 

ATGTAGG 

>ncrc1504.seq 

AGGAAAGGGCAATTGAGAAAATGACAGCTGCCTTTCATTGTATTAAGTTGATTCATTCAACAAATAmGTTGAGCAAATACTATC^^ 

AAAAATATGAGnAGTTGGTGTCCTCAAAGAAGTTAAAATCTGGGGAGGCAGAAAGCAGCATTCCAAAGAACTAAATGTGCTCATCGGCAmGAGG^ 

CTGTGACCCCAGCACmGGGAGGCGAAAATGGTAAGATCTCnGACGCCAGTAGTTTGAGAGCAGCCTGGGCAACATAGCGAGA 



>ncrc1505.seq 
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GGGTGTGGGGAGCAGTGGGTCAGGAAGTGGGAGCCAGAGGmGACTCACmGCmAnmCAGGCTACAATACAGGTCAGAG^^ 

GGATGTGACAGGCAGTCCAGCCTGACCmCTGCACACTCCAGACAAACnCCCAGACAAGCTCCmGTGCCTCTACGTC 

GGGATTTGCTCT 

>ncrc1508.seq 

AACCGCmACTAAACGCAGACGAANAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGM^ 

CGAAGAAAAGAATAGAGAAGATAGGGAAAmGAAGATAAAAACATACTmAGAAGAAAAAAGATAAATnAAAC^^ 

AAAAGCTAAGGGCAAAATGTGC 

>ncrc1509.seq 

AGCTCTTAGTAAGANTACACATGCAAGCATTCCCCGTTCNAGTGAGTTCACCCTCTAAATNACCACGATCAAAAGGGACAAGCATCAAGCACGCAGCAATG 

CCTAGCCACACCCCCACGGGAAACAGCAGTGATTAACCnTAGCAATAAACGAAAGTnAACTAAGCTATACTAACCCCAGGGTTGGTCA^ 

ATTAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTTmAGATCACCCCCTCCCC 

>ncrc1510.seq 

CTACTGAAAATAAGANTCTGANTATAAATTTGTmCTCAAATAmGCTATGAGAGGTTGATGGATTAAn^^ 
CnCCAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 

>ncrc1511.seq 

ACTCATGAGCTGTCCCCACAnAGGCnAAAAACAGATGCAATTCCCGGACGTCTAAACCAAACCACTnCACCGCTACACGACGGGGGGTATACTACGGTCAA 
GGAGCAAACCACAGTHCATGCCCATCGTCCTAGAATTAAnCCCCTAAAAATCnTGAAATAGGGCCCGTAT^^ 

>ncrc1513.seq 

GTCTATTATTCTGnAGnACAGTCCTAACCAAGTAAACATGAAGCACAGmGTTTmCTGAGAGTGnCTmCTCA™ 

TnCAAAAGAnAAAAATATAATTTGnGAAAAATACCTATGTAGAACATACATCAGACACAGTTCATACTGTGTm I i II lA 

QCPTGmATCTTTmAAAAAGnACTGTAAAAATACTGnTAnATTCAA^ 

>tpc1515.seq 

G^TNnNnAGAAAAAGAACAGAAACATGAGTTAAATATAACTATGATGTTTCCTAATCTCAGAACTATOTTAAC^^ 
4lTATAmATTTTATAATACTGAGGmGGGCnCTGnGAAAC^^ 

5|#c1516.seq 

TCf^CCTGTGGAGCAGCCTTCTATCTACCTGACTCCTGAGGNGGCTGCCGTGGTGTCATnCTGTCATTCCGTGC^^^ 
Q^TAAAAACTACCAnGGACCTAG 

>||clc1517.seq 

GGAGGCTGGCACCTGAimGTATCCCGCTGTAGCAGCAmCTGAAATACATAGGC™ 

A|§TTGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAACATATGTGAnGnCCATAATAAACTO^ 

y 

>it;lc1518.seq 

G^STAAACnGGCTATGATmCTGnGGGCCAACTCCCCATGCCCCTGAGAAACACATO 

Tf6GGAGGCCGAGGTGGGCGGATCACAAGGTGAGAAGATCGAGACCATCCTGGCTAACACAGTGAAACCCCGTCTCT^^ 

(^GTAGTCCCAGCTACTCGGGAGGGTGAGGCAGGNAGAATGGCGTGAACACGGGAAGGAAGAGCTTGCAGTGAGGGAAGATC^^ 

Ai|«5|ACTCCATCCCG 

4lfc15l9.seq 

CAAGTGAAACATTCAATGCmGGCmCAAGAANGACAATGAGGAACAGTGTGTTCAAAGTGAAGGATTATTGGAAAAX^ 

TGTCTGAGTCTCTGTGGCATGGmGGGAACACAGGAAGGGTACCGATTACCAGAAGCAACCATGGCAGGCGAAGATCTCAGTCAnCGCCC^^ 

GGGGCTGTGGTGTCTGAGTACTnGTGCTGACAGCAGCACATTGTTTCACTGTGGATGACAAGGAACACTCAATCAAGGTCAGCGTAN^^ 

>ncrc1520.seq 

ATCTATTGGAGGACATGAAGCAmGAGTGGGmCTnATnAAAAAATTATTCTACTGGAGCTGGTGAGAAATA^ 
ATGGGAGAAmAATnACCTnAAGAmCATmAATGGTGGCAAAAnATACAncnAGAAGATGTAAAm 
TmCTTTnGAAAAAAGGCATTAGnGTAGTCATGGACAnAAATGGGCCATATATGCTTATCAAT^ 
GTGGGGGGGATGAAAACCnGGGTTG 

>ncrcl521.seq 

GGCAGGAAGTGTGTGTGTCCTACACAATGGTGCTATTGTGTGTCAAACACGTCTGTATmTTAAAAGATGAATTGATAnAAGAATGAAAAGA™ 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 

AAAAAAAAAAAAAAAA 

>ncrc1523.seq 

GGCAGnCGGCGGTCCCGCGGGTCTGTCTCTTGCTTCAACAGTGmGGACGGAACAGATCCGGGGACTCTCTTCCAGGCTCCGAGCGCGCTCCGATTTCCTCTCCGCTTGCAACCT 
CCGGGACCATCTTCTCGGCCATCTCCTGCTTCTGGGACCTGCCAGCACCGTTTTTGTGGTOGCTCCTTCTTGCCAACCAACCATGAGCTCCCAGATTCGTCAGAAnATTC 
CGTGGAGGCAGCCGTCAACAGCGTGGTCAAmGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTAnTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTT 
CnCCGCGAATTGGCCGAGGAGAAGCGCGAGGACTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCGGCCGCGCTCTCnCCAGGACATCA^ 

>ncrc1524.seq 

GTACAGGAAAACGTGGCTGAGAAGACCTCAGGAAACTOTAATNCTGGTAAAAGGGGAAGCAGGCATGTCnAAATGGCCAGAGCAGGAGGAAGAGAGAGAAGGGGGAGGTGCCA 

ACACTmAAACCAGATCTCATGAGAACTGACTATCACAAGAACAGCAAGGGGGAAATCTGCCCCCATGACCTAATCACCTCCCACCAGGCCTTACCTC^ 

CAACATAAGACTTGCATGGGGACAGAAATCTAAAACATATCAGAGG 



>ncrc1525.seq 
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CAGMTACTAnAGMTCTGATGMGACAGACnCTTGnGTAmMCCGAGGAnGAnCTMTGACAGAGTCn^ 
GTGACTGGAGATnAGTAGAACnCTGTCAATATncmCGGTmGAAGTCTACACGCCCTOTC^^ 
TnGCCCATAAACTGnAACTCTTCTTAAnCCTATAGTCCTCCAGAACnAGAAATGCCTGTnAGATGTOT 
TTCCCmCTACAACACAACCATTGTACnACCATCACAGTAATATACCAATGTCTCTTGGACCm 

>ncrc1527.seq 

CGACAGTACTGGGGAAAnAmCTGTTAGAATGGTAGGCCCmAGAAATmACCATGATT^ 

TCCTCTATCACTAGTATATAATTCAGGAATAAAAAGAAGGCCAAAnATAAACTATGGAGmATATOTCTGC^^ 

AACATAAnAATCACAnGAnAATGACCTGAATTAACTGCTTGAAmAGTCAAAmGnGA^ 

>ncrc1529.seq 

TAATmcmCTGTTGATTGGGATGGGGATGTAATATGCTGTATCCmCTCCCATTCCCTGCmTCCCCAAATGGTGCATATTm 
TCCCAGATTCTTAATAGGATCAGGAAATGACTGATAACTTmCCAGCTTnCCCAAATTGATATGCATATCTCTTCTGTGATAGT 
GCCTGCCACTGGCAnGGAAACCTCTGTGGGTACCACnGTCACAGTCATGAGGCTGCAGGACTACTCTGACTCTCAGTGGACCCCnCTCTATAGC^ 
GGTGTGGCCAATATATGAATCnAAGATTCTTACGAGTTAAnACCTGnAAAAGAAAGCTAGGAGGGTGAT^ 

>ncrc1530.seq 

GAGCCCCCCGGAAGAAACCGGNANAGGAAGCCAGCTTGGTCTTGCTCTCTGCCTCGTCCCAATCCCCGGCTCmCCAAATGCAGATCCGTO 
CATGCATCTCATACCGCACAGCCCAAATTTCTACAACTTGTCCAGGTGCAGTCTCCTCAGAACTACAAAGCAAGAAAAGATCACCTTTGGGCTC^^ 
CCCGGAAGGCACAATGACCAGGACAGTACCGAGCTnGCAGCCATATTGAACTCACCATCAACTCAGGACAnCAACTCAATCAGTC 
GAAATACAAGGAAGCTGAGCCTTCACAAGGTCGAACAACACATnGATGCCATGCAACTGAGAAAGTGGTO 

>ncrc1531.seq 

CTATGACAATGACTAGCAGTCAACTTTGGTGATTCTGGTGTGTTCAmNGTGGCAATGTGAAGTCTGGATmAATTGGCATG™ 

TATTATCATTTGnATGAAATCCCAG™TCnTACAAAGTGmAAAGnTGAACATAGAAAATAATCTCTCTGCTTAATT^^ 

TAAATATTCCATnCCGCTnGGCTACAAnATGAAGAAGTTGGAAGGTACnGTnTAGACCAGCAGTAAATAATCCTCCnC 

>iffifc1532.seq 

GASAATGGTATATTTGAAGTGnAGmCAAGCTGATATGGCnCTGAAGAACnGTGTGAGATCACCAAGAATAGnAATGmATGATAGAGA^ 
ApCCTACAATCCCAGCACmGGGAGGCCGAGGTGGGCGGATCTGnGAGGTCAGGAGTTCAAGACCAGCCTGGCCAAC 

>fflc1533.seq 

TCTkAGAGNTACCTTAmTTCTAGATAAGCAAATATATATAnAGAAAAGTTnTTGTATGAACTAAmnGCU 
C,(STTGAGAACAGAGGCTCTGTAACTATCCGGGTCTGG™GTGTCTTTmGGG™TCA™GGNGTCAGTTm 
/sil^GGGGCCCTATGACATGAAGTCTGTATAACTATCCTAnTGGNGGGTTTmCANGCTGTCATTAGAT^ 
TigGAAAATAAnGTCTTTTTTGCCACTTATTGAAATG 

>flcrc1535.seq 

CliiCATATGnGAGCCACCnGCATCCCAGGAATAATGTGTAGnAATCATGGTGGAmGCTTmGATGTGGT^^^ 

TfflTCATCATGAATATTGGCCTGAAGmCTmCnATTGTGTCTCTGCCAGGTnCTGTATAAAAA^ 

T|ffi5TAATAGTnCAGTAAGGATnGGTAGT^^ 

>fflc1536.seq 

G^CCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCmGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGTAC 
TliTCAGGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCTNGGGTnCATCCATCCGACATTGM^ 
T^AGCAnCAGACTTGTCmCAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAAnCACCCCCACTGAAAAAGAT^^ 
AGCCCAAGATAGTTAAGTGGGGATCGAGACATGTAAGCAGCATATGGGANG 

>ncrc1537.seq 

GGAGGCGGATGTGACGGCCCGmGCAGCCGCCGGCAGCTACTGCAAGGCAAAAGCCGGAGTGGACGTGTCTmGAAACTGCTGCTCmCACTO^ 

CAGCACGCAGGCTGAACTCTGTACCATnGGAAGAATGGAAGCTGATGCATCTGTTGACATGTTTTCCAAAGTCCTGGAGCAT^^ 

TnGGATTCTGAAAnCAAAAACTGGATCAGATGGATGAGGATGAAnGGAACGCCTTAAAGAAAAGAGACTCCAGGCACT 

>ncrc1538.seq 

GTGTGTTCAACGACTGCCGTNACATCATTCAGCGCATGCACCnCGTCAGTACGAGCTGCTCTAAGAAGGGAACCCCCAAAmAATTAAAGCCnAA 
ACGTAAnGTACAAGCAGTTAATCACCCACCATAGGGCATGATTAACAAAGCAACCmCCCTTCCCCCGAGTGATTnGCGAAACCGCCm 
ATTTAGAAAGCTTAAGGCGGCCTACAGAAAAAGGAAAAAAGGCCACAAAAGTTCCCTCTCAOnTCAGTAAAAATAAATAAAACAGCAGCAGC 
AAATGAAATAAATATTGTG 

>ncrc1540.seq 

GCAAGCAACAGCGACGCGAGTATGGCAGCCACCACGGGCTCGGGAGTAAAAGTCCCTCGCAATnCCGACTGTTGGAAGAACTCGAAGAAGGCCAGAAAGGAGTAGGA 

AGTOGCTGGGGTCTAGAAGATGACGAAGACATGACACnACAAGATGGACAGGGATGATAATTGGGCCTCCAAGAACAATnATGAAAACCGAAT^^^ 

GACCTAAATACCCAGAAGCACCCCCCTTTGTAAGATTTGTAACAAAAAnAATATGAAT 

>ncrc1543.seq 

AGCAATATATAACACAGTATATGCTTTnTATATATTCAATGTNAGCCCAAGNCTGAAmACATTGTGACTAAAGGCAGCACATAAGAT^^ 
TGAGCTAAAmGAATTTCTAACTCTOTATTGTGGTCTTTTAAATGCCAAmCAGTCCCmCTGGAATTCTAACTGTAA^ 
™TTAnGGAAnCAGACACTGnc™CCGTGTnGTTnTAATCAAATA™CCTAAAAATGTACAAAnAGTGAAATC^ 
CAAGTAnGGGTACA 

>ncrc1544.seq 

GTCTGNGCATCCTAGGAAACAAACTGAACGTAGGAAACCTGTCGATGCnACATCTTACTGAGTCTGmGAACTCATGCTGGAGAGAAATGCTATGAAT^^ 

CmCAmTTTTCCTCGGGCCTTACTGAGCTTGTGAGCACAnGGATATAAATGCACGTCCTCTGGCTGTAAGGAATGTGTTGAAACCm 

GTGATCTCACAAGTGTGAAAAATCnATGAATGTAAAATGTGTGGAGATTCnCTnGTTmAGCnCGACm^ 



> 
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^ncrc1547 secj 

MTACCAAGTGnGTTGGAAAmAnACTMAMTMTGAMTCTGATCTCAGACmCAGAAA^ 

AGnGGGGTGAAATATTnCAGTGAAmCTACTTGAAACAAGAGTAAAGGTAGAGCTGGCACAATGGCTCATGTC 

TTGAGGCTAGGCGTTTGAGACCAGCnGGGGAAGAAAGTGAGACCCTGTCTCTAC 

>ncrc1549.seq 

AACCCTNNmGGGAACAAGAGAGTmNnCTTTmAGATNAAACCATTCTGT 
nCCTGCTCGGGCTGTNTGCTGnGGCTGGTAATAATATATnGAmAAATGCTGmGACTGTGCTA^ 

^ncrcl551 secj 

GAAGCACTGTATGTGTTCATGAAGTCnAANTAGAGAAACACCTGmCCCCAnGCnCTCTCTCCnCCCCACACCCCTGCAC^^^ 
CAGAGGGAGAnGGCACTGCAnGCCAGTACnCACCCATCTATACCCCTCCACC 

>ncrc1553.seq 

GAAGCATCAACATGGNAACCATCTCAGGAAGCCGCATCGCCTCnCCGAGGTCCTCACnCCAGGAGCCTGTCCnGCAAGATGCAATCATCGnCCTGCm 

TGTGTAGAAACCCAnGTGATTAGCTCCAAGTGTAAAmGGGTCAAGGAGACAGAATAATAATGGGAATGTGGGAGnCGACACCATAG^^^ 

CATCAGCGAACAAGTCGGCGCTTGAATTGGATTnGAGGTTATmAACCATGGAATOimTATAGAAGGGGA^ 

>ncrc1555.seq 

NATTCGAGGGCGGATCCTCTCTGGCGTGGTGACCAAGATGAAGATGCAGAGGACCATTGTCATCCGCCGAGACTATCTGGACTACATCCGCAAGTACAACCGGTTCGAGAAG 

GAAGAACATGTCTGTACACCTGTCCCCCTGCnCAGGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCGTCTGAGCAAGACAGTGCGCTTCAACGTGCTCAAGGT 

CACGAAGGCTGCCGGCACCAAGAAGCAGnCCAGAAGTTCTGAGGCTGGACATCGGCCCGCTCCCCACAATGAAATAAAGTTAT^ 

>ncrc1556.seq 

AGAAGGGAGTATGACGAAGGGAACGTCATCGCnGGAAAGCGTCGCAATAAGACGCACACGnGTGCCGCCGCTGTGGCTCTAAGGCCTACCACCTTCAGAAGTCGACCGGTGG 

AlffGTGGCTAGCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGCCAAGGCTAAAAGACGAAATACCACCGGAACTGGTGGAATGAGGCACCTAA^ 

qgTGGATTGCGTGAAGGAACAACACCTAAAGCGAAGAGGGGAGGTGnGCAGCATGCAGnCATCnAAGAATGTGA^ 

>libl559.seq 

apgTACTAnACTGGTGGATAGCTGGCCTAANTAGCTTGTAnTATAAATCTGACAGCCTAG™^ 
>f{cbl561.seq 

AGaGAGGAATCCTrGTATGmCCCAGGGTGCTCTCCAACCCCTGGCCTCAAGTGATTCTCTAGCGTCGGCCTCCCAAAGTGTTGGGAm 
/slikTGGAATmATGTAACTCmCACACAGGCTGCTATGTAGCTGATAAGGATAAATGTmCAG 

w 

>ncrc1562.seq 

A%TGAAACTmCTAGNAAnATTTnCACTCTAAGTCATGTATGmCTCmGAnAmGCATC^^ 
>|[ffc1563.seq 

GKJTTAGCCTAGnAnATAAAAAATATCTAGGCAnGTGGATATAAAAGTGnGGGTAnCTACAACTO 
A#rAAAAGTTATATTGGAAAACATGGAAATATTAAAATTnACACTmACTAGCTAAAACATA^ 
dfiACAACAAATGAATATAACACTATAACACnCGTATmCCAAATCnAAmGGAmAAGGAAGAA^ 
AgTGTCTACATGAAGnTACAGATTGGTAAATATGACCTGCTCAACATGTAAnAmAATAAAAG 

>lifefc1564.seq 

NAnCTGGAAGGTTTCATAAAAGGAAGATACnGATGAAmGAAGTnGAGTAGGAAmCAnGGTGAGA^^ 

TAAAAGAGTGTAAAATGGGATGATAAAATATCCACTAATCAAATCTGATCTGTCGGGTAGGAAAGAGAGATGGAAAGCTAAAGA^^ 

AAGTnGATAGAACAGTGGmATTmCTTCAAAGTGmATTnAGGCnAGAA™ 

>ncrc1565.seq 

GTGGCAGGAGGGTGGTATGTCTGCAGTGGTCTGCTGAGAAGCTGAACGnCTGTGGCAnAAGTGTAGATGGGGATrGGGGACAGTGGCTCACGCCTGTM^ 
GGCCGAGGTGGGTGGATCATTTGAGGTGAGGAGTTCTAGACCGGACCAACATGGTGAAACCCTGTCTCTACTAAAAAT 

>ncrc1566.seq 

NATGTGTAAGTATOCAGAAATGAGAnGTAATATAmATAAnCTCTAATTGGTGTTGTCAGGGACAAAGAAGCTATGTGTAmTACCTCAA^ 

TGGTGTCTGTTATCCCAAAGTmGTATAAACTGGTCCGAGACTCATnGTATCACAnACAGATGTAmTTGATAGCTAATAT^^ 

mGnAGTAmAmnGnAGAGAAACCCTnGTCCTATTCAAGGTGTTGCTATGGATTCAACCnGGAAAGGm 

>ncrc1567.seq 

GGGTGGCGGTTGCTATCGCTTCGGAGAACCTNCTCAGGCAGCCAGCTGAGAAGAGnGAGGGAAAGTGCTGCTGCTGGGTCTGCAGACGCGATGGATAACGTGCAGCCGAAAATM 

AACATCGCCCCTTCTGCnCAGTGTGAAAGGCCACGTGAAGATGCTGCGGCTGGCACTAACTGTGACATCTATGACCTm™TCATCGGACAAGCGCGTGAACCAT^^^ 

ACTGGATmGAAGTCAGCGnATGmTTmGATACTTTTATATGTACTCAGACnGATCGATTAATGAAGTGGTTATm 

>ncrc1568.seq 

CACAGCAAGTGTGCTACCGTGCAATmCACnAAATTCGCACTTTCTTCTGAmGGTCnnCATTOGATCTGGGGCCTGTGTGCATGCK^ 
ATAAAATAGATATGTGGGTGATTTTGTAGTGGGCGATTACATAAATAGTGATCnTTCTGG 

>ncrc1569.seq 

GGGGGGAACGTCTAACCTAAAGGAATGGTATAACAGTCCATTCCTCGGATGAGAGAAAAATGCAGACATGGTGTCACCTGGAnTTmCTGCCCATGAATGnG 

TGGTCGnGmCTGTAnmGGTTATGAATGTTGGGGnACGAGGTGCAmAGGGGAAAATTGTGTTCTGTGGmCGTGGTATGTTGnGG^^^ 

CAAGAAAATAGAAnGTGGNGmCmTATTGAAGTmAAGAGTCTCmAGTAAATACAGGTAGnGA^^ 



>ncrc1571.seq 
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GMCTCGGTGGTGGCCACTGCGCAGACCANACTTCGCTCGTACTCGTGCGCCTCGCTTCGCTmCCTCTGCMC^^ 
AAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGAnGAACAGGAGM 
CTGTACATTCCACAAGCAnGCCnCnATmACnCTmAGCTGnTAACmGTAAGATG 
GTGACAACGAAGGCCGCGCCTGCCmCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACTTGCATGn^ 

>ncrc1572.seq 

CGACTCTOGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATC^^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCT 

>ncrc1573.seq 

GAGGCTAGCACTAATAGGAAACCCTTTTnGTTGTCAmAATGTCmATTCCTGCCmAATATGGGGAGGAAGGnCC^^ 

TTTATACAGTnTGTnGTOTACTCmGCACCTTAAACGCCGACGACTCCCCGAGACTAnGCCnCCCAGCATGGGTGGAGTGGGAAGAGGOT 

GGGGACTGAACCCCTCTGACCTTATGAGGCCCATGGCACTGGGGCAGGGAGCTGGGGACAnTTAATGATCAATAAACGAAGCACnTAn 

>ncrc1576.seq 

CTTTnAATCCTGTCNGCAGCGNGACACTGAAAACAGCAAGAACTTCGGGGTGAACAGGCGCTGATCCTTTAACAAGGAmCTGGCAGGAM 
AGACATACAGTTGGCCATTGTAAAAAACATCAGTTTCCTCTCATAGATTCCAAGTAAACCAAGTAAAATAAGTGTTGGAGTAACACTTGCATAAM 
TGTTCTGCCAnCCCAACAnCGTGGGGGAAAGGAGACTCAATGAGnAATACTAmCACTGAGCCCAAGATGGAAACnGGmGACCTAAAACAT^^ 
mCTTAAAAATTCGTTGCAnGAAGGATATTTTGCATGTCTGTAACACCTGTCAATACT 

>ncrc1577.seq 

GTAAGAGCAGTAAGCAACTOTTATATAGAAGAAATCCTCAGTAAAAnATCAACTGATnCTCATCACAAACCATGGAGGCCAAAGGC 
>ncrc1578.seq 

TACATAAACTGGTACCTTGTAATGAAGAGGCAGGTGATGCCATGCACnGTCTGAGGGGATAGCTCCATGTCTTCTGACAnCCTGGTGTGCCAAAGAATAGCAAAA^ 

TATTATGTAACTTATTTTmAATGTGGACAGGGGACCTTGAAAATCACTAAGTTAnAAAAATGTC 

T<XCATGAGmCCATmGTCTCTACCCAAACGTAnCCAAAGCTGAGTGCAm^ 

fSAAAGGGAAAGCAGACCAGGCCTAAAGCCCACCCCCTACCCT 

>Mc1580.seq 

dSlBAAGmTmACmGCTCGAmCCTGTTGATmAATTCCTCTACCAGTGCTGCTGCTATC 
ll^TCTATGATAAGAGTGGCATmATATOISlGAGAAGCAAAAGGGGTTAGTGAGTAA^^ 
AtGAAAAATATAATATTAAGCCATAAAATAGCACAAGAAAATACAGGGCAAATTTnATACTATO 
Q^TCCAAAAmATGCATGGAAAAAACACCATGAACAAAGTCAAAACACAAAAGATAGAAAAAAAATTGTAAC^^^ 

>fel582.seq 

GACnCACAGTAGTAATGCAGTTGTCTTGACTTCNGTCTGTCTGnCTGnGGCAGGTAAATGCAGTACTGnCTGATCCCGCTC^^ 

AjlAAAAGTTGTGnCCCCAATGCnGGAGTAGTGATTGnGAAGGAAAAAATCCAGGTGAGTGATAAAGGCTGAGTO^ 

dSAGCTGAGTACATmGCTGGTGTATTmAGGTAAAATGCTTmGnC 

III 

>i&c1583.seq 

/#GCAGCAAGGCCCTGCTGCCCAATCTCCATCTGTCAACAGGGGCGTGAGGTCCCAGGAAGTGGCCAAAAGCTAGACAGATCCCCGnCCTGACATCACAG 
dibTCCAAGACCTAGGCTCATGGAGGAGATGGGAAGGCACAGGGAGAAGGGATAACCCTACAGCCAGACCCCAGGCTGGACATGCTGACTGTO^ 
iS^CTTnCTAGCCTAmACCTGCAGGCTGAGCCACTCTCnCCCmCCCCAGCATCACTCCCCAAGGAAGAGGCAATG^ 
dttlGCTCAGCCAAGCTTGTOTCAGCTTTCAGGGCCATGGTTCACAnAGAATAAAAGGTAGCAATTA 

>ncrc1587.seq 

GCAGTGTGAAATCnCAGAGNAAGAAmCTCmAGncnTGCAAGAAGGTAGAGATAAAGACACmTTCAAAAATGGCAATGGTATCAGM 
AAAATGAAGAGCAGGAATATGnCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTGAGCCCCTATCCTACCTTCAATCCATCCTCGGATGTCGC 
CATAATGGITAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTCAACAGATCAAAGCAGCATATCTCCAGGAAACAGG^ 
GAAACACTGAAGAAAGCGCTTACAGGTCACGnGAGGGAGGnGTTnAGCTCTGCTAAAAAGTGCAGGGCAATnGATGCTGATGAACnCGTGCTGGCA 

>ncrc1588.seq 

AGATAATGACACAATCAAATATAAATTGCAAGTATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAACAGGAGGACACAGCAnAnCTAGTGC 
TCCGTACGGCAGCCACTACGCACATGTAACTTTnAAGATTTAAAmAAAmGTTAACATTCAAAACGCAGCTCCCCM 
GAmGTGGTTACCCTATTGAATAGGTCAGAAGTAGAATCTmCATCATGACAGAAAGnCTATTGGACAGTGCTCnCTAGATCATCATAA^ 
CATGnGATCATGnAGTGTGGTATTTTGAGCTGGGGTTTTGAGA 

>ncrc1589.seq 

GGGTGGCCmATTCGGTmACTGTAATGGTAAGGATTGAGTCAAGAGACAGTATTAGTAAAnTAnGTGTATGGATCAAAAGTGAAT^^ 
TnATmGmTAATTTAGmCCATmCAGTGTTATnGAAAGGTTGmGAAGAAnTTGGGGCAGGGGATCAGA™^ 
TGAAGATATACATGGATAnCAAnnGATGGGTTGCAGAmGTAAGAnGTATGnGTATATACGATTCTATTAAGAAACATGCCCACT^^ 
GATTATTATTTAAGATATACTTGTATnATAC 

>ncrc1590.seq 

GGTCTAAATGTGAGTATmAGAAACAGCTGANGAAGGAACAAGGGTmGAACCTTTCAAATGGTATGGAGGAGATAGTGAACCCTGAGM 

TAAGAGTCCACGTGAGAAAAGGGGTTTGGAGGTGATGGAGAmAACCGTGGATCTATAGCTGTGGCGAATCAGTCAGAAGGTGCCCTTGAACAAG 

GAGTATTTGAGAAAAnGAAAACATGTAACGACAAGAAGnGTCATmCAAAAACnCTATATAGGTGGAAM 

GTTATATATAG 

>ncrc1591.seq 

ACNATCCAGAAACTACTACTATAATTAAAGTGTGGGCAAAATAATGTAGGATATTmGTAGACCGTAAAACTGAAAnAA^ 
AACTAGCCAAGCTGACTGATTGTAGACCAATAGCTAAAAmGmTTGCAATTCAGATGCmGAGATATAmAAmCAmATAAGACATGGAT^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page456 of 775 



TTGACAGATCnCACTATCAnATGTGTMTTCCTCTTGATGTTmGTCA™nGCATAT^^^ 
AAAAATGGTTGCCTCCnnGmGTATAAAACAACCATCTCATTTCCCTCTGGGAGGTCACTAGAGGTATGAT^^ 

>ncrc1592.seq 

GGAACCGTCATGGGACTTCAGCATGGCGGTNmGCAGAmGGACCTGCGAGCGGGnCTGACCTGAAGGCTCTGCGC^ 
TGTTGCTATCMTCATATCGTTGACTTTAAGGAAMGAMTAGGAAAnGAAAAACCAGT^^ 
ATmAACTAGATTAACAATTAnGTCTCGGATCCATCTCACTGCAATGTTTTGAGAGCAACn 
TTCATATTGCnGCACACAmAGATGTGGAmAGTCTGCATAACTGTAACAGAGAAACTACCAT^ 

>ncrc1593.seq 

GAGCTGNTGGTGmACAGCAAGCATGGAGATCTATGGCTCTGCTGTGGCAGATAAACTGGACAATAGCAGAAGTATTCTTAAGAGGAGATAmCAGACAGCA^ 
TGGGCAGGTACATCAAGGACCTCTCTGTGGTCCACAGTGACCTCTCCAGCAnGTGATCCTGGATAACTCCCCAGGGGCTTACAGGAGCCATCCAGAC^ 
CTGGnCAGTGACCCCAGCGACACAGCGCnCTCAACCTGCTCCCAATGCTGGATGCCCTCAGGTTCACCGGTGATGTTCGTTGCGTGCTGAGCGGAAACCm 
CTGACTGGGACACAGGCGGAAGCCTAGGAGAGCGGAATCAGTGnTGTGAAAGAAGGCAGGACTGGCCAGAGTGACAGACATACGGTGATCCAGGAGGCTCAA^ 

>ncrc1595.seq 

GGGAANAAAAAATNACTTnGAAACTCGNACTTCAGTGTATACCCAATAAnTAAAAmTGTGAAATGTmAAAm^ 

TGGTAAnGTATAAAAnGCTAnGCAGCTTOCATTCAATATGATGTGCCTGTAAACGAAGGAGTmCCCCGmGTAAAAAGACAnGTAG 

CAmGTTTCTTGTOCACATmGnAGTCTGGTTmGTTGCmTCGGGm 

>ncrc1596.seq 

AATGAGCAACTATGCCCTCGTGTATTCCTGTACCTGCATCATCCAACTnTTCACGTGGATmGCnGGATCTTGGCAAGAAACCCTAATCTCCCTCCA^ 
AAATATCCTGACTTCTAATAACATTGATGTGAAGAAAATGAGGGTCACAGACCAGGTGAACTGGGGCAAGGTCTCGTAACCAGGTTCTACAGGGAG^ 
CTGCnCGGTnCCCCTACCCCACCCCCCCCATAAAGACAAACCAATCAAGCATGACAAAGGAAGTTGACCTGAACATGTAACCATGCCCTACCCTG™ 
AACTTGTTGCTGACCTGCT 

>ncfc1597.seq 

Ai^ATCAGGNAAGGAGTmGGAAGAATTnGCCACCTCTCnTATTCCATGAnAAGGGAGATACATCTGGGGACTATAAGAAAGCTCnCTGCTGCTCTG 

QTlTCACGGGGAAGAGCTCCCTGCTGTGTGCCTGCACCACCCCACTGCGnCCTTCAGCACCmAGCTGCATnGTATGCCAGTGCTTAACACATTGCCnAnCATACT^^ 

CllGACCAACACATACACGTCATAGAAGAAAATAGTGGTGCTTCTnCTGATCTCTAGTGGAGATCTCm 

>|pc1598.seq 

®SAANTCCATCCCCATGATCCAATCACCTCCTACCAGATCCCTCCCCTGACACCCGAGGATTACAATTGAACATCAGATTTGCATGGGTACACAGTGCC 
TKrrGTATTTCTTTmCTACATTCCCmCATACTGTATTCAAmmAATGGAAA^ 
CMATCACTGAATATTGTCAGCTCTTncmTGCACTGTATmTTmATCATGGCAAAGAAATTGAAAT^^ 
(Ig^GTAGGTAGCTGGGCATGTGTAAGGGGGAGTGnACTTTTTAT 

>fjgc1599.seq 

GtelCTCGGCCnAGCGCCATTTTmGGAAACCTCTGCGCCATGAGAGCCAAGTGGAGGAAGAA 

TffSiACCGCTAGCnGTTGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGTTGTGG^^ 

ri^ATCTAGAACTTCATCGCCCTCTGATCGCCGATCACCTCTGAGACCCACCnGCTCATAAACAAAATGCCCATGnGGTCCTGTGCCCTGGAC 

lllfnATGTGTGGCCGAGTGTAACAACCATATAATAAATCACCTCnCCGCTGTTnAGCTGAAGAAnAC 

>fffflEc1600.seq 

(|gfTTCNCGCAACGGGmGCCGCCAGAACANNNGTGTCGTGAAAACTACCCCTAAAAGCCA^ 
G6tAAGTCCACCAGTACTGGCCATCTGATCTATAAATGCGGTGGCATCGACAAAAGAACCAnGAAAAAmGAGAAGGAG 
GGGTCTTGGATAAACTGAAAGCTGAGCGTGAACGTGGTATCACCAnGATATCTCCTTGTGGAAAmGAGACCAGCAAGTACTATGTGACT^^^ 
CmATCAAAAACATGAmCAGGGACATCTCTGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGTTGGTGA 

>ncrc1 602.S6C| 

ACCTGAAWTC™GGAGGAATAGCTCACAATACAATAAATCTGTAGAnCTGC™GAGCAAA™ 
AGAGGTTTTAATCAGAAGTTAGGTTmCTGAnGAGGAACATCGTAGGCCAGCCAmGTAATTTTTAACm 
TGGATTTAATAmGTAnAAGGATTAACTGGAAAAAATGTGTCTCAGTGCTAATTCTTGGACCmAATACAGTGTGCT^^^ 
AAAAAATGGAAATCAAATTAnATGC 

>ncrc1603.seq 

AAGGAmAAAAACTGGAACGGTGAAGGTGACAGCAGTGGGnGGAGCGAGCATCCCCCAAAGTTCAGAATGTGGCCGAGGACTnGATTGCACATTGTTGT^^ 

CAAATATGAGATGCGTTGnACAGGAAGTGCGnGCCATCCTAAAAGCCACCGCACTTCTCTCTAAGGAGAATGGCCCAGTCCTCTCCCAAGTCCACACAGGGGAGGTGATA^ 

CmCGTGTAAAnATGTAATGGAAAAnnmAATGTTGGCCTTAATACTnmATTnGTmATmG^^ 

AGATGTGTGAAGGCTmGGTCTCCCTGGGAGTGGGTGGAGGCAGCCAGGGC™CCTGTACACTGACWGAGACCAGTTGAATAAAAGTGCACAC 

>ncrcl605.seq 

ATGGCCGGGATGCnNAAAAATnAAAATAnmGAAGTCTOGATTmTCTGTATTAAAAAAGTAATCGTTAm 
AGGCGTGAGCCACTGCACCCAGCCCTATATGAATGTnTOTATAGTCTGTAAGTTATTGmATTCTTCTmTTGCTATTAAAAACGT^^^ 
CAAAGAGATCAGTATTCCTAGAAGCATAGmTATirrTACTAATTCAGATACCTGTATGTTnATATTAGmGG 
TGAGAAAGGTATTTTAACTG 

>ncrc1606.seq 

AGGTAGATGGTGGTTTmGGTGCAAATCTAAGTAnCTATGTCATGGnnAAAGTnGCCATGAACTCCTGGGGmGGGGGAAG 

GAAAGAGTGCAGGGGGnGGGAGGAAGCATGTAAGAGAGGGAACAmCCTOGATGTTACCCAGATGGTTCTGGGGGAGACAGAAAAGAGGTGCGGCAG^^^ 
GG 

>ncrc1607.seq 
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GMTGTCGTGTATTGGGAGTGCCACCACCTCNTATATmGGMGAMGAAMTGMTCACTCACTCACA^ 
TGCTCATTCAGGGAGCCACAAAAGAAGATGCTGGGTGGTATACTGTGTCAGCCAAGAATGAAGCAGGGATTGTGTCCTGTACTGCC^^ 
AGTCACAGAGCACCAAGCCAAAAAAAGTACGGCCCTCAGCCAGTCGCTATGCAGCACTnCGGACCAGGGACTAGACATC^ 
TGACACTGAATACTGCCnGGTAGAAAGTGAGGACCTGTAATGCAGCATTCTTGnAAAGCTGAAACACTGAAACAGC 

>ncrc1608.seq 

CCGGCGGGTGACATTCAGCCGGTGGTTCGGGGCGACGGACTCTCCATTCCAGAACCATGGCCCAATTTGTCCGTAACCTTGTGGAGAAG^^ 

ACTTACTCGAAGCCTCGAnGGCCACAinTGGTACTACGCCAAGGTTGAGCTGGnCCTCCCACCCCTGCTGAGATC^ 

TCAGACTGGTAGCnCAAACAGCTCACAGnAAGGAAGCTGTGCTGAATGGmGGTGGCCACTGAGGTGnGATGTGGTm 

>ncrc1609.seq 

GGAGAAGCTGCAGCTGCTGCGCCTGATGCTGGGTCAGCCCCGCTCCCAGNATGTAAAGAACGCGACTTCGACAAACCTGGATTTmATGTACAA^ 
ATTCCTTTTTCTATGAAATAATGCGAATGATAATAAAACAGCnTGACT 

>ncrc1610.seq 

GCAATANCTTAAGAATTGCTAGGAnAAAmAGGAAAGTAAAGCTACTGAGAGCAGCAGGnCCACAAGCACAAACmACACATTO 

TAGAGCAACACAmGAAATAGAGGCnGTTTACATAAAGTGAGAGGnATACAAAACTCAGTnCACAAGGGAACAATCW 

AGAGTATTTTACTCTTTAAAATCGTGCCTTTCTG 

>ncrc1611.seq 

AACNATACGTAGAATGTAAAGCnGTCTGATCNTTCAAAGCATGAAATGGATACmTATGGAAATTCTGCTCAGATAGAATGACAGTCCGTCAAAACAGAnGm 

GATCAGTGTCCnGGCAGGCTGATnCTAGGTAGGAAATGTGGTAGCCTCACTmAATGAACAAATGGCCmAnAAAAACTGAGTGACTC 

GAAGCAmGTnCTACTnGATATGACTGTrrnCGGACAGmAmGTTGAGAGTGTGACCA^ 

>ncrc1612.seq 

GGAnGCNAATOTATTTNACnAAAGGGTAATTTTGACAATATCTTGATAATCAAAAGTGCAATTT^^ 

WACATATATAmATGAAATAATTCTTACTCACAAAATATAmCTGATAAACATTAAGATAnAAATCTGATGCACAA^ 

TpGTTTTTAAAATTGTATATAGmTTAAAATCTCACACATGCTTCGATACnCCTTGn^ 

qiSpTATAC 

:^c1613.seq 

TpGGCCGGGAGTGTCCCTGnGCTGCTACTGACCCGTGTCNAGCCTGGGACAGACGTGGGTGAGTAAGGGTGGGGATTGGCACAGGGGTACCC^ 
OjWCCCAAGACCTCACTnGmCCAAATTCTCACACATGGCTCCTGCCTCCnGCTTTCGCTGAGGAGAGGTTTCGAGATGTCCAGG^^ 
GSGAGCCTGGCCAAGATGGTGAAAACTCATCTGTAGTAAAAAAACAAAAAmTGTGGGnGGTGGTGTGCGCCTGTAATCCCAGCTACn^ 
diACCTGGGAGGCGGAGGCTACAACGAGCCGAAATTGCACCACTGCACTCCGGCCTGACT 

w 

(I^GOTGNCCATCGACGAGAAAGGACTGAAGNTGCTGGGGCCATGTTmAGAGGCCNTACGCATGTCTATCC 

/ISaaataccaagtgtcgcgtcttcatgggaaaagtggtgaatcccacccaaaaataagtggctctcgctcctca^ 

GMGGGTTGAGCTGG 

?■■?=!■ 
mi 

H1fefic1616.seq 

/^I^AAAACCGTnAGTGTATnAGAATGTGTAANTnGTGCnTGAACTGTAGmAATAAATGTAAAAnG 

TWTGTGTAGATmACTGTTrmCAGGCTAAAACTnGGGAAAGGGGCT^^ 

AffTAAGTmGmGGCTGGGTGCATTTnCAnTAmAAnAGTAAm 

>ncrc1617.seq 

AAGAACGCGGmGCCTGAGGGTGTAAGTGAGTANAAAGAnCTGGGGCTGTGmTGAAAATATAGACAnCTCAGATAAGCCCAGTTCATCAG 

AGmcnTTCACAnAGGCTGnGGnCAAACnTTGGGAGCACGGACTGTCAGnCTCTGGGAAGTGGTCAGGGCATCCTGCAGGGCnCTCCTCCT^^^ 

GGTCTTGTCAGGGGGTCTAGGGACTGCCAGGCTGmGAGCCAGGAAGGCCAAAATGAAGAGTGAGATGTAQAAAGnGTAAAATAGAAAA^ 

>ncrc1619.seq 

AAATAGNAAAAGAAGAAGTCACATTCTCTCTNTnACTGGTGATGTGATTCTAnCGTGAAAAAGCGTAAAGACTTCAGCAGAAGGCn^^ 

CAGTATAAAAAGTCAATGTGGCCGGGCACAGTGGCTCATGCCTGTAATGCCAGCACTnGGGAGGCTGAGGCAGGCGGATCGACTGAGGTCGGGAGTTCGAGACCAGCCTGACCAA 

GATGGAGAAAGTGTGTGTCTACTAAAAAGACAAAATTAGGTGGGCATGGTGGCGCATGCCTGTAATCGGAGGTACTCAGGAGGnGAGGGAGGAGAATCGCTO 

GAGGTTGCAGTGAGCANAGAnGCACGATTGCACTCCAGCCTGGGCAACAAGAGCGAAAGTGCAT 

>ncrc1620.seq 

GATAGATTTGTAAATGNTGGGAATGTAmGATGGTAATTGCCTGTGGTGGnGTATCATGAmAATmATTATGAGCmTGGCmAT^^ 
ACAGTTTAAC 

>ncrc1621.seq 

ATGAGACTGATGCCGAAGATGATGCTGCTACANAACGTAACTCCAGTCCTGCACCCTCTCCCAACAAAAATAACAATGCTGnGACAGTGGAAnCACCnACAATAG^ 

TGTGGTACGTCTTCATCCCCAGGAAGCCCACTAGATAGTTTGGAAACATCACTCTGATTGTAAGCTGAATGTTAACACACTAGCTGCATTGTAAAGAAACAAATO 

CAGATAnGTGATGGAGAAGGTAGTATTGTTGTCmGGAGTTGAAGAGAAGACACACTTGTAGGAATGTAGATnATTT^ 

>ncrc1623.seq 

CnCGCGAAATGnATTCAnTAGAACAAATNAGGTATATTTITTAGAATCAACmGTAAGGACTATAAAA 
AAAAGCAACACGTATTAAATATGTAATTATGATGTGG 

>ncrc1624.seq 

GGAGGCTnGAGTCCCACAGTGTGGTGATACAGAGCACTAGTTGTCACTGCGTGGCnTAmAAAGGAACTGCAGTAGGCTTCCTCTGTAGAGCTCTGAAAAGG 

GGTGTTGTATGmTOGTTGGTGAAGTAmGTGAGATCTTnGTTATGAGAGTACGATTGGAATCTCnAACnGGAGnGTGTGGAAAAGTG 

GATTGAGCAGCATTTAATAAAGTGTATGTTTGTATTTTG 
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>ncrc1625.seq 

ATAGMCGCTACTCMCAGCAMCTGCACACTTmCCAGCATAGCCAGMCATT^ 

AAAGAGTGTTCACTGACCATAATGGAATTAAATTAGAAAGGAATCTGGAAAAATATCTTGTAACTGAAC^^^ 

TAAC 



>ncrc1627.seq 

GGGTGGCAGCTCCAAANCATTGGATGCTGGATAAATTGACCGGTGTGmGCTCCTCGTCCATCCACCGGTCCCCACAAGTO^ 

CAGACTTGAGTATGCCCTGACAGGAGATGAAGTAAAGAAGAmGCATGCAGCGGTTCATTAAAATCGATGGCAAGGTCCGAACTGATATAACCT^ 

ATCAGCAnGACAAGACGGGAGAGAATnCCGTCTGATCTATGACACCAAGGGTCGCTnGCTGTACATCGTATTACACCTGAGGAGGCCAAGT^ 

ATCmGTGGGCACAAAAGGAATCCCTCATCTGGTGAGTCATGATGCCCGCAGCATCCGCTACCCCGATCCCCTCATC^ 

GA 

>ncrc1628.seq 

ATAACAACAATATCTCTGTAGTTGGATCAAGTGACTTGTGCCCAGGTGGACAGAACACCAAAAAGGCTTC™nCGGGTGTGAGTCTTnCAGCA^ 

CAGCCATCCACCTTCAGATGTGTCTACGTGGGCTGTGCCATTCAACTCGGAAACTATAAGTAAnGTCAAGAAAGCCCTCATTmATAA 

AAAAATAAATAAAAGCTAGATACTG 

>ncrc1629.seq 

ATGGAAACCAATGAGCATGGCTATGTCCCAATACAACTCTATATGGACACTGAAACnGAAmCATATAATATTOTAnGCAAAATATT^ 
AACTTGCAAGGCCmCAACAATAGAGGGCAAGCCAGAmTCCTACTGGTAATAGTTTGCCCATGCmGCTCTGGACCAGAGAAAACTCCAmGGA 
AGGCAnCCCTAnGACCCATCCCCAAnCCCATGTGCCAAGTGAGACTmCCTCmAAAmCCAGAGATGGGCCTGGGTGCGATGGCTCACACTTAW^ 
AACTGAGGCANGGAGGAnGCnGAGCTCAGTTCGAGACTAGCCTGGGCAACACAGTGATACCTCATCTCTA 

>ncrc1630.seq 

AAGGGANAGATmAAAAGAAAGCAGAAGGCCTGGATGGTGGCTCGCGCCTGTAATCCAGGCACmGGGAGGCTGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAG 

TfgGCCAAGCTGGTGAAACCCCGTCTCTACTAAAAATATAAAAATTAGCCGGGCGTGGTGGCGGGCGCCTGTAATCCCAGnACTCAGGAGG 

TffiGAGGTGGAGGTTGCAGTGTGGGGAGAnGTGGCATTGCACTGTAGCGTGGGCAAGAAGAGTGAAAGTGCGTGT 

>'®c1631.seq 

d^^CCTCAGTGCAGTCTATGCCGGGGCGGTAGCTACCTCTTTCTGGGAGGTATCTTGATGTGAGCGCTGAGCTTGnGCTm 
QfrrTTCCAGGCGAACCTGTATGTGGGACTGGTGGTCATGTGTGGCTTCGTCGTTmGATACTCA^ 
TCOATGTCnGTTAGAmCATOGTGTGnGAGAAAAGTCATGATGATGCTGGCCATGAATGAAAAGGATAAGAAGAM^ 
GffcGTCTCCTTCCACCCCTGATTTCCTnTTGGACACATTACAGGTGGTGTGnCTGTGATAATGAAAAGGATCAGAAAAGGT^ 

113 

>jl%ic1632.seq 

aagtaagaggcagaaaaga™tatgtcatacntccattggggaataagcataaccctgagattc™ctactgatgagaacato 

e^ACCAATnAAAG™CGGAATCTACCATmAAAGnAAnGCTTGTCAAGCTATAACCACAA^ 
dOTTTACAAGAGCAGAATAAAAGC 

>i&1633.seq 

d^ATAATAGAGATAGAAAGCACAGAAGGAGCGTGGATCGGAAGAGAAGGGATACTTNGGACTAGAAAGAAGTGAGAAATCTO 
>#GATAAGAATTCCCGGTCCGACAGAAAGA6GTCTATATCAGAGAGTAGTCGATCAGGCAAAAGATCnCAAGAAGTGAAAGAGAC 
Aj^GAAGAAGCCAGGCmCTTAGCCATTCmGCAGCAGAAGAmcnGATAAAAAAGGATOCCmCCnGTAM 
T^GAAAATACAGACTGmGTTTACCAGACATTCTTGTACTTTnGCATAAT^ 

>ncrc1634.seq 

AGnGGAGACCGCCTGACCACATGGTGAAACCCCGTGTCTACTAAAAATACAAAAATOGCCAGGTGTAGTGGCATGCACCTGTAGTCCCAGCTACTC^^ 
AnGCTTGAACGTGGGAGGCAGAGGnGCAGTGAGCCGAGAnGCACCACTGCGCTCCAGCCTGGGTGACAGTGAGACTCCATCCC 

>ncrc1635.seq 

AAGCCAAGCTGAATGTGACTNTGAAGCATGAAAGGAAGAAAAAAATGCAAGGTATGCTGGGAAAGAAGAAAGTnACCTGAA^ 
GGGAAAAACAGGCTGTGGCTGCTTTCAAAGTCCTTCACATCGTATAGACAACATTTGATAGGAAGGAGACCAAAAATGGTCCAGGAATGAACGTGG^ 
TCTGTGCGTTGAGAGTAATGGCCTAmTTATCATCTATCTGCCGTCCATGmGCTTTCTGGAGGATnAAAATATGAGGCCCAATrGGATT^^ 
AAAATmTTAAATTATnATTnCAAATCAGTTAGAAnGGAGCTGAATAATAACTAGAGAATAAAGC 

>ncrc1636.seq 

GAGGGCAATGGCACnGCAATTCAAATTCGGGAGGAGAGACTCTGATTCCTCCmGTAATGCAGGCACAACTAATGAACTCAmGAGCTGGCCCATATGTGCAnGCCT^ 

GTAAAGTGGGGAGGGAGAGTGTAGTCTGCCAACATGCACCCTTTCGAAGGGGGTATCAGTGAAGAGGmCACTTGTAGCTGTGTAAGTATTTCTACAGTGATGGAGGG^ 

CAGTGCTGAGTCTTGCCAGnCACTGAGAnGGGnGTACAAnGGGAGCAGCTGTGGnAGTGCATTGGnGTACTTGCATGACACTGGAGT™ 

>ncrc1639.seq 

GAGGTCTGTGGAAGAGATGTCCATTGGAGAAATGGCTGGTAGTTACTCnTmCCCCCCACCCCCTTAATGAGACnTAAAAGTGGnAACGCCTTAM 
GCAnTTGGGATGGTCnAACAGGGAAGAGAGAGGGTGGGGGAGAAACTGTnTTTTCTAAGATmCCACAGATGCTATAGTACTAn 

GCTGTGCTGnGGCACGAACACCTTCAGGGACTGGAGCTGCn™TCCTTGGAAGAGTATTCGCAGTTGAAGGTGAAAAGTACAGGACAGTGCAGCmGGTTCAT^^ 
CAGGAGAACTTCAGAAGAGCnGAGTAGGCCAAATGTTGAAGTTAAGTTTTCGAATAATGTGACnCT 

>ncrc1641.seq 

AATGGAATATGTGTATnGTCATATAAAATAAAGAACTCATAAGAGTrCAAmTATACATGGCTGATATGCTGGGAAGGACAGGAAAAW 
GAGTmTAGTAATGAACCAmCCCTGGACTTGCAnGATGATAGTCACAAGTAGAGTAGCTATAATCTAAACACTTCTOCTAAAAATAAG 
TGGGCATAGATAGTGCCCAGAmATAGAAACGACCACAGAATGGCTnTCATCTGTATGTGGmTTAGGTGAAACAAGGTGTGTnAAAM 
AAAAAATCTGTAGAGGAAAAATATAAGGAAGAGAAGAAAAmCCAAAAAAGAGTACTGTAATOGTACATTn 



>ncrc1643.seq 
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AnMTAGMGGCATGGCTCCTGCTGCMCCGCTGTGMTGCTGCTGAGMCCTCCCTCTATGGGGATGGCTATTnAT^ 
AAGGCATATAGCTATATATAAAGAGATAAGGGNGmATGAAATGAGAAAAnAnGGACAATTCAGACTTTACTA^^ 
AAAAAAGTATAGTATCGAGTACCCGTTCCCTCCCAGAGGNGGGAGTAACTGCTGGTAGTGCCTTCmGGnGTGnGGTC^ 
ATGTCTTTCnATATGGGGTnTAAAAAAAAGTAATAAAAGC 

>ncrcl644.seq 

CAGTGACATGTAGGTAGGAAGCACTGAAAATAGTGTTCCCAGNAGCACmGCAACTCCCTGGGTAAGAGGGACGAGACCTGTGGTT^ 
ATGGGTACAATGAAGAAGTnCTAAAAACACACACAAAGCAGAnGGGCCAACTATnAGTAAGCCCGGATAGACTOTTGCGAA^ 

>ncrc1645.seq 

AnCGAGGGCGGATGCTGTCTGGCGTGGTGACCAAGAATGAAGATGGAGAGGACCAnGTCATCCGCCGAGACTATCTGCACTACATCCGCAAGT^^ 
CAAGAACATGTCTGTAGACCTGTGC 

>ncrc1647.seq 

AGGAGCTGCGTGCCCATGAGAATGAGATGACCAAAGTGGGAAAAG™cnTCAATGGAGTGAAGCAGATGATTGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTGAGGAATTG 
AAAIGGGGGnTCCAGGGAATGAAGAAGCTCTCCTACATCCGCATTGCTGATACCAATATCACCAGCATTCCTCGAGGTCTTCCCCCnCCCnACGGAATTACATC^^ 
AAATCAGCAGAGTTGATGCAGCTAGCCTGAAAGGACTGAATAATnGGCTAAGTTGGGATTGAGmCAACAGCATCTCTGCTGTTGACAATGGCTCTCTGG 
AGGGAGCTTGAGnGGAGAACAAGAAGCnACCAGAGTACCTGGTGGGGTGGGAGAGGATAAGTACATCCAGGTTGTCTACGnGATAACAACAATATGTCTGTAGn^ 

>ncrc1648.seq 

ATCATCnAAAAAAAnAAGATATATTAAAAGACTAAGGCCGAGTGCAGGGGCTCATGCCTGTAACCCTAGCACmGGGAGGCCGAGGCTGAGGGATCACnGAG^ 

AGACCAGCGTGGTCAATGTGATGAAACCGCACCTGTATTAAAAACACAAAAATOGCTGGGCCTGTGACGGGCATCTGTAATCCCAGCTAGnGGGAGGCTGAGGT^^ 

CGAACCTGGGAAGCAGAGGTTGCAGTGAGCCAAGATTGGGCCACTGCACnCAGCCTGGGCAACAGAGCAAGACTCTGTCTC 

>ncrc1649.seq 

naa™cagaaatgatgaagttgttctc™mctgnaaatgtaccagagctgtgtatctgttaatgagatacagcgtcam 
alttatgacanctatcagtctgtatacaggtancctgtmgctaagctgtgcaganctgtaaaaataaanagtggagtca^ 
aOgtccaagggnaaaagaaaaattggaaatgagtgctaacgagagctcg™tgaaaccaatgatgaaaaagtcacttggtgcagctctcaaca^ 
l|ijatatgcaaatcamacgangcaagttttcaacagacctanaaagcaaaacnttg 

>liic1651.seq 

q||TGmGAGGTmAGGAnGTGCAGTTTnAAGCA™GAGATAAATTn 
>n^c1652.seq 

G®AGATTTTTTTCCnCGCCGTCTCACCGnACCCGGGGCAACAGCTGAGGCGTCTGGGAA 

A^GGGnGGATGCnAAAGCTGCAGCAAAAAGACCAGAACTTTCAGGAAAAAACACTATATCCAACAACTCAGATATGGCAGAAGTGA^ 

AAGGGCCACTGmGTGGAAGATATAATGACAATGGTGCTGTGTAAACCCAAACTmACCCTTAAAATCTCTGGCTCTGGA^ 

A^CGCCAACAAGAAATGGCAGAAAAGGATCAACGGCAAATAACGCACTGAATGATAACTGAGCACmAGGGAACAAGCTGCCn^ 

>jn?)Kl653.seq 

®5AAGTCCATGGAGACTNTAACAAATGTGAAGATAnCCATGGATCAGAATATAAAGCAAAT6GAAAAGW^ 
oWTGAGCACAACTTTnGCTAGGCCAAGAGCCACATTCTGGGTTGACTTTGTAGG 

>iTic1657.seq 

dMAGGAGACCCAAGnGAAAGGCAAGCnGGTGTGCCnGCTTAGGGGGACAGTCATCTGCCTGGATmCTGACmGGTAAC^^^ 
dfeTGAAACAGAAACCACCCTAGATGAACGTGAAAAAGAAAAAGAAnGGTGmGAAGTGnGGGAGCAACATGGGGGAAAG™^ 
CACTAACACTGTGTCCCCTCGTCGCATCTATCAGTTGTTAAGTCCATTmAGGTGATACTAACTTCAAGTTGAGTCTCAGCT^^ 
AAAT 

>ncrc1659.seq 

GAAGAGTTGGTCTGTGTGACTGATAGAATACATCAGAAATGATGGTGTGTCACTTCCAAGATOGGmTAAAAGACATTGGGACTTCCATC^ 

GGGTCACnGCTGTGTGGGAAGCTGGGACnGTAAGGAGCCAAGGCCTACGCCAACAGTGATGTGAGTAAGTAAGCATGGAAGTGGGTCCACCAGTCCCAGTCATGGCnCAGATC^ 

CTACAGGCCTGAGCAACAGmGATTGGAAGCTCATGAGACCCTGAGCCAGAACCACCCAGGTAAGCCCGTGCCAGATTCCTGACCCTCCAAAACTGTGAGATT^^ 

TATTTAGGCTGCCTACmGGGGGTGAnGGTATGCAGGAATAGATCATCATOCACACCGCCAnAAATCTCnCAncnGAAATCn^ 

ACTG 

>ncrc1661.seq 

GGTGAAAGGGCTCGGCAGTTGGATGCTCTCCTGGAGGCTCTGAAATTGAAACGGGCAGGAAATAGTCTGGCAGCCTCTACAGCAGAAGAAACGGCAGGCAGTGCCCAGGG 

CGAGGAGGCTGAGCAGCTGCTACGCGGTCCTCTGGGTGATCAGTACCAGACGGTGAAGGCCCTAGCTGAGCGCAAGGCCCAAGGTGTGCTGGCTGCACAGGCAAGGGCAGAACAA 

CTGCGG6ATGAGGCTCGGGACCTGTTGCAAGCCGCTCAGGACAAGCTGCAGCGGCTACAGGAATTGGAAGGCACGTATGAGGAAAATGAGCGGGCACTGGAGAGTAAGGCAG 

AGTTGGAGGGGTTGGAGGCGAGGATGCGCAGCGTGCTTCAAGCCATCAACnGCAGGTGCAGATGTACAAGACCTGCCAGTGACCCCTGCCCAAGGCCTACCCCAGTTCCTAGCAC 

TGCCCCACAT 

>ncrc1662.seq 

GAGGTGAACTATmGTATTAGCATTCTGATAnCAGCAnGTCAGTGmGGAAGAATOGAAAACCmGACTGGAnGAmGAAAGm 

TTTCCTGACTTGCnCTTTGTAGAAAAACATGCTTGCTmGCCTTGTGGAGAGGGAAGCTAAAGAAAGAGAmGCTGGAG^^ 

CTAGGAATAAGTGAAATAnGAAAGGGAAGGCN 

>ncrc1663.seq 

AAAGACACCTGATCCTCTACAACTGmANTCAGmTACNmTGTACAGTATTAGTGACCTAAGnATmGGTGTCCGGT^ 
AGTAGGTATTTTGTAGATATGTATATATGTTGTGCAAATAAAAATAATAAATGAT 



>ncrc1665.seq 
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GACnnCTCCTGATGGAGCAnACTGGCTACTGCCTCnATGATACTCGAGTATATATCTGGGATCCACATMTGG^ 
TAGTCTATAATTCATCTCCACCTATCAAGmTGTGAATAAmCAATCACCAATATATGCAACCTAAAAmCAGTCTA^^ 
GAAAGTCnCGATATAAAnCTAAAAGTAAAmGGCTCTCTTGATACAAGTCnGCTACnAACAGTAC^^^ 
ACAGTTAAAACCAAAGnGGACnAATCnACTGTCnAAATCATAAAAGATTTnnm 

>ncrc1668.seq 

GGAAGCNGCTCTGTGCCTGGAGGGGACTCGCCGCCATCTCAGGTCTCTTGGCmGCCAGGGCCCACCGGAGAAAACTGACGACCCGmCTG^ 

GTGCCTCCGGGAGATCCACTCTCCCACCTGGAAACGCACGGGAA6CCAAGCCTCCAAAAAAGCGCTGCCTCCTCGCTCCGCGTT6G 

TAGTACCACTCTACCCTCCGCACCTCCTCCTGCATCAGCCGGCCTGAAGTCGCACCCTCCTCCTCCGGAGAAGTAGAGAAA TAAATn C^ 

GCAGTATGACTCCAmCCCTGGTGCATTCATATAATAGTTCACCTGGTGAAAACAATGAAGATTAmACAATGC^^ 

T 

>ncrc1669.seq 

CGCAAAAAGCACCGGGAAGGAGTGAGATGTGGATGnGCmTGCACCTACGGGGGCATCTGAGTCCAGCTCCCCCCAAGATGAGCTGCAGCCCCCCAGAGAGAGCTCT^ 

ACCAAGTAACCAGGCCCCAGCCTCCAGGCCCCCAACTCCGCCCAGCCTnCCGCGCTCTGGATCCTGCAGTCTAACACTCGACTCTGCTGGT^^ 

GATGCAACTAATTCAATAAAACTGTCnGTGAGCTGATCGC 

>ncrc1671.seq 

TAGGCCGGGCAAATAAAAAAGGGTTTTTTTnGimGATACGGAGmCGC^^ 
AGCAAGACTCCATCCC 

>ncrc1675.seq 

GTGTGGCTGCTGAGGAGAATAACAnATGTTGCGTGATAAGTGTCTCAGGGGAGGCCATCAGTGnGACTGAGGCAAGACAGAGmATCTCCTOGACAA 
GCAGCATGAGTTGGAGAGGATGTTGCCTCTACTGGGAATGAGGAAGCTGTTTGTTCTGGCAGAAATGGTTCGTCGTAGTnAAAAACTCAGTGTCCCCAGCTO 
CATGTCCCTGnCCAAGTTGCAGGATCCCAnCTmCCAATCAATGCCCTCACTTCAACAGACACCTGCATGCACCmCATTGCAGGTCAGCCACTC^^ 
GCCTTTCCACAATTTCAGGTCTTTCTCTACAGGAGATAAGACTCANGGCAATCCTANAANA 

>fSc1678.seq 

GT?s^GCTCACCAGTGGTmCTCTAAGGAATCACAAAAGTAAACTACCCAACCACATGCCACGTAATATTTCAGCGATTCAGAGGAAACTGT^ 
GSnTAAATTGGTAACnnATATAGTATGGTAACAGTATGTTAATACACACATACATACG 
A^CGAAGTnAAGGGAAATATmTGTAAATGTAATGGTTnGAAAATCTGAGCAATCCTTTTGC™ 
(MfACTCCTGTGGTGCAGATGAGAAGCTATAACAGTGAAT 

>reic1679.seq 

dMACCGCAAAACTCTAGTAGGGGGAGTTGAGCAGGCGCCAGGGCTGTCATCAACATGGATATGACATnCACAACAGTGACTAGTTGAATCCCnGTM 
TlplSTCCATGTGnAATGAGGACTGCAAAGTCCCnCTGnGTGAnCCTAGGACnnCCTCAAGAGGA^ 
CTGTAnCTACAmnATATGACATAGTATAATGAGACAATATCAAAAGTAGACATGTAATGAGAATACATACTAACATTCTO 
AfaCTGTCATOGCTATOTCATCTAACGTTTCAGTGTATCCTTACAGAAATAAAGCAGCATATGAGC 



Aill^^TGGGTAAAnAAAAATAGATTGAGATCCAGCAATCCCACTACTAGATATATACCCAAAGG^^^^ 
ffeCAATATCCAGGATATGGAATCAAGCTAAATGTTCATCAACAGAGGAGCAGATAAATATAAATGAGGTG 

IS 

>?ifgEc1681.seq 

A|8CATCATGCTAGAACTCCmAAAAAACAGCCCTGTTGTCAACAATGGAM 

#AbATGAG™GCCCAGAnCCTAAnnGCTGAACGTGCCCAGTGCATAATCTTCAGATCTGTCTTnCTGAGGGTATCA 

TTCTAAGGACTTGCTGCACGTGAAGAGCGTGAAGGATATmAGCTCTCATCTTGGCTmGGAAAmT^^^ 

AAATTCTGCCCAAACTCAAGGATGTCAAAAGTCGGGTAmATTmATAAATAAGnCCCATGATCTGC 

>ncrc1683.seq 

CATGTmCTGGTTCnCTGTAGTCTTAAGTATGmGATATTGTOGGTGATCTGCATAATGmAATCATT^^ 

GnTGTATGTGTATATGTGAnCTATAGAGTAGAAAAATGCCATCAGmGAAATGATGGCACAATCnAGnACnGGmAA^^ 

GCTCITTGGCAAACTCAAAATAAAAGCGA 

>ncrc1684.seq 

GGGGAGAGGGAGGAAGGGAGAAAGTGAGAAGGGAAATCGGAAAGAGAAAAGGGAGGAAAGGGGAGAGCCAGAGAGAAAGAGGAAGAGACTGAGTGTGAAGGAGAGAGGACACAG 

GGGATGACTGAGAGACAGAGAGAGAGAGAGAATGAGACAGAGACnAAGGAAGAGACCCTGTGAGTCTGACAATAAAAGATTTGGACAGAAACAGAAAGAnGGAGAGAG 

GGGAGAGAATGAGTGAGAGAGAGACTGGAAGAGACAGANATCAGAGGGAGACAGAGAAAGTGAGAGTGGGGAGAGAGGTAGTGTAAAAG 

>ncrc1687.S8q 

CACnCGGGCTGTGTAAACACAGTCAAAATAATTCTAAATCCCTCGATAmnAAAGATCTGTAAGTAACTTCACATTAAAAAATGAA^ 
ATGCACAGGAAAGTGTTAnmAAAGGAAGGTTCATGTAGAGAAAAGCACACTTGTAGGATAAGTGAAATGGATACTACATCmAAACAGTAm 
AmGAAGTGTACCTGTGTACATAACTCTGTAAAAACACTGAAAAAmTACTAACTTAmATGTTAAAAGAnTT^ 
TTGTAAATGCTGTGTTGGGTAGAATANGTTTTCCCCTCTmGTTAAATAATATGGCTATGCTTAAAAGGTO 

>ncrc1690.seq 

GGGGCTAAATCGCCTGCTGAGGTGACTGnGCTTATTCTGCTGGACAGGTTTnACATAAAGCAAAGGGCATGTGAGGGGTGGGATTCCnGTTACTC™CTC 
GTTTG 

>ncrc1691.seq 

AGTCTGAAGAAGTGGAACACATGTAGGAGGATATAATTAAGCATGGGAGGAAAATAACGAGTAATATGTGAAATGGGAAAGCAAAATGAACCGGGAATA^ 

GTCCAAAGTTAAGCTTGAGGCAmCTTGTmCTATAACCACAAAATATCTAATATCTGCTAGCTAATAACTAATACCTGCTATmAA 

CTnGGAAGGTGGTATGGAAAGmTTCTTTATTGAGGGCGmAGAAACTTGAnACAAAnAGAAACAGTCAAATTAG 
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>ncrc1693.seq 

CMGGAGGTGAGGGTOGTGCCACCCTGCCGATCTGGAGGACTACTCCCCGTGTGCACTACCCCCAGAGTCTGTACCGCAGA 

CATCCCATAAGTAGTmGAGAGGGTGGATGGG™cnGCCCACCAGAAACAGCCCTAGTCCCAACTCCnGCGnCC^ 

GCTGGAGAGGGGCAGTATTNGGGGGACTGTGCTAGCmACCCCCGCAGGACACACACAGGAGCCnTGATCTCATTAAAGAGATGTG 

>ncrc1694.seq 

ATCCCAmCTGGGTATATATCCAAAGGAATATAAAnGTmCCCATAAAGACACCTGCACATCACAACACTATT^ 
CAGACTGGATAAAGAAAATGCGnACATATACAnAAGGAATACTATGCAGCCATAAAAACGAATGAAATCCTGTTCm^ 
AATTAATGCAGGAATAGAAAAATAAATACTGAATGTTCTAACTTATAAGTGGGAGCTAAATGATGAATACAC^^^ 
CAGGAGTGAGTGAGGACTGAAAAACTACATATTGGGTACTGTGCTCGTTGCGTGGGTAATGAAATAATCTGTACACCAAACCCC^ 

>ncrc1696.seq 

GGCTGTGGTTGGTGTAAGGGGTCCTCCCTGCGCCACACGGCCGTCGCCATGGTGAAGCTGAGCAAAGAGGCCAAGCAGAGACTACAGCAGCTCTTCAAGGGGA 
TCGCTGGGGCmATCCCTCnGTGAnTACGTGGGAmAAGAGGGGTGCAGATCCCGGAATGCCTGAACCAACTGTmGAGCCTACm^ 
GAmGGAGGCAATCAGCGGAGAGCATGGAAGATGTGTGCTCTGGCTCGGATAAGAGATGGGACATCAnCAGTCACTAGTTGGATGGCACAA^ 
CAGAGTGGATCTTGTACTAACTTATGATAGAATGTATCAGAATAAATGnnTAAC 

>ncrc1699.seq 

AGmGGGCTGCTATAATAAAATACCACAGACTGGGTGGCTTAAACAACAAACGTGTAmCTCACAGTCTAGAAGCTGAGAATTCTAAGAGTGAG 
ACGCTCATCCTGGmGCAGATGCTGTACCCTCACATAGAGGAGAAAGGGATCTGGTCTCnCCTCnCTCATAGGGCACTAAACCAATGAnAG 
TAAACCTAAGTACTCCTCCAAGGCCTCACCCCGAAATACCATCACACTGGGGAnAGGGTnCAACATGAAGTTCGTGGGGATACAM 
AGAAAAACAGAGCTnGGATGAGTGGGGACCGGAGAAAGAGTAG 

>ncrc1700.seq 

ACAnTAACNAGCTTCTAnATGCCTmTCTAACACAGACTncnCAGTGTCmCAnTAAAAAGAAAnAATGCTC^ 
TpATTGAAAGGIGATGAAAATCAAATAAAGAATCTCTTCACATGAG 

>fflc1701.seq 

Q&TCTGAAAGCAAGTGGAACCTAAAAAATGTGAACTGTCAAAGAACTCTGATATCGAACAGTCnCAGATAGCAAAGTGAAA^ 
ftSSACTACACATTTAAAACACCAGAAAAGGAGCCTCCAmTGGCATGCTGAATmCGAAAGAAGAAnGGTTC^ 
dMCTTCGGGAAACAGAGGCAAGCAGTGCAGTCCnATGGAGCAAATTAAGGnCTCAAAAGTGAAATAAGAAGAnGGAAAGGAATCA^ 
TpAGAACGTCnGCTGCAGnCATmCnGAAGCCAGGTAGGAGAAAAAAAGAGCCncnCCTGnATAAT^ 

^DGCl 702,S6Q 

dSICCCGTGGACGCCGCCGAAGAAGCATCGTTAAAGTCTCTCTTCACCCTGCCGTCATGTCTAAGTCAGAGTCTCGTAAAGAGCCCGA^ 
IQAGCTnGAAACAACTGATGAGAGCCTGAGGAGCCATmGAGCAATGGGGAACGCTGACGGAC^^ 

fCACATATGCCACTGTGGAGGAGGTGGATGCAGCTATGAATGCAAGGCCACACAAGGTGQATGGAAGAGnGTGGAACCAAAGAGAGCTGT^^ 
dtGCGCACTTAACTGTGAAAAAGATATnGTTGGTGGCAnAAAGAAGACACTGAAGAACATCACCTAAGAGATOTm^^ 

G 

>»c1703.seq 

d^CACATGTGTATGCTGGAGCACCAGmCTAGTCCAGAATACACCAAAAAAATAGAAAACCTATGTGCTATGGGCTnGA^ 

T^GATGTAGAGACTGCAACAGAAnGClTCTGAGTAACTGAGGCATAGAGAGCTGCTGATATAGTCAAGCnGCCTCnCnGAG^^ 

A^^GAnTCTmAAACTGGCATTCTTGCCTAATGATGnATCTAGGCACCATTGGAGACTGAAAAAAAAAAATC^ 

>Mc1704.seq 

d#TTGTmGTAA™nGTGGAAAACmCAAGTGAACAGAAGGATGGTGTCCTACTGTGGATGAGGG^^ 

AGAAAGCnGTCTGTAGCGGGTmGTGAGAGTGAACACmCCACTTTTTGACACCTOTCCTGATGT^^ 

AAACTTTGCTCTGTTTTTCTAAAAGC 

>ncrc1706.seq 

ATTGmACATCTGTAACTTmCCTCCCCTGTTCTCAnACACCATTCTGGCGAAAATGTAGGCAAAGTAGCTTCCAGTm 

>ncrc1707.seq 

ATAGAGTAAGGCATTTATTGTAAACCTCCAGGGAGTnCTGAAAATAGTATCnCTCnCAAACCTAGGATGAAGCTGGAGGCAGATTCGTCGCm^ 

CGTAAAAAGGGAAGAAAGCCCTAAGTGAGGACTGTTGGCTGATTGGAAAATAATAAAAGAATCATTTGCAACATCTTGGCimA 

GAATACTCTGTOCTTAAGATTTAmAGAGnACGTAAGAATTATTAAGTTTGACnGGAAGTGGAGCAGCAGGACTTTGTAGTTGTATGC 

CCTGAGGGCCTGTAGATAGCTGCCTCCTCACCTCnCACGCTTTCAGCTTGAGGGGAGCTCCCACTGGCTCAGCAGGAGCAATTCTGCATCCCTAATTCTGTCAAAA^ 
>ncrc1709.seq 

CTAAATATATATGCACCCAATACAGTAGCACCCAGATTCATAAAGCAAGTCCTGAGTGACCTACAAAGAGACTTAGACTCCCACACAnAATAATGGG 
ACATOGACAGATCAACGAGACAGAAAGTCAACAAGGATAGCCAGGAAnGAACTCAGCTCTGCACCAAGCAGACCTAATAGACATCTACAGAACTCTCCACCCCAA^ 
TACATTTTTTTCAGCACCACAGCACACCTAnCGAAAATTGACCACATACmGGAAGTAAAGCTCTCCTCAGCAAATGTAAAAGAACAGAGA 
TGCAATCAAACTAGAACTCAGAAnAAGAATCTCACTCAAAACTGCTCAGCTACATGGAAACTGAACAACGTGCTCCTGAATGACTACTGGATACATA^ 

>ncrc1710.seq 

GGGTGTGATGTGACAGGCCTGTAGTCCCAGCTACnGGATCACnGAGCTCAGGAGTnGAGGCTGCAGTGAGTCATGATTGCACCACTGCACTCCAGCCTGGAT^^ 

CCCCATTTCG 

>ncrc1711.seq 

TGCTGTAGTGmTTGGCATGGCCAAGTATAAGGATGGCnCAAGAGAGTCTCATACCATCAGGAAGATGTCTAGAACATGTGTAAATA^ 
GAAAGAAAAACACATATAAATAAGAGCCTAGAAATGCCCnGCnCTTGTGGGCTTCTACCTACAATTCCCAGTTGCTGTAATGGTnT^ 



>ncrc1712.seq 
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ATAmCTTGGTMCTAGnCATCmCCnMTTCAGTCMCAMTATGATATCMGTnAGTMGAT^^^ 
CCCTAACnnCTTAATCTACCnAAGCnCCmCTGAAAGGmCTGTCmCCTAACAGTCTCncm^ 
TCAAGAAATACGCAGAACTGAnCCTGTCACTGGCGCCACCCTGCCACnGCCCAGAGCTGTGGTATAAAmT^ 
AnAAATTGATAAAGGCTATGAGATACACCTGCTCTCAACCATGnAAnTmATOTTGGTAnAATAA^ 

>ncrc17l4.seq 

AGAGNAGCACTCACNCATTCCNGATCTTGGTTTNTGGACCCANCTCTGGAAAAGAA6CCNNATCCTAGCCACTTGGAGCTGCCTA6GG 
CTCACTGGAACmTCATCTGCTTGGCCAGGTGATGCCAAGGGGCAGAGGTOGAAGTGCTAAGAAGCAGGCCGAGGGTGGTGGCTCACGC^^ 
CAAGGCGGGTGAATCCCnAAGGTCAGGAGnCAAGACCAGGCTGGTCAACATGGCGAAACCCCATCTCTACTGAAAATACAAAAAnAGCCAGGW 
CGAGCTACTCTGGAGGCTGAGGCAGGAGAATCTCnGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGACTGTGCTACTGCACTCCAGCCTGGGCAACAGA^ 

>ncrc1716.seq 

CTnGCAAGAAGAGATTGCCTTmGAAGAAACTCCACGAAGAGGAAATCCAGGAGCTGCAGGCTCAGATTCAGGAACAGGATGT 

CACGGCTGCCCTGCGTGACGTACGTCAGCAATATGAAAGTGTGGCTGCGAAGAACCTGCAGGAGGCAGAAGAATGGTACAAATCCAAGmGCTGACCT^ 

GAACAATGACGCCCTGCGGCAGGGAAAGCAGGAGTGCACTGAGTACGGGAGACAGGTGCAGTCCGTGACGTGTGAAGTGGATGCCGTTAAAGGAACCAATGAGT 

AGATGCGTGAAATGGGAAGAGAACmGCCGnGAAGCTGCTAACTACCAAGACACTAnGGCCGCCTGCAGGATGAGAnGAGATATGAAANGNGGGGAATGGGCTCGTCA 

GT 

>ncrc1717.seq 

GGATGTCCTGCATCTAACGCGGTGTAACCCCCGAAGCCGAGCGAGCTCCGGAGGAAmCAGTATCTGCTACGGTAACnCATCAGCCCGCCAAGATGGCGATGCAAGCGG 
AGGGCGAACAnCGACTTCCACCTGAAGTAAATCGGATAnGTATATAAGAAATnGCCATACAAAATCACAGCTGAAGAAATGTATGATATATTO 
ATCAGAGTGGGGAACACACCTGAAACTAGAGGAACAGCTOTGTGGTCTATGAGGACATCmGATGGCAAGAATGCATGTGATCACCTATCGGGATTCAATGTn^^ 
TTGTGGGTmGTACTATAATGCCAACAGGGCATnCAGAAGATGGACAGAAAGAAGAAGGAGGAACAGTTGAAGCCTCT 

>ncrc1719.seq 

GGMGGGTGAAGGTGACAGCAGTCGGnGGAGCGAGCATCCCCCAAAGTTCACAATGTGGCCGAGGACTnGATTGCACATTGTTGmT^ 
Tf&nACAGGAAGTCCGTTGCCATCCTAAAAGCCACCCCACnCTCTCTAAGGAGAATGGCCCAGTCCTGTCCCAAGTCCACACAGGGGAGGTG 
clBATGCAAAATnnnAATCTTCGGCTTAATACTnmATmGTnTAmTGAATGATGAGGCTO 
TFfiGTCTCCCTGGGAGTGGGTGGAGGCAGGCAGGGCmCCTGTACACTGACnGAGACCAGn^ 

>llbfc1722.seq 

Gl&GCTAGGTACTGAGCGCGCGAGGCTCTACAGAGTGAAGGTTTAAATGCAAGGTCATGGGAAAACATCTGAAGTTCA 
G^fCATACAGGACCCTAAACAGAATCCTCACTATGGATGGGCTCATTGAGGACATTAAGCATCGGCGGTATOTGAGAAGCCATG 
GSJGGCGGATCTACAACATGGAAATGGCTCGCAAGATCAACnCTTGATGCGAAAGAATGGGGCAGATCCGTC 
d^CATCCAGTmCTCTCCATCTCTTncmGTACAATCCCATnCCTAnACCATTCTCTGCAATAAACTCA^ 

W 

>ncrc1723.seq 

AlITGGCAAAATNATATCAAACmCTAAAGTGTGTATGGAAATGTAAAGGACAGCTAATGTCnCAG 

43GTAGTAnGGTGAGAGGnAGATAGCAGTAAATCAATGGAACAGAATAGAGATTCCAGAAGCAGACCCATGCnACTGGTCATC™m 
Tp© GAAAATAAI 1 1 II ICCCCCAGCAAGAACTGCAAGGTCAATTGGATAGCCnATGA 

>lifefc1724.seq 

CpGATAAGTAACTGnGAAAATnCATGAATATCmCACTTATTTTnGTGCATAT^^ 
C^GGGCTGCATAGCAAGACCTTGTCTCACm 

>jTyc1725.seq 

AnGTCnGATGTACnAATATTACCTGAGmGAAATGGATGAAGACAGCTGCTACCATTAAGGACCAAATmATG 
ATGTCTTmAAAGGTATnAAAGAnCAACTAAGCmAAAGAGGGCTGAGCAGCTCAGGAAGCCTGTAATGTGGGGAT^^ 
AGCCTCTGAAGAGCAATATCTAAmATTAnACTGTAAmmAAAAGGCTnAAAGTGCCTCAGGGGTCCCCTGAAACTAA 
ATGGTGACATGAnAGAGGAATTCTTTTTOGTATGAAAAnGTCCCTTncnCTOAGTACTTGG 

>ncrc1727.seq 

AnGATTTTTmGTAGTAmGTAAGAGCTCAGAACmTGTGACAGACTAATGTGGATTAAGTAGTm 

TGGGAnGATCAGCCCTGTTGACCTGAAGGATGGGCTGnCTGTCTmGAmGmGGAAGAGGAGmTGAAAGGAAGCAAGTTGAAnAATC 

TGAAAAGAGAGAGTGACAGTCTGCnAGTTAmGGlTTGTGGTTATGTTAGAGnAGnGTGTATTTATGTGAAl III 11 i i i i i lACnATTAAGGGTGGAACANAGCTTCCCTACCAATG 
CTACATGGCANAnGANATANAAATATGC 

>ncrc1728.seq 

GAAAAATmAAGTTTGAGAAATGACnAATCTmGAGAACCCATTCCTGTATCTATAAAACCACCAACnCATAGGGTO 
TCTAGACATTGATGCATTGGAGTGTGCnGCOnCAAGTGTCnCCTACmcnGCTGATGACTCTAGGGGTCCTGTAAGTTGGGTG^^ 

>ncrc1735.seq 

GCTTCTGGAGGCAAGGATGGGCGGGCATGTOTGGGATCTGAACGAAGGCGAACAGCTTTAGACGCTAGATGGTGGGGAGATCATCAACGCGCTGTGGnCAGCCCTAACGGCTAGT 

GGCTGTGTGCTGCCACAGGCGCGAGGATCAAGATCTGGGATTTAGAGGGAAAGATCAnGTAGATGAACTGAAGCAAGAAGTTATCAGTACCAGCAGCAAGGCNGAACCACC^^^ 

GCACCTCCGTGGCGTGGNGTGCTGATGGCGAGAGTGTGmGCTGGCTACACGGAGAACCTGGTGGGAGTGTGGCAGGTGAGCAnGGCACACGCTAGAAGmATGGCAGAGCm 

>ncrc1736.seq 

CATCGTGGGTACATTGAAATAGATGAAAAACATGGAAACCAAAGGAGGAAAAAGATTAAGAGATAAGCAmCAAAGAAGGAATAGGAAAAAGM 
mGGGTGGTGATAAGCCAGTCAAGTGTTGTGTTGAGGnAGTTTmAnATnGAGATGAGAGATGAGmAAGTGTnGm 

>ncrc1737.seq 

GGGAGGCTGAGGAAGGAGAGTCGCATGAAGCGAGGAGGCGGAGGnGTAGTGAGCTGAGATGTGGCGATTGCACTCGAGGCTGGAGGACAAGACTGAAAGTCCATC 



>ncrc1740.seq 
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GmGTAnGnCTGAGTAnCCATtmTMTAGGAMnATGGMGTGGAMTTACMTGATm 

GGTGGTAGCAGGAACATGGGGGGACCATATGGTGGAGGAAACTATGGTCCAGGAGGCAGTGGAGGAAGTGGGGGnATGGTGGGAGGAGCC^^^ 

ATGGGTAAGTAGCCmGAGTTnACAAnAnATOTCnGGGAGACATAGCTGCAGGAGTAAAAGCT^ 

ACCTAI 1 1 1 i II II lACTCTTTACnCTGTGGAAACAGGCnCACTGTNTAAATAGGAGAGGATGANAGCCCANAGGTAACANA 

>ncrc1742.seq 

GTACTACTAGAAGGGAGCTmGGTGGTAGATCCCCTGGTGTCTCCAACCTGACTAGGTGGACAGAGCTCAAA 
CACAAAGGTCTGTTCGACCAGACATATCCTAGCTAAGGGATGTCCAAACATCAGAATGTGAGGCCAACCn^^ 
TCAGTCATGTAGCTAGCTGTAGAGCnGCAACTTAATAGCAGCAGCTGCCCAATGCCATGTGAAGTAACAAACTGGTTm 
TATTTAAACCCTTAnTAAATAAAACnGTTTTCAGAATT 

>ncrc1743.seq 

NGCCCCTCAmACATAAATAnATACTAGCATTTACCATCTCACnCTAGGAATACTAGTATATCGCTCACACCTCATATCCT^ 

CATTATAGCTACTCTCATAACCCTCAACACCCACTCCCTCnAGCCAATACTGNGCCTAnGCCATACTAGTCnTGCCGCCTGCGAAGCAGCGGNGGGC 

TCTCCAACACATATGGCCTAGACTACGTACATAACCTAAACCTACTCCAATGCTAAAACTAATCGGCCCAACA^ 

>ncrc1744.seq 

GTATGGAGAAATGACACAGGnAGGAGACGTCGCTnGAACGCGCTATAGGAGCTTCTCAAACACACACCATCAGAATTCAATAnCACCTGCC^^ 
GTCCnCATAATGAAGnAAAGTGAGTATACTGTGGAGAGGACTTCCAAATGTGGNTACCTGAGCTATATCACTGCCCAACATCAGAAAA 
AAAGATCAATACTATAACAnGATGTGCCTAGTAGAACAGGAAGAGCAAnACTACTGGnCTGGGCAGACCnATCCAAAGTCTGGTACAACTGTCCTTA^^ 
GAGTCAACTAATGAAGAAATGAATAATAAAATmGACACTGAAAAACAmTAnAATAAAGA^ 

>ncrc1745.seq 

ggttmagctacttcaagggtacctgaagcgaanggcaccaaagcagcagctgtangccgcagttctagcttcac^^ 
tgcaagttcgaagcancagcaaacaatggcaaggcagagccacgagaaacgtacacctgatmcatgacaaatacggtnatgctgtanagcctag 
tacatggacatatgtagcaacacaagtcggaatagaatggaacctgtcccctgttggcagag™ccccaaaggaatggaggaatcagtaatcatcccagct^ 
dmaaaaaacagctcataangatgccaaanaaagcactgtgtacccatta^ 

>mjsc1747.seq 

(MCTCnAANCGGTGGANGNACTTCGGCNTCGTGCGTCGATGAAAGACNCGCAGCNAGCTGCGAAGAATTAATGTGAAnGCAGGACACACTT 
Ai^'NTGCGGGCCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnACAAAAG 

>(fc§c1748.seq 

NfSGGCGGGANCNnAAGTAGCAGTGGCAAATGGGCCTGTGCTAGGANAACTGnCCCCTGGACAAACTGAAAACnGCCTCGCmGTTCnTTCCAGT 
AilAGTCTTCCAAAAATACTAATCTCATATGCATCCCTAAATGTCTAGCCACAAATAAnAGTAGTACCT^ 

>ncrc1749.seq 

(jrGTAAGGGTCCAGCTGATCAGACTGGCAAGAAAATNCAGCCnCGTACCCAATGACGGnGCnGAACTTOnGAGGAAAATGATGM 

(SBATGCTGTTGGTGATAnCCTGGAGTCCGCmAAGGnGTCAAAGTAGCCAATGmCTCTm 

A^PACTGTAGTAATAAATTTTCATATGCC 

>helc1751.seq 

A^CGCGGCCTGAAGAAATAAAGTAAAATTAATCTGGTAAmGTCACGGAnAGTTGTACAACTAGTTAGAAGm^ 
a*|AGTCCAAATAAAnATTTGGTGATGnG 

>illc1754.seq 

CTGACAGCACTGGACAGGTNATCAAGACAGAAAGTCAACAAAGAAACAGTGGAmAAACTATACCTTGGAACAAATGGAGTTAAA^ 
GAATATACGnCTGnCAACAGCACATGAACmCTGTAAGATAGACCATATGATAGCGAACAAAATGAGCCTCAATAAAm 
ACAGTGGAATAAAACTGGAAATCAACTCCAAAAGGAACCnCAAAACCATGCAGATACATGGAATAACCTGCTCCTGGATGATCm 
AAATTCCTCAAACTGAATGACAATAGTGACACAACCTATCAACCTCTGGGATACAGCAAAGGTGGTGCTAAGAGGGAAAGnCATAGCC^^ 

>ncrc1756.seq 

AACmAAAGGTGGAATATGTAAATAGnAGGGAGATCCNTGTAAAATAATGTCnGGAAACTCAAAAGAGTCCAGAAAATA^ 
ATCTAGTGAAAAGCCATTTGATGTATGCGGNCAGAGAAGAAGTGGAGGTCGTCAAAGAG 

>ncrc1758.seq 

GGTAGGAGCCTCTCTCCCTAGTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCNTGAAGAGCCTGATGCnCTTGCGATCCTGGCCGCCnAGCGGTAGTM 
GTGTTATGAATCACATGAAAGCATGGAATCTTATGAACTTAATCCCTTCATTAACAGGAGAAATGCAAATACCTTCATATCCCCTCAGCAGAGATGGAGAGCT 
TCCGAGAACGCTCTAAGCCTGTGCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGGTAGGGCATGGTmTGGATACAATGCTGCCTATAATCGCTAC 
GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACGT^^ 

>ncrc1759,seq 

GnmAATTAGCCGGCATGGTGGTACATGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGATGGGAGGATAACTTGAGCCTAGGAAAnGAGGCTGCAGTGAGCCGTGATTGTGCCA 
CTACACTACAGCCGGGGTGACAGAGTGAGACACTGTCTCAAAAAATAATAAATAGGCNAAACTTmAAAAATOTAATACTGCC 

TTGGGAGGCTAAGATAGGAGGATCACTGTAGCCCAGGAGnCAAGGCCACAGnAGCTATGACTGTGGCTGTGTATAGCGAGTGCAGTCCAGCGTGGGCAACACAGAGAGACCGTAT 

CCCTGAAArrAAAAATAGGCCAGGTAAGGTGGCTCATACCTACAATCCCAACATmGGGAGGCCCAGGTGGGAGGACTGCGTAAGGGCAGGAATTG^^ 

AG 

>ncrc1760.seq 

AGNAAAAGACTGGTTAATGATAACAACTGCCTCGTAAAACCnCAGAAGGAAAGGAGAATGTmGTGGACCACTnGGTTTTCnnnGC^^^ 
AAATCAGTACTmTAATGGAAAGAACTTGACCAAAAAmGTCACAGAATTnGAGACCGATTAAAAAAGTTA^ 



>ncro1761.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page464 of 776 



GATTGMGGAGCCCGGGCTGACCTCAnGAGGTGGTOTGMCAnGMGATATGCmGTAMGTACAGGAGGAMTGGCM 
ACAGTGGACTAnCAGCAACAAAAAACCCAAGACGAAATGAAAGAAAATATCATATnCTGAAATGTCCTGTGCCT^ 
TGGmGCAGGTTCTAAAGGTGGAGAAGATAGACAATGAGGTCCmTGGCTGCCTTTCAAAGAAAGAAGAAW 
TnCAGCAAGTCCCATACCAGTTCTGCAATGTGGTATGCAAGAGnGGCTnCAAAGAATGTACTCGACACCTTGC^^ 

>ncrc1763.seq 

ATGATTAACTCTAAGTACTATTAAnAATAGCCTTGCGAAATATTAGCAAmTCCCAnATGGACTAnCTCTCTAAA 
AAGCTCATmGGGTCTGCTAAAGTNTGGGGGGAAATGTNACGCAAAGTGATACTGTGTATGTNGCCATmGCmA^^ 
GTGCTTTTCCTAGATGTCCCAGTOGCTGTGCTGAGATATACCTGTNCTAmATGGNTTAAGTmGATTCTOGGTNTm 
TGCNTTGCNCAGnCAAAATTTGAnACTTAAGGGATCAATCTAGGNGGNG 

>ncrc1764.seq 

GGCNACGACCCAnCGAACGTCTGCCCTATCAACnTCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGAnCCGGAGAG 
AACGGCTACCAGATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTGCCGACCCGGGGAGGTAGTGAGG 

>ncrGl765.seq 

TAAGCAAGATGTATCTGTACTGATGTCTGAGTGAATCAGNGTGTNTAnAAGCAC™TCAGGGCTTCCACACAC™T™Tm 
TGAAATGGCCAACTGTGGCTGmCAGTTCTnCATTCAAmTAACnGTNAACCAGTGACTCCTAATCTmGGAAGNTA^ 

>ncrc1767.seq 

CCTCGGCACTCTCTGGGCGGGAGTCCTAGTCTGnCCTCAACAGGTGAATGGATAAACTGTGGTANTACmACmCTCAGCAA^ 
GTGGATGAGTnTTAAATAATTAnCTGAGTGAAAGAATCGAAGC 

>ncrc1768.seq 

GAACTCGGTGGTGGCGCTGCGCAGAGCAGAGTTCGCTCGTAGTCGTGGGGCTCGCnCGCTmGGTGGGCAACCATGTGTGACAAAGCGGATATGGCTGAGATCGAGAAATTCG 
AAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGAnGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGG 
(®TACAnCCACAAGCAnGCCnCnATmACTTCn™GCTGnTAACmGTAAGATGCNAAGAGGnGGATCAAGmAAATGACTGTG 
(^ACAACGAAGGCCGGGCCTGCCTnCCCATCTGTGTATCTATCTGGCTGGCAGGGAAGGAAAGAAGTTGCATGTTGGTGAAGGAAGAAGTGGGGGGGGAAA^ 

>}f^c1772.seq 

dMCTGAAGCGAATTGGCAGCAAAGCAGGAGGTGTATTGCCGCAGnCTAGCTTCACCTTGACGATGTNTCCCnGGNCAAAAGCGCACTAAATCGTCTC 
ClJUCAATGGNAAGGNAGAGCCACCAGAAACGTACAGCTGAmTCATGACAAATACGGTN^ 
AigAAGNCGGAATAGAATGGAACCTGTCCCCTGTTGGCAGAGTTACCCCAAAGGAATGGAGGAATC 
G|fGCCAAATTAAAGCACTGTGTACCCAnAAGATATGGCATOTTGAAGAAATAAAGTACAm 

>hpic1775.seq 

CtGTATTCCAAATGGATACAATCCGACNTATATAAAAGAAACAGATTCTTAACTAnGACTCmmAGCAAATGCN^ 
ftCCAAAAGTGTATAAGGTCAAAGAAAAAATGCNACCTGTCAAnAATATATACTATGTAATATATAT^^^ 
rpTCACAAAATAmATATTAAATOTACAAATTTGTTGCAGAAGTGCCTGTGA^ 
AifCATCTGAGTOTAmAGTmCAAGTGGCAATAAAmATCTACCn^ 

>h¥c1776.seq 

dllATGTmGTAAACATnATTTTTmAAAGAAAAG 

T mi 1 1 H lA mCTACTGTNAAATGATGTGCAAAACCTmACTGGGTGCNTGGAAATCAGCCAAGTmATAATCCTTAAATC^ 

fjlfTACTCTCTTGCNCCAAATTATCTTGATAGAnCAAAnTGTCTGGnAAAAAATA^ 

A^ftnTTAGAATAAGAATnGCATACnACCTAGTGAAAGTnTCTAGAA™ 

>ncrc1777^ 

GGGGGAnCCTGAAGCTGACAGCAnCGGGCCGAGATGTCTCGCTCCGTGGCCmGGTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCCCTCCAGCGU^^ 
AGGmACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATnCCTGAAnGCTATGTGTNTGGGmCATCCATCGGACATT 
AAAGTGGAGCAnCAGACnGTCmCAGCAAGGACTGGTCTTTCTATCTCnGTNCTACACTGAAnCACGCCCACTGAAAAAGATGAG 
GTCACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATATGGAGGTmGAAGATGCGGCAmGGATTGGATGM 

^ncrc1779 seq 

AGCACATGAGAGGGAGGACAAGGTGCGGCTGCACTTCAAGAGACCACGTTGGACAGGTGAGATGTCCAATATATTCTOCTTAAGATCTGAmcnCTCCTO 
TGCCCAGAGATATAACAAnAGAATTCAATACGCTAATACAGTGTCTCATOGGCAAGCCACACAATCGCCTCTAGTGGNCCATATGCACGACAACCCGGGATCCTAGAAA 
GGnGCTGCNTCGGTGCCGATCTGAATCnTACTCAACTAGTTTnGATTGTGAAGAGCCAAGCTCATnGAGCAGTAGGAAnTC 
TAATAAGTHCCCAnCCTmcnATnATmmGGI^GGGACACAmCACCACACAGGCCTGCTTCnTGTTG 

>ncrc1780.seq 

GATGGGATGTAnmGGCTTTTTTnGTTGTCGTTTAAAGAAAGACmAACAGGNGTCATGAAGAACAAACTGGAAm 
GGTCGCCTCAAAAAACTGCNGAmTGCCTTGCACTmTGAATCTCTCTTnTATGTAAAATAGCGTAGATGCATCTCTGCGTAnTO 
TGTGACTGTCGTTGACAGTmAmACTGGmcmGTGAAGGTGAAAAGGAACAnAAGCGGGACAGAAAATGCCGATmAm 
TACTATGCAT 

>ncrc1783.seq 

GGCGAGAAAGCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGTTCAACmAAATnGCCGACAGAACGCTGTAAATCCGCTTGTAAAm^ 
GGAACAGCTCmGGNCACTAGGAAAAAACGTTGTNGAGAGAGTAAAAAATTTAACACCCATAGTAGGGCTAAAAGCAGCCACC 

>ncrc1784.seq 

ACACCTGCCCCTGTATATCCTTTmCCCCTCCCCTCCCTCCGAGTGGTAGTTCTACTAAAnGTTGTCnGTTTmAmm 
TGmAGATAAAAGTTCTATAAGCTGTGTATAGAGTTTmATGTAAAATATTAAAAGAGTATGATGATGA^ 



>ncrc1785.seq 
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TGGATCGGGGGMGNNCGGGMGGMGCCCTGCTGCTCGnGGACTATGGTCi^nCTTGTGGTGGGCATTGGCATTGTTCOT^ 

TCAGTGGGTGCTGGTCmGGTCTTGCTACTCAAnGGATCCAGATATGGGTGCCAGGAAGGCCCATGGCTGAAGCCTGACACCGGCT^ 

GGCAGCTGCCAGnCTGGGCACTGCGGAAAGTGGCnGGGACTGGGGCTTGGTGATGCACGCGGCTTCTGCTGCCCACAGTnCGTGC^^ 

CCAGAAGGGGTATGCCAGCAAAGCGTACATGTCCTGTTCCCCTCCTGGCTCACCCCTTGCCATGGGACTGTCACGCCCTGTGTC 

GAG 

>ncrc1786.seq 

TATmAATATTGGATATCAACTGCTTGTAAAGGTGCTCCTCTTmTCnGTCAnGCTGGTCAAGATOCTAAT^ 
CACTTnAAACTCTAGATCAGAAnGTTGACTTGCATTCAGAACATAAATGCACAAAATCTGTACATGTCTCCCATCA 
CCTGTAAAGGTCAACAATAAAAACCAAATTATGGGGGTGCTTTTGTCACACTAGCATAGAGAATGTGTTGAAAmAACm^^ 
ACAGACACCGATAATAAAATATCATAnAC 

>ncrc1787.seq 

GnGATGTCAAGACTACCGATGGnACTTGCnCGTCTGnCTGTGnGGn™CTAAAAAACGCNACAATCAGATACGGAAGACCTC™TGCTCAGCAC 
CGGGAAGAAGATGATGGAAATCATGACCCGAGAGGTGGAGACAAATGACTTGAAAGAAGTGGNGAATAAATTGATTGCAGACAGCAnGGAAAAGACA^ 
AmATCGTCTCCATGATGTCTTCGTOGAAAAGTAAAAATGCTGAAGAAGCGCAAGnTGAATTGGGAAAGGTCATGGAGCTTGATGGGNGAAGG 
GGGACGAGACAGGTGCTAAAGTTGAACGAGCTGATGGATATGAACCACCAGTCCAAGAATCTGmAAAGnCAGACnCAAATAGTGGC^ 

>ncrc1788.seq 

GTAGnGGAGCTCTTGCAGCnCTGCCCCTATCTGGCAGTTrGAGGAmAGTACCnGTGGTGTATTTATGAAGATCGTAACTACAGATTnAGG^^ 

GAGCATCCACAGGNNCTGGGATGCCATTAATCGACTCTCAAATACTGGGAGTGGNnGCAGTGGCmCTGGAGCCCnCACTOTGGNGCCCATTAACTTCTCAGGACATCCA^ 

TTGAAAGACTGGATCTCTGAAACCTGGGTGAATCTGGCAATGGTGGACTATCCTTATGCCTCTAACTmTACAGCCnTGCCTGClTGGCCT^^ 

AAATCCGAATGT 

>ncrc1791.seq 

GAGGTAGGAGTTCGAGAGCACCTGACCACATGGTGAAACCnGTCTCTACTAAAAAnCAAAATTAGCCGGGCATGGTGGCGGATGCGTGTAATCCCAAATAC 
A^I^AGAATCGCCTGAACCCTGGAGGCGGAGGTTGCAGTGAGCCGAGAnGTGCCAnGCACTCCAGCCTGGGCAACGAGCACAAAACTCTTGGCTCAAAAAAAAAAT^ 
^^fSAAAAGAGTNGAAGAAGCACACTGCCTAAT^CGGGTGGTNTAGAACCAGAGAAAGAAAAAAGAAGGCGTTCAAGATCAGA 
AgCAAGGAGCAGATCAAGANAGTGATTAGATTGTCAGTCTAGGAGTCGTnGATGAnCAAAAGCCCAAGACAGANAA 

>rSc1792.seq 

qlflTCCTATATTmATGACTGCTGAGACCCCACAGGGACCAATAm 

(^|AGTATGACATAGGGGGNATGGTnCATGAATGTNmATGTAGATTnCGTCCCATGAACATGAGTAA^^ 

>T^c1 795.S6Q 

(i^GGTGGGAnACAGGTGCCTGCCACCACGCCCAGCTAATTmGTAmnAGTAGAGACAGGGN 

AbCACGCACCnGGNCTCCCAAAGTGCTGGGATCATAGGGNTGAGCCACGATACCCAGTCCAAATGGACAAATTAATATGAGATAAGCAGCCTGGG^^^ 
>il)GA)1 798.sec| 

A^GCAAGCnCTCTGATGTGTTCCCTGATTGTCATGTAGTAAATAAmGGGTGTOGCAGCmATAAGAACGm 
ClpGCTGGATAAGCAGTGGTAAnGATAAAGTCATGTATACAGCGmAmCCATGGGTAAATnATGG^ 

(MtAGTTGCTGATGATGG AI I mi I ICATGTAAnCTmGCAmGGCGAGATTCTAAATTGATmATGAATAGGACGGCAGATTAACCmC 
Tf4GAAACATGGTGCCCCCTAATAGCAnCTnGTAGCAATCAGAGATAATCTGCTTGTGTGCAGTCATG™TTAGCTCAm 

>lffc1799.seq 

GtllCTTCCTCGGCGCTGCCTACGGAGGTGGCAGCCNTCTCCnCTCGGCATCATGGCCGCCCTCAGACCCCTTGTGAAGCCCAAGATCGTCAA^ 

GCACCAGTCAGACCGATGTGTCAAAAnAAGCGTAACTGGCGGAAACCCAGAGGCATTGACAACAGGGNTCGTAGAAGAnGAAGGGCCAGATCTTGA 

AAGCAACAAAAAAATAAAGCACATGCTGCCCAGTGGCnCCGGAAGnCCTGGTCCACAACGTCAAGGAGCnGGAAGTGCTGCTGATGTGCAA 

TCACAATGmCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGTCACCAACCCCAATGCCAGGCTGCGCAGTGAAGA^ 

TG 

>nGrc1800.seq 

GTGAGAAGAAATGGGTCGTGATGCTGATCATCTGCAGCTGGGCCGTCCGAGCCCTGGAGCTCAmGGTCGATGACAGCATTCAGAGGAGACGGCAAAGTTATAAAAnAmGC 
GCACATAAAGGTCCAGGCGCAGGTAAAGnGCTGGAGAAGCGTGTGGTGCACCTGGGTGTAGGAACTCCGGGGAGAAnAAAGAACTTGTTAAACAAGGTGGCCTT 
CnAAAAmCTGGTTTnGACTGGAAGTGGAGAGATCAGAAGnGAGGAGAATGATGGAGAnCCCGAGATAAGAAAGGAGGTAnGGAAGnCTGGAAAT 
GCAAGTCAGAATCCTTGAAACTGGGCCnTTCTAAGTCTGTGTCCTAATGAAGAnCCAGTmCACAGTAGAAG 

>ncrc180l.seq 

AAATAGTTAAGTATGTACACGAGGCACTACnCTGATnATTGCAATGTTCAGTCGTAGTTmAGTTnATTCTT^ 
AGACCTGCAGATGTGTACAGATAGnCATAmATGTATTGCACATAATCATGCTAnCAGCAnGATGCTATAnGTAmTGTAA^^ 

>ncrc1804.seq 

GGATTmAAATAAATmCCTCCTCTTTCACAGTAAmCTGAAGGAGATGCTGCCAATCCCCCCCGCGCCTGC 
GGNNGCACAGCATTTTAATCTGCGCCCGCAATGCACAATGCGCGCATGCTTGTNTGCCAGTGGAAGCTCCATGAAC 

>ncrc1805.seq 

GAGACGCAAGACGCCGGGCCTACAGCGGGAGCGTGAGGAAAGCCGTGCGnGCGTTCCAAGGCATCTGTGAGCCCGCGGAGTATACAGCATGAGCAAAGCTCACCCTCCCGAGTT 
GAAAAAAmATGGAGAAGAAGmTCATTGAAAnAAATGGNGGCAGACATGTCTAAGGAATATTGCGGGGAmGATCCCTnATGAACCTTGTG 
CGACTAGTGGACAACAGAACAATAnGGAATGGTGGTAATACGAGGAAATAGTATCATCATGTOGAAGCCnGGAACGAGTATAAATAATGGCTGnC^ 
CTCTCCATAGGGCCTGTmACTATGATGTAAAAAATTAGGGTCATGTACATmCATAnAGACCTT^ 

>ncrc1806.seq 

GGTAGGATAATCATCGCTATCCCCACCGGCGTCAAAGTAmAGCTGACTCGCCACAGTCCACGGAAGCAATATGAAATGATCTGCTGCAGTGCTCTGAGGCGTAGGATO 
mCACCGTAGGTGGCGTGAGTGGCAnGTATOGCAAACTCATCACTAGACATGGTACTACAGGACACGTACTAGGnGTAGCGCACTTGCACTA^^^ 
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TGCCATCATAGGAGGCnCATOACTGAmCCCCTATTCTCAGGCTACACCCTAGACCAMCCTACGCC^^ 
CAACACmCTCGGCCTATCCGGAATGCCCCGACGTTACTCGGACTACCCCGATGCNTACACCACATGAAACATCCTAT^^ 

>ncrc1807.seq 

CAAGGGAGGCAGACTTACXJTCCCTCAACCGCCATnGTCCTGACTCTGTGTATAAGCTGATGCTCAGCTGCTGGAGAA^^ 
TCTGCTGCTTCAACAAGGCGACGAGTGATGCTGTCAGTGCCTGGCCATGnCCTACGGCTCAGGTCCTCCCTACAAGACC^^ 

TTAATGAAACTGAGAGACAGAGGCnGTTTGCmGCCCTCTTTTCGTGGTCACCCCCAGTCCCT^ 11111111111 INGTTTAAAGACC 

>ncrc1808.seq 

AGAGACAGAAAGTAGAGTGGTAGnGTTGGGGAAGGAAGAATAGGGAGnGmAATTGGTACAGmCAGTTmGCAGGATG 
ATGCACnAACACTACTAAGCTGTACAmTAAAATGGNAAAGATGCTAATTmATGmTATATATmACCACA^ 
AATCAAGAGAAATCTGGGTGGTAATAATATGAGAATAGGCnCGGAACAAGAAATAGAACCAGGGATAAAGACAGACTT^ 
CCTAAATATTTATACnCTAATAATAGAGCmGAAAGTAAGGTGAAGTAAAACTAAGAGAAnGAAAGGAGGAGAT^ 

>ncrc1809.seq 

GAATTGAGTCCGAGATAAACCCATATATATATATGTCAAnGTmTGTATAAGGTTGAGAAACGCnCAATGGGGGAAGAATAGTCTm 
AGGAAGnGGACCCT™CACGACATACGAAAAAATAAAATGAATCAGAGAACTAAAnTAAGAGCTCAATATATAAAACTAnGGAAAAAAA 
TAGGAAATGGCnCmGATATAACAACAAAAGCATAAGCAACAACAACAAAAATAGATAAAnGGACTGCNTCAAAATTAAAAA^^ 
AGACAACCTATAGAATGGGAGAAAATGCTTAAAAATTGTATATCAAAAAGGAGCTTATCTCTAAAATATGTAAAGAATAC 

>ncrc1810.seq 

AGAGmGAATCATACAGTATGTAGCCTTnCAGCmGCnCTnCACnAGTAATATACATnAAGnCCnCTACGTCmnATGGCnGATAACT^^ 
TGTnCATrrTCTGGATGCACTACAGnTATTTAGGACnCTTAAAATAGGTCAAAAAC 

>ncrc1811.seq 

AGTmGCAAAATGnATCCTTGGGAGAAACTGGGGAAAATGTACAAGAGACACACTGCNnATTnTTATAACTCGTGAATCTGCAGCTATCTCM 

MjTPJGAQA I n I 1 1 1 1 1 l AAAAGGGNGTCTACAGCTGCAAGCAGATCGCCATCAANAACATATCCGAGCTAGAGAnCATTAATTCAGTCnTGGCAACACAGCTAGAATTGGATGG 

(©TGAGCGNGGACCAnCAGTGAAAGACAGATTAAAAATmCACAAACTTGTGAGAGAGAGACAAGAAGGGGA^ 

QfiJACTCTG 

>fSc1812.seq 

q^GTGGGACTCTCTCTAAAGAAAAAAACAAGTGTATGAGATCCnGTGTGGATGAGTAAAGAGTGAGGAAAATGCCTAGAAGCAAGnCTGAGGM 

GtMTGGAGGAGAAGCTAGACAAGGAGAACAAAGAGGAACTGTGGNGGGCAGATCATCTGAAGTCGGGAGnCGAGACCAGCCTGACTAATA^ 

A^CAAAAAnANCCGGGCGnGTGGCGCATGCnGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGA 

Hhdci815 s6q 

AtAGGAACTCnGnGATmAAATATTmCAmCTCTGTAAATAGCTGACCNTGATC^ 
TflCATGCTTTGTGTCmGCTTCAGGTAGCAAATTATGGAGTTGGAGGACAGTATGAACCCCATm 

:%c1816.seq 

i^™GGAGACGTCGCmGAACGTGCTATAGGACCnCTCAAACACACACCATCAGAAnCAATAnCACCTGCCAGACTGGCn^^ 
/ipGTGAGTATACTGTGGAGAGGACnCCAAATGTGGNTACCTCAGCTATATCACTGCCCAACATCAGAAAACCTGACGGCT^^ 
A:TOATGTGCCTAGTAGAACAGCAAGAGCAAnACTACTCGTTCT6GGCAGACC™TCCAAAGTCTGGTACAACTGTCCnAGACT^ 
A|p?MTAATAAAATmGACACTGAAAAACATmATTAATAM 

>ncrc1817.seq 

CGGGCGCGGTGACTCATGCCTGTAATCCGAACACmGGGAGGCTGAGGTGGGAGGATAGCnGAGCCCAGGAGmCACACCAGCnGGGCAAGATAGTAAGAC 
T 

>ncrc1819.seq 

ATCACAAAGACAAAAATCATCmATCTCATGCTCTTAGTAGTCTnGAGTnACTCnGGNCGTAAGGCCnAAAAAGAm 
AACTCCCmCTCCTAAAAGCAGAAnAGAGGGAGAAATATCAAATAAACAAAAGAATGCnCTCAGACCCmCTAACCTGCTAAATC^ 
AAGAGTAGAAAATmACTCCAAAAAAATAGAGAGAGTAGAmCTCAGAGGGCCCCCATGCCCGGTAAAGAmGGTCAGTOATCnGATGCAGT^^ 
ACTGTGCATTACCAATAATCATCAATAmGAGNCAnAAGTGTGNTGNCnTATGmCCTCmGTCCCTAnAAmGNNAACAAAGCATC^ 

>ncrc1820.seq 

CTGCAAGACmTAGATTCmCAATGATOCTACAGGAATAGTGGCCACTTAATGTCAGTTACTCCGGNGGAAGAATnATCTAGmTTm 

AAAATAGCAAGAnAGAGAATGAGTTGTNTAGmmCTATCACAmCATCTAAAATGATnGAAGGACCTTTGAAGAmn^ 

AACTGAmAAAACAAACTAAGAGAACAnAACTAGATGTGGGCTTmAAAATATATAGGTAnGCNmC 

>ncrc1821.seq 

AGCnAGAGCTTGmGAAATGCACAGTATCAGGCCCCATCGGAGAGCCACTGAGTCAGAATCTGGATGmACAAATGCCAGGTGATTCATGTGCACAATGGATTTGA^ 
TGCAAAGCAAGTGTAGAAAAnAGTGTCCATGGCCTAmATATGAATAACATTnACTGGAATATGGTCACACCTAmGTTTTCC 
CCTAAAATAmATTAATATTTACTATATGTTCAmATAGAAAAAGnTGCAATGCTTCTTAACCTGGATGGCTCATOGAATCACTC 
CCCACGCCCATTAAATCAGAATGCANGTAGGGGGGTGCTTGAGACCCCAGGTGTCAACAATTCTAAAAGTnCCCAGGTGAm 

>ncrc1824.seq 

AGTGTAGAAGTGCTTCACGGGAGGlTGTTGTGGAAGCnGGAGGAATAATACCTTnAAACGTAGAAGTOGTACTGGAAAGGAm 

TGATACAGAATTGTGGGAGAAGAGCATGCTAGGCAAAGGTAACTACCTCTTTCTGAAGGTGGGGAATGAAAAGGTNGCACTGTGATTTCAGAAAGCTGAGTTGAGT Am 

GTAmGGmGATGAAGTGnAAATACGTCCTCmCTTACCCTCTCCACCTAGTCTATAnCATCTTTAAGGAGAAGmGCAGTGACM 

nTCTTTCn 



>ncrc1825.seq 
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ATAGTAnAATGTATACACAnAATGTGTAATAATGACATAGTGTCnATCTTCATACCmACAACCATAAGA^ 
ATGGGCAnGCAACTGGNAATATGCTGGTAAGGAAGATGTGTGGAGAAGGAGGGCCnCAGGGGCCTGGCTAAATAATGCCC^^^ 
TCCCATCnACCCAAAnCTTGGAGTTGATGTTGACTGTGGAATTCTAATGTGCTTGGCTCTONGGTNTGACTC^ 
GTAAGTAAATCACTGTAAACGTGTCTTCAmACTCTAGCCAAAAGGCCTGGCTTCTGATAGGAAACTGGTAAGAA^ 

>ncrc1827.seq 

AGGACAGATGGATGGAATACCCATGTCNATGAAGAATGAAATGCCCATCTCCCAACTACTGATGATCNTCGCCCCCTCCTTGGGAmGTGC^^ 

CTGAGAGGGNAACTCATGGNAACGTATTGTNCGCGGAAAGACACAAGGCTAGACTACATTGGAGATAGTAAAAATGTNCTGAATG^ 

CnmACCCTCTAACAACGCAGTAGCATGmGATTGGAGGGNTGGGGGGGATGACACTCCAGTGTCAAAATAAGTGTOGTNAGAm 



GAGTGGAGTGAGGGGTAACAAGTATGGCGACCGAGACGGTGGAGCTGCATAAGCTAAAGGTTGGCGAAGTAAAGGAAGAATGTCTTGCTCGTGGmGGAGACCAAGG 
AAGATCnATCCACAGACTCGAGGCNTATCTTGAAGAACATGCTGAAGAGGAGGCAAATGAAGAAGATGTACTGGGAGATGAAACAGAGGAAGAAGAAACA^^ 
TGTCAAAGAGGAAGAAGCCCGTGAAAAAACTGTTGATGTGGCAGGAGAGAAGAAAGTGGTGAAAAnACATCTGAAATACCACAGACTGAGAGAA^ 
AATGTACCTGTGAGCTTGGAGAGTAAAGAAAGCTGCTCGGGCAGCTAGGTTTGGGGATTTCnCAGTTCCAAC 

>ncrcl831.seq 

GACAATCGAGTAGTACTCCCGATTGAAGCCCCCATTCGTATAATAATOCATCACAAGACGTCnGCACTCATGAGCTGTCCCCACAmGGCTTAAAAACAAATGC 

TCTAAACGGAACCACTTTCACCGCTACACGACCGGGGGNNTACTACGGNCAATGCTCTGAAATCTGTGGAGCAAACCACAGmCATGCNCATCGTC^^^^ 

TCTTTGAAATAGGGCCCGTATTTAGGCTATAGCACCCGCTGTACCCCCTCTAGAG 

>ncrc1832.seq 

GACTCTOGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACACTTCGAACGCAC^^ 
CGGGTTCCTCCCGGGGCTACGGCTGTCTGAGCGTGGCnGCCGAT 

>ncrc1833.seq 

M^AAACnNTACCATGGATACTGGGGGTGGGGGGGAAGAAGTCCCTlTUmCCCT 
AilTGC 

>ptc1835.seq 

/^^^GAAGAACTGCCTGGAGATTGGTmCTGTGTATGCTAAAGCAAGATCCAAAATATCGAnTCGCAGAGACATGACCAG^ 
hiflGAATOTTGTGCTCAnAATATAmTCCCncnTGATCCTmCTO 



hMGCCGGGCAGTATnAAAAAGACNAAGTATmGTCCCmGAGAnCTGCACTCCCTGAAAAGTTCACnGGACGC 

CAATATATCGAACTGTNCCCAAGnAGTCAAGWGTCTCAACACTAGCATGATATAAAAAGGGACACTGCNGCTGAATGAAA^ 

dtMTTGGAmGTACCGTCCTCCCATmGTTCTCGGAAGATT^^ 

(Sh-AGTCCTTTTTTAATC 



dMAAGCTOGCCAACCTnACCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGG^ 
GGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTAC 
CGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTNGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGTO 
CCTCTAAATCCCCTTGTAAATnAAGTGnAGT 

>ncrc1843.seq 

TTGTACACTTAACACnTTGTTAAAAGGGNAGATCTCATGnAAATGTCTCCACCCCAATACAAAAAAAAnGCNCTAnGTTTTAT^^ 
CTTCAGCTCAGCTGGGTTCAGTGGCATACACCTGTAATCCCAGCATTTTGAGAGGCTG 

>ncrc1844.seq 

GGGGGNCCCACTGGAGGAAGCGAAACTCNTAACTrTCCCAAGANGCTCCCGTGAATTGCTGGCAGAACCTGGGGCCAGAGCCCAGGCCCCACTCTCAGGCCAGCGCTGCnCCTG 

GNTCGTACGCGGCCTGGAGTGATAAGGAAGGGGGTGGCCTANAGCACCCCCCACACCGCCGAAAATACACACTCTGlTTCTTACGTGCCACAACTCnCGGATCTCACT^^ 

CTGGAGGTAATATGGGACACCTGGGGTGTAATGGGACGAGAGCCCATGACCTCCGAAATCCATGGCAACGTAATAAAAGTGTGAAAC 



CNCCCCGGGAACCTGGGGCNCTCTGGCCGGGGAGGCCGTGAGGGAGCCAGCGCAGGGGCNTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACGGCAGATAAGnTTmCTGn 
TGAAAGATAGAGAnAATACAACTACnAAAAAATATAGTCAATAGGTNACTAAGATAnGCNTAGCGnAAGTT^ 
CTTAGAAG 



GCTCTTCCGGGGACGTTGTCTGCAGGCACTCAGAATGGTCCAGCGTTTGACATACCGACGTAGGCTnCCTACAATACAGCCTCTAACAAAACTAGGCTGTCCCGAACCCCTGGTA^ 
AGAAnGmACCmATACCAAGAAGGNNGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCGCAGGCAGAGnCGAGGGGnCGTGCTGTAAGACCTAAAGTO 
CCAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGTTCCATGTGTGCTAAATGTGTTCGTGACAGGATCAAGCGTGCmCCmTCGAGGAGCAGAAM 
GAAGGCACAAGGACAGAGTGAGAAAGCTAAAGAAAAAAATGAAAGTTrTTTGAGTAATAAAAATGAAAAGA 

>ncrc1848.seq 

AGCCTAGNCTGGGACGCnGAAAAGANTGATAAAATGAAGCCTTGCCACCAAnGCCCTTGTGGCAAATGGAAACGGATAAAAATAGGCTCACTnAAG^ 
GGTGAAAGTGAACAGCCTAATGTGTAAGAATGTCATGnGTmATTTGTAnCTCGTGTTTTGTTGAAGGTTGTTTGn 



>ncrc1828.seq 




>f^fc1837.seq 




>ncrc1845.seq 



>ncrc1847.seq 
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>ncrc1849.seq 

CGGMCTGMGCCCTGATNMGANGGACGGCCGGGGGCANTTCGTATTGCGCCGCTAGAGGTGAMTTCnGGACCGGCGCMGACGGACCAGAGC 

TnTCAnAATCMGAACGAAAATGGGAGGAAGCAAAAGACTCTGTACCTAimGTATGTGTATAATM 

CCCANACCT 

>ncrc1852.seq 

ACCCCCGGGACCNCGGCCCCTCNGGCCGGGGNGTGmAANTGGAAACTGGACGGAACCACCTCANTTGCAAAGANTCTACAGGAANATGTGGG 

GGGACAC™CTTCCTTCCCGnGTCAGTATACTGCNCCAGCnCATCAGnGAGTACCAATGCCAGAACTTGTATTA^^ 

GGTCAGAACCACCAAAATGCTTACATCCGTGTGTAATATCCCGAGAAATTATGGAAAATTATAACATAGTAnAAAGGTGGA^^^ 

GTTGAATmGTGTGTAAACGGGGATATCGTCTnCATCACGTTCTCACACAnGCGAACAACATGTTGGGATGGGAAACTGGGAG 

AAAGTGCACACCTTTAnCAGAACT 

>ncrc1853.seq 

NCCCCCCGGGAACCTCGGCCCNCTCTGGCCGGGGAGGCCGTGAGGCAGCCAGCGCAGGGGCNTCTGCTGANGGGGCAGGCGGAGCnGAGGAAACCGCAGANAAG) 1 ill I iCT 

CmGAAAGATAGAGAnAATACAACTACTTAAAAAATATAGTCAATAGGTNACTAAGATAnGCTOGCGTTM 

GACTTAGAAGAGTAGCATGAG 

>ncrc1854.seq 

GGCCGGGCAACCCTGGNAGGCGCGGTGGCCTNCTGCCTGTANTCCCANCACTnGGGAAGCCCAAGGCGGGCGGATCACmGAGGTCAGGAGTO 
TGATGAAACCCTGTNTCT 

>ncrc1855.seq 

GGGGGAAAGATGAGmAAmGGGGATAnnGAAmGAGGTGCCTGTGGGATGTCTAmGGAGCTAGCCTGTAGACATTGGATTAGGGGAGAGATGCACATGCTA^^ 

ATAGGGTAACAGnAGCAGTAATGGTAAGTGCAGCCATTGCAATGGTTGTCTGTAATGTGAGAAGACAAGATGAAGAATAGAACCCTGC^^ 

GTTAGAAGAAAGGGGACCTTGC 

>hcfc1856.seq 

dSGTCAAAGTATTTAGCTGAGTCGCCACACTCCACGGAAGCAATATGAAATGATCTGCTGCAGTGCTCTGAGCCCTAGGAnCAT 
mTAnAGCAAACTGATCACTAGACATCGTAGTACACGACACGTACTACGTTGTAGCCCACTTCCACTATGTCCTATCAATAGG 
cl&TCCCCTAnCTCAGGCTACACCCTAGAGCAAACCTACGCCAAAATCCA^ 
riifNCCGACGnACTCGGACTACCCCGATGCATACACCACATGAAACATCCTATCATCTGTAGGCTC^ 

'*flCfci 857 S6Q 

QfSTAACCCTATATAGAAAGCAnAGGCCCTAACmCnAACTGGGTCATGTTTCTTGTTAATnACCAAn^ 

TSPAACTGTGGACCTGAGCTGGGACGCACAGTGTNCTGTGTTCCATmCATCTTCATGATmGTGGAAAGA^ 

Tl^CTGAGAGGCTGAGGCAGGNAGGAnGCnAAGGCAAAGAGTTTGAGCGCAGCCTAGGCAATATAGTGAGACCACATCTCnAm 

^ficfcl 859.seQ 

/®TGTGAnGCAGCTmCAATGTTAGCCACAGTGTATTTmCACTTGTACTAA^ 

111 

>jhpic1860.seq 

CieCCCNGGAACCTGGGCCCTCTGGCCGGGCGAGGAGTACCCCmCTGCNTnNmGT^ 

dpCACmGGGGGGCCGAGGCGGGCAGATCATGAGGTNAGGAGATCGAGACCATCCTGGCAGACGTGGNGAAACCCTGTCTCTACTAAAG 
G^GGCGTCTGTGATCCAAGCTACnGGGAGGCTGAGGCGGGAGAATCGCnGAACCCGGGAGGCGGGAGGTTGCANTGAGCCGAGATCA 
A^GCGAGACTGTCTCANA 

>ncrc1861.seq 

GNGCCGCGGGAACCTCGGCCCCTCTGGCCGGGGGAGAACNGTGGGCnCACCAAGGACGTGGGCAACACTCAAGmCTGGTCTGCGCAGACTGTGAAAnGG^ 

GATTGCCTANATGACAAGAACAGTnCTATGTGGCCTTGGAACGAGmCCCATGAGTAACTGAGGGGAGGGGTACTCAGCTCCATCTCC^ 

GGCCTTTAATGTGGT 

>ncrc1864.seq 

AGAGACTGTTGGGGGGGGCGGAGAAAGAAGGCTGGTGGGAAAGGGGACGTCGCAACGAAGAGACCACCTGTCCnCGAGCAGGAGnAACACCGTCACCACCnGGTGGAGAA^^ 

GAAAGCTGAGCTGGTGGTGAnGCACAGGACGTGGATCCGATCGAGGTGGnGTCTTGnGGCTGGCCTGTGTGGTAAAATGGGGGTGCCmCTGCNTTATCAAGGG^ 

AGTGGGACGTGTAGTGGAGAGGAAGACGTGGAGGAGTGTGGGGnGAGAGAGGTGAAGTGGGAAGACAAAGGGGCmGGGTAAGGTGGTGGAAGCTATCAGGACCAAnA^ 

GAGATAGGATGAGATCCGCCGTCACTGGGGTGGCAATGTCCTGGGTGCTAAGTCTGTGGCTCGTATCGCCAAGCTCGAAAAGGGAAAGGCTAA^ 

AATG 

>ncrGl867,seq 

GAGAGNTnnCATTAGNTOCAAATATTGATATGGTGGAGGGATTTGGCTACTTGAGAAGTGAGGAAGGNGGGAAAAnCATCTGGAATTACTAGGGM 
AAGGATGTNGTCTTnGGTGmGATGGTGAGTGCTGAGGTmGTGTGmGTNTGAAGTAmGTAAATGTGTATACGTATGAAAAAmM 
TATGATAGTTTGATTCTGGGTAGGTmGAAAAACTTGGNTTTGCTTAACTACAmCTTAAAACACmGCTTAAATTGGGGNGT^^ 
AAAGTCTGAnCATGATATGTTTTAGTTTCAAAAATTATAGGGGNGAGNGTAnA 

>ncrcl868.seq 

GGGGGAGNCTCGGCGTNTAGGGGGGGGGAAATTGAGGAANTAGAGAGAAGACCAGAAAGATACTCGTTGAGAAGAGGAAGTGGAAGACACAGTAATTGTNAGATO^ 

ATGAAGGAAAAAATGTNAAGGGNAGCGAGAGAAGTGGGGNTACGGAAAAAGGGNAGGCGATCAGAGTAAGAGGTGATGTGTGGGGAGAAACTGTGCNAGCG^^ 

GAATATTCAAGmGnAAAGAAAATAATmGAATGGAGAAmCATATGGAACGAAAGTAAGGTTCATAAGTGAAGGAG^^ 

GTGAGGAGGAGGTGTGCGnATAAGAGGCCGTGAAAGAGGCNGTAAAAATGGAAAGCAACAAGTGGTACGAGGCAGTGCNAAAAGATGCGAAATTGT^ 

GAAACTGCGTCAACTAACAAGCA 



>ncrc1870.seq 
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NCCCCCCGGGMCCNCGGCCCCTCTGGCCCGGGCCnGGCTGACGTGTCCTMGGTTNnAGCCTGTTCCTCCX^TnCT^^ 

CAAAGTTAATGGGATGGNCGGATCTCACAGGCTGAGAACTCGnCACCTCCAAGCATnCATGAAAAAGCTGCnCTOTTM^^ 

AATCCTTCAAAATAAAAAGTGATGAC 

>ncrc1871.seq 

GCTnncmGGCAAGATGGCGGAGTACGACTTGACTACTCGCATCGCGCACTTmGGATCGGCATCTAGTCmCCGCTO 
AGGAA™mCAAGGNAAAnGGACCTTC™GTGATACCAACATGGNAGACTnGCTATGGAT6TATACAAAAACCmATO^ 
CCACAGTGGnGCNCAACTGAAACAGCnCAGGCNGAAACAGAACCAATTGTGAAGATGTnGAAGATCCAGAAACTACA^^ 
TGACTACGTGGGGGACAAGCATGGmTAGGCAGGAATAmAGATACACTCTACAGATATGCAAAATTCCAGT^^^ 

>ncrc1872.seq 

AGANTGAGGTTAACTTAGAGTTGGGAGnGAmATTAAGTACAGTATACGTCTCAACAGmATAAATAATATGTTGAATm^ 
GTCATGTNAAGCAAnTCAGAACAnAACTGAACTATnTCAAAGCAGAAAAAnGACATTGCTGCCTTTAAGAATACCA^ 
TATAGAAATGGCAGnCAAAGAGAAnGTGGCAGATGnGTGTGTGAAGTGTGTGTnCTnGCGAGATGTGnGTATnGAAAAGm^ 
GA 

>ncrc1873.seq 

GCTNTTATGGACCGGGGGGAACACCACCCAGTGTGGAGCAGCCCAGGGAAGCAGTGTCAGGAATCCTGTGAAGCAGCTCCAGCTATGTGTGAAGAAGAGGACAGCACTGC 

GTGTGACAATGGCTCTGGGCTCTGTAAGGCCGGCTnGCTGGGGACGATGCTCCCAGGGCTGTTnCCCATCCATTGTGGGACGTCCCAGACATCAGGGGGTGATGGTGGGAATGG 

GACAAAAAGACAGCTACGTGGGTGACGAAGCACAGAGCAAAAGAGGAATCCTGACCCTGAAGTACCCGATAGAACATGGCATCATCACGAAGTGGGAGGAGATGGAAAAG 

ACGACTCmCTACAATGAGCnCGTGTTGCCCCTGAAGAGCATCCCACCCTGGTCACGGAGGCACCCCTGAACCCCAAGGCCAACCGGGAGAAA^ 

TTTCAATGT 

>ncrc1875.seq 

ATCCCTACTAGGCTTGCTCNCmCATCCTTCAGTATAGATAGAAGGGACmGACTAAAAGCAGNGAAGGGGATTTGCTTCCTTGnATGTAAAGm 

AAGACGATGAACAGTTGTGTATAGTGTNnACCCTCTTCmTTCTTGGNACTCCTCAAGACGTNTGGAGGGATTTTTCAGGTNTGAGCATGAACATGGGCnCTO 

rifCAGTAGAGnCAAGGTGTAGCAAGTGTACCCACACAGATAGGAnCAACAAAAGGTGCCTCAACT^ 

/siiSTNGNGGGAGA 

>!i5ic1876.seq 

AWGnGACTCTAACAmCCTGAnmCTCTGAAmGCTmTAAAAAACTCTTCCCCnGCCNnCC 
(^6ACTnCCATGTAGGTGmTTCTCAGAAAAGGCCAGAAAAGACCAGGTCATGGNGGGGATGATnGCTCCAAGCATAAAA^^^ 
COAGACTGGAAAGAAATGAGAAGGGCTTCAGAGGAATGGCACATTGAAATAAAAGGAAGTGGTAAGAACAGGAAAA 
Q^AGACTGTGGAATAAAGATAAmGGGAAAAAAATGGGCAGAAAATAAGAGAGGNTTCATGGNTCCAn^ 

>yc1877.seq 

GGCTGTAGTGGCnCGTCnCGGTTmCTCTTCCTOGCTAACGCCTCCCGGNTCTCGTNAGCCTCCCGCCGGNCGTNTCCTTAACACCGAACAC^^^ 
K^CTGATGGAGAGATCmGAAGTTGATGTGGAAAnGCCAAACAATCTGTGACTAnAAGACC 

A^AAATGTGAATGCNGCAATAnAAAAAAGGTNATTCAGTGGTGCNCCCACCACAAGGATGACCCTCCTCCTCCTGAAGATGATGAGA^ 
QlfTGGGACCAAGAATTCCTGAAAGnGACCAAGGAACACTTTnGAACTCAnCTG^ 

>3Mc1878.seq 

AlJAAAGAAGTAGGTGTnGGGCCTGGCCTGATGGCTCACACCTGTGATCCCAAAGTGCTGGAAmCAGGTGTGAGCCATCGTGCCCTGCCG^ 
TIASAAACATCAGAAGGCnAGmAGGAAGGAAAGTGACAGGATGGATmAGGCAGGmGGNnGAGCTGA^ 

5lMc1S79.seq 

TGCGGTGGCnATGCTTGTAATCCCATCACmGGGAGGCTGAGGCACGTGGATCACTTGAGCTCACGAGTTGGAGACCAGCCTGGGCAACACAGGGAGACTC^ 
TTTnAAATAATAAAATTAGCCAGACACCGTGGNGTGCGCCTGTAGTCCCANCTGCnGGGAGGCTGAGGCAGGAGGATCAmGAG 

ATAAAGATACTGTGGCCGGGTGCTGGCTCACGCCTGCNATCCCAGCACmGAGTGGCCGAGGCAGGCGGATCACAAGGTCAGGAGnCAAGACCAGCACGGCCAA 

cctgtctctactaaaaatacaaaaa™ 

>ncrc1880.seq 

AAGGTGGAACAACTGAACTCATAGATAATTGAnAGTGGGTCGGTGTTAATGGAATGTGGACTCTGATTmACCCTGTT^ 
AAATCmAGATGATACGTGTCTTGGAGGGNTAAnTAGATATTCAATAAAATTGTCAGGAnCTGCAnCACAAAATGTN^ 

TCGnCCCT 

>ncrc188l.seq 

ATATTCTAmCCTTTTAAAmACCTGGTTCATTncmACCACTACAGTGCmATAATGATATAAACTACGGGGA^ 

CTGACACATAAAGACTGGCAGTGGAGTAGAGATTGGGAAGAGTGTTAmTmACATAACATTGTNTATAAGTAGTCTCACAAAATAm 

nCnGTGACmGAAATATCAGAATNirrATGTTTACCTTrTGGGGnGTNTTG 

>ncrc1883.seq 

GGCTGTAGTGGCnCGTCTTCGGTTmCTCTTCCTTCGCTAACGGCTCCCGGCTCTGGTCAGCCTCCCGCCGGCCGTCTCCTTAACACCGAACACCATGCCnCA^ 
AGTTCTGATGGAGAGATAmGAAGTTGATGTGGAAATTGCCAAACAATCTGTGACTATTAAGACCATGTTGGAAGAmGGGAATGGATGATGAAGGAGATGATGACGCAGTO 
ACCAAATGTGAATGCAGGAATAnAAAAAAGGTGAnCAGTGGTGGACCCACGACAAGGATGACCCTCCTCCTCCTGAAGATGATGAGAACAAAGAAAAGCGAAC^^ 
GTnGGGACCAAGAAnCCTGAAAGTTGACCAAGGAACACTTmGAACTCAnCTGGCTGCAAACTACm 

>ncrc1884.seq 

GAAGTTGGGGTAGGCTCGGCAGGAGTCCCACTCCTGCTGGGGTACTGCCTGCCACCAAGAGCTCCCCCACCTGTACCACCATGTGGGACTCCAGGCACCATCTGTNCTCCCCAGGG 
ACCTGGTGAGnGAATGGCAGCCCTTGCTCCTCTGTGTTGCmGGGCCACCTGGGGCTGCACCCCCTGCCCTTTCTCTGCCCCATCCCTACCCTAGCCnGCTCTCAGCCACCTTGA 
TAGTCAGTGGGCTCCGTGTGACnCTGAGCGTGACACCCGTGCCTTGGAGTGTGCCTGGGCTGGAGTGTAAGGCTGGGGCTACAmGGCTTGTGTACTGGGTGAGGANANGGA^ 
ANATG 

>ncrc1885.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page470 of 776 



MCTAGAAGACGnCMGCCCTGGATGACACCGAMGGGGnCAGGNGGNTnGGNTCCACTGGNMGMTTA^ 
>ncrc1886.seq 

CAAAAGAAATGCnAAAGATCTCAGTTGGCmATGGTGAnCTAGAACTGGGCAATACnGCCACCTTA^ 
GAC 

>ncrc1887.seq 

CACCCCGGGAAnCGGCACNTATGGCCGGCTCCnCNTCCTGTAAAGGTGAACAATAAAAACCCAATOTGGGGCTGCTm 
TGTAAGCnGTATGTGGnGTTGATCT 

>ncrc1888.seq 

GATGGCTAGTGTTTAATGACTACAGGTTTCCAGGCTCCCTTTAATCTTGGGAGCAAATAAATCTACTATTGGACTTCTCCCTGCGTGA 
GTTTACAGAAGAGAGGNATGATAACTGAAGTTGTACTTTGCATAnGAAGTTTAAAGATACTTCCTCTCCGCnnCACCCC^^^ 
ATGGAGAACATnGTGAATAGTTTTATCTATGCNTGGAAGTCTTCAAAAAGTATATCnGGATTGTCTAAAACTGAATAGAm 
GACTTATCTCTCAGTCTCTGCCACTGAACnnATATATGGCTGCTATCAAAATATAACCGGNnATm^ 

>ncrc1889.seq 

AAGGTAAAGCTTTGGCAGAGACAGGAATAGCTGnCCTAGGTACTATAACCCAGCCGCTGTTAATCCAATGAAATnGCTGAACAAGAGAAAA^ 
AAAGAAGGGGACAAATCCCAATCTGCTGAAATATGGGAAAAAnGAATmGGAAACAAGGACCAAAATGTCAAAmAGGAA^ 
TAGCTCAGnGATGAAGAAAGTTACAAGACTCTGAAGCAGCAGGAAGAAGTAmCGAAAmAGATGCTGAGTATGAAATGGCAAGATCAGAAACCC 
nGGGmCACATCTTCAATGCGAGGAATGGATGCAGmGAAAATGATCACACnGTAAAGTTTGGGACnATA^^ 

>ncrc1891.seq 

GAGGTCCAAGTAAACCGCTAGCTTGTTGCACGGTGGAGGCGACAGGAGCAGAAACATGGAATGCCAGACGCTGGGATGCTGGNACAAGnGTGGGACTGCNTGCTACTGTNT^ 

CTTGTNTCAATGGATCTAGAACTTCATCGCCCTCTGATGGCCGATCACCTCTGAGACCCACCTTGCTCATAAACAAAATGCCCATGTTGGNCCTCTGCCCT^ 

ACTATrTCTGGTNTAmTGTGGCCGAGTGTNACAACCATATAATAAATCACCTCTTGCGNTGT 

>rSc1892.seq 

Oi^TTCCTCnGTTnGGTTATTTTGTGTAGCAGTTTAATCAGTGGATAACTGAGCCTGmCCTCnAGCm^ 
dltfTCTACAATATTTTGTCACCTAGCTGGAAGTTGCAATAAAAATTCCTOTGAAATATATGGT^ 
riiGAAGGAATGCGTCCmGnACACACTCAAGAATnGTCAGCACACAAnAATTGCAGGCATAGTACGTTmGCGTA^ 
qffCCnTGAGAAAAnAATTTGTGCnGCTmATCCCCTCTCAGAAAGACATCACTAAAGGCCCCATTAA^ 

>nCTc1893.seq 

C^TATAAGAAGGAGAAAGCTCGAGTCATCACTGAGGAAGAGAAGAATnCAAAGCCTTCGCTAGTCTCCGTATGGCCCGTGCCAACGCCCGGNTCTTCGGCA 
G||AAGGAAGCCGCAGAACAGGATGTTGAAAAGAAAAAATAAAGCCCTCCTGGGGACTTGGAATGAGTCGGCGGGCG 

^ficrcl 894 seq 

d^CCCCTGGCTGGCAGCGCGGAAGCCGCACGATGCCTGGAGnACTGTAAAAGACGTGAACCAGCAGGAGnCGTGAGAGCTCTGGCAGCCnCC^^ 
TBAAAGTCCCCGAATGGGTGGATACCGTCAAGCTGGCCAAGCACAAAGAGCTTGCTCCCTACGATGAGAACTGGnCT^^ 
(|^6GTGGCGCTGGGGTTGGCTCCATGACCAAGATCTATGGGGGACGTCAGAGAAACGGCGTCATGCCCAGCCACTTCAGCTGAGGCTC^ 
Ai^CCTGGAGGGGCTGAAAATGGNGGAAAAGGACCAAGA 

^fTSECl896 S6Q 

A;idGCATGTGAGGAAGACAGTGGACATCTGCTnATGCTGGACCCAGTAAGATGAGGAAGTCGGGCAGTACACAGGA^ 

dlSCAGnGGCTCTGGACCTGCATTAAAATGGGNTTCACTGTGAATGCGTGACAATAAGATATTCCCnGTNCCTAAAACT^^ 

AATTAIGGCTCTTTTCCTAAAAAATAAAATATCTTTCT 

^ncrc1899.S6q 

CTACAAATGCAATGCAAnCCCTCAAAATACCACCNTCATTCTTCAGAGAACTAGAAAAAACAATCCTAAAAnCNTATG^ 
AAAAAGAACAAACCTGGAGGCNTOGGTNACCTGACTnATACTATAAGGCCAAAGTCACCAAAACAGCATGATACTGGNATAAAAA 
ACCGAGAAATAAAGCCAAATACnACAGTGGAAGTGATGnTGACAAAGCAAACAAAAACATAAAGGGAGGGAAAGGACAGCGTAnCAACA^ 
CACATGTNGAAAAATGAAACTGGATCGTCCTCTCmGCGTNTATAAAAATCAACTCAAGATGGATCAAAGACTTAAATCTAAGACCTGA^ 

^ncrcl900 seq 

ATGCAATCTGATGAGATGAGCTGAGAmAAAAATCTCAAAAGCACGmAnGTAACAAGAATTGmTGTAT^ 

>ncrc1901.seq 

CnAAAGTGTGCCTAAATTAGAAGTOTAAGmmCCNTAATAAAATCTGGACNTAAATGTCTAAATAGCAGTCATTGTNCATACCACGCTTT^ 
AAAATATCTGCClTTACTGGGAGTACnTGTArrTTCTATCAGCAAAATCAGGATACC 

>ncrc1902.seq 

AGGlTNTTANATnTCAmATGGCAAGTTATAAnACNTGTAAAAGTAGTGTTGAACAGGTAAATAnGAGCCnmAATAGGATGTA^^ 

GATTGGNNATCCAATTAAACTACATGCNAAATAAGTGTGATACATGCATCTACAAAAACAGTGTNCTCATmTTCTGGGTNTGCNAATGATTGGATTGT^ 

GTNCAGGTAAAGAATAGTnACAGATCCCTGCTGAAAnAAAAAGAAAAAAATGCTCATTTGGAAAGTGCGCAGTGATGAACTGGmGGNGAAT^ 

TmATCm™GAAGAGATGGGTCCCTGGCCAGAAGAAAAGGNGGGGAGAAAACAmAAACTGTCAGnGGAGCAATTCAA^ 

AATTAGGTGCTAGATACAAG 

>ncrc1903.seq 

AnCCAAAnGAGCCACAGnGGAAGTAAAGCTCTCCTCAGCAAATGTAAAAGAACAGAAAnATAACAAACTATCTCTCAGACCACAGTGCAATCAAA 
CTCACTCAAAGGCGGTCAACTAGATGGAAACTGAACAACCTGCTCrrGAATGACTAGTGGGTACATAACGAAATGAAGGGNGAAATAAAAGATGn 
ACACCACATACCAGAATCTCTGGGACGCAnCAAAGCAGTGTGTAGAGGGAAAmATAGCAGTAAATGCCTACAAGAGAAAGCAGGAAAGATCCAAAATTGAC 
nAAAAGAACTAGAAAAGCAAGAGCAAACAGATTCAAAAGGTAGCAGAAGGCNAGAAATAACTAAAATCAGAGCAGAACTGAAGGAAATAGAG 



Figure 14A - Norma! Cartilage cDNA Library EST Sequences - Page471 of 776 



>ncrc1904.seq 

CAGTTMGTGCATGCAAAMGCCCCAMTGMGGGAnCTATCCAGCMGATCCTGTCCMGAGTAGCCTGTGGMT^^ 
NTCCACATTmGCTTGTGGAAAGACTGTNnCATATGnATACTCAGATAAAGATTnAAA^^ 
GCACncnAAGGAACAACCATAATCCTCTGAATGATGCAnAATOCTGACTGTCCTAGTACAnGGAAGCTm 
GTATCTAATTATAAATTAGCTGTAGATATTCAGGTGC 

>ncrc1905^ 

GGAGAAAGGAAGCAGGCCCGTTGGAAGTGGTTGTGACAACCCCAGCAATGTGGAGAAGCCTGGGGCnGCCCTGGCTCT^^ 

CCAAAGCTCCmTGTAAGCAACCCCCAGCCTGGAGCATAAGAGATCAAGATCCAATGCTAAACTCCAATGGNTCAGTGACTGTGGTTGCT^ 

ATACTGCAGGCATCTAAAnAGAAGACCTGCGAGTAAAACTGAAGAAAGAAGGATAnCTAATATTTCnATATTTG 

>ncrc1906.seq 

GTCTGATAnGGAmAAGAACAGnAAATCTTACTGCTTGGAAACTGATCTTTAACAAGCTAGTmCCTGCnTAAAAW^ 
ACAATTACAGCAGGGGNAGCTTCCCTGAGCACAGGATGAGGATCAGTCAGCTTGAGTATCTGGNACAGAAGGCNAGCTCCCTGTGCACC 

>ncrc1907.seq 

ATnGATAnCTCTOTATGTTATAGTAATGTAACGTATAAACTCAAGCCTTTnAncmGTGATTAAATCCTGTGnAA^ 

ATATCAAGATATGGGGCAAATAGGACTACTAGAGnCATTGAACACTAAAACTATGAAACAATOCTTmATATTAAAAAG 

TAATTmGTGTACmTnAACCAAACTGAATTnTGAAAGACTATNGCGGGTGTGTAAA^ 

TTAATA 

>ncrc1909.seq 

ATTCTCAGAGATACCNTCAGAGAACAAACACTAATGnAATTGCCCAAnGAGTGCTTCATGCCmAGATGTACAGGCTGACAGAGAAGAnCC^ 
AGAGGAACAAGCATGTNTCTCTGCCAAGATGCATCTAAACTGGAGTGATGTNAGCAGACCCAGCmNAGTTCnCmCm 
TCAGCTCAACTCACAGCTTCTCCAAGCATCAGCNTGGGAGmCCTGAGGGGhmCTCATAAATGAGGGCTGCNCATTGCCTGTO 
AMTGAAGTANTT 

>®1912.seq 

GSSGGGAACCTGGCGCTAAACClTCGTAGACGACCTGCnCTGGGTCGGGGNnCGTACGTAGCAGAGCAGCT^^ 
AJ^CAACTATAAATGTAATAAAATTTATGTGCTAGAAGn 

>i!iifc1913.seq 

GnTGGCCGCTTGCTmTGGGAGAAGACnAATCTGAnTATGAAATAACCnGGGTTTmGmGTC^ 
TGpAATATAAGGCAAmCCAATTTTTCCAATCAGAAGAT 

>te1914.seq 

ATOCCGCAAGNAATAAAAAAGAAATCCTATCnAAAGAAACAGCmCAAGTGCCTnCTGCAGTTTnCAG^ 

Ct^ACACTCCTACAAGATnAGAAAAAAGmACAAGATAATCTAGmACAGAAAAATCTTGNGCTAGAATACT^ II M 1 1 1 1 I CCA 

(^GTNTCCAACCAACTNGGTTCTGCTTCAATAAATCTTTGC 

>©il915.seq 

AeiCTGGAAnCAGTCTGTTGGGTTTTGTTTGrnrGI i 1 1 1 ITGGGGGGAGGGGTTTGmGmGmGnmGAGACAGAGTCTTGCTGTGTCGCCAGGCTGGAGTGCAGTGGTGC 

CffCTCGGCTCACTGCAACGTGTGCCTCCTGGGTTCAAGCGAnCTCATGCCTGAGCCTCCCM^ 

Ap^CAGGAGTTTGAGGCTGGAGTGAGCTGTGATCCTGCCACTGTACTCCAGCCTAGGAAACTCTGTCT 

>6lbl916.seq 

CAGCCCnAATGTGCATGCAAnACAAGTGGGTATAAATATGAGTGGAAACCCGTGAGCTGCTACCCTCTGCCTAAGGGGTAGTGCTGCAGTG^^ 
CTGCCTCTTCAAnAAGCTGTNTGCTTCTACCTCTGGCnGCCCnGAAnCmCCTGGGCAAAGCCAAGCACCCTCGTGGGCTAAGCTGC^^ 
GAGCACAACCAGCTCTCCCTGGACTCTTCATCTGGGAATGGACAAGGAAGACAGCATOCAGTGTGTGGAGCCCCCCAGGCCnGATGTGGGCATCACGTGGC 
CTGTGAAAAGGAGCCAGAACTCmATCANGCTAGGCNGGGCTmGWAACTGGTCCCTCTGGCTGCTmGTTGACAGAT^ 

>ncrc1917.seq 

GAACAAGATGGTGCCACCGGTGCAGGTCTCTCCGCTCATCAAGCTCGGCCGCTACTCCGCCCTGnCCTCGGTGTGGCCTACGGAGCCACGCGCTACAATTACCTAAAAC^^^ 

CAGAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGAnGCCAGAGAAnGGCAGAAGATGACAGCATAnAAAGTGAGT^^ 

ACTCnTGGACCAGCAGCGGATGAATAAAGCTTCCTGTGTTGTGTG 

>ncrc1918.seq 

GAGCCAGACTAGAGGGGAAACTATCACCTAAAATNGmGGAAAACAAGACCTAAAAAGGGAAGGGGATGGGGATTGTGGGGAGAGAGTGGGCGAGGTGCCm 

TCTGAAAACCCTGCTTGGnCTGAGCTGCGTCTAnGAAnGGTAAAGTAATACCAATGGCTTmATCAmCCnCnCCCmM 

mTCGnGGGATCmCTGTCTTCTGGGTTCCAmmAAATGTTTAAAAATATGTTGACAT 

>ncrc1919.seq 

AGGANCGNNCCGCNTCANACCNACTANGACTNTAGAGTGAAGCANNGTTATNNATGCGGCCGCTANTAAAGCTCACTNGGCCAGATTAAGCCGTATAGNGAGACCCACnCTACCAM 
AAGCCAAAAACAATGCCTAGAGTGAGAAAACCGAAGACGACACCAACTCCCCGCAAGATGAGATCAACAATGCCAGAAnGAACCCTACCTCAAGAATAGCAGAAGCCATC 
GCACCAGGAGACGTAACCAAACTCCAAACTCCAAAGTAGTTGAAGTAAATCCAAAGAGTGAAGATGCAGGTGGTGCTGAAGGAGAAAGACGTCATATGGTTC 
CATGGCTGAAGTOGTCGCGACATGGATTACTTAGCGAGAGTACGCAATGAAGGCNTTATCATCAATCCCATGCnTCGGATGAGAGGAATAW 

>ncrc1920.seq 

AmTTAAATAAGGAAAGCATmGTGATATGTGGAAGACGCTATGTGAAGnnACCTATCnCTCAAAGACCmTGTm 

TGTTCnAAGGAGACAGGGNGGGTmTCTGTGGGCCmGTTGGNTTnCTGTGGGCCATGGGCGTGTAATGGAATTGATCTCTGGGTO 1 1 1 1 1 1 GATATTGTATTTTTAAAAT 
TTGTTGTNCAGTGCCCTGTGAGGACGAAGTAGCAGTAGATGAATAAAACGTATTATATCT 

>ncrc1921.seq 
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CAGATGCCAMGNCCCCAMTCACACnGAGTCGTCTCCTCMGnAGMTGAGCMTANAAMCCAGACAGCCCTG^^ 
GCTGTGAGGnGATCGGmCTCGCAGCTGGAAATAGnGCTTCCCGCCCCCCATCTTCCTCACTCTm 
AATTCTmCTACAAAAGAGGGAAACCncmCAAATGGCCCnCATAAATnCCCTAAAGAGGTm^ 
GGCmAAACACTTAnCATACAnGAATTTCTGCAAGnACAGATGATTGTTGCTG 

>ncrcl923.seq 

AAAGCCTGGAATGATATCAAAAAGGTCTATGCCTGTCAGCGAATGAGAGCTGGCAAAGGCAAAATGAGAAACCGTCGCCGTATO 

GATAATGGTATCANCAAGGCCTTCAGAAACATCCCTGGAATOCTCTGCTTAATGTAAGCNAGCTGAACATT^ 

TGAAAGIGCTNTCCGGAAGHATATGA 

>ncrc1924.seq 

GAATCnAGTTCAACmAAAmGCCCACAGTAACCCTCTAAATCCCCnGTAAAnTAACTGnAGTCCAAAGAGGAACAGGTCm^ 
AAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGGGTTCAAGCTCAACACCGACTACGTAAAAAATGC^ 
CCAATCTATCACCCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACATTCTCCTCCGCATAAGCCTGCGTCAGAnAAAACACTGAACT^^^ 
TCAACGAAGAAGTCAnAnACCGTCACTGTCAACCCAACACAGGCATACTCAT 

>ncrc1927.seq 

CGAACTGCTGGGCTCAAGCAGTCCTCCCACCTTGGCCTCGCATAGTGGTGGGAmCAGGCATGAGCCACTGTGCCTAGCCAGAAAnGGCnAAAATGCAGATTm 

CCCAGCAAAAAGATTCGGTAGAAATCTnATTCGTAGCCAGTnACTGTGTTGCAGGTGGTCCCCAGmAACmGAG 

>ncrc1929.seq 

AGTCCTCCCACCTCAGCCTCCTGAGTAGCTGGGAmGAGGTGTGTGCCATCAAGCCCGGCTAATTmGTATTmAGTAGAGATGGGGmCACT^^ 

CTCCTGACCTCAGGTGATCCGCCCACGnGGCCTCCCAMGTGGTGGGAnAGAGGCATGAGCCACTGTGGCCGGCCTGmGCnGMTTGGATCAAM 

ATCAGGTAATGTrrCTTAGCTGATTTTTG 

>nac1937.seq 

cScGATGAGAnATGACTTCACTCAAGTCTGnAATGGAGAAATAGAAAGCCTCATTAGTCCTGATGGnCTGGTAAAAAGCGCGCTAGAAACTGCAGAGACCT 

G®AACTGAAGAGTGGAGAATACTGGGTTGAGGGTAAGCAAGGATGCAAAnGGATGCTATCAAGGTAnGTGTAATATGGAAAGTGGGG 

QgCCACGGAAACACTGGTGGACAGATTCTNnGCTGAGAAGA 

>i^^cl939.seq 

(SpTCCAAAAAAAAGTCGACATCTTCATGAANGCTCAAACTCTGGAGnGGGTGTCGGCmmAGCGAGCTmGTGGGAATTGCGTTTG^^ 

GGAGTCCCAGCCACTCAAGAGACTGGATATCCCCCGAGAATGGCTTGGGTTACCAGCTATGGACCGnGGAAGATGAATCTAATCCTTCTGACTGGTnTO 

T^^ATTmCTAATAACAATAAACTCTATmCCATGnGTCAGGGGGCGTGGG 

CJ^GAGACAAATGTTATTTATATACACATGGAAATTTGAAGAGA 

>ncrc1941.seq 

TASTAGCCGCTGGGAGGAGTmATCAGGGAAAACAGGCCAATCTGTGAGGCAAGGGAGGTGGGGAGTCAGCTTGTGGG 

AfeGTGCTGATGCTGCCCTGGGTGCAGACTCAAGTCAGATACAACGGTGATnnGACGnGGGGTO 

qKTTGCTCCTCAAGTAAGANGTGCAGAGATGAGGTCCnCTGGAC 

>f]|fc1944.seq 

dpTGCGAGGGGACTTGGATCTGAGCTAANNGAGAGTAnCCAGTTAGTGAACmGAGCAAGTGGAGCTTnGAAAGTG^ 

/^TTnGCCTAGTCATCCCCnGAAnATCAGAAAAAAATnCCAGCTGAACCAAGATAAAATGAATT^ 

d0ATTCAAGGCAGTGCAGCAGGnCAGGGTCTTCCATnGTnCAAGCTCAAATCmGAGTGGATGTmGAGGGGTAATG^ 



ACATAGCNAAATGCGAAACAGGnGGCCGGCnNAAAATGCAATCGGGTGGTATCATAGCGACCCTGGCTATGGGTGCTGGCmGTGGGAnGATC^ 
AGCAGTTCCAGGAACCAmGTAGCAGTGGTGAnGATGCAAGAAGAACAATATCCGCAGGGAAAGTGAATCnGGCGCCTnAGGACATACCC^ 
AGGACCTTGTGAGTACCAGACTATTCGAGTTAATAAAATAGAAGATmGGTGTAGACTGCAAAGAATAnATGCCnAGAA 
GAGCTGTTGTGGAATAAATACTGGGTGAATAC 

>ncrc1946.seq 

CmGTnGTTTnGTTTnGGnCCGTTTmGAGAGGGACTCTGGCTCTGTCGCCCA^^ 
AAAGTGTCTC 

>ncrc1947.seq 

GAmCGTGTTAGGGTATGAAATGnATTGTTGTATAAAAATAACmAAACTGAnCAATAmCATATnACAmTATGA^ 

AAAGATGGAACmCAAAATTCTTATOTTCCTAmGTATATACACGAGAGAACCCAACCAGTGCCTGTGnTGGGGGGAAAAGTCAACAGTGTAG^ 

AAATGTGGTTAATGATGTCACnTCCTTGCTGGTCATCAmGGCTTAAATTAAATGCTGAAGCTGTCATCAAAGAGinACACTAAAATCTrGAGGGCm 

GGTTCGAAAGAGAATmGGAGAmGGAGGTGGAATGTTCnAAATAAAGGTCTGTmGCTATAmTTATGAGTG 

AT 

>ncrc1949.seq 

ATTTCAGCAGGAGCTGTGTTGTTTTCTCTATGCCCTTTTGTTTACATGTGAATATAATGTAACTATATATTrTrTCTTTTTTCrrCTTCAGTCATAGTCTTCTGCAGCC 
AAGAGTnGTCTCAAAACAAAGAAAGAAAAAACGCAGATACACACTAGAAAGATGGGTGGGAmCAGGAAGGCAGATGCAGACCCTGAAGCCTGCGATGGAGGTGATTTTGTA^ 
AGCATTAACAAGTTGGTGCCATGnCnCGArrTGCTCACAGACCTCCGACAGCCCAGTGTGCGAGGACGTGCTGAAAnGATCAGTCAGTGGTGTGGGAGGGCTCGGCAGCACCAGG 
TTTTCGTTTCAGTAGTCGGTAGAGCTGAGGAAGAGnAGGGCCTCTGCCTCAnAAAGTTTTAT 

>ncrc1951.seq 

GACTCnAGNGGGTGGATGAGTGGGCTCGTGGGTGGATGAAGAAGGCAGGTAGGTGCGAGAATTAATGTGAAnGGAGGAGAGAnGATCATGGAGAGnCGAACGGACnGGGGGG 
GGGGGTTGCTCGGGGGGCTACGGGTGTGTGAGCGTCGGnGGCG 

>ncrc1952.seq 
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CGCTGCTGATAMGACATACCCGNNACTGGGMGAAAMGTGGmMTTGGACTTAMGTTCCACATGGCT^ 
TTGTGGCAAGAAAAAATGAGGAAGAAGCAAAAGCAGAAACCCCTGATAAACTGATCAGATCTCATGAGACTTATTC^^ 
CAAnACCTCCCGGTGGGTCTGTCCCAGAACACGTGGGAAnCTGGGAGATACAAnCAAGnGAGAmGTGGGGGGACACAACCAM^ 
TAATTGGAGCTGAGTACTCAGGAACTTGACTGTAGTAGAATGC 

>ncrc1956.seq 

ACCGTGAGGATGGTGTGACCCCATATATGATmCTTTAAGGATGGmAGAAATGGAAAAATGTTAACAAATGTGGCAATTAT^ 
CTGTCATCCACACAACACCAGGACnAAGACAAATGGGACTGATGTCATCTTGAGGTCTTCAmATmGACTC^^ 
GTAGGnGTCTAAAAATAAAATGCAmAAACTCAmGAGAGAATGCCmTAGmAATGCATAmAAACTA^ 
CTACTACTCATCAATTAACTTCTACAGTGGAGACTACnCTGGGACTGGAATATAAAAAAGAATCAAAGGnCTGATm 

>ncrcl959.seq 

AAGGAGCTGAAGTTGTCAAGGmAGATGTGGTAAAGCAGGCCAGGCATGGTGACTCATGCATGTAATCCCAGCATnTGGGAGGCCAAGGCAGGAGGATCAm 

nGAAAGCAGCCCGGGCAAGATAGTGAAAGGCCATCTCTAGAAAAAATAGAAAAAAAnAGCCAGGCGTGTTGGTGTACACCCGTGGTCCGAGG 

GATTGCnGAGCCCAGGAGnCACGGCTGCTGTGAGCCATGATCGCACCACTATACTGTAGCCTGGGTGACAGAATGAGATGGTGTCT 

>ncrc1960.seq 

AGTCTCCTGGAAGAGCAGnCCAGCAGGGCANGCTTCTTGCGTGCATCGCTTCAAGGCCGGGACAGTGTGGCCGAGCAGATGGCTATGTGCTAGAGGGCAAAGAGTTGGAGTTCT^ 
TCTTAGGAAAATCAAGGCCCGCAAAGGCAAATAAATCCTTGTmGTCTTCACCCATGTAATAAAGGTGT^^ 

>ncrc1 963 seq 

CACAAANTATGTGTAAGAnGnACACAGAGTAATCATAAACATTGCTGAGAGAAATTAAAGAAGACCTAAATCAATAGAGGG^^^^ 
AGAGGAAGAnCCTCCTAAATTGATCTATATAmAAATCTAAnCTGATAAAAATCCTGCATAAAATTnGT 

>nGrc1967.seq 

TCTnAAAAGAGGTAAGAGCAAGNCGCmGGGAGCAGAGAAGAGGGAGAAAGCAGCATCnGCGTGGATGAGCCAGGGGACACAGAAGAGAAGCCCAGTATCTC 

AkCTCTCTTGCAAGGTOCCTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCTTGCACAAGm^ 

lieiSACTTTATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGnCCTGATGACCGCGAGnCGAGCGCTCCC^^^ 

T|i|TCCAGTGnCTGAmGGGTCTGGACAAAGTGCCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAA^^ 

d^gAAGAACCTTCACGCATTGATTGT 

>|ftc1968.seq 

A4QAAACGGCnGAGTATATGAAATGGAAAATTGAGGTTCTGTGGGTTGGAACAGAGATCTTCAGTACAAAGnGTGAGC 

A^GACAAGGAAGCTGTGTGnAGAAAAAGAATGTCTCCnCAAAAACACATGTCTATGGATnGTACCTCAm^ 

MACnGAAAAATTAACTACAGAGAGCCCAGA™CTGATACTTCTAAAGGACCTGGCAGAATCTGnACAAACTTCnAGGAGAA^ 

/IftACATAAATATCnCTAAAGAnAACTCACAACCTGAAACTATAAAACATAAGAACAAAATCCCCC 

GAtGGAACTA 

SI 

>l^c1969.S6Q 

TflgATGAAGCAACGCAGCTAGACTGCGAGAAnAATGTGAATTGCAGGACACATTGATCATCGACACTTC^ 
qflTCGCTTG 

>i^c1971.seq 

Q©eGNGAnGGAGTCAAGATGGAGGAGTANTCGCGAGTACCnGCCCATGGCGAAnGTGGATGACTGTGGTGGGGCCmACGATGGGTACCA 
Ai^AAAGGTmCGCAATTCTCCAGTGGGAGTAAACCACAGACTACGAGGGAGTTTGACAGCTATTAAA^ 
TWcCATGAnGACTGTAGTATGGTTCAAGTGAGAGGAAAGGAAGATCCCTGGAACTCCATCACAAGTGGTGCCnAACGGGA 
GGnGGGTCAGCCGCAATGGGTGGCATTGTCCTAGCnTAATTGAAGGAGGTGGTATCnGnGACAAGATTTGCCTCT 

>ncrc1973.seq 

AGGAACATGGCTGTGCTGTGTGTCACAGCGCAGGACAACACCAGATGmCTGTTGGGnGAAmCTATTGGGTTAAATGGAAnAAATTA^ 
GTAGAAAAAmAAAGAGmGAAAATATAGGAAAAmCCATGGACAAATGGTAGAAGAAAACAGAATACTACTG CTTAA^ 
AGACTGCATTCATAGACAATACCTAATGAAGAAGTATAGCTATAATAAAAnATTATACAAGAGnGATGAnGAAAT^ 
AGCACTTTGGGAGGCTGAGGTGGGGAGATCACCTGAGGTGAGGAGnGGAGA 

^ncrc1975 seq 

ATGGGACCCCAGGACTGTGCATTCCACCAGACGTCTCCTAAGACAGAGTOGAGTCAACAATCTTTGGCAGTCCGAGGCTGGCTAGTGGGCTGTTCCCAGAGTGGCAGAG 

GAGAATGGAGAACTTGGCGTCnATCGATGAAnAAGGAACAATGTAACTGGTCnGACnGTCATATTCCGCGATGCAATGCTAGGTCTGTAn^ 

GTCCATCAGTAGGmAGAmGAGCirnGAGAGCTGGGTATGGAAAAGAAAGACACTTGAGAAmAGTG^ 

^ncrd 976 seq 

GGGCCTATGCGATTTCTGnGTAGTTTGTNGCAGTGCAGGGGACCTGTGTGGGGTGTGAACCAAGGCACTACTGCCACGTGCCACAGTAAAGCATCTGCAGn 

CGAGCCCTCCCTTCCCCCTATCGAACCTGGGTAGGTGGGTAGGGGCCACAGTTGCTGGATGTTTATATAGAGAGTAGGTTGAmAnTOCATGCT^ 

AATCACAAGCAGTTTGTAAACCAAAAAATGAGATGTTGTAAAAGGACAATAAAGGTTGGGTCAAAATGG 

>r\crc1977.seq 

GTACCCCTAAAACATAAGATAAAAAAGAGTANTGAATAnGAGAATCCAATAGACAGAGTTGAGAACCAGTTAAACATAAGAAAGAATTAGTGAAnGGA^ 

GCATAAAGAGACCAAGAGGTAGAAAATATAAGGCTAGAGGGTCAGAGACATTGAAGCTACAATCAGAACAACTAACATACnCTGCAGnCCAGAAGAm 

CAGAAGCATTGTGGAGATTTnCCAAAAGTGGTAAAGTGTATCAGnCATATAnnTAGAAACCATCAAACTTCAGACAAGATAACTA^ 

AAGAGCAATAAAAAACGTGAAAGGTAACTAAAGGAAAAGAGAGAnATGnAAAGGGAATAAGTGTCTAAATGACAACCTGAnTTGAACAGACAA^ 

TCATGCCTTCA 

>ncrc1980.seq 

TNTTATGGCCGAGGATGTNAGCACTGTTGCTGAGGNAGTGACAANTTGCTAATATGGAGAAGGGATGGGTGATAGnCnGCnGTCATGATGCATGmCTGTATGn^^ 
GGGTAGCTATTAAGGTACTAGAGnGATAAATGTGTACAGGGTCCTTnGCAATAAAACTGGTOTGACTTGATCGAAGTGmM 
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GTGATAGMTGTGGGCTTmCMGGGTGMGATACMGTCTTMCCACAGTGTMCmCAGmCCm 
ATAGCTATTTTATATATTTG 

>ncrc1981.seq 

GGAATGCGAGTGCCTAGTGGGCCACnnGNTAAGCAGAACTGGCGCTGCGGGATGAACCGAACGGCGGGnAAGGCGCCCGATGCCGACGCT^^^ 
GGTGATTTGG 

>ncrc1982.seq 

CAGACNGTGnCCCATTGCTCTCCATCCTATTTTTCTATCTAAATGTGTCATGATmAGAATCTCm 
AATTCAAGTATrrAGAATTTCTTCncnT 

>ncrc1985.seq 

AACTCACCAGNAACTGAAGAAACAGTGCAAGCNCTGAGCnGTTnCCTTCAACTAGATGGTCCCACCTGGGGGTGATGTGAGACAGTAAC^ 
GAGGATGCAATCTAGACCCCTCCGATGCACAGTTCACAATAGGGnCACACTCGTATGAGAATCTAATGCCACCACTGATCTGATGGGAGGCGGAGm^ 
GGGGAGCGGCTGTAAATACAGATGAAGGnCAmGCTCACCCACTGCTCACCTCCTGCTGTGTAGCCGCATTCCTAACAGGGCATTGACT^ 
GAGGGTCCCTGCCCTAGGGCnCAATGCCTACAGAAGCATAAGA 

>ncrc1986.seq 

GGCTCTCNCTCAGACATAATOGATTACGAATNNAGACAnAATAGAAGATGAAAnGGNAGCATTCTTAAATCTACAnGAAAGGACTAGM 
GAGATATAAAAGGTGGAAATATTCTCCTCAATACAGAAGGACATGCAAAATTGGCAGATTTTGGAGTGGCTGGTCAGTTAACAGATACAATGGCA 
GCAnnGGATGGCTCCTGAGGTGATTCAAGAAATAGGCTATAACTGTGTGGCCGACATCTGGTCCCnGGCAnACTTCTATAGAAATGGCTGAAGGA^ 
ACATGGAATGAGGGTAAGAAAAnATGGmGCTGAAAATGmGCCnATATAAGTGTTGCCGTTrTGTAATG 

>ncrc1988.seq 

gtctgctagtgttrccttttgctgtgctgtgtcccgtatatcctgtcantccamatmatcctcaaamtaaag^^ 

aacagtgactggagtggtncatacctcatgggtncccagacnccatcaacacacacncacaacaccnggagggattgtgaaaaggtcaagcmggaga 

(mgatgngggtgacattgtacagtgaatggaggctgcctgcnggcacagtnccatcacacatcacattngctaatct^ 

aISgataagaatg 

^f|/Jc1989 seq 

A^dGGCGGGAGGAATGCGCTTmTnGTACACATTmATGCATTTT 
TpHTT 

>aafc1990.seq 

di^AATCAAAAAGGGGTGGGGGGCTGGTGNTTNnGCTGGAACACATCCGAAGGGCCnAGAGGGGCCTTTGTGT^ 
QllCAATGAGAAAATATCCTAGTGTGAATACAGACAGGCATnCAnGAAACTATACAAnAmAGAACTAAGTTG^ 
AXAACAGTGGTAACATCAATAGAGnCCTmATAAAAAGAAAACTAAATTGAAGnACCAGCAGGmCTm 
A^AGCTACAGAGAAACATAGATGCAGAAATCCAAnGCGAAGAAATCmTGCATGTGAATCACTTGGGACTCTGTGTGCCT 
Tfe^iAAATGC 
IIJ 

>iK;Ec1991.seq 

GMGCACTGAGGCAGCCAGCGCAGGGGGnNTNCTGAGGGGGCAGGGGGAGCTTGAGGAAAGCGCAGATAAGnnnnCTGnTGAAAGAT^^^ 
AffiTAGTCAATAGGnACTAAGATAnGCTTAGCGTTAAGTTmAACGTAATm 

Ai^GGmCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAG^ 
/^GCn™GATTAAAATGAAGGTGACnAAACAGCTTAAAGTTTAGTTTAAAAGTTG 

>ncrc1992.seq 

TACGCACGCATGTGTCCCAAATCCNGTnTAATTTTTTTTnCTGAATGTGATCATG 

>ncrc1993.seq 

ATCTGTCNAAGmTGCmGnGATGTGAGTCCnCTATGAAAGTnAAATATGTAACGCATTCATGAAmCCAGT^^ 
mCAG 

>ncrc1995.seq 

GAAATGCCCAAmGGGCGGCTCCCCCACCTnCTCAACGGCTCAGCTGCCAACTCCCCCTATGCCATAGTGCCATGCAGCGCGAGCATGGCCTCCTCCACAAGCCTCCCCTC^ 

TGCAGCAGCTCCTCGGGCATCTTCTCCnCTCACCAGCCAACATGGTCTCAGCCGTGAAACAGAAGAGTGCTTTCGCACCAGTCGTCAGACCCCAGACCTCCCCACCTCCCACCTGC 

ACCAGCACCAACGGGAACAGGCTGCAAGCGATATCTGGCATGATTGnGCTCCTATGTGAAAGAAnGGCTTGAAGAAnGTATTAATGAAGAGGnGGAnCTGCTACAGAGA^^^ 

CTGATACAAGTCCCAGAGTGGAACTmAACTCAGGCCTnnAAGAGGAATCACAATAACTGCAGATTTnAAACA^ 

TCTGCAAGTGCA 

>ncrc1996.seq 

GATAATNTTGAATNAATGAAAAGTmGAnANNCAGTAGTTGTAGATATGCTAAGTnTTCAAATTACTAATATCAAGTGGAGA 

TAAATAGTGGTmCCTTmTGTAATGTAAATTAAnGGTGGCAACTTnGTAnCCGATAGAGTGGGGAAGCH 

GTAATAGmATGGTnAGTACTATATATGTAGTAATAATmATCTGACTTCTGmATATCAm 

>ncrc1997.seq 

GnTGTGGAlTTnGGAATGTTATGAGTAANAGTTTGnACmATnTACTATnAAAAGATGTTAnTTACC^^ 
GTmGTTTnGTTmGTTTnGTTTnAGnGTAGG 

>ncrc1999.seq 

CGTGCCCGACCTGTCGTCTGGTCCCTGTTNTCACCCTCnCATGAACCCCTGCTGCCTGGGCTrCATAGCAnCGCCTACTCCGTGAAGTCTAGGGACAGGAAGATGGTTGGCG 
TGACCGGGGCCCAGGCCTATGCCTCCACCGCCAAGTGGCTGAACATCTGGGCCCTGAnCTGGGCATCCTCATGACCATTCTGCTCATCGTCATCCCAGTGCTGATCTTCCAGGCCT 
ATGGATAGATCAGGAGGCATCACTGAGGGGAGGAGCTCTGCCCATGACCTGTATCCCACGTACTGCAACTTCCAnCGTCGCCCTGCCCCCGGAGCCGAGTCCTGTATCAGCCCnT 
ATCCTCACACGCTTTTCTACAATGGCATTCAATAAAGTGCACGTGTTTCT 
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>ncrc2000,seq 

GTTTTTNAnATCGGTmCCTrGGAGGGGNCAGnCTCTATAmCMTCTAm^ 

ATGGCmGnGTAmATAnATAAAAGGCCAmCCCAAATCTAGAATnAnACTAAAAATCAAGmGC^^ 

GGTTmATATmCAATGTGAmCTCACCCATACAAmCAGCTCnTCAAAGCATTCn^ 

>ncrc2003.seq 

ATACACCAATGGAACAGAACAGNAGCCCTCAGTANATAATACCACACATCCACAACCATCTGATCTnGACAAATCTGGCAAAAACAAGA^ 
GGTGCTGGGAAAACTGGCTAGCCATATGTAGAAAGCTGAAACTGGATCCCnCCnACACAATTTmTCmTATAmATO 
TGATGATAnGTCCTGTGTmcnCTAGAAGCnTATCTCTnGGTTTTTGTAmAGnCTATTAATCT^ 
CTTATGGATATCTAGTTAnGCAGAACTAmGCTGAAAGACTCTmCTCCCATTGGATTGCnGAACAAU^^ 

>ncrc2004.seq 

ACAAATACmCTAATTncnTAGACmCTCmGACATGTGGGCTAmAGAAGTGTATTGTTCAGnTCCAAGCATG^ 

TTCTTT 

>ncrc2005.seq 

AGAGACCGAGTATCAGCATGnGGCCCAGCTGGTCTGGAACTCCnACGAGTGATCTGCCTGTCTCAGCCnCCAAAGTGCTGGGAnACAGGCGTGAGCCACTGCGCCCAGCCCA^ 
GAAnCAATCTAAAACAAATAAAAACCnAAATCCCTGAAAATACTACnCCnACATTGAAnGTTCTG^ 

>ncrc2007.seq 

CAAGAATCCATATmAAAACGTCTGTATGAGTTNAAAGCTGCAGnGATGGCCTCTCGAAGATGATTCAAACACCAGATGCAGAGTTGGATGT^ 

CCCACGACTnAACGAGCAATGCGCTGGAGTTGAATTCAGTGCTTGGGAAGGATTACGGGGCGGTGAAAGACATCGTGATCAACGCAAACCCGGCCTCCC 

GTGCTGCACAGGCTGCTCTGTGAGGACTTGAGGGTCCTGTGCACGGTGGACAGGCACTCGTCGGTCAAGAGCGTGCCTGAAAACCTrCTCAAGTGCmGGAGAACAG^^ 

CAGCCCCGCCAAGACTATCAGCTGGGATTCACTnAAmGGAAGAATGTGCCGAAGACGCAGATGAAATOAGCATCCAGACGATGTGCCCCATCGA^ 

QGjnGnGnCTGTGTGT 

>l3c2008.seq 

Aj^ACACTCCGnGCAAACGCAAAGACCCNnTACnTCCAATCTCAGTCACTCTANGACTCTGGACTGAATGGCTGACCTGACCCGATGTGCATTCATC 
/iSTrrCTCCCCTCTCTTTGTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATGTCGGTGTTCTATn 

dl^ACTGGTGTGAGTGAAATGCCCCCTGAGTGACTGCCGCCAGCCCAGGCCAGAAGACGTCCCnCAGGTGCCGGGCGCAGGAACTGTG^ 
dj(|AAACACCTCTGTATTTTTTAAAACATCAAnGATAnAAAAATGAAAAGGA 

>ii5c2010.seq 

Ai^TAGmGTTGGGCCGGGTTCTGAGGCCnGCTTCTGTTOCmTCCACTGTAGGCCACGATGCGGGAGTACCAGACCTGGGAGGAGTTCAGCCGCGCTG^ 
G:^6CTGACCCTATGAAGGCACGTGTGGnCTCAAATATAGGGAnCTGATGGGAACTTGTGTGnAAAGTAACAGATGATn^ 

>n6rc2011.seq 

;§gagactcgtctcaggccncctgcagccnctcagccaaacgccgaccaag6aaaactcactaccatgagaangcagtgatttgcnto 
clignaaacaggctgattctggaagttctgaggaaaagcagglttacaagaaatacgcagatgctgtggggagatggct^ 
aSgaatgctgtgtcctctgaagaaaccaatgactttaaacaagagacccttccaagtaagtccaacgaaagccat^^ 
ti^acagccaggagtgcangactcgaagga 

m 

>if^c2013.seq 

da^ggangagggagccagcgcaggggcttctgctgagggggcagggggagcttgaggaaagcggagataagnttm 
tjIfagtcaata 

>ncrc2014.seq 

TAAAAAAGTTCCATAAAGCATCGCCAAGGCAGCATGCCTGTGCGACAGACGCAGGGCTTTGGGGGTGTGTmCCCGGTATTAACAGCAAG 

^ncrc2015 seq 

AACGTCAAmCCTTATCTAAAATAGTGGmGTTTAAATGATGAAGCAAAGATGGCNTTGGAGCTGTTGGCTGACTGTCGCTT^^ 

GGTAGmGTGGGGTAATGGTGTGGmTCTCCCCCTCGTCAAAGAGAGTnGGCACGTTGCTAATAAGAGCGAGGCTACTGCTAAAATATCAAT^^ 

AGGAAAACATAAATCAAAGCTGAGGAAGTA 

>ncrc2016.seq 

GGGTACCCCAAACCAATTTTAAAGGAmGNAGGACTAACTGGACAAATAGTGGCAGCGCnTCAACAGCTAAATATAAGAACTGGCCTGAATCTGTGTAT^^ 

AGCAnCAGCAGTATAmATAAACAGGAACCTGTACAGAAGTGCCCTGGAAGAAGGCCTGCTCTAAATTATCCAGTGTATGGAGAAATGACACAGGmGGAGACGTC 

GTGCTATAGGAGCnCTCAAACACACACCATCAGAAnCAATATTCAGCTGCCAGACTGGCnATCAAGACAAAGGTGTCGnGATAATGAAGTTAAAGTC^ 

>ncrc2017.seq 

GGmCTGTGATATmAAATATCCACAGTACTCACmTTCCAAATGATCCTAGTAATTGCCTAGAAATATCmCTCTOCCTGTTAm 

AAATTGTAnGAAAACACmGTATGGAGTTGATAAGAGGAATnGGTATAATOTGGTGGGTGATOTTT^ 

ATAAAAGATTTACATTCCAC 

>ncrc2018.seq 

ATGGACCGGGATACCCACCTCATTGCGAATGACAGGGCCTAnNACTCAAGGAGGACTTGCAGAGGGACGAGCAGAAAGATGCATCTGACmGTGGCTTCCCTCCTCCCAmGGA 
AATAAAAGGCAAAACAAAGAACTCTCAAGCAGTAACTCATCTCTCAGCTCAACCTCAGAAACACCGAATGAGTCAACGTCCCCAAACACCCCGGAACCGGCTCCTC^ 
GGGGTGGCATGTGAGTGGATTCTATGAGGGATCnGATGACAATCAGTGTCGACTACTAGAAGGmACAAGnTCGTTGCCTGCTGAGGGTCAAAGTAAAAAGGA^ 
AAGAAACTCAGTCTGAATGCTATrTACAGACAGGTCCCTAGGCTGGTGGAC 

^ncrc2019.SGq 

CTAGGATTTCTATCGGCTAAACTAAGTCTTGATAAGTGAAGGAGAAATAAAATCGmACAGAGAAGTAAATGCTGAGGGATm 
AGAAGGAGTAAATATGGAAAGGAAAAACCAGTATCAGCGACTGGAAAAACATACGAAATTGTAAAGACCAnGACACTATGAAGAA^ 
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GCATCATMTGACAGGATCAMTACACACATMCMTAnMCOTAMTnAMTGGGCTAMTGTCCC^ 
GTGTTGTATTCAGGAGACCCATCCCACGTGC 

>ncrc2020.seq 

GAAGGGNTCAGACACTTGAAATTTGCTCAGAAATAGnGCATTACACGCCCAGTGTGCAATGGCTGAA^ 

GCACTGAGCAAGGATAGTGCTCAATCTmGncnTCTGCCAACTAAAAAnAACCAGCGGnGmACTO^ 

TTAAAATGnGTATTAAGATATAAAAGTACCTOCTTTAAAAATAGATTTnAnGAT^^ 

>ncrc2024.seq 

AnTTAAAAATAGGAATATGCCTTAnGAAAAGGCTTCnAGCAATGTGTCATGnCACCTGGAAGGmGGTGTCTCTTAGAATTC 

TACCTTGOTCATGCTTCTAACTTCTGTCAAATTTTGTGGATATmGATAAnCAAGAGTACCAGGGTCTACAGTGTGTGCAGCTGTGCGTC^ 

TATmAATGmATATTGGAAAGCnCATAGAAATCAAGnCCCAnGAATAAAAGGCCAAAAAATAAACAAM 

>ncrc2025.seq 

CnCCCCTGGATGGGAAANCATCTCAAGGCCTGAAGCTGCCCAGCAGGCAnCCAAGGCCTGGGTCCTGGmCT^^ 

>ncrc2027.seq 

GNACACAGGNATCCGGAAGCTGGTGCTGATAACAGCGGAATCCCCCGTCTACCTCTCTCCnGGTCCTGGAACAGCGCTACTGATCAGCAAGTAGCCACAAAA 
GCACTTGCTCAGTAGTTTTGTGAAAGTCTCAAGTAAAAGAGACACAAACAAAAAAATTCTTm 

>ncrc2031 .seq 

CTTCNCAGNACTATCGTATCTAAAATATCATATCCTGTCCCCATCCATCCnGGCCGGGCGCAGTGGCTTATGCCTGTAATCCCAGCACmGGG 

GAGGTCAGGAGnCAAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAnAGCCAGGCATGGTGATGCACGACTGTAG^^ 

GAAGGAGAGGAATTACTTGAACCTGGGCGGCAGAGTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGGCTGGGCGAAAGAGTGAGACTCTGT 

>ncrc2035.seq 

(^GGCAGGAGGAGAGTAGAAAGGAGAGAGAATOTGnCCTGAGGTCTCAGCCTTGGATGANGAGATTATTGAAGTAGATCCTGAGACTAAGGAAA^ 
G^SGTCTGTCCAACCnCAGGTCACTCAGCCTACAGnGGGATGAATTTCAAAACGCCTCGGGGACCTGmGAATTTm 

Gm 

CpCTGNGCACGGTGGCACATGCCTGTAGTCCCAGTCGCTCAGGAGGCTGAGGTGGGAGGAnGOnGAACCCAGGAGTnGAGCAGAGCCTGAGCAACATA^ 
>|ijij2037.seq 

GiaefrrTGTAATTTAAAACnCACCCCCAAGTAAATCmACTCCAGATGAm 

AyGATGAAGCAmCCTAAGTCATmATGAGGCCCATCnACCCATATCAAAACCAGAGAAGGAAAATACAAAAAAGATC^ 
>6bcc2039.seq 

C^CCGAGCTAAmTGTACnTOGTAGAGATGGGGTATCTCCATGnGGTCAGGCTGGTCTCAGACTCCTGACCTCAGGTGATCCTCCCGTCK^ 
TliPVGGCGTGAGCCACCGCGCCCAGCCmTCTTTTTTTnCCTT^ 

Af^^GnATCmCmTACAATmAAACTCTATCCCCAAAGGAAGATGTCAAACTAGAGAATnCAGn^ 
>ill£040.seq 

GI^TGmGGAmGCAGTCTnTGCTnATGAAAAGTGCTGCTGTAAAAAmTOnATCT^^ 
AlSPa-AATAAACATAAGAAAATGTCAAAnCTmCCAAAGTAGT^^ 

A^TACAmTmGCCAGTGAAATGTACATAAAATGTATCTTATGGnTAATCTTTGi 1 1 1 1 1 1 1 lAAGTCAGTCmCTGCTTTTATTCTTTATTCTCTATTGAAGA 
>ncrc2041.seq 

CATCTATTTGTGGGCnCTGGCATAAAATGCAGCTGTCCCATAmGCnTGTCTGmCCCAGACAAATCGTCTCATTGAGCTO^ 
TmGAGGCTCCTAGTGAGTTCCTTTAGTCTTGCAGTCTCCAGCTGCCATAGACATTmGCCTCTTCCCACCATC^ 
GAGCCTTCCTCCGTCTGACTGCCmGTGAGCCTTTCAGTTTAGGAACCCCCCAATCCGCCTGCCCTCAAAGCTmGAA 
TCCCTCAACGCCAACCCCATGTGGTCTTCTCAGGCCTnTGTGGAAATGATGATGAAGAGA 

>ncrc2042.seq 

TATGGACCGGGAAGGGAACAACAGGGNAATTAACnGGCCCAGCNTNACTGmGTGGGGCTAACACCCTGTGTATCTCAGACCAACCCTAAGCTTTGTTT 
CGTAmGmCATATGAAAGAATGnCATTncmGAAAATGAGCTCATnCGTCATmGTnCCATCmCA^ 

ATGGCAACTTGCCTTGAGTATGGTGAAAGACATCAGTTAAGACTGGGGTTGTGCATGGCAGGAGnTCTAGAAGGAGAGCGAGTCTGCTTAATAAACATGA 

GnCTGnGCCTGACACAGCATAGGAAGATGCTGAAGGGCCACAGAGTGAGCCAnGAGATAGAATCTCACTATGTTGACCAGGCTGGTCnGAAGTGn 

TTGCCTGGAATCCGAAAGTGTC 

>ncrc2043.seq 

CTAGAAGGAATAATACTATCGCTGnCAnATAGCTACTCTCATAACCCTCAACACCCACTCGCTCmGCCAATAnGTGCCTATTGCCATACTAGTCTTT 

GTGGGCCTAGGCGTACTAGTCTCAATCTCCAACAGATATGGCGTAGAGTAGGTACATAACCTAAACCTACTCGAATGCTAAAACTAATCGTCGGAAGAATOTAmC^^ 

GACTTTCC 

>ncrc2044.seq 

GCAGACCACCCGTAGCCCTGCTGCTGCCACCTGCCCTGCTGCCAGGCTTACATCTTCCCAGAGAACTATGCTGCCACTTCACATCCACTCACCACATCCCACCTACA6ACTACCACCT 
TTCGAGATCAGGACCAACCTGGAAAATGCCAGAGTTGGCTATGCCTmCAGACATCGATnGGACAGCTCACCAACGCCTGAAGGGGCCGTTCAGCCTGGnAGTm^^^ 
CGGAGTGTCCTCCCGTGCGCGAGCAGAnGCTGGAGGGGGGGGGTGTGCGTGGCAGCGAAAnAnGAGACTTCTTTTnGGTATGGACTGGTmAGAGAGCT^^^ 
AAAnGCAGCAGTCCCACAGATGTGTGCAnTGGACAAATAGTACTTAAAAACAAAACAAGGACTCAGCCCAGCTCGTGAATACTACCTGGAAAM 

>ncrc2045.seq 

TGGCAGGGTGCTGTGGGAGGTCACTGGCACTnGmGTGATGTGGnATGTGCTGAGATGGCGAGTTTGGGGTCTGAGGGTGGTGGGATGGAAGCGTGGGGCTCTGGGATGTCAG 
CGGGGACCACCAGGAGGCGATnGTGGGCGATACGAAGGATGTGCTGAGTGTGGGCnCTCCTCTGACAAGCGGCAGATTGTGTCTGGATCTCGAGATA^ 
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ATACCCTGGGTGTGTGCAMTACACTGTCCAGGATGAGAGCCACTCAGAGTGGGTGTCnGTGTCCGCnCTCGCCCMC^ 
AGCTGGTCAAGGTATGGAACCTGGCTAACTGCAAGCTGAAGACCAACCACAnGGCCACACAGGCTATCTGAA 

>ncrc2047.seq 

TAAGAAAATTGGCTACAACCCCGACACAGTAGCAmGTGCCAAmCTGGnGGAATGGTGACAACATGCTGGAG^ 
CGTAAGGATGGCAATGCCAGTGGAACCACGCTGCTTGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGACAA6CCCTO 
GGTGGTAnGGTACTGTTCCTGTTGGCCGAGTGGAGACTGGTGnCTCAAACCCGGTATGGTGGTCACCmGCTCCAGTC 
ATGAAGCTTTGAGTGAAGCTCnCCTGGGGACAATGTGGGCTTCAATGTCAAGAATGTGTCTGTC 

>ncrc2048.seq 

GGATGAATGAAGCTCCAmGTAATCAGCATGAAGCCAAATAAGTCATCAGAATGGCGCATGCTTCATTAAGACTGTG^ 

ACCACAAGTGAC 

>ncrc2049.seq 

CAAGCACAGTACGACAAGNAAACCAGGGGGAAAGAAAAATTAAGGAGGCATGCTAAAAATAATTGAGGnnCATGAnCAGCACCTGCT^ 
TTCATACGCGAGATAAGAGCTAAAACCACCTAATGCTCTTATGGCAGAGCTGTGTATAGATnAGnCTCmATAGTTCAmCTAGCCG^ 
ACmCTCnCATAATCTTGCTCTGAGATGGGGAACAGAACACACAAGTATGAAGTncmCAGGTGTAAATAATGAAAM 
GrrrTATAAnCATTATGAGTTAACCATTTTAATG 

>ncrc2051 .seq 

CATCGAAGAAAnGGTGTATTTnCAAinATTCAGGTOTTATnGTATAAAAATGAAAnTGGTTATTTCTm 
TGTAATACATGmCGTnATCTTCGTGAmGAACTGTATCTTCCTTGAGnCTATCAATCGCTCTTCCCTTCAT^ 
AmAmATAnAAGCATATGAATACCnGAAAAAmCTTGGGGGGGAACCTmCTTGCGG^^^ 
AAGAGGATGG 

>ncrc2052.seq 

/smtganctgggtgcactactctagcagaggccagcctagnatcagccatctgatatgataaatacangcatangtm 
askbtatacatctggcaaagtcaaaattagatgttggcaatotatggaggaaaaagaggttctctcangacgctgatggg^ 
c&tatctaangtaaagngaagatgcccatatcctgtcagaaanccacctctaaatgcancactagagaaacacacatataagcaaaga^ 
(Magtagtgaaaaattttaaacaagctaagagtccaaaaggagaataatgatgaataaattatatggtagtcatcaatg 

>nllc2055.seq 

cSAGTCnAGCGGTGGATCACTCGGCTGGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACTO 
C^GGnCCTCCCGGGGCTACGTCTGTCTGGGCGTCGCTTG 

"tins 

>jjcic2056.seq 

G'&fTGATCCGCCAACTAATATnCACnTACATCCAAACATCACmGGCnCGAAGCCGCCGCCTGATACT^ 
AfGAGGGTCCCA 

>|i$K2057.seq 

AflfGCCGTGGGCmCTGTGGGnAGATGTANAGCCGACATATmAATAT^^^ 
Tl#"CACCCTAGTCATACCAnCAGTATGmGCTTmAAAATAAGTAACCACAATTAAGTTGTO^ 
TlprGmACTAGACGGATGnAATAAAAACTATGCGAGCCTGAATGAATTCTCAGCCAAAmAGTCTO^ 
KJ^CTCTAGGGGATGAAGAAmGCCrTACTrrGCCCAGnCCTAAG^^ 

>|llc2058.seq 

GTCCCCTGCAAAGTAAAAGACAAACTTGCATCTTGCATCCTCAACAGAAGGAAGGAAGCACACTAmGGTGAGCnCTCTGGGTCCTGGCAACACCACATO 

GmGGCCCACTGTCTGGGTATAATATAGGAAGAGGTCAGCTnGAGTGCGGACTAGACAGGAAGGGACACTGCAGCAGATCCAGGCGGTGGTC 

CCCTGGTGCTGGGGGTGACAGCGTGGGGAAAGATGCTAGATGGAGCTGAACCAAGCAGCTGAGATCAAGTGAGCTGAGA 

>ncrc2059.seq 

GCTCTCnGGTATACTTCCCAGNAAATTGAGAAAGTAAATOTTCAAATTGCTGGAGAACAAATCTCTTTGGTAGTCAGGTGC^^ 
TATCAAAnGTCATGTGCCCGAAGAnAAAAATAmTTGCTAATAGACCATTACACAAATGnGACATATAACATAGAAGGAATO 
TCAAnCCnCAACTTACATCT 

>ncrc2060.seq 

GATGGCGAGCTGCTAGGCCTCTGGCnCCTGGTAGAGGGCGGGATGGCGAAGGGTCTGCTGGGTGTGGATTGGATGCTGGGGTGTGGGGGnGGAAGGTGTCTGTGGGCCACTTG 

GGCACCCACGCTTCTGTCCACTTCTGGnGCCAGGAGACAGCAAGCAAAGCCAGCAGGACATGAAGnGCTATTAAATGGACnCGTGATTm 

TAACAATAAAATTGTGnAGCCGG 

>ncrc2063.seq 

TATGGGCGGGAGAAAACCAAATAAAAAnGAAAAATAAAAACCATAAACAmGCACCACTTGTGGCTnTGAATATCTTCCACAGAGGGA^ 

AACTACCTCAAAACACTnCCCATGAGTGTGATCGAGAnGTTAGGTGCTGACCTAGACAGAGATGAACTGAGGTCGTTGmTGmTGTTGATAAT^ 

nCAGATACTTGAAGAATGnGATGGTGCTAGAAGAAmGAGAAGAAATACTCCTGTATTGAGTTGTATCGTGTG 

>ncrc2064.seq 

TAAGACACCATGAGCAACnCCTAAATTGTTGTTACATAGAAAGTCAAGTAmGnnCCTCTCTGCAnCTTCCTmGCACCAnCCTAGTGGCnCTG^^ 

AAAAACAAAAATAGAAAGGATCCAnAAGGAGTTTTCCCAATAAGAGGTAGTCCTCTTTAGGAAGACnCmCAnCnCTAAAAGAAAGC 

ATAGAAATGGTCTCTAATCmGCTGTTAAATAAGGCAGGCACTAATTATGTGTGACTATOTGAGCTTTAAATATGGCTAGTGCAACTGAGGM 

AAATAGCGACACGTGACTACCGAGTATCATGnGAACAGCACAGTTnAGATGATCTGCnCAAAGTATAGTCAGCTTm 

AATG 



>ncrc2065.seq 
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GCTCTCnCCTCGGCGCTGCCTACGGAGGTGGCAGCCATCTCCTTCTCGGCATCATGGCCGCCCTCAGACCCCTTGTGM 

CGGCACCAGTCAGACCK3ATATGTCAAAATTAAGCGTAACTGGCGGAAACCCAGAGGCAnGACAACAGGGTTCGTAG^ 

GAAGCAACAAAAAAACAAAGCACATGCTGCCCAGTGGCTTCCGGAAGTTCCTGGTCCACAACGTCAAGGAGCTGGM 

CTCACAATGmCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACTGGTCACCAGAGTCACCA^^ 

ATGTGCACGTTTTCTGTTT 

>ncrc2067.seq 

TGCAACAAGANTTCCAGnGATGTGGTGmGGTTCCATGGCGGGGTACCCTAGGGATTCATCTGnTTCTTCACTTrc 
ATCCACTAnAGGAGGTAAAAATGAATAAAATGGCCCATTCATT 

>ncrc2068.seq 

GTCNACGAGGAGATCAACAACCGGTACAATGGGAAGCTCAGCnTGGTATTCTGTGCTGCACACTCCACGTnACCCAGAAGATGTGTAATTGCTT^^ 

AGATACCTCTAACAAGCGTGTTCTGAGTGnCTCTATGAGACCTGGGAGCTGGACCAGGTTGmCnAGCGCTACCTCCAGCTCTCCCTCATTGTT 

ATTTGGAGGAGGAATGCCnGGCAGCCAGAGTGGAGCAGTTGAAAAGTGTGTATCATAAAAATGAAAATGCATTCTCnAAGTTTGT 

>ncrc2069.seq 

GGGATAACTTCAAAAATCCCATGGTTGTTGTOGGGATAGTACTAAGCAmCAGTTCCAGGAGAATAAAAGAAATTCCTAmGAA^ 

ATTCTAGCACAACAAGATGAAAnATGGAATAGAAAAGTGGCTCCTTGCCATGTGGAGTGCCTGTGCCCCGCCGCCAGTCCTCGACACCGAAA 

GlTGIIMIIil 

>ncrc2070.seq 

ATACCCTGGAATACTATGCAAGCATAAAAAANGATGAATTAATGTTCTnGCAGGGACATGGATGAAGCTGGAAATCATCCnCTCAGCAAACTAAC 

GCATGnCTCATTCATAAGTGGGAGTTGAACAATGAGAACATATGGGCACAAGGAGGGGAACATCACACACTGGGGCCTGTTGTGGGGCGAAGGGCAAAGGGGC^ 

GGAGAAATACCTAATGTAGATGACAGGTTGATGGGTGCAGCAAACCACCATGGCACATGTATACCTATGTAATAAACCTGCACGTTCTGCACATC^^ 

>ncrc2071.seq 

APo^TNNCCAGTTCCAATGnCGTGnCACmAAGAACACTCGTGAAACTGCTGAGGCCATGAAGGGTATGCATATACGAAAAGCCACGAAGTAT 

dlGTGTGTACCATTCCGACGmCAATGGTGGAGnGGCAGGTGTGCGCAGGCCAAGCAATGGGGCTGGACACAAGGTCGGTGGCCCAAAA^ 

G|?MAAACGCAGAGAGTAATGCTGAACnAAGGGmAGATGTAGAnCTCTGGTCATTGGGCATATCCAAGTGAACA^ 

GpGGAnAACCCATACATGAGCTCTCCCTGCCACAnGAGATGATCCTTACGGAAAAGGAACAGAnGnCCTAAACCAGAAGAGGAGGTTGCCCAG 

GiiACTGAAGA 

>acic2072.seq 

GlfCAACACTATACAGGAGGATACTCCTTNATTCACGTAAGAGTGnGACCAAAGGATTACTAAGGACAGACmGTCATCAAAAGA^ 

TtSGGAAGTCTCATGATGAGGnGGGAGTGACTGCAGAAACAGCCCCATAAGACTTCTAAGAGAAAAGAGCAGGTGCATCAACAGAAAAGGGCAAGGATGAGACTC 

AfipCTGTATCATAGCATGAmTCACAGCCACAATACAGAGTAGGAGTTAACAATATTGAGACTGAAGTCTGACCCTCTAG 

AACnAGGAAAATTACTTATCCTCTATAnACnACAmAAAAACTGGGGACAAnATAGCATnACCTCATTGAnGCT^^ 

>^@:2073.seq 

A^S^ikBAACCnAATATAAAAGmGCATTCTACTCAGGAAAAAGCATCncnGTATATC^^ 
T^TGTTnAAAATAATAACATTmATATTTmAAAAGACAAACTT^^ 

A»TAGTGTATTmACTCCTTAAAGAGCTAGAATACATAGTmCACCTTAAAAAAAGGGGGAAAATCAT^^ 
CiffiCTTCmCTAGGCTCTGTTGCTGTGTGAATCCAnAGATTTACA 

>te2074.seq 

Aia^NGGAACCACAGAACAAAAATAAAGATGACAGCAGACATCTTGmCTGAATnACCA^ 
GAATTCTATATCCATTCCATATCTGGCAAAAATATCTTTCAAAAACGAAAGCAAAGTAAAGGCATmCAGATATTCA^ 
ATGCTAAAncnCAGGCAGAAGGAAAATAATACCAAACAGAAGCATGGACCAACACAGGAATAGAGAGCACTGGAAATGGTAACAACAT^^ 
TTCTTTAAAAGGTAATTAACAGmAAATAAAAATAACAATACAnGTGGGAmATAACCTATGmGAAGTAA^ 

>ncrc2075.seq 

ATTTTTGGAATATAGTGAAAGACTTAAnCAAAGGAGAmAnGACCAAAAAGC™mAGAAAAGA^ 
GAGGAACAGATTAAACCCTGAGAATGGAGAAAGAAGGAA 

>ncrc2076.seq 

ATTTGAAAAAATTATGCGTCTGGnTAATTArrGGTGATOCACACTCTTTCTCTOCCCTTGTGTAnGAACTATGTCCATA^^ 
TGATTGGTATnGTCACAmATmAAAAnAGCATCTGAACACTTCAAAGCTGTCAGTGTGTATTGGmCACCAATAACCACTGCTT^^^ 

>ncrc2078.seq 

ATTCTATCCATTAATATCAGTCATCCTGCAGmTTCAGTTCAACAAATAC™CTATGAGGNTAGTATGTACTGGAATATATACTCTGCTCTTCAAG 
AGGATAGGCnTAGACTCmGTATGTATATATGACTGAGTTCnGAAACTCACATATCAGAACTGACTCCAACTACAGmGTAGGTCTTAGGGATGn^ 
GAAmCTCCTCCCCAAATCTGCATCCTGTAGTACACCTCnAmCTmGTAAAGmGTTGGCAGAGCACAGTGCTCACACCTATAATCCCAGCAC 
GAnACTTGAGGCCAGGATTTTGAGACCAGCCTGGCCAGAATTTGTTTGGCCAGAATATGGTCTG 

>ncrc2079.seq 

GNTCTCCAGNAGGCAATAGGCATATCTAAAGCNCTGTGAAGATGTCCAGGTAAnGGTCTAGCAGATGGAGTGGAGGAAAACCAAGGCAATCTGnCCAGTCAnCACCA 

AGTGCCACCCAmGGTGAnCTGCTGATGGCGCTGTGGCAGAAGCnAGTGGTGACCAGGTTGCTATTCTGGAAGCGGCAmCTGGCGCTACAAGAAGACAGTCAAGM 

GGGAAGAAACGGTGGATGCCGCCAmCCCACCTGTTGAAGACTTGCCTGTCGAAGAGTTCTAAGGAGCAGGCmGAACCTCAACAGCCAGCTGAACATACCCAAAGACACM 

AAGTGAAGAAACATATGACGTTGGTGTGCGATAGATTATGCAAAGGTGGCGGTGTCTGCCTAAGTACGGATGCAGCAGCCCCACAGACCATGGTCATGCCAGGTG 

CCCAGAGTCAGACCTAG 

>ncrc2080.seq 

GGCTGTCTGGGTAGCAGGGTGGTGTGATANNTGCAGCGAGGGGCTGGGAGAGGTGCTCGGATTCTCGTAGCTGTGGCGGGACTTAAGCACGACCATGTGGAGCAAAAGAACAAAGA 
CCAAGAGCAAGAAGCGCCCTCAGCGTGCAACATCCAATGTGmGCTATGmGACCAGTCACAGATTCAGGAGTTCAAAGAGGCCnCAACATGA^ 
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CATCGACMGGMGAmGCATGATATGCnGCTTCATTGGGGMGMTCCMCTGATGAGTATCTA^^^ 

CCATGmGGCGAGAAGnAAATGGCACAGATCCTGAAGATGTCATCAGAAATGCCTnGCTTGCm 

GACAACCATGG 

>ncrc2082.seq 

CTAACCCACTCCAAACTCCAAACTAGTTGAAGTAAATCCAAAGAGTGAAGATGCAGGTGGTGCTGAAGGAGAAAC^^ 
CTCCCGACATGGA™c™CCGAGAGTACCCAATCAAGGCAnATCATCAATCCCATGCTnCCGATGAGACCAATATATGCAATGGTAAG 
AATGGGACATOGnGCAnCCGAGGTCATTAmCTGGATGCTAAGTCCAnCAGTCCACCATCTCCAGCTCGCAGAAmCTGAAGnTGGGGT^^ 
mACTAGGTGCAACTGTGAAGGAAAAACmCnCmAAGGATTCTCAGTACTGGCGTmACCAATGATATA^ 

>ncrc2085.seq 

GTAAAACAATCTGATGTACTGAAGATTCnAANNAnATGACAGAGAAGCCACAGGGAAAATCACCmGAAGAnTTAATGAA 
GAAGGAATAGTCAAGGCATTNAAACTATTNGATGATGATGATTCAGGTAAAATAAGCTTGAGGAAmGGGACGTGTTGCTAGAGAATTGGG 
AGCTATGATAGAAGAAmGACAAAGATGGTGATGGAGAAATAAACCAAGAGGAGnCAnGCTATOTGACTGGNGACAmAAAGAA™ 
TACCATGTTATATTCTATTmGTGCCTGGAGCCATGTGAAAAAAACCAACnANnCm 

>ncrc2086.seq 

GGGGCACnGTGCCCTGGnCGCGAAGNATGTNNTTCGGAAAGTATAAGGCGTCGAGGCTGCGCACTCTGCCTGAGACCGTGGAGCCAGGCGAATAGAACAT^^^ 
GCGGGCGCAAGCCGAGCGGTTGGCCATAAGAGCGCAGCTGAAACGAGAGTACCTGCTTCAGTACAACGATCCGAACCGCCGAGGGCTGATCGAAAATCCTGCCTTGCnCGT^ 
CCTATGCAAGAACAATAAATGTCTATCGTAATTTCAGACCCACTCGTAAAAACTCACTCATGGGAGGTCTGTGTGGATnGGGCCCCTCATGTTCAnW 
GGATAGGGAAAGAAAAACTTATCCAGG 

>ncrc2087.seq 

ATAGCACNCACTTGATCAGATATTAGAATONNTCACACTATTGAGGmTAATGCTGAAGGTTGTGTOCATAGAAACGACTnAGATTA™ 

TAGCATAGTAAGTAATATCTATTGTGTCAmCTTCACCCNTTTTTATTCTAAGACCCATGAAGCTTCTTGAGGCCAAATAAAA I II 1 1 1 

QCCnAGAGATACTATTACTTCTCCTCCTATCGTGATAGGTGGAAGGGTnACTGAATNGGAAATNGGGGGGACTAT 

>|&2090.seq 

gmcagacggtgtccaacatcmgatgatgccctgaatggctttggaggccagtagagcacacagggtatggacatgttacgctgcagctacattgttgag 

t??fgctcatggtgttaactgganagaaaaagcaaatactagaagagctagctcatcn™cccaatgtacttagtanmctgc 

aS^tatttcacagtg 

>ncic2091.seq 

T(^TGACAGAmGAGAGCTCAAATCCTTONTGGGCCACTGAAACnCTCTCTAGAmAAAnCAAnCTGTAAACAT^^^ 
(IBGAACAGGATATGGTGGTAGTCTCAAGCACATCATCACTCTACAGTGGGAGAAAGACATCCAGAAATAACCATGGTATA^ 
AQ^GGAGAGGCCAGTAATOTCTGGGAGAAGTGAATGATGCATACCAAAATGAGGGATATnGAGCCAAGTm 
TjGATTGCCAnCATTAATCAGCATTTATTCAT 

>ipc2092.seq 

(^iGGGCnCCTGAAGCTGACAGCAnCGGGNCGAGATGTCTCGCTCCGTGGGCTONCTGTGCTCGCGGTACTCTCTCTTTCTC^ 
dvlSGmACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATnCCTGAATTGCTATGTGTCTG^ 
Aia^GTGGAGCATTCAGACnGTCTnCAGCAAGGACTGGTCTnCTATCTCTTGTACTACACTGAATTCACCCCCAC 
GpACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGA 

>iyc2()93.seq 

CNJGAGGCTGAGGCAGAAnACTTGAACCCAGGTAGGCGGAGGnACAGTGAACCCACATCCTGCTATTGCACTCCAGCTONGCGACAGCAGCAAA^ 
>ncrc2096.seq 

GAACTCNGTGGTGGCCCTGCGCAGACCATANnCGCTCGTACTCGTGCGCCTCGCnCGCTmCCTCCGCAACCATGTCTGACAAACCCG 
AGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGAnGAACAGGAGAAGCAAGCAGGCGAATCGT^^^ 
TGTACAnCCACAAGCAnGCCTTCTOnnACnCTmAGCTGmAACrnGTAAGATGCAAAGAGGTTGGATCA^^ 
TGACAACGAAGGCCGCGCCTGCCTTTCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACTTGCATGTrGGTG 

>ncrc2097.seq 

ATTGCACGCCAGATAAACACTTACTGCCGTANNATCAAGGAGnCACTGCCCAAAACmGGCAAGCTCnCATGGCCCAGGCTCTTCAAGAATACAACAAC^^ 

CAGAAAAGAAGTTAACATGAACTCTTGAAGTCACACCAGGGCAACTCnGGAAGAAATATAmGCATAnGAAAAGCACAGAGGAmCm^ 

AGTGTCTTTCTAGGCATAATAAAATAAAACAAAATCG 

>ncrc2098.seq 

AGNTTTCTAACAAGCTGACGCTGGAAAAGCTGGACGnAAAGGGAAGCGGGNAGNNATGAGAGTCGACTTCAATGTTCCTATGAAGAACAACCAGATAACAAAC 

GGCTGGTGTCCCAAGCATCAAATTGTGGnGGACAATGGAGCCAAGTCGGTAGTCCTTATGAGCCACCTAGGCCGGCGTGATGGTGTGCCCATGCCTGACAAGTACTCC™ 

AGnGCTGTAGAACTCAAATCTCTGGTGGGCAAGGATGnCTGTTCTTGAAGGACTGTGTAGGCGCAGA 

>ncrc2099.seq 

GCAGAGGCTTCATCAAGGCACTACCCCTAATGTTAGGTCCnCmCANATCAGCCCACGTAGTCCTCACAGCNGCTGGTTGAGGAGCTAnATCATCATCCCCAGTTGGCAGTG^^^ 

CNGTAGAGGCTGAGGCTGAGAGAGTTGCCCAGGTTCACTCTACTGGAAGGAGCCAGCTNTGGAATCTGGAATTCAGCCCCAGGCCTCTCTCAGTCCAAGTCCAGTGCGCACTATCTC 

TTTCATGGACTGCCTCCCAnCTCAGGATCGTAATGTCmATCTAAGCCTGCTGGTGGCCAGAAGCCTCTACGTGGTACCGGTCACAAGCCAGGTGAGAGGAGGGATCTGA^ 

CTCACGTGACTTCCAGCTGGAATGGAACCTGAGCTGTGCAGnGGCTGAAAGGGTGGCCAACCAGAGGAGCAGAmATCCAGATTGGCATCAGAAAAACCACTC^^ 

AGTGGCTCATGCCTGTAAGGGTCATGGCTT 

>ncrc2103.seq 

GGTTGCGGGGGACGCTGCTGTAAGAGGAGTATANATGACAGTGGTCCTCCTCTGAGAGCCTGAGCTGTCTCCCCGTCTCCCGCCCCCAAGGAGACAGAGAGGATCCTACTTCnCG 
GGGACAGTGGCTGTATGGGTGTGGTGCCCGACATCAGGGACCGTnCCCCCTGGGACTATGGGGCAGTTTGGGAGCAAAACCAGAAGGACAGGCCCCCCTCTACCCGCCTAGCCTG 
AGCAAGCGAGTTGTTCCTCmGTACAAGGGCAGGTCTGCGGTOCTnCAACACTGmATTCCAGCGGAAGCAGCCGGGTGGTm 
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>ncrc2106.seq 

ATGGnCTCATACAATGCAAnAnATTCAGNCTAAAAATGAAAGAAGnCCGATACATGnACAACnGGATGAACCTO 
CATAnGmGAnCCAmATATGAATTGGCCAGAAGAGCAAnCCATAGAGACAGAAAGTAGATTAnGGTGGCCAGGGG 
GAAACAGmCTmAAGGGTGATAAAATATTCTAGAATTAAGATACTGGTGATAGnGTACAACTGGGA^ 
TGIGAAHATAT 

>ncrc2108.seq 

CTCTACTAAAAATACAAAAATTAGCCGGGCGTNGTGGCGGGTGCCTGTGGTCCCAGCTGCTTGGGAGGCTGAGGCANGAGAAnGTnGAACC 
CTGGGATGGTGCCATTGTAGTCCAGCCTGGGAGAGAAGAGTAAAAGTCCGTGTCAAAAAGAAAAAAAAAAATTAGCTGGGGATGGTATGGNGGC^^ 
GGGAGGATGAGGCAGGGAGTTGCTTGAAGCGGGGAGGCGGACAmCAGTGAGCCGAGATTGCCCAANATCGCAGCAGTGCCCTCCAGCCTGGGCAACAN^^ 
CNGAAGA 

>ncrc2110.seq 

GCTATAATTCnGTGCTGNTGGATATGAGCCCCATGATGGGTGTCCTGGACGGTGNCCTAATGGAACTGCANCACTGNGCCCnCCCCTCCTGAAAGATC^^^ 
AAGACGTTGCCnCAAAGAGCTGGATGTGGCCA 

>ncrc2ll1.seq 

GAAGAAGCAAGCAGCGAGTCTTGAAGCTCTGmGGTGCTnGGATCCAmCCATCGGTCCTOCAGCCGCTGGTCAGACTCCAGCAGCCAAGATGGTGAAGCAGATCG^ 

GACTGGTmCANGAAGGCTTGGACGCTGCAGGTGATAAACnGTAGTAGnGACTTCTCAGCCACGTGGTGTGGGCCnGCAAAATGATCAAGCCTncm 

AGTAnCCAACGTGATATTCCTTGAAGTAGATGTGGATGACTGTCAGGATGTTGGTTCAGAGTGTGAAGTCAAATGCATG 

>ncrc2112.seq 

GGAAGCGGAAAACTGGNAAGACAGAAGTACGGNAAGGCGAAGAAAAGTAATAGAGAAGATAGGGAAAnAGAAGATAAAAACATACmTAG 
AAGTNGGA 

>fe2113.seq 

gbfaaaaagtatatatatacacacacacagtacacagacacacacacatatatctctaaatgtgtgtatagaacctmatcagtataac 

a)ggtgtggagtgtncagaaattttgatcnaaaagccttngagaaactcaaa6cmcagaaanaatagnatatta^^ 

tIi^ataaaatatagtgtcaaagaaagtaacatcaatatagtgggtctgtaatggaaatgtgtcaatgaacatgaa 

I^GTG 

>?fcfc2114.seq 

A'cSGTTAAGATGGTAAATCmnAGGTATATTnGCGACAAnAAGAAAAAGAAAnAATAAAA^ 
mGGCnGTCTAnAACTAGCAGTATGAGCTTGAACAAGTCAATAATTCmGTGTGTnAGTGAAAG^ 

qfj^^cc 

>ffcrc2119.seq 

(^GCNAAACAAATTGCAATATAATGTGATAAGTTCTTTAAAAGAGGTAAGAGCAACGTGCmGGGAGGANAGAA 

CifeAAGAGAAGCCCACTATCTCATnAATCTnACAACTCTCTTGCAAGGnCGGTGGTTGTGAAAATACATGAGATAA^ 

Tt®TGGGCTGGACCGmGAAGAGAGAGGC™mGAGTnATGGTAGAAGATGAGGG^^^ 

>lipc2120.seq 

Cj^AGTGGGTCCACCTGTGATCCCAGCACTTCGGGAGGCCAAGGCAGGCAGATCACGAGATCAGGAGmGAGACCAGCCTGGCCAACGT^^ 
^i^^32 1 2 1 .seq 

G^CAAATAmAGCTAATmGCTmAATAACTGTATAAAnGTAAnATCATCT^ 

CAmGAAAAnCAmAAAAAACAAATGAAAnAAGATAATGGTATAGmCCCATCTCAGCCTGGGGAACAGAGCA^ 

TTTGTCnTtCTCCTATCCAGTAGCTGTTCAGACTCCmCACTGAAGCCCTmATnCACAAATACTATm 

TTAAATGAGTTGAGTACnAAGTCTATAGAGTCTAT 

>ncrc2123.seq 

TATCAGCAAGTCGACCGAGCTGCTCATCCGGAAGCTGCCCnCCAGAGGnGGTGAGGGAGATCGCGCAGGATnCAAAACCGACCTGAGGTnGAGAGCGCAGCCATCGGTGCGC 

TGCAGGAGGGTAGCGAAGCGTACCTGGTGGGTCTGTTCGAAGATACCAACCTGTGTGCCATCCACGCTAAGAGAGTCAGCATGATGCCCAAAGACATCCAGTO 

GGGGAGAGAGAGGTTAAGTGAAGGCAGTTTTTATGGCGTTTTG 

>ncrc2124.seq 

GAAGTGACGGTGGCGmCCnGAGGAAGAGTGAGGGTTCCAACTTTTCTGCnATCTGGGAGGTGnGGGCGCGGACAGTCGAGATGTCAGAGAAAAAACAGCCGGT^^ 
TCTGTTAGAGGAAGACGACGAGnTGAAGAGTTCCCTGCCGAAGACTGGGCTGGCTTAGATGAAGATGAAGATGCACATGTCTGGGAGGATAATTG 

>ncrc2128.seq 

GCAAANNCAAACAAAATCTGCTCCATAGTGAATAACGGGACAAGAAATCTCCACTAATTGAATCAACAGCAAATATGGACAATAATCAGTCACAGAAG^^ 
TGAmTTGAACCAGAGAAAAATGCATCCCGTATTGAATCTCTGGAACAAGAAAAGGnGATGAAGAAGAAGAAGGAAAGAAGGATGAGTCTAGCTGCTCT^ 
AGATGACTCGGAATCAGAAGGTGAAACAGATAAGACAAAACCCCTGGCTTCTGTAACTAATGCCAACACnCTAGTACACAAGCAGCTCCTGTAGCTGTTACAACA 
CAGGTCAAGCAACACCTACATCACGTATTAAAAAGmCCAACCACAGCTAGAAAAAmCTCCCAAAGAAGAAGAGAGAAAAGATGAGTCTCCTGCAACT^^ 

>ncrc2129.seq 

GGTGGTCCTGATNAAGAAmGGTGTGGACGnGGCCCTGTTTGCTTTTOTAAACCAAACTCTATCTGAAATCCCAACAAAAAAAATnAAC 

TGTCAACCAGTGGAAGTGACGGACAAAATTCCAGnAmAmCCAAAATGmGGAAAGAGTATAAmGACAAAGAAAAATGATACTO 

CAAATGCTTmGTTnATTTTmACCAATTCCAAmCAAAATG 



>ncrc2131.seq 
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TGMTGMGCCTCAGGCTMTGGAGATGTCAMGGACTCTCnCTAGGAGACMGGGGCAGACAGCTAGGACTCAGAGACCAGCAGAT^^ 

CTCAGGGGGCCGAAGTGTCCGGTTCTCTGAGGCAGAGCAGCGCTGTGTATCTCGTGGCTTCACACCCGCCCAGnCCAGGCGGCTCT^ 

AGGTCAATGCnCCCGGACACGGATCACTTnGTCTGAnCCAGCCTGCnGCAACCCTGGGGTCCTCnGTO^ 

>ncrc2132.seq 

GTGAGACCGTNTATGGTNATCTGGGAGGNGnGNGCGGGGACAGTCNAGATGTCAGAGAAAAAACAGCCGGTAGGCmGGTGTGnAGAGGA^ 
TGCCGAAGACTGGGCTGGCnAGATGAAGATGAAGATGCACATGTCTGGGAGGATAATNGGGATGATGACAATGNAGAGGATGA 

>ncrc2133.seq 

GGACTCTnCCTGTCCCGGCCTGCGTGGTGTGGGGnGTGGGTCmGAGACCCGAAAAnGAGAGCGTmCGCAGTGGAGGGGCTG^^ 
GCCACAGAATGAATATATTGAAnACACCGTAAACGCTATGGATACCGmGGATOCCATGAGAAAAAGAGAAAGAAGGAAAGTCGAGAGGCTCATGAA 
AAAATGAnGGTCTGAAGGCTAAGCmACCATAAACAGCGTCATGCTGAGAAAATACAAATGAAAAAGACTATCAAGATGCATGAAA^ 
GACACCACAGGGAGCAGTACCTGCCTATCTGCTGGACAGAGAGGGACAATCTCGAGCTAAAGTACTnCCAATATGAnAAACAGAAAAGAA^ 

>ncrc2135,seq 

AAmTAGTACTmTAATTATGCAAATAAATCAATGmCCTTAAATTnGTGATTGCmGTCAGAGTTGTCTANGGn 

AAGAGGTAAnGTAATGTATnCTGACAGTATAAACAAAAAGAATATAAGGCATAGAAGAAnGTCCTCTAAAAATATCAATGATG 

AAAnGAAnATmAATAnGTACCAnGTTAGACCnGAATGAGTCGATGTTACCGTGTGTGTCTGTATATCTATCTGTAGAG^ 

>ncrc2137.seq 

TGCCCCTCAmACATAAATATTATACTAGCAmACCATCTGAGTTCTAGGAATACTAGTATATCGCTCACACCTCATATCCTCCCTACTATGCCTAGAA 

CATTATAGCTACTCTCATAACCCTCAACACCCACTCGCTCTTAGCCAATAnGTGCCTAnGCCATACTAGTCmGCCGCCTGCGAAGGAGGGGTGGGCCTAGCCCTACT^^ 

TCTCGAACACATATGGCCTAGACTACGTACATAACCTAAACCTACTCCAATGCTAAAACTAATCGTCCCAACAAnATATOC^^ 

>ncrc2139.seq 

QeAGCTnAAmAnAATGCAAACAGTACCTAACAAACCCACAGGTCCTAAACTACCAAACCTGCAnAAAAATnCGGnGGGGCGACCTC 
AtBjficTGCTAAGACTTCACCAGTCAAAGCGAACTACTATACTCAAnGATCCAATAACTTGACCAACGGAACAAGTTACCCTAGG^^^ 
AmGGGTnACGACCTCGATGnGGATCAGGACATCCCAATGGTGCAGCCGCTATTAAAGGnCGTTTGTTCAACGAnAAAG^ 
(^CGGTTTCTATCTACTTCAAAnCCTCCCTGTAC 

>&2140.seq 

(?|^CTGAAGAGGAGAGCGAGNATAGTAGACTGGAGACGCACAGATCCCCCCAAGGTCTCCCAAGCCTACCGTCGCACAGATTATTGTACAGAGCG 

CBAACAGCAGTTGAACATGGACGAAGGAAnCCTCAnTGGAAGAGAGACAG™CTGGAACATAGAGATTnATAGGACTG 

GC^TGAAAGGAGAGGACACCAAGGATACGTACAAAnACCGC 

IB 

>lpGg;2141.seq 

CXeCAGATTCCTGTGnCAAGCTCAGTGGGGAAAAGGGTGATGAAGTGAAAAAGGAGTAGAGACGACCCAGAAGACCCAGCTTGCT^^^ 

(^CCACTGGGGTGGTGGCCCATCTCAGTGACAGACACTCCTGCAACCCAGTmCCAGCGACCAGTGGGATGATGGTATGTGCCAGCACATGGTAA^ 

(^CAACGAATGCTATTTGTCAmnAAACTGAATCCGAACGAAAGTCCTAnATAAAmAAG^^ 

>nlr(:2142.seq 

GlMGAGAGAGACTGGAGACGCACAGNATGCCCCCAAGGTCTCCCAAGCCTACCGTCCCACAGAnAnGTACAGAGCCCCAAAAATCGA^ 

T^CGAA6GAATTCCTCAmGCAAGAGAGACAG™CTGGAACATAGAGATTTTATAGGACTGGACTAnCCTCmGT^^ 

A(:©\AGGATACCTACAAATTACCG 

>|l±2144.seq 

GGCAAAAAATAAAAGAGTATGAGTCTTCTGTAAnCATTGAGCAGmGCTCAmGAGATAAAGTCAAATGCCAM 
nGAATGTGTGAAnCAATACAGGCTATGTAAAATTTnACTGATGTCAnATmGAAAAAAT^ 

>ncrc2145.seq 

CTAnCTAnGACGAATGTnCACATmCTCAAACGmCGAGGAAATATAAAAATATGnGCCCCAACT^ 

GnCTATGTATAACATCTACGAAGATGmAAACTGTAAnGCATGCCAmCAAGGAAATGnCTnCAGTAGAGTGAAGACTGACGT^^ 
CAmTGGTGATAATATmATCATmGAAAACnATTCTrAATACACCCCCACA™CATmA 

>ncrc2147.seq 

AGAGTGACATmGCCTCCTAGCAACTGTGCCAACGCTAAAGACTCATATCGATGAGCTGGnTAATAATTTAAGATGGAAAAAG^ 

TCCAGAAGCAAGGGCTACTAGAAnCTGCAGCTGAGAGTGGATGGTGCAGGTGCAGAATTGCATACGTCTGCATGTOTGACTGCCGCAGAAATCTCnACCCn 
GCCCTGGAGTGCCCCAGAATTCCAAGGGCGTGGGTATGGGCCAGTGTAGGTnGGAACCAAGTAGTGAAGATTATCTGAAGGATAAnTTTCTAGTC 
TTTCCTACCCATCII 1 1 1 II GTGGTCGTGATGTGTGTGA 

>ncrc2149.seq 

GATCTCATCCCAGTTAAAATGGCnTnATCCAAAAAGAGGCAATAACCAATGCTAGTGAGGATGTAGGGAAAAGTGAACCCTGTACACTCTTGGTGG^ 
TGTGGAGAACAGmAGAAGTTCCTCAAAAAACTAAAAATAGAGCTAAAACTAAAAATATGATCCAGCAATCCCACTGCTAGGTATATACCTAAAAG 
GTGTCTACACTCTCATGmCnGCAGCACTAnCACAACTAAGATCTGAAAGCAACCCAAGTGTCCATCAACAGATGAACAGATAAAGAAAATGTGGTA^^ 
™GACATAAAAATAAAGAGATTCTGTCAmGCAGCAACAGGGATGGAACCTGGAGGTCATTACGTTAAGTGAAATAAGCCAGGCACAGAAAGATGAACm 

>ncrc2151,seq 

atcaccancattcctgcaaggtcttcctccttccc™cggaa™catcttgatggcaacaaaatcagcagagttgatgcagctagcctgaaaggactgaata^ 

GGAnGAGTnCAACAGCATGTCTGNTGTNGACAATGGCTCTCTGGCCAACATGCCTCATCTGAGGGAGCTTCACTNGGACAACAACAAGCmCCAGAGTACCTGGTGGGCT^ 

GAGCATAAGTACATCCAGGTTGTCTACCnNATAACAACAATATCTCTGTAGnGGATCAAGTGACTTCTGCCCACCTGGACACAACACCAAAAAGGCncmTTCGG 

TTGAGCAACCCGGTCCAGTAGTGGGAGATACAGCCATGCACCnCAGATGTGTGTACGTGCGCTCTGCGAnCAACTCGGAAAGTATAAGTAATTGTGAAG 

>ncrc2152.seq 
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GGCMTGCTmAGATTAAMTGMGGTGACTTAMCAGCnAMGmAGTnAAMGTTGTAGGTC^ 
AAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCAmAAAGCCTAGnAACGCATTTACT 

>ncrc2153.seq 

GGCTGATATGAATGTATCAACAGNAGNAGTGAATATAATGGGATATTATAGTGAATGGTAACmAAAGAAAATAM 
ATGTATGTAGACAAAmAmCATOCmGCCCCrrGAAAATGCCTGTGAAATATCTCAT^^ 

CCATGAGAAACTCTAAAAGnACAAGCTGAGGAGAAGTCAAAGTGCAAAGGAGACTGAGAATmTGGACAAAAAAATAAGAT^ 
GAGnAnCAGGACAGAGGATAAACTGTGAAATGnACCGTGAGATAAGTAAGATGAGGACTGAAAAGAGCATA 

>ncrc2154.seq 

GGGAAAnCACAAAGNATGTGAAAATTAAACAACATACTGCTAAATAACCAGTGGGTCAAAGAAGAAATCACAAGGGAAATTA^ 

AAGATGACCCTAGTAAATCAAAGTAAGCAG 

>ncrc2155.seq 

AGGGGAAGTGAmGCAGAGTGGCCAGTACAGGNTCAGTGGGGGCATAGAGACAGGACATGTGACATATGTGGTTATAAGCAGAGAAAGGAGGCAGCGAGTGGGAGA^ 
GCCACCGCGCGCAGCCCAGTGAGCCATGATTGCACCAGTGCACTGCAGCCTGGGTGACCGGAGTGAGACCCTC^^ 

>ncrc2156.seq 

ATGATTACAGGGACATCTCAGGCTGACTGTGCTGTCCTGAnGnGCTGCTGGTGnGGNGAAnTGAAGCTGGTATCTCCAAGAATGGGCAGACCCGAGAGCAT^ 

ACACACTGGGTGTGAAACAACTAAnGTCGGTGTTAACAAAATGGATTCCACTGAGGCACCGTACAGCCAGAAGAGATATGAGGAAATTGTTAAGG 

ATTGGCTACAACCCCGACAGAGTAGCAmGTGCCAATnCTGGnGGAATGGTGACAACATGCTGGAGCCAAGTGCTAACATGCCnGGTTCAAGGGA 

ATGGCAATGGCAGTGGAACGACGCTGCTTGAGGCTCTGGACTGCATGCTACGACCAACTCGTCCAACTGACAAGCCGTTGCGCCTGCGTCTCCAGGATGTC^^ 

TGGTACTG 

>ncrc2158.seq 

(MAACATGTAGGTCCCCTTGTGTCTCAATACTTmmTCTTAATTGCATnGnGGCTCTATTTTA^ 
ApDAACTTTGGTCATGTATCTCTGCAAAGCATCAAATTAAATGCAGGCTTTTGTCATGCC 

>'cgc2160.seq 

(iMGCAGACGCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGGGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATC™ 

COiSACAGAACCCTCTAAATCCCCnGTAAAmAACTGTTAGTCCAAAGAGGAACAGCTCTnGGACACTAGGAAAA^ 

TMAAGGAGCCACCAAnAAGAAAGCGTTCAAGCTCAACACCCACTACCTA^ 

A^mGTATAAGTAACATGAAAACAnGTGCTCCGCATAAGCCTGCGTCAGATTAAAACACTGAACTGAGAAT^^ 
>^i^161.seq 

CATGTCCCnCCCTTTACTCTGCGGAAACTATCAACTGGGACATTnGTGCTmGGmAA^ 

A5\GACTGACACAAGAGCAAATAAGCmAAAATCGGGTGTOTGT6CTTTCCTCCATTmGAGCAT^^ 

afflGnATACCATrGTCATGGACCCGTGTCATAAAGCGATnCnGGmGmGGGAAAGA 

>pc2164.seq 

©SeGCAATAGATATAGTACCGCAAGGGAAAGTATGAAAAAnATAACGAAGGATAATATAGCAAGGACTAA 
GpCCAAAGCTAAGACCCCCGAAACCAGACGAGCTAGCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGC 

>iyc2165.seq 

ASICAGGGTCTATGCCCATAACATCAGCAGGANGCAGTOCAGAAGATGAACCTCCGCCCTTCTGCAAGCCCCnAAGATTAAGGAGGAGTAT^^ 

AGGAGACCAGAAGGAGTTATTnCCATTCCCAACCCCAnGAACAGAGCAGGATCTGGTCAAAACAGGGTGCAGTGGAGAAGCCTGCTG^ 

CCTAGTTGCCCTCACTGCTTATGAGCATAAAGACACTACCACTGGGACCATGGCCAGmACAAATGTCATGGCAACACACCnGGCAATGGCCTG 

AAACTCCCTGCCCCmCCCAGAAAGTTCTGAATAACCTACCTCTTAAnGGGATGGAATTAAAAGTGGCTCTAAATACAACTAGCTA^^^ 

GCCTATAGGnAGCCCT 

>ncrc2166.seq 

CGGCCGGAACCGCCATCnCCGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTmAGAAM 

acatatatgcgaatgtataagaaaggtgatattgtagacatcaagggaatgggtactgttcaaaaaggaatgccccacaagtg™ccatggcaa^ 

ccagcatgctgnggcattgttgtaaacaaacaagttaagggcaagattcnggcaagagaattaatgtgcgtangagcacattaagcactctaagagccgagatag 

gtgtg 

>ncrc2168.seq 

CAAGCAAAGGCAAACGAGNATCTCAGAAAAAAGGTACATCCAGCAGTGGTGATTCGACAACGAAAGTCATACCGTAGAAAAGATGGCGTGmcm 

CATAGTGAACAATAAAGGCGAGATGAAAGGnCTGGCATOCAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGATTGCATCCAATGCTGGGA 

AGTATATTTGTAAAAAATAAAAAAAAACTAAACCCT 

>ncrc2171.seq 

TGCCTTTAATGTGTTGAACATnTAAAnACnCTAmCCATGTTGTTmTANCTAGAAnGTTTCCTAA^ 

TGTAACATCmGTGGTAGTCCTGTTTTCCTAATAACnTGmGTGTGCTGTGAAAGATTACAGATTTGAACATGTAGTGTAGAGTGCTGTTGAG 

ACAGCTGACCAACGTGAAGATACTGGTAGTTGATAGGGTCTTAAGGAAAAmGCTTCGAAATTTTAAGGTGGAAAGTCACTG^ 

AGAATTTCGTTACGTATGTTGAGA 

>ncrc2172.seq 

GAAGGCAAAGTCTGCCTGTGGCTGCAGCAGTAGCTCCnCCCACmCCCAAAGGTnGAGCTCCAATAAATCATCTCAGGAATACCTGGAAAATGGAAGAGAT^ 
GTAGAGGGGAAGAAATGGGAGGACAGAAAGGAGTTGGGTGAGAGCCTCnTCTAGGAAAACATCAACTTGCmTGATmCCAGGCATCAAAGAM 



>ncrc2173.seq 
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TATGATCTACTTGTATAMmANCTTCTCTATAGCTGGCCTATTCCCCAMGMGTATACATGGCnATAAMTGCACA^ 
GAACAGGTAAAATATAAAnTGAATCCAAGGTTAAGACTGGAGAAAAGTAGAATGCAGACAGGTATGTCCTACTGAGnAnAAAGTCA^ 
GGCTAAACAGCTAGAAAnAATGGATAGACTAAGAGATmGATATGCTATCAGTGGGAAAAATGTAmTGCA^ 
TAAAGTTNAAATATGG 



>ncrc2175.seq 

ATATGAGAGTAACCTATACCACCCTTTTCCTCAGAGTAATCTCTAGGCTCTGACTGTOGTTCGCAn 

CTATGACAGAGCTGAGCTCCTCCATCAAGCTCAGTGGCAGAACGATCCmCCTCCmCCAAGATGACTGCCCAGAATCACAGAAAC 

CTGGGCAnCAGCCAAAAGATnGAAATCAGnGGnGAAGAGATGTGTGGACTCCCAGGnCACTGCAGGAnAGTCACAATAACCAAG™^ 

AGATGAATGGATAAAGAAAAGGTGGGACATACACACAATGGAGTACTAmGGCCmAAAAAGAAAnCTGTTGm 

>ncrc2176.seq 

GGACTATCAGGATCCGGAGACGGAAATGTCCNAAGGCCGCAGTACTTGACCCTGTATmGGGAGTCGAACGGAGAATGGAAGCTGAAAGTGG 
AGAAAGCACT 

>ncrc2177.seq 

GACAACCTTAGCCAACCTTOCGCAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAA 
GGACTAACCCCTATAGCTTCTGCATAATGAATTAACTAGAAATAACTTTGGAAGGAGAGCCAAAGCTAAGACCCCCGAAAGCAGACGAGCTACCTAAGA^ 
CGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTTGGnGTCCAAGATAGAATCnAGTTCA^ 
CCCTCTAAATCCCCTTGTAAATTTAAGTGTTAGTCCAAAGAGGAACAGCTCTTTGGACAG 

>ncrc2179.seq 

ATCTGNAGAAGTTnGCmGnGATCTGAGGGTTCTATGAAAGmAAATATGTAACGCAnCATGAAmGCA 
TTCAG 



>ncrc2180.seq 

4^GCANCCTGGCTCGTGGTCCCAAGNAAGCATCTGAAGCGGGTGGGAGCTCCAAAGCATTGGATGCTGGATAAATTGACCGGTGTGTTrGCTC 
A^^TTGAGAGAGTGTGTCCCCCTCATCATmCCTGAGGAACAGACnAAGTATGCCCTGACAGGAGATGAAGTAAAGAAGAmGCATGC 
GjeBAACTGATATAACCTACCCTGCTGGATTCATGGATGTCATCAGCATTGACAAGACGGGAGAGAATnCCGTCTGATCTATGACACCAAGGGTC 
C|gAGGAGGCCAAGTACAAGTTGTGCAAAGTGAGAAAGATCTTTGTGGGCACAAAAGGAATCCCTCATCTGGTGA 

>fieito2181.seq 

AlfXTCAATAAACACACAGGGCTAGGGTCCCAAACTCTCTTGCATnGnCAGAAGCAGTAGGGAACCC^^^^ 
>f[cic2182.seq 

GWGTATATAATNTGCTCATGTATAmAGmCGTATAATGCmCTGAGTGAGTmACTCTTAAATCA 
AMAACmAAAGATAAGTCTACATTAAACAATGATCACATCTAAAGCmATCmGTGTAATCTAAGTATATGTGA 
TpW\GTCA™nCCTGGGCTTGGTAAGTGAATTTATGAGAnTACTGCTCTAGAAAGTATAGATGGCCAAAGGA^ 
GilSCTAATATACTTTTTTTGTTATAGATTG 

>lillc2183.seq 

aifatactagcamaccatctcacttctaggaatactagtatatcgctcacacctcatatcctccotactatgcctaga^ 

chcaacacccactccctcttagccaatangtgcctangccatactagtcmgccgcctgcgaagcagcggtgggcctagccctactagtctca^ 

(Mtacgtacataacctaaacctactccaatgctaaaactaatcgtcccaacaatotatoctaccac^^ 

>ncrc2185.seq 

ggtgtgatcacagctcactgcatccttgacctccccaggctcaggagatcctctctgcttaggctcctgagtagctgggactacagggtgtgccatcacaccc^^ 
™mgtagagacagggtmgctatgttgcccaggctggccttgaactcctggggtcaggtgatccacccacctcaggctcacaa^ 

ACTGGCCG 
>ncrc2186.seq 

GGACATAGGAGGGCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCnCnGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAACCCAAA^^^ 

TCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGTTCGGACTnTCTCCCCTCTCm 

GCAGACTGCAAAATAAAATCTCGGTGTTCTAmATmATTGTCTTCCTGTAAGACCTTCGGGTCAAGGGAGA 

CCCCCAGCCCAGGCCAGAAGACCTCCCTTCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTAI Mil lAAAACATCAAT 
>ncrc2187.seq 

GGTNAAAACAAAGAAACAAATAGTCCATCAACTAAAATAAGCTGTAATGAAmAGAAGATGAATGCATATAmGAmCCAmAAATCA 
AACnGTmATCTAATACTGAGCACTGTTTTmGTCAAGTATTTTTnAAGACCACATA^ 

AATmACAGTAGTAAAnAATGTTATAATGTACCACATGGAGATGAGnGGTAAGAAATCATCTAGTTCCAGAGCCCAGAGATTATAAACAGTA 
ATATGTOTGACAATATATTTAAATGCATTTnATATOCTTGCATATTCTCACAnGAmGTGCAAT 

>ncrc2189.seq 

GCAGACGAAGCGGCGGGCTCTGGAGAAGATTGACCnAAGTTCAnGACACCACCTCCAAGmGGCCATGGCCGCnCCAGACCATGGAGGAGAAGAAAGCAnCATGGGACCACT 
GAAGAAAGACCGAATTGCAAAGGAAGAAGGAGCnAATGCCAGGAAGAGATTTTGCAGnGGTGGGGTCTCAATAAAAGTTAT^ 

>ncrc2191.seq 

GGTAAACATTCCCGGGACACTGTCAACCTCTATAGCAGCTCTGGCTGCCTCTGCGCTGCACTTAATGTTAATGAGGAATATATCATCATGGGCTATGAAGATGAGGA^ 
ACTCnGGTGGAAGGCTCTATAGCTGAGAAGTGGAAGGATCGACTCGGTAAAAAAGTTAAGCGCTGGGATATGAAGCTTCGTCATCTTGGACTCAGTAAAAGTGAnCTAGC 
GATTCCACTCAGAGTCAGAAGTCTGGCAGGAACTCGAACCCCGGGCAAGCAGGCAACTAAATCCCGAAATAGAAAAAGTAACACAGTGGACTTCCTAnAAG 
GGACTAGCAAAGGAAAAnGCACTATTGCACATCATATTGTAnGTTTACTATAAAAATCATGTGATAACCT 



>ncrc2192.seq 
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GCACTANCCTATGAGGGTGAGCTGGTCCCCTNTATATATACATCATACnMCTnACTMGTMTCTCACAGCAm^ 
CTAGACAGnAAACTGGCnAACTOGTATAnATTAnAATOCAATGTAATAGAAGCnAAAATA^^ 

>ncrc2193.seq 

AGAAAAAGTGCTATGCAGAGAAnAGAATGAAATGTGCTACAGAGTGAGCAAGGGCGTCmCGAnGGATGATCCA^ 
TGGACACAAAGGAGTGAGTGCTGTGGATGCACTGCACAGGTTGCATAAGCATATAGGGCCGCTCnCCAGGTCCCCAAGGCAAGM 
GTGGAACAnGTGGCTGAGGAACCTGTGGTGGGAAATOGGTTACAAAGGACAGmGGACCTGTCACCTAGTTCTGTGGnCCC^ 
AAC 

>ncrc2195.seq 

TCACACAGNAGTAGAAAAGCCTGTTTGCTnAmAACnATACATAAAAGATGACATCTGAAATATCTGATGTG^^ 

TGGTAATAGCAAATGACCTCCTTTAACAAGACACTCATCTCAAACAATGCCATTTAGTTCAGGAGATCTCTAAGTGTAGC 

AAAGAAATAAAGTTTTTTAATGCAAT 

>ncrc2196.seq 

GAGATCCNAGCCTCCTAAGAAATATCCAGAAGTCAAGCCATGGATCCACCTGCACGTAAAGAAAAAACCAAAGnAAAGAATCTGTC^^ 
CCCAGCAGGAGCTGAAGCAGAGACAAAGAGCAGAGATCTATGCCCTCAACAGAGTCATGACAGAACTGGAACAGCAGCAGTTTGATGAGnCTGTAAACAGAT^ 
AATGAGGCCCCAGGTTCAAACCAGATGGGATCCTGAGAGCTnGAGAGGGTGTTGCCAGmTAAGCTGAGATGGCCCATTTGGAGCCTOCAGAACTAG^ 
ATAAATGTGAAGTCACnCCTGTGTGTAACnCTAACTTCACTGGnCCTCCCATGTGAATTGGCCACATGCnGCTGAAGAGA 

>ncrc2199.seq 

GAAGATGCAGAGGACCATTGTCATGCGCCGAGTACTATCTGCACTAGATCCGGAAGTAGAACCGGnCGAGAAGGGGCAGAAGAACATGTCTGTAC^^ 

ACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCnCAACGTGCTCAAGGTCACCAAGGCTGCCGGCACCAAGAAGCAGTTCCAGAAG 
TTCTGAGGCTGGACATCGGCCCGGTCCCGACAATGAAATAAAGTTATmCTCATTCTC 

>ncrc2201.seq 

GmGATGGAGGCTTCAGTGTATACAGATGTTNGACAACTACAACATGAGGGGAGAAGGGTGAAGGGACCTANATGGTAGTGAGGmCTACAT^ 
Af€jTAAAnGACTGTAAGAGTATGTGTAmGGCCGGGCAGGGTGGCTCATGCCTGTAATCCCAGCATmGGGAGGCCAAGGTGGGTC 
AgeCTGACCAACATGGCAAAACCCTGTCTCTAnAAAAATACAAAAnAGCCAGGTGTGGTGGTGTATGCCTGTAATCCCAGCTACTCGGGAGGC 
T&|GGAGGCGGA 

>n^2202.seq 

Cg^GGCGGTGACGACCTACGCACACGAGTAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACA^ 

ATTtCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGGCATGCACAAACGGTAGTmGTGTO 

GpMAGCAAGGC™CAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAA6ATGAGTGGGAAACCATC^^ 

>fTgfc2203.seq 

(^GTGCNnGTTACAnGAAATTGnAACTNTNACAGAAAnGGTGCATAGAGGTGANGTGCTGTCATAATAAAAATCTAAAACAT^^^ 

(^pAAAGAGGCAGTGAAACAATGATTAGTAGATACTGGAAAGnAATAAGGAAAmCTATTGGAGGGTGGAG^ 

T^CTGCTGCAACCTGGAAAGTAGAAAGTmCTTAAACTCACGGATCTGGCTGGGAGATnCCAGGATC^^ 

>|l|j2204.seq 

GliCAmAAAACCGCCCTGGCTGGAGTGTTCCTGmGTGAATAGACCCACCTTAACCACCCACTTGCAGCCTATGTAT^^^ 
CpAGGGACAGCAGAAAGCTGAAGACCCTTTCCCCAAATAACAAGCCTCCnACCCAAGAAACCATCAG 

>ili^205.seq 

GGGTGCGGAGGTCAGGGACAAGATGGTGCCAGCGGTGCAGGTCTCTCCGCTCATCAAGCTCGGCCGCTACTCCGCCCTGnCCTCGGTGTGGCCT^^ 

ACCTAAAACCTCGGGCAGAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGAnGCCAGAGAAnGGCAGA^ 

GTGACCCTGC6ACCCACTCTTTGGACCAGCA6GGGATGAATAAAGCTTCCTGTGTTGTGT 

>ncrc2206.seq 

GACGCTmCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCAACTGCTCC 

GCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAM 
AAGTGCAGCTGCTGTGGCTGATGCCAGGACAGGTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAI II II HI ITT 

>ncrc2207.seq 

AAGTGAGTTGAGACTCTCAAGCTGTTATTTTTTTCCnATTCTnGGGTTATTTnACTAATGTGTTrTTCTGAAATCAGTAGCTATTAT^^ 

CTCAACATGGTCAATAAAACATTAGAAAGTGTnATTGGCAGCCGGTACAGTGGCTCACACCTGTAATCCCAACAACAACTTTGGGAGGGAAAGGTGGGAGGGTCGCTTGAACCCAGG 

AGTnGAGATCAGCGTGGGCAAGACAGCAAGACCCCATCTCTTAAAAAAAATGTTAATTnCAAAATGTGGTTGCACAGCGTTGATACTGGGAATATTTACTAGAC^^^ 

GCCCCACCCCAAACCAGTGAAAGCAGAAACTGGGTGGGCCCAGCAATCTGTATTAACAAGCCCnCAGGTGATTCTGATGCACACTACTGTTCGAGAAGCACTAATn 

>ncrc2208.seq 

GTACGACTCTTAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGAGACTTCGAACGCAGTTGCG 
GCCCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCGATC 

>ncrc2209.seq 

AGTnAAAAAATAGCTAACAGGGCGGGTGAATCAGCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCCATGTCTACTAAAAATACAAAAAACTAGC 

GTGGCGGGCAAGTGTAATCCGAGCTAGTCGGGGCGAGGAGGCAGGAGAATCACTTGAACCTGGGAGGCAGAGGnGCAGTGAGCTGAGATCGCGCCATTGCATCCAGCCTGGGCA 

ACAAGAGTGAAACTCGATCTCAACAAG 

>ncrc2210.seq 

AGTTTTAGAGnAAGATATCTCCTCTCTTTGGnAGGGAAGAAGAAAGCCCnCACCAnGTGGAATGATGCCCTGGCnTAAGGTTTAGCTCCACATCATGCTTCTCTTGAGAA 
TnGGTAGTTACAATTACAGAAAGTGATTAGTnGTGAGTTTGGAGATAGATTTAGGACAGTAGTGATCAGTGGGATAGATTGAGATGTTGnTCACATGAGATGATGTGTAAGACTGTA^ 
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GATACTGATCTnACAACTGTTTAATCAGnTTATTmGTACAGTAnAGTGACCTAAG™ 
TATlTTGTACATATGTATATATGnGTCCAAATAAAAATAATAAATGAT 

>ncrc2211.seq 

GAGGGGGGTGAAGmGTGAGGTGTAGTAnGAGTCCTGmGAGCTAnGnCTCTTmCCTGAAAAAT^ 

AGACAGTGAAGAGGGTCCTGGGTnCTCAGAGCCTACGGTGGTCACAGCAGCAnGAAGTGTGTGGGGAAGGGCATGGACAAGAAGAAGGCAGCCGGT^^ 
™TGTTAACATATAGGGTGACGGGAAAGAGTGGTrTGAACnGGTGAAAATTGTGTGTGnGGG 

>ncrc2215.seq 

AGAAATAAGAAGGATI^TAGATAGCTAAnGCACAGTACATAmGTATATATAAAATTAATAGATmCCAATA^ 
>ncrc2219.seq 

CATGCTGAAGAmGGCTAmCTAmTGGAAAGAnGAGTGATAGAAGTCGTAGAAAAmGGAAAGAAATGnACATACTC^^ 
GGTATAGTTTGGTATOGTTATAGCTGGTGGCATAGAAAAAAATAAGTnAnGATGAGAGATmGAnTGATGATAAATAAAAGAA^ 
TGATOGTGATAmGTGAAGAGnCTTAATTTAAAATAGTTGAAAGGAAGTAAAGGTCATGGGTOGGTGAAGGAAATGCTGCAGAAA 
GGTGTGTATGTATGTGTATATAAAATGAGAAnATGGGATAATTGGAGGAmGGATTAATGAAGAAAGTGAGATTGAGAGA^ 

>ncrc2224.seq 

AACATAAAACCCTCAnCCACGAGAAAACACCCTCATGTTCATACACCTATCCCCCATTCTCCTCCTATCCCTCAACCCCGACATCA^^^ 

>ncrc2225.seq 

TGGAATGAATGGATGCAAAAAmAGmGTAAGAATGGTTATTGAATTAGAATGGGAAAGATOGAAAGAATOGGTGTCTGAGAGGAGGGAG 
GGAAATAAAATAATATAAAGAGAGNGAAGAGGAACAATATGAGAAAAnGmTAGTATTGTATGAAGAAAAGAGGTTTTAAA^ 

GTGTCTGTGGGAGGGTGTGGAGAGTGATGGGTGTAATGGGAGAAGTnGGGAGGGTGAGGGGGAAGGATGAGTTGAGGGGAGGAAnTGAGAGGAGCGTGAAAAAGATAGCAA 
GNGTCTCTCTAT 

>lTi!lc2227.seq 

ApGGGGGGGGAANGTGGTGGGGTGGTTTANTTmGGTAAATAGTGGGANGTGAGTTAGGGTAGGAATGAAGAGGGAGAGGA^ 
>ffirfc2232.seq 

oIlTGCAGGnTGGTTCNTANnGAGTGNTCTGAGGAGAAGnGAGAAGAGGnGAGTAGGCCAAATGnGAAGTTAAGTmCCM 

/^{BGGCAAATATTGGGAATOGnGGGAGTGGGGTGTTAGGGnGGGAnGGTGGGGTGGGTTTAGGTAAnGmAGnTATGAnG 

JppAAJQOQ 

>}ilc2233.seq 

GAGGAAAGGAAAAATATGATCCnTTCGACGAGCAAATGCTGAGAGAAnCATGAGGATOGGCCTGCGTTGGA^ 
GCAGGGAGTACAAAAATACACTGAAGTACACAGAGGAGTGACAGTATGAAGCAAGGAGATAAGCGAGGAAAATAGCCAGGTAGCATGATC^^ 
A^TAACCnAAATGTAAATGGGCTAAGTGCCnAATTAAAAGGCACAGAATGGCAAGCTGAATAAAGAGTCAAGAGTC^^ 
y^CACATAGGCTCAAAATAAAGGGATGGAGGAAAATnAGCAAGTGAATGGAAAAGAGAAAAAAGGAGGAGTGGCAATGCTAGmCT^^ 

>||ic2234.seq 

hl^TGTGTGAACTTGGGGCATTACTGAGTGGATCTGGAACGnCTOCTCTCACCAGnGGmAGGGCNTCCC^^ 

GpTTAmCGCCCAAATGAnGCTTAATGAACAGnCACGTTAAATGCCnCTGmGTATCCAGAAATOTCAGCTCAA 

G^GACCTG 

>|ll:^235.seq 

ATGACCCACCAATACATGCCTATCATATAGTAAAACGCAGCCCATGAGCGCTAACAGGGGGGCTCTCAGGGGTGGTAATGAGGTGGGGGGTAGGGATGTGAm 

ACGCTCCTCATACTAGGGCTACTAACGAACACACTAAGCATATACCAATGATGGGGCGATGTAAGAGGAGAAAGGACATAGGAAGGGCAGCACAGACGAGGTG 
GAG 

>ncrc2236,seq 

TGANTGGmGAGGTTGTAGGTGTNTAANAGTAGTTmAAGGTGGCTGTAGTATTGGTAACTGGAAAAACATAG^ 
GCTGTATAGAATAAATGTGTAGTTTGTTAATG 

>ncrc2237.seq 

GAGGATTAAGGGAnGGTGGCGAAGAAACAAAAGCAAATCGTCGGAnGGGCAGTGGAnGGGATGAAAACTGGAAATAAAATCAGGTACAACT^ 

GGAAGGTGGGTGTATAAGGAATTGGAGATGAGATGGGAGAGATAnTATGGTGTGTGAAGGTGAGGATGATGTTAGCATATGAAGGTGAAAATGTGAGGAGTATGTGGAGA 

TGTmCCTCTGTGAATGTGnATGAACAGGnGGnGGGTGGAnGAGTAATAAATATGTAAGGGGTnGTTTnGA 

>ncrc2239.seq 

GTCGGANGGTAGGTGGGGGGGACATGGCGAAAGGTAGCAAGANGnGGGATGGTGGGTAAATAGGGGAGCGGCTATGGGGGGTGGGTGGGGAAAATGGTGAAGAAA^ 
GGGAGGAGGCGAAGTACACTTGGTCTTTCTGTGGGAAAAGGAAGATGAAGAGAGGAGGTGTGGGGATGTGGGAGTGTGGnCGTGCATGAAGAGAGTGGGTGGCGGTGGCTO 
TAGAATAGGAGTTGGGGTGTGAGGGTAAAGTGGGGGATGAGAAGAGTGAAGGAGTTGAAAGAGGAGTAGAGGGTGGTGTAGTGTTTGAGAGATGAGTGGGGTATAATA^ 
TTATGTGGC 

>ncrc2240.seq 

AAAAGTAGAAAAGATTGATAAGAGAAAGGTGGnAGATinGATAnAAGAAATAAnGGGGGGATTGTTGGAGTGGTGAA^ 
>ncrc2243.seq 

AGTGAGAGGGGAGAGGAAAGAGTGAATGTGTGCCGTCAGTGGGTTGAGCGTGCnCCTGACTGGAGGAGTGGGAGAGGAAGCAATGAGCAAAATGAAGAGTGCTnAAnTO 
GATmGGGAATGGGGTGTGGTTTGTGAATGAAAAAmGCATGGAAGAGTCAAAATAGAGGAnCTGAAGAAAATGGGGTCmAAGTAGAGGCGAC 
GTAGTmATGGTGAnTAAAAGGAmGGAGnGAGGGGAGTAGTGAGTGATCGGAAGAAAATGGAGATGAGAGnGAGAAGAGGAGGAGGAAGAAGA 
GAAAAGAATGAAGAATGGAATGAAGATGAAGAGTGTGAGGGTGAGAATAGGAGAGTnCTGGTAGAAGAGTGGGGTATGGAGAGGAGGGGAGGGGTGGGAGAGGGTATA 
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>ncrc2244.seq 

ACCTTCAGCAGGGCTGTGGCTACCATGTTCTCTCGCGCGGGTGTCGCTGGGCTGTCGGCCTGGACCTOCAGCCGCMTG^^ 
ACCAGGAGACTAAAGTCCATCAAAAACATCCAGAAAAnACCAAGTCTATGAAAGTGGTAGCGGCAGCAAAATATGCCCGAGCT^ 
TGGGATCmAGCTCTGTATGAAAAAGCTGATATCAAGGGGCCTGAAGACAAGAAGAAACACCTCCmTTGGTG 
GCTAAACAGATGAAAAGCGAGGTTGCTACACTAACAGCAGCTGGGAAAGAAGTTATGCnGTTGGAAnGGTGACAAAA^ 

>ncrc2247.seq 

CnGGTnGAGGCAGGGGAAAGATGAANACTOCTTGCAGCNGTAGTTAGNGTAGAGAGAGAANACAGATGGCTGTAGnANNGNAC^ 
GGCAnGGTTAAACAACTTCTTAACTGGCCAGGGTCCAGCACGnAATCAnAACCTAGGGCTGAGCATCTC 
TmATG GTTCC GAAGAGCCTCTATGCAGTCTCTOTCACCGCCATGCCTAATCTTCAmACCGGGAGCAGTGTG 
TGATGAATTTnAAnATAACTGTnAAAAAGAAGACGATGACTATGAACAGCAGCTCACTCGTAGCM^ 

>ncrc2248.seq 

ATGGCAAAACTGGAAGAGTCTACAATGTTACCCAGCATGCTGnGGCAnGnGTAAACAAACAAGTOAGGGCAAGATTCnGCCAAGAGA^ 

CACTCTAAGAGCCGAGATAGCTTCCTGAAACGTGTGAAGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGTTCAAC^^ 

GAAGCACACmGTGAGAACCAATGGGAAGGAGCCTGAGCTGCTGGAACCTATTCCCTATGAATTCATGGCATAATAGGTGTTAAAAAAAAAAAT^ 

>ncrc2250.seq 

TNTANGGCCCGGGGGCGCCTTCAmACATAAATATTATACTAGCATnACCCTCTCACTTCTAGGAATACTAGTATTATCGCTCAC^ 

TAATACTATCGCTGnCAnATAGCTACTCTCATAACCGTCAACACCCACTCCCTCmGCCAATAnGTGCCTATTGCCATACTAG 

GCCCTAGTAGTCTCAATCTCCAACACATAN 

>ncrc2254.seq 

GATTAAACNTGTNAACGTmGCCTAGANTTGCAAATCTGTTTTnCTCCTTCCTTnACT^^ 
TT 

>yc2257.seq 

(^AGACCATGTAAAATATGTAAAnCTAGTACCTGAAATCCmCAACAGATnnATATAGCAACTGCTCTCT^ 
G®AGnGTCCTCACCCnGTTAATGTCAAGAAACTCTTATTTATAATAGGTTGCTTGTGTCTCAGAACTTTTATCTA^^^ 
cWATGTAGACAGnGGTGATGCnCTGAGACTCAGAATGGTnAGTCTAACAAAACACTGTGCTGTCTATCCGTTGTACTTGC 
(SCAATATTTATTTTAAAGTGAATAAAATGTCCACAAGA 

>rfecc2259.seq 

CMTAGGAAGAACGCACAGNGGGCAGGAGCGTGGTGmGCAGAGGTTGGCGGGCCCGGAGGGTGCCAGAGCAGGCTCTGT^^ 

C^lGTAGAAATTCTTCGGTGCCGTTCAGCTOCAAGGATCAGCCATGTGCCTCTGTACTATGTCCACTTTGCAATAmACCGACAGCCGTCTm 

TrAMCTAGTAACAGCAGGCCTmGCGnTACAATGGAACAGAATCACCAAGAAAnAGTCAGGGCA 

>ftcrc2260.seq 

Af^ACCTCGAGAGTGACAACCTGTGGCGCTATGACmGTGGATGTGTACAATGGGCATGCCAATGGGCAGCGCAnGGCCGGnGT^^^ 
T^GTGGCAACAAGATGATGGTGCAGATGATnCTGATGCCAACACAGCTGGCAATGGCnCATGGCCATGTTCTCCGCTGCTGAACCA^ 
(^ACTCCTTGACAGACCnCCGGCTCTmAAAACCCCCAACTGGCCAGACCGGGAnACCCTGCAGGAGTCAGmGTGTGTGGCACAnGTAGCCC^ 
TflMGlTrNGAGAAGTnGATGTGGAGCGAGATAACTACTGCCGATATGAnATGTGG 

AflJ 

>liefe2261.seq 

dtlAAACGGAACCAGCGGGAACCnGACCTGAGACnGCAGCCTCCAGAACTGGGAGAAAATAGATnC^^^ 

GCAGGCTGAAATGGCCCAmGnTOTmACAGGGAGGAAACTGCAGCTGAGTCAGCTCCTCTGACTCTAGGGGGACCGTTCTO^ 

CACACACGTCATTCTTTmNAAAATTCTCTACTCTGTCCCAAGTTCnGTCCCACATTCCAG 

>ncrc2262.seq 

TAATTCAAGGACCTGAAGGGATGGCTCCACATGAmACnGCATATGATGCAGCTGTTmAGTGCTGCAmACAT^ 
AnmAACTCACAAACTCAAGAACTGTAGAAAAAGGAAGmcnAGAAATTGGGTCCAAACACCTTTnG^^^ 

TAAG GGTCA GTCAGTAATAGAACAAAGCAAGGGACTAGATGGAmCCAGTTCGAGGCTCnATnGTCTCAGATCTAAAGGTACAGGTGTG^ 
CAGCTTmAAGGCAGTGATAGATAGCTTAGCCGCTTAGCTACTTAAAACCTCTAACTTCTGTATOGmA™ 

>ncrc2265.seq 

GAACGCACACTGGATGATAGTGCCAACCGACGGATCTGTTTGGCCGAGGCAmCnACCGCAGATACTATATTGAATACGCTGCAGAACAmCTGAAGGATTGGT^ 

AAGTAAnGAACGGCGCAnCGGGAAGAGCTGCCmCATGGCCACAGAGAACATCATCATGGCCATGGTCAAAGCTGGAGGTAGCCGCCAGGTGCAGAGATTCnAG^ 

TGTATCCCCTGTTAAAACCATATGAAAGGGTGATGAAGGTGAAAGCAGAATTATGTCTGTAGAGTTGGAAGAGAATTAAAC 

>ncrc2266.seq 

TATTGGTGGAAGTmAAGTGCCAAAGTGAAGGGAAGGAGGCCTAGGTGGCACAATCAGGGAGGAATATACATCTGAGAAGTTnGGGA^ 

CACAGTAAmGGTCTTCCTCTATCCAGATCACTGAGAGnGTGTGCTGGTCnCTCTCAAAGCCTGGATGTGnAGGTGCTTCTCCGTAAGTGGTCTAACCTCG^^^ 

GAAGGGTGGGTCGATGCCAGACCTTAGGTGGAGGCCAAAGACAGTACAGAATAAACAGCTTCTTCCTAAATC 

>ncrc2267.seq 

CTGGAAACAGCCATrGCGATGCCATATGTTGGTCATTGGTGTCCTTAAAGTGTATCTCAGATAATTGTGTGTCTCCGTTACTTGTGAAGTGAGGGGTCACAATAT^ 
GTGGCGCTCTGCATnCGTGGGTAGTGTCTCAAATTTGGCTATGATAnGATGAGAGTTACTAATnGGTTlTAGGTGCGAGAGGTrr^ 
TGCAGATAGTTAGAACGTOCTGGTTGCACTCGnGAnGCTAGGATCTTTTTTCTAGTATAnCGATATACATTCTTTTGGmATC 
AATGCTGTATnATATTnGnGGATGCTTAAnCAATGTGTCnCmCCCmCCATGAATGAAAAG^ 

>ncrc2268.seq 

GTTGnCTATGAATACCnATmAGCmCAGATAmGnGGACAGGGAGATAGTGCTGTAmAGAGAmGTATTTGAGTO 
AACTGACTTAAAATAAATCTACATGTTTAnG 
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>ncrc2270.seq 

CACCATGnGGCCAGGCTGATCnGMCTCCTGACCTCMGCAGTCTGCCCGGCmGGCCTCCCAMGTGCTGGGATOC^^ 
ATCTAACTCATTnGCTGATCAGnCACTCCACTATAnGTGTATTCCTmAGTTTn 

AACAAGGGGATAAAACTGTAGTACTACAGTmACTGGAAGGAAAATCTCAAATGGGGAACTAATGNCCAGAATGCAGCAGTGA™ 
>ncrc2272.seq 

AAGGACACTGATAAATAAACTGCAAAGGGTAGAGCAAGCATAGTOGAGAAAAGAAAATGCAAGGTAGATOGTACCTACn 
GAAATAATTnCACTGGAAGATAncmGTGAAACCAGAGTAGACAGGAGAAACAGAAATGGCCCA^^ 

>ncrc2273.seq 

GTGCAAGTGCATGATCGACCGGCACATCAAGAAGAACGGCCAATCCGACAGAinTGTACCTCGGGGACCTGCTGGAGACCTGCCAnTCCAGGCCTTCTGGC^ 
AACATGGACCTCTTGGAAGGTATAACTGGCmGAAGACTCTGTCCGAAAGTnATCTGCCATGnGTGGGTATCACTTACCAGCACATTGACCGC 
GGGATCTGTCGGACAGCCAGCTAAAGGTGTGGATGAGCAAATACGGCTGGAGTGCCGACGAGTCGGGGCAGATCTTCATCTGTAGCCAAGAAGAGAGCAn 
TGGAGAAAGATTGACmGACAGTGTGTCCAGCATCATGGCCTCCTCCCAGTAACnCAGGTGTnAATAAA 

>ncrc2279.seq 

CACAACCAGnGTATAACAGAAATNCTAGCTACTGCTTTCCTTCCTGTGTGTGAAGTAATGAATCAnGAnCTGTGACnGnATGTAnCAATTAA^ 
CCTAC 

>ncrc2280.seq 

GAGAGGCAAGnCCTGGTGCAAAGGTGGCTCTGCAGCATAAmAGGCATTGGAGGAGCTGTGGTTGTAACACTCTACAAGATGGGTm^ 

ATCA AATTG AAGCTGnCCAACCAGCTCTGCAAGTGATGGATnAAGGCAAATCnGnmAAGGAGATTGAGAAGAAACnGA^ 

GGTATTTnGCCTTCAAGGTGAAAGATGGCCCTGGGGGTAAAGAGGCCACCTGGGTGGTGGATGTGAAGAATGGCAAAGGA^^^ 

ACAATCACAATGGCTGACTCAGACnCCTGGCnTAATGACTGGTAAAATGAATCCTCAGTCGGGCTTCTTTCAAGGCAA^ 

ACA 

>rtic2282.seq 

Gj§^magacttctaccttcttataattaaaa™cacatgtgtaagaggaattgt^ 
gcitctactcagggcagmtatagataaactgctggacagaaaaangtaaaatttagcagcngatmctgt^^ 
t®ramcatamacattatatgaaaatcaa™canataaaaggaatccctaatgcagaaacaaagatgcaaccot 
q^ccagtgcctgtgtngggggggaaaagtcaacagtgtagnctaaaccttatccgaaagagaaaatgtggttaatgatgtc^^ 

>nBlc2283.seq 

CfinAATGTGAATGATTAAGGTCnGGGGGGGGTGTCCCGTATCAGACTACAGGTGTmGAGGGACAGAAAAAGGTGCAGTTGGGTO 

QCAGTGTGTGTCmGTGTAGAATGTCAGGAGAGACCCCCTGCTAGATGTGCTGGATCATGGGAAAGCAmCCAm^ 

Te^CTCATGGCTGTGGTCCCAGCACTGTGGGAGGCTGAGGCAGGAGGATCATCTGAGGCCAAG 

ABTTTnAAAmGAAATAATAATAGGTACCTGGAmATGGAAATGTCTmCTGCGTCT^ 1 1 1 II II I CCTTTTATCATCTGATGATGAACn 

>f5Ec2284.seq 

alSCTCACAGTnCTTGCCTGAAGCnGGTGCGCCCTCCAGTGAGACACAAGATCTCTCTTTrACCAA^ 
ClggTAACCTCATTGTAACTATCATCAGAATGGGCAGAGATGATCnGAAGTGTCACATACACTAAAGTC^^ 

>jfieK2285.seq 

(atTnCTTAG GCTCC ACAATmGGATGTCnGTAATGATATATGTCACCTCACTCCACTCAGCTC 
>i||fcCCACAAGTTmGAACTmGA™TTAATCGCAGTGTGmGAATTGTG^ 

ATCGAGTAATGTGAACTATATGAGGATATACATATAnAAnAATCAGCTAnACCmAGAAAACAnCTTGCATnCT^^ 
CCCCTCCACATmCATATATGCGAAACATATACTATAAnGAAAATGCAAAAmGACCnAATAAGTAT^^ 

>ncrc2288.seq 

CCNGGGAATTCGGCNTTATGGCCGAGAGAGAGGTCCCTCAGGCTTTnCTGGGTTGmCCATGAATGATAAAGTCAn^ 
GCATGCTATGTCTGCTCTTCAGGAAAGCCTTrCCTGACTGCCCCCATCAGAGT^^ 

ACCTTGCCnACAAnACnGTATCTCTTmCCCACTAGATOTGACCTCCnGAGGAGGGGGTGATnTGnGnGCTCmGTATOTGGTCAGC 

CACAAGGGTTCAATAAATGCTCATTGAATTGAATTAACTGGATCTGCAnGCAAGGTCATCTGnCCTAGACTGGTGTTGAATGGGATTCCC^ 

TGGTGGTTCTGTTGCnTG 

>ncrc2289.seq 

AAAACCAnGCAGAGTGAATGGAGGCTAnCAGGCCTAAGGGATGTnACCnCTTCATGAGAGnATGATGATGTGCAGCAGAGmGTTCCTGGCAGAGACAnGA^^ 
CTAATATTTTCTGACGACGATCTTCTTCCACTGGAGCATTGGATCnCAATAGCGAGGCACATCnCTCCCTATCCTCCCT 

>ncrc2290.seq 

AGAGCATGGTAACCTGAGATAGCTGGCACTTGCAAGAATGAAAGACCTCGGAATACAGTGTCGAGATGTGAGAACCAGAGAAGTTGGAATCCAAGAAATTCATCAC^ 
TACCAGGTTGAATTGGTAAGGAGAGATOTGTTGCAAATGGTGGCTGGGAAACATTCTTGTCATACGAAGACCCAGATCAAGACATmGAnGGCCTC^ 
AGAAGAAACmCCGmCGAATTGGGTGGAGGTGTCTCCATAGTACGAGAGCTGCATGTGTNTGGGAGTGTGGTCCCTGTGAGCAGCCGGGATCCTACTAAATnCAGCAT 
AmGGCATGCTGCTGATGGAGGAAGCAGAAAGAATAGCTAGAGAAGAACATGGGTCTGGGAAAATCGCTGTGATATGAGGGGTCGGCACCAGGAATOTTATAGAAAGATCG 

>ncrc2292.seq 

CTATTAAGAAGCATmNAAnGTAGCGAATOTAnATCCCCTCTTTTAAAGAAACAGTCGTTATATGCTGATGTnCTTAA^ 

m mGTAGG TCCmcnAGTAGTAAAGAATCTTCTAGAGGGAAACATnGTGCTTnAGGGATAATCTTCCnGTGCCTC 

CATGCTTTTTTAGTATAnTCACAAATTTACTmAAATAnAnTTAGATACGGTGTAACATGTGCA^ 

AATATnGnCTCCACATAATGAGAGAATGAATGAGGCmGGAGATACTGATATAAGGCAATTATTTmGCAATGnGAATGTGGm 



>ncrc2293.seq 
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GMTOGAAGMTCMGGCCAGGTGnGTGGCTGATGCnGTMTCCCAGCACTCTGGGAGGCTGAGGTGGGAGGA 

GTGAGACCCCATCTCTACAAAAAGTTAAAAAATOGCTGGGCATGGTGGTGTGTGCCTGTATAGnCCAGCTACTCAGGAGGCT 

GGCTGCAGTGAACTATGATCGT6CCACTGCACTCCAGCCTGG6CAACAGAGCTAGACCCCATCTCA 

>ncrc2295.seq 

GTmCCCATCnGCAAGATGGCGGGTGAAAAAGTTGAGAAGCCAGATACTAAAGAGAAGAAACCCGAAGC^^ 

GCTAAAAAGCCCAAGAAGGGGAAGCCXJCATTGCAGCCGCAACCCTGTCCTTGTCAGAGGAATTGGCAGGTATTCCCGATCTGCC^^ 

TACTCAGCCGCTAAATCCAAGGTTGAAAAGAAAAAGAAGGAGAAGGTTCTCGCAACTGnACAAAACCAGnGGTGG^^^ 

TGCCTAGATAmTCCTACTGAAGATGTGCCTCGAAAGCTGnGAGCCACGGCAAAAAACCCnCAGTCAGCACG^ 

C 

>ncrc2298.seq 

CAAACTAAGCCGATnTCCGGAAAAAGGCTAAAACTACAAAGAAGATTGTGCTAAGGCTTGAGTGCGTTGAGCCCAACTGCAGATCTM 
TmGAACTGGGAGGAGATAAGAAGAGAAAGGGCCAAGTGATCCAGnCTAAGTGTCATCTTnATTATGAAGACAATAAAATCTO 

>ncrc2299.seq 

CATGTGCTATGTAAACGACACACCTGGTCCAACCAACCNATCnTTGGGCCCCATGTAAATCAGGCACCGCCTTCTCAAGCTTGTCTATTAAAACCT^ 

AGGACCCGCnGGGAGCCCCTCTCTGTCTGCAGGAGAGAGAGCTAnCTCTnCTmGCCTAnAAACTTCCACTGnAAACTCA^^ 

CGAACCnAGGTATTTACCCCAGACAATGATGCTGCrrCAAGAACAACCAAAAAAT 

>ncrc2300.seq 

AGGGAAATGGGTCTTAGnGGTCTTGGAGAATGAAAGGAnTATATAGACAGAAATTGAGAGGAGAAACAmCAGGCAGAA^ 
GGTTCTAAATTAAAAAAAGAAGATGCATATGGGATATAAGACTGAAAAAGTAGGTTGTGnCAGATCATGGAGGCCCmGACTCTTGC 
TGGAGGAAGCACTGACTGTTimAGCACAATAAGTTGGTGGAnAGAGCTTTCTnCAGGAAAGnAATCTGGCTGCACTG 
AnGmCAAGCTAGAGATAATGAGGGTCTGCTGAACGAAGGCAGCAGAAATGAGGAAGGAAGGGGGATGCATATGG^ 

>lfdfc2302.seq 

QmGAAAGCGCCCTGGTATCnCTGGGTTnCCCTTGAGGATCCCCAGACCCACTCCAACCGCATCTATCGCATGATCAAGC^^ 

Q/feGAACCCAATGCTGCAGnCCTGATGAGATCCCCCCTCTCGAGGGCGATGAGGATGCGTCTCGCATGGAAGAAGTGGAmGGTOGGAGmATAGn^ 
TWATAGTGTCCCCATGGGCTCCCACTGCAGCCTCGAGTGCCCCTGTCCCACCTGGCTCCCCCTGCTGGTGTCTAGTGI i 1 1 1 1 ICCCTCTCCTGTCCTTGTGITTGAAGGCAGTAAA 
GI^GGGTGTCAAGCCGCAnCCCTCTGTACTCnGACAGCAGGAnGGATGnGNG 

>H(ic2303.seq 

CfeAACATTCAGGCAATACTGTGCGCCNCTAAAGATTATGAGTGACTAAAGGTTCAGGTGAnGTOGCATCTCTGAATAATAAAATGm 1 1 1 i I II IGAGAGAGAG 

TSlTGCmGTTGCCCAGGGTGGAGTGCAGTGGCGGTGATCTTGGCTCACTGCAAGCTCCGGCTCCTGTGTTCAAGTGAnCTCCTGCCTCAGCCTCGCAAGTAGC^^ 
QQATGAGCCAGCACGCCTGGCTAATTmGTATTmAGTAGAGAGGGAGTnCAGCATGnGGCCAGGCTGGTCTCAA^ 
AiaSTGCTGGGATOCAGGCGTGAGCCACCGTGCCTGGCCAATGGAGTGTTmAAAnAAGGCACGTAAAGT^ 

si 

>igc2305.seq 

^fiATAGGAAAGnCTTACAGTAGTGCCTGGATGTACTAmACTGTATAAGTATOGCTACTACTACTATOmATA^ 
AtMGAGAAGACAGAGTAGGAAATTGTACTGGGCATATGATATAGAAnCTCTGGTTGAGGAGATGAGGTCTC^^ 
4mTTCAATAGCCCAGGTACAGAGCCTCAAGTAGGTTGTTAAnGAATAGTCCTTGTGGTAGAAAAATO 
qiSGGGACTGGGCTTATTAATAAACAAAAAGATmGTAGAGCCAAAGTATATCmCATTAGCA^ 

>}^c2306.seq 

(ilnCTGATTTnCGGTCACCCTGAAGmATATTCmTCCTACCAGGCnCGGAATAATCTCCCATATO^ 

tCTGAGCTATGATATCAATTGGCnCCTAGGGmATGGTGTGAGCACACCATATAmACAGTAGGAATAGACGTAGACACACGAGCATAm 

TCCCCACCGGCGTCAAAGTAmAGCTGACTCGCCAGACTCCACGGAAGCAATATGAGATGATCTGCTGCAGTGCTCTGAGCCCTAGGAnCATCmCTm 

GACTGGCAnGTAnAGCAAACTCATCACTAGACATCGTACTACACGACACGTACTACGnGTAGCCCACTTGCACTATGTCCTATCAATAG 

>ncrc2311.seq 

CnACCTCGGCAACAATTACTTACCTGGCCCAGGAGGATGGGCCCGnGTGATTGGCTCTACCAGTGCACCTGGACAGGGAGGAATCCTGGCTCAGCGGGAGm 

TCCCCTCATmCTGGACTGGGCAGCCmGGGGTCATNGACCCTTCCCTCCATCGGCATCCCCCTGCTAnGTGGTACTCCAGCAAGAGGA^^ 

AACTGATTGGGGCTTCCACAGCCCTCCTCTCCCAAGAAATCCAGGCTCCTCTCCCAAGAAATCCAGGTGCmCCAGACTCCAAAGGGTATCTT 

CnGGCCACmCTCCTGGATCCTGCCCTGCTCTCAGCCATAGTGAAGGACCAGCCCTAGGAGTCTGCGAGAGCCTCCTTGGnCCATCGTGAAGCCAT^^ 

CA 

>ncrc2313.seq 

ACTGACAGmATGTAACATTAATnNACATGGCTGTTGCATmAATTATCAAAAATGmAAAATGCmAAGATGAGACATAGAGAACATAC 
AmGTTAAAmGAAATGAACTATTACCTTGAAATATAGTCmAAAAATmTAATGGnAAAGATTAAATO 

GATAACCTCCTTTCCATmGAAAATGTGTC™™TACATGGAAGCTAGTAACTACGTGAATGGTGTTGGCAGGATGAGGGTCTGGGTACCTCAGTCTC^ 
CAAATCCACCATTGTGAAGTTGCCAACCCCCTGCCGCCTTCCGCTGCCAAGTACATGTTGTCAGAGTCAGCCCTATAATGnCAm 

>ncrc2315.seq 

AACCACCAAACATAnAACTCTAGGCTACAGCGGCAmGATCnTATCCTGGTATGAAACATCTCTAAAGATCTCCCAnATCnAGAGATATmCCAA 

TGGCATAAATTGTTAAAGTACTATACCTnTnTGGAGGTTGAAGAATATTGnCCCTCCTGTGCTTCCAAAAAGnCTGGAM 

TGTCTTTTAAATTTGAGATGTATGCnAC 

>ncrc2317.seq 

ATTTGTTGAATCTGAAATGATGTTGCCGCCnGTATAACAATGGTTATGTGACTACTGTTATACATTTTACAGAAGAATG 

TATGGGAAGmATGGAAAATGAAGTTGGCACnnCTACCCTCTGAGCTTGGncnAATAAGCATAATGTGAGGGTGAATATGTACGTATCT^ 

TAAAAAACACATGTAAGTAAAATAGTTGAAAAATCAGTATGTTCTCTGTTTTTAAAATGTCAAAGm 

ATATAGTCTAGTATGATCAGCCT 
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>ncrc2318.seq 

MTGGACACAGNAGTMGCAmGACAAMTGTCTMCMCCTmATTCTAAMTCTCTCMCATAnGG^^ 
CCCTCAGCTAACATCTTATOAGTGGTGAAAAGTTGAAAACTCTTCCTCTGAGATCCAAACAAGACAAG^^^ 
AGCAAnAGACAAGAAAAAGAAGAAAAAAAATCCAAATnGAAGAAAACAGAAmAAATTGTCCCTCmGCAGAT^ 
ATTAnAGAACTAATGCATAAATTTCAGGCCAGGCATGATGGCTOTGCTTGTAATCTCAGCACmGGGAGGCCAAAGTA^ 

>ncrc2319.seq 

GCAGnCGGCGGTCCCGCGGGTCTGTCTCnGCnCAACAGTGmGGACGGAACAGACCCGGGGACTCTCTTCCAGCCTC^ 

CGGGACCATCnCTCGGCCATCTCCTGCTTCTGGGACGTGCCAGCACCGTTTnGTGGnAGCT^^ 

GAGGAGGCAGCCGTCAACAGCCTGGTCAAmGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTAm 

TTGCGGGAACTGGCCGAGGAGAAGCGCGAGGGGTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCGGCCGCGCTCT^ 

GG 

>ncrc2320.seq 

CGANGGGAANCTCGGCCACTATTGGCCGGGGGAGCCCGAGANTGTCACTmTnAAAAAGACAAATAATCCTCTGAGAAGACAGCACTGTTGCCCn^ 

AATCCTTAnCCTGTACACGnAGCTATGTTCCGTATGGCCACAGGACmCCTGAAACCGTATCTGTCTGGTTGAAGTAGACTTGTGTTTGTT^^ 

GGAGGGTGGCAGTTCATAAAGACAGCTAAGnCTGAAGGAAAAAAAAAATATATCTmTAAGNGGCTAGAGTCATOnACAATCn^ 

TGmCCTGGGTCTTTTCAGAGATCmTAGAmATGAAGNGnmAATCCATGAAGAAACACTAAAGTGCCmCmcn^ 

AACTnCCCATAGGAAATG 

>ncrc2321.seq 

TNTAnGGCNCGGGGGTmGTGAGGAnNAGTGTTTAGCACAGTGCnGGCACATAGTAAGCCCTAGTAAATGTTAAATCTTGTTACnAGTGm 
GAGCTCATTCCCnCCTGnGATTCAAAAATAATACCTGCATGAAAACCTG 

>ncrc2323.seq 

C.CGGGGAACCNCGGCCNCTCCGGGCCGGGGGAACCACCNCNmGAGACNNNTGCNCCACNAGTACTGTTmCNNACCTGGTTNTACTGGAAGTAATGGTA^ 

ll^ATAGAAACCCTGCnACACTTTAACCNAAGCTTCTACmCTGCCCmTTCTAACACAGACTnCTTTCACTGTCmC^ 

AfgTAGTGCTGACAGGACCCACTCTTTGATTGAAAGGTGATGAAAATCAAATAAAGAATGTCnCACATGAG 

>kfc2324.seq 

A&CCAGTAANTGCTCACAAAnGTACANTGTGGAACACAGAAACTGTGTTAATACTGTGGGGGCAGAATTAAAGGAGGCACGTAAGTACTmA 

QflGATTCTCCCTCACTGGAAGCATTCAAGTAGAAATOGACAACTACTTGGTAAGGTCAlTGGTGCTGAGGGAAAGGGGAAAAGT^ 

TgMTGAACTCTOGCATTCnCTAACnAAGAATTCCAGGATTCTATATACT^^ 

CgGCCCCAGATCmAATACAGAAATGTAGATGATGGTGTAAAATCmACTAAAAAATATCAGTCTCTTACGTGGAGT^ 
>fiC|c2325.seq 

MRCTCGGCNAnATGGCCGGAGAAACCTTGTGGAATTGCCTCAGCAGCCAGCTAGCCCACTGTGTGAAGCTGGTGGACGGT^^ 

AfGGGAGGAATTCATCnCAGTCTACCAGCCCCCGCTGTGTCGGATACACACTCGAATCATTGAAGATCCGAGTGTGAmGAATTCTGTGATA^ 

AprrAATTACTGCTATAAATAGGTnATAnATTGATTCACTrACTGACmGCATm 

>nfe2327.seq 

^^AGGACAGTGTCnCTCAGACNACCACCAACCnGANGGCr^CAAGTGAI^GAGGNAGANGTCTGTmGAGTANTAGCCAGAGA^ 
TCmrCTGAGAAACCATGAGGCTTGAAGTGTCnCTCGGAAAAAACCAGCCTTGAAGGCTACAAGTGAGGAGAA^ 

>ne^c2330.seq 

ClIfAGCACTCCAAATNATTGACAACACCCTCACACACACACAGTCTCTAGCTGAACACATGCCAACAGAGGGAGAAGAnGGTC^ 

GCAAAAATGCCACAGATGGCTGGGCATGGTGGCTCACGCCTCTOmCAGCACmGGGAGGCCGCGGCAGATGGATCACCTGAGGTCGGGAGnCAAGACCA 

TGGTGGGGCCCTGCCTGTACTAAAGATGCAAAAATAGGTAGGCATTGGTGGTGCATGCCTGTAATTCCAGCTACCnGGAAGGGTGGGACAGGAGAAT^ 

GAGGnGCAGTGAGCCGAGATCGTGCGAnGCACTCCAGCGTGGGCGACGAGCAGAACTCTGTCTC 

>ncrc2333.seq 

GTGCTCAGTAAAGANNCAGCACACAGCnAATACTGACCTAGTAAANTGGAACTAAAGGTAGTGnGTGTACTTCCGCATTCACTTAATCCTAA^ 

TAAAACTTCATCAAATATTACAAAATCTAGTAGGGACAAAAATATAAAATATGmAAGTTGAAGGAACACTCAGTGTGTAGGAGG 

ACmATnCCTTATCTCCCCATCCTCCACATGTAGTAACATATAnACnGGAGCCTrTAGAGAAGTAAATGTACTOAAAAGAm 

AnCTTGAATAATCTCATAAACCGCAAAACCTATGCAGCnTGTATTGTGCACATGAACATAAATGATAAANTTGGGAGGGGATAGCGTTGAAATGCTC^ 

GT 

>ncrc2341.seq 

GNNTGnAATTGGmGGGAGCCTCCTANGTGTGAC™CTGACTTCTCTGTGTTCTGTGTAmGTGTGAAnAATGACCTGGGATATAAAGCT^^ 
CTTTCAGAAAmGTATATTTTGCAAGTTGGGAGACCAATAAAATACGTGGTTGAAATAC 

>ncrc2347.seq 

TCGGCNATGmGGCCGGGATAAAGnTTTmCCCnGTTGGTTTTnCTACCTATnCTAGCTACTCCTTC^^ 

CCCTGGAGTCAGCACACAGGAAAACTATATTGACAGAGAATAAGCAAAACACAAGATCTCCAGAGATACAACATACnCACCCAGGGATCGGGCAACTAAnCCCT^^ 
CACAnCACTGTGGTCACTGTNGTnATATAGCTCTATAAAAATACTGCCCTGTAGAAAnAAGCACAGAGGGAGCACTACCTCCTCACCCTACTTTATA^ 
TCTGGmAGGGTAAGGGCAGGAmnGCCTGAATCCTCGAGACnGCAGACACAGTAAGnCCCCATGCAGCmGAGAGACGATAGGTAGNAAGGGGNCCGN 
AAAACTACATAAGCCCTTT 

>ncrc2355.seq 

AmGTTCTGAGTGAGATGGAAAGGCATTGGAGGCTnCGAGAAGAGGACTGACGTGAnTGACTTGCAmGAAAAGCATCACTATGGCTACCATGGGGGGAAACA^ 
GCAAAGAAGTACTCAGGGACCTCCAAGGATACTCATACATTCCTGmGGAGGCAATAATATGGGTGAAAAATGATGGTGGCAAGGACAAGGGTGATAGCACTAC™ 
ATCAGAATAGTCAGAAAGAAAAAGACAAACAAGGAAGGAAAGAAAAGACAGTATTGGCAAGGATACAGGCCAATTAGAACTTTCCTACAC^^ 
CAACCACTGTnAGAAAACCGCAGTATCTACTAAAGnGAACATCTGCCTCGTAGGCATATGCCTAACAGAAACGTnAGGTATGTTCACTGAAAGACA 
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>ncrc2356.seq 

TCTACTGTGTCTCTAGGGTTMGCCAAMGACAAAAAAMTTTTACTACTmGAGATO 

AGCCnGCCCACTGTGACnCAAACCCAAGGAGGAACTCTTGATCAAGATGCCCAACCCTGTGATCANGAACCTCCAAAT^^^ 
CCCmGMCCCCCnCX^TGCCCTGTGnAGGAGATAGGGATATTGGCCCCTCACTGCAGCTGCCAGCACnGGTCAGTC^^^ 
GAGCACTGAGCTCCACCCnnCTGAGAGnATOCAGCCAGAAAGTGTGGGCTGAAGATGGTTGGmCATGTm 

>ncrc2357.seq 

AAAGAAAATACAGTmCnCTAAnCGGTGTCTACTOTmATGTAAGAATAATmA 
ATCTCTGGATTmACTCmAAATmGAAGnGACTAGCAnnCAAACCTnAT^ 

TGATATTGGAGTGCTCATTCACATGAAGTGGATAGATACnCTCAAGACATCACACAGCGTGAGTCAATCAAGGAGGGAAGCC^^ 
TGAGCTGTGTCCAGAAAACCAACGAGAAGGAGTGGAAGGAGGAATGAACGTnCAnCTCGTTAATAAAGGCA™ 

>ncrc2360.seq 

MTCAAAAAACAmGCGCAGAAAGCAGCACTTAGGGCTGCCTGnCTATACCCTACAGTCAGACAGGAAAAGAACTGAAAATGGCACCCTO 

CAGCCAAGTAAAGGAGAGTGATGAGGTGGTGTGGGGAGGGTGGGGAGGCAGCGCGAGGGTGCTCTCCACAGCAGGTAGGAGCTGGCAGGAGTGGGGACAGAGGGA 

ACTGGGACAGTGAAAATAAACGATTGGCTCTTATCAATCACTTGCGCAN 

>ncrc2363.seq 

TCTAGGCTGTTCTGTGCCTCCAAGGACTGTCTGGCAATGACTTGTATTGGCCACCAACTGTAGATGTATATAT6GTGCCCTTCTGATGCTM 
AnnCTGATTTTATACCAACTGTGTGGACTAAGATGCAnAAAATAAACATCAGAGTAACACAT 

>ncrc2365.seq 

ACAAGATGGTGCCNCCGGNGCNGGTCTCTCGGCTCATCAAGCTCGGCCGCTACTCCGCCCTGTTCCTCGGTGTGGCCTACGGAGCCACGCGCTACAATOCCTA^ 

GAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGAnGGCACGAGAATTGGGAGAAGATGACAGCATATTAAAGTGAGTGA 

GTCTTTGGACCAGGAGCGGATGAATAAAGCnCCTGTGTTGTGTT 

>ifirc2366.seq 

CSCGTTNAGGTGTAGAAGGGATAGATGTAGnTGCTGGGGAGCAGGTGTCGTAGGCTGCATnCTGGACTGGTAAAGATTTCCAG 

C.&GTGTTGCGCTTGGCTGnGAAGAGnCTAGAAGTmAGGTGGGATAGAATCCAGAATACGATCACTTGTO 

drfGAGAAAACATCATAAGTTGCTT 

m 

>fVPfc2367.seq 

C|GTAGAGGGGGCATAATATAGCATGTGTnTTATATTmAATACAAATATAmmAAAAGCGCTACA^ 
CC^TGGCCTCCTGGTGnCATGCCCCAGTATAGCCnCTGCTGCATmACAGTGCTGACmTGTAACTACCAGGATATTGAGG 

>ftcfc2368.seq 

Mt^CGAATTGGCACCAAAGCAGCAGCTGTATTGCCGCAGTTCTAGCnCACCnCACGATGTnCCCnGGTCAAAAGCGCACTAAATCGTC^ 
T^GCAAGGCAGAGCCACCAGAAACGTACACCTGATmCATGACAAATACGGTAATGCTGTAnANCTAGTGGAGCCACmCTGTATTGnACATGGACA 
qp^TAGAATGGAACCTGTCCCCTGnGGTAAGAGTOCCCCAAAGGAATGGAGGAATCAGTAATCATCCCAGCTGGTGTAATAATGAAT^^ 
/S||^nAAAGCACTGTGTACCCAnAAGATATGGCAnATTGAAGAAATAAAGTACAmGAAA 

^c2369.seq 

GIAGAACCTGAmGCACTCTGTAGTGTnAAAGAAACAAAGAAACTCTAATAnGAATCTCTTAAArrTAGTGTATGT^ 
WAnCAAAGAAAAGCTAAAGCAAAAACACTGGCATATGACCATGCAAGACTGNCAGGGGCCAAC 

>||ic2371.seq 

AGCGATGAAGATnCCTAATGGAAGATGATGACGATAGTGAGTATGGCAGnCGAAAAAGAAAAACAAAAAGATGGTTM 

ACCCAGACTAAAGGCTACAGTGACGCCAAGTCCAGTGAAAGGCAAAGGGAAAGTGGGTCGCCCCACAGCnCAAAGGCATCAAAGGAAAAGACTCCTTCT^^ 

GGAACCGGAAAGCCCGCCAGAAAAGAAAACATCTACAAGCCCCCCACCCGAGAAATCTGGGGATGAAGGGTCTGAAGATGAAGCCCCnCTGGGGAGGAnA^ 

CTGGGGAGAGATTTTAT 

>ncrc2375.seq 

CNACGCTmNATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGCnCTCCTTGCCTCGAAATGGACCCCAAC^^ 

GGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGG^^^ 

ACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTGTCAGATGTAAATAGAGCAACCTATATAAACCTGGATTTT 

>ncrc2376.seq 

ATTGGAGTAnAATATCCTAGGCAGAAACATGGAAGTGAAGACnCTnCTCTGCAAGGGAAACCGATGATCCCACTCCTGGGAAATAGTAGGG^ 
GTCCTCTAGGGAGTTGGTAATGGTTAACCTGACTTCAGCnCCAGGAATTGGCTACTCTTCCCGTmCTATAGTCAmGAATCCACGA 
ATmGTGTGTGACnGGmATGGGGCCAGCTGACTGAAGTAAGCAGACCmTGGGCAAAAATATGCnTGACGGTGGTCTCCCACGTAmGnCCACTG 
TACnAAAATTCATCAGCTTGTCCAACTGGACCnCmCCTTCCTGCTGAAGnNTTnGAAGTAAAACCnAGATmGATGnAAAA^ 

>ncrc2377.seq 

AGCCCACCCGGGCAGCCCTCACCCTGACACCTTCGCAGTAAACAAGANGAAAACAACTTCTTANAGANAAGCCTGAGCCTGTAGGTGTAAAAGnGGTGTCCGAA^ 

ATGGCCTTTCTOTACTCTAGAATATACAAAGACAAAAGGAGATTCTGATGGAAGAAGTTATTCAAGATGGAGTCAGAGTATTOATCGAAA^ 

GAAATGGACTATGTTGAAGACAAAnATCCAGTGAGmGTGTTCAATAACGCAAACATCAAAGGGACnGTGGCTGTGGAGAAAGCnTAATAmG^^ 

GTAGGnCCAGGAAAGCTCGTGGAAGCmGGGGCTCACTGCAGAAATCATGTGACTGTCACGTGCTGGAAAATAAAGTGATACATCrrGAAAATGM 

AGAAGAAATGATA 

>ncrc2379.seq 

AnNAAATATCTnGATAAnGnATTTTnTGGCAGATAATTCCTCTAGAATGTGTATCmnATGAmAGATGAAGA^ 
TACTTnACACACACCATmATCACAAATGACTCAAGTTnAATGAATGTTTATAAATTAmGAAACAAA^ 

AACACnACATAmTAGTGCCCCTnAAGGATTrCTCTCnGCCACCATACCmTGTACnTCGCCTATACAAGATGTATCTCATTCTCCTCAAGCAm 
ATGAAAACTGTGCAAGC 



■s 
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>ncrc2381.seq 

TGGATGACCTTGAGCCCTCAGGTAACGAGATGGNGGNTCTCTGGAGGCTGAGTGCCGTnGCGGTGCCCTANGAGGCCGAGCTCT^^ 
CATATCTCAGCATnCnCAGGACCGACCTATCCCAGAATGGTGTGGAGTGCAGCACATACACnGTCAC^ 
AGAGGGnGTCAGTGTmGCTCCTGGGTCTGCnCCGGCTGCnAmGAATCCnGCTCTGCGATGGACTAm 
GACAAGnGnACTGAATATGnCATGGGGATGGCnGCAGAAAGCTGCCAAGGCAGGGCTmGGCACnTCAGCm 

>ncrc2382.seq 

CAGCmGGAAGCCCAAACAAGCCCCCAGGAGGAACAAAACACCGCCAGCGTGGAnTTCCAAAmCCCTGGAAAGTAAGTCTCGCTCTO 
CTCTGGAGCCCAGGATGCCAGCATGTGCCAATGACTGTCACCnCATCTCTTCAAAAGAAAAGCCATAGCCGAGGACTGTCCCGCGACC^^^ 
TCTGTmCAmCTCATCCCATCCAAmGTCCnnCTCCTGTCATTnCnCCTCTGTGGTCCCTTCAAAG^^ 
CCAGTCTAGCCACAGTATAnGCAATAAAATTACTTCnATATTTTGCGA 

>ncrc2384.seq 

ANGAAACATAATGGACTCTTAAIW\NTGGAAAGGGATGACAmACGTATGTGTGCTGCCTCAnCCTG^^ 
GTGCTAAAGGCnAG 

>ncrc2387.seq 

CGGTGGAAGGAACAGAAACAAGCAGTTGGGCGTGGGTTGTGACTGCTTTTGGGGGAGCCTGGGGTTTGGGCTCCGACCTGm 

AAAAATTTAAAAAGGAATT 
>ncrc2388.seq 

CCGGGAAnCGGCNnACGGCCGGGAACTGCGGTGATGATGTAAAAACCTTCCCATAAAATGTAAGAAAAGCTGATGAGGCTGGCGACGn^^ 
GCGG 

>risfe2391.seq 

G/fl^TGGTATCATCAAGGCCnCAGAAACATCCCTGGAATTACTCTGCTTAATGTAAGCAAGCTGAACA^ 

TCk^GTGCmCCGGAAGnAGATGAATTGTACGGCACTTGGCGTAAAGCCGCnCCCTCAAGAGTAACTACAATCTTCCCATGCACAAGATGAn^ 
GiSMGCCCAGAGATCCAAAGAGCCCTTCGAGCACCACGCAAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTG 

AjpSACCATGCGCCGGAACACCAnCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTGCTGCAGCAGCGGCACTACAAGCCA^^ 
>rl^62393.seq 

ClmAGGTAGGTAGATNACTTGAGACCGGAGTTCAAGACCAGCCTAGGCAACATGGCAAAAACCCATC^^ 
GlgCCAGTTACTCAGGAGGCTGAGGTAGGACAGTCGTCTAAGCCTGGGGAGGTCAAGGCTGCAGTGAGCCACTGCACTACCTCCTA^ 

>rrat2394.seq 

CATTTAGACAANAATACCGNCAGCCTOCmTGTGAAGTGAAAACAGGCCAAGCTCTAGmGTCGTGmGTAACGNAGAACAAAAGA 
T@6B^TGmGCnAAATAAAAGTmATCCAAGAATTAAGAAAGGATAA^ 

tM^aagaacaaaaaaggccaggattgatgacaaagtactcaacatcaaagaaaataaaacccaaacaatcccaaa^ 

TiMTTmAATTGAAACTAGTTATTTOTAATCAATGAAnTGncnTCTGATm 

>iiQ=e2395.seq 

AefrGGTTCCCTCCGAGmCCCTCAGGATAGCTGGCGCTCTCGCAGACCCTGTGAAAnCATAATGGCCCCTAAGGTAGGGGn^^ 

gPataagaagccgctgaaaatgttcagacg™caaaactagggccgggcacggtggctcacggctgtaatcccagcacttcgggaggctc^^ 
gflegncaagaccagcctgaccaacatggtgaagccccgtctctact 

>ncrc2396.seq 

CCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGG 

nCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTTnGTGTGTTGGC^^ 

GAAAAGCAAGGCnACAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAAT^ 

>ncrc2397.seq 

ACTCTAGTATATATCTGGTACTmGTCGGGTGGGTCATTATTTnGAATGCCnCACCATCAGACTGCAATCTGACTCTGAGCAAG 

ACAGATAGGATCTGAACTGGCAGCGTCAGCATCCCCTGGGAGCTGGCTAGAAATGCAGAATCCCAGCCACTACCCCCAGAGCAACNCGATTCATGCGTCTGCCmCM 

TCCAATGnCTGGACCACTGACCCCCTCCTGGGGTATACCAGCTACnCAnGTGGGGAGGGGGCTTATGAGAAGCTCTACTTAGGAmCTATmM^^ 

ATATGnAAGCmACAAACAmATTnATmATTTmGAGATAGGGTCCAGCCTGGGC^^ 

>ncrc2400.seq 

CGCATGAAGGAGACACAGAAGTCCATCTATOCATCACTGGTGAGAGCAAAGAGCAGGTGGCCAACTCAGCTmGTGGAGCGAGTGCGGAAACGGGGCnCGAGGTGGT^^^ 
ACCGAGCCCAnGACGAGTACTGTGTGCAGCAGCTCAAGGAATTTGATGGGAAGAGCCTGGTCTCAGTOCCAAGGAGGGTCTGGAGCTGCCTGAGGATGAGGAGGAGAAGAAGAA 
GATGGAAGAGAGCAAGGCAAAGTTTGAGAACCTCTGCAAGCTCATGAAAGAAATCTTAGATAAGAAGGnGAGAAGGTGACAATCTCCAATAGACTO 
TGACCAGCACCTACGGCTGGACAGCCAATATGGAGCGGATCATGAAAGCCCAGGCACTTCGGGACAACTCCACCATGGGCTATATGATGGCCAAAAAGCACC 

A 

>ncrc2401.seq 

AAGGTAAAGTGnGGGGGCCTGGGGCTTTTGAAAATNTTCAACnGCCATGTGACinTCCAGGGTGACACTGTGCmGAAATOTTGTAACATCTC^ 

mTACCCTCTATATGTAATAATCCTGATAAATGAATACAGTGATATAAGACTGTGAAGGCGGTAAGTCAGCTGGTCACATACATAnGAAAGAAA^ 

CCTGTAGTCCCAGCTAmGGGAGGCTAAGATGGAAGGATCAmGAGGAAmGAGTCCAGCCTGGGCAATGTGGTGAGACCCTGTCTGTA^ 

>ncrc2402.seq 

TCnGAGCATmGAGAAACCmGAAAATCTGATGAAAGGTATGTGCCATOCTCTAGAAAAATGTTCCTGTGTACATGCACATCAAGT^^ 

ACAAAGTCTGTTCATGACCTAATGGTCCATGnCCCTCAGTTAAGAGCTCCAGAGATAAAGGATGTGGAACTCAAAGGTAAGTACCCAGAGCCnO^ 

GAATTCTACAATnGAATTAACTnGTGGAGAGAGATATATrrTTGAAAAATTGTGTGT 
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>ncrc2403.seq 

AGAAACCAGGAGTAGCTAGAGCCTTGGGMTCCATmGAMCMGMGGAGTTTTGAMGGGMT^^ 
TTCTGGATGATAGAGATGATAAAAATATTTATTAAGAAATGAAGTCAGGTTCAGTGTATGAAATGGAAAGGAAT^ 
GCAACCAnGGGGAATGACCTmCAnTCAGAAGTGGATGAGGAAGGTGGTGTGAGCATCAGGTATATTCTGGACCAm^ 
CTGGGCnGGGTnCCAAGTGCTGCmGGAAATGAAGACCCAGAGATGCAGAGCnATGGTAGTOATAAATCnC^^ 

>ncrc2404.seq 

GAGGGGGCAGCTGGACAAGCTCCCAACTGCAGAGTCCCAGCCCTGGCTGGGGCGGGGCCCCGGCCTGGGACTCAGCAmCTGATATGCCTTAA^ 

TATTTTTTAAAAGTAAACGTGTGGGG 

>ncrc2407.seq 

TACAGCAAGGTGnCTmGnCnAATGAAGAAAGGCTAAATGNAGCACTGTAATnCTATACTAAGTAnTAATCCCTGT 
GGGAATGCAATAAAACAACTTTTGnGAAACG 

>ncrc2408.seq 

AATGATAATACCTGCCCAGNATACTAGTOTGGAGAnAAATAAGTGAAGGCAATTAnATATGTTCmAAAnGTGTGTCACTGTACT^^ 

TATCTmTGATGGGTAGATGmACCTGAGGTGGnAmAAmATAGGCTGGCTTGTTCACACTATGTTATGTAATCATO 

GTTTAGCTAAnCAGCCATGCTAGGCAAAAGAGGTCAGCATTGTAGAAATAAGCAATGTGTTATACCA 

>ncrc2413.seq 

ATAGTGTATGnGCCTGGACTGGTTmACATmTAAAATAmCAGCTGTCATTnTGTACTAAmTAAA^ 
TTATACAAGTnATTTTATGGTATAAAGTGTTCTCTCTGGAAATGTTTTTAAAAAAAnCTTAGGCT^ 

>ncrc2415.seq 

CACCACAAGGTOGCTTTmAAnGCAGACAGTAATGCATGTGAGACTAATATGTAGTGGCCnTTCAAGGCCTAGTCCCAG 
AGGGGAGGAATAATTTmAmAAAGTTGATnCTGGACTATCTTnTCTCAGnACCTGGATGAATAAATAATGAGAA^ 
ABfrAATCTTnAGATCATGTCnCAGCTATTTGTATmAAGCAGTAAmCAATGGTCTGAAACATGAn^^ 
AftrTGGGAGTTATTAnACCTAGGTACCGGCGCTGTTACACAGGTGmAGATAGGTGTTCCTGAATGAAGC 

>cS;2416,seq 

d#rTCCAACnGGACGCTGCAGAATGGCTCCCGCAAAGNAAGGGTGGCGAGAAGAAAAAGGGCCGnCTGCCATCAACGAAGTGGTM^ 
(SiQCATCCATGGAGTGGGCnCAAGAAGGGTGCACCTCGGGCAGTCAAAGAGATTGGGAAAmGCCATGAAGGAGATGGGAACTCGAGATGTGG 
AGaTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGATTCACCAAATM 
C^^ACCACmCAAAAATCTACAGACAGTCAATGTGGATGAGAACTAATCGCTGATC^ 

>^b2417.seq 

AICCGAGTCCCTAATGAAACGACTTGTGTGACAATCTGTCTGTGGCTTACGAAAGTGTCTGTGCACT^ 
A|iCGTGGTAGGGnCTAGAAATCTGTGGTCATC6CTGAAATCCTTmGCATCATGTT^ 
GyCTmAAAACATGTCnCTTmCTGATTCAATACTGTGACCTCTCCGATACAGTCTAATCCTO 
CjfflTGGTCTTGAGTGTTGTGCTmCTGTGnGTGTGTmGATTTnG 

mi 

>rigc2421.seq 

ApATTCTATOGNATAAAmGATAAATTGAAATAGnAAAAAGAATCAAGCAGAAAmGGGAGCTGAA^ 

TI^TCAAGCAGAAGAAAGAAATAGTGAGCAAGCTATTGAAAATAGGGCAGGCAGmGAAAGTACGTAGAGGAGACAAAAGAAA^ 

(Si&TAGAAAATAGGTGGAAAAAAGCAAATCTAAAAGnATTGGCCTTAAA^ 

TiygAAAAAGATAGTAATGTCCAAGTACAAGAAGAmTACAACACCAAGCAGAmAACCCAAAGAAGACCACCTCM 



^ncr(^423.SGQ 

AnGAAAACACmGTATGCAGTTGATAAGAGGAAmGGTATAAnATGGTGGGTGAmTTTmAT^^^ 
GATTTACATTCCAC6A 

>ncrc2424.seq 

GCCAAGTTCCTGCATATGGAATGTATNGCCAGGCATGGAACCAGCAAGGAmAATCAGACACAGTCTTCTGCACCATGGATGGGACCAAAmTGGAGTGCAACCGCCTCM 
AAATGGCAGCATGTTGCTCAATCAGCCnCTGGGTATCGAGTGGCAGGGTATGAAACCCAGTGAATAAGGACTCCAGAATCTAAAGCCAGTGGCTTGAGGCTACAGGGAGTGT^^ 
AAGCCGnGmACnAAAGAnTATCAAATCAGTCAGTGCAAATGTCAGATACAATGTATTTAnTAAAAGAnCATim 
ACAAGATGCTGGATGTCTGCCAATTmGCCTTCAnACCTTTmGATAAAGmCTCAGATCCnGm^ 

>ncrc2425.seq 

ATGGmCTAAAATAACTAGCAGCATCATGACCATCTGGGATTGTCTGGTCCCTGAAGTCTTGGTTGACTGAAACCAGAnAGTTGnmCCT^^ 



>ncrc2426.seq 

AAGTGAGAAGTAGnAGAACTACAGCAGTGGAATCTmGCCTCTTmCnAGCCATCACACCATGGAATAATTGTTGTTCCTGACTGCnCCmAG 

GGGCCAGGGCTGTAATCTAGGACCAGGAACCATCAGAGTnAmAAGAAGAAGTAGAGACATGGGGCAACCTAATAGnGACAGCAGCAAATGAAACGAGAAGCACG 

TAGGTACAACTGGCCTTACCTGACCTAGGGTAACCCTTCTTCCCACTCAACTTCACTAATGAACmGCAGGCAGTGTGATGGCTACTTATOTTAG^^ 

>ncrc2427.seq 

CATGGAAAGnCTGTAATTCTAAGGTGTTTCTGGmTATTTnAAmCTTCATCTGTACCACAGTCAAAnAGCAACCATC^ 
TAGGmAAACnGTGTTTTCTTTGATGAAGGlTTCAATAAAAAATG 

>ncrc2428.seq 

ATCnCTGGCATGTCTGTGTCCTTCTCAAAGTGTGGCCCCAAGTGATAAATAmGAGGTGATAGATATGTAAAnACCCCAAmAATCAn^^ 
ACTCTGTATTCCATAAATATGTACAATTATAACATGTGC 
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>ncrc2429.seq 

TCATCGGATATACAGCATAnCCATnAGGATGTGTAmMTGCf^AGTMTGACGATAMGTGT^ 1 1 1 1 1 m lA 

GGAAAGGAnATGCGACACAATAAAATAAGATATTCTGTCTGTAGNGAATACATTTCTCATGTACTAACAC^^ 

>ncrc2430.seq 

AAGGAGGGATCAAAnATGAAGGGCnnTCTGCATCAnATGTAGTATAGTTCTGGAGTTCAGGACmATCnATACACA^^ 
nAGCATmATGAAGAATACTTTTTT 

>ncrc2432.seq 

CAGGATCAAGCGTGCmCCTTNTCGAGGAGCAGAAAATCGnGTGAAAGTGnGAAGGCACAAGCACAGAGTCAGAAAGCTAAATAAAA^ 1 GAGTAATAAAAATG 

AAAAGACGCTGC 
>ncrc2433.seq 

GAGAGCCGCCTGGCAACATACCAAAACCCCATCTCTGCTAAAAATAGAAAAAmGCTGGGCGTGGTGCCACGTGCCCATAGTCCCAGCTACTTGG 
CnGAACCGAGGAGGCAGGAGAnGCCATGAGCGAACATCATGCTATTGTACTCGAGAGCGAGACTCGATCGCNN 

>ncrc2437.seq 

ATGTACCATTnCTGGTTCnGTGnGGCTGTGGCAGGCCAGCTGTGGTmCTmGCCATGACAAGTTCTAAnGCCATGTACGGTATGnCAM^ 
AAACTGTGTAACTGCCCAAAGCAGCACTTATAAATCAGCCTAACAT 

>ncrc2439.seq 

GACTGAGAAGTGCAGAAGTTGGAACAGTGGTAAGGCTGTTTTAAAATAAGATGTTTTGmTAATAATATGCTCCTGGCAGAAAGGTAGGAG^ 

TAATCTCTGAAATGCACAAAACCTAGCTATmCTCCCTCTCATCACAGTCTGAGTCTGGTCCAnGCTACCCGAATTCTCTGGGGACATAAAACGAGGCTGGAAAGGGACG^ 

nGAAATAGTGACATATGATCGACTAGTCCCAAGGGCTAAGGAATAGTGAGmATTCTGGAAGGAAGTGGGAAGGTTAGTCTAATTAGTGCGTGGGGATGA^ 

CmTGACCATGCTAGAGAGGGCCCTGAGCACGAGCTTGATCTTAGGGAmCCAAAGTAACCTGCTTmGCCTGGATAGGGTTA^ 

CpTGT 

>rW:2440.seq 

GpCTGGGGCAAGAGAACTAGATTTCAGGTAnGAnGTGGTCTnGnCAGnTCTGGTTAACTAAGTCAGAAAGGGnACTGAnCTO^ 
cXfcGTTGATTAAAGTAAGAATAAGTCTTAAAGAGGATGAATTGTGAGTAGGCTCGAGrrGGAAAGGNNAN 

AiSifGAGGGCTGTGGTGGAGAAGGACGTGCGGTGCCGGTGGGnCTGAGCCGGAGTGGTCGGTGGGTGGGATGGAGGCGACCTTGGAGCAGCACTTGGAAG^^^ 

c^sccangttggagtcgtgtggagagangagaaggagnaatgtgggttggcgggggagcgtgtgagatgagcatgctggagtgatatctgnctagcccagcm 

aI^gtctgaccccagtgatattcctgtggtgtgtgtagaatgagataatgggaacattatgatcgagaaagacgatggcatcagggtggca 

afe^gnctoagcagcctgtcataggaactggatgctacctatgnaattacctotagaactactaaagngcagtag™ 

si 

^c\CK^442.SGq 

At^GGCTTrGGnCCAGCCTGAGCGTGCTGTGAAGAATGAnATOnGnGCCAGTTAAGTGGTCTCTCGATGTGTGCAT 

iU 

>efi3c2443.seq 

ApTATNAAGAGAATCCGGAAGAAGAAAGGCGTATGGGATGTGTmAGCGAAAAAAAGAGGAAGAGAAGM 
AiseATTAACAACGTAGCTCGACAGTGGGACTTGCAACAACAAGGAGTAGCCAATATTGCTACAAATGAAGATAGAAA^ 

(^cctctctgcancccagaggaaacagggcctctagagtgaggactcaacaatgcmacaaggmatctgtcatagacacataccn^ 
tmatggctcaggaggactggaatctctggataggaattggagtgttgaaacagcaggaatgatcacaagagtgtcg™ 

^ncrc*2444.seq 

atgatttctccagctcgggaggaaagagtgaagggtttgggattgtgggggagagagagacggagagaaaaagggagcgcg^ 

GATCGGGTCTTGGTTGATCAGGAACGAATGCAGGAATnGGGAACTGAGCTGTGCAAGTGCnGAAGAAGGAGAmGTTTGGAGG 

>ncrc2446.seq 

CAGAGCTAnCATCCTCGTCATAmATCTGAGAGATAGTGAGGGTAGGACTGCTGTGAnnGTGATAATGGAAGTnAGATACAGGGCAGCAAAACTGGT^^ 
AmGCAGACGTAATGGAAGATCACTCTGTTCTGAGGCTAGTmGmAnGAGTACmGTnATAGGATAAGGAAAGGCAACACm 
GCAGnCACTCCTTGGTTTAAmCATCTGTGmATTTGTCTGCATATTGCCmGAGACCAAmCCTTTCCACTGTAAAmCCC 
GTAACTAAnTCAGTAAAATGAAGTATGTTTAAAAATTGCAnGCTATAnGCATOGCGATATmAAGTACTCAGTAG™^ 

^ncrc2448 seq 

AGGACTAGCGAGGAGGAGTTGAGAGAACGGAGCGGACGCCATGGCGACCAAGATCGAGCAGATTTnAGGTCnTCGTGGTCAGTAAATTCGGGGAAAn 
TGGAAGGAATGAAGGCCAGCTGAATGGTGAAACAAATAGACCGAnGAAGGAAACCAGGCGGGTGATGCAGCTGCGTCTGCCAGGAGTGTACGAAATGAAGAAATAGTG 
AGAGGAAGTACmCTGGGGTCTOGATACAGAAGTACGATATAAGCCAGAGnGAAAGAGGGGTCCAGAAAAAGTAGATGCGTATCTGTAGAAA 
CTAAAAAGTCAAAGAAGGATAAAAAGCACANNANG 

>ncrc2451.seq 

GGTGGGmAGCTCAGGGGnACTTCGACAGTTCTnAATTGAAACAAGCAACCTGTCTGGGTTGnCGAGACCCGCGGGCGGTCTCCAGTGGTmAA^ 
AAACCCACTANAAAANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>ncrc2452.seq 

GAGTACACTTCCTGGCATGGATCnACCCGTGACAAAATGTGTTCCATGGTCAAAAAATGGCAGACAATGATTGAAGCTCACGTTGATGTCAAGACTACCGATGGCTAC^^^ 
TGnCTGTGnGGTmACTAAAAAACGGAACAATGAGATACGGAAGACCTCTOTGCTCAGCACCAACAGGTCCGCCAAATCCGGAAGAAGAT 
GCAGACAAATGACTTGAAAGAAGTGGTCAATAAATTGAnCCAGACAGCATTGGAAAAGACATAGAAAAGGCnGCCAATCTAmATCCTCTCCATG^^^ 
AATGCTGAAGAAGGCGAAGTnGAATTGGGAAAGGTGATGGAGGnGATGGTGAAGGCAGTAGTTCTGGAAAAGCGAGTGGGGACGAGACAGGTGCTAAAG 



>ncrc2453.seq 
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CTCCGTCGTGGMGCAGGACTGCGCCGCGTCnCCTCMGGTTGAGMCAAAMCATGCACCTGGAGTTTCCCCGGAGCC^^ 
CnGGCTGCCAGCCGGGCnGCCTGGTAGCAACAGAAACCAGTCCTGCTCGCCTCCGTGGACAmCAnACCATO^^ 
CCACAAAAAAAGCCACACCCAAGATCACCTGACACCCGCCCTGACAAGTGTCCATGATGCTGGGCCCTGAGGGAGGTGAAGGCm 
TGCTCTGnGAGGACGTGCAGAACnCCTCTCTGACTGCACGATTCATGATGGGGCCGCAGGTGTCCAmCATCm^ 

cn 

>ncrc2454.seq 

AGAAGmGGGGmGTAAGCATAGNAGGTGCTATGGGAATGGATGACAnGTGCAGAAAATTGGmAGGTTAAGAAAAGTGGCTATO 
AGGTAGGAAGATGAACTAGCAGAAGACCnATTGCCnTAGAGAGATGGAAGAAAATGAGTGGATACAACATOGGGAAGCCAGAGGAGGT^^ 
ACAAAAAnAAGTAGGATTAAGGGGCCAAAGCACTGGGAATATACAGAAATGATGGAAACmACAAGAAAAAmCAGTAGAT^^ 
TTTTGGCAGTAAAAGGAAAGAAGATAAAGAAATGGTACTCTGAGGAGCTAATGGAGTTGAGGGAATTATGTTGCAAGTA^^ 

>ncrc2459.seq 

ATTGTAAnGATmAGAATCCTTGnAGTCATCAAATTTTATTATTATI 1 1 11 lAAACTCCAGGAmGTGTTGTATTCAGGTAGTTTCCCCACCCCCGCTTCCTTTCCTGCCTCTGGTTTA 

AmGAGAATATTCATGGCCCAGAAAAGTCAAAnGAAGCCAGAGTATTATAGAATGGTCAGATATATAAGAAACTG^ 

GGCTCACGCCTGTAATCCCAGCAGCATCGG 

>ncrc2461 .seq 

ATAAATCnAGAAnGAAACTnGTmGCCAAGACTAAmAAAGAATAAnGCAnAAATATAmGATCAGATAnCCAG^ 
CAACACmGGGAGGCCGAGGCAGGTGGATCACTTGAGCGCAGGAGTTCAAGACCAGCCTGGGCAACATGGTGAAACCGTGTCTCTACAAAAAACA 
CCTGAAGTGCCAGCTACTTGGAGGAGTGAGGCGGGAGGAnGCnGAGGCCAAGAGGTCAAGGCCACAGTGAGCGGTGmGCACCACTGCACTCGT^ 
ACCCTGTGTGAAAANGA 

>ncrc2462.seq 

GTGmCAGTAAGCATCCTTACAACATAAGTCmGTGCCCATGTACAGCmATCATOTGAAGTCnAAAAGTGGAATTGCTGGAT^ 

>p:c2463.seq 

T>^TGCATmCCTAACTmAAAAATmGCAAATGTCmGGTGAmAAATAAATGAGTATTGGGC 

Tfil^TGCGGCAGTOCAAATTAACTGTGGAAGnTTCAGnnAAGnATAAATCACCTGAGAAnACCTAATGATGGATTGAATAA^ 

TpACATATGCATCTCTCCTATAATGTAAATAGAATAATAGCmGAAATACAATOGGTTTTTGAGATTm^ 

4|^CTnGCmCATTCCCAAAAGCTGACATmCACGAnCTTAAAAACACAAAG™CAC™CTAAM 

>f»c&2464.seq 

AAfeTGGAGmCTTAAnGCCTnGTAATGGGAAGGAGACCCACCTCTGAGGAGCTTGGCCTAAGCCTGGCTGCAGGTCGGCATAncnACAGGTGCTCTC^ 
GliMnGGTAGGGGATGTCCAGGCCTTCTCmCTGCATTGCmGnATAATCCACAAGTTGCAGAACAGGTGTTGCCmG^^ 
djSACTCCATATCTAACAAGGACCCCCGTAAGTGACAAAGGACCCCAGTAGGTGACAAAGGAGGTCTAGnACCCT^ 
ApAnCAGmGAGTCAAACAGAnATTGnCTAGAGTATmCATAGAATAGAAAnCAAAGGCCAGGTC^^ 

>ffefc2466.seq 

ClIh-AAGAGNAATAGTTAAATACCAGAGGTTCmGTGTTTTGCTnAGAAAAT^^ 
A^TITTGGAAGAGmGCTTCCTnnGTGCATTTCCTTrrm 

A^CTGTAGAAAACTAGACTAGGTCTGATGACmGACCmGnAGGCTCTTGTTCCAAATmCCCCAGCCAG^^^^ 
(^TAACCTCTGGAACATCACAGCCGA 

>ErcBc2467.seq 

AlffeGNATCAAACTAAAAATAGTAAAGGCACAGGAAAAmCTAAATAACACAmATAA^^ 

TATGTGGGATGTAGCTTAAACCAGTCCCAAGAGGGAAAmATAGCACTGTTATAAAnAAGnGAAAAGTGGAAAGGTCTC^ 
AGCAAAACAAGCCTAAGCAA6CAGAACGAAGAGCAGAAGTCAGC 

>ncrc2468.seq 

GGTAGGGGTTGGCGCTCAGGCGGCGACCATGGCGTATCACGGCCTCACTGTGCCTCTCAnGTGATGAGCGTGnCTGGGGCTTCGTCGGCnCTTGGTGCGnGGnCATCCGT^ 

GGGTCCTAACCGGGGAGTTATCAC™CCATGTTGGTGACCTGnCAGmGCTGCTATCTCTnTGGCTGATTGCAATTCTGGCCCAACTCAACCCTCT^ 

AATGAAACCATCTGGTATCTGAAGTATCAnGGCCTTGAGGAAGAAGACATGCTCTACAGTGCTCAGTCnTGAGGTCACGAGAAGAGAATGCCnCTAGAT 

CCAGACCACTTTTCnGACTTGCCTGTTTTGGCCATTAGGTGCCnAAACGnAACAGCACAmGAATGCC™nCTACAATC 

AAT 

>ncrc2469.seq 

ACAGTATTCTACGATGCAGGCTGAATGTATATOCAGTAAnCTCTGGCTAATmAAAAGTAAGACATAGAAAAGAAAACACCTGT^^ 
GAATCCmTTATTTTG 

>ncrc2470.seq 

TATGGAAACCATTTnAATATAAnCTGCACAGACACAGACTGCTGGAGGCTACACCAGAGAAGGGAAGGAAATAGAACAATACTCAA^^ 

ACTTGGCTCTCACTGATGCCAGAAGGACAGCATTTAAmTTAAAGATACCAAATAAAAATGCATGGTTACAAAACTnGTAGnGTC^ 

CTCmGATAATGTGTAAAATOTnAAAATAAGACTTAAAAACAGGTAnGACATTATAATAGGGnCATGCTAATGAA^ 

>ncrc2472.seq 

TGCTAAAGCmAGCTTGAAAnTATGTnAGAAAAACTATTGAmCCCATGGTATGAATATAAGTAnGTAATTCTTCAAATG 
TTATAGGAAATAAGCATACTATATGTOGCTGTTTTAAAAGGTACCAGATGTAAGAGTCATAAATATATGCAATTAAAGAAGTTGATAGAm 
ACACGTCTTGTAAACAGTTGAATGTATGTAAGnnCTGnTGTGAAAATGTAGTTAATGTACTGACTGTGGAGGTCATAAGGAAGCTACT^ 
TTCCAG 

>ncrc2475.seq 

CTGCAGTGGCTTCGTGnCGGTTnTCTnTGCnCGCTAACGCCTCCCGGCTGTCGTCAGCCTCCCGCCGGCCGTCTCCTTAACACCGAACAGCATGCCTTCAAn 
TCTGATGGAGAGATAmGAAGTTGATGTGGAAAnGCCAAACAATCTGTGACTAnAAGACCATGnGGAAGAmGGGAATGGATGATGA^ 
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AMTGTGMTGCAGCMTATTAAAAMGGTCAnCAGTGGTGCACCCACCACMGGATGACCCTCCTCCTCCTGMGAT 

GGGACCAAGAAnCCTGAAAGTTGACCAAGGAACACTTmGAACTCATTCTGGCTGCAAACTACnAGACATCA^ 

AGGGGAAAACT 

>ncrc2476.seq 

TCAGCAAATCACAGTAAATACCCCCCAATATCAACAnCCCGmATACTCnCAGTAAATTm 

TCAGTAAATCACATCCmGGnnTATGCTnAAAACAAmCnCTGAAATTACCAATAmACCmGM 

TmGCTGCACCnGGmAAGGGAATGAGTGAGAAAATAACACAACACTTAAATGCTATTCCAGnCTAATTGTOG^ 

>ncrc2477.seq 

CTAAACCCCTTGmACAAAAGTGAAGTGGGTnCTTCAGCTCAAGGCAGGAGCTTTCCTGCACCTGGTnAATTCTAAGAAGTCGGGGAAATGAAGCCA^ 
AAGCCATTnTGCAGGAAGTAATATGTGTCTATCTCTATAGCAGTTGGGGAGGAGATGACTGCAnGTGAAAAACCTCCAGAC^^ 
AAACTGTCTCTOGGTAAATGTCTGAATCAGGAAAAAGnGTCAGTCCAGAACTGGAGGCACTCTGGCCnCTGCATAAACGTCGTAGA^ 
CAGAGATGAATAATCAAAAGGAATTCATTAAGCTTGACTGCCAGAAATGTTT 

>ncrc2478.seq 

CATmAAnAAnCTGnAATGTTTAAATAGAGTTnAAACCCGAGATnGGCATGAAGTCTAATCGTCAAATACACAAAAGGAAGG^^^ 
AGCTCTGATATAGAAGTCTCGnGCATOCAGGGATCCTGCnCCAAGATGCAGCTnCACAGCTTGATGAnGACCCAGAATCTCCTCTAATGCCATT^^ 
TTAmCAGGGCTTCCGGATmATmAGCTGAATACATCCACTCTTCTGnTCCAmcmCAAACTCmTAAATAATO 
CCGAGACCAnACATTTATCCGTCAATTACCCTArrTACTAATAATATATCAGGATTCAAnAAGI 1 1 1 1 1 1 GTCTTAGGnGTATCCTCTTGCATTCCTCAG 

>ncrc2480.seq 

ATCCACAGTGCCCAGTGGCTTGAGCCCAGTCAAGTTCAGGAGATGGGATGACACCAAAAGAGTGGTCTGGGAACTCGGAGGTATCAATATCACGTGGGAGCTrCnAGAT^^ 
TGTCAGGGCCCACCTnGACCCACAAAGGCAGAACCTGCATmAGGAAGGACCTGAAGTAAnCATATGCACTnAATGAnGACAGGGACTGCTTCAGGCA 
ACTGCATAnGGAATAACCTGGACAAmCTCATAAATCCAAGTGCTGTCACCCACACCAAATAAATCAAAATCTCAGCTGGGGGGAATCCTGAGATTCTAA^ 
TSIGAAGCACGACCGCACCCAGAACAGTCTGAGGCCAGAGTGAATCGATATGCTGTCCTAGACGAATGCAmAGGTAnGAGGTGTGGGATTAACATG 

>Refc2481.seq 

acsgcgcgggagttcccgtatatgagaaaaaaattgtacatantaactgtgaaaaaccaacacttattamgtaaagatg™ 

aittatatatatatatatatatatatatagmaaagatagaggggcngctctggatcatagctca 

gStgcagtgagcggagatcgngccactgccgtccagcgtgtgtgacagagcgagactcctttcca 

>hcis2482 seq 

GAlTATNTGTGTACTCATTCTCTOCCTAGCNAACAAGATCTmCAGAGTGGTGmCTAAAAGAGCATG^ 
Ct^fGmGTGCCAATGTATCAATGTAGAGTTGCTCTGTTnCnCAAGTGTAmAnGCTGCAmCTCAGCAT^ 

>iic£c2483.seq 

GyNAGAGAGAAAGNATAGAGAAGAAAGAAGTTCCAGGATTCTAATGTACCAAAGGGATCTCCrrmCTO 

TlirrCAnGGCGATGATGTAAGAAAACTGAGAGAAATGAAAGAAATGAAGAATTAGTGCTC^ 

TF^TGTATTCTGGGATAAAAGAAAGTCTGATGCAGGGAAAGGGGAAGTTGGAAAACT 

>^484.seq 

(SfgTGCGCCATCATTGGGGGCATGTTCACAGTGGCTGGACTCATCGATTCGCTCATCTACCACTCAGCACGAGCCATCCAGAAGAAA^ 
C^TGCnCCTCTGTCTCCTCTnCTCCCTGGCCTGTGGnGTCCCCCAGCCTCTGCCACCCTCCACCTCCTCGGTCAGCCCCAGCCC^^^ 

imcm 
^ncrc2485 seq 

GTTGGGNAAGCTCCCAGTAACTTCGTACCCTnGCACACAGGGGCTACAGCGCATmCTACCTGAAAnGGAAGACTTGGTGCCACCGCCAGCA^ 
CACmACCmCTAAGACCTCCTCCCAAGCACTTCAAAGGAACTGGAACGATAATGGAAACTGTCAAGAGGGGGCAAGTCACATGGGCAGA^^^ 
AAGCTGCCCCCCAmCTGTAACGCTCCTAGCCGCCTTGATCCCTAAAGAAAACAAACAAACAAACAAAAACTGTTGCTATn^ 
CTCCGGGGCATCCTGGATTTAGAACATGGACTACACACAATACAGTGGTATAAACTTmATTCTCAGmAAAM 

>ncrc2488.seq 

GAAGCCTmAAATCGCCTCTGAGGTAGCAAGTATCTAmGAGAAAAGAAATAAAGGTGCnCCCTTGTAAAGAAGCACmAATAmGCTmA 
AAAATAnGATAGTAATTTnCGTATGmGGAAACCTGACCTAGAmGCGCAAAmGTACAATTACTCCnGGTAm 
CATGTCCAmGAAAAATGTmAGCAAmAATATAGCCTCTCAGATGAAGATACTmAGGTATTCCAmGGCT^ 
TACACTATTAGNGCTATNGAmCCnCCTATTTTTAAGAnAmCAGAAATTGNAGNGGGNAAmCTGTAATC 

>ncrc2490.seq 

TGTTAAATGTGGATCmTACACCACATCACANTGAAGACACTGGGGAGACGTGCTmnGGAAAACTCAAAGGTGCTAGCTGCCTGAnCAAAG 

TAGmATATmCAmAAAATCCTnAGGTTAAGTTTAAGCTmTAAAAGTTAGTTnGAGAA 

TGTACTGTGAnTCCTTnGGGTGTATTnGGTAAGTGAAACTTGTTAAATTTTTTGTTAACTAAAT^^ 

>ncrc2491seq 

GATTTCTGTCTGATGTGAAAAAGCCTTGGTATmACATTTTGAAAAnGAAAGAAGGnAATATAAAAGTTTGCAnCTACTCAGGAAA^ 
TTGTCGTCATATACAGAAAGncnAAnGATmACAGTCTGTAATGCnGATGTmAAAATAATAACATTTTOTAT^ 
TGGTAATATTGTGTGGGAmCACAGGTAAAAGTCAGTAGGATGGAACATTTTAGTGTATTTTTACTCCTTAAAGAGCTAGAATACATAGm 
AATACAATGAATCAACTGAGCATTACGTAGTAGAGAAnTCTGTAATGTCGCCTTCTTTGTAGGCTCTGTTGCTGTGTGAATCCATTAGAT^^ 

>ncrc2492.seq 

CAAAGCCmGTGGATGnGGTATAAAGTCNTTGGAACATATCTGmTAACAGCAAGAGATCCTAGGCAGATACTTCAAAAGGnAAATO 

ATCAATGmTGTAAACAAACAATATGAATGGCCAAAAAATTGGGCTCGATmAGTGGCAGGTAAmATATTGTCTTACT^ 

TTGTmCAATGAGATAAGTATmCATAGGGAAAGCATTnCCAGCATAATAmGCTTGGGTAGCATCCG^ 
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AGAAAATGnAGTATTGCTGCCCnCTTCACATAMTirmTnAMTOTACTATOT^ 
TT 

^ncrc2493 sec| 

ACCACTNAAAACACTmAAAAATTTmAAANATAAAAAATGTTAAAGAACATCATAC^ 

GCTTCTCTCCCAACAGCGCnGTCTCTCCACACTCACTTGGGCmCCnCCAGTGGCCTCACAGGGAAATGGGGGCAAGAG™^ 

AAAGCATGATCCATAAAAGGAAAAmGATACACTGGACCTCATCAAAAmCACATTTnGCTCTGTAA^ 

ACATATCCAACAAAGGCCTAGTATCTAAAATACATGAAGAGCTCACAAAACmTGGTAAAATAACAAACAAnCAACTGGAAGAT^^ 

>ncrc2495.seq 

CnGTCTCAATGCTCATAACGGATCAGAAATACAGATmGATAGCAAAGCGACGmGTCGTGAGCTCTCGTGAGGAAAGTCATTGGCm 
TGGGTATAAAAGATGGGGTCTGTAAAATCnCCmcnAGAAAmATnCCTAGnCTGTAGAAATGGTTGTATTAGATGTTCTCTA^^^ 
TAAGTGCTGTATAAAATCAGCCAAmTGTTAAACTAGCATATCTGCCmAnGTGmGTCAnAGCCTGAGTAGAAAG^ 
TTGGTAnGTATTTATrCAATAAAGTATTTAATTAGNGC 

>ncrc2496.seq 

AAGCAGCAGCCATGCTCCAAACCACCACCAGTATCTAACCAAACTCCAAACTCCAAACTAGTTGAAGTAAATCCAAAGAGTGAAGATGCAGGTGGTGCTG 

TGCnCTCAGGGCCCATGTGnCATGCCTGAAGTTACTCCCGACATGGAnACnACCGAGAGTACCCAATCAAGGCATOTCATCAATCCCATGCmCCGATGA 

AATGGTAAGCCAGTAGATGGACTGACTACmGCGCAATGGGACATOGnGCAnCCGAGGTCATTATnCTGGATGCTAAGTCCATTCAGTCCACCATCTC 

TGAAGmGGGGTATTCCnCCCCCAnGATACTGnmACTAGGTGCAACTGTGAAGGAAAAACTTTCncmAAGGAnCTCAGTACTGGCG^ 

GGGTACCCCAAAG 

>ncrc2497.seq 

CnCTNTGTCTnCmNAAGNAAnGAAAAGTCACTCnTTGACACTACCnCCCTGACATCCTAACTTnAAGCACATT^ 
TGNGGAATGTGTCCnGATGAAAGTGTTnGGCTCTTTAATCTGTATGTAAATTTCC 

^fiQCc2499 seq 

di^ATCmGTTTTAGATGCmAAAGGNNTCAGGAATATAATTAnGAGTATAGAAGCATCAG^ 
G@GGCGmAAGATGAAAGCAAGnCAAAAmGTCATTnGGGTGTCAACAGCTAAATGGTCTGGTT^ 

>|i'^c^500.S6C| 

G^GTGGCTnAGGAGAGNAATAGGAGGAACCATATGAAAAAGATCAGGGlTTGTGACTTGGATCCCCAAA^ 
A)^GGATTGTnGCTCAAAAAGCTTGGAAAATACTACACACTCCCTnCTCCTTCTGGAGATCAACCCACArrAGAGTGTCTAAGGA^^ 
TA«)GTAATCTACCAmCCTACACTAmGAGCATGGAAATCATAGTCCCCACTCTGTGAAAACnAACGCTmT^ 
AteSCCTTGATGAAAGAACCGTGnGGTGCTGCTAAGTnAGCCATTATGGTTTnCCTTO 

>i;K;rc2503.seq 

AijQTTNAAAAAAAATCTAATGAGTCTGTTGTTCCmGCAAGGCCTAGTGATAGGAACCTCTO 

>r6fc2504.seq 

/@CGGACAAGTNAACTATGAAGAATTCGTACAGATGATGACTGCAAAACGAAGGCCTACTnCAACTCC 

>i@c2505.seq 

TiiteAGCAnGGTTmAATlTTAACmGTTnATAAnATGTAAACTAmAC^^^ 
CmrTTCCTGCTTCTCTTCTGCTGTAATCA^ 

TAAAATAnGGCTGTCACTCCATAGAACCATATAGTATGTmCCAnGTAATGCnCATOTGACAGCATACCAnGTTr^ 
GCCdTTGCTAnAAAAATAnGC 

>ncrc2507.seq 

CTGCTGAAAAmGTCTCGmAAGAGGCAGCTAGAATCTnACCATATGTATGAATnGTATAAmCATTm 

>ncrc2508.seq 

ACTGGCCmGNGAnGCCTCTGAAGCCTNTNTATGCCATGGAGGCACTAACAAACTCTGAGGTnCCGAAATCAGAAGCGAAAAAATCAGTGAATAAACCATC^ 
CCTCCTGAAGCCACAGCAGGGNnCAGGnCCAATCAGAACTGCTGGCAAGGTGACATTTCCATG 

>ncrc2509.seq 

AATATGNAGAATGACTCAATACCCAAGNAAAACTCAAATACTTCTCTGAAAACTGTGAGAATATACCTnATAAATGAAGATATTGC^ 

GnGGTAATACAnTTGACTCnAAGTGCAAGTCAGATAGCCAGAAACnGTTAATGTAGnCTAAAGATGAnGGGGAAAAAACATAGTAATAGCTAGGATGOn^ 

TATCAAmAAATTAAGTACTTGCATAGCCACATATTCAAGTmATAAAGCTATGGTOlTAAAATAnACAATGCTGAU^ 

AAACGCAATACGGAGGnCTTAATCmTGGAAAGAAGCAGAGCTGTCACAAAATCnTATAAATCnGTAAAAACTATGGATGTG^ 

AAATTT 

>ncrc2512.seq 

AAGTGCCCTGTGGATCATCAGTAGTACCCAANTCATGGTCCTGAACAGTGTAnAGCAGAGCmAGTTTATCTCAGTCCTGGATGGGAGAGAGAGGGAGGAGTAAAAGTGGGC^ 

CAAAGAGCCCTGGATCGnGAATTGATAGmAAmCTGCTGnGGCTGTTAATAAnTGGATTAmATGmATAAATGATACAGATCTGm^ 

CCTGTTCATAGATGGGAAGCTTCCTTATAACTGATGCAGAGAAAAATTAGTCCTTCAAATACTGCTGTATTTTCA 

>ncrc2513.seq 

TGAGTAAAATGTTAAAAATAATAAGTGTAACTCAGAnCTGGATGnCGAGT™CAATACAnGGCTGTAATAAAAGCTGAnCTGAAGTGCAT^ 
TAGnATATCTTAATnATAGmGTAAGTTTATAGTGnnCTAAAAGTAATAAATCAnTCATGAAAAAT 



>ncro2516.seq 
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CnCCnCnTmCCGGCGnCAAGATmAAGCGAGGACGTGGTAGGTCCTCTGGTGCGAAAnCCGGAmC 
CAGGAGCCAAAAACCTGTATATCATCTCCGTGAAGGGGATCAAGGGACGGCTGAACAGACnCCCGCTGCTGGTGTGGGTGACAT^^ 
GAGCTCAGAAAAAAGGTACATCCAGCAGTGGTCAnCGACAACGAAAGTCATACCGTAGAAAAGATGGCGTGTnCTnAT^ 
CGAGATGAAAGGTTCTGCCATOCAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGAnGCATCCAATGCTGGC^^ 

>ncrc2517.seq 

AGAAGCAAGTAGAAACAGNACCCAAGNAAATGTGCTCAAnGCAATGGGCCACATACCTAGCATCTCGAGATGTCAmCCC^^ 

TAAAAGCTCCT 

>ncrc2519.seq _____ 

GCTCTAAATGTAAAATACACTGGATTTTANAGACATGGTAGAAAAAGAACAGAAAATATTTm 
GTTGAnnATCTGA 

>ncrc2521.seq 

CTGACCTAGCAmATCAAGGCCmCATGTGGCAGnAATGATATAnGTCAAATAnGnATCim 

>ncrc2523.seq 

TCTTNTGGAGATGGCAAGAAAGGAGGAAATNATncnCAGATCTGAAAGGAGTCTGAAATATGATAmCTGTGTGTGTCTCTGTC^ 
TGATAATCGAAAACTGCTGTTTGTGGCAGGAACCCCTGGCTGTGCAAATAAATGGGGGTGAGGCCCGTGTGTGATAn^ 

>ncrc2524.seq 

AGAGCNCAAAAATTAATTTNGGCATGAGTCCTCTATCTOTAnAACATATTATCTOTTAAGATAAATmATTAGGAGGCTGT^ 

CAGCCTGACTAACATGGTGAAAGCGCATCTCTGCTAAAAATAGAAAAATTAGCCGGACGTGGTGGCGTGTGGGTGTAATCCCAGCTACnGGG AGGC^ 

AACCTGGGAGGTGGAGGnGCGGTGAGCCGAGATCGTGCCAnGCGCTCCAGCCTGAGCAACAAGAGTGAAACTCCATCTCAAAAAAAAAAAATTm 

>a0i:2529.seq 

TjfiGGACCGGGGAAAGNACCTGATCnGCTTCAAAAAATAGAATONCAGCAGTnAGCTATAATGGGAGTTTCTCCTCCCATGAGCTCAGn 
AyGCAAACCAnCCTCAAGGAACTGCAGCAAAATATCCCCGGACCAnCATCCTGAAAGTAGTACCTCAGCnCCAGATCACTTGGAACCAGATCAGGTC^ 
afSnCATTCCATAAAAGTGGnGACTAAAGTGAATATGTCGATAGTGGGGTCTmAATCCGTCTGGTGTOCCAAGG 
Ap^TGGAGACATCATGTTGATCTGTTCAAAATOCAAGAGGCnmCAAGCTCTACCATGCTTTGTA^ 

>l^531.seq 

C?M|GANATTCTGGATCTCTmCTTCAGTANTCTATGAATGTG™CGCAGGAGACCCCAGAGATGTTGCCTGCATACATAGCM 
AAtSTCTGAGACTTCTGAACmGGCAGATAAAGnGGTGTTAGAGTTmGAGCTCCCGAAGGGATCAGGAGCGGCTGCAGA^ 
TyMcTCGCTGTTGTGAAGTGCACCATTGATAATACCCTGGACCAGTGGCTACAAGTCGGGGGTGATATGTGTGTGGACGC 
AydATGCTGGCCTGCTTCCTCGTCTACCACTCTGTGCCAGCTCCACAGCACCTGCCACCTATAGGAGTAGAAGGGAGGAGAAGCmGCTGA^ 

>E^ssc2532.seq 

G^CCCCGACAGNAnCTCCTATCGGGGTCACNnGGACGCTAAGAnGCTACCTGGACTnCGTTGACCATGCTGTCCCGGGTGGTACTTTCCGCCG 
TifiSAAGAATGCAGCCnCCTAGGTCCAGGGGTATTGCAGGCAACAAGGACCTnCATACAGGGCAGCCACACCnGTCC 
TlirpGACTGATCCCTGAGGAATTCnCCAGmcmATCCTAAAACTGGTGTAACAGGACCCTATGTACTCG^ 
AJ^GCAGAGACCnCACTGCCCTATCAGTACTAGGTGTAATGGTCTATGGAAnAAAAAATATGGTCCCmGnGCAGACm 

>S:2533.seq 

AClAAAGCCAAGAAAGCATTAmCATCAAGTCCNTAGAAATGGTATTCAAACAATO 

Al(?ifCAACTGTGGAAGAGCTCTGTCCAmCATAAGCCTGCTTCACATTGCCCAAGAGTATACTGTCCTCGTAACT^^ 

mAnCTGATCTGTCCAGTATCTGCAGAGCAGCAGTACATGCTGGAGTGGTTCGAAATCACGGTGGTOTGnGATGTAATGCCTGTGGACA^ 

AGAATGGAATCnCTCAGAAAGmACAGAATCCTCCAGGAGGAAAGGGATTCAGAGTGmGCTGTTGTGTGAAACTGAAT^^ 

>ncrc2536.seq 

TACAATCGAATCCTATTAAAATCTACATAAGCTNCCCAATOCCAAAGAATGTCTCnACATGAACTATAAACACGTmCA^ 
GnACTGTTTTTCGTAnCCAGAAGAGAAAAGCAACCTGGTGAAGCCACAGCAGAAAAACATAAAnGTGAAGAmCATGGACAmGTOGnCG^^ 
nATGCCTGTCmACTGCAATCTCTGAAGATGAATTGTGAAGAmCATGAACAnTATCAGTTGCGCAATCAATACTCTOTAATTTCCW 
CTCCGTAAGCTGAGGATGTATATCGCCTGAGGAGCCTGTGGTGATTGCGmTCTGCACAAAnGTnGTAAAGCATGTGTGnTGAACAAT^^ 

>ncrc2537.seq 

NCATTTGTGNAGCTGACnGTACAANNCNNCGTATNAANGGCACTANAAATACAAGCAATAAAATAAAAAATGTAAATTGGACATGATCAACAT^ 
TGGCTCATGCCTGTAAATGCTAGCACmCGGAGGCTGAGGCAGGCAGATCACTTGAGGACAGGAGnCGAGACAACCnGGTCAACATGGAGAAACCCGTCTCTACTAAA^ 
AAAATOGGCAAGTGTGGTGGCTCGCACTnGTAGTGCCAGCTACTAAGGAGACTGAGTCAGGAGAATCGCTTGGAGGCCAGAGGGGAAGGnGCAGTGAAGCGCAGACTGCGT 
CACTTGCACTCTGCCCTGGGCAACAGAGCAAGACTTGGTCTCAAAAGAAAAACACCAT 

>ncrc2538.seq 

CAGGTTNTGGAAATGAATGAAAGGGTGGTGAATATGGAGGATTTTAGTGAGCAGTGGAAGTCGCTCTCAGGT 
CTGCAGTnGGCGATCGTGGGTGAACTGCnNGTTTGGGNAGGGGTmTGGCmAAANCCCTTmAAA^ 

>ncrc2539.seq 

CNCCTANTATmAAATATCACAAGGACNTnTAGAATAGTACCTGGCTCAAAATAnNGAGAAAGAGAAAAAGGAAGGGAnGGATCAAACTCTGGAC 
TCTGCAAGTNmGGGnGNmnGAGACGGAATCTCACTCTGCTGCCCAGACTGGAGNGCAATGGTATAATCTTGGCTCACTGCAACCTCCACCTCCCAGGnCAAGC^ 
GGCTCAGCGTGGTGAGTAGCTGGGATOGAGGCAGGGGCTGGTACACGAGTTAATnnGTATTrTTAGTAAGAGATGGGGTTTCACGAnGTNGGGG 
AGCTCGGNTCCACCCACCTTGGCCTGCGAAAGTGCTGNGATTACAGGTGTGAGGCACGACACCTGGCTGACTCTGCNAGNAmAAGTGAATGA^ 

>ncrc2540.seq 

AnGTGNAGCTAGGGAAGACCAAGCAGTOTGAAAACCAAATTAGTGACAACCTATTTAAATGCGTATATTTATTCTTAGAAGAA^ 
GTGGAGTAAGGGAGCAAGATTCAATATTACGAGTGAGTTmACTGCACATGCGnCAGTGCTAGGCAGTAGGGCTCATAGGATCA^^ 
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CTGATCmAGMCTATTTmCTAGTAGTCATCnGmMCAmAGMnCCAM^ 
TTGGAATmcnACCAAAAGTTCTGCATTnAAATGAAAmCCCATAmGAATATGAATC^^ 

^ncrc2542.S6C( 

AATCATCACACGGGTACAAACGAGTCCTGGCCnGTCTGTGGAGACGGATOCACCTTCCCACnGCTGAAAAGGTCAAGGCCn^ 

CCCTGTGGCTGCTGCCACCACAGCTGCTCCTGCTGCTGCTGAGGCCCCAGCTAAGGTTGAAGCCAAGGAAGAGT^^ 

TAATCACCAAAAAGCAACCAACTTAGCCAGTmAmGCAAAACAAGGAAATAAAGGCTTACTTCT 

>ncrc2553.seq 

TAACACTTGCTATAAAGCTATAGNCNTCAAGACAGTGTCATATTGGCAAAGGGATATGACACATAGATCAATGGAGTAGACTAGAGTCCAA^ 

GCTTTGATAGAGGTACAAAGACAAnCAATGGAGAAGGAGTCTmCTACAATGGTCnGGAACAAnGGACATCCAAGGGCAAATGAAA 

TTCATGTCnATACAAAAATTGACTCAAAGTGGATCACAGATATAAGTGTAAAACTATAAAGCTnGATAAAA^ 

GACCCCAAAAAGATGAnCACAAAAGAAAAATGGATCACnAGACACGTCAAAAnAGAAACTAnATTCTGTGAAA^^ 

GAATACTTAAAAATCACATA 

>ncrc2555.seq 

AGCNCTTCATCGCATGAATAGAGAAGATATTCTGGCAmAnAAGTCnGCCCACATGAATGTGGTGGAATAAGTGCTAGTATCGGACATGATCCTCATCm 

TGTCCAGAncmCGCTGTATGACAGTATTAATGmTTGACGTAAATAAAGTTGTGGAATATGnAAAGGTCTACAGAAAGAAGATGGn 

GACACAAGAnCTCTTmGTGCGGTGGCAACTTTGGCmGTTGGGGAAGCnGATGCTAnAATGTGGAAAAGGCAATCGAAmGm^ 

GGnGCAGACCAGGTTCTGAATCCCATGCTGGGGAGATCTAnGnGCACAGGATTTCTGGCTAnACAAGTCAGnGCATCAAGTAAATTCTGAm^ 

ACGAC 

>ncrc2556.seq 

GTAGGCCmGTAAAATTGACAGANCAGGGGAAACCCCGTAAAGTGGTTGGnGCAGTTGTGTAGTAGnAAGGACTATGGGAAGGAGTCTCAGGG 
TTCAAATGCAAGAAATGAAGAAATAAATCTrTGGCTCAC 

^0Crc2557 seq 

CSmCTGAATAnGATAAAGATATnAGATGTAGCAGAAATAATAGCTCGTGTGTATAGAGCTGGGGGCGGTGCTAACAG^^^ 
A@G 

>nHc2558.seq 

Tl^CCGGCACACCCAAAATAATGTACCnNTmCACCTCAGGAAACTGGTTAGTGTGGTACATGmGGATTTOGTATAGTGGGT^ 
G€lCAnGGCAACTTGGTGCATGACANGAAAGAGCAAGACmGAGCCAAACAGACCTGGGCTCAAAnCCAGCTCAACTACATAGCAGCCTTGTGAACnCACCT^ 
CftfCATCTATAAAAnGGTGATAGTGGCAGAGATTTCACAGGCnGTTGGGAGGATTAAAGGAAATATTACCTA 
dWrGnCAAACTCTCACTTCAGTCCCAAAATGATTGAGTTGGCAGCmGATAnATTACAGGTGGTTTGCCCT^^ 

w 

>ncrc2560.seq 

GATCCCCGATGCGTnCCTGGCAGCTACATTWGCTGCTGGCGCTCAGCACCGCTGCCCAGGCGGAACCGGTGCAGTTCAAGGACTGCGGn 
TiMTGTGAGCCCATGCCCCACGCAACGCTGCCAGCTGAGCAAAGGACAGTCTOCAGCGTCAATGTCACCnCACCAGCAATAnCAGTCTAAAA 
GGATCCTGATGGGCGTCCCAGmCCTnCCCATTCCTGAGCCTGATGGTTGTAAGAGTGGAATTAACTGCCCTATCGAAAAA 
A^GCGAATATCCCTCTATAAAACTGGTGGTGGAGTGGCAACTTCAGGATGACAAAAACCAAAGTCTCTTCTC^^ 

>lSc2563.seq 

AiSCTCAGTGGAGACAATAGNAATCAGTGATGTAGTGAGTAGCnGAGAATGCAAGGGAAAAAAGAGAnAAAATGGGGTGGGGTGGAA^ 
/ife^^JAGCCTAAGAACAGTAAGTGTACGCAAGCAAG^ 

>ncrt2564.seq 

AGATATCTCCCATCAAAmCAAATATACACATGAGAATTATCCACATTGAAGGTOnAGTGGATTGCAGGGACATnCCATGTO 
GTTACTAGACGTCTCTnCTGTAAAACTCCTCmGTTGTOCTTmACTmGTATGTGnACCTGA™^ 
GCnAGAGAAAGGGAGATGGGGAAGACTCGCnAAATGAGTTACAAAnCTCTGTAGTCTGATCmATCTGGCT^^ 
CTCCCCAAAATnGGAmGTCTOTAAGTCGTAATGGCTCCAGGTGGGATACTGTGTCAGACCAAGGATAGGCAGATGATAGm^ 

>ncrc2567.seq 

AATATATTGCTGGATTCAAmACTAATAAATTGGGTCCATGTTCTTGAGGGCGATTGATCTGTGTGATCTGTGG™cmATATO 

TAACAnGAGGTGAGAAATGTGTCnGTCCACCGCnCAACCCCAAAGACACACACAnGTGTAAATTAGCCAGGCGTGTTGGCGCATGCCTGTAATC^ 

GGCGGGAGGGTCGCGTGAGCCCGGGAGGCAGAGGTTGCGGTGAGCCAAGGTTGCACCATTGCACTCCAGCCTGGGCAAGAAGAATGAAACTCGNTC 

>ncrc2568.seq 

GACATTCGCnCTGACACAACTGTGnCACTATCAACCTCAAACAGACACCATGGNGCACCTGACTGCTGAGGAGAAGTCTGCCGTOCTGCCCTGTGGGGCANGGTGAA 
GAAGTTGGTGGNGAGGCCCTGGGCA 

>ncrc2569.seq 

GTCnCCCCTTGTGACTTTTTAAATAnCTGTNnGGACATTGTAGTTGAAATTGTATTNGGAAAAAGAATn 
ATTAAACAATmCATATTC™TATmCATATTCmTCAGCCGTCTTnAAAAAGTGCGTGGTCAAGGATAG 
GAGTTGATGATATATCmiGTGATATAGAAGGGGGCnCCAAAAGTTCACAGAAAAATGGAAnAAAAGATAAAAGTAAGAA^ 
CAGCACTTAGGGAGGCTGAGGCAGGTGGATTGATTGAGTGCAGGAGTTCAAGACGAGCCmGCAATATGGCAAAACGTCATCTCTAC^ 

>ncrc2571.seq 

NAAAmATNAGnATAGAGAATTGTNNTACTGCAnAGCnCTACCTTOGTAAGACATAmnTAGGTATAAATTCTOTGCTTTAAGAnAm 
TTGAAAATAAACAGTCTCTTmTACAAAGCCTGTGTTAGAGCACAGAmACCTAGGCTTGAAGAnTGGAAGAAATA^^ 
CTAGAGTTCATATCGTGGAAGTATTGTGTAmCAGTGTGAAACTATGTTGAATTTGCAAATATAGTGTTATATmATAAAGm^ 
AATTGTATGTATAATCTGTAmGAAATCATmGGAATCTATGGAAATAGAGTAGGAATTGCTAmGT^ 



>ncrc2572.seq 
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GMGCACTGTCAGGGACAGGGGAGAGGTCMGGMGGCCnGnGAAMGTAGTCACTGGATCMGCMCMGGGGCAnGTTGACCCCAT^^ 
TGATATCCAGATTGAAnAAGATCAGAACC 

>ncrc2576.seq 

GCTACTCAGGAGGCTGAGGCACGAGAATTGCTTGGGCCTGGAAGGCGGAGGnGCAGTGAGCTAAGACCGTGCCACTGCATGCC^^ 

>ncrc2578.seq 

GNATCACGATmCTTCCTmAAGGnGATAnATTCTGTAGTACATATAGACCACATmGTTTAC^^ 
GTAATGCTGCTGTGAACATAGTGTACAAATATCTCTTnGAGACTCTGCimATmATT^ 

TTACTGCCATACTGTmCCACACTAGCTATACCACTTTATGTGCCTACAAACTGTGCACAAGGGTTCCAAmCTCCACATC^ 1 1 1 1 1 1 lAATAGTAGC 

CATCnAATGGGmGATGTGGTATCTAATTCTGGTATTGAmGCAmCCCTAATGAnAGTGATATCAAGCATCT^ 

>ncrc2579.seq 

AACGTACAAATAAAATGACAGNnGAACATACTNAACCCACCCCAnCCTCCCCACACTCATCACCCnACCACGCTACTCCTACCW 
>ncrc2580.seq 

AAGTAACGGCAGAAAAGAnATATGTCATACNITNCAnGGGGAATAAGCATAACCCTGAGATTCnACTACTGATGAGAACATOTCT^ 

CTACCAAmAAAGnACGGAATCTACCATmAAAGTTAATTGCTTGTCAAGCTATAACCACAAAAATAATGM 

CirnACAAAAGCAGAATAAAAGCG 

>ncrc2581 .seq 

ATAAGGCAGAAGCTTCAGAAAGnCCGAGGANTTGCTAAAATCAGCTACTAGAATCTGCTGCCAGAGGGGACAAAGACGTGCACTCAACCTTCT^ 

TAAAATCAGCCCTTGATCCCAnTCTGGGCAAmAGACAGTGAAACTGACmGmACCTGCTTGCAGGCATAnAGAACAGACGAT CCATG C^^ 

AGCTTTCCTGTAAmAAAGTGCTmATGAAAATAmGTAATTAAnATATATAGnGGAAATAGCAGTAAGCmC^ 

>i!icrc2583.seq 

gI2jgccctgaagnagggagagcgagnagagantntggagacgcacagatccccccaaggtctcccaagcctaccgtgccacaga™ttgtacagagccc 

ASfiAAACGAACAGTAGnGAACATGGACGAAGGAAnCCTCAmGCAAGAGAGACAGnACTGGAACAT^^^ 
AjjgGGAGCATGAAACGAGACGACACCAAGGATACCTACAAATOCCGCACAGATTAATAGAAAAGA^ 

>fpfc2584.seq 

aIP\tgcaaggcttatgatgctacccagcttgtgaaatcctatccaggatctcaggtggagatactaattgatgm 

tm^ttcatagctgcctgtacagaaaagaaaatccccgttgttmcgattgcaagagggnatgatgatagct^ 

a^tacgtgaatgcatgaaaaaactccaaataagagaatctcttcagganataaaagttgtaaaatgcaacctgtattgc^^^ 

>|jyc2585.seq 

CSCACGCCCCCCGTGGCGGCGACGACCCAnCGAACGTCTGCCCTATGAACTnCGATGGTAGTCGCGGTGCCTACCATGGTGACGACGGGTGACGGGGA^ 
Qia^GAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCG^ 

>IM:2586.seq 

(^llJCGCGGTGGCGCGTGTCTGTAGTCCTCCTTGGCTTCCCAATGTCCTGGGATOCAGGTGTGAG^^^ 
ApCAGCCCATAATCCTAGTAGCCnGATAACTCnAmAACAmAAAmAAAATGAAATAATAT^ 

>ii^ik}2587.SGq 

ApTGNCnCGGAAACTTAATAATATGAATGNTTmCAGGATAAATmAA 
Al§ft?rAATTGCTCC 

>ncrc2588.seq 

ACCCCTACCATGAGCCCTACAAACAACTAACCTGCCACTAATAGnATGTCATCCCTCTOnAATCATCATCCTAGCCCTAAGTCTGGC 

>ncrc2590.seq 

AACNATACnAnCCCAANAAAAAAAANGGAAGAATTNmGGCGGGNTCnCTTCAGATTCAGCAmGTTCTnAC 
mGTTGGGCAAGGNGGAAAAATTAAATTGTAGGTATTTTGTATATGTGAGATGmAAATAAATTGTGAAAAA^ 

>ncrc2591.seq 

AGAGAGTGTCTATGTAACATGTAGGGGAGAGNTGTCTTGGTGGTATnGATTGGTGCTGTAAGAGAATGACAAAAATAnCATGTATAGCGAAnGATO^ 
GTTGGTGAGAAAAACAAAGAAAGAAAGAGTTTnGGAATTATAAATAAATGGTAAAGAGG 

>ncrc2592.seq 

CATTCCGCGTnmATACATATATTmTTGnAAATATnAAGGTTAGGAAAGNCTGAGAAnATGCATCAmGTCAGAGAAGnGAGAGAGT^^ 

TTAATGAmCTCTAnGGCATGGNGAGGCAAGGCAGGTTAATTGANGAGGATAATGTGTAATGGAATGmCAGAAAAmTGnGmnAGTCT^^^^ 

GGTGTGTATACCGTAmcnAGATnCAGGnAAGTTGTTGAGAAAGGGGATmAGTGAATAAATn™mCGATGAAAATCCTT^ 

TGTCTGTATATGAATATGGAGAGTOGGATnGGCAAGATGTATGTATTTTGTGTTATTTGNAGAAAAAGGTAAAGTAAAAAGG^ 

TGTT 

>ncrc2593.seq 

CNNATTGCGGGTGTTTCTTCTCAAACANTGGATGTGACAAAACTATGAGAGCNGACAACANTGNNGACNGGTAGCTGGNAGGTAGGCTATGTTACCATGAAGGGTGCC^^ 

TATAmGTGTATGTAGATGTAACTACTTnGTAGAATAGAGGACTGTAACTAGTAmAGGTTGTACAGGATTGAAAmAGTrGm 

ATATAGATCTACATAAAAACTGCTACATGACAAAAACCACACCTAAAGAAATmAAGAATnGGGACAGnACCTCAGmGTGT^^ 

ATCCnGTrCACTGAAGTCTnCAATTGAGCTGGTTGAATACTCTGAAAAATGCTCAGnCTAACTAATGAAATGGAmCC^^^ 

TGCATATGTTTCTGTGC 



>ncrc2595.seq 
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ATGGAAACTGGGGATTACTGAGGmmGCCCAAGGTAACACAGATGGTAGATTCTGGAGCCAGAGTTGGAAACTGGGT^^ 

GGTCCAnAGGGCTCTCTCTTTTCATCCGmGTAAAAGAGAAGTmCACmcnCTCAAACCATT^ 

TTAAAAAGGAGAAAGAACAAGAAAGCAGGACACCAmCCTACCmGGTATTCTCCAAATAGnGGCAC^^ 

>ncrc2596.seq 

AGGATGGGCAAGTGTCGTGGACnCGTACTGCTAGGAAGCTCCGTAGTCACCGACGAGACCAGAAGTGGCATGATAAACAGTATAAGAAAGCTCAm^ 
AACCCTmGGAGGTGCTTCTCATGCAAAAGGAATCGTGCTGGAAAAAGTAGGAGTTGAAGCCAAACAGCCAAATTCTGCCATTAGGAAGTG 
GCAAGAAAATCACAGCCmGTACCCAATGACGGnGCnGAACTnAnGAGGAAAATGATGAAGnCTGGnGCTGGATnG 
GTCCGCTTTAANGGTGNCAAAGTAGCC 

>ncrc2600.seq 

CCTCTCCCTGACAGANGATGTAAnCnCAAirrTTCAATCnAAAATTnTAAAnTTATAnTGTAAATACAGTACAGATm^ 
AATTGGCATTGCGAAAGACnGAAAACTAATGAGTAAAGTCTGCTGAATG 

>ncrc2601.seq 

ATGAAAAATCTCTHNCTACIGGTAGAAGCATATAGTAGGATATAGTCAAAGCGAAmAGCATAAAAATACATACACmATAT^^ 

TATAACTACATAmCTGAAACGmCTAAAAATAATCATAAAATGAnACAGATATGCAAAAACAGnATAGAGCTATGT^^^ 

GCTTAAAAACATOTAATGCTTCAnATAGCAGAATACACArnGTCAnAAAAGAGATATAGAGCAGAAmCTCAGAGnCAGC^ 

>ncrc2603.seq 

GATCGATGATGAGANTAATTGTGTGAGGATGCTGAGGGACTCATTCCAGATGTCAATCTGAGGTGCAGATGTGTGGCCCTCCAATAGGACAAATAAGACTC^ 
TTGGGGATCCCTCAGTGACAACATAGTACCTGTGTGAGCGTGCCnTTCTATCTCTCCGAAGAGGGCATOGCATCCTGTCnATGAGTCAGTATGCACm^ 
AAGACTCACmATmGnCATmGAGCAGAGAATTGTAGATAGATACATATATGGGAAATATG^ 

>ncrc2607.seq 

GAACAGAATCTGACAGTGATGAATNAGTACCAGAGCTTGAAGAAGAGGATTCCACCCAGGGAAGGACACAAGAAGGCCAGGTGGCGGCAGCAGCT 
dSAAGCAAAACAGAGTCGGAGTGAAAAGAAGGCACGGAAGGCTATGTCCAAACTGGGTCTTCGGC^ 
TiSTCATCACAAAACCAGATGTCTACAAGAGCCCTGCnCAGATACnACATAGTTTmGGGGAAGCCAAGATCGM 
(|gAGnCAAGGTGAAGCTGTCTCAAACATTCAAGAAAACACACAGACTCCAACTGTACAA^^ 

>fp:2609.seq 

y^pCAAGAAAGGCAAGGACGCTGGCACAGACTGTATAGACAGTGATTGTCCTAmAAAATAGAATTTrAAGG^ 
y^GATCTGGAGGCATTGCTATCCCAmGTGGACAGAmCATATGAAGnGTTnGCGGTG™^ 
C^ICTAGCAGACmACAATAAAATGTCAATATGAAGGACTGTAATTCCTAGCAGmATTGAGM 
TifAAAGAAATCGATACGTAATAGCAGAnGTmATATTCATTCCAm 

y 

>ncrc2611.seq 

d^TGAGCATCACAAAAATGCAAATTTAAATnCAATCTGGATGGAAAGTOTAAAAnCACTGCAAGTAATGG^^^ 
d^CTGGAGTnGCAACTAGCCTGGGCAACATGGTGAAAGCnGTCTGTACTAAAAATACAAAAATTAGCa^ 

QlJiGGAGAATCGCTTGAACCTAGGAGGCAGAGGnGCAGTGAGCTGAGATCGTGCCATCGCACTCCAGCCTGGGTGACGAGAGCAAAGCTCTGTCTGA^ 
A^AGAAAAG 

>l^fc2612.seq 

/^ATAAATGACCTmACnGChrrTGTATCTTATACTAAAGGCTnAGAAA 

^SAAAATGCACAAmGTAGGGGmGGATGAAGCAGCTGTAACTGCCCTAGTGTAGTTTGACCAGGACAnGTCGTGCTC^^^ 

TidmAGCCATCCGGTGTTGGAmAAGAGGACGGTGCTTCmCTAnAAAGTGCTCCATCCCCTACCATCTACACA™^ 

CAGTCGCAAAGCAGGGAATGGTTCAnTACTCnAATCmATGCCCTGGAGAAGACCTACnGAACAGGGCATATT^ 

>ncrc2613.seq 

CGGCNNTTTATTGGCGGGGAGATTNNTAAAATAnCGAGGGTnGGGAGTCACAGACCCTCCCCTCTCCTCAGTGCACmAGCATnGGACGG 
TAAATGGTGTGATTGCGTGGAT 

>ncrc2617.seq 

TCCGGCTNTOTTGGCCGGGGCTAAGAGTCAGGAGGAGGAGATGAAGTCAGGAATACAGAAAAGTAGTTAATGGAAGATGATAAAnCAGCTTGGGACATGCTGAGCn^ 

CTGGGACATGGAGAnCAGATATCATGTGCTGTOGAATGAAAAACTGAAGCCGAGAAATGAGCACAGATACATGCACTTGAlTTTGTAAnGAA^ 

AAACAGGAAAAAGTAAGAAAAAGAAGAGTAGGGAAAAGAATGCAAAGGGTCTAACCmGCATATGAAAGATGTTTGCAGAGAAAAA^ 

AAAAGGTCCGTCGAGGAAAAGTCAAGTAAGACAAGGACTAGCAGGTAGAAAGCAGmCAGCAGTGTGGAGTTAAAGGTCAAAnGCCGGGGATTAAGA 

TTAGTGGTTAAGAGCTCTGGAGTTG 

>ncrc2618.seq 

AACCNCTGGTCTGAGAGTTGnmGnCTATGTAACAGTAnGCCACAAAACTATAGGCAAATCGTGnTGCAGGGAGATnCTGATGCCTCTGTGGGTGTGTGTAAG 
CACAmAAGAAGGCCAAGCmGTAGTGGTTGCACAAGTCACACTGATATGCTGATTTGCTCTTTCTCATTGTATGTCTATGCmGTCATCAGTGCT^^ 
GTAGATTGTATGAAGATACGGAGAAATGGCTATGATTTAGGnAGCAATGTAncmGTGAnTGGGGTmGCnCTGTCTGTCTGTnATTGGAM 
TCCTAATTCTAATAACTCCTTAGCTAAGTTTTATTATTCAGGCAATAAACAT 

>ncrc2619.seq 

ANACATGGCTCTGnACGAAAAATTAATCGGTGCTGCTGnCCTTCTGATCGTGACCCTCTGTGTGATTCTGTATAAGAAAGTTCATAAGGGGACTGTGCCCAAG 

TGAATCCGAGAGTCCTGAAGAACTGGAAGAAGAGATTCCTGTGGNGATTTGTGCTGAGAGGGAGGATGAGTGCCACTATGGCTGCCATCAATAGCATCTACAGCAACACTGACGCCA 

ACATCnGnCTATGTAGTGGGAGTCCGGAATACTCTGAGTCGAATACGAAAATGGATTGAACATTGCAAACTGAGAGAAATAAACmAAA^ 

AAGGGAAGATCAGACCAGACTCATCGAGGCCTGAAnGCTCCAGCCTCTGAACnTGTTCGATmATCTCCCTCTACTTATCCAG 

GTAATTGTACAAGG 

>ncrc2620.seq 

TGGCNGGGAAAGAANAAmGGTATAATTCTGGTGGGTGAnATTTmATACTGTATGTGCCAAAGCmACTACTGTGG^ 
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>ncrc2621.seq 

GAAGNCTCGGCAATTATTGGCCGGGGGGGAGGnGGCTGGCTCTTATTNAGTGTCTGNCCTCAGGnCATTCTAATGA^^^ 

GGGAGTGTCTGAGGGCAGCCCTACCCAGGCCACAAGGCCACCAAnACTGAGTCACAGCTCCAGGGGAGCTTAAGTGACCTCC^ 

CGTTCACCACCGCCTCCTCCTCGTCCAGTCCTGGCCTTCACCCGAAAGCCCCTATGGTTGACCmGCTACTGGnGGG^ 

CCTGTGGmGGGAGGGCTTnCAGAGCAAGCTCACAAAGNGGGCAAAATTCCAACCmGGCTGAATC^ 

GTNGTTCCTCCCTTAAGATAT 

>ncrc2622.seq 

CGAANTCTTAAGNCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAG^^ 
GCCCCGGGTTCCTCCCGGGGCTACNCCTGTCTGAGCGTCGCnGCCGATCAATCGCCCCT 

>ncrc2625.seq 

GAAACAAmGGAGAAGATAGAAGnTGAAGTGGAAAACTGGAAGTACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGG 

>ncrc2627.seq 

AnGGCCGGGANGGTCGGAGCATCAGAACAAGACGTCTAGACTCCTTGGGACCGTGAGnCCTAGAGCnGGCTGGGTCTAGGCTGnCTGTGCCTCCAAGGACTGTCTGGm^ 

CnGTAnGGCCACCAACTGTAGATGTATATATGGTGCCCTTCTGATGCTAAGACTCCAGACCmTGnmGCmGNAnnCTGATmATACC 

AAAATAAACATCAGAGTAACG 

>ncrc2628.seq 

ACGGCCGGGCAnACAGCTGTGnTTACTnTGGACAGAATTmATnGTATAGAGTGCTTACTAATGTTAAA 
AGGGTAAGGAGTTTAAAGGAAATAAGTATTCAAACTGGG 

>ncrc2631.seq 

CAmcnmAAAGTAAGGAACAAAGGTGTAATGCCAGCACmGGGGAGGCTGAGGCAGGCGGGTCACGAGGTCGGGAGTTCGGGACCAGCCTGGCGAA^^^ 

TCTCTACTGAAAGTACAAAGGTOGCCAGGGGTGGTGGCGGGTGCCTGTGGTCCCAGCTACnGGGAGGGTGAGGCGGGAGAGnGCTO 

AlliCGAGGTCCTGGCAnGCGCTCCAGCGTGGGTGACAGAGCAAGACTCCAACTTT 

>iS;2632.seq 

aM^ctaacaaacagaaaggaatagcatcaacatcaactaaaaggatatccacaccaaaaccccatctctaggtcaccaacatc^ 
(sllgaaaccagagcagaaaagctgaaaattctaaagaccagaggagctcttctcctacaaaggan 
gclbacggaagtaggcncagaaggtcggtagtaacaaacnctccgagcgaaaggagcatgttcaaacccatctcaaggaaggtaa^ 
af^agaataaacagtgtaggagaacaccttaaatgacctgttggaactgagaactgtgggacgagagctttgt^^ 

>ji^2633.seq 

A|GGANNGGGAmcmGTAGTTCCA™TTAAACCCTCCTTGAATTAACCnAGTGGAGTATGCCATGmCCTGCTGGG 
>rfe2635.seq 

AlllBTAAmCCTATGTTmAACnAATAGTmGCGCATAAATACCAAAAGGAATA^^ 

cSaGGATGCTTTTTACCTTTCTGATTTCII I II 1 ICTGAmGTTrrnCTTGTGTAATTGCAGCmGGCmACAGATAAAGTAATAAAGAAGAGCCAGTGTO 

Cf^tGGmCAAGTCAGGCTCCATGCGGCTAGGAAAGGACGCCCTTGTCTTCACCAAGAATGGGGGTACTCTCACTGTTGGA 

CyGCAGTTATTGTACCAAnGTTCCATTC 

i : 

>Eir£2638.seq 

ATOCTGGACTAGCAAAGGAAAATTGCACTAnGCACATCATAnCTAnGmACTATAAAAATI^TGTGATA^^ 

CAACCCCmGTAATGGmGGGGGCAGACTCnAAATATAnGTGAGTTnCTAmCACTAATCATGAGAAAAACTGTO 

CTCmGCTGGAGTCTCCAGATGTTAATnACTnCTGCACCCCAATTGGGAATGCAATAnGGATGAAAAGAGAGGTT^^ 

CTGCCGATCTAATOCAGCCmnmGTATGCCTmGGGCAnCTCCTCATGCnAGAAAGnCCAAATGmATA^ 

GC 

>ncrc2639.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCm 
TATAGTCAATAGGTOCTAAGATATTGCmGCGTTAAGnTnAACGTAATmAATAGCnAAGATTTTAAGAGAAM 

AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCncnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAA 
ATGCTmAGATTAAAATGAAGGTGACTTAAACAGCnAAAGmAGmAAAAGnGTAGGTGAnAAAATAAm 

>ncrc2641 .seq 

AGTGAGCGGAAGTAGGAGCTCTCAGAGGCTAAGAAGGTGGAGACCGGAGAAGCTGTGAGGTTCmAGCGTCACCTCCCTCACTGGGCAGCATGGGGGAGAAGTCAGAGAACTGTG 
GGGTTCCAGAGGATCTGnAAATGGTnGAAGGTTACAGATAGTCAGGAAGCCGAGTGTGCTTGGCCCTCCAGTTCCTGATCCCAAAAATCAGCATTCCCAG 
ATGATGAGGCCCATCTGCAGGAGGACCAGGGAGAAGAGGAGTGTmCATGACTGCAGTGCCTCAmGAGGAGGAGCCAGGAGCGGACAAGGTrGAGAACAAATCTM^ 
TGAAnCCTCTGAACTAGATGAAGAATACCTAATAGAACTGGAAAAAACATGTCG 

>ncrc2643.seq 

TACGAGGGTTCnGGGAATAGCAGGATTCTGCCTGATCAATGCAGGAGTCCTGTACCTCTACnCAGGAAnACCTACAGATTGATGAGGAAGAATATGGTGGGACGTGGGAGCTCAC 
GAAGGAAGGGmATGACCTCmTGCCTTGTTCATGGTCAmGGATCATCTTTTACACTGCGATCCA™TGACTGATGGTGTACAGCTCCCAAGTGCT^ 
ACCGTCTTGATTACAGCACAGGAACTTGATGGnGGGGAACGCGAGGCCCTTGGAACTTGGAAGACCCGTGmCCTGGACCGGGAATCAGTGTGnGGGGATGAGTGT^ 
GGGnGTGACCTGAAACTTmAAAAACCAGCCACCmGGGGAAGCAmCTGAAnTATCCATCACCAACCAm 

>ncrc2644.seq 

AGGGAACGTGAGCTGGGTTTAGACCGTCGTGAGACAGGTTAGTTTTACCCTACTGATGATGTGnGTTGCCI 1 1 1 1 1 1 H lATnATTACCATTATATATTATATTATATT ATATA nnTG 
GCnNCnATAACTTTGGAGGAAAGTCAAATCnGGTATTATTAAAATNGTTnAAAAAGGAGTAAATmCCAG^ 

TTACTGGGGAATAACGTGCCAGCTATCATCAACACAATGATmGTACATAGGGTAGGGAAGCAGTGATGCTCTCAATGGGAAGATGTGCAACACAAATTAAG 
TTACCTACTTCAGCAATGGAACTGCAACTTGGGGCTTTGNGAATAAAAmAGCTGCCTTGTATAGTCemGAAAGAATATGT^^^ 
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^ncrc2645 S6C| 

GCTTmCGNANCGGGTNTGCCGCCAGGMCACAGGTGTNGGGAAMCTACCCCTAAMGCCAAM^ 
CGGGCAAGTCCACCACTACTGGCCGTCTGATCTATAAATGCGGTGGCATCGACAAAAGAACCAnGAAAAATnGAGAAGGA 
CCTGGGTCnGGATAAACTGAAAGCTGAGCGTGAACGTGGGATCACCATTGATATCTCCnGTGGAAAmGAGA 
AGACmATCAAAAACATGAnACAGGGACATCTCAGGCTGACTGTGCTGTCCTGATTGTTGCTGCT^^^ 

>ncrc2647.seq 

ACCAATAAATATGCATATGATCmAA™nGAAGAAAATAAAGTGAGGACnAAAACAAnCATGAAAGTG^^ 
TTTGTTmAGGAGGAGATGnAAAGTAACCCATCnGCAGGACGACATTGAAGAnGGTCnCTGTTGATCTAAGATGATOm^ 
GTCCAACTGTATATAGCTGCCAATTAGTnTCTTTGTTmACTnGTCCmGCTATCTGTGm 
CAAATAAATGCTTCCTTATGTG 

>ncrc2648.seq 

ACAGTATGTATATmACAATTmAAAATTGGAAAAAGTAAAATTAATOCTCTAAG 

>ncrc2649.seq 

GTCCTCCAAGAAmGGGGCGCGGANTGGAGTACCnGCGTGCAGTOTGTCGGCGTCGGTAGTGTCTGTCAmCGCGGTTCTOGAAGAGTACTTGAGCTCCA^^ 
TGAAGnGCTGGACGCGTAGCTGCTGTATATACTGCTGACCGGGGCGGTGAAGnCGGTTACTGTCTCCTCGTGGGGACCTTCCCCnCAACTCmTCT^ 
TGTGGGGAGmCATCCTAGGGGTnGCCTGAGAATACAGATCAACCCACAGAACAAAGCGGATnCCAAGGGATCTCGGCAGAGGGAGCCnTG^^^ 
ATCCTGCACCTTGnGTCATGAACTnGTTGGCTGACTGAnCTCAmACTTAAITGAGGAGTAGGAGACTAAAAGM 

>ncrc2650.seq 

GGCCCGGGGAAANTTGAANCCCTAGTAACCTGTTAATCACCCmAAAAAGTAAGAGCmTTGGGAAnATATAnCCnAAAATATACATG 

CTATAGAAAAAGGAmTGGATGCATGAATGGTCATGCmGGAGATGAAATAnGGnGAATGCCTATGTATGTGAGGGCCTGTGCTGAGCCATGAGG^^ 

AJCTTGTTTAGGAAATGGATGTATAAAAAAATCAAGTGCAATAAAGTGTGTGTCCAAAAGGTG 

>|®:2654.seq 

ApATnGGANTAGCTTGTNNTTCTCTACTCmCAAATAACACCTGAAGCAAGAATGACCAATANWCTGATAATTGGCACTGGATCACA^ 
TffATCAAATAAAGmTATmCCCCmAAAATGTAnTCmAGAGGCATTACTnTTAAAAATA^ 

Ai«fbATTCGTGATTTnGAAnAGGAAAAGTAAAATCCAAAATGnAGCAAAACAAAGTGCAATATTAAATGTTTGCT^^ Mini 
ClflTTmATTTTGGTGCTGAATATGTCCnGTAGGCTCTGm 

>iv3c2655.seq 

AffCCCTGCAGGCCAACGTGCAGCGGCTGAAGGAGTACCGCTCCAAACTCATCCTCTTCCCCAGGAAGCCCTCGGCCCCCAAGAAGGGAGACAGnCTGCTGAAGAACTGAM 
qiJACCCAGCTGAGCGGACCGGTCATGCCCGTCCGGAACGTGTATAAGAAGGAGAAAGCTCGAGTCATCACTGAGGAAGAGAAGAATnCAM 
CGTGCCAACGCCCGGCTCTTCGGCATACGGGCAAAAAGAGCCAAGGAAGCCGCAGAACAGGATGTTGAAAAGAAAAAATAAAGCCCTCCTGGGG 
TpJTGGGTCTCCACGTGGNGTGmCGTGGGAACAACTGGGCCTGGGATGGGGCTTCACTGCTGTGACTTCCTCCTG^ 

RJ 

>(tp^656.seq 

dj^GAGACAGCATAGGCCTGTGAAGCCTGACAAACTTGAAnCAGATATTGnTCAACAGnCATATCTGTGTCCnGATGACTTC 
>!^AATTGCTACmACATGGTTGnAGAGATAACGAGTATGAAGTACCTCACACTGAGCCTGTATATAGn 
QTfGCTCTGnATACTGATCTCCAAATGGGGCTAAAACAAmGCATAATCTGATTCCTCTATCTGTCCATGCGW 
T|^nAAATATATATCAGAAAAGTTTGCCTATC™™TTCCTAATCTTCTGAAAAA^ 

^ncrE5657 seq 

TCTCGNCTNmATGGAGCGGGTCCTCTCTGCCCGTAAAACAGTAAATATGATCATGTTATTCTCCTACnACATGCC 

ACCCTACGTGATCTGGTCCTGCGTGCTCTGTAAGTGGCAAGTCCCAGGGCCTCnCGTGCAGGCTGnCAAGGGGGTCTCATAACCTACCAGTCGGAGTOGACTO 

AACCAAGCTGCmGAGTTGGGTCnCAGATGAACTGGGAATCAACATAmGGGATGGATCTGTAGGGTGCAT™^ 

AAGTOCCAGGAGAAAATTGAGGTATTAAGGGATCTGCGCATATAGTmCAAAAATCAATTAAACAAAAAGCCTGT^^ 

ATTATATCATATATCTACATGT 

>ncrc2659.seq 

CTCAGCAmGGGGACGCTCTCAGGTCTCGGCGCACGGCCCAGCnCCTTCAAAATGTCTACTGTTCACGAAATGCTGTGCAAGCTCAGCTTGGAGGGTGATCACTCT^^ 
GTGCATATGGGTCTGTCAAAGCCTATACTAACmGATGCTGAGCGGGATGCTnGAACAnGAAACAGCCATCAAGACCAAAGGTGTGGATGAGGTCACCATTGTCA^ 
AACCGCAGCAATGCACAGGAGAGAGGATAnGCCnCGCGTACCAGAGAAGGACCAAAAAGGAACnGCATCAGCAGTGAAGTCAGGCTTATCTGGCCACCTGGAGA^ 
GGGCCTArrGAAGACACCTGCTCAGTATGACGCTTCTGAGCTAAAAGCTTCCATGAAGGGGCTGGGAACCGACGAGGACTCTCTCA^^ 

>ncrc2661.seq 

CACGGTGGCTCACGCCTGTGATCGCAGCACTTTGGGAGGCAGAGGCGGGTGGATCACGAGGTCAGGAGATTGAGACCATCCTGGCTAACACGGTGAAAGCCCGTCTCTACTTAAAA 

TACAAAAAATGAGCCAGGCGTGGTGGCGAGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGACAGGAGAATGGCGTGAACCCAGGAGGCGGAGCnGCAGTGAGCCGA^^ 

GCCACTGCACTCCAGCCTGGACAGAGCGAGAGTCCGTCTCAAAAAACAAACAANC 

>ncrc2662.seq 

GAAAACACmGTATGCAGnGATAAGAGGAAmGGTATAATTATGGTGGGTGATOTTTmATACT^^ 
TTACAnAC 

>ncrc2663.seq 

AGATGGAmGTATCAATACCAAATAGCTTCTGTTTTGTmGCTGAAGGCTAAAnCACAGCGCTATGCAATTCnAAT^ 
AAGCnCCCCACCCCAGTmTGnGCTTGAAAATAnGTTGTCCCGGATTTnGTTAATAnCATTmGnATCCTTTm 



>ncrc2665.seq 
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GAAAmCGGCNNTTTATGGCCCGGGGCmCCMCnGGACGCTGCAGMTGGCTCCCGCAMGMGGGTGGCGAG^ 
CGAGAATACACCATCAACAnCACAAGCGCATCCATGGAGTGGGCnCAAGAAGCGTGCACCTCGGGCACTCAAAGAGATO^ 
GTGCGCAITGACACCAGGCTCAACAAAGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGT^^^ 
AAGCTATATACmGGTOCCTATGTACCTGnACCACmCAAAAATCTACAGACAGTCAATGTGGGATGAGAACT 

>ncrc2666.seq 

AGTAGGAnGCATCTGAAAGGGGTTAGTGGACCTGTATGCGGATTCAGATCAACTGGTGnGGAAGTOTGT^G^^ 
AACATACTTGGAnGGATCAGTGnGnTGTCACAAAAAAGGCAACnGTTCmGAGAAGCCTCATrr^ 
TATAAAGATTAAATTCTCATCAGAGAGGGAGTGAGTGATACATOTGTTCTTTGCTGAAAGACCATGTGTCTCGGAGGCTGAAGCA^ 
GGGTnCCTCAnGnCCCTGATATAATTCAGmAAGAGnGGTGACAGAAGCAGATGCCCTATAnCATGGGATGnCCATCTC^^ 

>ncrc2667.seq 

CAGGCATGCTCATAAGGAAAGGnAAAAAAAGTAAAAGGAACTCGGCAAATCnACCCCGCCTGmACCAAAAACATC^^ 
GTGAC 

>ncrc2668.seq 

CNGimGCAGACGCNCCGCCGAGGAAAACCGTGTACTAnAGCCATGGTCAACCCCACCGTGTTCTTCGACAnGCCGTCGACGGNGAGCCCTTGGGCCGCGT^^^ 
mGCAGACAAGGTCCCAAAGACAGCAGAAAATmCGTGCTCTGAGCACTGGAGAGAAAGGATTTGGnATAAGGGnCCTGCTTTCA 
TGGTGACnCACACGCCATAATGGCACTGGTGGCAAGTCCATCTATGGGGAGAAAmGAAGATGAGAACnCATCCTAAAG 
GGACCCAACACAAATGGTTCCCAGTTTTTCATCTGCACTGCCAAGACT 

>ncrc2669.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTmCTCmGAAAGATAGA 
TATAGTCAATAGGTTACTAAGATATTGCnAGCGnAAGTTnTAACGTAATmAATAGCTTAAGATTnA^ 

>te2670.seq 

AteTGTACmCTTCAATGCCGGCACTCTTCTAACNCTnATATGTATOGCTCATCAGACTCAGCCTGATAATAT^ 

GyATAGAAAAGTAATCTGCCnAGGTCATTCAACTGATAAAGGATAGAGTTGGGAmGAATGAGGGCACTCTGGTTTGAGCTTGTA^^ 

TfSrCTnCTCTCACCCTAATTCAACCTATTGCCAAGTATTGTACATTCTCCATGCTTAAAA 

TigjGGAGGCCAAGGCAGGAGGACTGCnGGGCCGGGAGnTGAGACCAGCCTGGACAACGGAGTGAGAnCATC^^ 
>flfc2671.seq 

Cifti<3AGCCGAGAGGTGCAGACAAATGACnGAAAGAAGTGGTCAATAAATTGAnCCAGACAGCAnGGA^ 

TelTOGAAAAGTAAAAATGCTGAAGAAGCCCAAGTnGAATTGGGAAAGCTCATGGAGCnCATGGTGAAGGCAGTAGn^ 

itfMCGAGCTGATGGATATGAACCACCAGTCCAAGAATCTGmAA^^ 

>flcrc2673.seq 

CSCATAAAGAGAACCAATGACAAAAACCACATGAnATCTCAATAGATGCAGAAAAGGCOT^ 

M" >ATCTCAAGATAATAAGAGCTAmATGACAGACCCACAGCGAATATCATACTGAATGGGTAAAAGCTGGAAGCATTCCCm 
CTCCTAnCGACATAGTAnTGAAAGTTCTGGCCAGGGCAATCAGGCAAGAGATAAAAATAAAGGATAnC^^^ 
^5gAnGTATAmNAGAAAACCCTGTCGTCTCAGCCAAAATGTCCnAAGGTGATAAGCAACnCAGCAAAGCCT^^ 

>fflc2674.seq 

y^GGCAAAATAGAAAAGAATGATCTAAAAATTAmTGAAGAAGATAATACATATGAAAAAGAAAATAGATATA^ 
Q^TAnAAGATAmATAAATAAAAGGGAAAATmCTGGTTGTACGACmAnCTAG^ 

>ncrc2675.seq 

GACGTCAGAGGGAACCGGGCGGAGCGGCCAACATGGCGGAAGGGAGGAGACACAAGAAGCGGATCCAGGAAGnGGTGAACCATCTAAAGAAGAGAAGG 
TCGATTCAACTGTGCAACAAAGTCCAGCAATATGATGGGTCAGCGGGGnGAnATTmAnGCnCAAAAGCAGNGGACT^^ 
AGAGGAAGCTnAmACAACGAGGGAGTGTGTGGTTGACTACTGCAACAGGCTmAAAGAAGCAGnTmCACCGAGCCCTAAAA^^ 
AGAAAGGAAAAAGATAAAGGGAAAAGG 

>ncrc2676.seq 

TACGGTGGCTCACACCTGTAATCTCAGCACTnGGGAGGCCGAGGTGGGGGGATCACCTGAGGCNAGGANnCAAGACTAGCCTGGGCAATACAGT^ 

>ncrc2677.seq 

ACAACTCGGTGGCGGCCAGTGCGGAGAACCAGACTTCGCTCGTACTCGTGCGGCTCGGTTGGCTTTTGCTCGGCAACCATGTCTGACAAACGCGATATGGCTGAGATGGAGAAA^^ 
GATAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGT^ 
GCAGTGTACAnGGACAAGGAnGCCnGTTATmAGnCTmAGGTGmAACnTGTAAGATGCAAAGAGGTTGGATCAAGmAAATGACT^^^ 
CTACTGAGAACGAAGGCCGCGCCTGGCmCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACnGGATGnGGTGAAGGAAGA^ 

>ncrc2680.seq 

GATTGAAATTTCCCAAAATAATOTGGCTTCTGTCATCTCCAGAGATAATCTGGCTTGGmACCCCATAATCTAATTTCAGAAAAGAAAGCm 
AAAGCCTmCTCTCAAAGCGmATTGAGAAACTCAAATGAATATACnnTGAATTACTGTCATCAAAAGTGTACGGCTTCCT^ 
GAGnTCTnCGmAGnGCGTGGTnCATGTAAGGTGTGGTGmAGAAACAACATGTCAGAGmACAAAGAAATGAGAAAGAAGGCAATO 
GTnCTGTmCTAAAGGACAAAATACAGAGTGTGTGTGAmnAATTAGAATTCmCCCCTGGTGAGnGG^ 

>ncrc2681.seq 

GCmCTAACTCCGCTGCCGCCATGGCTCCTGTGAAAAAGCTTGTGGTGAAGGGGGGCAAAAAAAAGAAGCAAGTTCTGAAGTTCACTCTrGATTGCACCCAC 
ATCATGGATGCTGCCAATmGAGCAGTnTTGCAAGAAAGGATCAAAGTGAACGGAAAAGCTGGGAACCnGGTGGAGGGGTGGTGACCATCGAAAGGAGCAAG 
GTGACATCCGAGGTGCCTTTCTCGAAAAGGTATnGAAATATCTCAGCAAAAAATAmGAAGAAGAATAATCTACGTGACTGGn^ 
ATOCGmcnCCAGATTAACCAGGACGAAGAAGAGGGAGGAAGACGAGGATTAAAmCATnATCTGGAAAATmGTAT^^ 



>ncrc2682.seq 
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AGTTmATNAGACTTMGmMCTGCAGATGGGmAnGGTCACTACCTAnCAGGCCAAAAAMCTGCCT^^ 
GmAAAACCCACCGTGGCCTTGTGTCAACAAAAGTGTAGACGGACGGGGACTCTGGAGGGCAATOTTGnCAAGTG^^ 
CGATGGGGGTnGCACGCCACAGTCTCGATCATCAACATCTACAAAGAGGGAAATnGGCGATTCAGCAGGCGGGCAAGA^ 
CCCTCTCCTCAGAAGAGGTCTAAAnACAnATOTGGGCCAAGTAGGTGAAAGATGGGCGAGGCAAAATCATGCCAAAC^^ 

>ncrc2683.seq 

AAGATACGTCAmCTGTAnGGCAAAATGCCCTATTAAAGTGTAATTCnGAAmAGGTTGAAnGATGACl^ 
CGAATGTGCGTGAACACACGCACACGTGCAGGAGAATGTAGTGCCATAAGAACACTGGCACTTmAAAACmCCA^ 
CTCTCTACnACTGTGAGAAGnnCTACATTGTAAAAnAAAAGAnATAmAAAATACTOTTTAGGATGTTATO^ 
ATTATTAAAAGC 

>ncrc2685.seq 

CAGTTGGTCCTTAGTACTGCGGCCGTGTGGGTGAGTTGGCTGCCGGTGAGTTGGGTGCCGGTGGAGTCGTGnOGTCCTCAGAATCCCCGCGTAGCCGCTGCCTCCTCCT^ 

GCCATGTTTCmCCCGGTCTGAGTACGACAGGGGCGTGAATACnTnCTCCCGAAGGAAGATTAmCAAGTGGAATATGCCATTGAGGC^^^ 

GATCCAGACATCAGAGGGTGTGTGCGTAGCTGTGGAGAAGANAAmCTTCCCCACTGATGGAGCCCAGCAGCAnGAGAA^ 

GAGTG 

>ncrc2686.seq 

GTAGAATGAGGTATGCCTGTAnGCTCmCTGAAGTGGTGTGATATAAACCATCTCTAAGAAATGmCTACCCTAA AGATn CCCC 
ACAmAGATCCAACCAGCCTTGGATAGGAAATAmGAAAAAAGAAAnGCAnGGTACTGAACACGTACAGACCTTTT^ 
TACATAGCAmATAmGTAmGGTATOTAAGAAATCTAGAGATGAnTAAATOTACAGGAAGGTGTGCGTAGGnACCGTGCAM 
GATCCTCAGATGTCGGTGTGTGAGGGTTGAGGTTGCAGTCCTGGAACCCATCCGCCATGGATACTGAGGGATAGCTGACTGTGTGTmCACm 

>ncrc2687.seq 

CAGGATTAATAATTGTTCmTAAAAATAGTAATGTCCATGTATGTTGAATGAATGTAAACTACmCTGCTGCnCCACGAGnG 

A^ITGGCTAAnCTATTGTACnGTAATGTGmATAnATTCTACTAAGTATTACGTAAACCAATGATAAATGAATGTGAAAAG^^ 

^^CTTGATAAAGGCAAATTAAnGCTGAAGAAAATTGTAGTCAGTnAGGTGTGGGCAAGATGAGTA^ 

>pc2689.seq 

A/l^§TGmTATATAATATGnAAAAACATmGCnTCCTGGCTAA™mGATCCTm 

ATBGATAmGGTGGCTCTAmGTTCTGATATCTmGGTCTAAAnATGAGGTACCAAGAnGmCTnGm 

TtMTATAAAGAAnATATCCAAGGTAATATAAAAGCCAnACGTATGAACTC 

>l^2690.seq 

(I^CACTGTAGGCmAAAAGTCTAGAATTmACTCAGGAGGCTGAGACAGGAGAAnGm^ 
rip^GCAACAAGAGCTAAACTCCATGTC 

>nscc2691 .S6q 

d^fCTTmCCGGCTGGAACCATGGAGGGTGTAGAAGAGAAGAAGAAGGAGGnCCTGCTGTGCCAGAAACCCn^ 
GlSAGAAAGAAGmGCCCAAAAGATGCTTCGAAAGGCAAGGAGGAAGCTOTCTATGAAAAAGCAA^^ 
C^AGGATGGCAAGAAAAGGTGGCAACTTCTATGTACCTGCAGAACGCAAATTGGCGmGTCATCAG^^ 
Tf^nCGCCnCGTCAAATCnCAATGGAACCTnGTGAAGCTCAACAAGGCTTCGATTAACATGCTGAGGAm^ 

^|^^c2692 seq 

^J^TGTGTGAmAGAAACCTGAGTnACTCCTCAAATCGAATO 

TC^AGTCTAATGTCAAGAGGCACTTCmAnAATTACCAAATAGTCmGTGACCAAGGACTAACATT^ 
GATATTTTCAGGATAGGCTTTGTATACmTATTGGTTAmAGAATCCAGTGGTAnGmGTGGT^^ 

>ncrc2693.seq 

GnCAGCAAATCCGTCTTCCGCAAmCTGGNCTTCCACCAAATCCAGATCTTCCAGGAAAATCCACGTCnCCAGGAAATCCATGTCTTCCAA 

AGATCnCCAGCTAATCCATGTCnCCAGAAAAATCTGTGTCTTNCACCAAATCCAAGTCTTCCAGTAAATCTAGnCTTCCAGAAAAATG^^ 

AAAGAAATCCAGGTCTTCCAGTCAATCAGTGTCTTGC 

>ncrc2695.seq 

ACTCCAAGCACGTGAATOCTCCTTGGTATTGAGATAAGCAmCTGAAGATTCTTCTAmCTACAAGCCAGTAGCTCmGAACGGACTm 
TAATGAATAAACTGCTGAAAGAGTnGCCCTATTCCCAGGAATTAmCAGACACTGAAAGAATCTGTGACTTAGACGACnTCTTTCA^ 
GGATTnAATGTCCCCTTGGTAACAAGGACTTTTGAACTTAGTATCCTACATCATAGATAGTTnCTTTTCCTTGA^ 
AGGTGCCATTTTGCTTTmCnnGTCCAAnGTTCTACATGTAAAAATAACAATOTAAATGA^ 

>ncrc2696.seq 

AACAATACATTGAGCAGAGCCAGGCAGAAATmTNNTAACCGGTTTGATGCTGTGCNCTCCTGTAGGAGGCCTGGTGATGGCAmCAGAAGTACTCTGGTGAGACTGn^^ 
GAAAAGAGAAGGATCGAAAGGCACTCCATGAGCTAAAACTGGAAGAGTGGAAAGGCAGACTACAAGTTACTGAGCACCTCCCTGAGAAAATTGAAAGTAGm 
TGAGAATGATGCTAAGAAAATTGAAGCACTGCTAAAGCTTCCTAGAAACCCTTCAGTAATAGATAAACAAGACAAGGACTGAAAGTGGTCT^ 
GGAGCTGCCATGTCCGATGAATGCCAACAGACAGGCGAGTCTnGGTCAGCCTGCTGACAAAmAAGTGGTGGTAGCTGTGGTGGCAGTGGGnGC 

>ncrc2699.seq 

AGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCnGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGAAGCAATCACCAAAATGAAGACTGCmAAT^ 
GCATmGGGAATGGCCTGTGCnTCTCAACGGAAAAmGCATCGAAGAGTCAAAATAGAGGATTCTGAAGAAAATGGGGTCnTAAGTACAGGCCACGATAn^ 
GGCTACTTnATCCTGAnTAAAACGAnTGGAGnGAGGGCAGTAGTGAGTCATCCGAAGAAAATGGAGATGACAGnCAGAAGAGGAGGAGGNAAGAAGAGGAGACTTC^^ 
GGAGAAAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACmCTGGTAGAACACTGGGGTATGGAGAGGACGGCACGCCT^ 
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TGTMGMNGCCCTTMNTAMGMGGTMGAMCCTAGGACNNMGCCCCMGAnCAGCGTCnGmCTCCACGTGTCCTGC^^ 

AGCGTACCAAGAAAAATAAAGAAGAGGCTGCAGAATATGCTAAACnnGGCCAAGAGAATGAAGGAGGCT^^ 

CTCTGCGAGCTTCTAGTTCTAAGTCTGAATCCAGTCAGAAATAAGATTTTTTGAGTA^ 

>ncrc2701.seq 

GTTGCCCAGGCTGGAGTGCAAATGGCTTGATCTTGGTTCACTGCAACCTCTGCCTCCCAGGTTCAAGCA^ 

ACCATGCCCAGCTAAncnGTATTmAGTAGAGACGGAGmCTCCATGnGGCCAGACTGGTCTCAAACTCCTGACCTC^^ 

AnACAGnGCGAGCCACTGTGCGTGGCCAGAACTTTATAATAAGAGACnGAAGCTGGGTGTGACGGGGCACGCCTCTGGTCCCAACC^ 

>ncrc2702.seq 

CAATATAGCATATAAATATOTGCCCTCATTCCnCTCTTGTTAAAGGTAGAAGAATAAAATTGTGATTTnAT^ 

ATACTTmGAATGnCAGmCTATmGCnGAGGTAmTGTACATATGTGCCnGTGATTGCTGCTGCTTTAAAGGA 

ATTTTTTAATGAAGTAAACCTATATTCCTGAT 

>ncrc2704.seq 

TACGTCCGGTACCATAATOTCGCTATCCCCACCGGCGTGAAAGTAmAGCTGACTCGCCACACTCCACGGAAGCAATATGAAATGATCTGCTGC 
TCmCTTTTCACCGTAGGGGGCCTGACTGGCATTGTATTAGGAAACTCATCACTAGACATCGTACTACACGACAGGTAGTACGnGTAGCCCAC^ 
GCTGTATTTGCGATCATAGGAGGCnCAnCACTGATTTCCCCTATTCTCAGGCTACACGCTAGACCAAAGCTACGCGAAAATCCAmCACTATCA 
TCnCCCACAACACmCTCGGCCTATCCGGAATGCCCCGACGmCTCGGACTACCCCGATGCATACACGACATGAAAGATCCTATCATCTGTAGGCTCATO 

>ncrc2705.seq 

GTACCCAGAAATGGTGATATACmGmCTACTGAAAAATGTATTGTGCTTTGATACTAAAAATCTGTAAAATGnAGn^ 
TnCTGCTGGTGGATAAACATTAAAAnAATCATGTTCC 

>ncrc2708.seq 

AQgAGTAGGGTTGANNAGAGNCNCTAAGGAAANTOGAAGTACCTGTACTTmGCTCnGGAAATGAAATACTTGTTTCCTGCACCm 
C%TGAnCCnCAAAGCATGGGGAATAGnCATATGTnGTTAAATGAAAATCTTATGTAGCTATTrGTGTG^ 
dSATAimAAAGATGAATTGATTCAATGTGTACmCCAGmACTGTGTGGTTTTATCnC^^ 
TpTAATATATAATCCAGrnGGGATGATGAATAAAATnTTCTAATCTCnG 

>Kc2709.seq 

(M^JGGGAANCTCGGCNACmGGCCGGGCAGTAAAGGAGGTGGGGTAGAGAATTGAATCGTGGGCTATCTCTCCAGAGATGTGmACAGGTGTGTATAA^ 

Ajl^GAGGACACATGTGACTGTGCTGGTGGTOGAATOTGATCnGGATAAAATGAAACTGGATAGATAnCAAGTGAGGC 

AaAGCATTAGAGAAATCCCTCAGCnGGCCTAGAAAATGTCCCTCGATAAGAGAAACAGACGGATCTAGCTGACCAGCTG 

;s§iWCATC™GCAnGCAAGATAGATGGCTCTACCnGTGGTAGTCCAAGCTGGAG6GTGGTAAGTAGTCAGAGCAGCTA^^ 

TfeSCTTCCATAAnTATTTTAATT 

>fierc2711.seq 

^l/^™GAAGCNTGCCNAGAANNAGACCTGGTGAAAAAGTAAACCCNmCACCTACAAAAT^NACC 

>fK;ic2712.seq 

;iSGANAAACNAATNAACNTGACAAAGAAGTTGAGCTGAACATGTAACCNCTGCCCTACCCTG™CCTTGCnAGC^^ 
>iirc2713.seq 

dfmTCTTAAGAAGANGATGTCCGCCAGTATGnGTAAGAAAGCCCTTAAATAAAGAAGGTAAGAAAC 

GCACAAACGGCGGCGTATTGCTCTGAAGAAGCAGCGTACCAAGAAAAATAAAGAAGAGGCTGCAGAATATGCTAAACTTTTGGCCAAGA^^ 
GGAACAAATTGCGAAGAGACGCAGAGmCCTGTCTGCGAGCnCTACTTCTAAGTCTGAATCCAGTCAGAAATAAGAm 

>ncrc2715.seq 

CAGGGTGnGACCNnmAGCNNTTGAmCGCAATAGCTTGTGGATCAGTTGTACACCCAGACTTCCnCTGTGCCTAAnCCGTm 

TGmTTCTTAACACAGGTCCATGAAAGmGGCTTCCTGGmGATGTCTGTTGCGTGGGCTGGAAACCAGGGAGCAGCAACTATTGAGATGGm 

TTCATTGAGACAATTTmGTnATCCACAGTAATTlTrTGACACTGTGATCATGAAACTACCGTOGGAA^ 

>ncrc2716.seq 

GCTAAACCTAGCCCCAAACCCACTCCACCnACTACCAGACAACCmGCCAAACCATnACCCAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCM 
AGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACmGCAAG^^^ 
CCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGGTAGGAGGCGACAAACCTACCGAGCCTGGTGATAGC^^ 
CCAAGATAGAATCTTAGTTCAACnTAAATTTGGCCAGAGAACCCTCTAAATCGCTTGTAAAnTAACTGmGTGCAAAGAGGAAGAGCTC 

>ncrc2718.seq 

NATTGTACAGNCTTTGGGGTGTGATATGCTAmGTCmCCAAGGAGGGAGTCTTCAAAGAAAAAAAAAAAGACAAAGCAGCCTATACTCA 

GTTNGGNCAAGAGCTGGCACTGCTAGAGATGTTCTGCCTTTTGAGGCACAGCTCATGCCATCCATGNGAGCACAGAGTCTCATCAGCATTCACATCTTACCTGCTACTGGTCTCACAC 

TGNGGAAATGGGTAATAGAAACAGAAACATCAGNGACATTTTGGGCTCmTATTCAGAGGAATCAAAAGNGACAAAGANAAGCCAGGGTCAGCAGTAGGCAGT^^ 

GGATAGCATAGCTNnGGGGAAATTGTCAGCACAGAGGCAAAACCATGGTAmCCCGTGACTGCAGCAGGAGGTGTGCAGnGTGACTTTAGCCAAGAAGCATO 

>ncrc2719.seq 

AANGTAACGNGNCCANANTNANGANCTANGAANACNAGCNAGGCNGAAGTGCACATGAGAGACANANNGTACGNGNTCTCAACCAAGAACCANCCAGATGACATGTTnTCTGTGTG 
GCAACCTGCGCnAAATTGTCAGATCnAACTATCnGTGTnGCTGTGCTTGCAGCCATAAGCTNNCCTCCmmGC™TCCCCTGGCTGmGTAG 
AGAAAAnGGGTmCTnACTATACCTGCAAAATTACCAAGGGnACCCGAATATTGTCTAGAGGAATOAAAAGAACnATTCTCAGH 
TGGAAAGlTGGCCAAGmGGTGACGTAnmGAGTGnGGGTATGCCTTTGTAAmGTOCATATACCnCTGAGACGTTGAGATAATGAATGG 



>ncrc2720.seq 
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CNCCCCCCGGGMTCTCGGCNTCmGGCCGGGGNAGTTMTCACCCACCTAGGGCNTGATTMCAMGCMCOT^ 

AGCnGCnAGATGnCCAAAnTAGAAAGCTTAAGGCGGCCTACAGAAAAAGGAAAAAAGGCCACAAAAOnCCCTCTCACmCAGTA^ 

TAAAATGAAATAAAAGAAACAAATGAAATAAATATTGGTGTTGTGCAGCAnAAAAAAAATCAAAATAA^ 

^ncrc2724 S6C| 

GATGACCAGAmGATCTCAGCCTGATGACCCTACAGGTGGTGCTATGATATGGAGTGCTCATGGGTAAAGCAG^^^ 
GCATTTCATGITTAACCTCCGG 

>ncrc2725.seq 

CAAAGAGTGAAGATGCAGGTGGTGCTGAAGGAGAAACACCTCATATGGTTCTCAGGCCCCATGTGnCATGGCTGAAG 
AGGCATTATCATGAATCCCATGCmCCGATGAGACCAATATATGGAATGGTAAGCCAGTAGATGGACTGAGTACTnGC GGAAT GGGACAmG 
GATGCTAAGTCCATTGAGTCCAGCATCTCCAGCTCGCAGAATTACTGAAGmGGGGTAnCCTTCCCCCAnGATACTGTTrnACT^^ 
TAAGGAnCTCAGTACTGGCGTmACCAATGATATAAAAGATGCAGGGTACCCCAAACCAATmCAA^^ 

>ncrc2727.seq 

CAGATGACTGGCCTTTAGAGTAAGAGTAAAAGGAGGTGAGAGTAGAAGGATGTCAGATCATGTAGGAnTGTAGGCCCCTTTGAGAACTTTAGATT™ 
AACCACTGGAGTTCTGAGGCAAAGAACATATAAmGGmAGTTTCTAAAGCAATTGCTCTGAGAGCnAAAAAAAGAATAAAATTTAGGA^ 
CAGGGCAACnCAATCAmGGAAGGAAACAATGGTGACnGGACAAGGnGTCGGAGTAGAGGTGGAGAGAACTAGATTAAGTGTAGATTnGAAGGC 
GnGATOTGTAGAGAGCATAAGAGAATTGGAGCTCAAGGATAATGACAATGTATATAGCCTGAGCATCTGAAATGAnGGCA^^^ 

>ncrc2729.seq 

GAGAGAACnCCCAAGCCAAAGCAGnnTCCCCGTAGGGGTGGGAGGAAGCAAAAGACTCTGTACCTATmGTATGTGTATAATAATTTGAGATGT^ 

AATAAAGCATGTGGAAATGA 

>ncrc2730.seq 

AC£AAGAGGACACCACGGTGAAAGAAGAGCACCAACTGTGCCTATGACAGGATTGTGCTTAGAGGACAAGAAATCGTCAGTTCTGTTGnCCGAAGTCA^^ 
G]^AGCnACAAGCTGACTGAAGAGGAGGCCCTGGATGTCAGCGACGACTnCCAGTTGAATnAAACTACAGTCnCAAGGGCCnCACCAACAGCAAAAM 
AyAAACAAAGAGCAAACGCTCCTAGACCCAAGGGTCTCATCmTTAACCAnTCTTGCCTCTAAATAAAATGTCTCTAACAT^ 

>p^2731.seq 

aSTCTCTTCCTGCTCTGCATCATGGCGCAGGATCAAGGTGAAAAGGAGAACCCCATGGGGGAACTTCGCATCCGCAAACTCTGTCTCAAC^^^ 
A^GACGCGAGCAGCCAAGGTGnGGAGCAGCTGACAGGGCAGACCCCTGTGTmCGAAAGCTAGATACAGTGTCAGATCCnTGGCATCCGGAGAAATGAAAAGA 
C^CACAGnGGAGGGGCGAAGGCAGAAGAAATCTTGGAGAAGGGTCTAAAGGTGCGGGAGTATGAGTTAAGAAAAAACAACTTCTCAGATACTGGAAACm 
(|^CACATCGATCTGGGTATCAAATATGACCCAAGCATTGGTATGTACGGGCTGGACTTCTATGTGGTGCTGGGTAGGCGAGGm^^ 

>iifc2733.seq 

CTCnCTTnnGTCTGTACAAAGTGGTmAATATCAGCmCAAAAGTGATGTOTAAAATGTAAATCT^ 
A^iGAGTTGCTAAAGAGATGTGAGGAATCAGCGTTCAGmmGGGAGTAGTATATmGGAAGTGAAG 

4^CACTCCAGGCAGTACTGTnATAGTGCTGAGCCAGGTAGCACACAGAGATAGTAGCCTAAAGGCTCACATAAnCGCATGCTCAGGCCAGGGCAGG 
liJmGAACCGAGTATCAGGAAGGACTACCCGAGTGnATTATnGTmGTGAAGG™^^ 

>ilSc2734.seq 

;#frACATCTTGATGGCACAAAATNGCAGAGnGATGCAGCTAGCCTGAAAGGAGTGAATAAmGGCTAAGnGGGA^^^ 
GlSbCAACACGCCTCATCTGAGGGAGCnCACTTGGACAACAACAAGCmCCAGAGTACCTTGGTGGGCTTGGCAGAGCATA^ 
TpCTGTAGTTGGATCAAGTGACTTCTGCCCACCTGGACAGAACACCAAAAAGGCnc™nCGGGTGTGAGTCm 
dffCAGATGTGTCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAAnCTCAAGAAAGCCCTCAT^ 

> ncrc2735 .seq 

TAACCCGAGANTACACCATGAACATTCACAAGCGCATCCNTGGAGTGGGCTTCAAGANGCGTGCACCTCGGGCACTCAAAGAGAnCGGA^ 

CAGATGTGCGCATTGAGACCAGGCTCAAGAAAGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGGGGCTGTCCAGAAAACGTM^ 

CCAAATAAGCTATATAGmGGnAGGTATGTAGCTGTOCCACmCAAAAATCTACAGACAGCCAATGTGGATGAGAACT^^ 

>ncrc2736.seq 

CAACACTGGTGTACATATGTCCGCTGGGTGAGnGACCTGTGGGCTGGCACAGNGATTCTGGGCGCmATGCnGCTGTCTCTCAGAAnGTmc™^ 

GTGTGCTTCAGmGTTTAGGAAAACCACTCTGTTGAATCACGTTAACTTTTGAGATT 
>ncrc2744.seq 

NTOTGGNCCGGGGGCTmGCTGNGTCTACTGCGAGAATGAAGTACTAnCTCAGCNNTCAGACTGTCGACAnCCANGAAAATGTCGACCTTACTCTGAA 

GTGAAGGGCCGCAGAGGAAGCCTGCGGAGGGAGnCAATCACATCAATGTAGAAGTCANCCnCTTGGNAAGAAAAAAAAGAGGCTCCGGGGGTGACAACATGGG^ 

AAAGGAACTGGCTACCCGTNCGGACTAnTGTAGGNCATGTACAGAACATGATG 

>ncrc2745.seq 

CTGGAAATAmAGAAAGAATGGCmGAmTGTTATCGATGAAAATGGTCCAGTCACTGAAAGGGCTAAACTGAmCCTTGCCAACTAGTAAA^ 

GTCGATGAACTGATCTTCATGCTGAGCGACAGCCCTGGGGTCATGTGCCGGCCnCGCGAGTCAAGCAGATGnTGGCTCCAGAGCCTGCCGGAAGTCGGTGATGATTGGGACTGCT 

CTGAAGACAAGCGAGATGAAGAAACTGATCACGCACATGGGGGAGATGGACCACCCCTGGAACTGTCCCCATGGAAGGCCAA GCATGAG ACACATGGCCAAGCTGGCTGTCAm 

CAGAACTGACGGTAGTCACTGTATGGAATAAmGGGTTTTATCGCAGAnmATGGTnnGAAAGACAGAGTC^ 

>ncrc2746.seq 

CTmGCTGCGTCTACTGCGAGAATGAAGACTATTCTCAGCAATCAGACTGTCGACAnCCAGAAAATGTCGACAnACTCTGAAGGGACGCACAGTTATCG^ 
AACCGTGCGGAGGGACTTCAATCACATCAATGTAGAACTCAGCCTTCnGGAAAGAAAAAAAAGAGGCTCCCGGGTTGACAAATGGTGGGGTAAGAGA^ 
GGAGTAmGTAGTCATGTACAGAACATGATCAAGGGTGTTAGAGTGGGGTTGCGTTACAAGATGAGGTCTGTGTATGCTGACnCCCCATCAACGTTGmTGCAGGAG 
CnGnGAAATGGGAAAmcnGGGTGAAAAATACATGCGCAGGGTTCGGATGAGACCCAGGTGnGCnGnCAGTATCTCAAGCGCAGAAA^ 

>ncrc2747.seq 
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TGCCCAGTGCTCTGMTGTCAMGTGMGAMTTMTGMGCGCGGGTAMCGGCGGGAGTMCTATGACTCTCnM 
AATGGATGAACGAGATTCCCACTGTCCCTACCTACTATCCAGC 

>ncrc2748.seq 

TCAQAAGGGTGGGCAGCCATGGCGTCCTATnCGATGAACACGACTGCGAGCCGTCGGACCCTGAGCAGGAGACGCGAACCAAC^^ 
TAGGATGGACmGAAGACnGGGGTTGGTAGTAGAnGGGACCACCACCTGCCTCCACCAGCTGCCAAGACTGTGGnGAGAAC^^ 
TGAGCTCAAGTGCCCCGTGTGTCTmGGAAmGAGGAGGAGGAGACTGCCAnGAGATGCCnGCCATCACCTTHC^^ 
TCCTGTCCCTTGTGCCGCTATGAGCTGCCCACTGATGACGACACTTATGAGGAGCACAGACGAGATAAGGCTCGAAAACAGCAGCA^^ 

>ncrc2749.seq 

CAAGGGAATGGGTACTGnCAAAAAGGAATGCCCCACAAGTGmCCATGGCAAAACTGGAAGAGTCTACAATGTOCCCAGCATGCTGTTGG^^ 
GCAAGAncnGCCAAGAGAATTAATGTGCGTAnGAGCACATTAAGGACTCTAAGAGCCGAGATAGCTTGCTGAAACGTGTGAAGGAAA^ 
GAAAGGTACCTGGGnCAACTAAAGCGCCAGCCTGGTCGACCCAGAGAAGCACACTnGTGAGAACCAATGGGAAGGAGCGTGAGCTG^^^ 
ATAATAGGTGTTAAAAAAAAAAATAAAGGNCCTNT 

>ncrc2752.seq 

AAGAGAATAACCGAAAAATTGCCGAAGCACAAGCGAAACTGGCCGAAGAACAGTTGAGAATTGnGAAGAACAAAGAAAGATTCATGAGGAM 

ACGTCCAGAAAAAGAAGAAGAAAAAAnATCCTGGGCAAGGGGAAGTCGAGGCCAAAAGTGTCCTTGTGAnAAAAACCCAGGATTAAAnGGAM 

TGGAAAAACmGTATGGTAGCnCATGTTGAAGTGGTTTmGTTTTTGT^ 

>ncrc2756.seq 

CATGTGTCCTGGTGAGAAAATATATGCCTGGCACAGCTTTTGTATAGAAAATTCnGAGAAGTAACTGTCCGCTAGAAGTCTGTCCAAAm 
AAATAAGAnCCAGAGCTCTnGATCGCTTnAATAAACTGCAAGTTCATTTTAAT 

>ncrc2758.seq 

GAgATGAAGCnCTTGTGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCM 
TlSACAGGTTAAAGTTTAGmAAAAGTTGTAGGTGAnAAAATAAmGAAGGCGATCTmAAAA^ 

AlfeCGTCAmAAAGCCTAGnAACGCAmACTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAm 
C^GACAGAAGTACGGGAAGGOGAAGAAAAGAATAGAGAAGATAGGGAAATOGAAGATAAAAACATACTmAGAAGA^ 

>6fe2759.seq 

A^AnAACAGCTCCAATCTTCTTAAATAAAGCTNTGNTTTCCTATAmNNATGAACTGCNGANACCCGACAGGGA^ 

TOifJAATGAGTrCTAATAAATGGGATTTACTATAATAATCCAAGTATGACATTAGCCCGGTATGCm^ 

TTgCTGAATGGATTGTGGTTGCA 

>llJc2760.seq 

(^CCAATCCCAAGCAAGCCTAGACnGCCATCAAGCAGTGGGGCTCTCAGTAAGGAACnGGAATGCAAGCTGGATGCGTGGGTCTCTGGGCAGAGCCTGGCCCCT^^^ 

TGSCCATGGCATGTGTGGCCCTGTCTGCTTATCCTTGGAAGGTGACAGCGATTCCCTGTGTAGCTGTCACATGCACAGGGGCCCATGG^^^ 

CyACAGCAATAAATAAnrCGGCGNAN 

fIj 

>|fi|[£761.seq 

cffiSACACAAATGAGAnAAACCACAACAGATNAAAACCTGTAGAATACAAGAAAAGCAATACTAAAGTGGAAG 

Ai^CAATmATGATGTCCCTAAAAGAACTAGAAGAGTGAGAATACATAAAACCTAAAATTATC^^ 

Ap^GTACAAAGCATCAAGGAAATGAGAAGTTGGnCTTTGAAAATATAAGA 

>hlit2762.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmnTCTCmGAAAG 
TATAGNCAATAGGnACTAANATATTGCTOGCGnAAGTTmAACGTAATmAATAGCnAAGA 

>ncrc2763.seq 

gnccaagaacttgactgtaactggaacanaacgtggtnaggtgagcagtaggtnatncagtcccagtgtcagaatga™ctacctcaggaccaacctcagaaa^ 
catccatggacccctgatgattccacagataccaatggatcagataactccatcccaatggcttatcttacactggatcagcaactacaggcnctctagcaccgtgccca^ 
gaatctatggcagtglttgaacagcangtaaaatggcacaagaatatangaaagttgaaacagaaattggattgttanacagga^ 
gatgaaaaggaccagcaaaatacatctcgcctggtacaggaacataaaaagctmagatgaaaacaaaagcgmct^^^ 

>ncrc2765,seq 

GCTTmCCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAA^ 

CCCCAATTCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTTTAGCCATGCACAAACGGTAGTmGTGTGTTGGCTGCTCCACTGTC^ 

CAGGAGGAAAAGCAAGGCTTACAGAAGGATGnGCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAA^^^ 

>ncrc2768.seq 

AAACNAAACAGNACTnATACCNACAATAATNAAAACAAAGAAGAGCAmCATAATAGTAAAGGGnCAATTCAACAAGAAGATCTAACTATCCG 

AGCACCCAGATTCATAGGGCAAGTTCTGAGAAAGCmACACCAGTCAGAATGGTGGATCATGAGGTCAAGAGATCGAGACCATGCTGGTCAACACGGTGAAACCCCGTCTCTACTAA 

AAAGACAAAAAnAGGTGGGCGTGGTAGCCGTGTGCCnGTAGTCCCAGCTACTCAGGAGGCTGAGGnGGAGTGAGCCGAAATGGTGCCACCGCACTGCAGCCTG 

AAGACTCCATCCCA 

>ncrc2769.seq 

AGATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACGTTCTGCATAATGAATTAAC^ 
CTAAGACCCCCGAAACCAGACGAGCTACGTAAGAAGAGGTAAAAGAGCAGACCGGTGTATGTAGCAAAATAGTGGGGAAGAnTATAGGTAGGAGGGGACAAACCT^ 
TGATAGCCTGGTTGTCCAAGATAGAATCTOGTTCAACmAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAAmAACTC^ 
GAAAAAACCHGTAGGAGAGAG 



>ncrc2771.seq 
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TATnAnTATTGTCTTCCTGTMGACCTTCGGGTCMGGCAGAGGCAGGAMCTMCTGGTGTGAGTC^ 
CAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATT^ 

^ncrc2772 S6C| 

GAAGATGCAGAGGACCATTGTCATCCGCCGAGACTATCTGCACTACATCCGCAAGTACAACCGCnCGAGAAGCGCCACA^ 

CGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCnCAACGTGCTCAAGGTCACCAAG 

TCTGAGGCTGGACATCGGCCCGCTCCCCACAATGAAATAAAGnATTTTCTCATT 

>ncrc2775.seq 

GAACAGCTAAAAGAGCCACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGn^ 

CTnAAATnCCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGmGTCCAAAGAGGAACAGCTCmGGACACT^^ 

CATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTA 

>ncrc2776.seq 

CAATTGCTGCnGTACACTCAnCAnACTAAAAGTmGAGAAATTTTTTm 

ATATAAGGTmnTnCTCACAGAAGATGAAGCACACAGGAACCTAATGGGCCAACTGGGATGAGGNGGCTAnCTGAGATGACTAnCAGNGG 

AmGGTAnnCTCCAAATGnCACTGGTACTCTGCCACTTTAmCTCTCATCTGTTACA CAAAG AACCACCAGGAAAGCAAATC^ 

ACTGGmGGTTCTGGACTAAAACTACAnGACAGATTGAAmGCCTAATATGATGACTGTTmAATA^ 

>ncrc2779.seq 

AGGATGAAACAAmGGAGAAGATAGAAGTnGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAAn^ 

TAGAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGC^^ 

CAAGATAGAAAATGAAAATATTGTCAAGAGTnCAGATAGAAAATGAAAAACAAGCTAAGACA^^ 

>ncrc2780.seq 

GOiTAACAnCTCAGGATnGTAACACTTAAATGATNAGACAGAATAATAnTTCTAGTTATOTGTGTAAGATC^^ 
A||TATCTACTGTGCCCAAATGTACTCAAmAAATCA™CTCTGTAAAATA^^ 

>ft2784.seq 

Ai^GTGAGTGTnCCACTCAAAATATGTCAACTTAAAAAAAAATAGGCCCmCATAAAAACCAAACTCTAGCAAGATGCAM 

cIliTAGTGTCACCAAnCCACCAAGACAGTGCTGAGAnGGAAAAGGGCACTCATTTGGATTGCCTOCTTGTCnGCCn^^ 

Ai§TGAAmCAnAAATGGAATAATATGATGCCACTnGCAGCTAAAATAAGCTCAGTGATACCTCCTTGTC 

>Rsec2785.seq 

/#^tAATAAGGGTTGAGGGGGAGAATAAAGCTAGTGAAATATGGAAAGAAGACTAAC^^ 
A^ATTAAAGTTTGCACTGTAAGTGGCTCTTC 

>SsEc2786.seq 

TyTGTTCAGnGTGGCGGnGCTGGTCAGTAACAGCCAAGATGCTGCGGAATCTGGTGGCTCTTCGTCAGATTGGGCAGAGGAC^^ 

AllMGnCCGGAGAAGCAAAAACTGnCCAGGAGGATGATGAAAnCCACTGTATCTAAAGGGTGGGGTAGCTO^ 

QMCAGCATATGCCATATATGAGCTGGGTGTGGCnCAmCCGAAGAAGCAGGAGTGACTCCAGTCATCCC^^ 



>jf£ic2788,seq 

(#rCACAAAATAmATGATGTAmACTCTGCACCAGGTCCCATGCGAAGCACTGGGGACACAGnATGGCAAAGT^^ 
AmCAnANGATAATGACACAATCAAATATAAATTGCAAGATGTCACAGGTGTGATGAAGGGAGAGT^^ 
TGTACTGTTCCGTACGGCAGCCACTACCCACATGTAACTTTnAAGAnTAAAmAAAnAGn 
CATGCATGAnAGTGGmCCCTATTGAATAGGTGAGAAGTAGAATCTmCATCATCACAGAAAGTTCTA^^ 

>ncrc2791.seq 

AGCTCnGGCACCATTATTCTGCmCTGTnnGAGAGTCTGACTAGnAAGATACCTCATACAAGCGGGATCTGGCnACAmcnGAGCAT^^ 
TGTGAAAAATGGGTAGAGTTCTGAAGGAGAACTACTGGTCTTATTGTACAGTTGCTGTACCTATmTATnA^ 

>ncrc2793.seq 

TGCAAGAGGCCTAGCTmGGCCTATCTCAGCTnCAACATGCCTTCCTCAGTAAGCTTAATCGTnCTAGCTm^ 

AGATCCAmTGGGGTOnAATGGGCTAAmCAATATTGnGTGTCTCTGGGAATAGAGAGGCCAAGGAGAGGAAGAAAGATGGGGGAACAGCTGGT^^^^ 
GAGACAACAmATAAAnAAGTTTGCCATCTTACAAAAGTCTAATATCCAGCATnATAAGGGATCTTGGCAAAAAAAACCAAAACC 

>ncrc2795.seq 

GTAAGCAAGCTGAACATmGAAGCnGCTCCTGGTGGGCATGTGGGACGmCTGCATTTGGACTGAAAGTGCTnCGGGAAGnAGATGAATTGTACGGCA 
CTTCCCTCAAGAGTAACTACAATCTTCCGATGCACAAGATGATTAATAGAGATCTTAGCAGAATGTTGAAAAGGCCAGAGGTCCAAAGAGCGGTTC 
CGCAGAGTCCTAAAGAAGAACCCACTGAAAAAClTGAGAATCATGTTGAAGCTAAACCCATATGCAAAGACCATGCGCCGGAACACCAnCTTCGCCAGGTCAGG 
GGGTGGATAAGGCAGCTGCTGCAGCAGCGGCACTACAAGCCAAATCAGATGAGAAGGCGGCGGGnGCAGGGCAAGAAGCCTGTGGTAGGTAAGAAAGGAAAGA 

^ncrc2796 seq 

AACTGACGGATGTAAGGTGCACGmCCTGATGTGACGCACTGTAnCCAGCTGGTGATCAAGTCTGGGAACAGCCGTAACAGGTCAACCn^^ 
GAAAGATGGCAG 

>ncrc2799.seq 

TCCCAANTGCmGATOCAGGGGTGAGCCACTGCACCTGGCCnAATTTnCTTACCTAATTGCACTGGCTAGAACCTTCCGTACA^ 
TTAmCTGACATOGGGAGAAAGAAGGATGAAGTATGATAmGCTGTGGGCTTmATCAATGCCCmCTCAGGTCAAGGAAACTCT^ 
ACTACTGGATAACATTGTCATGAGGTGTATATATGTGATATGTCTAATACAGTGTGATCAGGATATAGAAGGTGGTGAATATnATTTCTm 
AACAnAAATGTGTCAGAGGCCATCAGCATGCGAnTGATTTCTGTAGGCGCTCCATGGAAAAACCATTAAAAATTCTGTnTCTmGC^^^ 
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>ncrc2800.seq 

ACCGCCAGGCTGmCAGCCAGGMGGCNTAMTCMGAGTGAGATGTAGAMGTTGTAAMTAGAAAMGTGGAG 

TAAGGTTmAGCATGTTCCTCCnTTCnCACCCTCCCCTTTmCTTC^^ 

AAGCAnTCATGAAAAAGCTGCTTCmnAATCATACAAACTCTCACCATGATGTGAAGAGm 

>ncrc2801 .seq 

GATCACnGGCAGGGGAGGGAGGAGAGTGTTAACAGTOCncnGGAGAAGGCTCTGnGGGGCTCAGTAGCTGGGCTGGCCTGTGGAGA^ 
AAGGGAGGGCTGGAGCAAGGCCGTCTTGGAGTAGCAGCAGTCAGATAGACGATGCTGCCAGAGGCTGAGGACCnCTCTAGAAAGGGGTGTCmGATO 
CnGTAAAATAAGGCAAAGTTGTGAGATAGnCTCTAGCATTAATAAAnCAATCTGGGAGTGGTGGCTCAGGCCTGTAGT^^ 
GAGGTCAGGAGTrTGAGAGGAGCCTGGCCAAGATGGGAAAAGATCCGTCTCTGCTGAAAAGTAG 

>ncrc2804.seq 

GACCAGGGTmCATCTGTCCCGCTGCGTGnnCCTCTTGATGGGGAACTGCTGCTTCTGCnGGGTGGAAATGGACCCCAACTGCTCCTGCTCGCCTGTTGGCTGCTGT^ 

CCGGCTCGTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCGTGTGGGCTGTGGC AAGTGT GCCCAGGGCTGCATCTGCAAAGGGACGTC^ 

GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAnTTT^^ 

>ncrc2807.seq 

ATGATGGGTCTGGCTCAGCmATAAGAAATAGTGTGnCATGGTGAAGCAGGAAAGGAAGCTGCAGAGAAAGTCAGGTGGATAAAGGACAAACnCTGG 
CATTGACGACAAACTGTTGGTAGAGAAAATCTTTGCTCAGTATCTTGTCCCCCACAACCTGGA 

>ncrc2808.seq 

ATGGAAAGAGATTTGATTTTGCAGCATGCATGGAGCTGTCTCTTTGmmCCTGCCAGTGTCATGTTGCTGCTGmTGCTGTCnGTGTC CATGC AGATGTC^ 
GTGnCATAATTTTCCTTCCTACTCATGTTC™nCCTGCCTGGAACACCTGTAGCAGAAGGTGAATnGACTAAGGTCAAATnTTGCAGCCT^ 
GCnAGTAAGGCGTTCCCCCACTATAAAATTGmmAATTGCAAAAAAGTAAAAGCGTTmGACCTTGGGCC 
TTAATTTTGTCnCCTTGTCCTTmCCTATATACTATATGCAAnATGGTCAmGTATAAATATCC 

>fe.c2811.seq 

A^^ATTGACTTGGATGCATTGTTnAGGGTAGGTCTAATATTGGTTATnTGTGTAAATGATATTAGTAGAATm^ 

TffiGCACAAATGCAATGTAAnATTGTTGCTTCTGnGTTAGTAnATATAGCCACCATAAAGACCA^ 

Al^CAAGAACGAAAGTTCACAGTGAAGGATATTTGAGAGAGGACAmiTATGAAAAGGTGTTGAnT^ 

>FKfc2812 ssq 

(^ATfrCCCnAATGTGACCTTCAAGNAAAGATOTTNGCCAGCCTCCTATGTTm 

AAAnGmGGAAGTGCTCTnAAACTGATGTATGGCAAAGTAGnAAmAAGCGAAGTACTATGTGTCATGTAG 

CiMTGGTGGAGAGCCAACAAACAACTCCATTAAAAACGAAAAGTATGTGCCCCTAAAGAACAGCTATGTCTGACAGTAm 

Tk^GGAGAGTGGGAGTGGAGCTGGGAGAGGAAAGGAATGATATGGGCACATOCATGT^ 

A|?AATGTA 

>ffl5fc2813.seq 

TirrAGAGAAAAGTAAAATAGmGAAAATAGTGCTATAGGGAmTCTGATACTGCT 
AfffArCCTAAGTTAGCGCCCCCCGCCCCACC 

>r«src2814.seq 

dncCGAACATCCTGCTCACCGGTACACCAGGGGTTGGAAAAACCACACTAGGCAAAGAACnGCGTCAAAAT^^ 
/Jflfe-GTATGATGGCTATGATGAAGAGTATGACTGTCCCAnnAGATGAAGACAGAGTAGTT^^^ 
AWrCTTCCCTGAACGCTGGmCATATAGTTTnGTGCTGAGAACAGATACCAATGTAnGTACGAAAGAC 
GTGAGATTmCAAGTTCTnATGAAGAAGCCACAGCATCCTACAAGGAAGAAATCGTGCATCAGCTGCCCAGT^^ 

>ncrc2815.seq 

GATGGmGTAATGATTGTAGTGAnAGAACAATGGnTTGGGGCATAGTCCACAGTAGGAAAAATGCAAAACCCTACAnGAnTGTGGGGCCAGAGAGA 
GGCAGAAGCTCCCAGAGAGAGAATGGCTGTAATGTAAGGCCAGACAAGTAGCCCACAGATAGATAACAGAAATTCCTAGTOCCAGCCAACCACAGGAAGCAATGGM 
GCCTTCAGGTATGGCAGGGAACCAGCAGAGAGCCTGAGTCATCAAGCCTAAATGAAGCTCTGTGGATAAGAGTGACAGCCATCTTGAAGCGTCnGGATGGAnCACCGCTAGGGAC 
AGAGAGACTTCCCGTGCCCTTGTCAGCCCAACACTTCAGCACCAAGTAAGTGACCCCAGCAACATAAACATAGTAACAAGTATGGAAGGTAAGGGAGM 

>ncrc2816.seq 

ATGGCGGTGGAGGCCAATACTnGCAAAACCACGAAACCAAGGTGGCTATGGCGGTTCCAGCAGGAGCAGTAGGTATGGGAGTGGGAGAAGATTnAAnAGGAM 
AGGAGAGGAGAGCCAGGAGAAGTGACAGGGAAGCTACAGGTOCAACAGAmGTGAACTCAGCCAAGCACAGTGGTGGCAGGGCCTAGCTGGTAGAAAGAAGACATGTm 
AATACTGATGTGTATGGGCAAAAAACTCGAGGACTGTATnGTGACTAATTGTATAACAGGTNATTmGmCTGTTCTGTC^ 
Al I II II ITTTGGACGCCATGCTGTTGATTG 

>ncrc2817.seq 

GACAGTNAAGCCCAAAACCGNAAGACATTGATGAGGAAGATGATGATGTTCCAGATCTTGTAGAAAATmGATGAGGCATCAAAGAATGAAGCTAACTA^ 

CTGGCATGGACTATGAmAACAAATCAGCTATGTGGTTCCAAAGTTnACAGACATGGAGAACATCACCTGnACTAGnCAGTAATATAAATAT^ 

CAGCATTmCGGTCAmGATmGCAnTTGCACnCCTCGCAGGATATTTTTnGGTCAA^ 

TTTTTGnTGGGGTATTTTTGGNG 

>ncrc2819.seq 

TAGAATCTOGTTCAACnTAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAATTTAACTGTTAGTCCAAAGAGGAACAGCTCTTTG^^^ 
TAAAAAATnAACAGCCATAGTAGGGGTAAAAGCAGCCAGCAAnAAGAAAGGGTTCAAGCTCAACACCCACTACCTAAAAAATCn 

>ncrc2820.seq 

ATTGGAGATATAAGACATACnCTCAGATAnTAGATGACACAGGTTAGTACAnGAATATCAGCCAGGGnnTAAGGATCnAATAGAGTGGAACTAAGGT^^ 

ATTAATAGTGATATATCTATAGTCCTGmCTAAACAAGTTTmTAAAAACCTCAACTGTGACTATAGTGA^ 

GATAACAAnATATACATmGTGAGTAAmcmGGTGTATGCCTTCACATATGTCTGGTATGTGACCTATGCTGCAGTCCA 
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>ncrc2821.seq 

CCCNGGGAANTCGGCCmATGGCCGAGGnGCTGGTGACAGCAAAAATGACCCACCAATGGAAGCAGCT^ 

CGCCGGCTATGCCCCTGTAnGGAnGCCACACGGCTCACATTGCATGCAAGmGCTGAGCTGAAGGAAAAGATTG^ 

nGAAGTCTGGTGATGGTGCCAnGTTGATATGGTTCCTGGCAAGCCCATGTGTGTTGAGAGCnCTCAGACTATCCACCTnGGGT 

TGCGGTGGGTGTCATGAAAGCAGTGGACAAGAAGGCTGCTGGAGGTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAG^^ 

AGTCTTAATCAGTGGNGGGAAG 

>ncrc2824.seq 

AGAGGAAGCCGCTCAAATACCTTCACAATAAATAGTGGCAATATATATATAGTTTAAGAAGGCTCTGCAmGGCATCGm 
ATTTTGATCCTGCAAGCAAGTCAAAATAnTAAAATAAAGmACATTGTAGTOTmCAAATCmGCTTGATAAGTA^ 
ATmGTnCCGmGGATTmGGGGGAGGGGAGGAGTGTGmATGCTGGAATATGAAGTGTGAGACCTOCGGT^^ 
TGCGCATGTCTCTGATGCmGTATCATTCTTGAGCAATCGCTCGGTCCGTGGACAATAAACAGTAnATCAAAG 

>ncrc2825.seq 

GAAAATCCATTAGGTNAGCATAANTATGAANNmAATATTCTGTGGTGCCAGNGCNCACTACCnCCCACCCATACACATNCATGTTCAGTGTANCAAACTGN^^ 

TTCTGAGNAACACmCTGAnACTCATGATAAACTGACATGGCTAACTTGCAAGAAnAAATCTTCTATGTGAGAGNAATAAmATG^^ 

AAATAACATTCCTCTCACTTGGACCCCACTAAAAGTATNAGTCTACACATTACATNGAAGTTAAACACAAAAT NATCAG TGnNTAGAAA 

AAACATTAmCGACCATAAAGNATGTATTGAAATCAAGNTGTCTCTGTGNACATGAATACATACTOTTCCCAT^ 

TTCAGNTA 



>f^crc2826.seq 

AGAGAACCAGTCTTGGATCTCCCnCTCTACmGTOCTGAAATCnGAACCTGTAGAACATTACTTATCACTGTGnCCTTTCTAATGGGA^ 
mAAAAGTTTTTAGCTTTAAAAAAAAAACCCTGNGCCnACACAATGNGTATATTGAGTTGATACTGATOTGATA^ 
CTGAGCACCCTACTAATGnCCAGGTACTGAnGnAAAAGGNGATTGAGACACAGCCTCTGTCCTGAGCnAGTCTAGTAGGAGGNGACA^ 
GTGAGC 

g?sss 

>fi5b2827.seq 

gi^tacggcaaatatgggggagccatctgngaatcttgaagtccagaaatggatgaaaggtngactgcccatgaaagtacaggaggncagca^ 
t||[atcagctgacatggtggttcatgattttgatgatgaacgaagattag 

a^tgnaS\ctggcgagtacttgcgtctaccgnaatgcagcnm 

aj^gtgggttccamcagctatggagatgacaatctggctcgcaacactgccaacgtccagatgaccttcctacgcctgctgtccacggaagg 

C^^AACAGCAnGCCTATCTGGACGAAGCAGCTGGGAAGCTCAAGAAGGCGCTGCTCATCCAGGGCTGCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGG 
GycCGTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTAGCGGTCACAGAAGAGGTGACGCCTCGCGATCATO 

>lb:c2829.seq 

AyGTCTCCAGhrrrCAAGWCCCAAAGnACnAAATGAAACGTmCCCCTGAGATGCGNAT^ 

>i5jck2830 seq 

cj^NCGCCGGANGAAAGAGGAAGACTACNAGGCTGCGGAGGAGACTGCTmGnGTTGATGAAGTGAGGAACATO^ 
T^CACAGCAAAGTGAAGCAGTGGACCACAAATGTGGNAGAAGAAACmAAGGCAAGTCACCAAGCTGGGAAAACCAmAAAT^^ 
G§^CTGGAnACACACAGCAAGnCCTGCnCTGGGACAGCTCTACTGACGGGAGCTGCACTGTGCGATGGGAGAATAAGACCATGTACTGCATGG 
TpBAGCTGCAGTCCAGCGTATGGCCmCTGCTTnGTCTGTAGTTCATCCTCTAACGACCAG 

>ncrc2831.seq 

CATCTACGTGTGAGCAGCCAAGGGTAACAAGCAGTATGGGnCACTGAAACCTGGTmGTAAAnAGTTTTTnT^^^ 
ATGTCTATGGANG 

>ncrc2832.seq 

GAGGCGAGGGCGCCGCACCCACACCGCGCTGCNCAGTmGnCTGCTCCAGGTGTTCGAAGGTGATCCAGACGCAAGATGGCTGTCCTCTCTAAGGM^ 
ACTGGTGCTGCCAGCTTTATAATGGTGGGCCACCTAGCCATCAATGmCGAAGGCGCGCAAGAAGTAGAAAGTGGAGTATGCTATCATGTACAGCACG^^ 
TCTTCAACTGCATTCAGCGAGGCGACCAGAACACGTTGGAAGTGTATCCTCCCnCmmnTCTAGCTGnGGAGGTGTmCCACGCGCGTATAGCTO 
TGGATTGnGGACGAGnCTnATGCnATGGCTATTAGACGGGAGAACCCAGCAAGCGTAGTCGAGGAGCCCTGGGGTCCATCGCCGTCCTGGGCnGGNGGGCACAAGTG 

>ncrc2833.seq 

GTGTGANTTCTAATTAATNCCGCTGGCCATOGACAGGTmGnGmGGGGTGGGGAGGGGGCTmGTTCCCmTTGACATAATATAGTC 
AACTTGATTATTTTAAATTCGATCnCAGCTGTACTGTAAATAGGGTACTGCAnGTAGTCTCCATATCTGTATOCTmCTGTAAT^ 
GnACTAAAAGAGGTAATTAmCTCTCTCGCCCmGACAGGAAGGGGCTTCAGTTGTTCCTCCATGGCTAGAACCATAATAAACAATGTACCCGT^ 
TATGTOGTAACAATCTTGGAGCGTTGCmCCAAAGTTCAmTATmGATCAGnCAGTATAnGCACTAAmT^ 

>ncrc2835.seq 

GACTGmGGGGTGGATGACTCGGCTCGTGGGTGGATGAAGAACGGAGGTAGGTGCGAGAATTAATGTGAAnGGAGGAGAGATTGATCATGGACAGTO 
CGGGTTCGT 

>ncrc2836.seq 

AGnGAACAAATATTGAGTGCCTATCATATGCAAGACTAACTCCTTACTAGGAATGAAATCACACAGTGTCnCTGTTTGCAGTATGTGAACmAT^ 
AATTTTmGTTGTCAGAGmATCATATGTATACTGTAACCCAGTAAAnnGCAnCAGTmAAAAAAT^ 
TTAmAAAAATTAGNTGnGGGGAAAnGATmCAAGATTCAAGTGTATAAAAACTTATATTGAACTTnCAGGCTG 
ATCnGTNGCTGAAAATAmTTTGCAnTGAACACATTGAGTTAAAATAAAGnGnACTACnATTGAAGAnAATNGG 

>ncrc2839.seq 
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CAMGCCCTMGCCnGATGACmMGGGGANATAmGGTGCmTCnCTATCCnTGGATTTCACCTnGTC 

CACGATGTGAACTGTGAAGnGTCGCAGTCTCAGTGGAnCCCACmAGCCATCTTGCCTGGATAAATACACCA^^ 

CAGACTTAACTAAGCAGAmCCCGAGACTACGGTGTGCTGTOGAAGGnCTGGTCnGCACTAAGAGGTCTCTTC^^ 

GATCTCCCAGTGGGCCGAAGCGTGGAAGAAACCCTCCGCnGGTGAAGGCGnCCAGTATGTAGAAACACATGGAGAAGTCTGC^^ 

AAGCCAAGTCCAGCT 

>ncrc2840.seq 

CATTCCTAATGCmCCGAACGAAAAAnCTAGGCTATATACAACTACGCAAAGGCCCCAACGnGTAGGCCCCTAC^^ 
AAAGAGCCCCTAAAACCCGCCACATCTACCATCACCCTCTACATCACCGCCCCGACCnAGCTCT^^ 

>r)crc2841.seq 

AGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCnGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGAAGCAATCACCAAAATG 

GCATmGGGAATGGCCTGTGCmCTCAATGAAAAATTTGCATCGAAGAGTCAAAATAGAGGATTCTGAAGAAAATGGGGTCm 

CCTACTmATCCTCATnAAAACGAmCGAGnCAGGGCAGTAGTGACTCATCCGAAGAAAATGGAGATGACAG^^^ 

GAGAAAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACmCTGCTACAACA^^ 

TT 

>ncrc2842.seq 

CTCACAGCAACCTGTGGATGAATACTGTAnCANGCCCnCCCGAATTTGATGGGAAGAGGnCCAGAATGnGCCAAGGAAGGAGTGAAGTTCGATGAAAG 
AGTCGTGAAGCAGnGAGAAAGAAmGAGCCTCTGCTGAATTGGATGAAAGATAAAGCCCTTAAGGACAAGATTGAAAAGGCTGTGGTGTC^ 
CTnGGTGGCGAGCCAGTAGGGATGGTCTGGCAACATGGAGAGAATCATGAAAGCACAAGCGTACCAAACGGGGAAGGACATCTCTACAAAmCTATGC^^ 
TGAAAnAATCCCAGAGACCCGCTGATCAGAGAGATGCnCGACGAAnAAGGAAGATGAAAGATGATAAAACAGnnGGATCTTGCTGTGGm 

>ncrc2847.seq 

CTACTAAAAATACAAAAAATTAGCGGGCGTGNTGGCACGTGCCTGTAGTCCCAGCTACTCCGGAGGCTGAGGCAGGAGAATGGCGTGAACGCGGGAG^ 
GAJATGGCGCGACTGGACTCCAGCCTAGGCAACAGAGCAAGAGTCGGTGTC 

>i&2848.seq 

AOSGANTGAAGAAGCTCTCCTACATCCGCATTGNTGATACCAATATCACCAGCAnCCTCAAGGTCTTCCTCCTTCCCTTACGGAAnACATCnGATGGCM 
GSGCAGCTAGCCTGAAAGGACTGAATAAmGGCTAAGnGGGAnGAGmCAACAGCATCTCTGCTGTTGACAATGGCTCTCT^ 
TMSACAACAACAAGCTOCCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGnGTCTACCnCATAACAACAATATCTCTGTAGTO 
GyACACAACACCAAAAAGGCnCnATTCGGGTGTGAGTCTnTCAGCAACCCGGTCCAGTACTGGGAGATACAGCGATCCACCnCAGATGTGTCTAC 

>ntGK2849.seq 

/^¥3CAAGTOCAAGGGATGTGAAGGACCTNTTGAAGGAGAACTAGAAAACATTGCTCAACAAA^ 

TyATATCGnAAAATGGCCATACTGCCGAAGGTAAmATAGAnCAATGCCATCACCATCAAGCTACCAATGACTncnCACAGATnGGAA^ 

CffAAAAAAGAGCCTGCCnGCCAAGACAATCCTAAGCCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACM 

TSGTACCAAAACAGAGACATAGACCAATGGAACAGAACAGAGGCCTCAGAAATAACACCACACATCTACAACTATCTGATCGTT^^ 



>^e:2850.seq 

g5^ccggcgctccattaaatagccgtagacggnacncgccmctctcggccnagcgccatttt^ 

aSsctgaagcgcaaaagaagaaagatgaggcagaggtccaagtaaaccgctagcttgttgcaccgtggaggccacaggagcagaaacatggaatgc^^^ 

ASAGnGTGGGACTGCATGCTACTGTCTAGAGCTTGTCTCAATGGATCTAGAACnCATCGGCCTCTGATCGCCGAT^^^ 
Tt|K3TCCTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGmATmGTGGCG 

>ncrTc2852.seq 

TAAGCCnGGCACACAGGCATOGACAGAAAGCTGGAAGnGAAATGGTGGAGTCCAACnGGCTGGACCAGCTTAATGGnCTGCTGCTGGTAA 
CTTGGGTATGGAGAGTCGGCnGACTACACTGTGTGGAGCAAGTmAAAGAAGCAAAGGACTCAGAAnCATGATTGAAGAAATGCAGGC 
AATGACCACAACAAGCAAGCATGCAGCmCTGCnGAAAGGGTCnGCCTCACCCAAGCTAGAGTGCAGTGGCCmGAAGCnACTACAGCCTCAAA^^ 
CTCAGCCTCCCAGTGGTCmGTAGACTGCCTGATGGAGTGTGATGGCACAAGAAGATTAAAACAGTGTCTCCAATmAATAM 

>ncrc2853.seq 

CAATACmCTGGGnAAAAAAAnTmAATATAGGAAAGTCCAAAGACTAGTATGAGAAACACCTATGGCTCACCACCCAGAAnAA 
ATATmAATAACACATCTAAAATGGNGCAGATAAAATGTAGGTCnCT™ncnCCAGTCCCATTCTTTCTCCTCCATAGAGAT^^ 
AGCNN 

>ncrc2855.seq 

TGTCTGNCTGTAAGAAAAAAATATATATCTCTATGTGATATAGCGTGTTAGCAGGmATTTmAAATGAAAGGTAAGAAAGAA^ 
CCTGTCAAACTGTCAGTATTTTATAAATAAAC 

>ncrc2855.seq 

AGAGAGCAGAGTAAAAAGAAAACAAAnCCCTTTGTTnAATGAACCCACTAATGCAATAACGGTAnGAnAAmCATmGCCCTCA 
GCCGACACTGnGCATTGGGAAnAAGmCGAAAAGATGmTTTTGGTGACACAnGAAACTGTAAC 

>ncrc2857.seq 

GGAGGGGGGCGGCGCNGANGAGAGGTATTmAAAGATCTGGCCCTCTCTTCAGGATNATTTGTGGAGAACTCTAAGGTTAAGATCAGGAAATAAAAGAGTGTGTGTG^^^ 
TGCGTGTGTGTGTTCAAGTGCCTAAATCnGmACCTATCACmAAAAAAATAATTGAAGTGTNAGCTAAATAAAATGCTTGGAGnnGCCTGGGCTAG 
CTTGTGTGTGmGCATAGGAAGGTGAGATGACGATCTACTAAAGAGGAAGTAGCTAAATACAGATCTGTGGGTGnmAAAAAAACT^^ 
AAATGTAATTmCTAAGGNAGCAACTTATnCCAAATTAATATAGATGAAAAATAGATACCAATOGACT^ 



>ncrc2859.seq 

GAAACCTAAGTAGAAGTTAATACCAATAGTGGTGAAAmTGCAGAAGAAAAGGGGTAGAAAGCCCAAAAAGCTACAGTATGCAAAGCCAGA^ 
CATCAGAGATGAAGTACTTCCnCTTGAACATGCAATTncmCTGAAACTAATAATGTAAAGGAAGAm^^ 
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GACACAAAMTOGATGCAGATCTCCTAGTCCCTGCMGTGTCAMGTGTTMGGAGMGTMCCGAAAA^ 
GGCTCTGAACCCCACATGAGAACTAGAAATCAAGGTCGAAGGACAGCmCTATAATGAGGATGACTCTGAAGAGGAGCAAA^^ 

>ncrc2861.seq 

AGTOTAnAATGTTGAAAGTGCmGAAGTCGCTTGATAAAAGGTGCTATGAATAGCAACTTACTGTG™CTACAC^ 
CCTAAAACCCTGTAnCTTTTTGTGTGCGCCATAATGACG 

>ncrc2862.seq 

CAAGGAATCCCGGGCCAAGNAAATTCCAGCGGCAGCATATGGACTCAGACAGTTCCCCCAGCAGCAGCTGCACCTAGTGTAACCAM^ 

CGGNGCAAACCAGTGAACACGTnGTGCGCGAGGCCCTGGTAGATGTCCAGAATGTCTGmCCAGGAAAAGGTCACCTGCAAGAACGGGCAGGGCAACTGCTA^^ 

AGCATGCACATCACAGACTGCCGCCTGACAAACGGNTCCAGGTACCCCAACTGTGCATACCGGACCAGGCCGAAGGAGAGAGACATCAmGTGGCCTGTG AAGGG 

GCCAGTCCACTnGATGCnCTGGGGAGGACTCTACGTAAGGTCAANAGCAGCGAGATACGCCACCTCCCTAAACCnATTGCTnCCAAAGCTGCCmTCCT^ 

>ncrc2863.seq 

ATTGAAGGGACAGCCCGGTGGTCCTGGTGTGAAGGTAAATAnAAAnAGAAGCAGTGTTmAAGCAGTTGATTGAAAnCCCCATGAGCTCGAAA^ 
CGCATATOCAAAAAGTATTmATTTTTTncmGCTGTACTTCAAATCC 

TTAAACAAnGAGATAAAAATAATAnAATAGmcnGnCCAmCCmCCTCCCTCTATAAmCAGTGT^^^ 

>ncrc2864.seq 

CTAAGCAAAGTGGnAAAAAACAAACAAATCCCAAGTGGCnGATCTGACTTACAAACTCTAACAATGTGTAGCTAAnGCAGATAGAn^^ 
GTGCGCATCnCTGTAnGGAGCATAAGTAATGGAGATGTTATCTTGCCCAACATTAGGnTGAGGAAGTCGTTTTTAAGACAGAA^^ 
CCCTTnATATAAGCTTGCTAAAATTAAGGTTGGGCAATAGGCCCnGAGCTAAATGTGACCT GATAGA AAGTTnAGGAA 
TOGGATAmACCCTOCmCATATCATGCACAATCAAACAAATGGCAATTATAACTACAnCTTm 

>ncrc2865.seq 

G^GGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCTTTGAAAGATAGAGAn 
TSXGTCAATAGGmCTAAGATATTGCTOGCGTTAAGTTmAACGTAATmAATAGCTTAAG^^ 
AlSGTnCTAAAACATGAGGGAGGTTGAGATGAAGCncnGATGGAGTAAAAAATGTATnAAAAGAAAA^ 
APSK^TTTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGmAGmAAAAGTTGTAGGGNGAn 

•tsss- 

>ffe2868.seq 

G!pAAACACCTGCACCTTGAGATAATCCTACAACCAGATGCAGTTGTGGGACCGCAGmGGTCCTGGGGAGGATTCAT^^ 
Aii^CTCTGGTAAATGATCACTCCAGGATATTGACACGAATACACGnACTGATCTT 

>rM:2869.seq 

NldANACTGGCCnCCATCTCTCTCAGACACCAAGCTGCAGATCCAGGCTmCTGGGAAA^ 
TACTGCTGGTGCTGGGCTGGGTCCAGCCnCCCTGGGCAAGGAATCCCGGGCCAAGAAAnCCAGCGGCAGCATATC 

AjbcAAATGATGAGGCGCCGGAATATGACACAGGGGCGGTGCAAACCAGTGAACACCmGTGCACGAGCCCCTGGTAGATGTCCAGAATGTCTGTnCC 

AyAACGGGCAGGGCAACTGCTACAAGAGCAACTCGAGCATGCACATCACAGACTGCCGCCTGACAAACGGCTCCAGGTACCCCAACTGTGCATACCGGACCGG 

ASOACATCAnGNGGCCTGTG 

>fiac2871.seq 

(>®)CATGTTGCCCAGNACTGGTCCCGAACTCGTGGGCTCAAGCAATCCGCCTGCCTCAGnCCCAAAGTGCTGGGATTACAGGT^^ 
C^ATnCAATGCAGATmCATAGCATGTATCTCTACTCAGTTCATATAAATCTTAAGGGAAGAGCC 
A&nCAnCCTGTATmCATGCATACAAAAACAAGAAACATACAAACCACAATAACAACAAACCCATCM 
TftTGCTGTAAnATCTGCAACAAAGTCnCCAAACCAATCATmCCAGAAACTGTCGTCCC^^ 

>ncrc2872.seq 

CACCCNAACACnCTGCmCACnAAGTGTNTGGCCCGCAATACTGTAGGAACAAGCATGATCnGnACTGTGATATTnAAATATCCACAGU^^ 

AAnGCCTAGAAATATCmCTCTTACCTGnAmATCAATTTnCCCAGTATmTATACGGAAA^ 

GGTGGGTGATTATTTmATACTGTATGTGCCAAAGCmACTACTGTGGAAAGACAACTGrmAATA^ 

>ncrc2873.seq 

GNNGGTCACACnAnCTACTGGATATNACTGTTCCTGGGCCCTGCCACCACTCTCAGCCCTGGTGCTGNGGATTCTGTTCATGAGAGGGGCTGAAGTCAAGCCTCCCTCTCAGGCC 
CAGATCTGAGTCTACAGGTCAGCCGGGGCTGGGGCCTCACGGTAGCANGNGGTGACAGAGGACATGTCACTTGTCGCAGTCACTGGGGACACTGGnCTCATAGCCCAGCCTGTGT 
GCCTGGACCTCAGCTATAGGCCTGGCCCCATTGAGCTCTCCCTGATGAGANTCTCCAGGCCTTGAGCTACCTGACTCnCCCAGTTGGCCAGACACATCCCAGNGAATGATCATCATC 
CTGCTCTCATCTCATAGCCAGCTGATGAGTCTGTTCACCCTCCACCTACTCAAGNACAGAGTGACACACCCCAAGCAACAATCGCATGAGAAAnCTACCACCTGGGGAG 

>ncrc2874.seq 

AGCNCGGCCATGGCGCTCCTGCTTTCGGTGGTGCGTGTACTGCTGGGCGGCnCTTCGCGCTCGTGGGGnGGCCAAGCTCTCGGAGGAGATCTCGGCTCCAGTTTCGGAGCGGAT 

GAATGCCCTGnCGTGCAGTnGCTGAGGTGnCCCGCTGAAGGTATTTGGGTACCAGCCAGATCCCCTGAACTACCAAATAGCTGTGGGCTTTCTGGAACTGCTGGCTGGGn 

CTGGTCATGGGCCCACCGATGCTGCAAGAGATCAGTAACnGTTCnGATTCTGCTCATGATGGGGGCTATCTTCACCnGGCAGCTCTGAAAGAGTCACTAAGCACCTGTATCCCAG 

CCAnGTGTGCCTGGGGTTCCTGGTGCTGGTGAATGTCGGCGAGCTGTTAGCCCAGACTAAGAAGGTGGTCAGACCCAGTAGGAAGAAGACTCTAAGTACAnGAAGGAAT^ 

GTAGAGCATCTCTGTCTC 

>ncrc2876.seq 

GAGnACTGTGAGCCAAGNAACTmATAAAACCTAGAAGGGGAGGCAGACATTTTAAATAAGCAATGTAAGGCAGAGTCGGGTGAGTGCTATACTAGAGG 
GGTATGAATCCTGGmAGTAAGGACAATCTTGAmTTGCCTGTTGCCCAGAGGTAAmTGATAGCACCTGTnGTACTATCAGAAGAGTCTCAGn^^ 
TATAAACTAAGTACAGnGAAGTGAAAAGAAAnAmGTTCTGACTGGGAGGnGGGGAAAGGTnCTATAGGAGAGGATGTTTGAGCTGA^ 
AACCATCATAGGCTGAGAACAGnCAGGCAAAGCCnGGTGGCCTCCAAGGACACTTGTATGA 

>ncrc2878.seq 

AAnc™CTTTTTGCTmTACCmCTATAATAmAGATTTmmACTGTAAGTA^^ 
TATAAACAGGAACAGCAAATAmATATTTTTCCCATmGCTCTTmAAATCTATGmA^^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page513 of 776 



>ncrc2879.seq 

CCMmCTGCGCATTCTTGCNACACTAGnAmTCTGACmCTGGmTMTCAnCTMTGAGTGTGMGT^^ 
ATCAAGCACCTnGCTGGTGCTGTTGACCATATGTGTATGTTCCCTGGAGAAGTGTCTGTGCTGAGCCTTGGCCCACT^ 
TTCmATATAnCTGGATOTAGACCCTTATCAGATACATGGTnGCAAATATmCTCCCAnCTGTGGGTTGTGT^ 
TnAAAAGTGACTTGATnGGCTGTGCAAGGTGGCTCACGCTTGTAATCCCAGCACmGGGAGACTGAGGTGGGTC 

>ncrc2880.seq 

AGATTNGnCAAACATATACATGATAGCAAANATTOGAGTAAAGGACATTCAATTAmAATACTGTCAAGGCAAACTG^^ 
AGTnAATCnCATACAGAGACCAAAGTCATCCTTTTAAAATGCAAAmGGTTGGGCACGATGGCTCATGCCAGTAATCCCAGCA^ 
AGGTCAGGAGmGAGACCAGCCTGATCAGTGTGGTAAAACACCATCTCTACTGAAAATACAAAAAAnGGCCAGGCATGGTAAGTGTGCACCTGTAGn 
GAGGCGGGAGAATCACnGAGCCnGGGGGCAGAGGnGCAGTGAGCCAAGAnGTGCCACTATACTCTAGCCTGGGCTACAGAGCAAGACTCCATCAC 

>ncrc2881.seq 

CTCCTTTGAGCATAGNAGTOGCAACCATGCnCTCATTCCCTTGACTCATGTCTTGCCAGGATGGTTAGATACACAGCATGTTGAmGGTCAC^ 

CnCACTTTTATGAACAACTATmGAGAACATGCACAATAGTATGnmATTACTGGTTTAATGGAGTAATGGT^^ 

CTAmTGCCTTmCTAACACAGACTTTCnCACTGTCmCATTTAAAAAG^ 

>ncrc2884.seq 

CGAGCAGGAAnCGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGCTGCAAACCCAAAGGACCCAA^ 
CTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGnCGGACTmCTCCCCTCTCmCTAAGA 
AATCTCGGNGTTCTATnAnTAnGTCnCCTGTAAGACCnCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGT CAAATGG CCCCTGAGTG 
GAAGAGCTCCCnCAGGTGGCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTGTGTAT^^ 

>ncrc2887.seq 

GfiiCGNTNNnCGAGNTGGGTGNAGAlTTGTGGNGCGTATCTGAGCCGTCTGTCCTGCGCCAAGATGCTTNAAAGTAnATTA^ 
AMGmAGCAGGAGATnGGATAGGAATGGGGCTGATGGGCTTCATCGmATAAAATCCGGGCTGCTGATAAAAGAAGTAAGGCm 
A®AACCAGAnTACnGGAGTAGATGTGAAAGAAAACGTCAGTCTGCCTGTAAAnTGAGCAAGCCGTGTTAGATGGGGAGCGTGGAACGGTCACTGT^^^ 
TipTCATGGCATGAATAAATGGATCTGTGAGATG 

>&|fc2888.seq 

Al&ATGATGGGANAATCCTGCTGnCGGGACGTTGCTGATGAATGCCGGGGCGGNGGTGAACmAAGGTGAAAAACCAAGGACAGGCAGGGCm 
06;SGCACAGGTGACAACATCCGGGAATTCTTGCTGAGCCTCAGATACnTCGAATCnCATCGCCCTGTGGAACATCTTCATGATGTTCTGCATGATTGT 
CMGCGATGAAACCAGGAACTCACmCCCGGGATGCCGAGTCTCCATTCCTCCAnCCTGATGACTTCAAGAATGTTm 
C(ffGGTGGGTGGAAAAGTGTrCGCCGAGGTGTGCATGGmCCCAGCCACGTCCCTGTTnCAAAGATAGm 

w 

>Rcrc2891.seq 

TpAmGGGATAAAGTNAATGCCAAACACTAGCTCTGTATTAATCCGCATCATTACTGGTAA^ 
Tfp"GAAAAAATAAATTTAAAAATACATTC 

>li©a;2893.seq 

GjSCACCAGCCAGTGTGGAGCAGCCCAGCCNAGCACTGTCAGGAATCCTGTGAAGCAGCTCCAGGTATGTGCTGTCTCTCTATGCCTCTG 
d^GAGATGGTGTCACCCACAATGTCCCCATCTATGAGGGCTATGCCnGCCCCATGCCATCATGCGTCTGGATCTGGCTGGCCGAGATCTCACTGACT^^ 
TpGCGTGGCTAnCCTTCGnACTACTGCTGAGCGTGAGATTGTCCGGGACATCAAGGAGAAACTGTGTTATGTAGCTCTGGA^^ 
Ai&TCCCTTGAGAAGAGTOCGAGTTGGCTGATGGGCAAGTGATCACCATCGGAAATGAACGGmCCGCTGCCAGAG^ 

^ncrc2894 seq 

CTGGCNGTNGTGGCCGGGAGTAAAGACTGGTAATGATAACAATGCATCGTAAAACCnCGAAGGAAAGGAGAATGTmGTG^ 
AAGTOTTATGTTTnAAAATCAGTACnmAATGGAAACAACnGACCAAAAATnGTCACAGAAT^ 

>ncrc2895.seq 

GAGAGACTACGGGAGAGAAGNACACTTCGGGACTCAATGCnAAGTATCCAGATAGTCACCAGCCCAGGATCmGGGGGGGTCnGGAGAGTGATGCAAGAAGTGAATC^ 

CCAGCACCAGACTGGGGCTCCCAGAGGCCATTTCATAGGTnGATGATGTATGGCGTATGGACCCCCATCCTAGAACCAGAGAGGACAATGATCnGATTCCCAGGmCCCAG^^ 

GGTCTTGGCCCGGTTCTACAGCCCCAGCCCAAATCCTAmCAAGAGCATCTCTGTGACCAAGATGAGTAAACCAGATGGGATAGTGGAGGAGCGGCGGACTGTGGTGGACAGTGAG 

GGCCGGACAGAGACTACAGTAAGCCGACACGAAGCAGATAGCAGTCCTAGGGGTGATCCAGAATCACCAAGACCTCCAGCCCTGGATGATGGCnTTCGATCCTGGACnATO 

GGACGHG 

>ncrc2896.seq 

GACACAGGGCTCACTGAGAATAAGAAACATCCTTCTTGGGCTnGTATGAATAAGAAAGAAATAAACmCATTGTGTTAAGCCACTGAGAm 
CnATACTAATACAGAGAnAAATCTAGTGATATGTAGAAGAGATAATATATOTGACTAAGTTGAATGTATCCTAGTAGAGnATACGATATO^ 
ATCTGTGCCACATAAGATAATCTCTGTAGAGTTGATGAAATATCAATGAGAATGCCAAGAAATACTTmGAAAGAACTTCA^ 
GACACTGAAGAAGAACAAGGTGAGAGGGmGCACTGCAATATATTGAGACTAATTnAAAGCTATAATAATGAACATACAGTGG^^^ 

>ncrc2897.seq 

GmGAGmCCnAGATTnTATTnCGTACATAGTGGAGATGATTGAGnGnGGATAAATGAAGATCTTCTGnGTGTGGnn 
TCCACAGTATAACTGT 

>ncrc2900.seq 

AAGAnGGATGGACATGGACATGAGCCGCCTGAGGCCCCAGAAGTATCmTGGGTTGTGAACTAAAGGCCGACAAAGATOTCACTnAAGGTGGATAATGATGAAAA 

GTTATCmAAGAACGGTCAGnTAGGGGGTGGTGCAAAGGATGAGnGCACATTGTTGAAGCAGAGGCAATGAATOCGAAGGCAGTCCAATTAAAG 

TGTGTGTACAGCGAAGGGmCCGTTGGGGGGnTGAAATAAGACGAGCAGTGGTGTTAAGGnGAGGTGTGGTTGAGGGCCAGTGGATAnAGTGGACAGCAC™ 

GGAAGATGCAGAGTCAGAAGATGAAGAGGAGGAGGATGTGAAACTCnAAGTATATCTGGAAAGCGGTCTGCCCCTGGAGGTGGTAGCAAGGnCC 

CTGCTG 
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>ncrc2904.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAMCCGCAGATMGnnnTCTCmGAMGAT^ 
TATAGTCAATAGGnACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATm 

AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCnCnCATGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGAA^ 
ATGCTmAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGmAGmAAAAGTTGTAGGTGAnA^ 

>ncrc2905.seq 

GAGGCATTGAGGCAGGCAGCGCAGGGGOTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTT^ 
TATAGNCAATAGGTOCTAAGATATTGCnAGCGnAAGTrrnAACGTAATmAATA^ 

>ncrc2907.seq 

CATTGCAAmGTATmAGCAGAmCAGCAACTATCCTAAACAATGTNAnGTGnCCATmAACTGGGA^ 
ATGAmGCAAAGAAATAACTGCTTTGmGCAAGAnAAATOGTGTTGGCAAAATAAAGTTCTAAAGAT^ 

>ncrc2909.seq 

GTACCCTATATATGGAATTATAAGTGATTCATATAnGTATGTGCTAmAAAGmATATATTCAGGCCAGGCATGGTGGTGCAT^ 
GGAGAATCACCTGAGXCAGGAGGTCGAGGCTGCAATGAGCGATAAnGTGCCACTGCCGTACAACCTGGAGAACAGTGCGCGATOT^ 

>ncrc2910.seq 

TCTTCAAGGmACTAAAGGCAACTGTCATTGGAAATCTGTTACAGGATGAAACTAmCTGCATTATGTAAnGA^ 
CTTTTCCC 

>ncrc2911.seq 

ATGTTTGTTGAATGAATGAATCATCAATCCAATTAAT TNATAA ACTAATCATGATTTTAGTGAGTATTCTATGAACCCTC^^ 
CACTACncmGCTTCTCTOCATTCAGTTAAAAATATTmAAAATACAATm 

>lKic2912.seq 

Ap^TAGTGACCCTnCCGAACCCAAGTTCTAAACAGGTGGAAACATAAATAAAATAGTAAATACAGAGACC^^ 
TnAGGTGTCnAGGCAAGTGGGGTAGCTTGACATTCAGTCCCAGTATTAAGCAGCTGTGCCCAGCCAGACAGGCAACACCGTAAGGCnA^ 
ApATGGAGGAACACAGGAAAACTCAGGCmCTGCTGGCAGCTTGCTCCCAGGACAAAGAAGGGTGGAGTTGAGCAGAGCCTATAGAG^^ 
AfllACTCCGCTCTCACAGGAGTAGAGTGAGGAAAGGGGTAGAGAGGTGTGGAGTnGACTCAGTGTGGTC^ 

If! 

>hQ|c2913.seq 

C^CTGTGGGACCGGACTCGGCCCGAGGTGCAGCAGTGGTACCAGCAGmCTCTACATGGGCmGACGAAGCGAAATTTGAAGATGACATCACCTATTGGCnAA 
AlmSGACATGAATACTATGGCGATTACTACCAACGTGACTATGATGAAGAGTCTGCAATTGGTCCCCGGAGCGCCTACG 
AyGATGACnGCCACACGCTGTACAAGAAGCGAATAGCGATTGTCTTCATGTGTCTCCTAATGCCnACAGTAGnGGmCTGAmGCTCTAm 
T^TGTGATCAAAAAAGAAGAGnAAAACAACACATGTAAATGCGTmGATAmATGGGGAATGCCTCTCAmAA^ 

>R§R:2916.seq 

(SWATTmAnAACTCCTCCTGTATATGTAAGTGTACATGTATTTCTCAGAAGCTAGTAAT^^^ 
GftGGACAnGTGTGTAATTTTmCCAGTTGAGGTGTAACATAGTAATATCACAAGTGTACAG 

A^CAGTACCCAGATGGAGATATAGAAGAmCCnGGCCTTAGAAAGCTCCCTGGTGCCCATCCCAGGCAGCCCTCCCTCTTGGTAGCAGGGAGCAGCTAnCTGA^ 
y^TGAAGTmGCCTGTTCGTGAACTGTATGAACATGGACCCCTACAGTATGTAGTCTOTGTTGGGAGTTCTTG^^^ 

>hcEc2917.seq 

d^AAACAGNAAATGATCATTmAAAAAGAACCACTATCAAATTGAAimCCATCTC 
GATOCACnCCATmGAAnGCTAATTmGGCCAnCGTCACnAAAAATGAATATmAACGTGATC^ 
TTGmAAmACAAAGNTGGTAGTAAAATGAAATCTTAmGimACTAGCTmATAAGTTGAT^ 
TAACCCnNTGAAAAATCAGCmGAnnACnnATCATCTGGAGAAAGTATGTnCTAGACAAGAAnG^^^ 

^ncrc2919 seq 

AGnGnATCAAAnGTAAAATCNGTAATGNGATATmATAnCTGAAACAmCTACTnCTGCTA^ 

>ncrc2920.seq 

NGCNTCTGCGCAAAAATATAAAAATTAGCGTGGGCATGGTGGGACACTCCTGTAAGTCCAGCTACTCAGGATCCTCCTGAGTGATCCTCAAGGAG^ 
GAGGTTACAGTGAGCTGAAATCACCCTACTGCACTCCAGCCTGGGTGCTAGAGTGGGGTGTTGTCT 

>ncrc2921.seq 

CATATGATAAGAAAAGAGCTCACAGNAGTATAGTOTGGAGAACAGAGGCCnAAGACCATGTGGGCAGTAGTGAGGAmGGCATTTTATrrCCA 

GAGAGATnGACAGGATCTCACTTAAAAnTAAAAGTAATCAGGCCGGGCACGATGGGTCATGCCCGGTAGTCCCAGCACCnGGGAGGCCAAGGTGGG^ 

GGGTTCAGGACTAGCCTGGGCAACATAGGGAGAGTGTGTGTCTGC 

>ncrc2922.seq 

AACAGCAnTTCCTATGACTGAGGGTAGGGTAGGTAGATGACTCAmCAAnTATAAAATGGGGGGGTTAGCTTGGGTATCATCGTGGnATTCCAAGCAGTCn^ 
CTmCGGGAACACGTGTGTGTTTGTGCTGGAAGCCCCAGTAATATCATnAAnCGAAAGCTTnnCTATGATGAAnATTC^ 

ACCCAGAGAGCATGTACAACAGCGCCTGTGCTGGGCCTGCTAGGAGTCGATATmCTGGCTCAAAGAAGnCCAAAAGAATTCAAAGCCAGTGTGTCTCmCT 
TGATGCAGGTAGCACGCTTAGGTCTGCTGGTGTTTAGCnGACTTAAAACCCAGCCAGGGAAATATGmCGCmGCTGGGGTGCAGGTGGAGGAGGCm^ 

>ncrc2923.seq 

AATAAGGAAAATATGATAGATATCAATAACAAAAGTACAGCTAGAACGGGGCACAGTGGCTCATGCCTGTAATCCCAGGACTTAGGGAGGCTGAGGTGGGCAGATC^ 
TAGnCAAGACCAACTnGGCAACATAGCTAAACCCTCTGTCTACAAAAAATACAAAAAnTGACAGGTGCAGTGGCATGTGCCTATAGTCCCAGCT^^ 
GGATCGCATGAGCCCAGGAGTTCGAGGTTGCAGTGAGCCGAGATCGTGCCATTGCACCCCAGCCTGGGTGATAGGGAGTGAAACCnGTCTCAAAAATGAAAAAAACAAAA^ 
GCTAGAAAGmCTAGATGTTTGAAAATTAATTAGTATAmCTAAATAATCCACAGATTGAAAAAGAATAAAGTGAT^ 
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>ncrc2924.seq 

CMGAMGGC/W^CCAGAGCTCAGTAAMMGGTACATCCAGCAGTGGTCATTCGACMCGAMGTNATACCGTAG^^ 

ATAGTGAACAATAAAGGCGAGATGAAAGGnCTGCCATTACAGGACCAGTAGCAAAGGAGTGTGCAGACTnGTGGCCCCGGAn^ 

AGTATATTTG 

>ncrc2926.seq 

GATCGTGTGGTGTATTTmAAAAAAmGAmAGCATTCATATmCCATCTTATTCCCAATTA^ 
GTCTCATmCATCTTCnCCATGGTTCCACAGAAGCmGmCTTGGGCAAGCAGAAAAAnAA^ 
AAAGCATGTTTGGTnrCC 

>ncrc2927.seq 

AGACAGTGAGTAGCGTCTATGGAACCACACTGCCGGGGCTCAAATCTTGAAATCnGGTTCTGCCACATGGnGCTCTGCAGCTCTGGCCAAG™^ 

tcctctaatgtaacccatggatcag™ccctgggtatggcactcagaagcacctgctacatagtcagctctaaagagttcg™tttctat^^ 

TTTTGACATCGAnCCGCAGGGTAGGGnAATCTCnAGAGTAATACTCTAAAATCTTATATGGACCAGGCACAGTGGCTCACATATGT^^ 
AGGATCCAnGAGTTCAGGAGTTCAAGACCGGTCTGGGCAATGTAGTAAGAGACCATGTCTN 

>ncrc2928.seq 

CTGGGAGGGGAGAAGGAGnGGAGCTCAAGTTGGAGACAGCGAGGAGAAACCTGCCATAGGCAGGGTGTGTCTnGATCCTCTTCAGGAGGTGAGGAGAAGCCAGAGGTGGTTGGT 
GTGCCCTCAGAAATCTGCCTGCAGnCTCACGAAGCCGCTGTGAAAATGGGGATAAACACCCGGGAGCTGmCTCAACTTCACTATTGTCnGATTA 

nGTGAGGTCCTATCAGTACTGAGAGGCCATGCCATGGTGCTGGGAnGAGTGAGATGCTGGGGAGCTGGCTGCTCTATGCCGTGAGACGCCAGTGCTGTGATTGTCACAGGATGGG 
AnCTCCATCCGAGGGCACCCGTGACCTGCACTCACAATATCTGCTATGCTGTAGTGCTAGGATTGATTATGTGTTCTCCAAAGATGC 

>ncrc2929.seq 

ACAGAGAATCGTOTGATGTGAACCGTCGACGACACAACTCTTCAGATGGCmGATTCTGCTATTGGACGTCCTAATGGAGGTAACmGGAAGGAAA 
ACATGGAAGAAATGGTACAGAAAACATAAATCATCGAGGTGGATACCATTGGTGGAAGnCCCGnCTCGTAGCAGTATmCCATGCAGGAAAA^ 
Ai"ACCTGACAATGAAACCGGGAGGAAAGAAGACAAGAGAGAACGCAAACAGmGAAGCTGAGGAmTCCGTCmAAATCCTGAGTATG^ 
AgTGCAGGTGTGTGGGAATATCCTCCGAATCCTAAATCTAGAGCTCCAAGGATGCTGGTCAnAAGAAAGGTAATACAA^ 

>^fK2933.seq 

AI^CTACTGATGATGTGTTGTTGCCATGGTAATCCTGCTCAGTACGAGAGGAACCGCAGGnCAGACAmGGTGTATGTGCTTGGCTGAGGAGCCA^ 
>^lc2935.seq 

AajTGGGGATCTAAGGCCCTCCCCTCTCTAAAATGCAAAATGTGACACTGAGCTAAAGATCAAAACACAGCAAGCGTTATCTAGAAAn^ 

Aj^GGATAACTGTCAAACAATATmATGCTACnAGAGTTGTACATATAGGTACATAACAn 

OTTTTAGTGTATTCACACAATTGTGCAACAGTGACCACAATCTAACTTGAGAATATmM 

m 

>ncrc2937.seq 

GAGGCAGGAGAATCACTTGAGCCTGGGAGGCAGAAGTTGCAGTGAGTTGAGATTGTACCACTGCATTCCAGCCTGAGTGACAG^^^ 

dMTAAATAAATAAATAAATAAAATAAATACACACTCGAAGTAATGGATATCCCGTnATCCTGATCAG 

rifACCTGCTATGTAGCCCCNN 

ScACGCTTnCATCTGTCCCGCTGCGTC 

d^GCTCGTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGT GCCAAGTGTC 
G|GAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGA6CAACCTATATAAACCTGGA 1 1 1 i 1 1 1 1 1 1 i 1 1 1 

>ncrc2939.seq 

GCTTTTTnCAGGCGGCCGGGAAGATGGCGGACAnCAGACTGAGCGTGCCTACCAAAAGCAGCCGACCATCmCAAAACAAG 

GAAGCTCCCGCGGTACTACAAGAACATCGGTCTGGGCTTCAAGACACCCAAGGAGGCTAnGAGGGCACCTACAnGACAAGAAATGCCCCnCACTGGTM^ 

GCGGATCCTCTCTGGCGTGGTGAGCAAGATGAAGATGCAGAGGACCAnGTCATCCGCCGAGACTATCTGCACTACATCCGGAAGTACAACCGCnCGAGAAGCGCCACAA 

GTCTGTACACCTGTCCCGCTGCTTCAGGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAGTGCGCnCAACGTGCTCAAGGTC 

>ncrc2940.seq 

GAATTTmAGAAAACGTGCnCTTAATGATATGCTATTATACnATOGmTGTGCAAGCmG 

>ncrc2941.seq 

GACCACGCTmCATCTGTCCCGCTGCGTGnTTCCTCTTGATCGGGAACTCCTGCnCTCCnGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGnGGCTCCTGTGCCTC^ 
CGGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGGCCTGTGGGCTGTGCCAAG 
GACAAGTGCAGCTGCTGTGGCTGATGCCAGGAGAGGTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAl i 1 1 ( I ITTTTT 

>ncrc2942.seq 

ATCCCAGTAACnCGGGAGACCAAGGCAAGTGGATTGCTTGAGCTGAGGAGmGAGATCAGCCTGGCCAGCAGGGTGAAACCCCGTCTCTACAAAAAATACAAAAATTGGCTGG 

GTGnGGTGTAGGCCTGTGGTCCCAGGTACTTGnGGGGGCGCTGAGGAAGGAGGATTGGTTGAGCnGGAAGGTCGAAGCTGGAGTGAGCTGTGTnGCGCCACTGCAGCTCAGC 

TTGGGTGACAACGCGAACCCTGTCTCA 

>ncrc2943.seq 

GGGGAAGnGAGACATGTAAGAAmGTCTCAATATmAATAmGNAGATGNGAnAAAACTGGAAGAATGTGGTATTAGAAmCACTGATTG^^ 

ATTTnnTAAGNGCmATGACACAnAAnGTAATCCTCACAACTGAGGTAGGTGGAGCAGGAGAGCATATGACAACCCACAAAG^^ 

GGGCCAGATGGCATGGAGnAGGCATAnTTGTGGAAAGAGCnAAAACAGAnGGT 

>ncrc2944.seq 

CAAAGTAACTGGTGGTAGGAATCmGAAACAAGACCACnATACTGTCTGTCTGAGGCAGAAGATAACAGCAGCATGTGGACCAGCCTCTGCCnAAAGGAAATCn^ 
TATGGnCACAGGATAATTCTTmTTAAAAAAAGGCAACGTCCTAGAGAAGCACM^ 
AAAGIGGTACAAmeTTTGlTTACACTATGATACTTTCTAAATAAACTC 1 1 1 i 1 1 1 1 1 AAAAANT 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page516 of 776 



>ncrc2945.seq 

GATCAAMGGGACMGCATCMGCACGCAGCMTGCAGCTCAAMCGCnAGCCTAGCCACACCCCCACGGGAMCAGCA^ 

CTATACTAACCCCAGGGTTGGTCAAmCGTGCCAGCCACCGCGGTCACACGAnAACCCAAGTCAATAGAAGC^ 

AGTCCATTTACTGTAAAATCGTTTTrrCCA 

>ncrc2948,seq 

ATAnAnTTGAAACnTGCmGGGTnGTGGCACCCTGGCCACCCCATCTGGCTGTGACAGCCTCTGCAGTCCGTGGGCTGGCAGm^ 

AGTCCCCATmCTGGTAAGGTnCTAGGAGGTCTGnAGGTGTACATCCTGGAGCmnGGCnAAAATGTACTCTCCT^ 

AATCAATAGTGCAAGTGTTnGATAGTGAATAnGACAAGTGTGTTmGAAATAAAGAACGAGTCCC^^ 

>ncrc2949.seq 

AAAACAGTGTACTTmAAAAAATTGCTGAATATAAAATCnTGAAAATmCTmTGTGTGAAGACACAAAGTA TGG 
CAmcmAAACTGnTCAACGCCAATATGTAnCTACAAAAGAGAATGGnnAGGCTCGAGTGnATACTmTTTnAT^^^ 

>ncrc2950.seq 

AGAGTAGATAATATCTGGAAGGAATGAGTGnTGGGAAAAGnCCAATGCTAGTTGAGTGCGAACCCTTCGCCAGCnCTCCAGCTCTCTCCCACTGGT^^ 
TGGTTCTOTAAAAACCTCACAGCCTTCCACTAACATCCCGTAGGAGGCTCTCTCCGTAGTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCT^ 
CnCTTGCCATCCTGGGCGCCnAGCGGTAGTAACmGTGTTATGAATCACATGAAAGCATGGAATCTTATGAACTTAATCCCTTCATTAACAGGA 
CCTCAGGAGAGATGGAGAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTGCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGGGAACGC 

>ncrc2953.seq 

AGGAGGAGTTGAGAGAACGGAGGGGACGCCATGGCGACCAACATCGAGCAGAnmAGGTCmCGTGGTCAGTAAATTCGGGGAAATTCAACAGGAGCTTTCCAGTGGAA 

GAAGGCCAGCTGAATGGTGAAACAAATACAGCCATTGAAGGAAACCAGGCGGGTGATGCAGCCTGCGTCTGCCAGGAGTCTAGCAAATGAAGAAATA6TG 

AGmGTGGGGTCnAGATAGAGAACTACGATATAAGCCAGACTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACAAACAG 

(MAGAAGCATAAAAAGCCT 

>blc2955.seq 

CpATAAGCCCAGTTCATCACCAnTCCTGCTTTACCmAGTGCAGmCTTTCCACATTAGGCTGnGGTTCAAACnTTGGGAGCACGGACTG^ 
GlATCCTGCAGGGCTTCTCCTCCTCTGTCTTnGGAGAAGCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCCAAM 
^nGTAAAATAGAAAAAGTGGAGnGGTGAATGGGTTGnCmCCTGACAmGGATGAnGTCATAAGGTmTAGGATGn 
AiffcAAGAGAAACnCAAAGTTAATGGGATGGTCGGATCTCACAGGCTGAGAACTCGTTCACCTCC 

>f^£ic2956.seq 

AiieAGAGAAGAGGGAGAAAGCAGCATCnGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAmAATCnTACAACTC^ 
AiMTGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCnGACAAGlTTGCTGGGCTGGACCGm^ 

TAGGCCCAGAAGTOCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGCCCCnCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGnCTGATTTGGG 
TSSCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGA 

>|||c2957.seq 

Gt/SiAAACACmGGAGCTGTAGAAGCTAAACCAGAATTGTCCCTAGAAGTACAATTG 

d^CAGTHAGAGAAGAACIGGAAAATAAGAATGAAGAAGnCAACAATTACATATGCAATOGAAATACAGAAAAAG^^ 

T%TrTAAGGATGACATGGAGAAACTGGGACTTGCCATAAAGGAATCTGATGCCATGTCTA^ 

qG^TTGACCAATTAAATGAACAAGTTACGAAACTCCAGCAGCAACnAAAAnACAACAGA 

>Th^2958.seq 

CATCTCCGTGAAGGGGATCAAGGGACGGCTGAACAGACTTCCCGCTGCTGGTGTGGGTGACATGGTGATGGCCACAGTCAAGAAAGGCAAACCAGAGCTC^ 
CAGCAGTGGTCAnCGACAACGAAAGTCATACCGTAGAAAAGATGGCGTGTnCTnATmGAAGATAATGCA^^^ 

^ncrc2959 seq 

GAAATGGCGGCAGCATTGAGAGAAACTGTAAGACTAGACACCTCACCAAAGGAGATGGTACCAGCAGAGATTAATACTAAAGAAATGCAGTCAGAm 
CCAmCTCCCAGGGAGAAGATTCTAGATGTGAnGATGACACCATAGAAATGGAGACAGGTCTGAAAGCAATGGGAAGAGAGAmGTCTAAGGGAGM 
TGCCACTGAGGAAATAGACAAAGATnGGAAGAAGCTGGAAGAAGAGAAATATCCCCACAGAAAAATGGCCCAGAGGAGGnAAGCCTCTAGGTGA^ 
AACCTGGAAATGAGAGTTCCCCAAGGGAGAAGACACCAGAGGNGACTGATGCCACTTGAGGAAATAGAC 

>ncrc2960.seq 

ACCCACCACCTATGCAGAGCnCCTGCTCTCATTGGCTTTTCTCACCCTCACTGTCCTCTTGCTGACATCGGGnGGGACCAnTGCGCAACTGCAGACTGGCAGGGCCAGGCAAACA 

CAGCATGGCGCCTGCCAAGAAGGTGGTGTGAGACTGGGCACGGTGGCTCGTGCCTGTAATCCCAGCACmGGGAGACTGAGATGAGTGGATCACCTGAGGTCAGGAGm 

CGGCCTGGCCAACGTGGCGGAGCCCCGTCT 

^ncrc2961 seq 

ACTGC™TOCAATmACTGGGTCTCTATTnACCCTCCTACAAGCCTCAGAGTACTTCGAGTCTCCCnCACCAmCCGACGGCATCTACGGCTCAACA 1 1 1 1 iGTAGCCACAGG 

CnCCACGGACTTCACGTCATTAnGGCTCAACmCCTCACTATCTGCnCATCCGCCAACTAATATTTCACnTACATCCAAACATCACmGGCnCGM 

GCATmGTAGATGTGGTTTGACTATTTCTGTATGTCTCCATCTATTGATGAGGGT 

>ncrc2963.seq 

ACTGnAACACTmACTCnTCTGTTGAnCACCTAACTCATTATmGCmAnAAAAGTCTTCCnCACCACCGAGATATGCTAAT^ 
NNTGTG 

>ncrc2965.seq 

AnCCGGGGACTGGAGGGCAGCGCGGGCAGCCAAGATGCAACnCTCCAGGAGTGCTTATGnACCCAAAGAGAAACAGATGCACAAAGAGAAGGAATGAGATGCTGGG^ 
TATCAAGGAAACCAGCAAACCGTCTTmCCTGAAGACCnTTAAGATTAGGACAAGCAGCTGnTATAAAAGCAGAACAGTG 

GTATATTCTAGCTAAAAGCAGGGGATAAACTAGATAAAACnGGAGACTCTAAGACCTGACCCTGAnAAGTGGGCCTACAAGTGAGAATCTGAAGAAGAGCTCTCT^ 
CCCnGGATGnGTTATOCCAGCTGCCTCTAGAmGAGAACAGTGCTGAGCATGCTmAAATGATCnTGAGGTACmAA 
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>ncrc2967.seq 

AGTGAGAGGGCAGAGGAMTACTCMTCTGTGCCACTCACTGCCTTGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGMG 
GCATTnGGGAATGGCGTGTGCnTCTCAATGAAAAATnGCATCGAAGAGTCAAAATAGAGG 

>ncrc2968.seq 

ATAAAAGAGAGAGGGCnGTGATGAAGATATAGTCAAATGnTGGTTCACATATTCnCAAACACTGTCACAGTGTnGGGTGA 
GCCGATGTTTnGATGnAATCCnCTATACAGGCTnNAACAGATGTCTCCCCAAATTCAGATGCTCTCCGAACAGTGC^^ 
CAAAGAAAAGAAAGGATTCmTGAnGGGCAGTGCnAGCTGTnCATCGATTAACTCmGGTTnCAT^ 
CGGCCAGGCAnACAGGTGGCTCATTGCTGTAATCGCAGGATTrrANGANGCGAAGGNGGGAGGAnGCTTGAAGCCAGGAGTT 

>ncrc2969.seq 

TACmCATTTAAAGAGTTGAAGACTAAGGAAACTATAGTTTGCTAGATAAAATCTCACTGmGGTTCTGTTGAm 
GTCAGAATTCTCCCTGAGTACTCTATCTCGTTCCACGTGCCCTTCCAGAAACGGATGTGnAAATmGGAGTATGnTTACAAAA^^^ 
TGTGACAGGAAGTGAGAGATOnCAGTGTGAACAAAAAAGGGTGAGTGGTGAmAACTAGAGGCTTCAAATAnAGAAAGTCTCm 
CACCCCAGTCAACT 

^ ncrc2970 . seq 

GTCTCCGGAAACCAAAGGGAGCACAGAGCTGTTCTTAAAAnGAAGGTGmACGCCCGAGATGAAACAGAAnCTAmGGGCAAGAGATGCGCTOTGTA^ 
CACAGTCACTCCTGGCGGCAAACCAAACAAAACCAGAGTCATCTGGGGAAAAGTAACTCGGGCCCATGGAAACAGTGGCATGGTTCGTGCCAAATTCCGAA^ 
GGCCAnGGACACAGAATCCGAGTGATGCTGTAGCCCTCAAGGAmAAACTAACGAAAAATCAATAAATAAATC^^ 

>ncrc2971seq 

CTGCACAGTAAGTACmCTGTGCCGCTAGTGTCTATCCGCAGCCATCCGCCmCTTTCGGGCTAAGGCGCCCCGGGGACTGAGAGnAAGGAGAGTTGGAGGCTTTAC 

CAGGGTTCCTACTCGGCGCTGGGCCTCCGGACAAAATGGGGTCTGCGGnGGTGTCCTGGCAAAAGCAGGGTAGAAGGGCTGCGGGGCGGGCCCAGAATCCGAGCCTGCAGAGA^ 

G^aAGCAGnGCAGTGnGAGGGCGGAAGAGGAGTGCGTGnGTTrTGGGAACTGCTTGACAGGAT 

>S:2972.seq 

ot^ggtagtcgccgtgcctaccatggtgaccacgggtgacggggaatcagggncganccggagagggagcctgagaaacggctaccacatcc 
aMtacgcactcccgacccggggaggtagtgac 

>l#:2974.seq 

A^TTCCCCTCTCTACAACCCTCTCTCCTCAGCGCTTCncmcnGGTnGATCCTGACTGCTGTCATGGCGTGCCCTCTGGAGAAGGCCCTGGATG 
Q^lGTACTCGGGCAAAGAGGGTGACAAGnCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCnCTT 
diMGCTGATGAGCAACTTGGACAGCAACAGGGACAACGAGGTGGACTTCCAAGAGTACTGTGTCnCCTGTCCTGCATCGCCATGATGTGT ^ 
AyCAGCCCAGGAAGAAATGAAAACTCCTCTGATGTGGnGGGGGGGTCnGCCAGCnGGGGCCCCTCCCTGTCGCCAGTGGGCACnTnTm 

>iyc2975.seq 

TajCCTCCTCCCCACAGTAnCCCTCTGCCTGACTCAGCTGAGGCGAGTCAGATAACCAGATGGAGGTGCAGCCAGGCnGTCTGGAGTC^ 
(i§qTGCCCCTAAGGCCTGAGGAAGGGTGTGACTCAGATTNTTGAGCAAGACAGAGGCCCTCAGTCACCAGGAGGTGAGCCCCTGTC^^ 
T^GCGCGCACAGGACAGGTGCTCCnGAGGGATGCCCCGTGCGGGGGGTGGGTATGCAAATAGGAACAAGCmGCAGAGTGGAGGGATGCnGGGA™™ 
A^T 

>Sic2976.seq 

d^CTAAGGCGATmCCGGAAAAAGGCTAAAACTACAAAGNAAGAnGTGCTAAGGCTTGAGTGCGnGAGCCCA^ 
CATTnGAACTGGGAGGAGATAAGAAGAGAAAGGGCCAAGTGATCCAGnCTAAGTGTCATCTTTTATT^^ 

>ncrc2984.seq 

GTGGGTGGATCACCTGAGCTCGGGAGTTCGAGACCACCCAGGGCAGCGTGGTGGGGCCCTGTCTCTAnAAAAATACAAAAAAATTGACTGTGTGGTGGTGCG 
GGGTATnGGGAGGCTGAGGCAGGAGAACCACnGGGCCGCAGAGGCGAAGGTTGCAGTGAGCTGAGATCCCGCCACTGCACTCCAGCnGGGCTACAGAGTGAGACTCCAT 

>ncrc2985.seq 

TGTAAANAGAANNACCTGNCAACCTGGANlTTTnAAAAATACAACACTGAGCCATnGCTGCATnCTT^ 

>ncrc2988.seq 

CGATCCGCCATCTGCGGTGGAGCCCGCCACCAAAATGCAGATnTCGTGAAAAACCC™CGGGGAAGACCATCACCCTCGAGGTTGAACCCTCGGATACGATAGAAAATC^ 

CCAAGATCCAGGATAAGGAAGGAAnCCTCCTGATCAGCAGAGACTGATCmGCTGGCAAGCAGCNTGGAAGATGGACGTACTnGTCTGACTACAATAnCA^ 

TCATCnGTGTTGAGACTTGGTGGGTGGTGCTAAGAAAAGGAAGNAAGAAGTCTTACACCACTCCCAAGAAGAATAAGCACAAGAGAAAGAAGGnAAGCTGG 

TAAAGGGGGGATGAAGAATGGCAAAAAmGTCGCCTTCGTCGAGAGTGCCCnCTGATGAATGTGGTGCTGGGGGTGTnATGGCAAGTCACm 

TG 

>ncrc2989.seq 

ATAGGAGGGCCCGAGCAGGAAnCGGTGTGGACATAGGGCCGGTCTGCnCnGTAAAAAGCTGAAGGCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAA 
ATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGTTCGGACTnTCTCCCCTCTCmCTAAGAGACCTGAACTGGGCA 
ACTGCAAAATAAAATCTCGGTGnCAAmAmATTGTCnCCTGTAAGACCnCGGGTCAAGGCAGAGGCAGGGAACTAACTGGTGTGAGTCAAAT^ 
AGGCCAGGCCAGAAGACCTCCCTTCAGGTGCCGGGCGCAGGAACTGTGTGTGNNCTACACAATGGTGCTATTCTGNGTGAAACACCTGTGTATTmNAAAACATCA^ 

>ncrc2991.seq 

TTGCCCnGGTCTCGGGGTCGCTGTCGGCGCTGAGGCTGCAGCTATCATGGTGAACTTACnCAGAnGTGCGGGACCACTGGGTTCATGnCTTGTCCCTATGGGAmGTC^ 

ATGTTATnAGAGAGAAAGAGTGATGAACGGCTAAGTGCCTTCCGGAAGAAGAGTATGnAnTAAAAGGGAATTGCAAGCGAGTGAAGAAGTTA^ 

TATCGAATGTTCACATriTAAAGnCTGAGAGAAATAAAAGGATGAAGAATTTG 



>ncrc2993.seq 
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AGGGAMGGGGCTAGGCCGGCTTGAAMGAGAmTGACTGTACCmTMCmGTAGCTGGMCACMGMGTGnTG^^ 

CGGAGGATAATCCTGTGAAnGCTAATAGnCACTGGGmGGCCCnAGTGnGACTTCAGTATGCTGAGACGGAAACCAA 

TGAGAACAnCGAAAGGACCTGGAGACCCGTAAGAAACAGAAGGAAGATGnGGAAGTTGTAGGAGGCAGTGATGGAGAAGGAGCC^^ 

GAACAAATGATCAATGATCGGAnGGnATAAACCCCAACCCAAGCCCAATAATCGTTCATCTCAAmGGAAGTC^ 

TGGAAT 

>ncrc2995.seq 

CTTTTGGCTCTCTGACNGCACCNTGGCGGTTGGCAAGAACAAGCGCCTOCGAAAGGCGGCAAAAAGGGAGCCAAGAAGAAAGTGGTO 
GTGAAAGCACCTGCTATGTTCAATATAAGAAATATTGGGAAAGACGCTCGTCACCAGGACCCAAGGAACCAAAAnGCATCT^ 
GCTGAnTGCAGAATGATGAAGnGCATTTAGAAAATTCAAGCTGATOCTGAAGATGnCAGGGTAAAAACTGCCTGACTAAOT^ 
TCCATGGTCAAAGAATGGCAGACAATGAnGAAGCTCACGnGATGTCAAGACTACCGATGGnACnGCnCGTC^^ 

>ncrc2997.seq 

AnCTTGAAAATTTmACCTGCCTTnCTTCGAACnnGAACTGAmCnGCTmCTn 

TGCATGAATGGmCTTTTGGTCnTTTAATGnGGAAGAGAATGCTACCAATTATAGTCAATGTCCTCm 

GGAAATTGTGAAAAAAACT 

>ncrc2999.seq 

GnGTCATCACATTATATGCTACACCATCCCAAACCTCACTGCCACATOCAGGAAGCAmATGTnGCAnCATGGATCTnGAGTCAG 
GGCGCCTTAGCAAGTCTTGAGGCCAACGCCAGATTCAAGGAATAGAGTTCATCCTACAAAGAAACCATGGCAAGGGNGCAGATACATAATTCT^ 
TTGGGCTAAAAATGGAAAAnCAGGAAATGAACGTTTACAGCCnANAAGCACCTCTAAGTOCGCAAATTACTCAGAAGCAGA^^ 
TATAGAACGCTNnGGAAACCAACTAATAAGCATGGAAAATTGCATCCCCGGAAGGCAGAnGGGTTAAAATAGATGTTAATCT 

>ncrc3002.seq 

AAGCATNTAAGGTGGACAGCNAAACAGAAGCnTANHCGAGAACAGGTGAATCAGTTGAAmGTGTGTAAACCGGGGATATCGTCTnCACT^^ 

Ai:aTTGGGATGGGAAACTGGAGTATCCAACTTGTGCAAAAAGATAGAATCAATCATAAAGTGCACACGmATTC^ MM lATGTATTG 

T&ACTCCTTmAnCATAGGTAAAATnTGGAnAATnGTGAAAATGTAATTATAAGC^^ 

>&3003.seq 

NiSGCCCGGGTGNAGAGTCCCTGAANTTCTGCCnCCTGAACCTCAAGAGTGGAGANACCTGGGnGACCCCTAACCAAGGATGCAAATTGGATGCTATC^^ 

d&VCTGGGGAAACATGCATAAGTGCCAATCCnTGAATGnCCACGGAAACACTGGTGGACAGATTCTAGTGGTGA 

TilVGmAGCTACGGCAATCCTGAACTTCGTGAAGATGTCCTTGATGTGCAGCTGGCAnCCTTCGAGTTCTCTCCAGCC 

A^CATAGATGGATCAGGCCAGTGGAAATGTAAAAGAAGGCGCTGAAGCTGATGGGGCCAAACGAAGGTGAATTCAAGGGTGM 

C^nGGTTGCACGAAACACAGT 

>ftfeft3004 S6G[ 

AAnNAGGGTCCCTTGGAGANGCCTCCTAAACNAATGTGGGGCTGTTAAGGTTnANCCCTmGM 

>tefc3005.seq 

(SlfGTTmANAAmCCTCAAATGACCAATTTAGnGGTGAAATGCAAAGAC^^ 
T|¥M^nGCTGAGTACAAACmGAAAGAAAAnAGGCAAG^^ 



>{@c3007.seq 

Ti^rGGCCCGGGGGAANTCGGCGmGCCGAGGCTGGCANTAGAmGGGTGTCTCCGCTCNTAGCTGCTmGGCGCGAAAGA^ 
ddeTGAGTCTCAGGAGAAGAAGCCGCTGAAGCCCTGCTGCGCnGCCCGGAGACCAAGAAGGCGCGCGATGCGTGTATCATCGAGAAAGGG^^ 
TGAGGCCCACAAGGAATGCATGAGAGGCCTAGGAmAAAATATGAAATGGGTGGTCTGCTGTGTGAATAAATAAnCCTGAAGAATGNM 
GAACmGATATGTGGAAAAAGTAmATAATmATTGTAAGAAAGAAAGTAAAATATTACTAGTG 

>ncrc3008.seq 

GAGCCGCGGCCNCAGTCTCGGGAGACATGGCGGGCGnAAAGCTCTCGNGGCAnATCCTTCAGTGGGGCTATTGGACTGACTmcnATGCTGGG 
GCGTTTACTGGCCG™nCGNGCTGATmCCACGCCATCTCCCCCATCCCCCATTTCATTGCCAAAAGAGTCACCTAT6ACTCA 
ATATTTCTTCACTACTGGAATTGNNGNTTCTGCCmGGAmCCTGTTATTCnGCTCGTGNGGCTGTGATCAAATG^ 
TCCnACAATTAAGGGGTTTNCCnATAn 

>ncrc3009.seq 

GACTGCAGACTGAGCGGTGGACCGAATTGGGACCGCTGGCTTATAAGCGATCATGTnCTCCAGTATTACCTCAACGAGCAGGGAGATCGAGTCTATACGCTGAAGA^ 
GATGGGACAACAGACCTGCTCAGCCCATCCTGCTCGGnCTCCCCAGATGACAAATACTCTCGACACCGAATCACCATCAAGAAACGCTTCAAGGTGCT CArGA CCCAGCM 
GCCTGTCCTGTGAGGGTCCCnAAACTGATGTCTTnCTGCCACCTGnACCCCTCGGAGACTCCGTAACCAAACTCnCGGACTGTGAGCCCTGATGCCT^ 
TTGGCATCCAGTCTCTCGTGGCGAnGATTATGCTTGTGTGAGGCAATCATGGTGGCATCACCCATAAAGGGAACACAmGT 

>ncrc3011.seq 

TCNAATAAATGGCTGGGTGTmGCTCTGTTTmCCACAGCTGTGCCTTGAGAACTAAAAGCTGmAGGAAACCTAAGTCAGCAGAAATTM^ 
ATAC 

>ncrc3012.seq 

CGAGTCAGACmGTGnCAmCAmCAGGGTCTTGGCTGCCTGTGGGCnCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTGAAGGATGGT^ 
GGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGmGCCTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGTTATGAAAATATAGAGA 
TTCTCACATAAGCCCAGTTCATCACCATnCCTCGTTTACGmCAGTGCAGTTTGTTnCACATTAGGCTGTTGGTTCAAACnnGGG 
TCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTTnGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGM 

>ncrc3013.seq 

TGAGGAGCCATTTTGAGCAATGGNGAAGGCTCANGGTCTGTGTGGNAATGANAGNTCCAAACACGAAGCGCTCCANGGGCTNTGGGTTTGTGACATATGCCAC^ 
GATGCATGCTATG 
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>ncrc3016.seq 

GCAGCT6(^TCCnGCCCAnGACGGTGAGA™TATTGGCMCmGAAAMCCAMTA™nGAMTA^^ 

CACCTATAATOTCGAAGAAAAATGACTTCAAnATGTCACAAAAmAAAAAATCnAGGATTGGAAGAGACATT^ 

CAGCACmGAGAGGCCAAGGCAGGCTAAmGCTTGAGGCTGGGAGCTCAAGACCAGCCTGGGCAACATAGCAAGA^ 



>ncrc3018.seq 

TCGGCNTmTGGCCCGGGAGGAAAANCGTCmGGCNAAAAGTTAATAGGATNANnAAATNAAGnANTCnACnAAAGAAATGTC^ 

GGCATGGTAGCTCATGCCTGTAAATGCCCAGCACmGGGAGGCCAAGGTGGGAGGATCACnGAGCCCAGGAGAnGAGGCTACAGTGAGC^^ 

CTGGGTGACAGTGCAAGACGCTGTCTCAAAAAGC 

>ncrc3020.seq 

ACTCGNGCATGCnNTGCATGCGGCTCNACTGTCGAGCTCACnGNCCTATnCGCGCCTATAGNGGANCAGTGTAAACAGAGGAAATTAAAGATGAAAG 

AGTGAGACTAGAAAGCAGAGGGAAATGCGAAGAGGCAGGGGAGTGCCCCTACCAGGTAAGCCTGGCCCCCnGACTATTCAGCTCCCGAAGCAAnCAGCAGGATCGAGGAGG^ 

TCAAAGAAGTCCAAAACCTGAAGGAAATCGTAAATAGTCTAAAGAAATCTTGCCAAGACTGCAAGCTGCAGGCTGATGACAACGGAGACCGAG 

TACAGGAGCCCCGGGAGAGGnGGTGATAACAGAGTTGGAGAATTAGAGAGTGAGGGTAAGAAGCTGTCCTCTGAGCTAAAGAATGCCAAAGAGGAGATCAATG^^^^ 

CCTGGAGAAGCTGAATCnGTAAATATGAAC 

>ncrc3022.seq 

GACTGCGATAGGAATCATGTCTGGTCGGGGGAAAGGCGGAAAAGGCTTGGGGAAGGGTGGTGGTAAGGGGCATCGTAAGGTGCTCGGGGATAACATGCAGGGCAnACA^ 
CTATTCGCCGmGGCTCGGCGCGGTGGCGTCAAGCGCATTTCCGGTCnATCTATGAGGAGACTCGAGGTGTGCTTAAGGTTTTCmGAGAACG™ 
TACGGAGCACGCCAAGCGCAAAACTGTCACAGCCATGGATGTAGTATATGCCCTGAAACGTCAGGGGCGCACTCTGTATGGCTrGGGCGGCTGAATCTAAGAATACGC 
AGAACT 

>ncrc3023,seq 

GJGACGTAAGTGTCTGGAGACATTGAAGCTAAGATCCCAGTGCTTNAAnCAGGCTCTCTCATGCCAACTTACAGNGGNCTGAACAGCCAGTGT^ 

tIectgaagccctnatagaattataaccat 

>Eefc3025.seq 

dBlcCCCmCTmmCNGGCGGCCGGGAAGATGGCGGACAnCAGACTGAGCGTGCCTAGCAAAAGCAGCCGACCATCmCAAAACAAGM 
dieAAGGAGAAGCTCCCGCGGTACTACAAGAACATCGGTGTGGGCnCAAGACAGCCAAGGAGGCTATTGAGGGCACCTACATTGACAAGAAATGCC^ 
CPTCGAGGGCGGATCCTCTCTGGCGTGGTGACCAAGATGAAGATGGAGAGGAGCAnGTGATCCGCGGAGACTATCTGGACTACATCCGCAAGTACA^ 
CiyGAACATGTCTGTACACCTGTCCCCCTGCnCAGGGACGTCCAGATCGGTGACATCGTCACAGTGGGCGAGTGCCGGCCTCTGAGCAAGACAG^^^ 

>yc3027.seq 

T^GGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATGCncnGCCATCCTGGCCGCCTTAGCG 
TtATGAATCACATGAAAGCATGGAATCTTATGAACnAATCCCnCAnAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAG 
(iiAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGG^^^ 
(|||CCGAGGGACCAAAT6AGACTGAGGGAAGAAAAAAAAATCTCTTTTmCTGG 

>fi!ifc3028.seq 

AiirCnCCCAmNAAGGTAATGnGCCTGGGGCTTAACCCACCTGCCCmGGGCAAGGnGGGACAAAGCCATCTGGGCAGra 
C^GTATAGGCTCTGCCCAGATGCCATCACATCCCTGATACTGTGTATGCmGAAGGACCnCCCTGAGAAGGGAAGAGGGGATCmG 
Ti^ACAAAAGCCAAACCAGCTCAmCAACAAAGGAGGTCOGATGTGGAGGGGCAAGGCTGCCCCCTGGCGCAGGGCTCTTCANAAAGCATCTC^ 
Ai^AAGGATCCnATOCAGGAAAAGCATGGAGNGGGNGGCTAAGCTGACCAATA^ 

>ncrc3029.seq 

GAGCACGGnGGTTmGCmAGTNGGAAGGAGGTTGGTGnGAGGmGGATAGGTATCAAGGACAGTAACTAGGATGGCTCCCGAAGT^ 
TCTGGCCAGGGGTCTGGGAAATGATATGGCTGTAGCATTCGTGGTATCCCTGGGGGnGCAGCmGTATAAGmCGTGTGGCTGATCAAAGAA^ 
AGAAACTACGATGTCATGAAAGATTnGAGGGAGATGAAGGAAGGCTGGTATCCmCAGAGTGTAAAGTAATCTTGGAATATAAAAGAAm 
TCACTGACTTGTGnCCTGAACTATGAGACATGAATATGTGGGCTAAGAAATAGnCCTCTTGATAAATAAACAAnAACAM^ 

>ncrc3030.seq 

GTCAGCATAAncnGCTCmAATTnNTCnAATGTmAAGCCGAGACTGTTATGTTCTGnTTCTTAAATGATGGnGTAGAGGA^ 

ATCTOGGTGGTCGTCGGTTnCTGAGGGTACTTCAGCTGACAGAGAGAnCAGAGAACGnAATGGAGTTACTGAATCAAATGGATGGATTTGATACTCTGCAT^^ 
CATGGCTACAAACAGAGCAGATACACTGGATGCTGGmGCTGCGTCCAGGAAGATTAGATAGAAAAATACATAmGGATnGCCAAATGAACAAGCAAGA™^^ 
CATGCAGGTCCCAnACAAAGCATGGTGAATAGAAGTCTOGTTmGGATATTAATANTTGGGGGGAAAGnAACAG^^ 

>ncrc3031.seq 

GACCCATCTCTACAAAAAGAAAAAAGAAAAAAAAAAACTGTNTTGCTAAAATATCATCATCATCATCTGAGTCTTCAGCAAGTTGCAAT^ 
TGGCTGTTGACTOTCAGGATAGTTGTTGGTAAAGGTTGGGGAAGCTGNGATAAmCTGAAAATAAGACAACAATGAAGTTN^ 

>ncrc3033.seq 

AGGACTGCGTGTCTGCTCCTGAGCTCTGTmAAGTATGTGTATCCmGCTTGTATmGTATTAAAAAAATAAGAAAAAGAAG^ 
TTTTmCTCTnnGGGACATATGAAGCAAGTTATTCnTTTCTGTATGTmmCT^ 

GTGGTGTGTGTACTTGTTGTAATACCTTAAAGCAAACAGACTAAGmCACAGGTTTGTTAATCAGCTCCCAGTTCAGCCTGACmGTGGGA^ 
AGmAACAGTGACCATCCCTGTTGTTGGGAAAAGATAAACATGTCnGGnCAAAAGTTAATACGTCAGGATGGAATCAAGA^ 

>ncrc3034.seq 

TGAAATGAAAGGTGAAnCAAGGCTGAAGGAAATAGCAAAnCACCTACACAGnCTGGAGGATGGTTGCACGAAACACACTGGGGAATGGAGCAAAACAGTCmG 

CGCAAGGCTGTGAGACTACCTATTGTAGATATTGCACCCTATGACATTTGGTGGTCCTGATCAAGAAmGGTGTGGACGTTGGCCCTGTTTGCTT^ 

ATCCCAAGAAAAAAAATnAAGTGCATATGTGTTGCTCTTGnCTAATCTTGTCAACCAGTGCAAGTGACGGAGAAAATTGCAGnATnAnTGC^ 
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ACAMGAAAAATGATACTTCTCI 1 1 1 1 1 IGCTGTTCCACCAMTACMTTCAAATGCTTmGTTTTAI M i i 1 1 i lACCAATTCCAATnCAAAATGTCTCAATGGTGCTATAATAAATAAAC 
T 



>ncrc3035.seq 

ATAAACTGGAAGCTCCGNACTCCGCTCCCCTCCCCTCCCCGCCCnCGAGnGTCCTGCCmCTGGACAGAA 
TGTATAAAACCCAGCTGCTCCCTGACCACCnGGGTACATGTmCAGGGTCTCCTGAGGGCTGTGTCATNGG 
TAG 



>ncrc3036.seq 

GCATCACAACmCAATGCTGCTCAnGTTGTGAGTACTATGAGAnCAAATmTCTAACATATGGAAAGCCTm^ 

AAGGCTACGATGACTGGGCAAGAAGAAAGATGGGAAACTGAATAAAGCAGnGATCAGCATCAnGGAACATGGGGACGAGTGACGGCA 

CTAACTTGTTTACAACAAAATAAAGTATTCACTAC 



>ncrc3039.seq 

AACTAACGGIGmTTAAGGGGGTCTAAGCCTGCCTTTTCAATGAmAATnGATTmirmTCCGTCAAATCTCTTAAG 
TCCTGAAnAnCGCATTGGTAGAAATATATONGGGAAAGAAAGTAGCCTTCnnTATAGCAAGAGTAAAAAAGTCTC^^ 
AATCAATACTCACCTAAnCTGATAAAAGGAATACTGCAATGTTAGCAATAAGmTmCnCTGTAATGACTCTACGnATC 
TACAAAATTnAAAGAAGAATATGTAACATGCAGTACTGATAnATAATTCTCATTTTACmCATTATO 



>ncrc3040.seq 

GTGAGAGAACTGCCTGAGTGTAGGAGATCACCACCAACCTGGTCAACATAGTGACACTTTGTCTCTACTAAAAAnAAAATAAAAAAAATGAGCTACACG 

TCCGAGCTACTGGGGAGGCTGAGACTGGAGGATCGCTTGAGTCTAGAAGGnGAGGCTGCAGTAAGCTATGATCACACCATTGCACmAGCm^ 

TAAACAAAATAAAAAnAGATGGGAATAnGCTCAAGCCGTGGAGGnGAGGCTGCAGnAACTGTGATTGCACCACTGCAGTCC^^ 



>ncrc3041.seq 

GCTCmCCCTMGCGCCTGAGGTGATCTGTGAAAATGGTTCGCTATTCACTTGACCCGGAGAACCCCACGAAATCATGCAAATCMGAGGTTCCAATCTO 
ACTDGTGAAACTGCTCAGGCCATCAAGGGTATGCATATACGAAAAGCCACGAAGTATCTGAAAGATG 

G^AGGTGTGCGCAGGCCAAGGAATGGGGGTGGACACAAGGTCGGTGGGCCAAAAAGAGTGCTGAAnnTGCTGCACATGCTTAAAAACGCAGAGA 
T7§5ATGTAAGAnGTGTGGTCAnGAGGATATGCAAGTGAAGAAAGCACCTAAGATGCGCCGCCGGACCTACAGAGCTCATGGTC^ 

>nSb3043.seq 

ACSAAGANAGGATTGGnnGTCAGANGAAACnCTCnAGTGAAAACGGAGCAGCTAACTTGGCTGTGTm 
G&AGGCACAAGCATGGTGTGCCAnGTTmACCTGGTGTCAAGAGAACTGGTCTGGTGGmCTAAAGm 
CArrCAGTAGAGGTGGGGTAAGGGCTAGGAATCTGCAmTCAACAACGATTGCAGATGTTmGTT^ 

ctercTC 

>ncrc3044.seq 

A^rACnCAGCTATTTnAATAGCTGAAGTAAATGGGGTTCAGGCAATTGATAAAATGCCTGAATO 
T(S^AAAAGTATGCTTGGGGATGTGGG™GAAAAAG^GAGAACTAG™GCTAGGAGGA^GGTAAAGGTTG 
TiifFAGTGTTTTGTCCATAGGATGGGGAGTGCAATCCAAAGAGTATACnTGCATAAAGAGTmGGCAG 
AllATCTAAGGGCACGnTGTTnGAAGACCATGGTGTGTTGCGTGGTGGGGGCGAGTGTmCACCGTm 

^it^^045.seq 

G0?^k3AAAGAGnGGTGGTAAATGTGGCACGTCnCTAAGAAGGGGGAGTCCTGAACTO^ 
cjjtCGCTGCTTnGTAGGGAGTTGTnGCTTGGTTGAGGAACATGGGGCTTnCnGTGGA^ 

A^AAAAnGAAGTTGTCCAGAAGCCAnCATCTGCCATCGCAAGACCAAAGGAGGGGAmGATGGnGGTCCACTATGAAGGCTAC™ 
ACTGAGAAAGATAACAATGGGTCAGCCCAmGGmACGCTGGGGATGGTGGAGGGTCTGAAAGGTTGGGAGGAGGGGnGAAAGGAATGTGTC^ 



>ncrc3046.seq 

GNTGATCTTCCGGACCTATGGATAGATCANGAGGCATCACTGAGGCCAGGAGCTGTGCCNATGACCTGTATCCCAGGTNCTCGAACTTGGATTCCTCGCGCTGGCGGGGGAGGC^^ 
NCCTGTATNAGGGCnTATCCTCACAGGGnTTGTACAATGGCATTCAATAAAGNGCAGGTGTNTGTGGTGC 



>ncrc3047.seq 

CATAGTGTCTGGGAnAAGGGCAAATCTATTACTTnGCAAACTGTCCTCTACATCAATTAACATCGTGGGTCACTACAGGGAGAAAA 
GTAnGGGCCTmGGATATGCTGAACGGAGAAGAAAGGGTGGAAATCAACCCTCTCCTGTCTGCCCTCTGCCTCGATCATATnCCCCTTGGAC^ 
CAGGATGCACATTTCTGGATTGTGGTTCCATGCAGCCTTGGGGCAnATGGGnCTTCCCCCACTTGGCGTCGAAGAGCCTGTGTTCAmGGTGTTCCTGGAAGC 
ATGTGAGGGATTGGGGGAAGGTGGAGATGTGCGAGACAGTGAGnGGGGGGAGAGGGATAGACTGAGGTATAAAGAGAAGTATGAATATTAGTGTGAAAATGmGTATAA^ 



>ncrc3049.seq 

AGGGACTGCGCTGCGTGTGGAAAAGCTTCCTCCTCGATGCCTACAAACAGGTGAAAnGGGTGAGGATGCCCCCAATTCCAGTGTGGTGCATGTCTCCAGTGCAGAAGGAGGT^^ 

ACAGTGGCAATGGTACCCAGGAGAAGATAGCTGAGGGAGCCACATGCCACCTTCTTGACmGCCAGCCCTGAGCGCCCACTAGTGGTCAACmGGCTCAGCCACTTGACCTCCTT 

TCACGAGCCAGCTGCCAGCCTTCCGCAAACTGGTGGAAGAGTTCTCCTCAGTGGCTGACTTCCTGCTGGTCTACATTGATGAGGCTCATCCATCAGATGGCTGGGCGATACCGGGG 

AGTGGTGmGTGTTTTGAGGTGAAGAAGCAGCAGAAGGAGGAAGATGGATGTGGAGGAGCGCAGGAGGTTTGTGGAGGGmGTGGTTGGGGGGGGAGTGG^ 

GGGAT 



>ncrc3050.seq 

TGTGAAATAGACGTAGAGCCTTCTCCGAACAAAGACGTTCGTAGGACCTTATCCTAGCTGGGGGAAAGTCAmCTGCCAGTGGAGGAAGCGGGnGAGTGTGGTA 

GGAGAAATAAAAAnCATAGTGAACAAGAATGAAGACTmGGGAAATACATGTGGAATGCTATATCCAGGGAGGGGAATAGGGAAGGAGG 

CACCGTTAAGAGAGTGAGAGGGTAAAGATAGAGAGGTAGTAAATAGTAAAGAGTAAGAAAGTTGTAATATTTGAAATGG 

>ncrc3051.seq 

AGmGAGACCAGCCTGGCCAACATTGTGAAACCCCGTATCTACTAAAATACAAAAATTAGCGAGGCGTGGTGGTGTGTGCCTGTAAmGAGCTAGTTGGG^^^ 
ATTGAnGAACGTGGGAGTTGGAGGnGGAAGTGAGGGAAGATGGTGCCAGTGTAGTGGAGGGTGGGCGAGAGAGGAAGAGTGTGT 
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>ncrc3052.seq 

AAmGMGGCGATCTnTAAAMGAGATTAMCCGMGGTGATTAAMGACCnGAMTCCATGA^ 
CGAAAATGGAAAGAnAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAACTGG^ 
ATAGGGAAATTTAGAAGATAAAAACATACTmAGAAGAAAAAAGATAAAmAAACCTGAAM 
ACAAACTTAGAAGAAAAmGGAAGATAGAAACAAGATAGAAAATGAAAATATTGTCAAGAGTnC^ 

>ncrc3053.seq 

CATTGGAGTAAGATGGAGGAGTACGCGCGAGAGCCnGCCCATGGCGAATTGTGGATGACTGTGGTGGGGCCmACGATGGGTACCATO 
GGTTnCGCAAnCTCCAGTGGGAGTAAACCACAGACTACGAGGGAGTTTGACAGCTAnAAAACCAGGG 
ATGAnGACTGTAGTATGGTTCAAGTCAGAGGAAAGGAAGATCCCTGGAACTCCATCACAAGTGGTGCCnAACGGGAGCCATACTGG 
GGGTCAGCCGCAATGGGTGGCATTCTCCTAGCmAATTGAAGGAGCTGGTATCTnGTTGACAAGAmGCCTCTG^^^ 

>ncrc3054.seq 

ACAGTGTGGCCGAGCAGANGGCTATGTGCTAGAGGGCAAAGAGnGGAGTTCTATCTTAGGAAAATIW^GGCCCGCAAAGGCAAATAAATCCT^ 
AGGTGTTTATTAGmTGnCCCACATTTATGnGCCTG 

>ncrc3055.seq 

GCTnAAAATATCCnAGAAACAAATAnTGAAGCirrTACTTAATAGTGATTACCTTGAACTGTGCAm 
CATnGTAnATATTCAGGAAATGCACTTmATOCnACAGCTGTGGTmAATACTGCCnGM 

>ncrc3056.seq 

AmGAGTGGGmCTmmAAAAAATOTTCTACTGGAGCTGGTGAGAAATAATGAAGCTGTACAGTTCTCCAGAAAT^ 
TTAAGAmCATmAATGGTGGCAAAATOTACAnCTTAGAAGATGTAAAmGGAACTGnAGGAGATTGCTCCGTGGTin^^^ 
TAGTTGTAGTCATGGACATTAAATGGGCCATATATGCTTATCAATCAAAAAAGTGTTCCTTTnTGGA^ 
GnGCCTmATnGmCCTCnCTAAAAmCTCACCTGAATGTAGTCCTGGGAGAGTCCCGATCACGT^^ 

>i^frc3057.seq 

At^TATTGmGGATGTTTAGmCCTnTCmCCCCACmTATCATGAGAGGTGCTGAGCATGCACAATGCTACATGCAAACCOT^ 
GmAAnGCTGTGGTAACTNGATGCAGCACCAAAGCCTGATGGTGAGAAACGATGTTAGTAGAAAAATCCTACTGCCTCTGAAGAGCAG 
GHcCTAACGAAAGAATGGGCTGCATAGGATCCTGGTGTGTAGAAGACTCCAGTTGmCCTGAGTCTmGAGT 
TfMTGAAGAGACAGAACAGTAATCACCAncm^ 

>ftQrt3059.seq 

Gj^CGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCATTGACAnGCACCCATGGACATAGGAGGGC 

Aje^CGTGAACCCAGAAAGAACACAATCCGnGCAAACCCAAAGGACCCAAGTACTn^^ 

CDdACCCTCTCACAGTTCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAA^ 

GpTCAAAGGCAGAGGGAGGAAACTAAGTGGTGTGAGTCAAATGCGCCGTGAGTGAGTGCCCGCAGGGCAGGGCAGAAGAGCTCCCTTCAGGTG 
>^efc3060.seq 

A|%TTAAAAAGAAAGAAAmGAAAAAACmCTCTnGGCAmcnCTTCnCTT^ 

A&oiAAAAGGAGGATTGATCAGAGCAnGTGCAATACAGmCATTAACTC^ 1 1 1 II II ICAACACTCTTACAGCTGTTATGGAAAATGTCAACC 

TljfiTAAGAAAACCAAAATAAAAAnGAAAAATAAAAACCATAAACATTG 

m 

>|gc3061.seq 

C^nCGGCGGTCCCGCGGGTCTGTCTCTTGCnCAACAGTGmGGACGGAACAGATCCGGGGACTCTCTTCCAGCCTCCGA 

GtliACCATCnOTCGGCCATCTCCTGCTTCTGGGACCTGCCAGCACCGnTnGTGGTTAGCTCCnCnGCCAACCAACCATGAGCTOCCAGATO 

TGGAGGCAGCCGTCAACAGCCTGGTCAATTTGTACCTGCAGGCCTCCTACACCTACCTCTGTCTGGGCnCTAmCGACCGCGATGATGTG 

TCCGCGAAnGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCGGCCGCGCTCTCTTCCAGGACATCAAG^ 

G 

>ncrc3063.seq 

AGCTCTAmTATAAAATAGGGATACGCATACTGTAGAAAAmCCTGTTAAAnAAGCmGACGGCCAGGTGCTCACGCCTGTAATCCCAGCACTTO 

TCACTTGCGCTCAGGAGTTTGAGACCAGCCTGAGCAACATAGTGAAATCCTGTCTGTACAAAAATATGTATATATAAAnAGTCATAATCTCAGCU^ 

ATCACnGATTCCAGAGGGAGGGCTTGGTTGCAGTAAGCAGAGATCACGTCTCTGCACTCCAGCCTGGCTGACAGAGTAAGACCGTGTTTCAC 

>ncrc3065.seq 

TACAGTGGCTCATGCCCATOTCCCGGGACmGGGAGGCCGAGGTGGGCAGATCACCTGAGGTCAGGAGTTGAAGACCAGTGTGGCCAACATGATGAAACCCGGTCTCTACTAAM 
ATACAAAAATTAGCCGGGCATGATGGTGGGCGCCTGTAACCCCAGCTACTCAGGAGAGTGAGGCAGGAGAATCCCnGAACCCAGGAGACGGAAGnGGAGTGAGCCGAGATCGCA 
TGACTGGACTGCAGCGTGAGGGAGAACAGGATTGAAmCCGmGTATGAACTGTCTmGATGTCCTnAGCCAnGTGTCTTGAAnGm i 1 1 II II HGTTTGAAAGG 

GN 

>ncrc3066.seq 

ATCTTCTGAGTCTAACNGCCTGGCAGTATGATGGCCTAGATGCAGAGAAAACAGCTCCTTGGTGAATTGATAAGTAAAGGCAGAAAAGATOTATGTCATACCTC 

CATAACCCTGAGATTCTTACTACTGATGAGAACATTATCTGCATATGCCAAAAAATmAAGCAAATGAAAGCTACCAATnAAAGn^^ 

AAGCTATAACCACAAAAATAATGAATTGATGAGAAATACAATGAAGAGGCAATGTCCATCTCAAAATACTGCTmACAAAAGCAGAATA^ 

>ncrc3067.seq 

GTATTAmTmACTAATATCTGTAGCTATmGTnTTTGCTTTGGTTATTGmnnCCCT^ 

TACCnAGnAACAAGGTGAATAnTAGTAGAAATGATGGnCTGGTGAGGAATGGCCCACAAATCTGTAAinGAAATnAGCAGGAAATC^^ 
TGAAATCAnAAAATTTTATTTGANT 



>ncrc3068.seq 
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MCCCTACAMGTATACCnmCCCACCAMGAAMGTCACGGMGCTGTGCCCCACCTGT^^^ 

AAAGCCAAACCTAACCAAGAATGGGGCTGAGCCCTCCCTGCGGGCTGCTGTGCGTOTGAGGGAGGGAGACCTCGGCACTAGAAAAA^ 
ATACTAAAnGAACTAAAGAAGGTOGGGAAAGGGAAAmCTGTOCnCGGGTCAGTOnnCGGGCCAGACCnm 

>ncrc3070.seq 

AACCAAAAAAGCAGTGCCTGCmCATATATCACAAGCTCAAAGAACATCTGGGAAAnCATCCCAAAAAAAT^ 

GGAAAGAATCnAAGAGCCATGAGACAAAAGCACCAGAAAACCTATAAAGGAAAACCTATCAGAnAACAGCAGAmCTCACCAGAAACT 

TCTnATCCTCCTTAAACAAAACAATTATCAGCCAAGAAmTGTATCCAGTGAGCTGAGGTCATGCCACCTGTACTCCAGC^^ 

>ncrc3071.seq 

AAGAACAATGTGAATGAAATCTOGCAACnGGTTAGTAATCTGAAAAGTCTAnAATGTATACTTGAAAnCTGm 
AACATTATGCATGTGAGTGGTTTGAGAAnAAATGGTTTAATACTCG 

>ncrc3072.seq 

CnCCTGACAACACCGACCGATAAATATCATGCAGCnCGTGACAGACmGTAGAGCACAAGGAGAGCCTGTAGCAGGACATGAATCACCTAAM 
CCCCAAGGGCAGGCCTGGACCAGnGCTGGCCACCACCAGATGCCAAGAGTTCAAACTCAACAATATTATCCCCATGGAGAAAATCCTCCACCTCCGGGm 
GnAATCCAAATGCTGCTGGTCAGCTTCCCACATCTCCAGGTCATATGCACACCCAGGTACCACCTOTCCACAGCCACAGCGTCCTCAGAAT 
ACAGAGTACCCAAAAAGAAGAAGATGCCTGAAAACnCATGCCTCCTGTTCCCATCACATCAGCAATCATGAACCGGTTGGGTGACCCCCAGTCACAM 

>ncrc3073.seq 

GATnAGGAAAGTCCTAAATCGGATGCTGAGATCAnCAGGGGAGCCCTGGAAGCmTGnCAATCAGTGAGAAGTAGAGAAGGCAAAGAAmGCACCA^ 

CAGCTGCnCAAAAGGCTATGTCTGCTCnCAGTAATGACATGAAATCnTGnCATCTCCACTnGTGCTAACGGATTCATAGTTGGC^ 

TCTACTAmTAAGAATGTAAnGATTGTTCGGTATnCCTATCGACGmAmACCTCm 

>ncrc3074.seq 

CJGTAAATAAGACGAAAGAGCCTGTCGATGAGACTGmAnAGCAGAnCACTTCTGAAnGGCCAGAGGAAATCTGAATGTATW 
GWGCCAGGGGAmCGAAGmGGAACCTTTATAGGATAACTGATGGCAATATTAAGACAGACGCCTGCTmGCAAATAAC™CAAGA 
TiJfcCTGATGnGGTATCTAAGGCTTAGGCCTATAGAnGATTTACCmGGAATTGTGCTCCAAATGTCTACTGAA 
Af^GGAAGGAGGGTAGGGAGGGAGGCTCTGTGTGTTAAAATGAGGGTCTCACTGCmAGGAnGAAGTGGGTGGAAAG^^ 

>^075.seq 

Ai|3GGCTmAGAATAGTCCAGTCAAGAGTGCTAAGGAGCCTGTGACCTGmAAATAGTAACATCCGGAAGGAAC^ 

G^iATGTGGAAGGTGAGGAAGAAGGGGAGTGATGAATGACTGTAAGGTTCCTTACTTGTTTCmTCAATAACTACCAGM 

TMTmGTGAATTmATTCTCCTTTTT^^ 

T^fcCCTAr^GGAAGCACAGTTATTCCCCAACTAACTmAAATGCTAATTGAGTAAmGNAGATTG 

y 

>ricrc3076.seq 

CfeCCmCCCGGGCGCTGATTCCTGAGTGCTGAGCGCGAACCCGAGGAGATGAACCCTnAACTAAGGTGAAGCTGATCAACGAGCTC^ 
GliGATAAGGTGTCCTGGCACTCCGAGTACAAGGACAGCGCCTGGATCTTCCTGGGAGGGCTTCCTOTGAACTGACTGAAGGGGA^^^^ 
AlfGnAACAnAATCTCGTGCGGGACAAGAAAACTGGGAAATCCAAAGGAnCTGTTTCCTCTGCTATGAAGAC 
G|fpAAAGGAAGAACTATCCGAGTGGATCATGTGTCTAACTATCGGGCTCCTAAGGACTCAGAA^ 

m 

>0!SfSc3O79.seq 

AiyATGGAATCTATGTTmCCnATGTGTGTAAAAAnGGCTATAGCTGGCCAGGCATGGTGGCTCACACC 

cSkGAGTTCAAAACCAGCCTGGGCAACTTAGAGACCATCTCTACAAAAAATAAAmGCCAGGTGTAATGnAGA 

ACTTGAACCCTAGAGnCAAGGnGCAGTGAACTATGAnACACCACTGCAnCCAGCCTGGCTGACAGACCAAGACCCCCATCTCTnAAGA 

>nCTc3080.seq 

CAAAGGGAAGnAGTCGACmGAAGCTATGACAGGCCCTGGTTCAGAGGCCTnAGCAAAGTCGCCAAAAGCTGGATGAAC^ 
CAGTTTCAGAAACGmCCAACGTTAAGATCGATGATrGAGGTGCTAAACACAGACTCTTCTCCACGTTGTCTTAAGAAACTCTA 

ACCTCnGCnCnAAGnATmnAAAACATGGAAnATAAAGAAATOGGTCCTCTATOCTmGATACCAAmTTATAGGA^ 
CCATAATGAAAATGATGAAAGAGGCTTTCGGGGGGGAAAAAGCTACnGACnGGAGGGAAAGCGTATGTAnAGCCCGGCAGGCTGTTGGTO 

>ncrc3083.seq 

GCmCCAGGGAATGAAGAAGCTCTCCTACATCCGCATTGCTGATACCAATATCACCAGCAnCGTCAAGGTCTTCCTGCTTCGC™CGGAA™CATC^ 
CAGAGTTGATGCAGCTAGCCTGAAAGGACTGAATAAmGGCTAAGTTGGGATTGAGmCAACAGCATCTCTGGTGTTGACAATGGCTCTCTGGCCAACACGCCTCATCTGA 
CnCACTTGGACAAGAACAAGGnACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGnGTCTACCnCATAACAACAATATCTCTGTAGTTGGATC^ 
CCCACCTGGACAGAACACCAAAAAGGCnCTTATTCGGGTGGTGAGTCmTCAGCAACCCGGTCCAGTACTGGGAGATACAGCCATGCACGnCAGATGTGTCTACGTG 

>ncrc3084.seq 

CCCCGGGACCTCGGCANCTNCGGCCCGGGGTGACTGGACTGGANCTCNTOCAAACCCCTACCCCTACCTGTGGAGGAAGGAnGTAAANAAAAATGCCCmGAGACAGm 

AGCTTmACnGTTGmGTnGTAGTGGTCmGTAAGAGTGTAGAAGGAnCGnCTnGATAATGnAAAmGTAAGmCAGGTGACAT^ 

AGTTTTGAAAAGCTAmGCCAGGATCATGGTGTAATAAGACATAACGTTmCCmAAAAAAATTTM 

AHCTAAAGG 

>ncrc3085.seq 

TTCAAACmTGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTGTmGGAGAACCAGGGCTCTT^^ 

GGCAGGCTGnTCAGCCAGGAAGGGCAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATANAAAAAGTGGAGnGGAGAATCGGnGncmCCTC^ 

GGTTTTTAGCATGTTCCTCCTTTTCTTCACCGTCCCCirirrrCTTCTATTAATCM 

CATnGATGAAAAAGGTGGnGTTATTAATGATAGAAAGTGTGAGGATGATGTGAAGAGTnGAGAAATCGnCAAAATAAAAAGNAATGACT^^ 
>ncrc3086.seq 
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TCGGCNNTCTAnGGCCCGGGAMGGNAGCCTGCnGCAGCAGCGGCACnACMGCCNAMTCAGATGMGACGNGCGGCGGnGCAG^^ 

AAAGGAAAGAAAGGCTGCTGTTGGTGTTAAGAAAGCAGAAGAAGCCTCTGGTGGGAAAAAAGGCAGCAGCTACCAAGA^ 

CTACAGAGGAGAAGAAGCGTGCTGCATAAACTCTTAAAmGAmnCCATAAAGGTCAAATCATm 

>ncrc3087,seq 

GTCCAAAACAGAGNmAGACGAATGGAACAGAAGAGAGGCCTCAGAAATAATGGCACGTATCTACAACCCTCTGATCm 

CCTACTGAATAAATGGTGCTGGGAAAACTGGGTAGCCATATGCAGAAAGCTGAAACTGGATCCCTTCCnAGACC^^ 

ACCTAAAACCATAAAAACGCTAGAAGAAAACGTAGGCAATAGCATTCAGGACATAGGCATGGGCAAGGACTTGATGTCTAAAACACCAAA^ 

>ncrc3089.seq 

ACTTmCTGTACnACTAGGnAAGGCAGATmCTTmACTGAmGmAGGAAnAmGATmATAA^ 
GAGATGAAAGGTTmTTGGGTAACAACTCCCGCAGCTGACAAAAAATGTGAAAnTCCACAAAATATCCAAC™ 
AAATGGTmGTTGGAGTGCATmAGTAAGCCmGCAGTAAAATGAGGGnGTAACTACTAAAGCAAAmAGT^ 
AATmGCATOTATCCnCAGTATmAACACTAmTGGCAGTTTACACAmCTTmGmnCCT^^ 

>ncrc3091.seq 

AANCTTGTmGTAACNmGTTAGAGANGGAGTnCGCTGTGnGGCNNTGCTGGTCCCGAACTCCTGGCCGTCAAGTGATCTGCCCGCCnGGCCCTCCCA^ 

AGGTGTGAGCGGAGCATGCCCGGGCTAGGCTnCAATGAATATCACAnGGCATTATGTATTGCCTGCCTACTAmCCTAAGGTGGAGGGGTAGGGGTAAAGACTGA 

ATATCATCTGACCCTGGCCTGAAGGACCTCAGAGAATAATGGTGAGTCAAATATGAAACAAATCTnATAAGTAGGGGGACAGGGGCTCATGTCTATA^^ 

GAGGCAGGAGGnTACTAGAGGCCAATAAnCAGGACCAGCCTGGGGAATATATTGAGTCCCATGTCTACAAAAAAnTAAAAATCACCCAAGTGTGGGGGGGNGG^ 

CTGCAGTCCnAGCTACnGGGAGAC 

>ncrc3092.seq 

AANCAAACNTAGTTTTGGTGCCTAATTCTGTAANACTGTTnCnGAAATTAGATTCCTnCTCTAATGTGAGAAAAATANTAT^ 
CAAAAATAnGTCATCAAATACAGGTGGnAATCTGACATACAnGCAGTTACATGCATTAmnAmACAACAmGCTCCTTAATGATGA^ 
TGGAACTCCATAGAATGATGnTGCAAACCAACATGTGCTCnTTCAGTCAnCACTGTTlTAATATGACATGGAAGAGM 
AfgGAAGnCAAAGATTAGAAATACATCTGTGTCCTGAAAACCnAGATACATAGCCGACTGTATACAGAGGTTCATC^^ 
dSGTGGG 
pi 

>rS"c3093.seq 

cWCGGCCCGGGANCTGAGTGTGAGGnGAGGTGGGACCCnTGCTGAGCAAGGAGAACCCGATGTGAANTGGTAGGCAGANAACCCTGCCCCCCCTGAANGCTGGCTG^ 

AglCAGTAGGGGGGAGCAGCATGCTGTCTAAGAGGTGmGCCTCCAGCTGGTTGnGCCATGTGGGAATGGATTnCTCAnTCnCAGAGAAGCTGGAAACCTA^ 

AA^^CCTCCCAGTGTATTGCCAACTAAATCAAATTmAAAGATGCnAGGCACCTAAGCAAATAATACTOGAGGT^ 

AISGTnAGAAAGGnGGGGGGAAAGGTGCCATCTTGAAAATTCTGGATCAGTGGnGGCATmCGCTGCGTGTAGTATGTATCGmCT^ 

GfSAATGTAGTTATGAAAAATGCTG 

m 

>Dicrc3095.seq 

ClGCCCNTTTGAGAGGCCAAGGTGGGTGGATAACCCTGAGGCNAGGAGmGAGANCNAGCTTGGCNAACATGGTGAAACCCTGTA^ 

TyTGGTGCACATCTGTAGTCCCAAGCTACCTCGGGTGGCTGAGACAAGAGAATCACTTGAACCCAGGAGGGGGAGGTTGCAAGTGAGCCGAGG 

GUSAAACAGAGCAGCAAGATCCTGC 

>^c3096.seq 

Tt^TAnCTCCAGAACAAGCAGGAGAAGCAAGAGACTGAGGAAGGGAGAGGTAGAATTnACACGAAAGGnAGGGM 

AP^GAGTGGGAGCATGAGCCGTATGATCACACGGGGAAGAGTATTGCAGAGAGAGGGAACAGCATGTGCAAAGGCCCmGGCAGGAGCTCTCC^ 

GlSGAGTGGGGGCTGGTGTGGAGTGAGGnAAAGCTGCAGGATGTGAGTTGGAGGCATGCTGGTGAGGCTGTGnGTAGACITCTGnAAGCA^ 

TtlfeCACACTGCGGGAGGAGAACCAnGGAAGGnCATAGCAGATGTGATCTGATTGAATTTmAAAGCm 

T 

>ncrc3097.seq 

GTGANCTGGGAGANCTGTGGTCTCGANNAGANGTCNTTCTTGTGTCAGAAAGTCTAAGGCCTCAAGGTnCTANCCCnCCCTTCA^ 
TGGAGTGATTAnGAAATCTTTTTCAAGANCNAAACNAAGCCTAGGACCCTC 

>ncrc3098.seq 

CGGCNNTCTATGGCCCGGGGGGGAAATNAGGGnCGATTCCGGANANGGAGCCTGAGAAAGGCTACCNACAnCCAAGGAAGGCAGCAGGCGCGCAAA™^ 
GGGGAGGTAGTGACG 

>ncrc3100.seq 

CNCGGGAGANGAAACCACGAGAGTTGATCCTCGTCCNGGCCCACCAGAGGCCAGTCAAGANGCTGGCAGAGTGCTGTCGCGCCnTGGTGGGAAAGATATTAAAGTGTACATGCCA 

AAGCTACATGAAACAGnGATGCCACTAGTGAAACTCACATCTACCAGGTGAGGTTAAAAGACTCACnGTCAGCTCTCnCAGTmGTAAGGCA^ 

GATGGTGTCTTAGATATGAAGAGmCCAAAGTGGACACAGGGGTOTTTTAGAAAGAAGGAGAACTAAAGGATGATGGGAGAAGACTCAGAGATGCAAGTC 

CTAGCGnATAGCACAAGAAAAGGCCATGAAAAGTCTGnCGGAGATGATGAAAAAGAAACAGGTGAAGAAAGTGAGATCAnCCTACm^ 

GGACATCAGTCAGTmTATG 

>ncrc3102,seq 

AACGCTimNATNCTGTCCCGCTGCGTGTTTTCCTCTTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGAACCCCA^ 

GCCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGTAAGAAAGAGGTGCTGCTCCTGCTGCCCTGTGGGCTGTGCNAAGTGTGCCCAGGGCTGCATCTGCAAA 
CAGANAAGTGCAGCTTGCTGTGCGTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAAGGTGGATTTTTTnT 

>ncrc3103.seq 

GnCNCnGGAACCNAAAAGGGCCTGANTAGCCCANGTAACTC™NACAAAAAGTACCAAAGCCCAGAGGANnACCAC™CCCCAACTnCAAACCTCTC™CNATCTCn^ 

TAGCCGAAACNCTCACTGATACCCGGTACCAAGANNCCAAAGAGACCCAAGGGANCCAGAATAAAGAACCACAGATANTAAAGCCCACACnCCTACACCCCCTGTGA 

AGTTGAGAACCAACAAGTAATAGGAAAAAGGGATTGTGCTGGGATAACCTGGnAGCCATAnCAGCATAnGAAACTGGACCCCCTTCCT^ 

GGATTAAAAGACTTAAATGTAAGACCTAAAACTACAAAAAAAAAAGAAGGTCTAGGACATACCCTTCTGAATATAGGCCTAGAAAAAACTm 

GAAGCAAAAACAAAAATAAGC 
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>ncrc3104.seq 

GmGTGTGMGACCAGGCAGATGCCTGNACCAGTGAAnGCAGANGACGCNTACCAGANGTGANNGTCTGTAGGTCACAC^^ 
AGTGmGTCTTCCACAGGGAAGCnAAAACAAAAGANATmTAACCCACTGACAGAACAACAAGGTTM 
GGGAAAGTACAGTCTCAAAACCAGCAACAGCAGCAGTACCTACAGCCCTTTTmGGAGAG^ 
TCATGTGTAmATAAAACAAGGCTAGGCATAmAGGACAACTGAAGAAAAGCTGGAAAAAAA^ 

>ncrc3107.seq 

AGTGAANTAAANTAACCT AGACT NCTGTTAAGmCCTGAAGAAGGCGTAAAATTAATCTGAAM 
TTTCTGAATTGTGAGGAGTTTTTACAAATAGCAAGmGTGAAACTGTGGTCAAAAATAGACCAGGAA^ 

CAAGGGAGCTGmGGTGTGATGGGATGGCTCCATGTCCTGAnGGGGTGACGGTOCACAAAmATACGCACCnCAAACTCAGAA^^ 
AACATGTATAmGGGTGGnGATTGGGGGATOTATAmnGGNCCAGAnAACTAAGGATTTAAAATTGATGAAmA 

>ncrc3108.seq 

TCTCNGANGACCAACTGACCCTGTCTNTNNCNNTGACNAGTGTAACTCTCCnCCTmACNAAANTTTmAGGGTT^ 
CATnmGGnAGAATATAATGCTGACAAATGTGGATGGAGGGGAAGATACTGCTTTANCCTATCACTCCmmTAmTGTTTGGn™^ 
AGAGATCCTGTGCTAGCAAACAATGATGTGGAnCTTnGGACAGAAATAmAAGGTGGGATGGTAAAAAATGTCACAAAAGACT^^ 
TAACCAGACTTTGCTGTATTGCAATAAMCAGAGAACTGTT 

>ncrc3111.seq 

TCTNTTGGCCCGGGGATTGGmCCTANTAANACANNCCAAANTCTAGTACTCTACCTCnGTCCNTCNNCNTACTTTGmGAAGCTAAAGACCTC^ 

CCAGACAGAGCTCTGAGTTnCTAGmGGAAGAAGCTATTAAATAACAACGTCTAGTGCGAAnCTNTAGTTGTTATGGT^^ 

AGTTCTAGCAATGTGAAGCAGGAACTATGATTATATTGACTACATAAATGAAGAAATTGAGGCTCAGATAGAnAAGTAAnCTCCCAGGGTC 

GAnGATCCATGATCnCCAGCAnGAAGAATCATAAATGTAAATAACTGCAAGGCCTmCCTCAGAAGANCTCCTGGTGCnGCACCAACCCACTAGCA 

ACATCTGTGGGCCTGGGAAT 

>pi5c3112.seq 

AigCTGTNAACACTAGATGGAGTGCTGCCCTGAmNAAGAGAGTCTGCACCTGCGGAGCTTTCGTGTAAAGGCCCGCTGCnTTGAGTCCnCGA 

CmCGCCCAATGTAAGAAGTATGACAAGTGCTCTCCCGATTATGAGAGmCTGTGCAGAAGTGCATAATCCCACATCACCACCATCnCAAAGAAAGCACCT^ 

CSSAAACCATCAAATCAACAACCAAACGnCACCCAAACCA 

aqtqccai^taccctgttagaggttctccctttcnctcacctganagctcactaaatgtncctaaatggngaacctcm 
g|^aaagggacagaaagaaaataaggctgctgctg™taattagtgttgactcatattagaccttgataggtgtatctta^ 

Af¥rCTGTGGTGGGGGGGCAAGGGGGnAGNTAAGTAAGGTGTTAGAGGAGA 

>D,crc31l5.seq 

Ct^CCCTnAnGGCCGGGCACCTTAAAACGTAAGCCNTTCTCCTCACTCTCTCAATCTOTTCCATCATAGCAGGCAGTTGAGGTGGAn 
GyTACTCCTCAATTACCCACATAGGATGAATAATAGCAGTT 

>e€irc3116.seq 

G^GAAGAAGANCTCGGCmCCTGNAGCCNTmAGTGCCGCCCCNTGCTAGGTTCmGACCTTGTGCAGTGTAGAGTTG 

T^CCnGCCCCGATTCCTCCTGmGCGCTCCCCAGGGTTGCTCAAGTGGAAATmGTCAGCTGnTAGCCTTTTCGTACTO 

CmAAGCTGmCCTAGTnACCTCGCGTGTGmACCTATATGGAGTAGCTCGCAGAGATCACAGAAATGCnGCAGCCTAAGGCAGGG 

T^TAAAATGGGAAATCAAmAGCANGGTGGTCACCAGCATOCACAGCAATGAAGCAGAATAAAGTAGGCCAGAATGCATCATGTAAG 

TTfCAC 

>ncrc3119.seq 

CTCNGGCCCGGGGGTCCNTGCTGGATGGCNNTCACCCGGGTGANTGCGGGCNCCGCTTGCTGTANnGCAAAGGnACTCNCTGANGCGAGAGCNTAAGC 

TAGGCTGCTGAGAAGAAGACAGGTAnATTGCCGmAAAGGAGGAGCTGCAACCTGTCTGATGAACAGCTACAGAAAGAGATCCA^^ 

GCCnGGCAGAACCCCCTGTTATTGGAAGCACAGCACACCAGTGGCTGGGACCAGAATTCTTAACCATGnCTTTTTCCA^^^ 

GATTAAGGAAAAAGGTCCCAAATGTACCTCAGGAAGCTCTGGATAAGnATOTCAmACACACAAACTCAGAGAAACACAGGATO 

ACCAGACAACTGTTGGGAATTTCTCGT 

>ncrc3120.seq 

AGAGANGGAGAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGnTATG 
GATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCnTTmCTGGAGGCTGGCACCTGATTTO 
GCAGCAmCTGAAATACATAGGCTTATATACAATGCnCmCCTGTATATTCTCnGTCTGGCTGCACCCCTTTnCGCGCCCCCAGA^^ 
GGGTCAAAGGAGAGTCAACATATGTGATTGnCCATAATAAACTTCTGGNGTGATACTT 

>ncrc3121.seq 

TCTATTGGCCCGGGANGTGAGCCTGAGTGATAAAAnGGAAGCNCCAAnGATGACACCCNTCAGCAAGTTCCGGAGGAAAAGANAGAAGAAG^ 
G 

>ncrc3124.seq 

ATCACCAGGmATCTTTATACCGACmAACTGATNTGACCCTATCTTGCTAGCCCTGGATAmTCCACATTACTTGGGACAAATGGNAAGCA^ 
ACAnGGnATAGCATCTCnGGATGGAGTAGAGGGAGGTCAACGAGAAGAAGCCTACATAGATATATAACTGTCTTCTCTCAGATTACACATTATAGCAnAAAGGnTO 
CTAAnGTAAGATACTACTGATTACAATOCCAAAATAGCATCACAGGAGATTCAAnAAAATTGTTATGGAAATAATT^ 
AmAGAGATACTAATAAGTGTTCTGCTAGATAGACTAmGAAAACTATAAATGTATTmGGATTAACAATGCCAAGGNA 

>ncrc3126.seq 

NAANAAATAATGGTTTTACTmGTmGTmGAGATAGGATCTCACTCTCTTGTCCAGGCTGGAGTGCAGTGGCATGATCATGGC^^^ 
GTCCTCCCACCTCATCTTCCCAAGGAGCTAGGATOCAGGCATCAACATCACACCCAGCTAATTTnmGTTTTTTTAGAGATC 
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CTTGTGCCCnCAAAMCCGMTCCTCCAMCCCTTTGGGGCCCCTTCCCCCAMGTATnMGGGA™^^ 
GGGTTTTGGAAACAAAAATGGAAGGNGN 

>ncrc3127.seq 

TATGGCCCGGGATCCGGAAAAANNTGTAmGAAAACACCnAGTATGCAGnGATAAGAGGAATnGGTATAAnATGGTGG 
TACTGTGGAAAGACAACTGTTnAATAAAAGATTTACATTCCAC 

>ncrc3128.seq 

GAGCCATACTTTTTTAAGGAAAAnTTGCAGGGTAAATOGCCTGTCTGGGTCTGAGCTCm 
TTCTmAGGTAAACTGTAACmGGAAnTCCCCAmCTGTAGAAGTGAGmAATTGCTCCATmmA^ 
ATAACGCACAGGinCGCTOTATACCACnATGTTCTCAnCTTATCCTAAAATATATGGACimTTCnTACCAm^ 
mAAGTAACATATmGAGGCAACTAAGTATAACTCGGTTTTCTCATGCTTTAAGTAAAGAATATAGCm 

>ncrc3129.seq 

GAAATGGGGGTGGGGGGAAGCACTGATTCCCAGmGGGGGTGCCTAACTGAGCAGTAGGGATAGAAGGTGTGAACCTGGGAGTGCTTnATAAAnAT^ 
TTTAATrTATCTCTGTGACCTGCCAGGGAGAGGGGAGAGAGAGAGAGATGCTGTTGAGCACATGACAAAATAAAATAAAATGGATGAT 

>ncrc3130.seq 

TNTGGCCCGGGCTTGTGTTACAGTANTGTTACCTACAACTTrrAAAAGCTCAGAANnCAGATGCnCACnTGnTCTGAAATTCCA^ 
TTAGAGGTGAAAACCAGAAAGGAATAACAAAGGTGATCAmAAGAGGnGACAGTGACAAAATAAAACGCTGATAGGCTTm 
CTGGGA CnGC ACmCTTCTGTACCmGTGAGATTGGnCAATGAAAGGAGTGCTGATACGCAAnTCACnCCTAGTATATAAGA^ 
mTNCGTTTnCATAAnTCTGCAGTCAAATGCTCTAGCACTGAGnATAACCCGCTnnCATAATCTCTGAAGT^ 

>ncrc313lseq 

AGTGAGANTGGGAAAAAGAAAACTGCACCAAAACAACACAATAATAGAATAAAAAGAAATAAGAAGAAnAGAAGTGAAGAGACA^ 
CATTTAAAAGATACAAGATAAACTAnATAAGCAATAAAATAAACTGTTGTAACAGGATTGTOTAAAGm 

Gl^CATGCTTATAATCCCAGCACTCTGGGAGGCAGAGGCAGGTGAAnGCnGAGTCCAGGAGTTCAAGACCAGCCTGGGCAACATAGCAAAATCCCT^ 
ApTAGCTGGGAGTGGGNGTTGCAnCCTATAGTCGCAGnACTCACCAGGCTGAGGTGGGGGAGGATCACCTGAGCCCAAAAGGTCAAGGATGCAGTGAGGTGAG 

>6Sc3132.seq 

NI^ATAGCCCGAAAACAGCCCATGCTGGATGCCGCTACTGGCAAGTCTGTCTGGGGCTCCCTCGCTGTGCAGAACAGCCCTAAGGGTTGCCACCGGGACAAGAGGACCCAGAn^ 
C|&AGTGATGACGTCTACAAGGAAAACCTTGTGGATGGCTTCTAGGGAACAGAGCTGGATTCCTTGTGCCTCATATG 

>nci3133.seq 

tmcnaaantgactgaagcacaggaaganggccagtcaacttctgaanganggccagmggtgtcggmctattccgccttccttgtagc 
a|;^aacaacgatacccagcacatctgggagtctgactccaatgaatmctgtaattgctgacccaagaggaaacactctaggacggg 
aagcatctgatoccttgaanggatacaattaaaaatctcgtcaaaaaatancacagttcataaacmcctam 
aGggaagaagaagcagccaagaagagaaagaagaatctgatgatgaagctgcagtagagc 

>iiii1)3135.seq 

AffeAACAGCCnCATACACAAAACTCTCAATAAACTAGGTATTGATGGAATGTATCTCA^ 
GaSAGCAnCCCmGAAAACCAGCACAAAACAAGGATGCCCTCTCTCACCACTCCTAnCAACATAGTAmGGA^ 
AroAAATTAGGAAGAGGAGGAAGTCAAATmCTCTGmGCAGGTGACATGATTCTCTACmTAAAACC 
AefpTCAGAATACAAAATCAAGATGCAAAAATCACAAGGAnCCTATACACCAATTATAGACAAACAGAGAGCCAAATG^ 

>p|^136.seq 

TCTnGGCCCGGGTANCmAAGGAGACTGCCNACCTGAAAANGANGNCTAAGACAAGTCAGTAACCNACCTGAGTGCCCNnTGAA^ 

GTGCTAGAAGGTGGGAGAAGCCTCTAGGGGGATGGGAGCAGAGAATAGCAAGGAGACTATACCTAGTTGAGTCTAGAAAAAGAAnAATAGGATC^ 

GAAGATGGAATGATGAG 

>ncrc3137,seq 

GAGGCATTGAGGGAGCGAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTmCTCm 
TATAGTCAATAGGnACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATmAATAGCT^ 

>ncrc3141.seq 

ANTCTAGGAGGAGCNTACCnGTACCAAATNTTTTGCACnCAACCAGATGACGTGTACTACTGTGGAATAAAGTACAnCAAAGATGAT 

CCAGCTGCTCTCTACCAGACAAnGAAGAAAATATTAAAATCTTTGAAGAAGAAGAAGTTGAAmATCAGTGTGCCTGTCCCAGAGTTTGCA^^^ 

GACnTAACAAGAAACnACAGCCTATTTAGATCTOACCTGGATAAGTGCTATGTGATCCCTCTGAACACTTCCAnGmTGCCACCGAGAAACCTAGTGG 

AGGCTGGAACCTAmGCCTCAGTCCTATCTGATTCATGAGCACATGGTTAmCTGATCGCATTGAAAACAnGATCCCTNGGGTTTCTTTAnT^^ 

ACTTACAAACT 

>ncrc3144.seq 

TGAAAATAGGAGTTGTCAATGCATCTCTTTGTTnGTGGCGTATCnAGTCTmAA^ 
GAGCATATGTGAAmGTTATTmnGAAAAAAAGTCAAGTTAAACTGATATATCTTGTTATGAAGAATATATA 
TGmGAGAnAmGnAAAAAGTAATCCTTAAGGTCAGnGTATAAGTCAATAGAAATATCCATAGGATTGTAATGTTAAAGTGTGTAGC 
GAATAAGAAATATGmGTGAAATAATAGGGACTmACTGATTATATGGAATGGAGGAAATATm 

>ncrc3145.seq 

AAGAANCGGCCCTTGCTGCCCCAACNTGGAGACnTGTACCCGTGTCCCGnCTTAGTGCTCGAATGTCCCAACCTGAAGCTGAAGAAGCCGCCCTGGnGCACATGC 

ATGAGTGTGTATGCTCTAGTGGGTGGTGTCTTACnCCTCATCACCGGAGGAATAAmATGATGnAnGnGAACCTCCAAGTGTCGGnCTATGACTGATGAACATGG^ 

GGCCAGTAGCTncnGGCCTACAGAGTAAATGGACAATATAnATTGGGAAGGACnGCATCCAGCnCCTATnACAGTGGGAGGGTTAAGGmCATA^^ 

GCACCAAATATCCCAAAACTCAATAGAnCCTTCTTCTGnCATTGGATTCGTCTGTGTCCTAnGAGGTTT^ 

TGGGGTTAAAAG 
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>ncrc3148.seq 

AGAGGTCTCTACTCCMCTACNACCMGGAGCCTACCACTATCCACAAMGCCCTGATGMTCMCTCCTGAGCm^ 
GAACCTGGTGTACCTACAAGTAAGACTCCTGCAGCGACTAAACCTGAAATGACTACAACAGCTAAAGACAAGACAACAG 
NCCnAAGATGACAAAAGAGACAGCAACTACAACAGAAAAAACTACCGAATCCAAAATAACAGCTACAACCACACAAGTM 
CTACTCnAAAACAACTACTCnGCACCCAAAGT 

>ncrc3149.seq 

GAGGTATTTGAGGCAGCCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTmTTCTCmGAA^ 
AATATAGTCAATAGGnACTAAGATAnGCTTAGGGnAAGTTmAACGTAATTTTAATAGCnAAGATmM 

TAAAAGGmCTAAAACATGAGGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAnTAAAAGAAAATTGAGAGAAAGGACTAGA 
GCAATGCTmAGAnAAAATGNAAGGTGACnAAACAGCTTAAAGmAGTnAAAAGTTGGAGGGNGAnAAAATA^ 

AHAAAAGA 

>ncrc3150.seq 

TCTGGCCCGGGGAGGCATTTGAGGCNAGCCNAGCGNGGGGCTTCTTGCTTGAGGGGGCAGGCGGAGCTTGAGGAAACCGGCAGATAAG l 1 1 1 1 1 i CTCTTTGAAAGANAGAGAnA 
ATACAACTACTTAAAAAAATATAGTCAATAGGTTACTAANATATTGCmGCGnAAGTTmAACGTAATmAATAGC^ 

>ncrc3151.seq 

TNTnGGCCGGGATCCCCAGCCTGTGGnACAGTGCAGGCAGGCCATGTGAGGCACCGCTGCCAGCACAGAGCGTCGTTCCCCCTGTAGACTAGTGCGGTAGGGAGTACCTGCTGC 

CCCAGGTGAGTGTGGCCCCCTCCGTGATCCATCCATCTCCAGGGAGGAAGACAGAGACGGAGGAATGGAAAGCGGAGTTCCTAACAGGATGAAACnCCCCCATCAGTTCCCCCAGT 

ACCTCGAAGCAAGTAGCmCCACAmGTCACAGAAATNAGAGGAGAGATGGGTGmGGGAGCCClTTGGAGAACGCCAGTCTCCCAGGCCCCCTGCATCTATCGAG 

TGACAACCTCTCTGATCnGTGCTGAGCATGAnCnNATTAGAAGTmAnTTTmCGNGCACTCT^^^ 

TACAGAnGCCTCCTAATGACGCGGCTC 

>ncrc3152.seq 

TJlHTTTmAACATAAGGAAAmAATTATAAGAGGATATGNGCNGlTTTNG 
>©:3153.seq 

GilTTGAAGATCTCAnGATGTGATGTTACATTCCCTnAATCTGCCAACTGTGGTCAAAGTTCA^^^ 

>IM:3154.seq 

TigCCATGATGAGTTTGCATCACCTGACTATACCTTACTTCCGGGACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAGTACACAGGCAATGCCAGCGCACTCnCATC 

aC(5^agacaagatggaggaagtggaagccatgctgctcccagagagcctgaagcggtggagagactctctggagttcagagagatagg 

cg^gggagtataacctgaacgacatacttgtccagctgggcangaggaagccncaccagcaaggctgaccctgtcagggatcacaggggccaggaacctagca^^^ 

c^ccataaggctgtgcngatgtamgaaggagggcacagaagcatctgctgccacagcagtcaaatcaccctcctttctgcamgt 

>fibic3155.seq 

A^AnGACCTGAGTGATGCGCTAACGCATATCAnGAGATGGGGCC 

TCl*ATATTTTCCAGGTTCATAGTTTTTTmGATTAATTGCATGTAAAGTO 

A®3GAGTGGTCAAGmGTAGAAAAACTAGCTCTTTAGATCTTTT^ 

>!3pj3156.seq 

AM^TAGAAGTATGTGCAGCCAAACAGTCAAGTAAAGTCAGAATAAATACATmCAGTCATGTAAGGACTCAGGGTAC 
CipGCACGAAATGGCmTGCCTGTAATCCTAGCACmGGAAGGCAAAGACGGATGGAACAmGAGGTCAGCAmCGAGACOATCC 
TMKAATACAAAAAnAGGCGGGCATAGTGGCGCATGCCTGTAGTCCCAGCCACACAGGAGGCTGAGGCATGAGAATCACTTGAAA^^^ 
ATCACACCACTGCACTCCAGCCTTGGGTGTCAAGAAGTGAGACTCTGCTCAGG 

>ncrc3157.seq 

TATCCTGAGCTTCGTGAGTTGAGCGCTGCTGCTCCGCGGTGGAGTCACCGCACCGCTCCCGGGATCATGGTGnCTAGTTCACCAGCAGCAGCGATGAAGATCTGATC^ 
TGGCCTGAAGATATCTGGATGGCAATGAnCAGATGAAnCATGTAAAAGGAGAAAAGGAGAAAAGGACCmGAAAGATGTGAATGTAGAGACA^ 
GTGnCTGAAGTATAAAATACAACCAAAATTCTACCTTCATCCTACCCAGAAATOTTGATmCAAGTnTAAAA^ 
AATAGGGTGGAACnGACAGCATATAACTTAAAGTGAAAATGTnTTGCCAGAACATGTCnGGTACCnGTGAAAGCAGGCTGCCCTTGn^ 

>ncrc3159.seq 

AGCCCAAAAmCCmTGCTGATAAGCAAAnCAGCAAAGTCTCAGGATACAAAATCAATGTGCAAAAAACACAAGCATTCCTATACACCAATM 
GAGTGAACTCCCAnCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTGAAGGACCTCTTCAAGGAGCACTACAAACCACTC 
AGGACACAAACAAATGGAAAAACATTCCATGCTCATGGATAGGAAGAATCAATAnGTGGAAAATGGCCATACTGCCCAATGTAATnATGGAn^ 
ATGACTTTCTTCACAGAATTGGAAAAACAAAACAACAACAAC 

>ncrc3161.seq 

CTAAATrNGTNAGCTGAAGTGGAAGGCCCTGTACAGTGACCCTAAATCmGGAAACATCTGCnTTGTCAAGTCCTACAAGAACCTTGCTTTCTACTGGATO 
GGTTCCnCTGACCAAGGGGACATGGCTCTGAAGATGATGAGACTGGTGACTCAGCAAGAATAGGATGGATGGGGCTGGAGATGAGCTGGnTGGCCnGGGGCACAGAGCTGAGC 
TGAGGCCGCTGAAGCTGTAGGAAGCGCGATTCTTCCCTGTATCTAACTGGGGCTGTGATCAAGAAGGTTCTGACCAGCTTCTGCAGAGGATAAAATCATTGTCT^^ 
GAAATTAmCTGCTTCnAAAAAAACCTAAGAnTnTAAAAAAnGAmGGimGATCAAAATAAAGGATC^ 

>ncrc3165,seq 

TANNTGTTGTTATTAATGAAGAGGAnACCCTGGCAGTGGAAAGACACATGnGCAAAACTTATTCGAGATAAGGAGGTAGAAmGGAGGACCTGC^^ 
GATTACTTCATCACTGAAGTGC 

>ncrc3167.seq 

CATTGACAGCTGAATGTGACCTGGAAACAAGAAAGAAGATGGAAAACCAGTACCAGAGAGAGATGATGGCAATGGAGGAAGCAGAAGAGTTGCTGAAACGTGCTGGTGAG^ 
CTGTAGAGTGCAGCAACCnCTGCGGACCCTCCATGGCCTGGAACAGGAGCACnGAGGAAGTCTCTCGCnTGCAACAAGAAGAAGACTTTGCCAAAGCTCACAGAGAGCTGGCTG 
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TTnCCAGAGAMTGMCTGCACAGTATCTTTmACCCAGATAAAMGTGCTATm 
AAATGGI^NNAAAAGnAAnGGGATnTTTTTCCAGGCTAGTAAGANGT^^^ 

>ncrc3168.seq 

ANTTCGGCNnATGGCCGGCACAAAAGANTGTCAGTCTCTCACTGCmATAmGCTAATCTCTAGACGGAC^ 
CTCTGGnAAGAACTAAnCATAnACGGACATCATTAATATAmGTAAGTATCCATAAATATAAAT^ 
GCTOTATATAmAmCAAATGTTAACTGAATCAGATCTTTAAATATTTTCGTnG^^ 
ATTACCAAnACCrrrCTCATAAAATATTAACTATCA 

>ncrc3169.seq 

CTGNAAAGGGGCATCGGAAAAGTGCAGCTGCTGTGCCTGATGTGGGAACAGCTCTTCTCCCATATGTAAATAGAACAACCTGCAC^^ 
ATTTGGTGCAmCTTmATACTAAATATGTGACTGACAATAAAAAGAATTTTGACm 

>ncrc3171.seq 

AAGmACTCGATATAATOGTACGACCmAGCCCATTGTCATATGCTAGTGATGTCTATAATGGnCCAGTATAGTCTCTAGTATO 
GCTGGAGnACAAAGAAGATTAAAGTGTATGAATATGACACTGTCATCCAGGATGCAGTGGATATTCA™CCCTGAGAATGAAATGACC^^ 
GAGTAGTTACCATAAGAACCTGTTAGCTAGCAGTGAnATGAAGGCACTGTTAnmTGGGATGGAnCACAGGACAGAGGTGAAAGGTCTATCAGGAGCA^ 
AGTGnGACmAAmGATGGATCCTAAACTCTTGGCTTCAGGTTCTGATGATGCAAAAGGTACTGmGAATCTCnTCTCAGCACCTCCTTCT^ 

>ncrc3172.seq 

GACCCAGNATCTGTGTCnGAAGCAGCTGCCCTCAnCCGACTTCAGAAAATCGAAGCAGCTGGCTCCTCCCCnGnCTCTCTCC^^ 
CAAATAAATGATGACTTCC 

>ncrc3175.seq 

GAGnTCAGTTCGGCATGATGGGGAGGnCCAGAGGTGGATGGTGGTGAACAACAGCTTGAATGnCTTAATGCCATTAAGTGTAGACmAAAATGGTTGAC^^ 
TeQCTCACGTCTGTCATCTCAGCAGTnGAGAGGCCACGAAGGGAGGATCACTTGAGCCTAGGAGTTCAAGACCAGCCTGGGCAACAGAGAGA^ 

>TO^177,seq 

C(gAATAGATATAGTACCGCAAGGGAAAGATGAAAAA™TAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTG 
CGaAAGGTAAGAGCCCCGAAACCAGACGAGCTACGTAAGAACAGCTAAAAGAGCACACCGGTCTATGTAGGA^ 
cWGTGATAGCTGGnGTCCAAGATAGAATCTOGTOAACTnAAAmGCCCACAGAACCCTCTAAATCCCCTTGT^ 
TipGAAAAAACCTTG 

>Qi£l:j3179.seq 

AWCAAAAmGAAAATATCTGAAATCAAATGCTTGGTACCGGAAGGTACTTAACCTGTAGTAATAGAACTAAC 
C^CTGGAGCAATCmGAAGTCAGnGnGAAGCTCAGGAGTmGAGGAATTCTCAAATCATTGTAAGAATCTO 

>fep3180.seq 

Al^AAAACmAGGAAATAATGGACATAGTOTAGAAATATAAAATGCTCTGGAAAGTGmGCAATAGAAnGAAC^^ 
A|®"AACCGAATCCAATAAAG 

>^@:3181.seq 

Ci^GAGTCCGAGlslACCGCCTGGCCAGTATGGTGGAATCnGTGTCTACTAAAAATACAAAAAnAGCCAGGGATGGTGG 
ApAGAATAGCTTGAACCTGGGAGGCAGAGGTTGCTAGGAGCTGAGATTGTGCCACTGCATTCTAGCCTGAAGACAGACAGAGACTCCATCGC 

>liarb3188.seq 

TCTCnCGAAGCTGCATCnAnCTAGTGTTTTTTnCTCnAAAAAAGTAAAAC 
AnTGATTTmCTTATCTCTAATGAAAAATAAmTGTAATTCTGACCGTTTAAn™CCAGA 

>ncrc3193.seq 

AACATAGCGAGATCCTATCTCTACCAAAAAAATATTTmAAATOGCCAAGTGTGGTGGCACACCTGTAGCCCTGGCT^^^ 
AGGTGGAGGCTGCAGTGAGCCATGCnGCGCCAnATACTCCAGCCTGGGTGACAGAGCAAGACCTTGlTT 

>ncrc3194.8eq 

ATmACATrCCCATCAACAGTGTACAAATGTTCCAGTTnTTCAACTTCAACATmTTAAAGGAAGACAACAAA^ 

AAAGATTGACCAAAAAAATGAATGAAACmAGTGACCTGTGGTACAATATCAAGAGGGCTAATATACATGGGATAGAGTCTCATAAAGAACAA^ 

TGmAATATnCnTCACACmCAnAAAACTATATCCCACAGATCGATGAAACTCTACGAATCCCACGTAGGATAAACACACTGACAGCAT^^^ 

CAAATTTCTGGAAAACGATTGTAAAGAGAAAATCTTAAAATTAACCAGC 

>ncrc3195.seq 

NNNNNNGNGGNCCCNGGGGCTATGGCTCnGNTTNNACAGCGGnGGTCGGTACNNATCCGGGGACTCTCTTCCAGCCTNCGACCGCNCTCCGATTTCCTCTCCGCnGCAACGTC 

CGGGACCATCnCTCGGGCATCTCCTGCTTGTGGGACCTGCCAGCACCGTTmGTGGnAGCTCCmCTTGCCAACCAACCATGAGCTCCCAGAnCGTCAGAAnA 

GTGGAGGCAGCCGTCAACAGCCTGGTCAATTTGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGACCGCGATGATGTGGCTCTGGAAG 

TTCCGCGAAnGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGNGGNGGCCGCGCTCTTCTTCCAGGACATCAAGAAGCCAGCT 

NG 

>ncrc3196.seq 

CAACTCTAGGCTCCAACTCGTOTGAAAAGTGGGAAGTACGTCCTGGGGTACAAGCAGACTCTGAAGATGATCAGACAAGGCAAAGCGAAATTGGTCATO^ 
GCTTTGAGGAAATCTGAAATAGAGTACTATGCTATGTTGGCTAAAACTGGTGTCCATCACTACAGTGGCAATAATATTGAACTGGGCACAGCATGCGGA^ 
ACTGGCTATCAnGATCCAGGTGACTCTGACATCATTAGAAGCATGCCAGAACAGACTGGTGAAAAGTAAACCTnTCACCTACAAAAmCACCT^^ 
TCCTTTAATAAAATTTGCTTGTTTG 



>ncrc3197.seq 
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atagtgggggagtmgtagtggagagtagcagtgtattcctogaggamgccnmtmggcaggmcagmtcctccn^ 
ccccatgaagagtataggcattttctgacttctca™ 

>ncrc3198.seq 

CGGCGACGACCCATTCGAACGTCTGCCCTATCAACTnCGATGGTAGTCGCCGTGCCTACCATGGTGACCAC^ 
AAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGGAAAnACCCACTCGCGACCCGGGGAGGTAGTGAC 

>ncrc3199.seq 

GTNAAGCmGTAAGAAAACCAAAATAAAAATTGAAAAATAAAAACCATAAACAmGCACCACnG^ 

TTAAACTACCTCAAAACACmCCCATGAGTGTGATCXJACAnGTOGGTGCTGACCTAGACAGAGATGA^ 

TAmCAGATAGTTGAAGAATGnGATGGTGCTAGAAGAATTTGAGAAGAAATACTCCTGTNT 

>ncrc3200.seq 

GTAGTTCAGGTCTCrTmTCATCCTTTGAATGGTAAAGGGCGTTmCCCCCTCnCTATOCATGAAAG 

CnGmAAAAAnGAGGCCAGGCGTGGTGGCTCATGCCTGTAATCCGAGCACmGGGAGGCCGAGGCAGGCAGATCACAAGATCAGGGGnCGAG 
GAAACCCTGTCTCTACTAAAAATAC 

>ncrc3201.seq 

AGGGGmCAAGAACTAAATATAAGAACTGGCCTGAATCTGTGTAnTnTCAAGAGAGGTGGCAGCATTCAGCAGTATATnATAAAG 

GGCCTGCTCTAAAnATCCAGTGTATGGAGAAACGACACAGGmGGAGACGTCGGnTGAACGTGCTATAGGACCTTCTCAAACACACACCATCAGAATTCAATA^ 

CTGGCnATCAAGACAAAGGTGTCCnCATAATGAAGnAAAGTGAGTATACTGTGGAGAGGACnCCAAATGTGGnACCTCAGCTATATCACTGCCCAACATCAGAA^ 

CTATGAnACTATGCGTTTTCTAAAGATGAATACTATAACATTGATGTGGCTAGTAGAACAGCAAGAGGAAnACTAGTCGnCTGGG 

>ncrc3203.seq 

CCGGCGGTGACGACCTAGGCACAGGAGTAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCCC 

ArrCCTACTTCATGGATGTGAAATGCCCAGGATGGTATAAAATCACCACGGTGTTTAGGCATGCACAAACGGTAGTmGTGTGTTGGG 

GgMAGCAAGGCnACAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCT^^ 

>ifefc3204.seq 

dSSAAAAACCAAATGAnATCTCAATAGATGCAGAAAAGGCCmGATGAAATTCAATGTTCnTCAAGnAA^ 

At^TAmATGACAAACCCACAGCCAATATCATATTGAATGGGCAAAAGCTGGAAGCAnCCGmGAAGATTGGTACAAGGCAAGGATGGCCTGTCTGACCA^ 

CM^GGAAGnCTGGCCAGGGCAATCAGGCAAGAGAAAGAAATAAAGGGTAnCAAAGAGAGAGGAAGTCAAGnGTCTCTGmGGA 

GilCTGAGCCCAAAAACTTCnGAACTGAAATGCAACnCAGCAAAGTCTCAGAATACAAAATCAATC 

>P^207.seq 

AG^NGACTGANNNCTGNNGGNNAGAGGATGCATGAAANATAAAGTATATNAACACTAAAGGTGGGCGAAGAAATTGAGTA^ 
AfCATTTCTACTCAGGGTTTnCTACAAATTCTTACTACCTTrTTCACCCATTGnAGGATAATAAAG^^^ 
Aiy^TTATAACTGTACGTAnGGTGCTGGTnAAGTAGTGATGGGmATTCTTGATAATGCAAAT^^^ 
(^CTGCAGCATCTGCATAACCTGGGTACnCTOGAAATGCAGACTmAAAATCAGAAACCCTGGGAGTGGAAC 

s« ; 
2 5-5 

>m:3208.seq 

A§e™NGACAGAAACATAGG™GGACAGTGTTCATATAGGmCATGGACAGAAAACAAGGGCTGAATTTGGATTTC^^^ 

Cl^TGGGACTACAGCTCAmAAATmCCCACCTAGGGAATGGGAAGAAGTAGACATAGCTCAATGGTCAAGATCTGGGCC^ 

(^GAAAACCACTGAGCTACTAGACAACAATGGGTGAGTGCTGGGGAGAAAACCAAACCAATAAGCTCTCACCCCAAATCAGGCT^^ 



>ncrc3211.seq 

AGCGGCGGTGAAGGTCCTGGGTGAGGTANGGTTGGATGGTGCTTGCCGCGTATCATGGCTGCCTCCGGAAAACTCAGCACTTGCCGTCTCCCTC^ 
CATTAAGnGnAAGACTGCAAGCAGCGAAGCAGCTATCACAGAAmCCTCCTGGACTTGAGGCTGACAGATAAGAnGTAAGGAAAGCT^ 
AAGTGGGCCCTGGGCCAGGGGGAATCACAAGATCTATTCTTAATGCCGACGTCGGTGAACTTCTGGTGGTTGAAAAGGACACTCGAmA^^ 
AGCACCTGGGAAACTGAGAAnGTTCATGGAGATGTCnGACATnAAGGTAGAAAAGGCTTm 

>ncrc3214.seq 

CAGAGGTAGnACTCCTATTnGCAGTTTGTGCACnAAAAATTCCTACAGTGATTGTOCmACTGGGGAAAAAAG 
GCCATGGCTTGCTmATAATGTGGAAATGAmGAmGCTGTAATTCACGCAGATCCCTCCTnTGTCAGGGGGAAATGATTT 
GTTTGGATCAGTTGTATGTAAATGTACATTmGTTACTTTGGCTGTGCCCGnAGAAmATCTTCCATAAAGTAmCTCCCATO 
AAAATTAAATTTATGTAAATGTCTATTTTATATAAAATATGAnAAAATAAGTATGTCT 

>ncrc3215.seq 

AACATTAAAAAGATTAAACATAGnTCAAGCTTAnCAmATAmTCTCTATGCAnAAACAATAAATmAAAAAT^ 
TGAAGTGGGAGAAATTnmCTGAAAGAGAAATmAGTAnTAATATGGTTCAACAnTCAGGCACTACTAAAGAAAGAAAAGACAGCCTC 
AAAAATAAAAAAGTAGCCAGGCACGGTGGCACACGTCTGTAAGCCCAACTGmGGGAGGTTGAGGCAGGAGGATCCCTTGAGCCCAGGAGTTCAAGGT^^^ 
TACCACTGCATTCTAGCCTGGGCAAGAT 

>ncrc3216.seq 

GAACTCGGTGGTGGCCACTGCGCAGACCAGTACTTCGCTCGTATTCGTGCGCCTCGCTTCGCTTTTCCTCCGCAACCATGTCTGACAAACCCGATATGGCTGAG 

TAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCTTCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGTO 

ACTGTACAnCCACAAGCAnGCCTTCmmTACTTCTnTAGCTGTTTAACmGTAAGATGCAAAGAGGnGGATCAAGmAA^^ 

ACTGTCAACGAAGGCCGGGCCTGCGmCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACTTGCATGTTGGTGAAGGAAGAAGTGGGGTGGA^ 

CGACA 

>ncrc3217.seq 

GTCCCCTGAAGGAATTCAAAGGCCAAGCTGGCACTGCCTGAGAGGAGTGGnCGTGTGTGCTGCTGATCTAAGATGTGGAGGCTCTGGCnGGTATGGGACTGAAGGAACCTO 
GnAGAATATGTOTGCGAGATAmAATGAGACATATGAACAGAACATCTGAATCAAGCCAACAGAGTATGACAmCCAGGCACCTGAGTT 
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GCAAMGTCATGAGTAGMTGGGGAnGGGTGTTGGTGGGTGGmGGGCCATGCAMGGAGTCAGGATTCTGAGAirnGGGTAGCT^ 
CAGTGATTCTAGATGGGnACmCCTGGAAGCCATATGCCnGTGTGGGCACTATTACTATCAAmCT^^ 

>ncrc3219.seq 

CAAGAAAAATATAAAAACAACAAATACTTCCATATGGAGCAnmCAGAGTmCTAACCCAGTCn^ 

AACTGTCTTGAGAGAAAAGAAAAATATGAGAGAACTAnomGGGGAAGTTCAAGTGATCmCAATATCA^^ 

GTAAGACnCAGAmCAAAnAATCTTTCTATATTTmAAAmACAGAATA™ 

>ncrc3220.seq 

ATCCCTGATACTGTGTATGCmGAAGCACCTTCCCTGANAAGGGAAGAGGGGATCmGGACTACGnCnGGCTCCAGACCTGGAATCCACAAAAGCCAA^ 

AAGGAGCTCCGATGTGAGGGGCAAGGCTGCCCCCTGCGCCAGGGCTCnCAGAAAGCATCTGCATGTGAACACCATCATGCCTnATAA^ 

GGTGGCTAACCTGACCAATAAAGTTAnnATGATT 

>ncrc3223.seq 

AGCTGGGTGTGGTGGCACATGCCTGTAATCCCAACTACTTGGGAGGCTGAGGCGGGAGGATCACTTGAACCCGAGAGGCGGAGATTGCAGTGAGCCM 
TGGCCTGGGCAACAAGAGTGAAACTCCGTCTCAGGG 

>ncrc3225.seq 

AGAGTGGGGTGAACmGGGTCTAAACGAGACAATAGGTGCCnCGCAGTATCAGCAGAATGGnGATGGGAGTGCACTGTACAnTGGCAGAGAATCATGTGACCnA 

TCTTGTGATGGTGCCAACGGAGACnGGAAAGCAGCAACCGTCCTGACnTmCTTCTmCTAACATGGCTCAGAAAATGGTGGATC^^ 

CGACTGAGCmGAAGCACAACTTCGCCmATTCTGGGTTmGGCAGGCCACCAGGAGGCTGTCCCm 

>ncrc3226.seq 

AGTTGAGCAAGCAGGnCAGnCAnGAGGCCTCmATTnCAAAGCTTnCTCCAAmTCnCAnGCATTnGGCCATCAGGCTGCTCCA^ 
TCCCACGTCTGCCTTAGAmGGAAGCTCACACCACCnCAATGCCTTTCCnCAnnCTGCCAGGGAAnCTGCTTATCCTCCAAGGCnGACTGCAGAACTC^ 
GG.CCTTC™GAGCTCTGTGGCAATGTTCCTTCnATATAACTATAAnATATACGAATCTGTACTGAACTGTGA^^ 
dAjAAnGTGCnAnCTmGnGGTAAATAGTCAnGAATTCAAW^ 

>«c3227.seq 

MTAGGIGGnGTCCAAGI^TAGAATCnAGnCAACmAAAmGCCCACAGAACCCTCTAAATC 
dMAAAACCWGTAGAGAGAGTAAAAAATTTAA^^^ 

>aQrc3228.seq 

AffiGAGAAGCTGGCCTATGGATGTGGCrrTGAAGAGAAGACAGGATmGGCATTCCTTGCTAAGCACGTTCAATGGAGGAGAGCCATGAAGT^ 

4l*GGATAmGATV\TTGGATCTCAGACTAGGGCTGCWAATACAGnCTCTGAnCGCACACCAGATGnCT^ 

TiJInGTGAAAATCTCCTGGAnAGTAAAAAAATmCTAGATATAAAGTGGTTTO 

CTGnCTCAmAnCATmATGAGATGGACTTGGACATCACTAATGCAAACACAGGAnCATAAAnAnCTGAAGm 
>islc3230^eq 

A^GAATAAGCATAnGCTGCTGTGGGCTGACAGnCAAGGATGCACTGTATAGCCAGGCTGTGGGAGGAGGGAGGAA^ 
ASGACCAGTATGATATACCAAGGTAATAAATGCTGTnATGACTTCTTTAAG 

>ISc3231.seq 

^SBA^CAmCTTATCAGAATGTOTGATAGGGGCTAGAGGTCATAGCAACAAAnCAAAGTGGCT^^^ 

CI5AGTGGCTGAGAAGCCCTGTCATCCGAGCACTTCGGGAGGCCTAGACAGGAGGATCAGTTGAGGCCAGGAGTTCAAGGTCAGC 
^^AAAATATATATAnTmAAmTAAAAGATAGTCATGAATACAAAACAGnGGGAAGATTA^ 

TAAGGTTTAAATGTAGACCAGGCATGATGGCTCACGCCACCATGTAATCCCAGCACmGGGAGGCCATGGCAGGAGGAnGCTTGAACCCAGGAGTTC 
A 

>ncrc3233.seq 

AGGAGCCGCAAGTAGGAAACAGCTAATCAGGAATACAAAGTCTCCAGCTGTGAACAGAGTACTCATCAGTGAAATAGAGTACAGGCTACGAAAGGTCTC 
ATGAAGnCAGTATGGAGATGTGCGTGTGGAAAATGGAATGGCACCATTCTTTGAGATGAAGCTGAAAGAnACAAGATCTnGAGGGAATGGCAGTAACm^ 
GGAAATCCAAAGCCAAAGATCTATTGGmAAAGATGGGAAGCAGATCTCTCCAAAGAGTGATCACCTACACCATTCAAAGAGATCTCGATG^ 
CCACCCTAGATGATGATGGGAAnATACAAnATGGCTGCAAACCCTCAGGGCCGCATCAGTTGTACTTGGACGACTAATGGTACAGGCT^^^ 

>ncrc3235.seq 

GAAGGAAATAGCATTGAAATGTTAAATACAATnCTGAAAGTTATGI I i 11 1 i ICTATCATCTGGTATACCCnGCmATTTnATAAATTAnTTCTCAnGCCAnGGAATAGATATCTC 
AGATOTGTAGATATGCTAmAAATAAmATCAGGAAATACTGCCTGTAGAGTOGTAmCTATTmAT^^ ! I i II IIGT 

TTTG 

>ncrc3236.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTmCTCTnGAAAGATAGAGAnAATA 
TATAGTCAATAGGTTACTAAGATATTGCTOGCGTTAAGTTTTTAACGTAATmAATAGCTTAAGATmM 

AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAAn^ 
ATGCTmAGAmAAATGAAGGTGACTTAAACAGCTTAAAGTTTAGmAAAAGTTGGAGGTGAnAAAATAAm 

>ncrc3237.seq 

AATCTCAGTCACTGTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATGCCAGCCTCTCACAGTTCGGACTTTTCTCCGCTCTCmCTAAGAGACGTGAACTC 
GACTGCAAAATAAAATCTGGGTGnCTAmATnATTGTCTTCGTGTAAGACGnGGGGTCAAGGGAGAGGGAGGAAAGTAACTGGTGTGAGTCAAATGCCCCC 
GAGGCCAGGGCAGAAGACGTGCCnCAGGTGCCGGGGGCAGGAAGTGTGTGTGTCCTACAGAATGGTGCTATTCTGTGTGAAACACCTCTGTATT^ 
AAATGAAAAGGAHATTGC 



>ncrc3238.seq 
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MCCGTCCCAAMTGTCCCnGCTCAGMGMGGATCGGGTAGCTCAAMGMGGCMGCTTCCTCAGAGCTCAGGAGCGGGCTGC^^ 
TTTCAGATATAGATAATAAACnATGAACAGCGG 

>ncrc3240.seq 

CnANGAAGTCTACGCmnAAGGAAGNGACACACCCGCCTCATCAGTCANCCTGANNTCCTATTGCTGCCT^ 
CCTGAGTGCnATAAGTGGGTAGACAGTGCACTGAGTGTTCCATATGmAnAAmAATGCTCACAACAACG^^^^ 
TGGCTAAGAGGTAAAATGTAACTTGCTGAAGTTACACAGTGAGGGTATGATGGAGTCAGAACCTGAGCCCAGGCGGTTCCAmAAGTC 
TTAAACAATGACGGAGTCnGGCnnACTCTAAGGGAACAGTGTAATGAAGGGAGAGATTCATATGGATAGACAM^ 

>ncrc3241.seq 

ATAmGAAGATGAGACTTTGGAGAGGTAATTANGGTOTACGAAmAnGAGGGGGAGACTCATGGTGGGAnAATGCTCTCTTATGA^ 
ATTGTGTCTCCATCTGCATATACCATGTGAGGACACAGCAAGAAGGTCTGTGTCGTCTGGAAGAAGGTCCATCTGCAAGTCAGGAAGAGAGCCCTCCCC^ 
TCCCTGAmCTGACTTCCAGCCTCCAGAAnGTAAGAGAATAAAnTCTGTTGmAAGCCATCCAGTCTATGATAnTAGTOTGGTAGTCT 
TATnGAAAGTCACTCACAAAGTTTTTCAGTTACTGAACnAAATTGnCACATA 

>ncrc3242.seq 

GNNTmGGTTCTCTNACNAGACANCATNTTGGnGGCAAGAACAAGGCGCCnACGAAAGGCGGNGNAAAGGGAGCGAAGAAATA^ 
GCATGATGTGAAAGCAGCTGCTATGTTGAATATAAGAAATATTGGAAAGACGCTCGTCAGCAGGACCCAAGGAACCAAAAnGCATGTGATGGTGTCM^ 
GTCnGCTGGAmGCAGAATGATGAAGnGCATnAGAAAAnCAAGGTGATOCTGAAGATGTTCAGGGTAAAAACTGCCTGACTAACnCCATGGCATGGAT^^ 
ATGTGnCCATGGTCAAAAAATGGCAGACAATGAnGAAGCTCACGnGATGTCAAGAGTACCGATGGnACnGCnCGTCTGTTCTGTGnGGTm 

>ncrc3243.seq 

CAATTGCnGCATOTTCTGTACATTTCTTTTTGAGGGTGCAGAAGTGGGAAGGAAGGCAGGGmGGAGTGATTGAAAATAAATGAG^ 
TTGCCAGCACCnGGGAGGCTGAGTCGGGAGGATCTTTTGGGCCCAGGAGTTCAAGAACAGCTTGGGGAATATCTGGAGAGGCCTCCTCTT 

>pcrc3244.seq 

AtftCACAGCCGAmGACCAAGCTGCACCAGTrGGCAATGCAACAGTCTCATmCCCATGACGCATGGCAACACCGGAnCAGTGGCAnGAATC 
ClIrrGGGGmGGATGCATCTGCTCAGACTACTTCTCATGAAGTCACCAnCCAAACGATnGATTGGCTGCATAATGGGGCGTC 

OTGGGGCGCAGATCAAAATrGCGAACCCAGTGGAAGGATCTACTGATAGGCAGGTTACCATCACTGGATCTGCTGCCAGGATOGCCTGGCTCAATATCTAATCAATC^^ 
C||^GGAGAGGGGTGGATGGGGAGCAGCTAGAACAATGCAGAnCATCCATAATGCCTnCT6CTGTTCACCACCACCCATGATCCATCTGTGTAGm^ 

>|pc3245.seq 

AafTTAAGAAATGCTAnmAAATGAATTTGATGCAAGTCAAGGATAACGACAnAAGATAmTTAAACATC™^ 
TAlGTACAGTATCTAGACmGGTAmAAAACmCACTCAGGCCTGGACATGGTGGCTCACACCTATAATCCCAGTA^^ 
Ag^TAGAGGCTAGCCTGGACnCATAGGAAGAGCTCGCCTCTACAATAATAmnAAAnAAGTTCCGGTGnGAGGCACATTCCTGTAGTCCCA^^ 
Ai^ATCTCnGTGCCCAGGAGCACAAGGGTGCGGTGAGGTATGAnGCACCACTGCACCCCAGCCTGGGGAACAGAGCGAGACCCTGTCTT 

>flc[C3246.seq 

^TGGGAGTGGAGTGTCCGGTGTGCCCGGGCCTGCACCATGAGCGTCCCGGCCnCATCGACATCAGTGAAGAAGATCAGGGTGCTGAGCnCGTGCTTATC^^ 
GaPGAGAmCAGAAGAGAACTCGGAAGGTGGAGTOATGTTGAmAGCTCAAATTATTGAAGCCTGT^^ 
TS^T^GTATCCCTACTCnGATCGTGGAACGAGACAAGCAAGAAGCmGAnGAAAGCCTATGTGAAAAGGT^ 
TmGCAACCTmCCACGGGATGGATAAGAATACTCCTGTAAGATACACAGTGTATTGCAGCCCTTAnAAAGTGGC^^^ 

>|erc3248.seq 

clgi^GGAGCAAAGAGAAAAAAGNAI^GCCAAAATCTGATAAGACTGAAGAGATAGCAGAAGAGGAAGAAACTGT^ 

AiynGACATGAAnCTCCTAAATCGAAAAAGGCAAAAAAGAAAGAGGAGCGATCTCAAAATGACAm 

TGGTTTCnCTAAAACCAAAAAAGTGACAAAAAATGAGGAGCCTTCTGAGGAAGAAATAGATGCT^ 

>ncrc3250.seq 

GTCTTCTGGGAGGTCATmCAACnCATrAATCTATCAGCCTnAAAACnCTTTmAAA^ 

ACATACATATnACAnGTGTAAACTTnGAAGAGGACACAGAAGTTnCTTTT^ i 1 1 II I I I CTGTTTTGTTTTCAGACATGG 

CTnAAATATTTATATCTGGAAAACCACACTGAAGnAGAAmGNCAGTAATAAAAATAATGTGTGACATATATO 

GAATGCTGAAGmGAGGCAGGGAGATCGCAAGTGTGCTGTATCTGAGTAAACTCnAAmAGACTAAnCTAAGAATTAA^ 

>ncrc3252.seq 

AGAGTCTTGCTCTGnGTGCGTnATGTGATCACGGCTCCCTGCAGCCTCGGAGnCGGGGCTGAAGTGATCmCCAGCTCAGCGTCCCTGGTAGCTGGGACTGCGGGCAT^^ 
AGCACACCTGGCTAATTnGGTAnTmATAGGAGGTAGGGTCTCACCATGnGGTGACCCAGGCTGGTCTGGAAGTCCTGGGCTCAAGTAATCCGACACm 
GGTGGATCACTTGAGGTGAGGAGTnGAGACGAGCCTGGCCAACATGGTGAAAGCCCGTCTCTACTAAAATAACAAAAATATTAGCCAGGCGTGGTQGCGTGT^ 
GTACTTGGGAGGGTGAGGGTGGAGAATCGCTTGAGCGCGGGAGGCAGAGGTTGCAGTGAGCCAAGA 

>ncrc3253.seq 

GAACTmGTTGAACTGTATGTACmACCCCAAACCTGTTAATATTTTGAGCGCTTCTATGTGAAAGCAAAGAAATAAT^ 
ATTTTAAAGGTrTGAGGTAACATCTCTGGnGTACGAAAGAAGAAATAAATATGGTTTCAC 

>ncrc3255.seq 

GAACGCAGAGTTGGGAGCAACTCCAGNAGCCTCCTTCAAGNATGCTGCTGGTCCTGCTCTCAGTGGTCCTTCTGGCTCTGAGCTCAGCTCAGAGCACAGATAATGATGTGAAGTATG 
AAGACmACmCACCATACCAGATGTAGAGGACTCAAGTCAGAGACCAGATCAGGGACCCCAGAGACCTCCTCCTGAAGGACTCCTACCTAGACCCCCTGGTGATAGTGGTAAGCA 
AGATGATGGTCCTCAGCAGAGACCACCAAAACCAGGAGGCGATCACCGCCATCCTCCCCCACCTCCmTCAAAATCAGCAACGACCACCCCGACGAGGACACCGTGAACTCTCTC^ 
ACCCCGAmGCnCTGTCAGCCTGCAGGAAGCATCATCATTCnCCAGAGGGACAGACGAGGAAGACATCCGCAGGAGCAACCACTCTGGTAATCTAGAATTCAGN 

>ncrc3256.seq 

TGGTGCCTAGAGTTTGGCAAGAATGCMTATTAACAGAGCACAGAACAAGAGGMGCTTCTGCTTCATCAGGTGGTCTATGCGAAGAAGCGACAGCTGCTAAAGTGGCAT^ 
mGnGAAGGCACAGAAAGAACAAATTGGAGnGTTTGAGGCAGAAAAATCTCAAGTCAAGAAATGCTGGACAACAAGGACAGGCACCATCmAGGTC^ 
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TAAGCACMGACCMTGAGMGCMGAAMGAGTGAAMGCCCMNMNCGCCCCTTGACTCCTTnCACCATCG 
AGCCAAAGACTTGTGATCTCTG 

^ncrc3257.S6^ 

AGTAAAA(3ACTGGnAATGATAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGTm 
AATCA6TAC 

>ncrc3258,seq 

GAGGGTAAGGTOTCTGTCTGATACTGAGGANAAACAGAATGATCCTGGAGCmGCmCTAnGAAGGCmTGACGGTAATA^ 

GCTCACCCAGCATCTCnTOCCAACCAGAGAGTGTGAAACTAGmCATATATTACCTAGmTTCmCAAAACAAA^ 

TAGATATTCnAGTCTTTmGTACATGGAGATTTAAGmAAGATGGnTATATAATAGGTOTACCTACAT^^ 

AGCCTGGGCAGGCAGATGTACCATTGnAGNGGNGTATGGTCGGCCTCGNGGTCCATATATTCTGCACTnTATATnGCCACCAGAATGGN 
>ncrc3259.seq 

CTGGGCTCGGACCTAGGTCGCGGCGACATGGCCAAACGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGAAAATGGTGAA 

AATCAGCCAGCACGCCAAGTAGACTTGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATGTGGCACTGTGGTTCCTGCATGAAGACAGTGGCT 

GACGTACAATACCACTTCCGCTGTCACGGTAAAGTGCGCCATCAGAAGACTGAAGGAGnGAAAGACCAGTAGACGGTGCTCT^^^ 

TTAATTTATGTG 

>ncrc3260.seq 

AGCmATGAAGCCAACTCTGAACACGCTGGTTATCTAAATGAGAAGCAGAGAAATAAAGTCAAGAAAAmAGCTGGATGAAAAGAGGCTm^ 
CTCnAAGGGACmAAGAAAAACTACCACATGTATGTGTATCCTGTGCACTGGCAGnTAGTGAACTTGACCAACACCCTATGGATAGAGTCTTGACACA^ 
CGAGCATCTGTGGTGGCGATGGAACACTGCATAACCCGTTTCmGAGGAGTGTGACCGCAAGAAGGATAAGCAGATCAGCCTGAAGGAGTGGGGCGACTGGmGGAATT^ 
GAGGACATAGATGAAAATCTCTTGTmGAACGAAGATmAAAGAACTCAACnTCCAGCATCCTCCTCTGTTCTAACCACTTCAGAAA 

>ncrc3263.seq 

AbSCCAAGGCAGGAGGGTCACTTCAGCCCAGGAGTTAAAGGCTGCCGTGAGCCGTGATCACACCTGTGAATAGCCACCGCACTCCAACCTGGGCAACACAACAAA^ 
Ai§AAAAACAAAGGCTGAGCACGGNGGCTTACACCTGAAATGCCAGGACmGGGAGGCTGAGGGGGGCAAATGACnGAGGTC 

Ai^GGCTATCTGTAGCAACATAAACAnAGCCGGGCGTGCCTGTGAnCCAGGTGCTTGTGGGGCTGAAGCACAAGAATCGCnGAGCCCCGAAGGCAGAGGn 
AjfGGGGCACTGCGATCGAGGCTGGGGAAGAGAGTGAGAGTGGATCTCTAGA 

>lillc3268.seq 

GtAGTGGACGGCTAATGGTACAGGGTGTCAACGAAAGAGTCGGAGTCCCCGGTCTCCCTCAGGCCATCCTCATGTCAGAAGGCCTCGTTCTAGATCA^ 
TGlAGCAATTCAGGAGCGAnCnCAGACCTCACnCTTGGAGGGTCGTGGAGATCTGAGTGnCAAGAAGGAAAACTGTGCAGAATGGACTGCAAAGTCAGT^ 
d^GTAAGCTGGCAACTAGATGGAAAGGCGGTACGCGCTGACAGTGGTCAGAAGATGCTGGTGCGTGAGAACGGGGTGGAGCTGTCTGATGATAGAGCGAGTCACGTCACG^^^ 
Cl^CATCTACACATGTATAGCTAGCAACGGAGGAGGAGAGAAGTCATTCAGCGTGGAGCTTGTGGnGCTGGTAAAGAAGGACAGA^^ 

>f^c3271.seq 

AipCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACGTGACGTGATGTCGACTCATCCGACCCTCTGACAGnCGGAGT^ 
(^(ITGCAAAATAAAATCTCGGNGTTCTATTTAmATTGTCTTCCTGTAAGACCTTCGGGTCAAGGCAGAGGCA^ 
GftgGCGAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACA^ 
;#cTGAAAAGArrATTGGAAAGA 

>ltt5ic3272.seq 

TijGTGGATGAAGACAGTGGCTGGCGGTGCCTGGACGTACAATACCACTTCCGCTGTCACGGTAAAGTCCGCCATCAGAAGA^^^ 
CiSnTGAGACATCACTGGCCTATAATAAATGGGTTAAnTATGTAAAAAAAAAAAAAGG 

>ncrc3276.seq 

GTCCTGGTCATCTGTGGCCCGGGGAATAATGGAGGAGATGGTCTGGTCTGTGCTCGACACCTCAAACTCTnGGCTACGAGCCAAC 

CTCTTCAGTGCATTGGTGACCCAGTGTCANGAAAATGGACATGCCmCGnGGGGAAATGCGCGGAGAGGCCATGACGATTGATGAAGTGTAT^ 

GGCTTCAGCnCAAGGGCGATGTTCGGGAACCGTTCCACAGCATCCTGAGTGTCCTGAAGGGACTCACTGTGCCCATTGCCAGCATCGACATTCCCTCA 

GGAAATGCTGGAGGGATCGAGCCAGACnGCTCATCTGCCTCACAGCCCCCAAAAAATCTGCAACCCAGNTTAGCGGTGGCTACCAnACCTGGGGGG 

CTGG 

>ncrc3277.seq 

GACCCNGTGAGTGTGAGCATnAAGAAGCATNCTCTGCCAAGNACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACn^ 
TTGCTGCTAGGAGnCAAGCCATGCCTGCAAATCGCCTCTCTTGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCTTCCGGAAGGAGTAGCTC 
CAATGTCCAGGATCAmCTGGGATGGGAAGGGATGTGAGATGATCTGTONTGCAACTTCAGCAGAATTGCTCTGCTGCCCAAAAGACGTmC 
ATTCCTTGCAACAATCAATGAGAATCTTCATGTAnCTGGAGAACACCAnCCTGAmCCCACAAACTGCACTACATCAGNATAACTGCA^ 

>ncrc3279.seq 

AnCCCTGTGACCACTGATACTCACGAACGATGCTCGmGTTGGGAnTTGGGmACTTCCATGCGTACTTGTCTCCTCnGTGnGAGGTAATOCTm 
GATTCnAGTATTGGCATGTGCACTCATmAATGAGGATmAGTCAnGGTmGGGGmAGGAAnGGGTmGGGTTGATGAnTAAATCAAG 

ATTCCAmCAACTGTCGCCCAGGCTGGAGTGCTGTGGTGCCATCGCAGCTCAATGCAACCTTCGCCTCCCGGTTTCCAGCGGGAnCTCCTGCCTCAGCCTCCTGAGGAGC^ 

TTACAGATGCGCTCCACCACAGGCGGCTAATTmGTAm™GTAGAGACGGGGmCACCATGnGGCCAGTCTGGTCTCGAACTCCTGACCTCAGG 

CT 

>ncrc3281.seq 

CTAATCCTGTGGTTCTCAAACCTGAGTATATATCAGAATCACCTGGAGTGCTTGTTAAAACACAGATGCTGGAGCTCTCCCTAGAAGTTGTAGmAGTCm^ 

TGTmCTAAGGTCTGCAGGTGATGCTGATACTGGTGGTGCAGGGACnGGCnTGAGAACCATOTCCTAACACAAAAGAATGA^ 

GAGGTACTCCAAATCATAGGACGGCTGATTGnGGAAGAGC 



>ncrc3283.seq 
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AnACTGGMGTMGAMTATOCTATNATTGAGMCTACAGCniTMGATTGTACTTnATCTTAAM 
TCTTGAAGTAGACATGGAAmATGAATGGnCTTTATCAmCTCTTCCCCCTTmGGC^^^ 
TGCTGAGGGGGCTCmCCCTCATGTATACTTCAAGTAAGATCAAGAATCTnTGTGAAATOTAGAAATTOC^^^ 
AGGTGCmCTCCATnATTTAAAACTACCCATGCAATTAAAAGGTACAAn 

>ncrc3285.seq 

GAAGGGAAGAGAGAAAAGATTGATACTCTnAACCCTGTAAAGTGAAATGGAAGAAAAACACACTGCAGTmCM 
CCCGAGGGAGGT 

>ncrc3287.seq 

GCGNCTNCCCCAATCCAGCAAACGTTCCCAAGTAAGAACTGGTGGAGCAGCAAGAGCAAGGAGAAGAAACACATCTGGTnGGAGAAACCAT^^ 
GGAGATGACAATCTGGCTCCCAACACTGCCAAGGTCCAGATGACCnCCTACGCCTGCTGTCCACGGAAGGCTCCCAGAAGATCAGCTACCACTGCAAGAAC^^ 
GACGAAGCAGGTGGCAACCTCAAGAAGGCGCTGGTCATCGAGGGCTGCAATGAGGTGGAGATCCGGGGAGAGGGGAATAGCAGGTTCACGTAGAGTGCCGTGAAGGATGGCTGCAC 
GAAACATACCGGTAAGTGGGGCAAGACTGnATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCATTGACAnGCACCCATGGACATAGGAGGGCCCGAGCAGG 

>ncrc3288.seq 

GAGGCCnGAGGCAGCCAGCGCAGGGGCTTTTGCTGAGGGGGCAGGAGGAGCTTGAGGAAACCGCAGATAAGTTTTnTCTCmGAAAGATAGAGAnAATACM 
TATAGTCAATAGGTTACTAAGATATTGCTTAGCGnAAGnTnAACGTAATTTTAATAGCTTAAGATTTTAAGAGAAM 
AAGGmCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGC^ 
ATGGimAGATTAAAATGAAGGTGACnAAACAGCnAAAGTTTAGTTTAAAAGnGTAGGTGATTAAAATAAnTGM 

>ncrc3289.seq 

GNTAGCTNnATGGACCGGGCGCCAACGCCAGAGGTGTCGTGAAAAGTACCCNTNAAAGCGAAAATGGGAAAGGAAAAGACTCATATCAACAnGTCGTCATTGGACAC^ 

GGCAAGTCCACGACTACTGGCCATGTGATGTATAAATGCGGNGGCATGGACAAAAGAACCATTGAAAAATnGAGAAGGAGGCTGCTGAGATGGGAAAGGGCTCCnCAAGTA^ 

GGGTGnGGATAAACTGAAAGCTGAGGGTGAAGGTGGTATCACCATTGATATCTCCnGTGGAAAnTGAGACCAGCAAGTAGTATGTGACTATCAnGATGCCCCAGGAC 

G;TTrrATGAAAAACATGAnACAGGGAGATGTCAGGCTGACTGTGGTGTCCTGAnGTTGCTGCTGGTGnGGTGAATnGAAGCTGGTATCTCCAAG 

dSScnCTGGCnACACACTGGGTGTGA 

>{fclc3290.seq 

/^ICCNTTGinCTACmGATATGACTGTTTnCGGACAGmAmGTTGAGAGTGTGACCAA^ 
>|]l1c3291.seq 

GIICmCCTmCTATAmGnGGACTAGmGAGGTGACTGCACATACCAGTGCGGAGGAAATACmTCCAAACCACTAAATGGCTGTCCTC^^ 
/VgGGCTGTCCCGnAGTATTCTACAnTCTGAGGAGTCAGCACCATGACAAGATATTAAACTA 

>ldc3292.seq 

A^ATGGACTnGGAAAATATTTTTnCCmGCATTCATC^^ 
>Qc3295.seq 

CB^gAGTCCACTGAAAATAnNAATOGCCAAnCTAATTCTGCCTACGTCGCTnGCOTGmCmCTGAAAAM 
c|pCCTGACCCAnCTGGTGTGATGACCAAACAAI/\TCAGTCCTnTGTCAAT^^ 
f^CACAATAAAAGAAAGATGAGCAGGATGAnCCAGTGAGCATAGAAnAAAGCAAGTAGAAnAA^^ 
AigAGAATWATGA 



Tj^CGAAGCTCCTTCCAGCACCTCCTCTNnCTCCTmGCCCAAACTCACCCAGTGAGTGTGAGCAmAA 
AGCCAAAATGAAACTGATGGTACTTmCACCATTGGGCTAACmGCTGCTAGGAGnCAAGCCATGCCTC 

CACAACCnCCGGAAGGAGTAGCTGACCTGACACAGAnGATGTCAATGTCCAGGATCATnCTGGGATGGGAAGGGATGTGAGATGATCTGTTACTGCAA^^ 

GCTGCCCAAAAGACGTTncmGGACCAAAGATCTCmCGTGAnCCnGCAACAATCAATGAGAATCTTCATGTATO^^ 

ATCAGTAT 

^ncrc3299 seq 

GAAATCCTAACATAGGTGCAAATGGCCAGTCCTGTAGmCTmCTGTAAAATGGGATCTGGACGAATGATACCAAACGmCm 

GTGTTGTGTCTTGCAnAAAAAAAAAAAnGAGAGNGGNAGAATTACTTCTGnATCTGAAATACCTGAGATGCACmAAACTGNNGAA^ 

TTATTTACTGNTAGTATCCGNTGCATCTAGTGNGGGGCACGTGGCACACAGNAGGCACTCAATAAATATGTATTGGTTAAAANC 

>ncrc3300.seq 

GTGGnAGATGCCAAGTAATGCCACTAAACATNCnCAGTGTAGACGACAGCAGCCACAACAAAGGATOTCCAGCCCAAAATGTCAGTGGTGCCAATGTTGAGAAGCC 

CCTAGTCTCTGGCCTGTGAAAGAGGCTAATAAAGAAAAAGGCNCTCTTnGGAGCCTCnTAGnCATCTCCTATAACAAGTGTCnAAAAm 

GT 

>ncrc3301.seq 

AGCnGNGTOTAAAAGAGGmCCGnTTTCANCAACTAGACTTGGAAACAAATnmCAGTTTAACnAAGCAAAnGTATATA^ 
GTCTCATTTCTATGTAAATAGTTCTGACATAAATTGTATAGAGAAGTCTCCTTTGTAGTnACTmCAGTGATGTCATTTGT^^ 
AGGTGACAAAAATGAACTCATTACACTTTAGACTTTTGGCCGGGnCTGTAACmTGCCTGTAATCCCAGCACmGGGAGACTGAG^ 
GGCCAGCCTGGGCATCATAGTGAGACCTTGTCTCTA 

>ncrc3303.seq 

GAGGCATTGAGGCAGCCAGGGCAGGGGGnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGGTAAGTTnnTCTCmGAAAGATAGAGAnAAT^^ 
TATAGTCAATAGGnACTAAGATAnGCTOGCGTTAAGTTmAACGTAATmAATAGCTTAAGATmA^ 



>ncrc3304.seq 
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CGGCANAAAAMGTATATGTANTACGTGNCAnGNTGNMTGCGNNTMCCNTGAGAnCnACTACTGATGAGM 

CAAmAAAGnACGGAATCTACCATmAAAGNTAAnGCnGTCAAGCTATAACCACAAAAAT^^ 

TACAAAAGCAGAATAAAAGCGAAAAGAAATGAAAATGTTACACTACATTAATCCT6GAATAAAAGAAG 

>ncrc3305.seq 

GACAGCACTGGNAAGCAGGGTACAGTAGCCCAAAGTAAAAAGNACACAmGGGAAGAAAAGCCAGGGAAAAACGnAAAA 

>ncrc3306.seq 

GATCTGTCnTAGAAAATAATTCAATncnCTATACCCGAAAAATACTTCGACAAACTTCCAAAACTTCATACT^^ 
TAATCTTCCCAACAnGTAGAACTCAGTGTTGGACACAACAAATTGAAGCAAGCAnCTATATTCCAAGAAAm 

^ncrc3307 seq 

CAnCTNGTCnCCTAATAGCATTTAAACAGTANACGATTmAAAAGnGTmAAACAmAG^ 

GTCnGTAATCTGTAAAGATAAGGTAGAATAAATGAACTAAAAGAAATmAGATGACTAAAAGGACTATATAATAGAA^ 

TnCTGTATAATACCAAGCATTGnGCAGTAnGTCTGAAATGGTTGCTmCTAATAAATGAAAATGACT 

>ncrc3310.seq 

AGAGTGCCAGATGATTCAnGAGmCAGAAAGAAAATACTAGTACTTTmTCTTAAAAAAAGAAAnAAACmACT^^ 
mAAATACGTGGAmAAGGAGTGTATACTCAAAACTTnTTTACTGAGAGATGTCTACTAACATAAACGGNTC 
TCCATCTCTCCATGAGCCAAGGTAGACAATTCCGAGATACAATCACATnCTGCACCTCTCATGAAAGnTGTGAGG 
TTAAATGGAATAAAGNATAATOTTTTTATGNTATmAATATATTAAGGTA™^ 

>ncrc3312.seq 

TACCCTCAmCACCTGCGCTGTGGACACTGTTAACATCCGCCGTGTGTTCAACGACTGCCGTGACATCAnCAGCGCATGGACCTTCGTCAGTACGAGCTGCTCTM 
CCCAAATnAATTAAAGCCTTAAGCACAATTAAnAAAAGTGAAACGTAAnGTACAAGCAGnAATCACCCACCATAG 
TnGCGAAACCCCCnnCCCnCAGCnGCnAGATGTTCCAAAmAGAAAGCnAAGGCGGCCTACAGAAAAAGGAAAA^ 
AgAAAACAGCAGCAGCAAACAAATAAAATGAAATAAAAGAAACAAATGAAATAAATAnGTGnG^^^ 

>tec3313.seq 

qliATTNTCTACAmGTATmATCCATAGCACTOTTCACAmAGGAAAAGACATAA^ 
>l^315.seq 

T?^CTGGCAAGCCCATGTGTGTTGAGATNTTCTCAGACTATCCAGGTTTGGGTCGCmGCTGnCGTGATATGAGACA 
G&TGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGGTCAGAAGGGTAAATGAATAnATCCCTAATACCTGCCACCCa 
CfSmGmCAATTGGCCATnAAGTTTAGTAGTAAAAGAGTGGTTAATGATAACAATGCATGGTAAAACGTO^ 
d^TGTGGCAGTmAAG™™GTTmAAAATCAGTAGTTmAATGG^ 

>nia'c3316.seq 

d?SAGNTTCAAGACTAGCCTGGCCAACATGnGAAACCCCGTCTCTACTAAAAATACAAAGGnGGCCGGGCAAGGTGGCAGGCGCCTG^^ 
A:|gAGAATCGCTTGAACCCTGGACATGGAGGnGCAAGTGAGCCGAGACTGTGCTACCTGCCCTCCAGCCTGGGTGACGGAGC^^ 

>TSc3317.seq 

dpGAGGATATGAAAAAAAAAACANGGATAATACAI^AAAAC™mGAAAAAATAAAAGnCTAGAAATAAG 

(MGACCTCAGAAGmGGAAAGGATTCTGTAAGAAAATAACATTTGAGCTGAGCTTTAAAAAAAGCCm 

GffGTAACTGCGTAGCGCACTGGAGGAGnGAGCTGTTTACCTCAnTGCTCTGATGC 

>ncrc3318.seq 

CCGCTCCTGGTGCTGCTTGTGTGGTGGmGGTGCGGACCTGGTACCTCTmGTGAAGCGGCAGCTGAGGAGACTCCGGCGCTCGCCATGGCCGACG^ 
TCAAGACTGAGAACAACGATCATATTAAmGAAGGTGGCGGGGCAGGATGGTTCTGTGGTGCAGmAAGATTAAGAGGCATACACCACTOGTAAACT^^ 
CGACAGGGATTGTCAATGAGGCAGATCAGAnCCGAmGACGGGCAACCAATCAATGAAACAGACACACCTGCACAGnGGAAATGGAGGATGAAGATACAAnG 
AGCAGACGGGAGGTGTCTACTGAAAAGGGAACCTGCTTCmACTCGAGAAGTCTGnCmAAAGACCAAGATTACATTCTCAATOGA^ 

^ncrc3319 seq 

ATCTGAAAnACTGAACAACTCCTATTCCCATTmGCTAAACTCAAmCTGGNTTTGGNATATATCC^ 
TTTTAAAATAATAATAATTTGGCCCGCCCn 

>ncrc3321.seq 

GTATGmGGAnGCAGAAGAAnTGTAAGATGAATACmnmAATGTGCATOTTAAAAATATTGAGTGAAGCTAATTGTCAACm 
GTGTAAAATAAAATCAAGTAATACAATCnAACTGTTGTGGCCTTmTGATCATAAGAGnGGTACTGTTTAAGGTCAm 
TACAATAAAAAGGAmGTATTGCATTGAGmATAAACnTTGGmGTGAACTTCATAmGATCTTnCTCTTCCAATCA^^ 
TCACTCTTmAmAGTTCATmNGGmAATAAGTTAATCTGnGATGGTCAGGTmACTTCACTC™ 

>ncrc3324.seq 

GAGGCTCGAGGGCGGTGAGCAGTGACAAnNCTAGGCGGAGACAGTGCAGGGAAGAGAGACCTTAGAAAGGATCAGGACTGGCGGGAGGTAmAACTGAAAGGAATATCTGCTO 

ACTGTTGCAACCAAACCAGATGCGTTCTTCCACnGACCAGACCAAGGAGATGACCTGGAGAACTGCAmTAAGAnTTCTGACCTGGAmAAAA 

CAGCAGTCTTAAAGGAGAAnAGATGGCAGTACAAAAAAGAAATACTCGITTGC 

>ncrc3325.seq 

GACTCnAGCGGTGGATCACTCGGCTGGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCACTTGCGGCCC 
CGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCG 

>ncrc3326.seq 

GAGGGCTTGAGGCAGCCAGCGCAGGGGCnNTGCTGAGGGGGCAGGCGGAGGTTGAGGAAACCGCAGATAAGTTTTmGTCmGAAAGATAGAGAT^^ 
TATAGTCAATAGGTTACTAAGATAnGCnAGCGnAAGnmAAGGTAATTnAATAGCTTAAGATm 
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MGGmCTAAMCATGACGGAGGnGAGATGMGCnCnCATGGAGTAAAAMTGTAmAAMGAAMTTGA^^ 
ATGCnnAGAnAAAATGAAGGTGACTOAACAGCnAAAGTnAGmAAAAGnGTAGGNGAnA^ 

>ncrc3327.seq 

ATAACGG™mCTAAGTATCTTnGAGTATTTmGTCATATAmCGTm 
AGTTAnGCTTTTTAATmGTTAAGATGCTCAGCTGTTGGATAAATAATGCTm 

ATGncnCTATCTGnGGTCCTAAAGAGTGTAAGAAGGTAAAmGACCAGTGAAATTCATAAnACAGAGTm 

>ncrc3328.seq 

NAnCAGGGGCGGnGGCTTTGnGGGnNNCnGTnGTGTCCCTGTAGGTGGACGTGGnGGTGAnGGCAGGATCCTGGTATCCGCTAACAGGTCAAAATGCATG^ 

AAACCCTTACCGGCAAGACCATCACCCTTGAGGTGGAGCCCAGTGACACCATCGAAAATGTGAAGGCCAAGATCCAGGATAAGGAAGGCATTCCCCCCGACC^^ 

TTGCAGGCAAGCAGCTGGAAGATGGCCGTACTCmCTGACTACAACATCCAGAAGGAGTCGACCCTGCACCTGGTCCTGCGTCTGAGAGGTGG 

TGACCGGCAAGACCATCACCCTGGAAGTGGAGCCCAGNGACACCATCGAAAATGTGAAGGCCAAGATCCAGGATAAAGAAGGCATCC^^ 

GGCANGCAGCTTGGNAAAATG 

>ncrc3330.seq 

ATNmGAAGACTGTTTNAAAATAGACCTACACANNACAATGCCAAACnAGCATGGNAATACAAAGGATAmATGCTCTGGCCCTA^ 
CTCATGGCTTGAGCTCTGGTACnACAATGTGGCCnGGCCnGGTACTTAACTGnGTAAAAnCACAnCCTTATNTATAAAAT^ 

ATAATCGTAGCACTGTGGGAGGCAGAGGNGGGTGGATCACCTGAGGTCAAGGAGmGGAACCAGCCTGGCCAACATGGNAAAACCCCATCTCTACTAAAAA^^^ 
GGTATGGGGGGCACATGTCCGTAATCCCAGCTACnGGGAGGCTGAGGTAGGAGAAnGCTTGAATCCAGGA 

>ncrc3332.seq 

CGATACCATAATGGCAAATrmGCCTAnCTNGTATCnCAAAnGTAGTCmGCACAACCAAATAACCTm 
TGCTAAGGTTAGAATGAATAAT™nGTATTmAAmGAATGmGTGCTTTTTAAATGAGCCAAG 

GGGAAGGGGATGGGGATTGTGGGGAGAGAGTGGGCGAGGTGCCmACTACATGTGTGATCTGAAAACCCTGCTTGGTTCTGAGCTGCGTCTATT^^ 
Q^TTnTATCAmCCTTCTTCCCTnAAGmCACTTGAAATlTTAAAAATCATGGGTAT^ 

>liefc3334.seq 

QllGCATCTGAGGCAGCCAGCGCAGGGGCnCTNCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTnnnCTCmGAAAGATAGAG 
/s^"^TAGTCAATAGG™CTAAGATAnGCnAGCGTTAAGTTmAACGTAATmAATAGCTTAA^ 
;®GGmCTAAAACATGAGGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGA^ 
iitGCTmAGAnAAAATGAAGGNGACnAAACAGCnAAAGnTAGnTAAAAGnGTAGGNGAnAAAA 

;H^c3335.seq 

Ai^GTGCTGGGAnACCGGGATGAGCCACGGANCCAGCCTCATTmATGTTmAAA^ 
d#GTCATTTGCCTGCACATGAGTGAACTTGATCATAACTCTGTGTTGnGTCAGTTCAGCTGAATO 

GAAAAAAACATGnAGAATACCnGTAATnGACAnAAAATGACATACACAAGTGGGATGGAAACAGAAGTGGGCGACTGCnGTAW 
QMTTGCAAnCCnGmCTTGCAAAGCCATAATCAAGTCCTmTTGTGCCTACAA^ 

>py-c3336.seq 

GrrAACACGATGTGGCAATOTmGGATGTATNACCTGTCATCATAACTGGCTTCTGCTTGTCATCCACACAACACCA^ 
AflTATmGACTGTGAmAmGGAGTGGAGGCAnGTTmAAGAAAAACATGTCATGT^^ 

5ffi'c3338.seq 

AfTACAGAAAAATGGTGATGGAGACAAnGAGAAAAnATGGGTAAmGGGAGCAGCAGATAnGATCATAAACnGAAGAACM 

McTAGAGAGGACTCAGTAATGnGAACGGCTTTGGCACAGTGGTTAATGCTCTTGGCAAACGAGTCAAACCATACTO 

AAATCTGCTAAAGTOGGCAACAGGCAGCTGACTTGATTTCTCGAACTGCTGnGTCATGAAGACTTGTC 



>ncrc3341.seq 

GTCACAAGATGnGGCAGTAAGnGAAGTGGTGTTGCAGGmGGGGGTTGTTATTCmGACATmATAGnGCAACGTAGCCm 
AGCCGAAAAGTATCnAAAAmGACTATGGTTCAAAGTAATTCTGGCCACTAGTAACTCCAGGCACTTGCAGAAGCAAATG 

>ncrc3342.seq 

ATAATCNGTGACATGTAATnAACACACCAATGAAACATAnACATCTATCAGAAGCCAATAGCTTnCTTCGTGATAATATCTAGm 
GGGGnGGTGTGCATATAAACTATAGCAGTCTTTTTGGAGAACGGTnGGGTAGTAGCTATCTATCAACATATTCGAATC^ 
TGGAAnAAAACTATGCAGCAGnAAAAGnGGATGTACTGACATGAAAAGATCTCCAAGACAGTGnAAGTAAAGAAAGCATAGT^^^ 
AGGCTTAC 

>ncrc3343.seq 

TCACCCGGCAGAGGGGGCGTGGCCAAGGTNTATTTTCTGCCGCTTAAGTGTGATGCCTGCTCAGGCATCTTCTGCGCAGACCATGTGGCCTACGCCCAGCATCACTGTGG 

TACCAAAAGGATATCCAGGTACCTGTGTGCCCTCTCTGTAATGTGCCTGTGCCTGTGGCCAGAGGGGAGCCCCCTGACCGTGCTGTGGGAGAGCACATTGACAGAGACTGTCG 

GATCCAGCACAGC 

>ncrc3344.seq 

ATGTTANACnGAmGGnGTAAACTATATmAAAGTAAACCCTAGTGTAATAAGTmATAACTAAAAAGGm 
CTATCmTTTTCCTCCTCTAAGCCCAAAGAnAACTAGAGTCCCTCCAACCTOTAGATTGTTGGCnTCACAATCmTAAC^^^ 
GTTnGTmTGmGGTCAAGGGGTAGGTGCAACCCAATGGACCACnATGCAAAAGATGTAAACTCTTGCATAATACAnGAT^ 
CGAAACCAGTAGCAAGTATGTGGGTCAGCTTAAAAATmGAnGTTAATGCCCTATmCTAAmGGGA^ 

>ncrc3345.seq 

AGGGCTTnAnTTncnTTGTAATTGTGTAAAAAATGGAAAAAAAACATAAAAAGCAGAATmAATGTGAAGACAT^ 
TGTGTGCAGAGTCCATTTCCCACATCmCCTGAAGTATCTTCTATTTnATCATGAAnCCGTm 

>ncnc3347.seq 
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AnGTTCMTGCCCCAMGNATCTTAMCMCTNGAGMCMTAGCnATCATGTACAGGGMTATTGAMTGAT^ 
GAACACATATTCCAACATGnGAAAGATAAGAAAAAATGTCAACAAGTnTTGATATCAAGCAAAAC^^ 
AAmGnGCCAGCAGACGTGTmACAATAAATACTAAGGAAGTGmCAGGCTGAAATGAATCATAGCAG 
AAACATATGGGnAATATAAAAGGCnAAACAACCTTTnCmncnCTCTTAACATCTT^ 

^ncrc3349 secj 

AGAAGCCGAGTATTTAAAAGACCCAACTCAmNATCnAGAGGCGnGGACAAGGACAGCTCACCAAAGGATGACGTGTGGGACTCTGTG 

GAAGAAGATGTTCTCCAAACGCmGAACCAAAGGATGGGCCTAGCCCACTGGCTCCCTGGAAGAGATCAAGCCATCGGAGCTGGTAGAGnCT^^^ 

TTCCCnTTGCTGCCTCTAAAAGGCGTGTCCCTGCAGACATGAGAGACAGCAGGTCTCATG 

>ncrc3351.seq 

ATAmCATTCTCTOTATAGTATTCATmNCTAGCTATATOCACAAAAAGNATAGAAAAGATTTAAGTAATmGCCCTCCT^ 
NGAATTnTTGAGNAAnCTAGGnTC 

>ncrc3352.seq 

ACTCNAAATTCCnGAAGCnGTncmNAGGTAGCAGGAGAAAGAAACTCTGACnCTGACmTAGGCCATmnGGAGAGCTA^^ 

ACCmGATTAACnAAAGTCAACTGATTAAGGATGCTAATTAGAmGAACAATCCnTAAGTTTGCCATAnCCAGTGGGTAAAAGAAA^ 

AGTGTAAGGGCCTGAGCTAnGGAGATCATCTTAGAATTCTGCCCACCACAATCGTGTTCTATGTTTATGCAGGTATATGTGTGAGCGTGTATmTGTGTC^^ 

TGAATOCATGTATCCCAAAAGAAGCGGGAACTGGAGATCCGATGCCnGTOCnGGAnAGTTmGCTGAAGnACTCGAGGGTGCTG^^ 

GTCCTGGCTTCACGTrTG 

>ncrc3354.seq 

CAAAGGGCAAACTGGGTTGCATCATATGACCAATATmGTTTTATAAATAGGGNTGTTCAAAATCAATAGTAAGAACATAAATATTC^ 
ACAAACATAAATAnCCTGCTOAGTAGTGnAAAATGGAGTAGGCAGATGTGATCAnrrAAATGTATGTGTATGAAACAACAGAGGGACAAM 
AAAGGAGAAATAGATAAGTCAACAATTAGAGnGGAGAmGAAGAGnGTCAnCAGTAAnGATAGAAGGAnGGAGAGAGTGAA 
■nTIAATCATTATTAGGGGACAGT 

s=s» 

>jSc3355.seq 

G/^AACNCCATGAACAGTmATTTAmGCGTATnATCTAmGCAAATTATTCnCTCACATnGACTGCTATCTTCCCC^ 
TpAGTAGATGTGGATGGTCGCAACTCAGATGTGATGAGGAAGGTGGGTTGGTAGACGGAGGGAAAGTGGAnGGAGAGAATATGAAAA^ 
Ai^GTGGTnACATCCGGAAGATGGAGTGGGTGTCAGCAAGCATTGGGTAGTTCATTGnGTCTGAAGCTGGGGAAAAGA 
4i^GAAATCTGT 

^J3^c3356.s6q 

dMcCTCTGAAGTAGAnCAGCGGGATmAGAGGTGAGGAAAGTGAGTGACAGAGCGGTAATTCACTTGCCTGGGGTGACACAGCT^^ 
/syCTCTGGCTGCAGACCCCTGnCTCnGACnATGTGCATCTAAGGAAAAGAGAGAATGTGGCCGGGTGCAAGTC 
QPACGCCTGGCTCCCTAGATTGAmGATGTCnGGCTATATTGTGAATAATGGTGGAATGAATATGGGGAGTGCCAATATCTCmGACATA 
difiCAGNGGGATTGGAnATACTATAGnATATTmAATTTTmGAGGAM 

>llic3358.seq 

drf^CCGNGNNnCGNCTTGGGTTmCTmAGGnCGCTAACGCNTNCCGGCTCTCGNCAGCCTGACGGTCGTCCGTCTGG^ 
A^TCTGATGGAGAGATAmGAAGnGATGTGGAAATTGCCAAACAATCTGTGACTAnAAGACCATGTTGGAAGAm 
/^AAATGTGAATGCAGCAATAnAAAAAAGGTCATTCAGTGGTGCACCCACGAGAAGGATGAGCGTGCTGCTCCTGAAGATGATGAGA^ 
qgTGGGACCAAGAAnCGTGAAAGTTGAGGAAGGAAGACTTmGAAGTCATTGTGGGTGCAAACTACnAGA^^^ 

^ncrc335d seq 

GmCTGTAGCACATGGGACACCCAGCAGTGCACATCCCAATGAGnCCAAAGGCCCGATCCCTATGGGTAGCTTCCCAGCAAGnCTGTACCAGGTCAGC^^^ 
CTAGCACCCCAGAGTGTGGGTGCTCAGTGAGTTGTGGCAGCTCAGCAGTGCAGTGGCATCTCCATCGAGTGGGCTGTGGCTGTGCCCTCTCCAACAAGGCCTC 
CAGGAAAGGGGAAAGTTGTGGCACCCTGCTGGAAAmGTTGnACGmGATGTrGTGGCTCAGCCCTAGAGAGACTGTATATGTGnATTGCT^^ 
TATAACACTTAGTAGNTAATAATTGTTAACATTAAAGTnGGCTGTTCAAATG 

>ncrc3360.seq 

ATCTCCAGGTGAGAGGATCGCnGAGGACATNAGmGAGACCAGCCTGGGCGGCAGAGTGAGATTCTGTGTCAAAAAAAAAGAAAAACAAAAAAAACAGGT^^^ 
GAGTGGCTCACAGCTGTAATCCCAGCACTnGGGAGGCCAAGGTGGGTGGATCACnGAGGTCAGGAGnCAAGACCAGCCTGGCGAAGATGGNGAAACCCCATGTCTAGTAAAA^ 

AA 

>ncrc3361.seq 

ATAGGCCATAmGATAATAACAncmTTAATGTACTGnGGATTCTGTTAAGTGATATTTAGGATnTGCAAGTGAAGTGAGCCTATACm 

GATnATTnTAnATCmATAAAAGTAGCTGGTCAGTmCATGCTTTmCTTmTGTGGAAGA 

TAAGATGTAGCAGCTGTAGCACGAGGACAGGCCCGGTAAAACTAAnGCAAGAAGCACCTGC 

>ncrc3362.seq 

CTTTnmNGGGGGGCNCTTTCTCCNNCCCCTNGGGGNANTCCCCCNNTTTGGGGCCTNCTTCTCTCAACTCnCAAAGTCATTCTGCGTCCAGCmGT^^ 

GTGGGAAGnGGGGTAmGCATAAATGAGTGTGACTCGATGAGTAGAGGTmAGCAGACTTGCmATCnATTAGAAGTCCTGGTAGTGAAT^ 

CACGTGAAnCAGGTGTGGCATGGAGmAmGTTAAGGGCAGTGCAGAGTAAnCTmATTGAATAGAAAGnAGGGT^^ 

>ncrc3364 seq 

CTGAAGAGATTGAAAAAGAAGAGCAGGCTGCTGCTGAGAAGGCAGTGACCAAGGAGGAAmCAGGGTGAATGGACTGCTCCCGCTCCTGAGTTCACTGCTACT^^ 

CAGACTGGTCTGAAGGTGTACAGGTGCCCTCTGTGCCTAnCAGCAAnCCCTACTGAAGACTGGAGCGCTCAGCCTGCCACGGAAGACTGGTCTGCAGCTCGGAGTGCTCAGGGGA 

CTGAATGGGTAGGAGGAACCAGTGACTGGTCTTAAGGTGnGTTGCATAGGGTCTTAAGGAGCATGGAAAAATGGnGATGGAAAATAAACATCA 

>ncrc3367.seq 

GmCTTGAnGTGTCnAGTTTTAAGTCnGTTGGAAAAAAmCGTOCATGGAGGmTAGAGCAAGAGATGTGTAA^ 
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>ncrc3369.sec| 

ATGACMGTGCTGTCCCGAnATGAGAGmCTGTGCAGAAGTGCATMTCCCACATCACCACCATCnCA^ 

ACCAAACGTTCACCCAAACCACCAAACAAGAAGAAGACTAAGAAAGmTAGAATCAGAGGAAATAACAGAAGA^ 

TCCTCTTCncnCAACAATTCGGAAAATCAAGTCnCCAAAAAnCAGCTGCTAATAGAGAAnACAGA^ 

CCCCCAAACCACCAGnGTAGATGAAGCTGGAAGTGGATTGGACAATGGTGACnCAAGGTCACAACTCCTGACACGTCTACCACCCA^ 

>ncrc3375.seq 

AAGAAGGGAAATGATAAAACTTATTGCATAAAmGTGAGGnGAAGGCGGAAAATCAATAAACAAAGTCAATGAAACT^ 
CTTGCCAGGCTAAGC 

>ncrc3376.seq 

AGAAATAGTATOTTCTATTmAAGGCAGCAACAAGAAAAGAAAAAACACTmCCTGAGGGAnTCTAACCATGTATCT^^ 

TTCTTTTTnAAGAAAAACCTTGAAAGCmGACACTGACAGATGTGTTTGCAAGGATACGGCTGCAGTAnA 

CCAGAAGmAAAGATGCCTATAAAAGTAAACAACATTOTTTAAAAAGAACTCTGAATATGCCnCTTTm 

GAGTAAGCTACAGGATCTAAAGCAGGCCTnTTACAGTCTAGnAGGAGAGAGAAAATAAnGCAAATATCCACnAGAGGGAAAGAAC^ 
^ncrc3377 secj 

CAGAAAATAGTGGCTCCACATTGTnGAGCCAnAGTGATAACAAAmGGATCTACTOCTCAAGTCTOTGM 
AGAAGGGTGnGTGATGAGCAGTTTTATAGTGTGTTTTGATATGTCTAGCA 

>ncrc3380.seq 

AnGTAACCCTGTTmAAGCTGnGCAnTGTCTAAAAATGGAATGTAATAGGTAAAACTAACmCTAATTTTGnAAC^^ 

CCATGTGAGGAnGCnGAGGCCAGGAGGTCAAGGATGCAGTGATCCATGATTGCACCATTGCTCTCCAGCnGGGTGACAGAGCAGGACCATGTCTCAAAAAA^ 
AATTmAAAAAWNCATGnAAATNGGAnCCACTCTAGGnCAAGGACACTACCTTTAACT 

>H£fc3381.seq 

CipTGTGmGGTGTTnACAAGAACTmAGCATACTGGCGTGTAGTCCATTCTGTA^^ 

Gi^fi^mGCnGGTAAGGTTTCTTAAGATTAGGnTATAATACAACCATCTGTAATGTATCTCTCGmGAGCTTGTGGGCCATACAA 

dSCACTACCCCTCTCTACTCACTCACAAAGAACCATGATACACTGGAATGTmTCTCTGGAATCCTCTnCTAC^ 

MAAGTACATCATT 

>nc:fc3383.seq 

AQSTTnrmAATCTGTGCCAAAATGTGTTnCAGAGGAAATC™^ 

d^^TGTGGAAGTGTCACACGGCACCTGTACAAAAAGACTGGCTAAGCCCTCTTCCTATTACCTTGATCTCnCCCCCAACnCCTM^ 
dlliGTmGTmGTGTGTCCATTGGAmCAAACmAnAAAAAATATA^ 

>aQrc3387.seq 

CyTGGGAAATAAATCTGTGAAATGmGAAATGGAATTCAAATTAGTAACATTAAGAATAGTGAAA^^^ 
ysiitAAGAAAnCAGTAGCAAAATGGATATTCTAAAAAAGAACCAAACAGAAATCCTGGAAATGAAAAAn 
XGMGAAAAAATTmGAACTTTAAACAAGTGmTGAAATAACCnGTCAGATAAA^ 

aJ^taaggtgaccaaatattgaaatttggggtatcagagaaggaaaagagattggcaaaggaacag 

w 

>jQc3389.seq 

^SCAGGCnAATAAATTCmAAAAGGAGAGAACTGAAACTAGCCCTGTAGAmGTCTGGTGCATGTC^^ 
Tl^GTGGCTGCGTTTTTTnAGmGGCAGGTGTAGACTmTAAGTTGGGCm^ 

AAAAGGTGAAAGCTCCTGGTTCAGTGCCATGGCTTCATGGCAnCAGTGATTAGTGGTAATGGTAAACACTGGTGTGTm 
GTAAGCTAGCAATGAATGCTAGGGTGGGAAGCTGGTGAGCCAGTGGCCATTAGATAAATACCmCAAGTGTGAGCTOGACGTCAACCCT^^ 

>ncrc3390.seq 

AGAAAAATGmCAGAGATACTATTnTTTGGTTGGAAnACTATCTTAAAmAGAAGCAGAAACTGGTAAAATGTTAM 
GGGnCCTCGAAGGmCAAGCAATGGGCAGAGmAAAATTATATCAGAnCGTTTACnCGTTTATTATmACAG TAA^ 

TGTACCTAGGTCnTCAAATTAAAATOTACCTGAATGAAGnGTTTGTATACATAAAGGATATTTGTGTACAATOCCT^^ till lATGGC 

AACTGGAAAGTAnTACTATGGGAnCAmATGTCTGTCmCTATCATAAAGAATTGATCAATATGTAAATATGTGAm 



>ncrc3391.seq 

AAAGGGGmGGGATGCCAACGATGAGGCTGGTGTCATnGTGGTGTTGGGTGTAmGCTGTCAGTCAAGCAGAGGAAGGAGCCAGGCTmGGCTTC 
TACGCCGTGGAGGGACGAGACCTGACCTTGCAGTACAACATCTACAATGTTGGCTCAAGTGCTGCAnAGACGTGGAAGTATCTGATGATTCCnCCCTCCAGAAGACm 
TGTCTGGAATGCTCAAGGTGAAATGGGACCGGATTGCCCCTGCTAGCAATGTCTCCCACACTGTGGTGCTGCGGGCTCTCAAGGCTGGTTATnCAACnCACCTCGGCAACAAn^ 
TTACCTGGCGCAGGAGGATGGGGGCGTTGTGATTGGCTCTACCAGTGCAGCTGGACAGGGAGGAATCGTGGCTGAACGGGAGmGACAGGCGATTCTCCCCTCAnnCTGGAC^ 

>ncrc3392.seq 

CATGATTATCTACGGGGACCTGATGAGCCCGATGAGATGTTCTCCGACATCTACAAGATCCGGGAGATCGCGGACGGGTTGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGAC 
AGAAGGTAACAnGATGACTCGCTGAnGGTGGAAATGCGTGCGCTGAAGGCCCCGAGGGCGAAGGTACCGAAAGCAGAGTAATCACTGGTGTCGATATTGTCATGA^ 
GCAGGAAACAAGmCACAAAAGAAGGCTACAAGAAGTACATCAAAGATTACATGAAATCAATCAAAGGGAAACTTGAAGAACAGAGACCAGAA^ 
CTGCAGAACAAATGAAGCACATGCnGCTAATnCAAAAAGTACCAGTTCmAnGGTGAAAACATGAATCCAGATGGCATGGTTGCTCTA^ 

>ncrc3393.seq 

TATGCCAnCGGTATTTnAGAGGTGCTCCAAAGTCATTAGGAACAACCTAGCTCACGTACTCAATTATTCAAACAGGACTTATTGGGATACA 
AATGATTGCmTATACCTTCAGTAGAGAAAAGTCTTTGGATATAAAGTAATGnTAAAAAACATGTAnGAACACGACATTGTATGAAGGAGAA^^ 



>ncrc3395.seq 
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GnGTGTGGTTGGTCTCATMCTAGGTTGAGmTTCTCCTCTGCTGAGGAMCAGTACCGMGnCT^ 

ACTCCAGCCCACTGAACCTCTGCCAATTAAGATGGTGTTGGGnAGGmCATCTGGTOCTGTCCTGGGAAAATCAT^ 

AGTTTTTAGGTCAAmTGTATGnGACTAAAmACAAATAAACnGnTATO 

>ncrc3396.seq 

AGGGGAAAnCCCTACTGAAGATAACmGmGAATGAGTGCGAnACAATGGAAATGCTGAAGCTnCGT^^^ 

TGGTCACTnCTTGACTATCTATGCTGCCTCAACTCTGGGCCGCAGGTCCCTCAmGTAAAATACATTm 

CATAGGCCTTTCAGnATGTC 

>ncrc3401seq 

AnOAAAGAGCAGCATACOTGACTOTCnCCCCmAAnGnAATmCAGAATAATGACnGATACCGTAGCAACCCTCAAT^^ 
GGTATCATOTAAACTCATTGCTTmATCAATTTAATGCnAATCGAnGCACTCCATCCTGAGGGACAGAACAA^ 

>ncrc3403.seq 

CnAGAAATAAAGACAnCTCCTACATAACCACAATATAACTATCAGAATCAGGAAAGTGGCAnGTACATOTCACCAmAATCCCC^ 

GTAATGCTCTAGGTGGCAAAAAGATTGAGTTCACAATAATACCTOCAnTATATGTCTTAAATCTTCTnAATCTAGAACAGTTA^ 1 1 1 I I GATTTTCACATTATATTTTTGAAGA 

TAACAGGATACATGnTCTOGTnTmACAGGACACirnGAAAATTnGTAGAnGTCCTCTCAATTTGG 

ATATATCACCAAAGTGATGGTATGTmTCTGAnGTTTCnGGTGAATGGCATGCGATnTTATTmATTGGTCTTOTTGGNGA 

>ncrc3407.seq 

GAACAGTTAGTGTmGTmCACAAGTGTCGAGCACTCCATCTGCCCTGCATGGAGAGGGCTCTCTCACTGCTAGATC^ 

ATCACCCCCTGTCAGGCTGCAGAAGGTCTCGAGGGTGGCGTCACAGCAGGATTTCCGCCnCTGCAnGCACTGCACAGCGGGATGGAACATGAGGCACTTGA 

GAGCCTCTGGGGAGCAGAGTAGGTCACTGCGCTCTGGGAGTGTmGCAGTAGTmGTAAATGTGnGCTACATAGTCAAGnCCm 

GAGCCAGGCCATGTAATGCCTCTCAGGCnGCTTGCTTAGAAGAAAAAAGTCACCCnTGTGGTTmAAGAAAAAAAnCTGT^ 

>ncrc3408.seq 

AfffGACATTrATCTTCAAACACCAAATTGTCmAGAAAAATTAATGTGATTACAGGTAG^^ 

>lfi^409.seq 

A^GnGGGATTATmAGGAAGAAGAAGAATGAAGAGAATAGATGnGGATGGGCAGCCATCAATATTCCAGGATGTmATCCmCA^ 
TtliAGGAGGAGAATGCTCACCTGATCncnCCATAGGCTTAGGTGTGGAGAGGAGATAGAAGGAAGTnmTAAAAAGTAATTAGAGGT^^^ 
dSfTCTGTCAnGTGTCAAGGAAACCATGAAACGCGTGACAAATGTGTCATATCTTATGGGAAGTTAAn™CTTGA^ 
GQJCCATTTCAAAATAGAAATATAAAACATAAAnGTnAG 

>iiM:3413.seq 

TiQjGCCnCTmCTACGTGAAATCAGTGAGGTGAGACTTCCCAGACGCCGGAGGCGTGGAGGAGAGGAGACTGm^^^ 
^^i^b3415.seQ 

(IISGCAAGGAAGAAGCTCCTGGGCGCTGGTCTCAGTGGTGGGAAACGTCCTAGTCAGGAAGAGGACACACAGAGT^^ 
TlGAGGAGGAATACTGnGCAGCTGAAATTGGTGGGGAGnCAATACTTnCAAnAAGTOmAAAM 
A^mCTGTGGTTmAACTTmAATGAAmCACAGAGTACAATTGGTAAmGTA^^ 
eyTCGATATATTmGATAATITITCATGTATGGTAAAGnAAAATC^ 

>pc3416.seq 

Ct^AGGTTCnCACTCGCGACTGACGGAGCTGCGGTGGCGTCTCCACACGCAACCATGAAGnGAAGGACACAAAATCAAGGCCAAAG^^^ 
GGGAATCAAGGTTGTGGGAAAATGGAAGGAAGTGAAGAnGACCCAAATATGmGCAGATGGACAGATGGATGACnGGTGTG 

CCTGCCAAGAATCCCTCCAGTCTCTTCTCAAAGGAAGCACCCAAGAGAAAGGCACAAGCTGTTTCAGAAGAAGAGGAGGAGGAGGAGGGAAAGTCTAGCTCACC^ 
AAGnGAAGAAAAGTAAAAATGTAGCAACTGAAGGAACCAGTACCCAGAAAGAAmGAAGTGAAAGATCCTGAGCTGGAGGCCCAGGGA 

>ncrc3417.seq 

GTGGTAGCAGAAGAGTGCTCTCCATGCTCTAAmCCGGGCTAAAACTACCCCTGAGTGTGGTCCCACAGGATATGTAGAGAAAATCAGATGCAGCTCATCTAAGAGAAA^ 
AAAGCTGCCGCTCAGCnTGATGGAACAAGGCTTATmGGAAGnCGAAGGGGCTGTCGTGTGTGTGGCCCTGATCnCGGnGTCnGTGATCATTGGTCAGCG 
AAAGGCTCTGGAAAAGGTCCGGAAGCAAATCGAGTCCATATAGCTACAnCCACCCnGTATCCTGGGTCTTAGAGACCCTATCTCAGACAGTGAAAGTC 
CTTGGnCTTTGGAGCCTTG 

>ncrc3418.seq 

AnGGGAATAATTTCAnACCTGCTACTAGGnGGTGCAAAAGTAATTGCAGTnATTmGACCCmTGAAAAmTGAAGAT^ 
AAAnTCCCATGGATAAAGAGAAAATCTTTmGGATTCAGTGATTTTAGAACATATACATACTTCCTGCTGACAGGCC 

>ncrc3419.seq 

GCATCCAAACTTAACATAGATATTAnAmGCAGAGGAGGATAGTAAAACATOGTOTAACTGTAnTCGTAnGCTAAGAAGGTAAGTACAGCAAT^^ 
GAnCTAGGGAGAAAACGTATAnGCGTGAAATGAAAATATAGCAGGnAACAGAAGATTAGATnCCAGAAGAAAAGTTGGGTGAACnGAAGGGATA^ 
AAATGCAGAGAG 

>ncrc3421,seq 

AAnAACCCCATTCmCNGCGCGCCGCACCATAGCACCTGCCCACCTGAGAAGCAGGAACGCACCCTCTCTGTGGAGCTCTGAGTGGTGTAGCTGGAAACAAACAGCAAC™ 
CGGACGAAAGAGCCTGCCGTGTGnAATCATTTGCCnACAAGATGTACCAGACGGGmCCAGTTCCnAANAAAAGGG 

>ncrc3422.seq 

GGCAAAGCAGGCTTATGAACTTGAGCAGCCCTGTGGTCAGGCACAGCAAATGACACCAGCAAGGTCAGTTGTACAATATAAATAAGATmTAGAAAAAGCT^ 
AACCAGGGAGTTGTGGAAGTGAGAAGAGGTTmGGnTGGGniTTGTTmACATTAGAGACTCTGnCTGACAAGTGCAAGGCTCnGCAAGAT^ 
GCTTGTGGTGGGGGmGGAGAACATGGGTCTCCTOGCTCAAATCATGCTCCTCAGTGGGGAGTAGGATGGTGACTCTCmGGCGAAACCATGAACCCTAAACm^ 
AGTAACCAACnATAGGACnGAAGAAAGAAATGAGAGCTCCAACTTCAnCCCAGGGTCTCCCAAGTCAGAAACCTCAAATGCCTCTC^^ 
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>ncrc3423.seq 

GAGGTMGAMCNGTGTCnCMGAGCCGGGACAGCACTGGGTCTGTGCAGAGnGAGAGATGGTGATGACATGTGGnTCCAGCATO 

TGCCCAGCTTAAGTCCAGTAACTGGAAATACAAGCCCAAGnCTGGAGAGmGAGCTGCAGAGATATATATGGGAAC^^ 

AAATAC 

>ncrc3424.seq 

GAGTAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCU^^ 
TGTATTTTnAAAACATCAATTGATATTAAAAATGAAAAGATTAnGGAAAGTG 

>ncrc3425.seq 

ACTTGAGCCTGGGGCTGTAGTGAGCTGTAATCGCGCCACTGCACTCCAGTCTGGGTGACAGAGTGAGATCCTATCTAAAATATATATATATATATAGAG 
ATATATGTATATACATAATGCTOTAACAGATGAAGTCTTAACATATANAAnGTCTGATTCimATGTNTCATTCTGnATGT^^ 
TCAAGTTGTOTTTTAAAATGmTGTTAAATGTGGTTACCAAnGCATTACAGNACACTAATGCACnTAATAAC^^ 
TTGnTAAACAATCAAAATGGGCAGGGTGTGATGGCTCACACCTGTAATCTCAGCACmGGGAGGCGCGGCAG 

>ncrc3428.seq 

AGTGACAGGTGCCATCCGTCTCTCTCnCTACTGTGGTAGAAGTGGAAACGTGTCTGTTTCTGGCnTACCATGGAGTGCnAGAGCAGTGATCAGCAC^^^ 
AmGnGAATGAATGACTACATAAAATAAAGTTGAGAnGGAGAGCCAAATmAnAAAAnCGGGAAGATCGAmAAGGTAm 
TGATAATATATAnCACATGATATTCACATATGTATCATACATATGTATGTATATGTATATAnGCATATATACATATGTAC^^ 
TGACTATCTCTTCTAGTAGA 

>ncrc3429.seq 

AGGTGGTGATGAGCAGCTCAGTCTnAGAAAATAGGAGAATCTAACTTGGTAAAAAGAGACTATGGTAGGCTGATGAACTGATAA^^ 
ATAATATTAAAAGTTTTAGTAmCTAGGAAAGTACAAATAGGmAGTTTAmAAAAAGCCTnATTAATC^ 
CMGGAAAnGGTnAAGAATGAGnCATGnGCmGAGGGCCTGACACATGCCTGAATGTGACCTACTACAACCAGAA^ 
Af|iCCTAATnGTGGTGGGAATAAGCAGAACAAACCTGAGTATAAAGGAAAGGGAAG™nCT^^ 

>fete3431.seq 

AtgGATTGAGAGTATTAAAGTNAGTNAATTAATTGGAATOTATATCAAGATATGCCCAGTAAATAGAAATGAAGATTGAT^^ 
GWfeCAAATAGAAAAGCCAACATTTTCCATnGmATTmCAnGAAACAGCTTGACTGGGTnGTTCATGATATAGCA^ 
CI^GCAGCTGTCTAGGAAAACnAAACCCATTTCACCTAACAAGCCAGAAATATTTATAATACATGTTATnGGGTAGTT^^ 
G^gCACATGCCnCATGnACTTGAACTnGTnATGCCmTCAAAAAAmCAGCATTGAAGCmGCTCAGC 

>^^432.seq 

At^GGACTCAGGTTGTCTGAAGTCACTGCACAGTGCATCTCAGCCCACATAGTGATGGTTCCCCTGTTCACTCTACTOGCATGTCCCTACCGAGTCTC 
ApACCAAGCCGTGGCnCCCGCTCAGCCCTCCCTGCCCCTCCCTTCAACCATOCCCATGGGAAATGTCAACAAGTATGAATAAAG^^ 

>Sfc3433.seq 

GglCTCGGCCnAGCGCCATTTTmGGAAACCTCTGCGCCATGAGAGCGAAGTGGAGGAAGAAGCGAATGCGGAGGCTGM 
T^CCGCTAGCTTGTTGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGTTGTGGGACTGC 
T^TCTAGAACnCATCGCCCTCTGATCGCCGATCACCTCTGAGACCCACCnGCTCATAAACAAAATGCCCATGTTGGTCCT^^^ 
TffiTTAmGTGGCCGAGTGTAACAACCATATAATAAATCACCTCnCCGCTGTTnAGCTGAAGAATT 

>e@b3434.seq 

Cli^ATAAGCmGAATATCAATTCTTACATAAACmAGGCAAACAGGGAATAGTCTAGTCACCAAAGGACCATTCTCTT^ 
ATCCCAAATGCTGnGGGCACCCCTAGAAATACCn^ 
ATCAnGCAAGAGAAmGTTTCAAGATTTTTTmAATGnCC 
TTTTmAAAAAAAAnAATGGTmAAATATATGCTATAGGGACGTTCCATC^ 

>ncrc3435.seq 

ACTCAGTGCTGCAGCAACTCCAGACTGAGGTCTACCGAGGGGCTCAAACACTCTACGTGCCCAATTGTGAGCATCGAGGCTTCTACCGGAAGCGGCAGTGCCGCTCCTCCCAGGGG 
CAGCGCCGAGGTCCCTGCTGGTGTGTGGATCGGATGGGCAAGTCCCTGCCAGGGTCTCCAGATGGTAATGGAAGCTCCTCCTGCCCCACTGGGAGTAGCGGCTAAAGCTGGGGGA 
TAGAGGGGCTGCAGGGCCACTGGAAGGAACATGGAGCTGTCATCACTGAACAAAAAACCGAGGCCCTCAATCCAGCnCAGGCCCCGCCCCATGGGCCCCTCACCGCTGGTO 
AGAGTGTTNGGTGTTGGCTGGGGTGTCAATAAAGCTGTGCTTGGGGTCGGGC 

>ncrc3436.seq 

GTAGCCAGTCTATAATATAATOTGATCATGAATAGACTCCAGAATCCACAAAGAGAAGAGGGCnGGATGTCAAAAATTCTO 

>ncrc3439.seq 

CAGCAGGGTnCTGGGGAACGTAGAmGCGTGACAGGGGCCCTGTGTTGCTAAGGAAnACTGCAGGCACTGAGAAAAGTCTCAGCGTCAGACACTGCTCCACCTCCCGGGTCCTG 

CTTGCCTCCCTCTCCCCmCCAGGCAACTCACAGTTONGGGTGTGGTTGTGTGTGnCAAGCTCTTGGGTTnACATATAAATGCCTGAGACmTCTGCAG^ 

TCnGTCTTACAGCTCTmAGGAmGTCTmAGAATCTCCAGTCCTCACAGGAAAACCCCCCAAnAAAAAAATAAA^^ 

>ncrc3440.seq 

CACCCAGGGNATTNCGGCCTTATGGCCCGGGGNACATTGGGGCCGGGNNGnGGGAGCGGCTGAACTGCGCAGCAAAGACTTnAnCTCGTCTCCnCAGTGT^^^ 
AGTGATGAGTGACTCCTGAGTGNGAATACCGGGAGAATAATGGAGGTCTGTnnNCATGNGGGTGTGCGTTTCANGGAATTTT 

>ncrc3442.seq 

AGATGGAGAAAATCCACCGCTCTTCAGGAGAAGCACGCCATGAAAGAGGCCGTCGTGGAAATGATGAGTCAGAAGATTCAGCAGCTCACAGCCCTGGGGGCAGCTCANGCTACT^ 
TAAGGCCTGGGAGnmGGAGAAATGGGGCAGAGGGAGACGGmGGGCGTGGCTTGCTGGTGATGGGAAGGGTCTTGTGmTAATGGCAATAAATGTGCCAGGTGG 



>ncrc3443.seq 
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AGAGGGGCCGTGGCCCCTGCAGCGGMCCGGACCCAGTCCCTGAGCCGCCCCTACACCCACAGACAGCATCGCACAGMmT^ 
GAAGCACTCTGGGGAAACCTGCTGmATTGTGGAAATCATCnCGATCnGGAATTGAAAGTAA^ 

>ncrc3444.seq 

AnGTGAGTTAATGGTACTCTATATCCCAAGTAGGTGTTAAAATTAGAAGCATACCTTCTATnGAAAW 
AATAAATGAAAAATGGAGAGAGCATAGGTACAGAAAACACACACACAAAGTCmGGATCAGAAAAAAACTC^^ 
ATGATOCAAAGGAAGTGmGTCCCGTGACTTTmGAACTGCATGAGTGTTGCCTmGCT^ 
THTCTCA 

>ncrc3445.seq 

AnGTAGAAGATGnGATGGCATACTGGTAGTGATATAACACTGAAAGAAAGGGGGTGGGAAAATAATTGCAGAGGACATnTTGAAnAAT^^ 
GAACAAATCTTAATCCAATAATTTAATGGTAGTOTATCTAGAATCCTTAAATCCCCTGACCAATAATCTATCAmCGTC^^ 
GCTAATGAATACTCnGATGTCTCAGAAACAGACTAGACCACACCACTCTCAAGCCAAGGATTCCCTGTnGTAGmC^^ 
CTATGCTACnCCCTATGGGGAAGATATACAGTATTCAATCTC 

>ncrc3447.seq 

GATGAATACTGCAGAAAACAATAGGAGmAAAACAGGGAGTTAGGCAGTTmCTTAAGTAM^ 

>ncrc3449.seq 

TGGTGGATGGCTGTAATCCTAGGTACTAGGCTACTAGGCTGAGGTGGGAGGATCGCnGAGCCCAGGAGTnAAGTGCAGCCTAGnAACATAGCAAGACGTCAGTCT^ 
>ncrc3451 .seq 

GAGAGACTGCGCGATGTCCTCTCCTCCATGAAGCTACTATGCAAACTATGGAGAGTCTCCTGAGGGCGAAAGGCGTGGAAGTGGAACAGTTATCTACTACCTGTCAA^ 
GCTGAAAGAAGAAATGGAAACCAAATTOGCCGTTGGCAGAAGGAACAAGAGAGTATCATTCAGCAGTOCAGACGTCTCnCATGATAGGAACAAAGAA 
ACAnGCTCTGCAAACnGGACCAGGGCAGAGTGAGATAGCAGAGGAGCTGTGCCAGCGTCTACAGTGAAAGGAAAGGATGCTGGAGGACCTTGTAAGTGATCGAAA^^ 
CTQGAAGATGAAATGGAGATTCAAGGGGTGCnCAGTCTGTGAGCAGCAGGGAGCAGGAAAGGGAAGCTGCTGCAGAGAAGTTGGTGCAAGCCTT^^ 

c 

>ltc|c3453.seq 

TSGAATGAGCAGAAAnnTATAGAAAAGTATAAACGGAAGAAGAGATAAGATACTGCGAATAGGCCCTCAAACTTAAAAAAG 

WfcAGTAnCTTAACACCTTmAAACAAAGnCnGATAGTACCCACTAnATTGGGTTTGT^ 

TlirTCTTTCTTnTTTGGCATCATTAACAmGATnGAAATGCATAnGGnGnGA^ 

>n!!3c3454.seq 

ziiCTGGGGGAAGnAAATATGAGCCCTGGGTGTACCAGTGCAnAATTTGGGCAAGGAAAGTGTCATAATnGATAC^^^ 
AfyGTAnGAACTGGGGGnGGTCTGGCCTACTGGGCTGACATTAACTACAAnATGGGAAATGC 

>p:c3456.seq 

dtoCAGCCCACACCTGGCTCTGGCCTAAGCTCTGGGATACAAGGCGATGGATGAGGTATACCATGCCCCCTAGTAATGAGCTAAGTG™ 
T?^TAATATTnAAGCAGTAACGATACAGTGCTnGGGCGnGACATAAGGAAGAGATGGACTGGG^ 
AisiTTCAAAAATGmGTCCATTAGAATGGAGTTGTATGTATCGAGAGGGTAATAnCCCA 
Ali^^TATmGGGAACTTCTTTGTTGAGAGAGAGAGAGAGAGATGCCCAATATGACAGCACATTGGGCATC^ 



>iietc3457.seq 

(lltGGGTGAGACCTGACCGTCAGATGGTAGnGAGGGTGACTTnCCTGCTGCCTGGCCmATAATmACTCA^^^ 

d(I^TATmGGTACT6TGATGGGGTGATCAAAnAnAATCTGAAAATAGCAACCCAGAATGTAAAA^ 

CAAAGAATCTTTAAGGAAGGTTT 

>ncrc3460.seq 

ATTCATTCGAGTGCGCGATCCCTGGATGAGATGAAACTAGGCCmTAAAAAGTGAAAGCCTCAAAGAAATGGCACAACCATGnCTTCGGCACTCAGGCTCCT^ 

CGAAGGGTGGTATGTGGAGCTGGAAGGTCnGTGGCCACAGGACATGCTGGTGAGCCCTGAGCTGGCCnGTGCAGAGGGCTCCGnCAAAGGCTCGGGGTGTCmGAGGTTG^ 

TATCAAGCTGGGGAACTCTTCCAAGTCTGACAATGTTTCGAAGCCTTTnGCAAGGTTGCAGTATOGTATACCATCATGTGCGGA^ 

CGAGAAAGTCCCTOCTTCGTATGAGGAATCAGGACCAAGTCnGGAGGTGATGTGmGAmACGTGCAGCACAATAGTACGGATCAGTTAACTCAGCGGTGAAGGGGTTG^ 



>ncrc3461.seq 

ATTGATATTCTAGTGAAAACAATACTGGACmAAAGAAAAAGAAAAAAGGATCTAGCCCAGGTGCAGTGACTCACATCTGTAATGCGAGCACTnGGGAATC 

GnGATGGCAGGAGnGGAGAGGAGGCGAGGGAACATAGTGAGACGGCGTATGGAnTnAAAAAAAATTATGCAGGCATGATGTGAGAGAGCTGTAGTTGGAGCTAGTT 

GAGGTGGTAGGACAAACTGAGCCCAGGAGTCTGAGGTTGGAGTGAGGTGTGATCACATGAGTATAATCGAGCGTGGGCAAGAGAGTGAGACCnGTCGA 



>ncrc3462.seq 

GAAmCATCCGGTGAAAnGTAnGGNGTATTGGCGAGGAGTAAGCAGAmCTGGTCGCAGTGAAAGTAmmGATACAGmGNAATAA^ 
NTACATAGATnTGATTGTACT 



>ncrc3464.seq 

AATGAAGTGTGGTTGAnGAAAAAAATGAAGGGAGCAAAGAAAACGAATGAGAAAAATGAAAGGAAGnGTGCTGTGAGAGGCAAAACATCT 
AAGTN 



>ncrc3465.seq 

AGACGGGATCATGAAGCGCTCGGTAGCCGTCTGGCTCTTGGTCGGGCTCAGCCTCGGTGTCCCCCAGTTCGGCAAAGGTGATAmGTGATCCCAATCCATGTGAAAATGGAGGTAT 
CTGmGCCAGGAnGGGTGATGGnCCTnTCCTGTGAGTGTGCAGATGGCnCACAGACCGCAACTGnCTAGTGTTGTGGAGGTTGCATCAGATGAAGAAGAAC 
GGTCGCTGCACTCGTAATCCATGCCATAATGGAGGAAGGTGTGAAATAAGTGAAGCATACGGAGGGGATACAnCATAGGGTATGTnGTAAATGTCCCCGAGGAm 
CTGTCAGGACAAGATAAATGAATGCGAAGTTGAGGCTTGGAAAAATGGTGGAATATGTAGAGATCTTGTTGCTAACTATOGTGTGA 



>ncrc3468.seq 
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MGTAGAGCGGAGGTGGTGGCGGCGGAGGCmGGCAGCTCGGGACTGAGTGCMGMTCAGCATGAncnCAGAGGCTCTTCAGGTTCTCCTC^ 
GTCCATnGCGGAGGAACAnGGTG™CAGCAGTGGCAmAATAAGGAACnGATCCTATACAGAAACTCmGTGGACAAGATO 
AGGACCTGnGATGCTAGnCAGAGTATCAGCAAGAGCTGGAGAGGGAGCTTmAAGCTCAAGCAAATGm 
CCAAAmGAAGTCATCGAAAAACCCCAGGCCTGAAGAAATAAAGTAAAATTAATCTGGTAAAm 

>ncrc3469.seq 

AGAACACATGTATCTAAGTnAACTGAAGTAAACAGmCAGACTTTAGTGmACCTATGTCATCTmAGC^^ 
>ncrc3471.seq 

CGTCnGTTCTTGCCTGGTGTCGGTGGnAGTnCTGCGACTTGTGTTGGGACTGCTGATAGGAAGATGTCTTCAGGAAATC 
CAGCTGnATGCCAGATGGTCAGmAAAGATATCAGCCTGTCTGACTACAAAGGAAAATATGnGTGnCTTCTTTTACCCT^ 
CTnCAGTGATAGGGCAGAAGAAmAAGAAACTCAACTGCCAAGTGATTGGTGCTTCTGTGGATTCTCACTTCTGTCATCTAGCATG 
GGACCCATGAACAnCCTnGGTATCAGACCCGAAGCGCACCAnGCTCAGGATTATGGGGTCnAAAGGCTGATGAAG^ 

>ncrc3475.seq 

AATGGAACCTGCAGTATCTCCAAAGTATGCTTGTAmAAATCTTGCTTAAGAAGCTAAAGAAAGAGTAGCAAAnC^^^ 
CAATAAATAAAGAGCAGATAAAGTCAAAAGTTGGnCTnAAAGAGAnAATACCTTAGCAAGmGATAAAAAGGGGAA^ 
AATAGATCCTCCACATmCAAATGATGATACTGGAACAnATTAAAAACTTCACGTCAATAAAACCCAGTATCTCAAGTG^ 
AATGTAAGAAAACTGAACATCTAAACGGCCCTATAACTATTAAAGATAnAAATATGTAAAmA^ 

>ncrc3479.seq 

AACATATTAACCnAAATGTAAATGGGCTAAATGCCCCAATTAAAAGACACAGACTGGGAAAnGGATAGACTGAAGACCCATAG^^^^ 
GAGACACACATAGGCTCAAAATAAAGGGATGGAAGAATATTACCAAGCAACGGAAAGCAAAAAAAC 

>ncrc3480.seq 

ACCTGGTGTGCCTCCTGCTGTGGTGGAGGANANGGAAAGGTAGCAGGGCGCCAAGGAGTGACnCTGACGAACAGAGTGTGGGGAGAAGGGATGTGTATTAGCCCGGGAGGACGT 
GiCrGTGAGACCCGCTTGTGAGTCCTCCACACTCGTTCCCCATTGGCAAGATACATGGAGAGCACCCTGAGGACCmAAAAGGCAM 
(^CACCGACTGGAGGAGAGTOCCTACAAGAGGCTTGATCGAGGAGCATGCACACTGGAATGATATAGGAATGAGGTCTGAACTGCACTGA^ 
(WATTmAGCAGTGCAAAAGAGTTCCTTOTCCTCCCCAAGGATGGAAAATACAA 

>i^487.seq 

AlSSGGGGATTGAGAGTGCTCTAAGGAGACTTmCTCGGGTGGGAAGAGATAAAAAGACCTTAATOGTTGmATCAAGTGACAT™ 11 I I I IGAT 

TGGGATTTnCCTCTGAnAAAAAAAATAATAATAAAATAAAAAAAGGnAACTATAAGGAGATGGCCTnCCTCC 
TfilCCAAAAGAAnACACAGCATTAAnAAAAATGGAAGTTnCCACnCCnGATAATTTGGCTATCTGAAT 
AtSaEAAACAGCnGAGTATAAAGAAAATAATAAAAGGCTGnCTOmATm 

>rttc3489.seq 

GyrCAGGGAAAAATGTCmAATGCnnTCAGAACTAAGACAGnAnCCTATACTGGATmAGGTCTCTGAAGAACTGCTG 
AI(|3;\AGAAAGCTTATACTGAAmAAGCAAAGAAATAAAGGAGAAAAGAGAAGM 
Al^TTTAGAAnAAGTATAAAAAGGCAGAAnAGTATAGAGTACAnCATOAACAT^ 
AftTAACTnGTATAATACAGAAATCTAAATATATTTTAATGGAATTCAAGCAATATATCACnGACCAAGAM 

>0ob3491.seq 

a||5aagtgtgcaaaattaactgtccgattaagaatattaaggagctgtaaaa™ 
t^acaagtggctatgncamaatgggtagtgaacatgggaatgtattmatcctcctagctggnggnctgtn^ 

AGGCAGGACCTTCCnCTATAGCmACATAinAGAATGnAATACnAATGACATTGAAGTTACCnGCAATGATTG^ 
GGATmGGTGCCTTCnCAGCAGACTTGCTCCAAGACAAAGATTCTATTrrGATAGTGCAAGACAAAAGGA 

>ncrc3495.seq 

CGTGATGGGCAGATNACTTGAGTCCCAGGAGnCCAGGCCAGCCTGGGCAACCTGGTGAAACTCCATCTCTACCCAAAGAAGTATATGTATATG^^^^ 

ATGGTGGTACATGAGCATGGGCGTGTGGTCCCAGCTACnGGGAGGCTGAGGTGGGAGAATCACnGAACCCAGGAGGTCAAGGCTGCAGTGAGCTGTGAnGTG^ 

CAGCCTGGGCAATGAGTGAGACCCTGTCTCAAAAATAAAAGA 

>ncrc3496.seq 

ACmATATNAAACTTGAGANAAGGTTAAAACTGTGCCCAGAGGAAAACTGGTAGTCTACTmAAAAGCACmAGG^ 

>ncrc3497.seq 

GAAACTGTGCAGAATGAAAAATATTNACmCCnTAAAAmGTTmGmAAATTTACTAAACmA^ 
AAGTCTAGTGATAGAGAAAAGTGCACCCAAAATATGAATGAnCCCTCTCTTmCATCCCCAmnCACTTmAGATACCC 
CTTTTATACAAGGTCATAAGCCATAAAATATGAATATTTATTGGGTGTNTTCTAAGACAGACATCmCTATGCCmT^^ 
AAGTAGTAATGTAATAATAGAATGACAATTTTTTAGAGAGGGAAATG 

>ncrc3499.seq 

AGAAGnGTTGAGCTCAAATGTATCCTACATCCAGCTGTAGAAATnGTCAGAAATTGTTTAAATTnGTATATAAnGTACTGTTTAATTC 
CCATATAATATGGCmACACAAGGAAATGTGTGGCTmGTmGTATTTmCAGTAT^ 

>ncrc3500.seq 

GTCTGAGCNTGAAGTATAAATACTGAAAGANGTCACmTATTNGGAAATAGGGGGAGAnCAAGTCGTATAGAnCCTACTCGAAAATCnGACA^ 

TCATACGTAGACCAGmCCTCTTGGnTCnCAGnAAGTCAAAACAACACGnCCTCmCCCCATATATTCATATATTm 

AmCCTGTCTGTGAAATGGTGTTnTTTTTTNGGGGGG 



>ncrc3503.seq 
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CGGGACCTCGGCCCCTACGGCCGGGGAGGGAANCGCTGAGTANTGGNTGAANGGAAAGGNTGAGAGAAAAGGATGAGAGAAACGATG 
AAAGGATGAGGGAAAGGATGAGAGAAAGGATGAGGGAAACGATGAGGGAAAGGATGAGGGAAACGATGAGAGAAAGGATGAGGGAM 
GAGAGAAACGATGAGGGAAAGGATGAGAGAAAACNTGAGGGAAAGGATGAGAGAAAGGATGAGAGAAAGGATGAGGGAAAGGATGAG^^ 
AGGATGAGG6AAAGGATGAGGGAAAGGATGAGGGAAAGGATGAGAGAAACGATGAGGGAAAGGATGAGGGAAAGGATGAGGG 

>ncrc3504.seq 

GTGGCTGTACCATmOTATACTTTATTTmAACCTTGAACmACAGATAACTCTGGCTTTCT^ 

AnGAmGGCTTTmAAAGTGCTGGGATOCAGGTGTGAGCCACCACGCCCGACCCCAnCTTT^ 

CAGATACmGAAAAATACCTTrnAGGACTATOTAAAGTAAmTOCCTAGCAmACATAACTGNC^^^ 

CCT 

>ncrc3505.seq 

GATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAATTAGAAGATAAAAACNTACT^ 

AACCTGAAAAGTAGGAAGCAGAAGAAAAAGGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACmGAAGAAAATTG 

GTCAAGAGinCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAAGTAT 

>ncrc3508.seq 

GAAATGAGATGAAAAGATGAAATGATGAGATGAAATGAAATGATGAGATGAAATGAGGTGAAATGAAATTAGATGAAATGTAATGAGATGAAATG^ 
GAAATGAGATGAAATAAAATAATGAAATGATGAAATAATGAAATGAAAATGAAATGGAAATGATGAGATGAGAAGAAATGATGAGATG^ 
TGAAATGATGAGATGAAATGAAATGATGAGATGAAATGAGGTGAAATGAAATTAGATGAAATGTAATGAGATGAAATGAAATG 
AATAATGAAATGATGA 

>ncrc3509.seq 

GCGAGCTGGGTGCCTGGAGTTTTCGGTGAAGGAAAGTCAAGATTCTCCmAmCTGTGCnGTGGGAATCCCCCTGGCACAGGCCAAAGAGGG^ 

ATCTTmGTATAmGGCmGCATCATACAmGGCATGTTGTnCATCATCTGCCTAAmACTGnTnGM 

AACnCTGTGTACATAGGTTTATCTCCTAnGGAATATTrrCTTTATATA 

>tOc3513.seq 

TmnTTnAnGnAAAGAGAGAGAAGATAATCTnAGGATGTGG™mAGACCTATGGCmAGTAmGCATT^ 
G^ATTGCnATTTAGGAGCACTCTCCGAGTGGTGTGGCACAGGAAGCCTGTGCTCTGTCATGACTCCAAGAGTATATTCATGCACTGCTGCn 
AVjah-GATGnGTnGGGGCAATGTGAmAATCCTCTGCCTTGnAAGAATAGACTAGGCCAGGCTGGGCGCTGTGGCTCACGCCTGTM^ 
T^ATCGCCTGAGGTCAGGAGmGAGAGCAGCGTGGCGAACATGGTGAAAACCCATCTATGCTAAAAATAGAANAAnGGCTGGACGTGGTGGGAG 

>fi#:3514.seq 

Gfe^GGACTGmCCATTGCACCTGTCTGCATCCTGTTGGCGTGGGCTGCTGTGACACGTCCCAGCATCCCATCGACnCCCGGCTGGGTGTGAGGT^ 

TtldCAGnCTCCnGGTGCAAAAATCTGACCCTCGGCTGCCCTGCAAAGGGGGAGGGCCTGACCCAGAATGGGGCTCAGCCAAC 

GAGCTAAACTCAACTGATCATCCATCTGGTGACTGCTCACTGCTGCTGCCACnCCAGGGAAACCACTAGCAGCTGCCAATGT^^ 

^jf}6fc351 5 S6C| 

(SI^TGTACACGTCGGnGCCTAACAACCGGCAGCGGACTCCmGGCTATGGCCTCCAACmAAGAAGGCAAA^^^ 
;>SgmCTGAAGAGCAAAAGCAGGAGATCCGGGAAGCTTTTGATCTmCGATGCGGATC 
^^CCAAGAAAGAAGAAATTAAGAAAATGATAAGTGAAAnGATAAGGAAGGGACAGGAAAAATGAACm 
ifiiSGAAGAAATCCTGAAAGCmCAAGCTCTTTGATGATGATGAAACTGGGAAGAmCGTO 

>jSFc3516.seq 

#nCTCTrGTCGCCTAACGCTGCCAACATGGTGTrCAGGCGCTTCGTGGAGGnGGCCGGGTGGCCTATGTCTCCmGGACCTCATGCGGGA^ 
AnGATCAGAACAGGGCmGGTCGATGGACCnGCACTCAAGTGAGGAGACAGGCCATGCCmCAAGTGCATGCAGCTCACTGAmCATCCTC^ 
AGAAGTATGTCCGACAAGTCTGGCAGAAGGCAGACATCAATACAAAATGGGCAGCCACACGATGGGCCAAGAAGAnGAAGCCAGAGAAAGGAAAGCCAA 
GTmAAAGmTGAAGGCAAAGAAAATGAGGAACAGAATAATCAAGAATGAAGTTAAGAAGCTTCAAA^ 

>ncrc3520.seq 

GATCCTCAAnNATGTGGTGATGAAATTGCCAGGnGTCTGATATTTCnTCAGACnCGCCAGACAGATTGCTGATAATAAAnAGGTAAGATM 
GGTAAAATAACATCAGGTTCCAGTTGCTTGAAnACAAGGCTAAGAAGTACTGCCCTmGTGTGmGCAGTCAAATCTATOn^ 
TAATATAAGCCATAGGnCACACCAmTGTTTAGACAAnGTCnTTmCAAGATGCTTTGmCmCATATGAAAAAAATG^ 
GTCAACGTGCATmATnATGGACTGGTAAGTACTGGGGGGnACTAGCANGAATAmCCAAmCTACCTnACTACATCTm 

>ncrc3523.seq 

AATGTAAAGAGAAAAAATAGCATAAACTTAGAACATCTTGAATAGTAAGATGTTGAAATAAGTCAAGTACTCACTATTAATGTTA^ 
GATTTGACTAAATAAnGACATCAGCTGAATATTGnAAAAATAGCCACATCTGGGATACCTCTTTnGTACCTGAAGATTACTAGCCN 

>ncrc3524.seq 

TCTOGGTCTAGCAGTAATTGTmATTAAmGGGGGCTCCACTGnAGATGCNTATATATTTATGATTGTGATATm 
GTCTTT 

>ncrc3525.seq 

TAACACAATATGTTAAAnGTmCTATAmGGmGGATAAACTGGCATGCTTAATTGCTTCTnCTGnTOCATAATAATCTATm^ 

GAAAAA™CTCTTATGTCAACAATC™nACCAAAACTATGAmGTTCTGAmAACACTAGCAAnAATGCTTGCACCAT^^^ 

CTCTACCTCAACATAAACAAATAGGTGGCnAGCTCG 

>ncrc3526.seq 

GnTTCTGCnAATATnGCTTTGnGGCATCTGTGTTTAmACTTGTACACCACATGCAGmACATCTGTCnAACTACTCCnCCCAGGTA^ 
AAGAGGGCCCATGTCnCTGACCTCmCCTAGTCAGTATAnCAGCAAATAmAnGAGGCCnACTGTGGGCAAATCAnGTACTGGATAAnGAGAAAAATAGAT^^ 
CAGTAAATGTCTACTGAGCAGAATCTAGTGAATCAnACAGTATGGCGTCATTGTTTTGTnGAGGTGTGnAnCATAACAATAn^ 
ATATACGATCAAGGATAA6TAAnGTGTGGTTATCTGCCATTTAAAAGTATCCAGTAmGATCACA™nATAAATAATGAA^ 
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>ncrc3529.seq 

ATCTGTAGACATCnGAGTTGTAGCTGCAGACGGGGACCAGTGGCTCCCATTnCAnTOGCCTm 
AGCACAGGTTCTCAGTCTAAGCTATGGAAAAGCTCCCCmTCCAACAGAGmAAAAGTAGTGACnGGGT^ 
AAGCCATGACCAGTGAGGAGAAGCAACAGAGCCTGTCTGTCCCCATGAGCGGAGTCTGTCCTCTGCTCTTCTGC^ 
TGGAAGACGAATGTAACCTGCGTGGTGATGTGACAACTGTnCCTCCCTGACCCCAGAGGATCTC 

>ncrc3530.seq 

CAAGCCTmAATGAAATCGTACTGAAATCTGTATCAGCTAAGAGTCCTCCAATCCTGGTCCCAnAACTCCAAGTGCCm 
TGTTGGTmCnAACCCCTnAATGGAACTGCCTGGAimATACAGnATTAAAGGATGTCTCmTGCTnAA^ 
ACACAGTGTGCTCTCTAGnATCATGTGTAACGTGGGnCTGmAGCGAAGATAGACTAGAGGACACGnAGAGATGC^ 
GGCTGlTTGTATATACGGTrAC 

>ncrc3532.seq 

ATTGGATGTmGTTGACATCTATCTTAAAGnAAAAAATAAmCTCAGTAAATCTGAGTGAGTATATCTCCTGTCm 
GTCCATTTAGGGATCGGAAAGTAAAAGTGATGCATATAAAGGCAAAAGAAGTACTAGGCATATAACTGAAATACCATGGCTGTGTCTCC^^ 

TCnGTTAGGTGGAGGGAATTTGTTmTGCGnnGnTTnGTTTTTTGI II ill IGGNGGGTAGGAAAAGGTAAAAAACTATACCTGTAAGAGGTAGAGTAnCTACGAAGGAGGAAG 
ATGTTCATTCAGAACTAATTCCATCAGAAATCCTAATTAGAAATATTAGCTACCAGTAACAGATAAAAGGAGGTAAGCC 

>ncrc3535.seq 

CAmAAGAAGCATCGTCTGCCAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACnGTm 
CATGCCTGCAAATGGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACACAG^^ 
GGGATGGGAAGGGATGTGAGATGATCTGnACTGCAACnGAGCGAATTGCTCTGCTGCCGAAAAGACGTTncmGGACCAAAGATCTCTnCGTGATO 
GAATCTrCATGTATTGTGGAGAACACCATTCCTGAnTCCCACAAACTGCACTACATCAGTATAACTGCATnCTAGmCTAT^^ 

>li)cjrc3536.seq 

G|ClTCNAGCAAATCTGTCATCATTAGCATCAAAGGAAAAACAGCTmCGCTTCCATGAAGn 

TgS^TATCATGATAnAGCACAGAGCnGCTATOGTTCTGAGTCTACAGAGCCATCTGATAATmGAGGTGCAATCmGACAAGTCAGAGG 

A^(gCTTAATGACAGTAmCACCCTGAGAAmGGAGACTCTTAAnCTAAAATGTTGAAAGAAAAAATGAAGGAACAGTGGTGGAAA^ 

T&STnCGAACCAAAAAGACTCGAGATCTTGTTGTAAGAGGGAnCCAGAAACAnAA^ 

>||1^537.seq 

Q^prmcnTATAAAAAnNTAGTAATCCTGCCAAATGTGCCTAnGTTA^ 
AmGATGTTmAATATAAAAGAAnATGTAACTGATCACTATAnACATCAmCAGTGGGCCAG 
AmnGTmACAAAAGCAATAATTATCCTTTGAAnTTCATAGACTGACmGCTTTAGACGTAGAAATTTT^ 
Tf^CTATATGTGATGGAGATCACCCAATGCCAAGGGCAGAAAGCAAACCTAGnAAATAGGTGAGAAAAAAAAT^^ 

>accc3538.seq 

Ty^CGGCGGGAGTAACTATGACTCTCTTAAGGTAGCCAAATGCCTCGTCATCTAAnAGTGACGCGCATGAATGGATGAACGAGATO 
>pc3540.seq 

Ai^GTGCCCGATGCGTGCCCAAGGACAAGGCCimAAGAAAnCGTCAnCGAAACATAGTGGAGGCC 

CTOCGAAGCTGTATGTGAAGCTACAnACTGTGTGAGTTGTGCAAnCACAGCAAAGTAGTCAGGAATCGATCTCGTGAAGCCC 

q^CGGGTGCTGCCCCACGTCCCCCACCAAAGCCCATGTAAGGAGGTGAGncnAAAGACTGAAGACAGGCTAnCTCTGGAGAAAAATAAM 

>ncrc3541.seq 

GTTTnGTGTGTGCATAAATTCTTCTGTAGGATCTTAAGAAAAAGAGTCCCAGAATGTTGCTTCT^^ 

GTGATGTGCCATGGTGGAAAAGTACTATCGGAATAACTCTGCAGTGACAGAAmGAAGmGGCTAGCATCCATACTTnC 

GAGCTTCTCACTTTAAGAATAAATGTGTTTGAT 

>ncrc3544.seq 

ATCCTACTGAAGATGTGCGTCGAAAGCTGTTGAGCCACGGCAAAAAACGCnCAGTCAGCACGTGAGAAAACTGCGAGCCAGCATTACCCCCGGGACCATTCTGATC^ 

ACGCCACAGGGGCAAGAGGGTGGTTTTCCTGAAGCAGCTGGCTAGTGGCmTTACnGTGACTGGACCTCTGGTCCTCAATCGAGTTCCTCTACGA^^ 

AnGCCACnGAACCAAAATCGATAT 

>ncrc3546.seq 

GATAGCAnCTTCCCGGTNACTGGTAACAATAGCAATATGTGTCCAGGGACACAGAATGTTGGTnCTAACAGAGTACnCCAAAAACAGnTGAGAAAAAAACTGTCT^^ 
TCTAGAGGTCTGTAATAGTTmACATTmCAGGCAGTGTAAAGTnmGATAAGGCCATmAGGTGGCTCACTnCTCATTAAGAT^^ 
TAAGAAAAATATTOCCCTGTmGGGGCAAATGCTACCTAmGTGTCACCmTGCTGAACTCACAGTTAGACAATCCATGGTTTA^^ 
CAATGTACAGGAGAAAGGnACTGTAAACTGTGmTTGnGGTGCTTCTGTGAATTAAGTTGGGGGGnCATCATGAGTCnAATGTO 

>ncrc3547.seq 

ATTCCTGAAACTTCTGACTGCCTCTGCTCGGCAAAAmCACCTACCACTGTCATCAGTCAGCAGCCTGGTATGATGTGTCATCAGGAAGTOTGACAAAGCACTTCGC^^ 
CAAATGATGAGGAGATGTCCTATGACAATAATCCTnTATCAAAACACTGTATGATGGnGTGCGTCCAGAAAAGGCTATGAAAAGACTGTCAnGAAATC 
AAGTACCTAnGTTGATGTCATGATCAATGACnTGGTGATCAGAATCAGAAGnCGGAmGAAGnGGTGCTGTnGTmCTTGGCTAA^^^ 
AGAAAATATACCnGGTGCCAGCAACGCATmGTGCGACATGCAAGTmGAATAAGGATGGTATAGAAAACAAGGCTGGATATACAGGTACCAm^ 

>ncrc3548.seq 

ATAGGCAGATGTACAGAACTGAAAnCGAATGGCGAGGATGGCAAGAAAAGCTGGCAACnCTATGTACCTGCAGAACCCAAAnGGCGmGTCATC^^ 
AGTGAGCCCAAAGGTTCGAAAGGTGTTGCAGCTTCnCGCCnCGTCAAACCnCAATGGAACCmGTGAAGCTCAACAAGGCTTCGAnAACATGCTC 
TTGCATGGGGGTACCCCAATCTGAAGTCAGTAAATGAACTAATCTACAAGCGTGGTTATGGCAAAATCAATAAGAAGCGAAnGCTTTGACAGAT^ 
GGTAAATACGGCATCATCTGCATGGAGGAnTGATTCATGAGATCTATAGTGnGGAAAACGCnCAAAGAGGCAAATAACnCCTGTGGCCCTTCA^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page543 of 776 



^ncrc3550 S6C| 

CAGGGAMGTGAGMTTnMTTnGMCATCAMGGGACMTAAAAMTTAA^^^ 
ATAAGTOTAAATGTCTCTGCTmGTTCTmCCATTTmGCTGAAATCCTTAAA^ 
TATTACATATACAAATATCTTCCTGTCTAGTAAnTCmATTCACAGAGCATATAGCAATAAmGACA^^ 
TATAATTTGTAGAACC 

>ncrc3551.seq 

CAAGAAAGCACGAAAGGAACGCAAGAACAGAATGAAGAAAGTCAGGGGGACTGCAAAGGCCAATGnGGTGCTGGCAAAAAGTGAGCTGG 
AGGTGCTGCAATGATGTOGCTGTGGCCACTGTGGATTTnCGCAAGAACATTAATAAACTAAAAACCT 

>ncrc3552.seq 

GGAATACCATCCTmNTAGCATCTATGTGTTATCAATTCTCAAATCTGTNmCTCATOTCAAAACGTAACT^^^ 
mAATCAGTGAGGAAGCCAGCAGGATTATGAAGnGATmTATAnGTTCCAGATGCTACAAGGAAGAAAAmATATACAACA™ 
CnATGAGATAATAGGCnAAAAGACAAmAGCAAGAGTTnCTCAAGAAGncmTmAGATAAGAGGTAGGAnGAGGCAGGA^ 
CAAnCACACnAAGCTATGACAGGAAATATCCTmCATAGGGTGTATGCAGAGTAAATAACmGT^^ 

>ncrc3554.seq 

TGACAATTmCCTTmCTACACTAAAACAATATGTGATATAmCCCCTCTTGAA 
AC 

>ncrc3556.seq 

ATAACTACAATNCCTAATGCCCACAAGGTACTCTGTGGATATCCCCTTGGACAAAACTGTCGTCAATAAGGATGTCTTCAGAGATCCTGCTCTTAAACGCAAGGCCCG 
AAGGTCAAGTHGAAGAGAGATACAAGACAGGCAAGAACAAGIGGnCTTCCAGAAACTGCGGimA 

>ncrc3560.seq 

TAnAAAAAAAACTGAGGCTAGAGGTAGAGGGAAGATGACAGATAGGAGACAGGGCTGACCTGCAGCTCCCACTCGGATGAATAGAACAGCATATGGAGACCCACACCATGGACm 
TSCTCCAGGAACCACCACAGGAGTATACCAGAAAAACTGAAAGAAATCACCAATCCTnGAAAGCAGCAGCAGGCTGCTGCAAA^ 

TSlAAAnGCCACCnCTGGCTGGAGGCCAACCAACTCAGGACAnATAGCAACTCATGAACCAACAACCCCACTCCAAGGAAAGAGAAGACAACAGTGAAnCTGC 
T|gTGGCTAGCCAGTGATCCTGAGmGTCCATGTGACTGTCACTGGTACTATAACCAGCAnCGAGAATGCTAGCACA 

>hyc3564.seq 

Ai3ACCACCCAGTGTGGAGCAGCCCAGCCAAGTCACTGTCAGGAATCCTGTGAAGCAGCTCCAGCTATGTGTGAAGAAGAGGACAGCACTGCCTTGGTGTGTGACA^ 
GQTCTGTAAGGCCGGCmGCTGGGGACGATGCTCCCAGGGCTGTmCCCATCCAnGTGGGACGTCCCAGACATCAGGGGGTGATGGTGGGAATGGGACAAAAA 
TGgGTGACGAAGCACAGAGCAAAAGAGGAATCCTGACCCTGAAGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAGATC 
clifTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTCA 

>ncrc3568.seq 

qplTCCAATnATACAGGAAnACAAGTGCAGTCTGATTGTGAATCCnGTCHGGCncnAGCCnGAGAGTT^ 
CyAACmAAAAGAGCCTATATGTGGTCAATCACTATTmGCTGTACTnATGCAAATAATC^ 

>ffiDK3569.seq 

d^GCAACAAGTCCTAGGAGCACACAAAGCAACCCAAAGGCTmCCCTGGAAAAGCTCmcmCCTAAAGATA^ 

d^GCATGTACAGAGCTCTGTGTATACACAGCnCACACCCACCAGAnGmCTACAGTGGGlTGGGTmCATACAGACGTAAA^ 

(^CTGTGTATATATAnAAAAAAAAAACAAAGTmGTATGTTmAnACmAACTAn^ 

>ihyc3571.seq 

ACAGCCCCGCTCCCAGNAGTAAAGAACGCGACTTCCACAAACCTGGArrrrTTATGTACAACCCTGACCCTGACCGmGCTAT^^ 
AACAGCTTTGACTTG 

>ncrc3573.seq 

GTCmAACATAGTATCCAAAAGTACCAAAATNAATCACATCAAAATAGAGmGGCTnCTTATACAAnCAAGT^^ 
TmCATACTAATATnATATGGGTOTAGGAGGTAAAAGGGTACTOTCAAAATATAAATmATAGTAAT^^ 
AAAAATAATACTAATnTAmCTmGGTGnAnAnCTAATCCATTCTAAGCATACCATCAGGATCACTTGA^^^ 
TATTTGCCAGGAAAAACACATnTAnAACTGCTAAnAnGTCCCAAATGTATATAGmTATGmGCAGAnGTGGCTAGCCATAA^ 

>ncrc3575.seq 

GTCTCCGCCATCGTGGTGTGTTCTTGACTCCGCTGCTCGCCATGTCTTCTCACAAGACmCAGGAnAAGCGATTCCTGGCCAAGAAACAAAAGCAAAATCGT 
GATTCGGATGAAAACTGGAAATAAAATCAGGTACAACTCCAAAAGGAGACATTGGAGAAGAACCAAGCTGGGTCTATAAGGAATTGCACATGAGATG 
AAGGTCACGATCATGnACCATATCAAGCTGAAAATGTCACCACTATCTGGAGAmCGACGTGTTnCCTCTCTGAATCTGnATGAACACG 
TGTAAGGCCTTTCT 

>ncrc3577.seq 

GTATATAAAATACTAGTAAAGAAAACCCCAGNAAGAAAGCTGGGTAGTmCAGAAGATACACTGACTTCTCTAGGCnAATGACAAAGTAAG^^ 
AGTmGAATTCTTTTCTGnTCCTATACnCTGnATATmnCnTGnAATGAGTCAAATTCATTCTAGTTCAT^ 
TAAAAATGTGAAACTTTAAAATTGCCAACAGAAATATAAATAATTATCTTGTGAGTCTGAAAAAGATGTGTATAAGATCmTGAA™ 
AAAAACATATTTAACATATTGTAnAGnTCCTAnACTGCATAATAAATTACCACAAACTnGnG 

>ncrc3579.seq 

AmGGTAAAATGTGATATACATGGTACATCAGAGATATTGCATGCTTGGATrrrnGGATmACAGATACAGCAACAATGTAm^^ 
AGAAACmATTTTTTTnTTGAAACTCCNTCTCAAACCAAAAACC 

>ncrc3581.seq 

GTGTCAACAAAAGTGTAGACGGACGGGGACTCTGGAGGGCAATTAnGTTCAAGTGACmGTATTAGCCGGCACTGTOTCACAACCATCACTCGCGATGGGAGmGCACGCCACA 
GTCTCGATCATCAACATCTACAAAGAGGGAAATTTGGCGATTCAGCAGGCGGGCAAGAACATGAGTGCCAGGCTGACTGTCGTCTGCAAGCAGTGCCC 
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MTOCAnAnATGGGCCMGTAGGTGMGATGGGCGAGGCAAMTCATGCCAMCAGCmATCATGATGnCMGACC^ 
ATGTTAACAGTGAACTGTGTCCATnAAGCTGTATTGTGCGAnGCCmGAAAGATCTATGnCTCTCAGT^^ 

>ncrc3582.seq 

TCACCACCATAGTATGnACAGTTGGCTGTGGTCACAAAAGTAGnAAnGTGTCAGCACCCAAATAAACATCTAACAGGm 
TGATAGACCG 

>ncrc3585.seq 

GCAnGAAGGCTATCTGTGACAAGGAAGATTCTGmCGAATATACCCACAGAAATAAAGGATGGACAACAATCTGGAAGAGTGTGTTCT^^ 
GTGTCAAGAAAGAnCTGmCGAATATAGCCACAGAAATAAAGGATGGACAAATACGTGGGACAGACACAAAGTAGGAAACATCAAATCCTACC^^ 
TTGATGCTAACACTGCATGAATGTATGGACGACTnGTCATATTOCATATGATGAAmTATAnTCTmACrma 
AAGAAAGTnCTCTmGAATATTGCCACAAGAATAACAGGCGGGTGGAAATCTGGAACAGAGTATCCTGAGAATCTGCCCACCn 

>ncrc3587.seq 

AGGATTCATCnTCTmACCGTAGGTGGCGTGACTGGCAnGTATOGCAAACTCATCACTAGACATCGTACTACACGACACGTACT^ 
ATAGGAGCTGTATTTGCCATCATAGGAGGCnCAnCACTGATnCGCGTATTCTCAGGCTACACCCTAGACCAAACGTACGCCAAAATCCATnC^^ 
CTAACmcnCCCACAACACmCTCGGCCTATGGGGAATGCCCCGACGTTACTCGGAGTACCGCGATGCATACACCACATGAAACATCGTATCATC^^ 
ACAGCAGTAATATTAATAATTnCATGATnGAGAAGCCTTCGCnCGAAGCGAAAAGTCCTAATAGTAGAAGAACCCTCCATAM 

>ncrc3589.seq 

GTGGAGGAAACTAAACATTCCCTTGATGGTCTCAAGCTATGATCAGAAGACmAATTATATAmTCATCCTATAAGGTTAAATAGGAA^ 

CTACATGCTGAAAAATATAGGCmAAATCATmTATAnATAACTCTGTATAATAGAGATAAGTCCAnTTnA^ 

ACAATACATGAGAAAGATGTCTATGTAGCTGAAAATAAAATGACGTCAGANGAC 

>ncrc3593.seq 

ArcTAAACACCAGTOCTGTCACCAGCCCTAAGGAGAAACTGCAAAGAGAGGCTCACGTGCCTCTCGGGTAGCATGGAGAAGTTGCGAAGAGTTCmAG 
cIsnGCAGGCCAGGTOTGCCTCATGCTGACTTGCAGAGnCATGGAATGTAACTATATCATCCmATCCCTGAGGTCAC 

ArjbCAGCCCAGGGCACnCAGAGTAGAGGGCnGGGAAGATCnnAAAAAGGCAGTAGGCCCGGTGTGGTGGCTCACGGCTATAATGCGAGGAGm^ 
G^TCACCAGAGGTCAGGAGnCGAGACCAGCCCAGCCAACATGGCAAAACCCCATCTCTA 

>fflfc3694.seq 

Gi^GACAGGCATCTCAAATCGGCTGATTCTGCATCTGGAAACTGCCTTCATCnGAAAGAAAAGCTCCAGGTCCCTTCTCCAGCCACCCAGCCC 
GGtrrCCGCACTGGCTGGCGTCnCGGTGCGGCAGAGGGACAAGCAmCATCnGGGAAGTGCCCCAATCCTCCGGTGCAGGAGAAnnGACG 
GtlCGAAATTGAGAAGATCCCAACAACCmGAGAATGGACGCTGCATCCAGGGCAACTACTCACTAATGGAAAACGGAAAGATCAAA 
AtifeTGAATCAAATCGAAGGTGAAGCCACCCCAGTTAACCTCACAGAGCCTGCCA^ 

>ncrc3595.seq 

tclcggggtcgctgtcggcgctgaggctgcagctatcatggtgaacnacttcagangtgcgggaccactgggncatgttc^^^ 

gpagaaagagtgatgaacggctaactgccnccggaagaagagtatgnamaaaagggaattgcaacgcagtgaagaag™ 

tf^attttaaagttctgagagaaataaaaacatgaagaattcg 

atlicgagtgacaccattgagaatgtcaaggcaaagatccaagacaaggaaggcatccctcctgaccagcagaggngatcmgctgggaa^ 
cfsactacaacatccagaaagagtccaccctgcacctggtgctccgtctcagaggtgggatgcagatcncgtgaagaccctgactggtaag^^ 
q-Eacaccatcgagaatgtcaaggcaaagatccaagataaggaaggcatccctcctgatcaggagaggt^^^ 
atl^acatccagaaagagtccactctgcacnggtcctgcgcttgaggggggatgtctaagmcccctmaangm^ 

>ncrc3598.seq 

AATTAAAAAGAATNGGCTCTTTTGTACmGTTmAAATCTGTGATGCTm 

CACTTTmGTGTTCAAAATmGGTmTATGAAGCCAGATGGAnGAAGAG™^^^ 

CTCCCAAATrCATAACAGTTCTATTTAACTGAATTAAATAACCNT 

>ncrc3599.seq 

CACCCNGGGAAACTCGGCNTTATGGCCGGAAGTATAACCTCnGCnCTGTAATCTAAAAAATATmGGATAGAmAATAGAATTGGCATAm 
ATnAmCTGGATGTCCCATACATGAAAAATATGCACTTCTTACTGGTACAGTmCTTnGTnGl^^ 
CnAGTATATGTCAGTTTTTATAAATGCTTCATGGATGGTTGAAATCAATGTAnGTAnCTACAAATGTCTGCTAGATCA^ 
GATCTGTGATGTAGCAmAnGAGAGAGGTATGnAAACTCTGCCACCATGAnATGTATTGGTGAAAAATCnTGTCATTCTGTCA 

>ncrc3604.seq 

AAAGAGGmAATNCTACCATTGTGAAAACATAACTGTTAGACTTCCCGmCTGAAAGAAAGAGCATCGTTCCAATGCTT^ 

TAATACnGCATGCTTCTTAGACCAGAACATGTAGGTCCCCTTGTGTCTCAATACnmTTnCTTAATTGCATTTGT^ 1 II i 1 1 GTTTTAAAATAAACAGCTGGGAC 

CATCCCAAAAGACAAGCCATGCATACAACTTTGGTCATGTATCTCTGCAAAGCATCAAAnAAATGCACGCTmGT^^ 

>ncrc3605.seq 

TCCAGGGGAAGTACTGTTTGGGAAAGCTAnATOGGTAAATGnmCAAATOCTGmCTCACnTCAGTCATACCGTAATGATCCCAGCAAGAW^ 

CATCAAGCCTGGTACATACTGAAAACGCTATAAGGTCCTGGATAATTm6mGA™rrCATTGAAGAAACAm 

TCAACCATCAGG 



>ncrc3609.seq 

ATAACTGAGnGTAGTTAAAAGGATTlTTTAAAAGATTGGGTATCAATAAGTAACAGnAGAGGTm 
GACTCTTAAAmCACCCGTTTTCnGACCnGTCGCCCAGACTTCAGAATAmTnGTTTATTAGnAAATACTATTCAGTAA 
CCAGGAAGAGAAAATGGTAATCAATAGAGATGnAGAATAATmATATnCATATACATACATATGTGTGCACACAAACAGACAnCTGCTGAG GGT^ 
ATTGTATAGCAGCAACCmGGAAATTCACTAACTGATACACAGCAAAGGCTCTGnGCCTGGCTAGTCCTACCCACAAAACTCCCATTCAGCAl 1 1 II ICTGTT 
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>ncrc3610.seq 

ATACCMGmATATMmGATmGTGCTAMTOTTMGAGTCTCTTmGAMCATG 

TTCTATCTnGAAAATmCATnATGAGnCCATGATATGTGGTCTAAGAAAGACCAAACAGA 

TGTAGACnACmGAATAAAATTAGmAAnGGCCnAAAATTACATTAATAAAACmGTGATATGC 

>ncrc3611.seq 

ATCnAACTAATTAAmGnACAACCCTATnCCAATAAGGTCACAnCTGAGATCCTGCGAGnAGGACTTCAACATAACm 
GGCCTGAATTAAGTAGAGATTATGGCATTAAGGATGTTGAAAGCTAATAGCTGGCACGAGAATCTGAATGAAGAATGAATGGCGTCGCTACAATGGG 
AGACACCATCCTGAATACCGTAAACCCTAnGTGAAGATCCTGAAAGATTGAAATCCTGAAAGTGTAAAATCCCCAAAAmCAATCTCA^ 
TTAAAAGGAGAGTTGAGAAACATATAAAAATGTGATAGAATACAGGCAGTAATGACATACATATT^ 

>ncrc3613.seq 

GTAGACGTGAAGCTGTGGCAGCGAGAAGGCGGCAGTTAGnGTGGTTCTGCAGAAAGGGAGCTCTGACTGGCATAmCCATGGCTGCTGGAAGTAAGCGAGCAGAATAAGGT^ 
CCATCTAGAACTTGGGAATATTGGAACTGCTGATATCAGAAATTGTATGTATTCCTCmGAATACCTAGCACCGAGCCTGGGCCTGAGACCTAACAGGTGn^^^ 
TTAmAATGAAGAAAGGCTGGTCATGGAnCATTCCAAGGCAGATAAAAATCGGCCCTAAAAGGAGAGAGTGTGATGATCnAATTGTGTCCCA 
TGACTCGGAATGTGATGATGmGGGGATGGGGCCmGGGAGATAATOGGmAGATGAGGTCATGAGGGTGGGGCCCTCCTGATGGGAmG 

>ncrc3616.seq 

GTGATAATGATAnGTAGTTACATAGGAGATTGTCCCTGTTTGTAGGAGATGCATGCTGAAAAGGTmGGGGGAGTGAAAGGTATACAGm 
GTAGATGGAAATAAAGCAAATACAGCAAAATGnACTGATCATTGATATAGATGAAGAGTGGTGTTTAnGTAGC 

>ncrc3620.seq 

AAGTGGTGTATGTCnCTCCAAGTCTGAAGGGCCGTGGGCGGCTCTTCTGGGGAGGCAGCGnCAGGGAGATTACTATGGAGATCTGGCTGCTCGCCTGGGCTAmC^ 

AnGTCCGAGAGGACCAGACCCTGAAACCTGGCAAAGTCGATGTGAAGACAGACAAATGGGATlTCTACTGCCAGTGAGCTCAGCCTACCGCTGGCCCT^^ 

GJTTATGCAAATACAATCAGCCCAGTGC 

>i&3621.seq 

Tip"GCATCCnTCGACCGGCCAAGCACAGAGCTTCCTCAGTTTGGAAGTGATGACAGTACTAGTGCCTTCTCACAAGTAATAm 
GpAGATGGATTTnAGTCCAAGCmACAGCTGTGTGTAAGATCTTTCTCTmGACCCACTAnGATAAGTCCAT^^^ 
AmGTOGACAATAGTCAAAATAGATACGGTCCCTGTCCTCATGGCCCTCTTnAATCnACAGATAAGGATATTmTGACATG^^ 
ctSTAGTAGAGAACATCAGAAATTTACCTATACAGACmcmTGCCTGACTTATACACAAAAGAT^ 

>niic3622.seq 

GWrGCAAACACAnAnATGCTmGCACACACACACCTGTACACACACACCGGCATGmATACAGAGGGAGTGTATGGTTCCTGTAA^ 
(IgTGGmAACCCTmGATCACTACCACCATOTCAGCACCAGACTGAGCAGCTATATCCmTAnAAT^^ 
CJCTGCACCAGGTCCCATGCCAAGCACTGGGGACACAGTOTGGCAAAGTAGACAAAGCAmGTTCAmGGAGC™GAGTCCAG^^^ 
AtATAAATTGCAAGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAACAGGAGG 

M 

>lfe3623.seq 

(ipAATAGAAAGGGGAGGATGGTCCATGGGATGTGGGGTAGAGGTGAnCCAGGAACACTmACAnCTGCM 

>i&624.seq 

G>5^CANCCGGGTGGGAAGGCTCAAGATGGCGTGCnGTTGGAGACCCCAATCCGCNTGAGCGTCCmCGAGACATGAAAAATGCTGTNATO 

TiSnGTTnAGGAGCTGTTCCAAGAnGTNGTACnGCTTCAGCAAGAAACCTCAAGCACAGAGCTGAAAACTGA^ 

AllbTCAAGTCTCTACTGGACTGCCATATOTCCCTGGCTOnGCAAAGGACTACTGNCCGCAGACCTGAAGm 

>ncrc3625.seq 

GGTnCCGGGGGTGACGACCTAGGCACACGAGTAAGATGCCTGTCGCAAAGGATCTCCnCATCCCTCTGCAGAAGAGGAGAAGAGGAAACACAAGAAGA^ 

CGCAArrCGTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTnAGCCATGCACAAACGGTAGTTTTGTGTGTT^ 

AGGAGGAAAAGCAAGGGnAGAGAAGGATGTTGCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACAm 

>ncrc3626.seq 

CGCGGTGGCGCGTGCCTGTAGTCCCACCTCAGCCTCCAAAGTAGCTGGGACTACTGGCCCTGCTCATACTATTTTnGTAGAGACAGGCnCCACTAT^ 

ACTCCTGGAnCCAGCAATCCTCCTGCCTCAGCGTCGTAAGGCGCTGAGATTACAGGTGTGAGCCACCATGCCTGGCCnGTAGTGCAGG™ 

TTTCTATAAGTGCCTGGTmGTAGATAATAmGGTATATGCGTOTGAAGAAAnGTTCCTAGTTGTATCAT^ 

>ncrc3628.seq 

CATGTTGNTAAAATATACCTACnCTGGTAGCCATTTAATTCCTCCCCCTAGCCCCAAATAAATCAGGCATGCAGGAGGCCTGATATTTAGTM 
AATGCTATTAGTCGGTGGTGCnGAmGmnGTNCTTGAATAAGGATGnATGTATATTGTCTCGTGTmTATTmACACCA 
ACTGTCTGCCTAAAATATGGAACTGTTTGCAnACAATATGAAGTAAAGTTCTATGAAGTATGGAmTGNGTAACTAATGTAAAAAAC 
AACTACTCACAACTAGCAGATGGCTTAAAATG 

>ncrc3630.seq 

GnAAAGCCGTOGTTGAmNGGGAGTAGAAAATCAGTGTGTTTATTTTCTAmAAACrrGTAGTTGAAGATAGGGGTTGGTGGG 
CnGAAAAGATTGGnGAGTGGAGTAGCAGAT 

>ncrc3631.seq 

TGGTACTnCTATGAGAAGGGTATGGCGAGAGAAGTTGCTGCTGACGCTCTGGGTGAAGAATGGAAGGGTTATGTGGTCGGAATGAGTGGTGGGAACGACAAACAA^ 
GAAGCAGGGTGTCTTGACCCATGGCCGTGTCGGGCTGCTACTGAGTAAGGGGCATTCCTGTTACAGACCAAGGNG 

>ncrc3632.seq 

AAGCTGAGCCTGGTGGGGTGCTAGGGTTGGTCGTACTCTAGGAAGTGTGAnGTCAGAGTTATCATGnGTCCAGAGGTCCAGTCTGGCTGCTGnGTGGAGGCAAGGAAGGCAACTC 
ATCCCAGAAGGCATCTGGTGCmTTGTAGCTTMCTACTGCCTCCTCATTmCAGTATGTGTTCTAAGTATAAAAAGTC 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page546 of 776 



>ncrc3634.sec| 

AGTGATAACmCCnGGAGAGGATCTMGAAMGCCCAGATnCGGTAGCCATCTCCCTCCAMTATGTCTCm 
ACTGCCATCTCCncnGGTCnCCCAnGnCnTAACTGGCCGTAATGTGGAAnGATAmACATmGATA^^ 
TGAATTnAAAATTAGATATTAAAGCTGTCATATGGmCCTCACAAAAGTCAACAAAGT^^ 
AGCCTAGGCAAAGGACATTTAGTACTATCGATTCTTTCCACCCTCACGATGACnGCGGnCTCTCTGTAG^^ 

>ncrc3635.seq 

AATGAAAGACCTTCCGNATAAGAAACACCATGGTGCAAAGGCTCAAGAGGCATACTGGAAGTACAATGAAGAGAGCAATCTAACTGAAATGGGAAAA^ 
TAAGAmGATGAGAAAGATGGAATCGATTTnAAATmmATCTACACAACAAAAnTATTATCTOACCAm 
CAGTCTCCAGAAnCTmCATCTTGCAAAACAAACCCCGAACCCATTAAACAATnCTCATTCGCCATmCC^^ 
CTGTGTACCCCGTGTAAGTGGTATCATACAGTAmGTATTmGTGACTGGCATAmCACATAGCATAATCTCCTTGTGGT^^ 



>ncrc3637.seq 

CGCAGTGGCTCAGGGCTGTCATCCCAGCACTmGGAGGCTGAGGCGGGTGGATCATTAGGTCGGGGGnCGAGAC^^ 

^ncrc3641 seq 

GmCTnGCTGCGTCTACTGCGAGAATGAAGACTAnCTCAGCAATCAGACTGTCGACATTCCAGAAAATGTCGACATTACTCTGA^ 
AGGAACCCTGCGGAGGGACnCAATCACATCAATGTAGAACTCAGCCTTCTTGGAAAGAAAAAAAAGAGGCTCCGGOnGACAAATGGTGGGGTAAC^^ 
TCGGACTATTTGTAGTCATGTACAGAACATGATCAAGGGTGTTACAGTGGGCATCCGTTACAAGATGAGGTCTGTGTATGCTCACTO 
CTCnGnGAAATCCGAAAmcnGGGTGAAAAATACATCGGCAGGGTTCGGATGAGAGCAGGTGTTGCTO 

>ncrc3643.seq 

AGCTGNCAGTCAGTGTATGTTGCTATCAGCTNACTTGAGGTAATAACCAAGGTGGGGCCTAGGCAGmAAnGTAAAGTCGGAAAAA^ 
TCnCTGGCTGACCATGTCGnCTCCTCTGCAGGCAATGCTATCACAAGAAnCTCTAGAGACCCAGAGCTCCCCAAAAATGAAGnTACTGACnCTTC^ 
TOTCTAGGTCAmGnAncnTTGTCCATGAACACCAnACCTAnAAGTGTCCAnTCCnACCACTCAGCCAGGTGGTAAAGATAGmnA^ 
TfgCATAGTGTCTTATCTTCATACCTTTTAC 

>neic3645.seq 

/^iTATNTACAGTACATAATAGTTGAAAATAANTAACTATGTTACTGGTATATGTAGTGmTGGTATACm™ 

ciiTAAAAGAGTCTCATGGAGATCCTTGAGGAGGTAmCAAAAGAATGCATTGTTAACAAAGGAGATGACAGCTCCATGCGTGGNATTGCCCCCAAAA^ 
/^iGAGGAGGAAGACAGTGATAmTCCTGACCnGTGTGGCCCTAGGGTAATGTGTGTGTlTGTATCTTAGTnTTACAC 

>M|c3647.seq 

d«?6TCCTATAAACACAGI^CnGAAATAGTANmAAATGTCCAAATACCTAAATGCGCTAAACTGGAG 
dpgTTnGTACATACmTmCTCATGCACTTTTCTGTATGCAAA 

>'rbc3648.seq 

/^aysAGTTGAGAAGCCAGATACTAAAGAGAAGAAACCCGAAGCCAAGAA 

m 

>hejFc3650.seq 

dSmAAGCGCAAGTACTCCAATGAGGACACACTCTCTGTGGGACTGCCATAmCTGGGAGCACmGATAAGGACGGCTGGTCCCTGTGG 
AsflseTCACTCAGACCnCATGAGCTGCAATCTCATCACTGGAATGnCCAGCGACTGGACAAGCTGAGGAAGAATGCCTTCGCCAG 
ClfnCTGGAGTCTGGGTCnCCGAGGCCAGGAGCnGCCTnCCGCTGAGTCCAGAnGGCAGGTGGACTACGAGTCATACACATC 
CiSeAGACGCTGGnCGAGA 

>ncrc3655.seq 

GTGAAACAAATGGTGAGAAmGAATTGGTCCCTCCTAnATAGTAnGAAAnAAGTCTACnAAmATCAA^^^^ 
GTGATACTTG 

>ncrc3656.seq 

ATGAAAGTGGATTACCACAGCTGACCAGnATGAnGTGAAGTrAATGCTCCTATACAAGGCAGCAGAAACCTACTGCAGGGTGAAGAATOCTCAGAGCm 

GCTTmcnAAmCAnCCTTTmTGGAGACTGGTGGCTCACTACGTAAAGCAGTCTAmATATm^^^^ 

TCAATTmGATCGCCTTTCTACTTAAmACATTAATGGTCTTTTTTAGTATGTTCmAATGCTGGATCACAGA^^ 

AGCATCATTTT 

>ncrc3657.seq 

AAATTGTGGTCTTAATCTGAGGNATAGCAAGTAAAGAGAATTGTACATGAAAGTAmACAGAAAGnGCGAAAGCCCTGTGG 
>ncrc3661.seq 

GAAGTNTGTTTTATCACTmGACCTTAAAGAmCAGACATGCTGAAACTGAnGAAGTATCAmGCTACCAGATAGATOGnATC^ 

TATATTCTGGGTTATTGTCTOTTnTGATGTAGGTATTGTATCAACAAmATTAAAGCTGGGATCCnGGGTGAGCATGGAn 

CTGCTTTTGA 

>ncrc3664.seq 

AGTGCAGAAAGAGAGGACATTAGGCGAGCCAGATTCCCCAGGCACATGCGCTGTGGCTGCTGCATGCCAGGTGCCAGGCTAGGTACCCCATCCAGGGGCCAGAGGnGCTGnTTT 

CATGCATGGACGAGGAAGAGTTCAGACATCCTGTGTAGGACAGACTGGGAAGGGAAGTGACCTGCATCGGGAAAACCAAGAAGGGAACCAnATAATATnGAATGG 

GGGGGTGATTAAAGAAGAAAAAAGGAGTGGATGATGGAAATAAATGA 

>ncrc3667.seq 

CAAGTGTGCCCAGGGGTGCGTCTGGAAAGGGGCATCGGAGAAGTGCAGCTGCTGTGCCTGATGTGGGAACAGCTCnCTCGCATATGTAAATAGAACAACGTGGACAAGCTGG^ 
TnTAAAAATAAAACACTGAGCCATnGCTGGATTTGTTTTTATACTAAATATGTGAGTGACAATAA^ 
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>ncrc3671.seq 

AACACTGTCTCATTGTAAMTATAAMCCCCTTACTCTMCTACATTmATTCCT^^ 
AGTACCTGAGCCAAACAAATACACAACGGAAGCTGCAGCTGTATCATCACTAGCAAmGCTCATCATTAm 
ATCAGTCTCCmGCATGAAAAAGAGCCnAGATTmAAACATGnAGnACCAGAATGCTAAAATACC^^ 
ACAAACACATAAAACAGATOCACTAAGAGCTGAGAAAnCAAAGGAACTGAAGATTCTGAGAGATAAACT^^ 

>ncnc3672.seq 

AAAAAGCACTCCTATGTGACAGTGCAAAATGGTGCAACCATTGGAAAGGGGTACTTGACAATAACAAAGTTATATATAC^ 

CCTGAAGATACACCTTTGACAGTGCTACCATATATATGCACAGCCAnGCAGTAnACAmTCTGGTAAAATAnGTGAAATACCT 

TTTGGTGTTGnATCTGTCAAACCACATGAGGAAGACCTCTGTGCACTAATATGAAGTTmCTCATATATAG 

>ncrc3676.seq 

CTATAGTAATGATAnGAACAmCTTCTATGCnACmCmGGCATCATATCTGnCAGGTCAnTATGCACAmnAATTG 

ATGTATmAGATAGAATCCinGTCAGATGTATGATnGCAAATATmCTCCCAGCCTGTAGCTTGCCTTnC^^ 

GAAGTACAATnATCAATCTnrCTTTCATAGAnGT 

>ncrc3678.seq 

AGAAATNAGCCCATACTGCAACCAACTGATCTTTGACAAAGTGGACAAAAATAAACAATGGGGAAGTGGCACTCTAnCAACAAA 

AATGACACTGGACCCCTGTCTCTCACCATATACAAAAATTAAGATGGATTAAAGACTTAAATATAAGACCTGAAACTATAAM 

ACAAAGAGTnATGGCTAAnCCCCAAAAGCAAATGCAACTAAATCAAAAATAGACAAATGGAACnAAGnAAAAAGCCTCTGC^ 

>ncrc3679.seq 

ATACCAAAGGTGCTACATCTATGTGATGGGTGGGGTGGGGAGGGAATCACTGGTGCTATAGAAATTGAGATGCCCCCCC^^ 
TTCCTTGATATT 

>i5gc3681 .seq 

AbdAACACGTGACGCGGTCGGGGGGACCACTGCAGACTGAGCGGTGGACCGAATTGGGACCGCTGGCTTATAAGCGATCATGmCTCCAGTATOCC^^ 
(^TCTATACGCTGAAGCAGAAAmGACCCGATGGGACAACAGACCTGCTCAGCCCATCCTGGTCGGTTCTCCCCAGATGACAAATA 
GWCGAGGTGCTCATGACCCAGCAACCGCGCCCTGTCCTCTGAGGGTCCCnAAACTGATGTCTmCTGCCACCTGnACCCCTCGGAGACT^^ 
ApCCTGATGCCTTTTTGCCAGCCATACTCTTTGGCATCCAGTCTCTCGTGGCGATTGATTATGCTTG 

>||l::3683.seq 

OATCACAGTATGCAGAGTACTTCCTCACCTTTCATATCTAGGGACCACCCCCGATGCATTGGTGAGGGTGGGCACTOTAAATGCCTGCTATO 

GMTAGACCAGACAGCCmCACmGTTCAGTGCCAGTCCTmGCCTTCCCAACCCTGCTGTOGGCCTGCTGTTGC^^^ 

Cl#AACTGAATTGGCCnTGGnGATGTnTCTCCCGATATGTATATATGCCATATGTGAATATGCGATATATG 



Cl4GAATGAATATAGACACTGTATCTAAGTGGGAGGAAAGNAAAAAATAGCGAACTrTCACCAAAGTm 
dPcAGAATAGGATAAAATAmGTAAATCATAnTGATAAAAGTCnGTAACCAGATACATAAAGAGCTC™CAACTCM 
(II^TGGTATGGTAGnCTATTmAGTTmACCCTAACTACTCTGAClTGATC^ 
G«iGCAAAGGATTTGAGTAGATGTATCTCCAAAGAAGA 

m 

>i^685.seq 

T^GTGGCTCACGCCTGTAATCCCAGCACCnGGGAGACCGAGGTGGGAGGATGGCnGAGCCTANGAGnGGAGACCAGCCTGGGTCATACAGCAAGACTC^^ 
A^GC 

>ncrc3690.seq 

CAGTATGAGTTTnCGnGTAGGAGGACnGAmCTAGTGTGTTTTGTACAGTATATAACTACAAGATAGTAC^ 
GTGCCAGTTAATCATAGGATCCCAnAAATAAGTGTGCTAAGATCGAATATAGAGAAAACTGGTAAAGAACATTCCAGTAGGAA^ 
CCATCACCCTGGTCGGACCTGTCCTGGACTTCCAACCnGACTGCTGAGCTCCTGGGTOGCTTCTTGGGnCCTAAnCCTGGTGTnA^ 
T 

>ncrc3691.seq 

AAAACAGGAATGTnGGATGGACTGAGATGAAGTATATAGGCCTAGGAAATCTGGGGACCAAAATGGTATCGGnACnAATGAGGTOGAGACT^ 

GCCTTGCTAAnACAAGATTCTOTTAnTGGAGmGTAATmAAAAGGAGGTGGCCATGTAACTGAAGTTCTCTAGTCTAAT^^ 

TGAAAGTGTAGAAGA 



>ncrc3692.seq 

atcctcatgatcctgagaggtaggggaggaaccaggccgttctcccagatgagacaactgatctagagagagaacaagtggcttgcccacataagagtgtgttttgta™ 
tcacltgtccatgggaaatgaacctggctatcaagtnnaatgaggtagatgatgaagttcatgtatggggttcgtgctaacanctggagaacaggn 
ggaaagaagtgtgagaaacatgaagctgcaaaagagagcagctcggtgacaatcaatagtggccttnctatcactaggtatc^^ 
gacactgcaaagtgcacaaagaaacat 

>ncrc3695.seq 

GTACnCATACTGCnGTGCCCTGGNACATTAAACACCACTGCGCAGCCATCACCCCTGGCCGCGGGCGTCAAATGTCCTGTCTCATGGAAGCACTGGAGGATAAGCGGGTGAGGTT 
ACAGCCCGAGTGCAAAAAGCGCCTCAATGACCGGAnGAGATGTGGAGnATGCAGCAAAGGTGGCCCCAGCAGATGGCTTCTCTGATCnGCCATGCAAGTAATGACGTCTCGATC 
TAAGAACTACATTCTCTCTGTGATCAGTGGGAGCATGTGTATAnGTTCCTGAnGGCCTGATGTGTGGACGGATCACCAAGCGAGTGACACGAGAGCTCA^ 
AGGTCAGAGACAATGGCTTAT 

>ncrc3697.seq 

AACAnCAAAATGAGAGTACTCCCGAGTTCATNTACAGAnCAGTGCAGTCTCTATGAAAATCTCAACTGCTTnCTGCATAACCCCATAAACTGATCCT^ 

GAGATCCAAAATGGTCAAAGCAGTGTTCAAAAAGAGAAGCAAAmGGAGGCTGAGGCAGGTGGATGACAAGGTGAGGAGATCGAGACCATCCTGGCTAACAGGGTGAAACGCCA 

TCTACTAAAAAT 
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>ncrc3699.seq 

CGGTTCTOTGGNCCGGGGNCCTTnCACMGI^TGGCGCCGAMGCGAI^TMGGMGCTCCTGCX 
GnGAAAGGTGTCCACAGCCACAAAMGMGMGATCCGCACGTCACCCACCTTCCGGCGGCCGMGACACTGCG^^^ 
GGAGAAACAAGCnGACCACTATGCTATCATCAAGmCCGCTGACCACTGAGTCTGCCATGAAGAAGATA 
CACCAGAnAAACAGGCTGTGAAGAAGCTGTATGACATTGATGTGGCC 

>ncrc3700.seq 

NAnCTTGAGGAAATATAGAGATGACATGTmCACCCCAACTATCTGGTGCTATTGAATGACTAAnCAGTCCCTAAAGnCTGTGAAAACA 

AGGTAATGGTGCAmGAACAAGTAAATGCTGTCGTGGTCAGCAAGATCCGTGAmGAACATGTGATGACTGGAAAAAGGmGGGmm 

GTGACAT 

>ncrc3702.seq 

ATAGCTGnCTAGATAmGAGAnAGGGTTGAGGCAAATTGTTGACATATAAnAAAATGTATmATAACTAAAAm 

AACATGCmATGACATOCGGAGAAGTACTAGGAAGAAGGAGATCTTTAAAAGGAGTGATATTCTGTTTGCmGCTGGAGTACCTTATCAGGAM 

GTGATATCTGnAAnCTAAAACTOCACTGAAmAACTnGAAGGTGAACATATGGAmTTTTAAAA^ 

TTAATCTGAACAGGACGAAACTTGACAAAAAAGTTTGCTAATAC 

>ncrc3703.seq 

AAGACAAAAAAGAAGGGGAGCGTTCAAnCCAAAGAGCTGCmAmGGAGAAATAGCGACCTAAGATGCGATOCGCnCAGAGATACCAATGG 

GAAATGTAAACGAAGGGTGACTTGATTGTGCCATnAGAGGGAACTCnGGTACGTGGAAATGTGAATCTGGAATAnACCTGTGTCATC^ 

CCACTGTCGTAATGATTGGAACAAAAGGAAAG 

>ncrc3704.seq 

ATAATGGAGCTGAAAAATTCCTAnGGGTAGTGAAGTGATAGCTGCGATAATGTAGTGCAACACAnAnCATGCnGTGGTGATGCTGGTGTAAAGAA^ 
GATAAAAGTATAGCATATAGAATOTACATATAATACATAATACTTGACAGTGATAATOTATrATTGAmATGTA^ 
TmAAAAAGGnAACTGTAAAACAGCCACAGGCAGGTTCTTCTGAAGGCATTGCAGAAAAAGAC^^^ 
OpTGTGACAAGATTTGGAGGTGAAAGAAAATTATATTTGATGACCCTGAnCTATGTAGAACTA 

>ftgfc3706.seq 

r^^GAATCTCTnGCAGGGAACTNCCNCAAAATTAATGTCAAAATAAGACAnAAAGGAGGAACATATGCAGCAGAAAAAAGAG 

CpAATOCmAACTGAAACTCAAGCCCAGCTGGAACAGCATGAAATACACAATGCNNANGTGCGGCAGGAGAACATGGAAATGGG^ 

agiCTGAGGGAAGAGGTAAAC 

>lifc3707.seq 

qQTITTCGCTCAGGCCCGTGGCGCCGACAGGTATGGGCAAGTGTGGTGGAGTTCGTACTGGTAGGAAGCTCCGTAGTCACCGACG 

AAGCTCATTTGGGCACAGCCCTAAAGGCCAACCCTmGGAGGTGCTTCTCATGCAAAAGGAATCGTGCTGGAAAAAGTAGGAGT^^ 

^TGTAAGGGTCCAGCTGATCAAGAATGGCAAGAAAATCACAGCCmGTACCCAATGACGGnGCnGAACTnAnGAGGAAA^ 

13 

>P||c3708.seq 

A&MTCCCCTGGCCCAACCCGTCATCTACTCTACCATCmGCAGGCACACTCATCACAGCGCTA^^ 
AfK^CAGTTCTAACTA 

>|iGK;3709.seq 

CSjAGCACCCGGGnGTGCCnATTGTCCCATCTGTGGGCCTCATTCTGCCAAAGCTGGACCAAGGCTAACCmCTAAGCT^ 

AtmCTCCCTCTATGACACAAATGAAnGAGGGTAGGAGGAGGGTGCACATAACCCnACCCTACCTCTGCCAAAAAGTGGGGGCTGm^^ 

GTGCTACTTCTnCANCTGTCCCTGTANCGACAGGTGTAAAAATCTGACT 

>ncrc3710.seq 

GAAAAATTCAGnGACAAACTGAAATATATATCAAAGTCCTCTCAACAGCAAAGTGGATCAAGTAGAAGAATOGTGAGCTTGA^ 

AAGAGAGGAAAAGAATGAAACACACnACAGGACTAAAGAGACCTGAGAGAGGAGCnGAACAAACTTCCCAGGTAGCACnnCATCTmTAGCCCACT^ 

AAGAACTTTGGGACCTACGTAGTTAATAAGGGGAAGGGAAAATGC 

>ncrc3712.seq 

ACTACCCTGCAnGGGACAGCATAAnCTAATAnACAnGAATATGGCTTTnAAAAATAAGTAnAAAAAGCCAATCGmTGTCCAT^^ 
GATTGATATGCACCCAGGCCGTCTTATTTTTACTTGTTAAATGTCTGTCTAGGAAGAACTGTGAnGGAAAGGAATTAATOTOTAGAM 
TTGCnGAAAGAGAAGTATATmCTAGnTGAATCACCTCACCAGAGTCATCTGTCAAGAATTATGTATAACAAmATCmAnGCGT^^^ 
CTTCTATTTGTGAGTTGAAC 

>ncrc3713.seq 

CnGGAAAAGGCTTCCCCTGTGACNAAAATGATGTGCCAGCTAAAAnGTGTGCCAmAAAAACTGAAAATAmTAAAATTAmGTCW^ 
AGGCCAGGACCAGCTCATGCGTTCTCATTCnCCTTnCTCACTCmCTCTCATCACTCACCTCTGTATTCATTCTGTTGmGGGATAGA^ 
ACGnGTGGATTGAGAGAGACACTACATGACTCCAAGTATATGAGAAAAGGACAGAGCTGTAAnGATAAGTCTGTAGnCAAAAGGAAAAGAGTATGCCCM 
ATTGAGATTTTrTTTAATCAACTTTTAAGATAGTGATG 

>ncrc3717.seq 

AGATATNNGCAGAACAACCTGCACGGCGCAGAAACTAGGAAGCAAGAGATGACAAGAGTGACGGCAAGTnGAATCCTGCTTCTGCCACmCCAGTCACAn 
AGATACCTAATGAGAGGCAmGCCTCTGGGTTCTGAGCTAACTGAGGAAGGGACACAGGCAATAGAGAAAGCACCAAATATTAGTrnATnCCGACG 
AGCCAGAACTGTGAGGCTnCTAACACGAAGAGTGGTTGAAAGCCCGmCCCACCTGCAGGGTAGAGACTGAAGTCATCAGCTAGAAAAGnAGTCGCTGCACTTCCTA^ 
TCTGCCACTCCTCCACCCCACACCAGTCAAGTGCCTAGAGCGGGGAAGGA 

>ncrc3718.seq 

AGTCTGGAGGATGGCACGGGNACGCGTGGnCTGCAGATACGAnCTAGnGTCAAATTGGCGAAGAAAnGGTGAGAAAAnCAAGAACGAAATCAATGTGAA^^ 
GCACCAAAGCTTACCGTGACAATCAGAGCmGTTGCAGAAGCTGAAGGAAAAGATCGCCGTmGAAGGACnATTGCTAAGAGCTGTGTCA^ 
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GGACCGAAGACAGAACCTCTANGATGATCTTGTAACTCGAGAGAGACTACTTCTGGCATCCTnAAGAATGAGGGTGCCGAACCA^^^ 
GCTAAGGGAGGAGCACCCAACCCT 

>ncrc3719.seq 

AAGnNCTTCTTmAAATATTnTTTAGAATnATTTm 
TAGATAGACTAGAAAATGGAmGATGTATTC™CTmCCAAAGAAlTTmCC^^^ 

AGTGGGCCAAATTCTTGCAATACACCCTAnCAATTGAAAGTACAGTGTCTAAGGATAAGAATACTTCnTAAAGACC^ 
TTnCTATTGTTATTG 

>ncrc3720.seq 

CTCCTCTGGGCCCTCTCCTTCGTCTGGGAAGGCACCAGCATGAGTCCCACACACCCAGCCnCTCAnTCTAGAGGCnCCACCTT^ 

GAGGACCCCCAGACCCTGTTCCCCTGCAGACCTCACTTCTGGGAGACAGAGCTACAGCTGGGACAGCTCCAAGCTACCGTAACCCCTCCTnCCC^^ 

CATGTAGTAGATGCTCAATAAACACTTGTTGAAAGA 

>ncrc3721.seq 

AGATTAGACATGCAAnAnCCTGTCTTTGCTGCTGAmCAAnATAACTCAnGGAAnATCAGTCCACAATAGATGnCCCTGGCW 
CTCACATGTOACTGnATTAGGACTGATGGATGTAATCnCATGTmCCTCTGAACACTGCATGCCAAGAAAGGGGCCCTCTATCC^^^ 
CCTCATCTGTCATAmCCATCTCATTCAGCACAAAACACCCTGGCTCATGGAAACTGCAAGCATCGnGTCAGCTGGACCTGGAGGCACCACGGGATTG 
AGAAATGAGGATGAAATTTAGA 

>ncrc3722.seq 

AAnGACTGCCTATGCAGTGCCAAGGAmCTATGAGAACnGAGGATACAACACTAAAGAGGAAGATTTAAGnCTTGTCCTCATGGAGCm 
GAGC 

>ncrc3723.seq 

NJCTACTAGAAACmAACACTTAAAAACAAGATTAAATTTTAAAAAGGAAACATTGCACCCAAAATCTACANACGTGGM 
C?SGAnATGGATAGAACTNACCNCAGGAAGGCTCAGAGTCTANTCTCCTTCCCCAACTAAACTGGTAAAA^ 

TitfcncnCTGAACAGAAATGAGAAAAAACTGCCAGGGACCAAACAGGTGACCAGGACTGACTGACATAAGGAAAGGTTCCAGGATGnACAGGA^^^ 
C|^jGTGAATGGAGCCnATCTGGAAACACAGTCGAGGACAACTTATGAT 

>^y724.seq 

AffTAAAGNACTATCATTTGAAAATnGAAAmGTCAGTGAATTATATGANCCnTGGTAAGAAG 
>n^^725.seq 

Gi^ATnmNCGTGTCGCCAGGGCCGGACTGGGAGTCTCmGCGGCGCTACACTAGAGCAGAGTACGAGTCTGAGGCGGAGGGAGTAATGGCAGGACA^ 

Tf|3)AGTCmGACCGAGTATTGGnGAAAGGAGTGCTGCTGAAACTGTAACCAAAGGAGGCA™TGCnCCAGAAAAATC^ 

GGATCGGGTTCTAAAGG 

>^S3727.seq 

G|MGGAGGGAAAGATTAGCmGAACATTCCTGGCGCATGCTCCAnGTC™CTATmAAAACATm 

nlCAAAnCATTAATGTACnAAACTATnCAAATGCATACCACAAATGCAATAATACAATACCCCnCCAAGT^^ 

TmATATGATTGAAATGAGTTCTGTATGAAACTGAGATGnGTCTATAGCTATGTCTATAAACAACCTGAAGAGn^ 

All] 

>6£fc3728.seq 

GSgAGGGGGGAGGGATANCTnAGGAGATATACCTAATGCTAAATGACGAGTTAATGGGTTCAGCACACCAGCATGGCACATGTAT^^ 
GTACCCTAAAACTTAAAGTATAAT 

>ncrc3733.seq 

CTCTGGCTCTTmGGCTCGGGGGGGGCCGCAGCGGACGTGAGCGATAATGGCGGATATGGAGGATGTCnCGGGAGCGACGCCGACAGCGAAGCTGAGCGTAAA 

TGGATCTGACTCAGATTCTGATCAAGAGAATGCTGCCTCCGGCAGTAATGCCTCTGGAAGTGAAAGTGATCAGGATGAAAGAGGTGATTCAGGA 

GGAGATGACAGTGAGGACGAGGGAGCnCACATCATAGTG 

>ncrc3735.seq 

AGTTCCGAGACGACCGATGGAGATGGCGGCTGCGGCTGAGTGACGGACTCTGGCCTCCCAGATCCCCAGCTGCCTCACTTCTCTCnGAGAACTTGGCTCANGGCTCCTGAGGACC 
mCCCAGCAnACCTTCCCTTCCCnGAAAGGCACTTGTTGGCTGTmCNTATAAGCAGGAAAAATAAACAGAAGT^^ 

>ncrc3736.seq 

AAGGATGGmAGAAATGGAAAAATGTTAACAAATGTGGCAAmmTGGATCTATCACCTGTCATCATAACTGGCTTCTGCTTGT^^ 
GACTGATGTCATGnGAGCTCnCATnATmGACTGTGATnAmGGAGTGGAGGCAnGTT^ 

>ncrc3737.seq 

amcanatagtagaacaaatggattaagacacactgtaatgcactgcncataaatggcattatatotcctattaanttgngnaatm 

cgaggctcagtggctcacgcctgtaatcccaggacmggatggccaaggcgggtggatcatgaagtcaggagangagaccatcctggctaacacggtggaactccgtctc^ 

aaaatataaaaaa™gctgggcgtggtggcgcacgcttgtggtcccagctgctcaggaggctgaggcgggagaatcggttgagcctggga 

>ncrc3738.seq 

GAGAATNGnGGTTCAnTGTGGGAAGGTTGCAGGGGGGATCmGAATGACAGCCTTCAGATGCCAGAAGGGCAGAGGGAATCCCACAGGGGCTGGTGGATCA^ 
CTCTCCCTTCTAATCTGAGGAAACTAAGGGT 

>ncrc3743.seq 

NCGTATTCGTTGCTTAACTCGmGCCCTTCATGGTGGAAAAGACTCCTTAGTCCGAGAAATCACCT^ 

ATATATAAACTAAATTmTAGCCTACCTTmAnACTTAATATAmATCTGTATAATCTGTGCTGGGCACnAAGAGG^ 

ATnCATATnGCGGTGTCTAATGCAGGGTATGACATGTGTCTTAAGGGAAAGAAGmCGGTGGAGGAGGTGGTATTTGA 
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GTMTCcWcACTGTGGGAGGCTMGGCAGGCGGATAGCnGCGCCCMGAGTTCMGACCMCCTGGGCMCAGGACMG^^^ 

GCATGGTGGCATGCACCGGTAGTCCCAGCTAmGGGAAGCTGAGGCAGGAGGATGACnGAGCCCANGAGGCTGAGGCTGCAGTGAACTGTG^ 

GGGCAACAGAGTGAGACCnGTCTCAAATTAAATT 

>ncrc3748.seq 

CATGATNCAGAATGCAAGCnCTGGTACCATGATCCTCAACTTAGAGAGGAAGAAACCAAGACAGAGAGCTTAAC^^^ 
AATGGGCTTTGCCACmTAGCTCCAGGCTmCTAACCAGACTTGAmCCTCATGnCTAGAAAGATCACTAATC 
TTTAACTTAAGGGAGGCTAATTTnAATTTAAACTGCTCGAGATATGAGnCTGCAAAAGGTGGTCCGCATCCn 
AATACTGACCAGAATGCTCnCATGTAGCnATACAGTTGGnCACnCATGCGGncnGACATGTTTAm 

>ncrc3749.seq 

AAGGnGATGACAACAAGAAACTAGGAGAATGGGTAGGCCTTTGTAAAAnGACAGAGAGGGGAAACCCCGTAAAGTGGTTGGnGCAGnGTGTAGT^^^ 
AGTCTCANGCCAAGGATGTCAnGAAGAGTAmCAAATGCATGAAATGAAGAAATAAATCTTTGGCTCAC 

>ncrc3750.seq 

CTCCCGTGTGGGCACCTGGGCATCTGCATTTTGTGAAGGCTCCCAGATTAGTCCAATGGGAAGGCAAGGCTGAGAAnGGTGAACTAAATGCTGTCAnC 
TGAGGGAAGAAGAAHGAGAAGAGAGAAAAT 

>ncrc3751 .seq 

GGAACTCATCACCACTATCCCTGCCTTATGACAAATGCnAAAGGAGTTCnCAAGCAGAAAAAAAAGGACAATAAnGCTATAATGA^ 

AGTAGTATAAAACTCACTAGTACnTTATTCmCATATGTATGAGTACAGGCAAACACATACTCAAATTCAGAATACTCCAAC^^ 

ATGAAGGnAAAAGTCAAAACAGTCAAAAATAACGAAAGCTACCATAAGTGGTTAAGGAATACAAAATATAAAAAOT^ 

>ncrc3752.seq 

GtifeAnGGGACCTGGATAnNTGGTGGCCATGACTCAGCCACCACAGCAAGCATAGTGGACTTCATTGmAGTACAGGGGTGTCC^^ 

caATnGTGCAAAGGTAGTTGCTGnmGCCATTAAAAGTAATGGTAAAAACAGCAGmCn^ 

AiWATATCTCATAATGTmAAGAAAGTOGCAAAmATGTTGGGCCACAnCA^ 

Gjj 

>|pj3753.seq 

G4QGAATGATGACAAGAAAAGGAGTCAAGAACAATTCACAGTATGAGAAGAAAAATGGAAAAAAAAACmAm 

Cyg'nTCCCCAACACACAGCAGATACCTGGTGAGCTCAGATAGTCTCmCTCTGACACTGTGTAAGAAGCTGTGAATAn 

T^TTGTTTTGGAATAAAGAGGGTAACAATAGC 

>ncrc3754.seq 

ASjrAGACnCGTGATCTCCGTGGTCAAAAGACAmACCCTTAATATCAGACAACAm 
Tlj^GAGGAAAAAAGCCTTTTmGTAAAATATnAAATnATATAAGAAM 

TlS^?^ACTC^AAAGTAAGAGTTGGGTCCI II 1 II ICTTCAATACAACTGTGCTGTACCnGTAAAGTAmTATCTGCTGCTTATTTG 

>^(5rb3757.seq 

gStctctgaccgcaccatggcggttggcaagaacaagcgcctocgaaaggcggcaaaaaggg^ 
amcagctgctatgncaatataagaaatanggaaagacgctcgtcaccaggacccaaggaaccaaaangcat^^^ 

TtepAGAATGATGAAGTTGCAmAGAAAATTCAAGCTGATOCTGAAGATGTO 
>nac3759.seq 

CAGTCTGmAAATAAATGAACTCATCTAAATTAAAAAAGAAAGAAAmGAAAAAACmCT^ 

CATCTACnGCnAAATTGTGGGCAAAAGAGAAAAAGAAGGATTGATCAGAGCATTGTGCAATAGAGTnC^^ 

CTTACACCTGnATGGAAAATGTCAACCnTGTAAGAAAAC 

>ncrc3761.seq 

GATAGTAAAAAGATNTTAAAGTAAGATAAAnCTGGAnTGAAAATACTAAATGCAAAAGAAAGCAATAGATTTACAACAA^ 
CATGAATCCAGCCATATCAAGAATGGTAGTAAGTGTGAATGGATTAAATAACCTAATCAAAGGCAGAGAnGTCAGAATGGGGAGG 
GGACACACmAGATTACAAGATAAAAAATAGATTGAAAGTAAATGACTGGGAAAGACAGATCATGCAAAGAGCAATGAGAAGAAAGT^^ 
AGAATGATACCAGAGATAAAGAAGGACATnAATAATGATCGTCAATCCTTCAGTAGGATATAAGAATTGTAAACATAT^^^ 

>ncrc3762.seq 

ACTCTTAAAAATGCmGTGTGTAnAGCTTACmATCnAGTAACTCTATGAGGTAGGATGACCCTATGAnTATTGTTCAAGCCAGGATACT^ 
GGCGTTnGGGTAAGATGAAGGGAAGAGTGAGGGAAAGGGGGCAGTCACTGAATGGCATGGTGAGATAATAGCAGAAAGTAGGACTGmGAGAGAAAGG^^ 
TTAATACCTTCTmTCAGAAGAAAGTGAAGCATAGGGAGACCAAATAACTTGCCCACTGCGCCCAGCTGGCCTATTCTTn 
TCTGAGAAATGCATCTTTAGGTGATTTTG 

>ncrc3763.seq 

CATGTCTGGCAGTTAGTAAACAGGGACmGTCCATGGTTTGTATCATGGGGTGCCTACTGCTGTCTAAACTCTGCTCTCGTAATTAGCTGACTCTTGA^ 

CCTGCCTCTmCTTTCTCTTTTCAGGAAGAGTGTGGGTAGAAAGTCCGGGGGGCAACTTCCAAmAATTCTGCTCTGTCCGGCG 

NGATGTGGGGCnAAAGCACCGTCATGTGGGGNGGATCAAANAATCGCTCCTGTGG 

>ncrc3765.seq 

ATCCGGGCCCAACCTGAAAACATCCCAGTCAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAGAAACTATCAATGCTGGCAGCCAGmGAATAT^ 
AAGGAGTGACTTCCAAGGAAATGGCTACCCAAGTTGCCTTCATGCGCCTGCTGGCCAACTATGCCTCTGAGAAGATCACCTACCAGTGCAAGAACAGCAnGCATACATGGATG^ 
GACTGGCAACCTGAAAAAGGCTGTCATTGTACAGGGCTCTAATGATGnGAACTTGnGCTGAGGGCAACAGCAGGTTCACTOCACTGTTCnGTAGATGGGTGC 
ATGAATGGGGAAAGAGAATCAnGAATAGAAAACAAATAAGGCATCACGGCTGCCCTTCGTTGATAnGCAGCnTGGACATCGGTGGTGCTGACGANGAAT 
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>ncrc3766.seq 

GGGTGTGCAGCTCTGTAGAAMGCTAGMCTAMGATAGCMTGTGGATGCTCTCCATGGAGMGTGATTGTO^ 
TAGAGGAATGTCTACATTTAGA 

>ncrc3767.seq 

CTGCCCnACmCTATCTGTGAGACCTAGGTTGnACmACCGTCmGGGACTCAGCnCCTCAmGTAAAA^ 

TAAAGTGCnGGAATAGTGmGGCACATCGTCGCmGTCTAAGTGTTTGCTGTTTnATG^ 

AAACAATGTCTAAGTACTAAACATATATmCAGTAATCACnGACCACATAGAAATATAAG^^^ 

>ncrc3769,seq 

ATCTCnGTACAACGATGTGCnTGAAGATGnAGTGTATAACAAnGATGTTTGTmCTGnTGATTnA^^ 

TmrrrcATTTC 

>ncrc3772.seq 

GAGGCATTGAGGCAGCCGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCTTTGAAAGATAGA 
ATAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTTTnAACGTAATTnAATAGCnAAGATTTTAAGAG^ 

>ncrc3773.seq 

GGAAGTAGAAGCATCGAAAGCGnGGAGAGGTG™CCGGAACGGCGGCGACAA6GGTGTTCCCGAACTAGAGTGGGGCATACATAATCTTGCT^ 
GAATCAACCTAAGTTTTAAACAGAAGGTGAACCTCTGAGATAGAAAATCAAGTATATmAAAAGAAGGGATGTGGGAT 

CAACAATGGATGCAGTCAnCCAGCACGAACAGGATCCAAGCCAGATTGAnGGGCTGCAnGGCCCAAGCTTGGATTGCCCAAAGAGAAGGTTCA^ 
CAACCACCAGGAATGATGCCAAATGGACAAGATATGTCTACAATGGAATCTGGTCCAAACAATCATGGGAATTTCCAAAGGGG^ 

>ncrc3775.seq 

AATTCnCGnATGAAAAATmAAACTCAAAAGTAGAATAGTATCATGGATGTCCATGATCCATGGAGTAAAnAAnATAA^ 
TJGAAAGGCACATTCCGTGTATTAGCTAATTTCTGTAATCCTCGCCACGGCAGTCTATAGGTGCTAGTACCCCATmGCAGATG^ 
Tl^AGATACCAGCAAGAATGTGATAGAGTTAGACnGAACCTGGGCAGCCTTGClTCAGGTGTCACAGACTTCATTCAACTGGGTC^ 
TigGATTGAGACCTGCTGGGTGGCCCTATCTGAnACGGCAATGAAGTATAGGCCCTGAAAAAGAAAGGM 

>Hc3776.seq 

cifeCTAGGAACAACATATGACGCACTCTGCGGTGAACTCTACACAACATATmGTCACGAAGAGCGTACnCTGACCTGCCT^^ 
Gp)GACCAACTCATACACCTCCTATGAAAAAACnCCTACCACTCACCCTAGCA™cmTATAGATATGTCTCCATACCCATTACAATCTCCAGCAn^ 

>c«3fc3777.seq 

CilCGNTGGGGAAGGAGCCAGmGCCGGATACAAACTGGTGTTCTGnCTGGAGGAAAGGGAGGAGTGGANGTGGGCTGGGCCGTCTC^ 
Tf-grAATAAACTNGGATTCTCTAACCTTT 

>fterc3778.seq 

dpGAGnCGGCGGTCCCGCGGGTCTGTCTCTTGCnCAACAGTGmGGACGGAACAGATCCGGGGACTCTCTTCCAGCCTCCGACCGCCCTCCGAm 
T^GGACCATCTTCTCGGCCATCTCCTGCnCTGGGACCTGCCAGCACCGTTmGTGGnAGCTCGTTCTTGCCAACCA^ 
claGGAGGCAGCCGTCAACAGCCTGGTCAAmGTACCTGCAGGCCTCCTACACCTACCTGTCTCTGGGCTTCTAmCGACCGCGAT^^ 
ClfeCGCGAATTGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTG 

>f^781.seq 

GgtGCTGnGGATACCTTACGGCAAGCTGCCGTCCCTGCCCACCCACCTGAGGACAGGAACCTCCAACTCTGCCnGCCAGAACTGACCAGTGTC^ 
Cli\GATCACTACGAGATGAAAGCAGAGCCCATTAGTGGGAAAAAGTTGGAG 

>ncrc3782.seq 

GAACCGATGATTGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAATTGAAAATGGGGCmCCAGGGAATGAAGAAGCTCTCCTACA 
CCAGCATTCCTCAAGGTCTTCCTCCTTCCCmCGGAAnACATCnGATGGCAACAAAATCAGCAGAGTTGATGCAGCTAGCCTGAAAGGACTGAATM^ 
AGmCAACAGCATCTCTGCTGTTGACAATGGCTCTCTGGCCAACATGCCTCATCTGAGGGAGCTTCACTTGGACAACAACAAGCnACCAGAGTACCTGGTGGGCTGGC^ 
AGTACATCCAGGnGTCTACCnCATAACAACAATATCTCTGTAGnGGATCAAGTGACnCTGCCCACCTGGACACAAGACCAAAAAGGCn^ 

>ncrc3785.seq 

AAnACGAGGTTATATAGTAATTCTATCATTAATTTTTTGAGGAACCACGATATOTTmCACAGTGAGAGGAGGATTGCACAG 
ATCCnGCCAGCATTTGTTACTTTCTGGTGC 

>ncrc3786.seq 

CATGAGTGAACTCCTAnCACAAnGCTAAAAAGAGAATAAAATACCTAGGAATCCAACmCAAGGGATGTGAAGGACCTCTTCAAGGAGAACT^^ 

AGAGGACACAAACCAATGGAAGAACATTCCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAAmA 

AAATGACTTTCTTCACAGA 

>ncrc3787.seq 

GCTCTTTCCCnCGGTGTGCCAGTGAAGATCCTGGTGTCGCCATGGGCCGCCGCCCCGCCCGnGTOCCGGTAnGTAAGAACAAGCCGTACCCAAAGTCTCGCnCTGCC 
GTCCCTGATGCCAAGAnCGCATTmGACCTGGGGCGGAAAAAGGCAAAAGTGGATGAGTTTCCGCmGTGGCCACATGGTGTCAGATGAATAT 
TGGAGGCTGCCCGAAmGTGCCAATAAGTACATGGTAAAAAGnGTGGCAAAGATGGCnCCATATCCGGGTGCGGCTCCACCCCnCCACGTCATCCGCATCA^ 
CTGTGCTGGGGCTGACAGGCTCCAAACAGGCATGCGAGGTGCCriTGGAAAGCCCCAGGGCACTGTGGCCAGGGTTCA 

>ncrc3790.seq 

CnAAAGATGCCCGTATCTCnGCCTCAATAATCTCACnAAAAGTCTATGCCAAAACCGGGCACAGTGACTCACGCCTGTAATCCT^ 

>ncrc3791seq 

ATmGAGnAGGAGTAAGAATGTGGTATAAAGGAGTAGCTCAGGCTAAGAAGAAACCCAAAAATACATCCAAGAATGTCCACAAGTAGCA^ 

CATCTTCCTGTTGTATCCAAGTGCTATCnTCTTCCACTTmATACnGTATCCAGAAmCCAGATTTGTGTCI 1 1 II ICnGGGTGAGCTTCCTAGAATGAGGAnCTGACTCAATTCT 
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MTCCMTTCAGTGGAMTMnAGATCCMTTCMTTCATAGAmAMGCAmAAMTCTGCCCTCm 
C 

>ncrc3794.seq 

GATCTCATNTATCCmACNGNAAGGGTACCTACNGTACCTGAAAACAACGATGGCCTGGAAAACACnCCCAmAC^^ 
>ncrc3796.seq 

CGAGACCGCCTGGCNACATGGTGAAACCCCATCTCTACTGAAAGTACAAAAATTAGCCAGGCAnGTGGC^^^ 
CnGAATCCAGGAGGCGAAGGnGCAGTGAGCCAAGATCGCACCACTGCACTTCAACCTGGGTGACAGAGTGAGGC^^ 

>ncrc3797.seq 

acatnaccacaagtatta™ccctcactgtcacccaacacaggcatgctcataaggaaaggttaaaaaaagtaaa^ 

>ncrc3798.seq 

ctcgggcagaagaggagaggaggatagcagcagaagagaagaagaagcaggatgaactgaaacggattgccagagaattggcagaagatgagagcat^ 

CGACCCACTCTTTGGACCAGCAGCGGATGAATAAAGCnCCTGTGTTGTGCC 
>ncrc3799.seq 

GGGGCTCTGGGAGGGATGnCTAGCCCTCCCTGGCATGTCAGAGCCAGGCTCTGCCTGGAGGATCCCTCCATCCGGCTCCTGTCATCCCCTACACmGGCCAAGCA^ 
AGAACCACTTGGCTGGTGAnCCnCTGGAGGAGACAGAGTGTCAGTCCAGATGGGTTCCTGTCmCTGGCCCmCTGGACCAGATCCTACTGTTC 

CTCCAGGGAATCCGCCTGCAGAGGACAGAGCTGGCTGTCTTCCCCCACCCCTAACCTGGCnATTCCCAACTGCTCTGCCCACTGTGAAACCACTAGGTTCTAGGTCCTGGCTTC^^ 
GATCTGGAACCnAGCAGGTTACTGCATAGTGATGCCnTCCCATGATCCAGAACTGAGGTCACTGGGnCTAGAACGCCCACATnACCTCGAGGCTGnCCATCCCCAAACT 

>ncrc3801.seq 

AGCCAATTTTnAAAAAATGnGAACmTCTGTAGGTCAGTTTTAGAACTGCTGTGAAAAGTGAAGGTTGCCCTGTGGAGAnA^ 

ATCCAmGAGTCAAAGTGAAGAAmCCTCATCAAGTGACTATACATTTGTTmGTGTGCTCAAAAGAAATACTCA^ 

(MGCAnAGGTAmGGCTGmAnGGTCGTTAAATACTATGGTTnGCAATATGAnGATGGTAAAA 

>iic3802.seq 

(MGGTGGNGTGnAGGGTGTCAGTmACAAAATAATGAAGCAATOGCTNTGTGATTGAGAGmnGTTTGGGGATGTGTGTTGNG I i 1 1 1 11 lAAACTGTTTTAAT 

>fellc3803.seq 

GfAGTATGTAGTTGCACmTnTCTGCCTAATGTAACGTAGCTTGCCCCGTCAAAAAnCAATTAAAA 

T^TrnGCTTGCTTCTCCATTTAATAATTACTGAACTnATGCATGnGATCTATATTGATmC 

WCTGAAAAGGGTACmGGAAnGTCCCATATTAATCAGAGATGGCAAAAGAAAAAGTTCTCATAn^ 

>iicfc3805.seq 

CJIrACGACTCnAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATO 
C^CCCGGGTTCCTCCGGGGGCTACGCCTGTCTGAGCGTCGCTTCC 

>Bic3807.seq 

TlS^TAAGAGTTGTCCCAAAGGGTCGCTTAAGGAATCTGCCCCACAGCTTCCCCCATAGAAGGAmCATGAGCAGATCAGGGCAC™ 
TilCAAGCAGAGAAAGAAAAGnAAATACCAGATAAGCTnTGATTniGTAnGm 

>|fi;c3810.seq 

Gl)|lAAAGCAGATGTATTmACATTTT!TTCTn^^^^ 

ATAGACAnGAGATGGAnGGGGTCAGGCTGnGCCCTGTmGAATGGmGGGmAAAATAGTACTATT^ 

AAAGTAGACTAmCACCCTATTGCAGCTAAGTGGTCCTGGGGCATGGAGTCnCAACCTCTCTATGAATGGCACACCnAGTCACTOTG™ 
>ncrc3813.seq 

GGAGGAGGAGTTGAGAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGATTmAGGTCmCGTGGTCAGTAA^ 
ATGAAGGCCAGCTGAATGGTGAAACAAATACACCCAnGAAGGAAACCAGGCGGGTGATGCAGCTGCCTCTGCCAGGAGTCTACCAAATGM 
TACmCTGGGGTCnAGATACAGAACTACGATATAAGCCAGACTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACA^ 
TCAAAGAAGCATAAAAAGC 

>ncrc3814.seq 

ATCCCAAAGGTAGCGGCCCATGGTmTAAAGTATGAGAAACACAGmGTCCTCTCCTnTATCCAAGCAGGAAGATTCTATATCCTGA^^ 

ACTTGCTAGCCCAAAGAAGGAGGATGTGGnAATCTGmCACCTGGmGTCCTAAGGCCATAGnAAAAAGTACCAGCTCTGGCTGGGGTCCGTGAAGCCCAGGCCAGGCAGC 
AATCTTGCCTGTGCTGGGCATACAACCCTCTGCmCACATCTCTGAGCTATATCCTCAnAGTGAAAGGTGGCTTnGCriTATA 

>ncrc3816.seq 

GACAGCCCTGGmCTCTGAAGGCTGGACTAATTCATCAGATCAACTCTAAGTGATTTCCAGGGAACCTTCATGACTGTTGGAATTGCTCCGTCATAAT^ 
GCTCATAGTCTCCTGGAGGGATAAAACATCTCGGCACCTAGTAATGGTAAATTAGTCAATAmGnAGmCGmGAGATCTCAAATG™ 
GAGTTTGAGATACCTTGTTTTCAI 1 1 1 1 ICTAAmTTAATTTAAAAGTAATAAAGAATATTTTGTAATGATTA 

>ncrc3817.seq 

GATACAGACATGCAGTGTGTAATAAATACATCATGGAAAATGGGGTAnCATTCmnGnACATTCTAGnGTACTCTmATmm 

ACnACAGTCTTCTGGnAGATTTGTCTATCATTTnGTGTAAATATOCACmAATATAGCm 

TTATTCCTCTTTTCTT 

>ncrc3821.seq 

CAGAAATGTGGAGCCmGTAGATTTCAGTGCATAAAACCAAGCCATGATnCCTGCGGTGATCACAGAGCAGAGAAGGGAGAAAGCCCTmATCA 

TAAAATTGGTAAGGAnCTGGmAGTGTGAAGAACGACAmmGTGTATGnTCTGGGCCCATGGGAAGGAACAGATCATATnGACATACA^ 

TGGTGGCTCACTCCTGTAATCCTAGCCCTCTGGGAGGCTGAGGTGGGAGGAnGCTTGAGCCCAGAAGmGAGACCAGCTTGGGCAAAATAGCAAGACT^^ 
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>ncrc3827.seq 

GGATTmAGTATNATCCTGnGAGTOCAmAGATATAGGTAGATAnCGMTMGCACGTAGCACAnCTGCTTG^^^^ 

AGTCATACATACACnGAATCnCAGTncnCAGCACnGAATGTAAAGCTGTAnGTCATATATCAAGT^^^ 

TTTGTGnGCTGGTGGTTTTATAmAGATTCCAACTAGATTGTTATTCTGGCATCTTGGGA 

>ncrc3828.s8q 

AAGCCTAATAAAGAGAGCTCTTAATNGCTCAGTGGTGGTTAAAACCAGCTATCTmAAAGAAGAGAAAAAACAAAA 
AGCCAGGCATAGmGTGGCCCACGCCTGTAGTCCGAGCTGmGGGAGGnGAGGTGGGAAGAnGGTTGAACCCAAGATmGAGG 
CTCCAGCCTGAGCGACAGAGAACAAGACCCTGTCTCAAAAATAAAGTGGGGGAAGGGGTGCAAAATTACACTGTGAGAAGCCAAGA^ 
TTTTAATCA™! 

>ncrc3829.seq 

AAGACAATGGGACTGATGTCATCTTGAGCTCnCAniAmTGACTGTGAnTATTTGGAGTGGAGGCAnGTTTTTAAGAAAAAC^^ 
TAAACAC 

>ncrc3832.seq 

GmGGACACTmCTTGCAAATCCnGACCGTGATGTAGGAmATlTTTGGACTCAGnCTGATCTAnG 
GnGCTTTATAGmGTCAGTCTnCGACTTTCTTCTTmCAGAATTGTmGGCTA 

>ncrc3837.seq 

GGACCTGAGGGAGCnACTTTGCCTGTCTCCTTCCTTGGCCATCTCTGGTGAACTGCTGGCCCATCTTTnGCTCTCAATG 
ATGACTTCTGCCTACCCCCAAGCTTTATTGGGGTATOGTGA 

>ncrc3838.seq 

QJgCTACAGTCTCnACATnAGACCTTCATGGTAGGGTGATATGAGTGCTAA^ 
Tt^iTAGGATGAGTACAAGGAAGAGAGAAATAGTATGGAAAGGACATTT^ 

>rrclc3839.seq 

tTAAAGTAGnGTNAGAAAATAAACTGAATGATAGGTAGGAAAGCnCAAACTATTAAGTAAATGCTGTGCmAAAGTTAGGG™ 
_\GCTCTTTGCTGAGAACATTTCTAGATnCAGTGnGTCTGGnAGCAGAATCTmGTCGGACAGCC^^^ 
dISACCTGAAATGCTTTGCTTTGAAGGTAAGATGACT 

%^ 

>ji^^c3840.seq 

A^GTOTCTGGAGGCAACTTCTGGTGGTTnTTTnCTNACGCTGATGGCTTGGCAGAGC^^ 

f^drnrCTCCTAATATGCTGTnCCAmTGACACAGCAGCTCCmGT^ 

T^TAAGTAAATAAAGCTAGnCTAnGAAATGC 

>b^841.seq 

TlllGGnGCTCACACCTGTAATCCTAACTCTTCAGAAGCCCAGGGTGAGCAGATAGCTTGAGCTC^ 

mgAAAAAmGCTGGGCATGGTGGCAGAGGTAGTCCCAGCTACTCAGATGGCTGAGGTGGGACTACC^^ 

d^TGGNGNAGGGTGGGGAG 



>JSc3842.seq 

CfMGGAAnCGGGNnACGGCGGGGGCTCnAGTCTAAGATTGTTCTCCnGGCAAAAmATGCTGGCACAGCAGGCnCm 

GmGTACTTTGAACTGGGATGTGGGCnCGTAATACAGACAATGAATGAAAnGGAGTACCAnGCCTAGACTACTAGAAGT^^ 

AAGAGAATGAAGAAGCCACTGCACGnnGGAnGTATACATGTA™nGATAAGATATGTTGAGAATCCCAGCCAAGT^ 

GATGCTGmGTGGTCACCTTGTTGAGCTCCAGTCTATGAGCTCGTCAGTAGCAGTACAAGCCATCACTGGGAAmTAAATCTCTTC^^ 

TGATATACnTGATCCGT 

>ncrc3844.seq 

CTATAATGAAAGATAATGTCTCAGAAAATGTGGGnCTGTGTGTGGCACTGATnATCAAGACAAGAGGGACATGCTTCCCCnGTCCACCm 

AACAAGTGCTACCmGAGTGTAAACTAAGGTAGACTACmGGGAATGAGAACATGCAAAATCAGGAAAGGCTGTAGAAGGAAATAT^^ 

AAAAAAAAATAAAACTCTCATTATTTGTGTGGCTAATTATAAnCAGCGTTATrTAAGCACATAAAGAC 

>ncrc3847.seq 

AATGAAATGAAAnGAAATGAGATAAGATACGAGATGAGATGAAATGATGAGATGAAATGATGAAATGATGAGATAAGATGAAAAGGGnGAGAT^^ 
ATGAAATGATGAGATGAAATGAAATGATGAGATGAAATGAAGTGAAATGAAATTAGATG 

>ncrc3849.seq 

AGCGTGAGAGGCCATCTATGCAAAAAAACCAAAAAATTAGGCAGGCATGGTGGTGCATGCCTGTGATCCCGGCTACACGAGAGGATGAGGCAGGAGGAnGCTTG 
CAAGACCAGCCTGGGCAACAATGTGAAACCCCGTCTCTAC 

>ncrc3851 .seq 

TGCTCGGCAAAAmCCCTACGACTGTGATCAGTCAGCAGCGTGGTATGATGTGTCATCANGAAGTOTGACAAAGCACnCGCTTCCTGGGATCAAATGATGAGGAGA^ 

CAATAATNCCTTTTATCAAAAACNCTGmGATGGGTTGGCCTCCAAAAAGGCTTGAAAAACCGGCCTTGAATCAnNCCCCA^ 

CCTTGGGGGAN 

>ncrc3853.seq 

CACAGAAGCCTGAATAATGGATTCAmACATAAnAAAGAACACAnCATAGTGGTAACACTATAATGAAAGATGAGAAAGATTAACACAAAGTO^ 

TAAGGGGACTGTGAGGTAGGGTAGAAAGAAGGTACAGAAAGGATCTCTACAGCACTAnAATGTnCACTTGTTGAGCTGGGGCTAGAGATCTGGGTAATCAm 

AACTACATATAAGCmGTACACTTnGGATAnAGAACTTCAATAAAAnATAAAAAAGAGAAACAGGGAAAAAAGTATNAnGT^ 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page554 of 776 

>ncrC3855.seq 

MCGAGAMCTGGACTTmAMCCCTCTTCAGAGTCAAGCGTGGAGGATGATGGAGMTCGTGTGATCA^ 

GTAATTAAAGAAAAAAGTCCTCTGTGAGGAATAnCTCTATmAAATATTm^^^^ 

CTCTOTTmCCAACAGCTAAACTACTCnAGnGAACAGTGTGCCCTAGGTmcn^ 

>ncrc3856.seq 

GTTGGCGCTTCCGGTGGCCTGCGACCCCGTAATTGCCTCGGTGATGTCGTGGGTTCAAGCAGCCTCCTTGATCXAGGGCGCTGGAGACAAAGGGGAC^^ 

ACGAGTCGCTCCTGGCGCAGCGGGAATGGCAGAGTAACATGCAAAGACGAGTCAAAGAAGGTOTAGAGATGGAATAGATGCTGGCAAAGC^^ 

AAGGTTATAAGAAAGGTGCAGAAGTCAlTTTAAAGTATGGAGGACTCGGAGGAACAnGAGGTAATTm 

CTGTATAAATAAAAGTGTnAAAGGG 

>ncrc3857.seq 

GmCTTTAGGGGTGGTCTCTGGAmGTAATATCAGCATGCCOTGGGAACCTGTOGAAATGCAGGTGCCAGCCTGGGCAACTTAGTGAGACCCTGTCTCTAC 

CAAGGCGGCACATACCTGTAGTCCCAGCTACnGGGAGGCTGAGGCAGGAGAATCACnGAACCCGAGAGGCTGAGGnGCCATGAGGCTGGAGCAAGCCAAGATTGTGGC^ 

ACTCCAGCCTGGGCAACAGNAGCCGGAAGGACTTCTGGTCCT 

>ncrc3859.seq 

ATCAGCATCATGAGCGAGTCGGAGCGTGCCCCACCTCCAGAANGTATTTGATAGGTACAAGAAGmCAGCGCTTATGACATGnGGAAAGCATCAGGAAAGA^ 
GGAAAATGCmCCTGAACCTGGnCAGTGCAnCAGAAGAAGCCCCTGTATmGCTGATCGGCTGTATGACTCCATGAAGGGCAAGGGGACGCGAGATAAGGTCCT^ 
ATGGTCTCCCGCAGTGAAGTGGACATGTTGAAAATTAGGTCTGAATTCAAGAGAAAGTACGGCAAGTCCCTGTACTAnATATCCAGCAAGACACTA^ 
TGCTGTACCTGTGTGGTGGGAGATGACTTGAAGCCCGACACGGCCTGAGCGTCCAGAAATGGTGGTCACCATGCnCCAGCTAACAGGTCTAGAA^ 

>ncrc3860.seq 

GACNTGAnGGCCGACCNTTGTCACTGTAnAGTGCTCCGTCNCTGCACTGGnCCTCnCCNTCTCAACmCCTGnGCCACTTGGANTNTANTCTCGCACACTTACTGGTGCCGAG 

TGGTAACATGGGAAGTGmGATCCAACAGAAATACACAATCGAGGGCAGCTGAAGTCACACATGAAAGAAGCCATGATCAAGCTTGGTnCCACnGCTCTGCn^ 

WAGTATGATCTTAGCmGATAAATGACTGAAGGTGGAGAAGCCGTGGTTWGTC 

G;^CATAGCAGTATATATmCCTCTTGGAACAAAAAACTATmTGCTGTAT^ 

nsss? 

>ISEc3864.seq 

/s^l^mGACTGTGTACATTCmTGCAATmAAGTATACACTCAGCAATAATTAGAAAAAAAGGAGAGAGAAAAGTGAmA^ 
/i@TCAAGGTGGAGCTCAGCCmCGAATGAGCTCTAAGCATGTAGATAGCCTGAGCCGTGTCTAAGCCTGGTGmA^ 
dllCTACAGATmATCTGGTGTTCAAACCAAAGAAACAATGATCTACTGAAACATTGGAGAAAAAAAGTG^ 
dr^GACTCTGACTTTAGACCAnACCTAnAGGAAGAnAAAAATGACTGTAmnAAAGGAATAA^^ 

&\ 

>}1^i<^865 seq 

GiSACGGCGAGGTCATGAAGAAGAACATGATGnCATCAAGACCTGTGCCTGCCAnACAAGTGTCCCGGAGACAATGACATCTTTGAATCG 
GATGGCATGAAGCCAGAGAGTGAGAGACATTAACTCATTAGACTGGAACTTGAACTGAnCACATCTCAmnCCGTAAAAATGAmCAG^^^ 
AkTGGGGGAAAAGATOCCACCCAATTCAAAACAnGTGCCATGTCAAACAAATAGTCTATCAAGCCCAGACACTGGm^ 
d^AGCAGCAGAATGTATAnAAGGTGTGGCmAGGAGCAGTGGGAGGGTACCAGCAGAAAGGTOGTATCATCAGATAGCAT^^ 

2«f1j3rc3870,seq 

(ll&ATTTAGnGAGATGGACTGCAAGACAGTGACCCCAGGGGTCAAGTCTCCAGTAAATGAGGGAGAGTGGCAGGnGCT^^ 
di^TGACATAGGCCTCAGAGAAATAAGTTmACATGGGAGATGGTAGAGTAATGGTCTCCATGT^^ 
d&GGGCGACAACTGGGACCCTCGAAAGAGGCACGnGCTGTOCGATGAGGTGGTATAnATATCAATATCAGCACAAnAAAT^^^ 
/pnAAATTTmATAGGAGCAGATTGnATTTTAAAAAAG^^ 

>ncrc3872.seq 

GTNAAGTGCTCmCCACAATmAAAAAGnCCCTATAGAAAGTATmTAAAATGACAG mCCCTA ACAC 
TTOTCATACACTOGAATGTGCCAGGTTCAGTGTOTGCATGAGGATGCTACAGCGAACAGTTmCmCTAGGCATATGT 

>ncrc3873.seq 

AGnAAAATATGAGCCACTGGGNGTNCCAGTGCATTAAmGGGCAAGGAAAGTGTCATAATnGATACTGTATCTGT^ 

>ncrc3875.seq 

AGGGGAGGAGGAGGAGAAAGAGGAGAAAAGCATTnGGAGGGAAACAGGCTATATCAAGAGAAGGAAACnAAAACAGAAAAACCTAAAA 
TAAAAATAAGATGCCTCCCGTCTmAAAGGACTAAACAGGAAAGGACTCATAGAAAmAACnGAAAAAGnGGGATTGmAAGGTC^ 
TGAGACCCCATCTTCAGAAACAAmAAAAAATATATTAGnGGGTGTGGCGGCACATGCCTGTAGTGCTAGCTACTCAGTTGGCTGAGGTGGGAGGATO 
AGTCTGCCGTGAGnATGAnGCACCACTGCAnCCAGCCTGGGCAACAGAGTGAGACCnGTCTCTAAAAAAACATAATAATGGAAAA^^ 

>ncrc3876.seq 

AGATATNAACTACAGATCCGGAAGCTCAGAGAGCACCAAAGATGGTAAGTGCCAAAAATCTACACTTAGGGACACCATATTCAAACnCAGAAAATCAM 

AAGAGGGCAGGGAGGAAAAATACC™CCTATAGAGAAACTAAGATAAAAA™CATCCAACnCTCAGAAATGATGCAAGGAAGAAGAGM 

GAAGCCCACCACCTAGAATTTTATATCGTGGCATGnGTGTTACGCTT 

>ncrc3877.seq 

CAGAGAGAGGCACmGCACCACAGACAGATAGCAAGAAGGGAAAGAGAGAGAGTGAGAAAAAAGAGGAGTCAGTCGCTCGTGGGGAAGGGAGAGAGTGAGACTC 
AAGCACAGAAAGTGTGTGTAAAACGGAGT 

>ncrc3879.seq 

AAAACTCTGCCTCAGAAAAGCTGTTGTGACAGAACCAGCAAAAGGTGAAGAGGCCTTCCAGATGAGTGAAGTTGATGAGGAATCTGGATTAAAGGATTCAGAGCCAGA 
CAAGAAGACTGAAGAGTCnCTTCAGGGAAATCAGTGGCGTCTGATGTCCGTGAGGAAnAGACmCTTGTACCTAAGGCTGGAnCTTCTGTCCAAm 
TGAAAAAGCAATGACAAATCACTGCAAGAGTACACGTCATAAGCAAAATACTGAGAAATTCATGGCCAAGCAAAGAAAGGAAAAGGAGCAGAATGAGGC 
TGAnGGGGGAAAGGAAAGAATTCACTAGAAATTTGmAGGGTGCAGnGAnTGTGTATTTTTnGnATGAm 
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>ncrc3880.seq 

AMTMCATCMGTMCATCTGTATCAGGCCCTACATAGMCTACAGnGAGTGGGAGTAMCAA^ 
AACAGGAACAACnCATCACAGTGTTGATGTTGGACACATAGATGGTGATGGCAAAGGmAGAACACAnAT^ 
TTAGCATAAmGGAGCTATTCAGGAATTGCAGAGAAATGCATmCACAGAAATCAAGATGTOTT^ 
AAAGTCAGATGGAAAGAGCAACTGAAGTCCTAGAAAATAGAAATGTAAmTAAACTAnCCAATAAAGCTGGAG^ 

>ncrc3881.seq _ 

AAGANTACTGAGAACGGCATAAAGTGAAGATCGACAmAAAAAATGAGGTGAAAGAAAGCTATAGTGGCATAGAAAAAGTATAA^ 
AGTTAATTCAGGACTGATGTGACCTACCAGATnCAGAACATGTGnAATAGTATATATGCCACTGAAAACnAGGTCCTGTATCAT^^ 
TAAACATGTGGCnGCTGAGTGmAATTGCAAGGmCAATCnGGACTnGAAAACAGGATTAAACGTTAGTAnCGTGTG^ 
TACTTAGCCTTTGGATrTAGAAGTAAAAATAAAGTATCTCTGAGTnCTG 

>ncrc3882.seq ^ ^ 

ATAGTGATGGnCCCCTGnCACTCTACnAGCATGTCCCTACCGAGTCTGTTCTCCACTGGATGGAGGAAAACCAAGCCGTGGCTTCCGGCTCAGCCCTC 

CCATTCCCCATGGGAAATGTCAACAAGTATGAATAAAGACAGCTACTGAGTGGCC 

>ncrc3883.seq 

AGAAGATATmTCTTATGGCACnGCTATACGAAGTGTGmATCmCmCTTTTmnCCCGCCTAAAGAGTA^ 

GAGGTCAATTGCCmCTATAACnGCAATCnGAGAAAAGATCTGGCGTGGGGTGGGGGAGGGAAGGAGGGATATAmCTGAGAGGTGGAAGGnCATACAGn^^^ 

GGAGAAAATAGCAAGAATATAATGCTTAnGTAAAATGACATOnAAAGATATGAATGnCAnTCnAGAAAAATGGCTCTnG^^ 

GATACAGTGGTGGTGATAAGGCAmATGTOGTGAAATGGCTAAAAGCCAATATGGTACATGTGAGATTnAA^^ 

>ncrc3886.seq 

CATGTCCCTACAAAGGACATGAACTCATCATTmTATGGCTGCATAGTATTCCATGGTGTATATGTGCCACATTnCTTAATCCAGTCT^ 
TCmGCTATTGTGAATAATGCCGCAATAAACATACGTGTGCATGTGTCmATAGCAGCATGATTTATAGTCAmGGGTATATACCCAGTAATGGGATGG 
QLAGTTGTAGATGCGTGAGGAATCGCCACAGTGACnGGACAATGGTTGAACTAGTnACAGTGCCACCAACAGTGTAAAAGTGTTCCTAmC^ 
fKCTGACTTmAATGATTGCCAnCTAACTGGTGTGAGATGATATCNATAGTGGGGTmGA 

>ffic3887.seq 

d^TOGTCTGAGAAATAGCAGATAGTCTCATAmAGGAAAACTTTCCAAATAAAATAAATGmnCTCTGATAAAGAGCTAAT^^^ 

iSh'CAGTAAAATATnTCmATCTAAATATTAACAnCTAAGTCTACCAAAAAAAGTmAAA 

dATAAAGTOTCTATGGGAAAGTCmCAAATAGGAGATAAGTGCAAAATATmCCTm 

KgTGTGGTGCCAGTGCACACTACCnCCCACCCATAGACATCCATGnCACTGTAACAAACTGAATAnCACAATAAAGCTTGTGAG^^ 
:^ilc3888.seq 

4^aaaataaattctagatgcatctgataagag™cctaataaagatctaattgtaaaaaacaataaaaatat^^ 

agaggaaaagtagtaataaaaaatagtgacaaatmaccatatcaaaatgtaaagcacttctatga^ 

4iaacttatacatcactaagaaaaaagacaaatg 

:|idfc3889.seq 



ASGTmAATGATGGCACTTCCGTGACTCAACTGCCACTCTCCnACATCAGTCAAGCTTAAGAAGTAT^ 
(|||ATGGGAAAG 

>Mc3891.seq 

CATGGAAGTGTGTCCAGGCnCAAGTAACTTGAGTTTTAA l I H 1 1 1 1 M I ICnGGCAGAGTAATGTAAAAmAAATGGGGAAAGATATnAATAmAATACTAAGCmAAAAAlv^ 
CCTGCTATCATNGCTATGTATCTNGATGCAAAGACTATGATGnAATAAAAGAAAGTCCAGAAGAGACTNGGCTTCC 

>ncrc3893.seq 

ATCTGGAACAATGCTTnGnnnAAAGAAACCTCTCACAGATAAGACAGAGGCCCAGGGGATTmGAAGCTGTCmAnCTG 
CTGCCTCAGAATTnATAGAGGGCTGACCAAGCTGAAACTCTAGAATTAAAGGAACCTCACTGAAAACATATAmCACGT^ i 1 1 1 1 1 

>ncrc3895.seq 

ACCCGGGAGAGTGnTGATATGTTAAACAGAAGATACCTTTCTCCAAAATGGATCAAAATGmGTmGGATGAAGGAGATGAAATGTO^ 

GATmCCAAAAACTAAACACAAGTAnCAGGnGTGnGCnTCTGCCACAATGCCAACTGATGTGnGGAAGTGACCAAAAAAnCATGAGAG 

GGAAGAAnGACCCnGAAGGAATCAAACAGTTnATAnAATGTTGAGAGAGAGGAATGGAAGnGGATACACTTTGTGACTTGTACGAGACACTGAT^^ 

TCTCAATACGAGGCGCAAGGTGGACTGGCTGACTGAGAAGATGCATGCCAGAGACTTCACAGmCTGCTCTGCATGGTGACATGGACCAGAA 

ATTC 

>ncrc3896.seq 

ATTCCnGCAGAGTAAGATATGATAAGGTCAGnnAGATATCTCAATnGTTAGTAGTATCTGTAGTGCTCCCAGATAGAAATAnCACTGGGAGCCAGAAATGC 

AGAGAATGTAGAGCTTCAAAATCAAATGAGAAmGTGTGmGTTCTATTATATCAGTAAGTGGAAGCTTGTAATGAAGGCAGAGCCCAGAA^ 

AAGGCCAAGGACAGAACCTAATTAAACACTAGTATTAAGGGACAGTCAAAGGAAGAGAAAAnAAGAAAGANT 

>ncrc3900.seq 

GmCTGTGTGTTAATGACnGTTGGGTAGCTATTAAGGTACTAGAGnGATAAATGTGTACAGGGTCGTTTTGCAATAAAACTGGTOTGA^^ 

TGnAAGTCTGACCATACATCACTGTGATAGAATGTGGGCmnCAAGGGTGAAGATACAAGTCnAACCACAGTGTAACTTAGAGTTTCCmAAAAAA^ 

TNTAGAATACACTATGTGCAmATAATAGCTATTmTATATTGTAGTATCAACATimAAATTAAATGn™ 

>ncrc3901.seq 

CAGGTGGGCNAGGCTGTGTGAGATGnGGATGTTTGGTACTGTCCATGTCTGGGTGTGTGCCTATOCCTCAGCAnACTCACAAAGTGTACCATGTAGGATGTmGTC^ 

GGGAGGGTTTTmAAAAATATAnCCCAGATTATCCnGTAATGACACGAATGTGCAATAAAAGCCATCAGTGCT^^ 
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>ncrc3903.seq 

AACATNNTTMTAGCTGAGAGTAGAGACTTGAGCCCCGCACCTGACTATAGGGCCTTmGAMGG^ 
AGAATACTAATAAATGTGTACTCAGGTATATGTACAGAAAnGCTGTAACATTATAAnnAAACAAm 
ATnATACTCTGGAATATmCCAAGAGTTGAAAAGGATGAGGATACACACACACACACACACACACACACAGAC^ 

>ncrc3904.seq 

GAGGCTGAGGCGGGCAGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAGCATGGTGAAACCGCATCTCTACTAAAAATACAAAAAAmGC^^ 

TAGTCCCAGCTACTCTGGAAGTTGAGGCAGGAGAATGGTGTGAAGGCAGGAGGCAGAGCnGCAGTGAGCTGAGATCGCACCACTGCACTACAGC^^ 

GATCCG 

>ncrc3905.seq 

GCnCGGGGGAGGTTGTCTGCAGGCACTCAGAATGGTCCAGCGmGACATACCGACGTAGGCTnCCTACAATACAGCCTCTAACAAAACTAGGCTG^ 
AATTGmACCTnATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACTTCGAGGGGnCGTGCTGTAAGACCTAAAGTO^ 
AAACAAAGAAACATGTCAGCAGGGGCTATGGTGGTTCCATGTGTGCTAAATGTGTTCGTGACAGGATCAAGCGTGCTnCCTTATCGAGGAGGAGAAM 
GGCACAAGCACAGAGTCAGAAAGCTAAATAAAAAAATGAAACTTTmGAGTAATAAAAATGAAAAGACG 

>ncrc3908.seq 

ATTTTGCGGGAAGAGGAGGCGCTGTACCTGCAGTGCTGCTnTCnGCCTAGACTCTAGGAACTATCCGAGCTCCACTCCCCACAACATACTCAAAGGAACGGAGAGAACCGGGACC 
CCCGTGCGGGGACCCGGAACTGATCTGACAGGATGGCATCTGATGACTnGACATAGTGATTGAGGCCATGCTGGAAGCTCCCTATAAA^ 

>ncrc3909.seq 

GCTnCCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCnCATGCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGC 

CCCAATTCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTTTAGCCATGCACAAACGGTAGTmGTGTGnGGCTGGTCCACTGTC 

AGGAGGAAAAGCAAGGCTTACAGAAGGATGTTCCnGAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTGAATAAACA^^ 

WcSSH.seq 

cSfTAAAAGAGGTAAGAGCAACGTGCnTGGGAGCAGAGAAGAGGGAGAAAGCAGCATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCC^^ 
43CTCnGCAAGGnCCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCTTGCAGAAGTnCCTGGGCTGGACCGm 
ir^ACTnATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGGCCTCCCTAGGCCCAGTGTGCCCCTTC 
dgNCCAGTGTTCTGATTTGGGTCTGGACAAAGTGCCAAAGGATCnNCCCCTGACAGAAGTGTGGTAGACCTGCAAAACA^ 

5'niflrc3914.seq 

aSgagnatatcgacaaaagctggggaaaatagatggagaagaggataaatacagaaacagagagacacaaacatggaaagtam 

/^mcagggcatatggaaagaggcatatgcagatnatgaacatgcagaccctggaagacagagcgtgagagacacccagacagaagaatacag^ 

4pagaaggctccacctatcatgccctgccncccctcaaggacaccaattaaacaagtatctacac 

>ncrc3916.seq 

d6l3CGTAAATCTAACmCnCCCACAACACTnCTCGGCGTATGCGGAATGCCCCGAGG™GTCGGACTACCCCGATGCAT^^ 

TpmCTCTAACAGCAGTAATATTAATAATTnCATGAmGAGAAGCCnCGCTTCGAAGCGAAAAGTCCTM^ 

GGlJCACCCTACCACACAnCGAAGAACCCGTATACATAAAATCTAGACAAAAAAGGAAGGAATCGAAGCCCCCAAAGCTGGm^ 

>ISc3917.seq 

GSAGmATCmGTAGTCTAGGGCTGTGTAAGGAAGTAATAAAGAAAAnAAAnATA^^ 

^f^^x«39i8 S6C| 

GCTGGAAGGGAGGGAGACAAGGACAAGCTGAAGAAATGGGAACTCAAGGAGCTCATCAACAATGAGCnTCGCATTTGnAGAGG^ 
ATGGAAACACTGGACAATGATGGAGACGGCGAATGTGACTTCCAGGAAnCATGGCGmGnGCCATGGnACTACTGCCTGGCACGAGnCm^ 
GAGCCAAACCmGCTGTAACAGAGACGGTGATGCAAGAAAGCAGACAGCAAGGGCnGGAGCCTAGTAGGAGCTGAGCTTCCCAGCCGTGT^^^ 
CnTGTGAnGAAAAATTGGAAACGTCnr 

>ncrc3919.seq 

TATAGTAmAGCAAAATTGGATTAGCGnGAAAGCTATAmCAnAAAAAATTATGATTmAGACTn 
CTGAATGAAATGGnGAATnATAAGGTTGATGncnGCGACATAATGGATOCAnAAAAATATATAATCnCTO 

>ncrc3921.seq 

CGTGCGGGGGAGGTGGCnCTTCGGGCCGGGCCGAGAGGTGGTTACATTCGnGAAGGACACCAGCTGCGGAATTTGCGGCTTTGGCAGATTGAAATGATGGCAGGTCCAGAAAGT 

GATGCGCAATACCAGTTCACTGGTAnAAAAAATAmCAACTCmTACTCTCACAGGTAGAATGAACTGTGTACTGGCCACATATGGAAGCAnGCAnAAnGT^^^ 

TAAGGTCCAAAAAAACTCCAGCTGTGAAAGCAACATAAATGGATmAAACTGTCTACGGTTCTTAAGCTGATCTGTTAAGnCCCAT^ 

ATAAnCAATTTGTACAATAAAnATG 

>ncrc3922.seq 

CACCCTCmAAmNCAACATATTCmGGAAGCAGGAAGAAATGCTCATAAAGAGGATCAGACCnCTTTCCCGTGAAACCAGTATnGGCGCCATATATAA 
CATCTAAAGCTGTCAAATAAGACATTGTGTGAAAGGTAAACATCGAAACTGGTTATAAGTAAAACCATCAAGCCAACAACAGGGTCTTGAGATAACGnTG^^ 
GGAGGAGAAGATGTGTGCATTACTGAnGCTAAAAATGTGTAGCAGAGAAGTGCAGTAGGAnAATTTGTmGAAGAAGAAAmAAACTCTACGnTGGm^ 
ATTGAATAACATGCATCTGAATmAAGTTGCAAAGGTATCTGAATAATmTCATGTGGATCT^ 

>ncrc3923.seq 

GATTCCTGAAGCTGACAGCAnCGGGCCGAGATGTGTGGCTGCGTGGCCTTAGCTGTGCTCGCGCTACTCTGTCmCTGGCCTGGAGGCTATCCAGCGTACTCCAAAGAnCAGGTT 
TACTGACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAATTGCTATGTGTCTGGGmCATCCATCCGACAnGAAGTTGACTOCTGAAGAATGGAGAG^^ 
GGAGCATTCAGAGTTGTGmCAGCAAGGAGTGGTCmGTATGTCnGTACTACAGTGAAnCAGCCGCAGTGAAAAAGATGAGTATGCCTGCCGTGTGAACGAT^ 
AGCCCAAGATAGTTAAGTGGGATGGAGACATGTAAGCAGCATCATGGAGGTnGAAGATGCGGCAmGGAnGGATGAATTCCAAATTC^ 

>ncrc3925.seq 
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TGnGCTGTTGGAGACTCGAnGnGGTGACAGCGAMGMCGATMCAAMTGCCGGAGCGAGATAGTGAGCCGTO 

CCTCACTCCnCCACCAATCAAAACTCACCAATGAAGACnCAGGAAAGTTCTCATGAGCCCCAGG 

GGAGTACAATGAGGATGAAGACCCAGCTGCACG 

>ncrc3927.seq 

ATAnAAATATGGTmCACATTAGnATTTGTNACnACTTGGAAAATGATGCTGnAGGTCCTGGTAn 

AnAATTnAACTACTAnTACnCATTTCGGATCCTGTTTAACAAAGATACnG^^ 

AT 

>ncrc3928 seQ 

AGrrGAGAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGATTTTTAGGTCTTTCGTGGTCAGTAAATTCCGGGAAAnCAACAGGAGCTTTCCA^ 
CAGCTGAATGGTGAAACAAATACACCCATTGAAGGAAACCAGGCGGGTGATGCAGCTGCCTGTGCCAGGAGTCTACCAAATGAAGAAATAGTGCAGAA 
GGGTCnAGATACAGAACTAGGATATAAGCCAGAGTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTACAAACAGATCGTACTGATGA^ 
CATAAAAAGCACANAANGNAAAAGA 

>ncrc3930.seq 

GAACGCTCATTTTACATGATATCAAGAACGGAATGCTAGATAGCTAGAATGGTTGTTAACTTCCTAGATATCCATTGTAGAGGAACACATAAGGTAAAACAAATGAATAA^ 
AAATGAGATAGCCAAAGATnGAAGCTCTrTACCCATTAACATGATAATCATTTCGACnTGAATATTTGTAGAAGAAGAGTCAGAACTCAGAACAA^ 
ATCAAGCTGCCTCCTAATTTCTCATnAGTCTGTGAnGGGGATTGTCAAAGTGTCAAACTATATTTAGAGAnCTGGTTTTCATCTGGAGACrrAGTGAGTTGTGTAATA^^ 
ACATATAAGATCTTGCCAGGTGGGGTGGCTCATGTCTGTAGTCCCAGCACTTTGGGAGGATGAGGTGGGAGGATCGCTGGAGCCCAGGAGnCAAGACCAGCCTGGGC 

>ncrc3934.seq 

GTGCrrCAAGCNTCAACTTGCAGGTGCAGATCTACAACACCTGCCAGTGACCCGTGGCCAAGGCCTACCCCAGTTCCTAGCACTGCCCCACATGCATGTCTGCCTATGCACTGAAGA 
GCTCTTGGCCCGGCAGGGCCCCCAATAAACCAGTGTGAACCCCC 

>ncrc3935.seq 

GfbTCTrrTCCGTnCGGATTCCCGAGGCTGTGGTTGCTGTAAGGGGTCCTCCCTGCGCCACACGGCCGTCGCCATGGTGAAGCTGAGCAAAGAGGCCAAGCAGAGACTACAGC^^ 
ctgTTCAAGGGGAGGCAGTTTGCCATTCGCTGGGGCTTTATCCCTCTTGTGATTTACCTGGGATTTAAGAGGGGTGCAGATCCGGGAATGCGTGAACCAACTG 
GGISGATAAAGGAnATnGGTCTTCTGGATTTGGAGGCAATCAGCGGACAGCATGGAAGATGTGTGCTCTGG CTCGG ATAAGAGATGGGACATCAnCAGTCAGTAG 
/^pGCTCTTGAGAGACGCATGTGTAGCAGAGTGGATCTTGTACTAACTTATGATAGAATGTATCAGAATAAATGTTTTTA^ 

4||c3936.seq 

GAGCCTCGTGTTGAGGTTCCAGACTTAGAAACAGACCCCTCTGTACAGGGGGATTGTGGTGAGTGAGAATCANGGCCACCTTGTGTGTTTTCTCACTCTCGAATGCAAGTG 
Ggw^TGACTCGGGACGCCATTGTAACGGTTCCTGGAAGCTGGGGCCTCTCATTGGGATATAGTGTAGTCCTGGCTGCAGGGGAGTGTCG 
d#GACAGTTGAA6GCCTCGCTTAGTTGTACTGGAnCTCAGGGAGCCCTGTGTGGCCnnGCTnGCGTGCTGTTTCGGTTGTACGAGAGGGCGGGACCGTGG^ 
q^GTAGCATAnGTGTTTGGATTGCATTACTGGCAGAGA 

>ricrc3937.seq 

AyCCACTGAGCCACCCTACAGCCGAAGAGATATGAGGAAATTGTTAAGGAAGTCAGCACTTACATTAAGAAAATTGGCTACAACCCCGACAC 

GISMTGGTGACAACATGCTGGAGCCAAGTGGTAACATGCCnGGTTCAAGGGATGGAAAGTCACCCGTAAGGATGGCAATGCCAGTGGAAGCACGCTGOT 

TfeQTACCACCAACTCGTCCAACTGACAAGCGCnGCGCGTGCCTCTCCAGGATGTCTACAAAATTGGTGGTATTGG 

dSfeTATGGTGGTCACCTTTGCTCCAGTCAACGTTACAACGGAAGTAAAATCTGTCGAAATGCACCATGAAGCTTTGAGTGAAGGTCTTCCTGGG 

#GT 

^^crc3939 seq 

f^CCGCAGCCTrGCTGGCTATGTGTTTAGAGATAAGGTGATGTCAGAGTTTAATAACAACrrGCGGCAGCAGATGGAGAATTACCCGAAAAACM 
AGGATGCAGGCAGATrTTAAGTGCTGTGGGGCTGCTAACTACACAGATTGGGAGAAAATCCCrrCGATGTCGAAGAACCGAGTGCCCGACTCCTGCTGCAnAATGTTACT^^^ 
GTGGGATTAATTTCAACGAGAAGGGGATGGATAAGGAGGGCTGTGTGGAGAAGAnGGGGGCTGGGTGAGGAAAAATGTGCTGGTGGTAGCTGCAGCAGCCCnGGAATTGCTm 
TCGAGGrrrTGGGGAAATTGTCTTTGCCTGCTGCCTCGTGAAGAGTATCAAGAAGTGGCTACGAGGTGATG 

^ncrc3952 seq 

ATCCANAGNAGTGCAAATGCACCTCCTGCAAGAAAGCAGCTGCTGTTCCTGCTGCCCCGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCGTCTGAATAGGGGCAT CGGAG AAGTGCA 

GCTGCTGTGCCTGATGTGGGAACAGCNTCnCTCCCATATGTAAATAGAACAACCTGCACAACCTGGATTTTTTTAAAAATAAAACACTGAGCCATnGCTG 

TATGTGACTGAGAATAAAAACAATnTGACGA 

>ncrc3953.seq 

TATTGGCCCGGGGANCTTGNAGCAAGTAGGAGGGGGATCAGCTCGCATTCNAGGATGCCCTGAGTACAGTGTTGCAATCTGCAGAAGGATGTACCTGTCTGGAAAGGTGTCAGCTGA 
CAATACTGTGGGCCGCnCCTGATGAGCCTGGnAACCAAGTACCGAAAATAGTTCCCGATGACTTTGAGACCATGCTCAACAGCAACATCAATGACCTTTTGATGGTGACCTACC^^ 
CCAACCTCACACAGTCACAGATTGCACTCAATGAAAAACnGTAAACGTGTGAATGGACCCCAAGGAGTACACnGGTGGTCTAGGTAnAACCCCAGGACTCAGAAGTGA^ 
ATGGGTTTTTTTGTGGTCTTGAGTCACACTGAGATAGTCAGTTGTGTGTGACTGTAATAAACGGAGGCTACCTTTTGTAAATC 

>ncrc3955.seq 

GGCTAGAGAACATACTTTACATCTGACATCCTTTGGCCTAACAACATCTATTATTATAGTGCTCAGCAGTGTGGGCATTGAAGAGGCGCAGAATGCTTTGAAAGA^ 
TGGAACATCATGATCATGCCATTCTTAAGTAAATCAACTATTTTCAACACTGAAGAAAAATGAAACAnAnTAGAAAACAATGAGAnACAAGTTC 

ACACCTGTAATGCCAGCACTTTGGGACACCTAGGTGGGAGCATCGCTTGAAGCCAGGAGTTCAAGACCAGCTTGGGCAACGTAGTGAGACCCCTATCTCTACAAAAAATAAAAAAAT^ 
AGCTGGGTGTGATGGGACACAGCTGTTGTCCCAGCTAGTGAAGAAGCTGAGATGGGAGGATGCTGAGCTGAGGAGGTGAAGGCTGGAGTGAGCCGAGATTGTGCCACTGCACTGCA 

GCTGGGGTGAC 
>ncrc3956.seq 

GGTTTTCCNAACCTTGGANCGCCCGCAGTAGTGGGCnCCCGCAAAGTANGGGTGGGCGANACGACNAAGGGCGGTTCTGCCNTCAACGANAGTGGTAACCCGAGAANTACACCCT 
CAACATTCACAAAGCGCATCCCTGGGAGTGGGCTTCAAGAAGCGTGCACCTCGGGCACTCAAAGAGAnCGGAAATTTGCCATGAAGGGAGATGGGAACTCCAGATGT^ 
CACCAGGCTCAACAAAGCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGGATGAAAGATTCACCAAATM 
GTTTGGTTACGTATGTACCTGTTACCAGTTTGAAAAATCTACAGACAGTCAATGTTGGATGAGAAGTAATCGGTGATCGTGAGATCAAATAAAGTTATAAAATTG 
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>ncrc3957.seq 

GACCCCTGCTCAGTAMGCACnGCMCCATCTGnATGCTGTGACACATGGCCCCTCCCCCTGCCAGGAGCTnGGACC^^ 
GAGGAGGCAGTAATAAAAAGATTGAAGTATTnGCTGGAATAAGnCAAAncnCTGAACTCAAACTGAGGAAmCA 
AAAAGCTTmAnCCTCCTGCTCATATTGTGAnCTGCCmGGGGACTmCTTAAACC™ 
TCnCCTGACACmAAnACCAACCTGnACCTACTnGACnmGCAmAAAACAGACA^^ 

>ncrc3959.seq 

CGGGAATnCGGCNNTTmGGCCGGGGGGCGGATNACnGAGGTNAGGAGmGAGACNAGCCTGGCCAACATGGTGAAACACCGTC^^ 

GTGGTGGAGGGCGCCTGTAATCCCAGCTAATCAGGAAGCTGAGAGAGGAGGATCGCTTGAACCCAGGAGGCGGAGGTTGCAGTGAGGCGA^^ 

GCGATAGAGTGAGACTCAGCCCT 

>ncrc3964.seq 

ACCGTAAAGCNGGGANCCCAAGACCAGANACACNTmAACAAGCAAGGANAAGTTTNCCCTTCTGANNCACAACAGTmAACAG 
TGTAAAnGAGTCGACTACTAGAAANTGTAnnCCAGCCTNTCAnGATGGGCAmGGGnGGTGCCATGACmGCTAATATAA^ 
CmACAGTAGAATGATTmAATCCmGGGTATATACGCAGTAATGGGAmGTTGGGCGAAAGGGTAmCTGG^^^ 
TGAACTAATTAGAGTCCCAGCAACAGTGTAAAAGTGTTTCTGTGATAAACCTGGATTAAAAAAAAATACGTCACATGTACAG 

>ncrc3968.seq 

CGCCCCNTGACANGACNCTTTGACCTGTTTGANNGTTGACNCCCTGAGACCTCmGAAGTACTGGCTGAGTCCTGCCTCAGCANnGTANNCNCTGGTCTnm 

TCCTHNTCCTTCAGAANTATnANTmACnTACAATCCTCAAGmTAAATTGATTTTAAAATAT^ 

GAAAGTAAACTGAnGAATAAAT 

>ncrc3969.seq „ 

AGGAATGAAGCAnAAAGGGGGTGTTCATGTTCATGAAATATTCAGTAGGTAGAGAATCTGGAGAGCTTAGTAAAATAATAGGCTGAACACACTGCCm 

CCCmGAAATAGAGCTGATGGTAAmTGTCnCCAAGCCTCAACGCGTATTGAGGACAGATTAGCTAAACACACTGGTCTGGGAATCAAGAGACCTGGnAT 

TACTAGCCAGATGGCCnCAGGAAATCACTTTAGACnCAGTmCTCncnAAAATGGGAAGACTGTTACCTGTCTAAnC^ 

AgfCAGTGGGCmGGAGACCAGCAAACAAGmCACACACACACGTATATATGTGTATGTGTATATATTGCATGGTO^ 

>itie!c3971.seq 

d^AAAAGCTACTACAGGGAAGAGTGnCTCTGCTGTCTCnCACTGGAAAACAGGGAGGGGGGAmCAGACTGTGAAGAAAGnGAATGG 

ri^MGGTGCATOGGCTGTAGnGTAATATTGAGnCAACTGTGAAATCCATCAGATGTGCCAAATGG 

TtflAmGCmAACAGATGnGAAAACTAAATmCTACTGTATTCCCAG 

AtriAATAmCCATTAATAACCTATTCATTGCAGATACCTAnATACTGGGTAAC 

>lfefc3972.seq 

TMFGGGCGGGTGTCACCCTCTGAAAACTTCGCGACGmACTGnCTCmGmACTCCTCAACCACTAGA^ 

AGACTATCCGAAAAGCCmGAACATmcmGTGAAATGAAAGAGGAGTCCTGTTCT^^ 

(flj^CTAAmGCAATGGCTCTCTCCAGATAACAAACCACTAATGGAGTAAGATATACTAATAATGGGAGAA 

daCATGnAAAAAGAAGAAATGAGTACTGATGGGAGTATGCAAGGTAAAACTnGAGAAAATAAmA^ 

qiJNGNACTCTAAAAATT 

>libfc3975 S6C] 

4llcTOGGmGCCTCCTGCCAGTGGCGTGGAmGCTCCCGACCCGCTmGGGGCGTGCCTGCnCCTCCTCTCTGnAGG 

G^GGGAnACAGATGAGCCCCAGAGAGGCGAAGCCACnGAGCTCGTGAGTGACAGTCAGATGTCAAGCCCTGCTCmCTAAAGCGTGCTGCCnCAA^ 

dltGGAAAmCTTGAGAAAGATGAATACCAGCrnGAAGGAATAAAAGCTGACGAGGAAnGAAGGAGTTGAGGC 

dSeCATTGCTGCACCTGTTCCTG™cnGGGGAGnGCAGCAGAAGGAACAGCGGCCTGGGACTCCAGAGAACTGGGnCCCTC^^ 

ccn 

>ncrc3976.seq 

ACCAAATNTCTCTGAANTCTGTAAGCCNACmCAGCTNTTCTGGmTTCTACNACCTTCTACCCTAAAnAACCAAAGGACT^ 

AGTTTGTGCCTGATATGGCAGGAGAAAGAACACTATGGTAATnCATTGTOCTTCAGGTCTCmCAATCTGAAGAACTGGGTTGTCTGGAGA^ 

AATTAGTAATGTCATCnAAAAATGnCACTmACTAAGnnAnCAGAGGATCTATGTAnAmGAAAAATGAAGTAmCTGACATGG^^ 

GGGGGAAGCAAAAnAGCTGGGACTAAAACGGACATGTmGTTnGTGAAnCTACCTAAATGTCTCTCTATCCACAGAGAAAC^^^ 

GTAGCCATACCTTGAAG 

>ncrc3978,seq 

AACCTCGAANCAAGTmGANCTTGTGmTNNTCNTNNACCNACCNAGANGCCTTCCCNTCTGTAAGCCTNAGGAGAAGCNACCCCTCCACCCCNTnGCTCGNAGT^^^ 

AATCTmGTGCTCTCGCTTGCAGnCCCTmGGGnCCAnGTmCCNnGTOCCTCCCl^GCCCTAGCTGGAnGCAG 

TAACAATTGC 

>ncrc3979.seq 

CTTGmCNAGAANTGTTCAGAAGTmAAmATGATGGGTGTGGTGGCTCATGCCTGTAGTCCCAGCACTGTGGGAGGCTGAGGCAGGAGGATCATCTGAGGCCAAGAGn 
TCAGCCTGGGCAACATAGTGATACCCTATCTCTTAAAAAAGAAGAAGnmAAAnTGAAATAATAATAGGTACTGGA™ 

>ncrc3980.seq 

CGACACCTGTCCTCATCTGGAACAAGGTAAAAAGGGGTCACTATGGAGnCAAAGGACAGAACTCCTGCCTGGTGACCGGGACAACCTGGCCAnCAGACCCGGGGTGGCCCAGA^ 
AAGCATGAAGTAACTGGCTGGGTGCTGGTATCTCCTCTAAGTAAGGAAGATGCTGGAGAATATGAGTGCCATGCATCCAATTCCCAAGGACAGGCTTCAGCATCAGCAA^ 
TGGnGATGCCnACATGAAATACCAGTGAAAAAAGGTGAAGGTGCCGAGCTATAAACCTCCAGAATATTATTAGTCTACATGGTTAAAAGTAGTC^^ 
TGCCTAATAAGTnCTmAATCCAATCCACTAACACTmGnATATTCACTGGTimCACAGAGAAATACAAAATAAAGATC^ 

>ncrc3982.seq ^ ^ 

GTCTCCGGAACNAAAGGGAGCACACAGCTCTOnAAAATTGAAGGTGTTTACGCCCGAGATGAAACAGAATrCTATTTGGGCAAGAGATGCGCmTGTA 

AGAGTCACTCCTGGCGGCAAACCAAACAAAACCAGAGTCATCTGGGGAAAAGTAACTCGGGCCCATGGAAACAGTGGCATGGTTCGTGCCAAATTCCGAA 

GCCAnGGACACAGAATCCGAGTGATGCTGTACCCCTCAAGGATnAAACTAACGAAAAATCAATAAATAAATGTGGATTCGA 
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>ncrc3984.seq 

CAAGCAGGAAGATTCTATATCCTGATGGTAGAAGACAGACTCCAGGCAGCCCTGGACnGCTAGCCCAAAGAAGGAGGATGTC^ 
AGTTAAAAAGTACCAGCTCTGGCTGGGGTCCGTGAAGCCCAGGCCAGGCAGCCAAATCnGCCTGTGCTGGGCATACAAC 
GAAGGTGGCnnGCmATAGmGGCTGGGGAGCACnAATTCnCCCAmCAAAAGGTAATGnGCCTGGGGCT^^ 
CTGGGCAGTCAGGGGCAAGGACTGnGGAGGAGAGnAGCCCAAGTATAGGCTCTGCCCAGATGCCATCACATCCCTGA^^ 

>ncrc3987.seq 

AGmCTTTGmTAAmAAmNAAAATTAAmTCmCCTTTmCTACTTCCTTAA 

TGTGGAmATGTmTTCAATGTAnATTTAnATnAnATTCnmGAGGCGGGTGGnCACCTGA^ 

TAAAAATACGA 

>ncrc3988.seQ 

TAACACAATCTAGTAAACCAGACTGAAATCCTAACTCTGAANCGTTnCCAGAAGCATTTCmNANAAAncm 

GAATATACTTGTAGTTAACTTCCnGTTGATnAAAAAATATAmGGAmATmGGCAG^^^ 

>ncrc3991.seq 

AACAnGTGGATGTGTAAACAGGCACCACTGCmAAAAAACAAnATCCCnACAGACTTGAACAnTGCAGACGTTATGATCTO 
TTGCATGTGGCCACTAGGAGGAATGTGTAAGAATGnCATAGnACATAnTATAATAGTTAATAACTGGAAAAAGTGAAATGTATG^^^ 
TATATAnCATTCTACGGGATAnAnCAGTAGTGGAAATGAGTGAACTACAGCTATACCTCACAATAAGAATGAATCTCAGAm 
GGGGCGTACTATTmATTGAGCCCAAAAACAAGCAAAACCAAAGAATATGTAGTCTAAGCAT^^^ 

>ncrc3992.seq 

NATGGCCCGGGGGnGACCCGGGAGAATCGAAGANGGGGGTGAAAGCTGGAGATATnCGGATGATAATCTACCTCACmCCCTGTGGCTATGnCTGGGm^ 
GTGGTnGAGGACGATGTCATACAGCGCAAGAGGGAGCTGTGGCCACCTGAGAAGCCATGAGTAAGGAACCGAGAGCAGAGGAGTAGATGGTHCCTOTTGCCTO^ 
GTGAAGCGGATCCCACGCGGAGCCCmcnCAAGAGATAGAGGAATTGAAAGAGAGGmCGGAAGCGGCGGGAGGAGAAGCTCCnCGGGACG 
TigAAGTGGGAGTCCTAGCCGCTCCCCTGATGAAATATACATATACTCAGCT 

>ff6lc3993.seq 

/s^fgTGACNACCTCGTNAAGANNCCACACCAGANTCTCCGTGCAGCGGACTCAGGCTCCAGCTGTGGCTACAACATAGGGn^^^ 
^I^^c3995 SGQ 

OMCAATGCAAACCTTmCCTGGTACCTAGAGAATATATATCCTGAnCTCAAAnCCACGTCACTAm 

t~GGTAGAAAAGAGAATGAAAAAGTTGGAATTmAATTGCCATGGTATGGGGGGTAATCAGGTTTTCTCmTACTGCCA^ 
AAACTTAATGGCCCAGnACAATGCTCAAATGCCACCACCTAAAAGGCAAGCAACTCTGGGAGTATGACCGAGTGAAATTA^ 
4||MGCCAGAGAAGAGGATAGCCAGGTGCCCAGCAnAGAGACTGGAATGGM 

>Dcrc3998.seq 

A©6GTAAAAACTGCCTGACTAACTTCCTGGCATGGATGnACCCGTGACAAAATGTGnCCATGGTCAAAAAATGGCAG 
dtJACTTGCnCGTCTnCTGTGnGGTmACTAAAAAACGCAACAATCAGATACGGAAGACCTCTTATGCTCAGCACC 
mCCCGAGAGGTGCAGACAAATGACnGAAAGAAGTGGTCAATAAATTGAnCCAGACAGOATTGGAAA^^ 
dnAGAAAAGTAAAAATGCTGAAGAAGCCCAAGmGAATTGGGAAAGCTCATGGAGCnCATGGTGAAGGCAGT^^^ 

/^GAGC 

>i6rc3999.seq 

(iM-CNAGGTGACTCTGACATCAnAGAAGGNTGCNAGAAGAGACTGGTGAAAAGTAAACCTmCACCTACA^ 

TTGCTTGTTCC 

>ncrc4000.seq 

AnGGTCTCmGCNGCCCTCCCCmCCCAATGAAAAGCNNTGTCAAATTAATCACTGGATTGAGTGCTTCCTCTT^ 

mGAGATGAACACTATTGAAACTTCGCTTmGCTAAAAAATAGCAAGTTGAATAGTAATCAAAAAACATAGAA^ 

AAAATCAATTGTCATCTAATATGAGmAmGTCTATAGACACAAGTATCAATGTCTAAAAAAAATCATGACmA^^ 

ACTGTTACTAAAAGTACTCATTTmACCnGTAGGGAGGGTGGGCAATGGGGmCCTGACCTOTnGAGGGTATG^^ 

GMCTCT^^^^^ 

GCTGAGTTCATGGCTTTTTnTGTAGCCAGTGCTGTCGCTGGCCATCCATGTGATGGTTTTGGATGGAGTTAAACnGATGCC 
CTCTCCCCTCCAGAGCCCTGAGTTTCTTGGCCGCATGAAGGTmcmAGAATCAGAATTGTAGCCAGTnCmGGCCAGAAGGATGA^^ 
TGGAGATGGGGTGTGGCAAGTGTATGGGGGGGNGATTmAmTCmcmGGTCATGGGGGCCAAGGAGAAAGGCATGAATCnCCCTGTC^^ 
GTGTCTACTGTCTG6AAGACATGTC 

>ncrc4004 seq 

AATCNmTAnTGnAATAAAATGCTGnATGTCTGCACCATGTAAAGCACTTTGCGTGGTGCTGAGATAAACTTCGCTTACATACm^ 

TATTTmTCnCTGTGTCCCCTACmATAATATmCATGATAnGTCTCTGnATAATTCmCTACTGTATATGC 

TTAAATCCAGATAATATATGTTAAAnAATGAATAAAAGATGATTTTAAAAGTTCTCAGAAAACAAAC 

^ncrc4006 seo 

AACAATGTACTGGACGGACAGTGTCCTGGATAAGATAGAGAGCGCCCTGCTGGATGGCTCTGAGCGCAAGGTCCTCTTCTACACAGATCTGGTGAATCCCCGTGCCATO^ 
TCCAATCGGAGGCAACTTGTACTGGACAGACTGGAATAGAGAAGCTCCTAAAAnGAAACGTCATCmAGATGGAGAAAACAGAAGAATOTG^^^ 
ATGGCnAACCTTTGACCCmCTCTAAACTGCTCTGCTGGGCAGATGCAGGAACCAAAAAACTGGAGTGTACACTACCTGATGGAACTGGACGGGGTGT^^ 
GTACCCCTTCAGCATCGTAAGCTATGCAGATCACTTCTACCACACAGACTGGAGGAGGGATGGTGTTGTATCAGTAAATAAACATAGTGGCCAGTn^ 



>ncrc4009.seq 
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ATGCnnTTTTmMTOmCCTGAmAAAMTCTNTGT^ 

GnAGGCTATATAACAnGCCACnCAACTI^AAGGAATAmTTGANACATCCCnTGGAANACOT^ 
>ncrc4011.seq 

AAAGCNNTGATNCAGAAGACnNAATNCNNNCTmNNTCCTANTAGGCnAAATAGGAAAGmCTTCAACAGG^^ 

CAmnATATTATAACTCTGTATAATAGAGATAAGTCCATTTmAAAAATGTTnCCCC^ 

TGAAAATAAAATGACGTCNC 

>ncrc4012.seq 

ATGGAGGGGGAGCCTCAGAGCTGACAGTCCTGCTTAGAGCCCnAAAAGGACnGAAAGlTCACTGGGACTCAGTnACCTTAATGCCnAGCAGM 
mGnCCnAAAGCAATAACTGACAACTCmGTAGTCCTCCTTGTGGGTAGnAAGAGTGGGGTCACCCCnTAACTCCAAGCACTAC^ 
GTGGCAGnATGCTGTOCTAGTGAmTAGGGGCTnGnAmAACnATnCAAGGGTGCTGTGCTCAGCCCTGCCCATGGCTGTGCAGCT^^ 
GCCAGTGCAGACCTCACTGTCGTGTCCATGCCACCCCCGGCATGGCTCCAGGTGGCGTGGTGACTCCATGATGGACGATCn^ 

>ncrc4014.seq 

AGGGAAAGAGNGAGGGTGGGGGAGAAAATGTTTTmCTAAGATTnCCACAGATGCTATAGTACTAT^ 

ACCTTCAGGGACTGGAGCTGCTnTATCCnGGAAGAGTAnCGCAGTTGAAGCTGAAAAGTACAGCACAGTGCAGCmGGTTCATAn^^ 

TTGAGTAGGCGAAATGTrGAAGnAAGTnTCCAATAATGTGACTTGTTAAAAGTTnAnAAAGGGGAGGGGCAAAT^^ 

GTGGGGTGGGmAGGTAAATTGGmGmATTGAnGCAGATAAACTCATGCCAGAGAACTTAAAGTCTTAGAATC^ 

CCCAAT 

>ncrc4015.seq 

AGCAGCAAAAAGAAGAATAATTGAGGGAATCTGAAAAACTATTAGAGGCTCTGCGGGAA66AAAGAGAGAATTGAAGGCAGCTCTTG 
MTAGAAAAGGAGAAGnACAAGAAAAAGTAAAGGCAACTAACACTCAAGATGCTGTAGAAGCTATAAGmGGAATGTGTGAGTGCAAGGTGT^ 
AAAAATATGAAGAACTGAAGAGGATGGAAGCACATAACAATGAATAGAAAGCAGAGATTAAGAAGTTGAAAGAACAGATmACAGGGTGAAC 
ATGAAGATGGAAATCTCCCATCTAACTCAGGAGTTACATCAGCGAGATATCACTAnGCTTCCACCAAAGGTTCTTCCTCAGACATGGAAAAGCGAC™ 

>nyic4016.seq 

hTOAATAGCATGAAAAACnAATTnGTGGACAnACCTTTTmGTAATCAGCTACTGTATGn 

ASACATmCCTCCmCATATACGCATGTTAAnATGCAATGTGAGCAATAmCCTACCATACTTCACTCC 

G^rGTATATGAACCACAGAGGAGCCCAmAnAATAAAAAACTTTmAATAG^ 

'1 IS- : 

>nc!c4017.seq 

Q4fANTTAm"NNTANNAAGACnNTATTATATGAmGAnGAACCTANACGCATTAAGTGAA^ 
GMACNGACGTGATTmAmAAAGAACACAAmGGGTnGCNAGACTNAAGAGNAAAGGM 

>ncrc4020.seq 

fji^GAGmTAGTTGGAAAACnGTGCCCnGTATAGTGTGCCCATGGGCTGCCACTGCAGCCTCGAGTGCCCCTGTCCC 1 1 1 1 iiCCC 

Tl^CCTGTCCTTGTGTTGAAGGCAGTAAACTAAGGGTGTCAAGCCCCATTCCCTCTCTACTCnGAGAGCAGGATTGGATGTO 

q^nAAAGTATGCAAAATAAAGA 

>®o4021.seq 

aSCNTTCTAGTGGATTAATGCATmGCTGCCmATOGGGTACmAirnGCTTnCAGAAGTC^ 
WATCCAATAAAAAAAACCTAGTGCTGATTCACAGCnATOTCCAAnCAAAAATAAATOGAAAAATATAT^ 

4lfc4024.seq 

CAGTTGACACAAAATAGACTACGAAAGTGGCTnAACATATCTGAACACACAATAGCTAAGACCCAAACTGGGATOGATACCCCACTATGCn^ 
ACAAAACTGCTGGCCAGAACACTACGAGCCACAGCnAAAAGTCAAAGGACCTGGCGGTGCnGATATCCCTCTAGAGGAGGCTGnCTC^ 
ACCTCTTGCTCAGCCTATATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAAGCGCAAGTACCCACGTAAAGACGTTAGGTCAAAGGTG^^^ 
AAATGGGCTACATmCTACCCCAGAAAACTACGATAGCCCnATGAAACnAAGGGTCGAAGGTGGAmAGCAGTA^ 

>ncrc4025.seq 

GAACACCATGATGCGCAAGGCCATCCGAGGGCACCTGGAAAACAACCCAGGTGTGGAGAAACTGCTGGCTCATATCCGGGGGAATGTGGGCTnGTGnCAC 

CTGAGATCAGGGACATGnGCTGGCCAATAAGGTGCCAGCTGCTGGCCGTGCTGGTGCCATTGCCCCATGTGAAGTCACTGTGCCAGCCCAGAACACTGGTCTCGGGCCCGA^ 

ACCTCCTmTCCAGGCmAGGTATCACCACTAAAATCTCCAGGGGCACCAnGAAATCCTGAGTGATGTGCAGCTGATCAAGAGTGGAGACAAAGT^ 

TGCTGAACATGCTCAACATCTCCCCCnCTXmGGGCTGGTGATCCAGCAGGTGTTCGACAATGGCAGCATCTACAACCCTGAAGTGCmGAT^^^ 

TCG 

>ncrc4026.seq 

TGATACGTGGGTGAGAAAGGTCCTGGTCCGCGCCAGAGCCCAGCGCGCCTCGTCGCCATGCCTCGGAAAATTGAGGAAATCAAGGACTTCCTGCTCACAGCCCGACGAAAGGATGC 

CAAATCTGTCAAGATCAAGAAAAATAAGGACAACGTGAAGnTAAAGnCGATGCAGCAGATACCmACACCGTGGTCATCACTGAGAAAGAGAA^ 

TGCCCCCCGGTTTGGCAGTGAAGGAAGTGAAATGAACCAGACACACTGATTGGAACTGTATTATATTAAAATAC 

>ncrc4027.seq 

CGCATGATCAGTAGCTGCACCACTAGAAAGATGGCGGAGCAAGAAAAATCTCCTGAAAAAGAGGAAGGCnATCAAGCCCTCAAAGCCACCCAGGCAAAGCAGGCACn^ 
>ncrc4028.seq 

AnGTGTGTOTCTGACAAGNATAGTOmAAGAAACATGGGAATTGCAGAAATGACTGCAGTGCAGCAGTAAnATGGTGCAGTTTTTCGCTAmAAGn^ 

GTGAAAGAATTmAGGTTnTmGTACTAGAAAATGCAGGCAGTGTnTCAGAAAAGT^ 

ATTTGAAGAGTG 

>ncrc4029.seq 

ATAATTGGATnCGTAATACTGTCATCGTGAAAGAAAGTGTAnGGTTTmAAAAAAGAAAGTGTATnGG^ 
nCTGATAAAAGATGGCCATATOGGCGTmCGGGGGCATGTATCTGAGTACCCCATGGAGCTGGGCTAAGTAAATAGGAA^ 
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GTCTCTmCTCTCCAGCTGACTAMCTTTTmCTGTACCAGTTMTTTTTCCMCTAC^^^ i.v.o«^AO(.AbOi.AOOAb lOTOATeeeTGGCACTCA 

>ncro4030.seq 

TAGCAAGTGGGTAAGTAAATGTTAATAATACTGmGGATTCTCATTTTACATATGAGAAACTGAGGTnAATGAAGTT ^'^^^^'^^-''^'^^l^'' rAATACAeTATGTGGCAAA 

>ncrc4032.seq 

GCGTGTACCCATAGCACTCTTGGGmCTGGTTmCCCAGTATGCATGTnAAATAANNAAAGTGACCAAGAATCACATCCGGGnGTG^^ 
>ncro4033,seq 

>ncrc4036.seq 

^?xISH?^iriI£5SS^^'^^°^^^^°^^^'^^^^™CT^'5^CAATNGCTGGAGAAGATTnGC^ 

CAATAATAAGGCCATGACTAOBGGGGCAATTGCTGCAATGCTGTCTACAATCCTGTAnCAAGGCGCTTC^^^ 

>ncrc4040,seq 

>i®c4041.seq 

^Sl9^^^^^^'°^^'^'^°*^'^™^^C'rrGMGGAAATGACAnGAGCTO 
^G^ATCWGTCT^^ 

>iy:>4043.seq 
>i|Tb4045.seq 

G^GCAATGTATCTCAAAATAAmGCACCATCTGTGATAAACCCATTGCCAACATCATACTGAATGGGQ^ 

>fl^047.seq 

>ncrc4048.seq 

ASGScTAS^GTCm^ 

>ncrc4049.seq 
^^^AT^^TTTGTGC^^^^^ 

tSgcctcgSSgcS^^^^ 

>ncrc40S2^ 

^1®.';^?I9^PJ^^^^^^^'^^'^'^C"^'^'^<5CA^TAAACTGGACT^^ 

GAGCAGTCAAATTCCAGAGGGCCATOCTGGTGCATCTCnGCTGATATAATGGCCAAGAGGAATCAGAAA^^^^ 
>ncrc4055.seq 

>ncrc4057.seq 
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>ncrc4059.seq 

STACCTGnAWAMGT(W»MTG«MTGCiraaA(mTGCIT7GCC5A(XTO^^ 

>ncrc4060.seq 

>ncR;4063.seq 
>ncro4065.seq 

AGGCMpGCTGGMGATGGCCGTACTCrrrCTGACTACMCATCCAGMGGAGTCGACCCTGCACCTGGTCC^^^ 
>ngc4067.seq 

lS$^5'^'^^^*^^^^°°'''*^°^'^°^^'^^''^^<5™™^<5GCATnGGCTCAAATm 
xil^^II^^ZI^'^^^'^^'^'^^TA^^TGTACCmCCTATAGATTCTGTAGCATTTGAGTGTGGGA^ 
Il^^I^ACTCCTGAAGCATCAGCCCnGTCATACTGTAnGACTGTGTACGTGCCTTTC^^^ 
A|GTTCAAAGTCCTATGCAACCCnAGGAGGGGGnAGAGAGTCTGTmGAnGATC^^ 

>fid34068.seq 
>ri§ft4069.seq 

^S^™^^^JJ[^AGGGAGGGCTTGCAGGTCTGTAAATAGCAmGCmCCTGGnAGAGAn^ 
AyTATmTGTAAACATACAACGTATAATGGGTGGGGGATCCGATCATGGTGATGTACGGGGTGAATTCTCTTGCCGTC^^ 

>rlS44071.seq 



>ncrc4072.seq 

™^'I^:^^™J^^^*^*^^^'^^^™^<^™'^C^6™TCTGG^ 

TAAMmCCTAAGTGTCACATTGTCTITACTCAAAGGAAAGCATCTCC^^^ 
TATmGATAnCAACTAGATTCAGTGTTTAGCCATAACCAAATATACmAAA™ 



>nac4073.seq 

CACGTCCCCACTAGTACACATATACATGTAGnGAAAGTCAACAAnACAGnGTmCAATGGAGTATAGAAATAAGAGAGAATTGGCTGGGC^^^ 
>ncrc4074^ 

TGTCTGGCTGAGGCAGGGCCnCAGCTATCAmGGTTAATAAATACATTTTAGTAmGCAmCCTACTGCCTGCAGAGTTTCAGG^ 
>ncro4075.seq 

>ncro4076.seq 

?^I^IJ^^^^''^^^^ACCACTCMCTACTCTGGTACCAnGCTTTG 
ACTGGTTGGGCCATGGTGTCTCTGTGTATAGTCmGC^^^^^^ 
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CAnCATGGGAGCAGCCAGGCTCAGnTGTGGCAGAATCACACATOnCTGGTACTGAATGCCGCTAT^^^ 
GnGGAAAAAGACGGATAAmGCGTAGTGGGAnGGGCCTTGGTGGTCTTCncnCAGTmCTACnTCAA^ 

>ncrc4079.seq 

GTATAAAAACATTAAAnGTNAGTATTmGTAAGGnCCATmGTAAAGAGAATAA^ 
TGTGCTTlTrAAATAAAAGCTCGTAACACAACTAAAAAAAAAANG 

>ncrG4081.seq 

AAGCAGATGATGATmACCTGTCAATACCAGCACTGTAnACTAACATGCAAAATACTGCAGATn^ 
>ncro4084.seq 

AGGAACAGGCTGAATAATTCTCTTCAniTGCACAAGTCCGTACTGAACGGATGCTGTOGACCnCTACTTGAAGCA^^ 
TTAGATCAGnGnAAGAGCCAnAATGGGCTCATGGGTGTOnGGCAGGCnAAGGTAAAATAGGGGGAAAAAAGGGAGAGAGACAGTGGGGA^ 
GGGAATGGTAGAGTACTGCGAGCAACATCnGAGACCAnACAGAAGCCAmAGGTGATGGTCATCAATGCCTGGTCCATATO^ 
GAGAmCAGGAAnAATGCTGATCCCCmGTmGTGTGGGCnCCAGAAGCCnTnCnGCCATGTAGCAAGCC^ 

>ncrc4085.seq 

CNCCCCTCGCGCTGCCAGCAGCnCCGCCTTNTACGGTCCTGGCAAGCACCTCGGGATCCCAnCCTTCACAGGGACCCTAGCCAGTTAAAGCTGATAC^^ 

TGGAACTAACTCAGATmGAGCAAACAAAGCTCTCAAGnGGTGATCCTCAGGAGTCTGTGCAnAGTTGGACAGCTCTTG^ 

TGGCTCTGCTGATTmCGCTGGACnCCACATnGGGACGAGnGGCTGTCATCAGCTCTAGAAAGGGTGTGGCCGmTACAnGGCTGTm 

CnAATGATGnCTCATAnGAAGCAGAAACTGmACTCATTTATCTAmACnACTGGGTCTCCTGGGCACTAGGTACTGTAA^ 

G CO CCTG CTGTC 

>ncrc4086.seq 

GAGGAAGAGGGGTAGGCAGTGCTCGTGTATNACCAGGCCmATGAGAGCGTGAGGAAACGACATCATGGAGATCAGCGCnCTCTCGTGCAAGGAACTCATCC^^^ 
TJAGTGCCTGCAAGAGCTGTCTCTGGGACAGCTGTTCATGTCTATATCTGCAGGGTAACCCTCATAGTCATATGCAGTCATATCCATAGTCATATCGGGAGTCAG^^ 
q^TGAGTGGAGAAACTAAACAmAmCTGAATAATAACATTAATAAACCATCTTAATGATAGTAATAATAAAC 
Ap-CCATAAnAACAATTTTAATATTGATAATAATACAACCCT^ 

>&eft>4087.seq 

A®GCAATACTGGGirrGTTGGCTGTGACATCTAnCCATCTGTGAGTGACTCTTO^ 
A»\CACGCAnGATTmGCCTGGAATAAGTGGATAGATATAAAACAATnGTATGGTATACACGTCCAACTm 
WAnCCTGCCATGCTTGAGGAAGAAGATACTGAAGATTAGACATGGTTGGGAAGACGTCACCAAAAnAACAAAACTGAGATATGn^ 
TmGTTCAATAnGATATATmATCACGAACATnCAAGTTTGTAmGnAATAAAATGA™ 

>@gp4088.seq 

Gi^TCTAAAGATTGCGTGTTAmCTAACAAACTAACAATGACAnCTTCACAGAACTAGAAAAAACTA 

TAAGCAAAAATAACAAAGCTGGAAGTATCGCAmGCCAACTTCGAACTATACTGCAAGGCTACAGTAAGCAAAACACAGGATGGT^^^ 

G^gGCCGAGGCAGGTGGATCACCTGAGGTCAGCTGTTCCAGATCAGCCTGGGCAACATGGTGAAACCCGATGTCTACTAAAAATACAAAAGnAGCC^ 

G||^TCCCAGCTACTCAGGAGACCAAGGCAGGAGAATTGCnGAACCTGAGAGATGGGAGGTTGCAGTGAGCCAAGATCACGTCATrGCACTO^ 

>ilgi4089.seq 

^^CCAAGATGGAGGAGTACGCGCGAGTATCCTTGCCCATGGCGAAnGTGGATGACTGTGGTGGGGCCTnACGATGGGTAC^ 
TJSPGCAAnCTCCAGTGGGAGTAAACCACAGACTACGAGGGAGmGACAGCTATTAAAACCAGGGCTCCACAGTTAGGAG 
TT§ACTGTAGTATGGTTCAAGTCAGAGGAAAGGAAGATGCCTGGAACTCCATCACAAGTGGTGCCnAACGGGAGCCA 
Cf^CGCAATGGGTGGCATTCTCCTAGCTnAATTGAAGGAGCTGGTATCTTGTTGACAAGATnGCCTCTGCACAGm^ 

>ncro4092.seq 

CAGAATAAAGGAACAAGI^CGACCTAGCATAGAAATGCCmGmGGCCGGGCACGGTGGATCATGCCTGTAATTCCAACAATGTC^ 

TCGGGAGmGAGACCAGCATGACCAAGATGGACAAACTCTGTCnTACTAAAAATACAAAACTAGCCAGGCATGGTGCTGCATGCCTGTAATCCCGGCTA^^^ 

GGAGAATCGCTAGAACCCAGGAGGCGGAGGTTGCTGTGAGCCGAGATCGCGCCATTGCACTCCAGGCTGGGCAACAAGAGCAAAACTGC 

>ncrc4093.seq 

CACACAGGmGAGGATGCTGGGGAGGGGGGNAGGGGGCTGTGGTGGTGTTCTGnGGTTACA^ 

TATAnGAACATTTmCCTnGCCmGACCCTATGTATAGnACGATGCCAGAnAGAmATAGCAGCCTCAAGTTGTAnAA^^ 
AGTTTGTTTATTCTCT 

>ncrc4095.seq 

AAAATCCTAGGATCATnCAGACCGCATTCAACACAGATACTCATGTAGCCCCGACGnTCTTGTGAAGGGAATTGATGTAnGCnGAGGGGGTCGATC^ 

GmGmCCATCGTGACTACCAGAAAATOTAGAAGGCCAGACGCAGTGGCTCATGCCTGTAATCCCAGCACmGGGAGGCCGAGGCAGGAGGAnGCnGAGC 
AGACGAGCCTGGGTGACATGGCAAAATCTTGTCTCTAC 

>ncrc4098.seq 

CAACGCNTGCTGGTGACAGGAAAAATGACCCAGCAATGGAAGCAGCTGGCnCACTGCTCAGGTGATOTCCTGAACCATCCAGGCCAAATAAGCGCGGGCTATG 
ATTGCCACACGGCTCACAnGCATGCAAGmGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAAAAAGCTGGAAGATGGCCCTAAAnCTTGM 
TGTTGATATGGTTCCTGGCAAGCCCATGTGTGnGAGAGCnCTCAGACTATGCACCmGGGTCGCTTTGCTGTTCGTGATATGAGACAGACAGn 
GTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTAAATGAATAnATGCGTAATACCTGCCACGCCACTGn^ 

>ncrc4099.seq 

AAANTTATGTCCmGGTTAAAAAGATCCTGGATCATGCCAGATATTAAAATATGGATAAAAnGGCATGATCTTGGAATGTC^ 
mAGGnTTCTGTCTAAACAGCTGmAnCTGnTGACAAACTCTCTTAGCAGAATATnAGGCAAAAAAGAAGAAAAAGAAAnG 
TCACACATAAAGAAATCTGAATGGTTOCAAAACGATTGAGAGCGGTGATATAAGGGCTGTGACTATAGAGGAATCTCATnTCTA^ 
TACAGTATAGCTAmTTCTGCAAAATGAATCATTAGirmATnATTACTCnGCGATTAAAACTAGTAAACATTAAATn^ 
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>ncrc4101.seq 

AGCTAMTAnGAGTACATATGGACACACAGGMCMTGGACGnGTGTCCTACCTGAGGGTGGAGTGTGGGMGAGGAAC^^ 
GGTGATAGAACAATCTATATACCAAACnACGTGACACACGGTnACCTATATAACCTGCATATGTACCCCTGAA 

>ncrc4102.seq 

AnTCAGCTCATAGI^CACTOTTGCATCAAGCACTATGnGATGCTGGAGAAACAACATAAACAAGGC^^^ 
CCATCCTGGCTGCTCATTCTCCTGCAGGCmGGCTACCCTAAGGAAAATAACAGCTTCCAAAGTGmGTATTAA^ 

>ncro4103.seq 

AATTGACTGTAnCTATATGCCACACAAAACAGTATGGGTGmATGACATTCTTnCTGGATATGmCTGA^ 

GCCTCTTCCTGGCmGCTmACTCATTTAGTCCCTAGTATGTGAAAGGCTATGCnAGGCTCCAAGGACCCAAGGA 

AGGTnGTGGAACnAAAAAGCTAAAATGTGnCTGnGAATGACAAAAAGCATTAAGTTAATAGAAAACAGAGGG 

>ncrc4104.seq 

GAAACCNTCAGCCTACTCAnCAACCAATAGCCCTGGCCGTACGCCTAACCGCTAACAnACTGCAGGCCGCCTACTCATGCACCTAAnGGAAGCGC 

nAACCTTCCCTCTACAGTTATCATCnCACAATTCTAAnCTACTGACTATCCTAGAAATCGCTGTCGCCTTA^^ 

CAACACGAC 

>ncrc4107.seq 

AGTGTnAGTCTTCTGCTTGGCACCATAGCnAACCTGCAGnTCTTCAAAATGCCCAATGCCnGmCCTAnACCTTAGATTGCA^ 
AmAATTAAAGmAAAAAAAAAAGGTTGGGCGTTGTGGGTCATGCCTGTAATCCCAGCACTTTGGGAGGGTGAGGCGGGTGGATCACTAGGTCAGGA 
AACATGGNGAAACCCTGTCTGTACTAAAAATACAAAAATTAGCTGAGCATGGNGGCGTGTGCCTGTAATCTCAGCTACTCA^ 
GCGGAGGCTGCAGTGAGGTGAGATTGTGCCACTGCACTCCAGCCTGGGAGACAGAGCAAGACTCAGTCT 

>ncrc4111.seq 

GmATNGAGAGGTCTmNAATAATGCTTTrCTAATTAATAGCCAAAGAmCATATCTAAC 
Gl^TTAGTACAATAGTATACATmATAATGATGAACnATAATGATTAAGGGACAmCTATAAAM 

>rjib4112.seq 

AfeMTNnAACmAAATGTAAATGGACTAATTGCTCCAATTAAAAGACACAGACTGGCAA^^ 
CpAGAGACACATAGGCTCAAAATAAAAGGATGGAGGAAGATCTACCGA 

>n5r64113.seq 

ACMAGANCCNCTGGTATCCTGTNGATCTTCGCGTCTGTGGGAAGGATCnGnCGAAATCATCmCATATTACCTTTATAATC^^^ 

GilJrACAGCTGTGAGAGCAAATGGACATCTCCTCCTGAAGTNNGAGAAGATGTGAAAATCCAGAGGCAAGTTCCTCACTnGACCCAAGCTAn^ 

GmGGGTCTGGCTGATGCTGGTGACACTGTAGAAGATGCCAACTnGTGGAAGCGATGGCAGATGCAGGTAnCTCCGTCTGTACACCTGGGTAG^^ 

CC^CTGGGACAGCCTAAGAAGTGGTCCTGCCAGCACmCAATGATAGAGmTTGCCAGTGAATTGAATGCAGGAATW 

GAAGCniGGAAAACAGGGGTT 

>ri#e4114.seq 

CGpBCTCGGTGACCmCCGAGnGGCTGCAGATnGTGGTGGGTTCTGAGCCGTCTGTCCTGCGC^^^ 
WCCAAAGmACCAGGAGAmGGATAGGAATGGGGCTGATGGGCnCATCGmATAAAATCCGGGCTGCTC^^ 
GTfATCACTAACCAGAmACTTGGAGTACATGTGAAAGAAAACGTCAGTCTGCCTGTAAATnCAGC 
C®TTACTTCATGGGATGAATAAATGGATCTGTGAGATG 

>r||@4116.seq 

AfCCACCTrCTCTCATAGTTACTCGTTmCCTCTCTATGATGAAAAGTCTACTGTT^ 
GTGTTTrCCTGATGACCAGTGATGTTGAGCAGCTTnCATGTACCTmGGCTATTm 
mATCATGnGTATGAGTrCTnATATACCnGGATAnAATCCCmTCTGATGTATACTTTGCAAATAmnCCC 
TCAATAGATGAATGGATAAAGAAGCTGTGGGACACACACACACACACACACACACACACACACACACAC 

>ncro4117.seq 

ATAGACAm-GACTTATAATGATACAAATGATATCAGGATCTAAAGATTATATATATncnGTGTnATCTGATAnGAT^^^ 
AACATAAATTTrGTAAATGCC 

>ncrc4119.seq 

CACATGGACmGGAAAATAmTTnCCnTGCAnCATCTCTCAAACnAGTmTATCmGACCAACCGAACAT^^ 
>ncro4121.seq 

AGAAGGAAAATCCCTAAAAATGCAGCATATAGAAAGAATACAAAAACAGAnACAAATGANAAGCTGGCANATGGTTAAAGCGGAACCA 
AAGGCGGTCAATOGAAGAGGTGAncnCAGGCTGAACATGAACTAAATCTGGCAAGAAAAATGAGGGAATGGAAACTATGGGAGCCAnAGTGGAA 
GAAATGGCCAATATAAnATTAAGTGACmGGTGTGTTCATGGGAAACTGATGTAAnAAATAnCTGnATATTAAGAGC 
AGAGAAAATATGTAGGAGACTGnAAAATTGGNG 

>ncrc4122.seq 

GCTAGTAGAACAGCAAGNAGCAATOCTACTCGnCTGGGCAGACCTTATCCAAAGTCTGGTACAACTGTCCTOGACTAATGAG 
>ncrc4123.seq 

TATGTCCAATGTGmGTGTCCTTAGGCAANTTGTGGGAGTCnGAAATGTCACAGNAGTAAATAACnAnACTTmGACM 
CATATGTACATATGAATACAAATCGAAGGCCTCTACCTCCTGGAGTTATACAACTTGGCnGmACCTCCACATGCTGATGATGA^ 

>ncrc4124.seq 
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ATMGTMGAGTGAAAMGTATTCTmCTTCmAAAAMTMGTnnCTTGCTOTA^ ill! II CAAAATGCTATTTTTTACTGCAC 

nGATAATOTCCTGACAGCTCTGATCTCTGTAATAGAnCACTCnCAGCTCTGGGCAGAACCAGAGGCAGGGnCACAC^ 

AACTTnTTGTTTCTC 

>ncrc4125.seq 

ATCGGGNCGCAACCTGAAAACATCCCAGCCAANTAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAGA^ 
GAAGGAGTGACTTGCAAGGAAATGGGTACCCAACTTGCCTTCATGCGCCTGCTGGCCAACTATGCCTCTCAGAACATCAGCTACCA 
AGACTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGnGAACTTGTTGCTGAGGGCAACAGCAGGTTCACnTACACTGnCTO 
AAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCATCACGCCTGCCCTTCCnGATAnGCACCmGGAC^^^ 

>ncrc4129.seq 

ATAAGCAATTGTCCCAAAGTACCTGTACAGAAAATTGAATAnGAAAAATTGACAAATTGTGTACAAACACTAAAAAAAACTTGm 1 1 II 10 

ATGAAATCnGGTACAAAnCAGATCTC™mAAAATTTAAATAAGGAATACATmCAAAATGCAGTAATCAAAATGTGAT^^^ 
AGACCnTGAGAAGGTGGGTGTATTAACmGTGTATATAGTGTAAATATCCGCACTGTACTGlTAGAGGCCAACAATTCTAGTATGGGTTGnGGCAM 
GAAACAATGTATGTTTGTTTTAACTGAAGTAAAATAAATACATGC 

>ncrc4130.seq 

GAACACAAAGCCTCGAAATGAGTGCGCTCGANCTGATCTCGTTCCGCCGGTTCCCCTTGGCCGCCAGnCCGTTCTCCTCACGGGCCGAACGGAACAAGGGGTCCAGGn 
GACGCTCCCCAGCCCATTCCTGGTGTCAAACAAACAAAACCTTGG 

>ncrc4131.seq 

ATCACCnGAGGTTAGGGnnAACACATGAACAGTGACGGAACACAAGGTTCAnCCATAGCACCAGGGTAGTCTCCTCATGTCAAGGTGTnACCTGAATCAC^^^ 
GTTTTCATGTAAGGTTCTAGGAATCTGTGGACATCTTTGGGGGGCCATTATTTTGCTGATCACATA™CATAI Mil lAATATTCTAGACTAGTATGAAAAGAATGCCACTTCCATTGCn 
TATATACGTATCTATATACAGATTGTCTATTGCTATAATTAAAAAAAAGTTGTAGACACAAATATACTC 

>n.crc4132.seq 

CMtAACACATGTNACTAnNnGGACAGATNTCAnTTATGTATAAATACTGTTCACATCACTGGGAAAATGTAAACTTTAA^^ 
AigTAAGGATATAAATTCCAATAATAAACCAAATGTATTTAGAGTAnTAmGTAAATGCAAGGTGATGTTAGT^^^ 
GA5WW\TGAAAAmGCTAmAnAAAAAACAnAAATTTCATTCCAAATGAGATA^ 
AtepTATCTATAGATTCAGTATCTAGTAGCGATAmACTTTACGAAATATAnTCTCCTCACTGCATAAGGAGT^^ 

>rl(||4135.seq 

ctliCTGCAGGAAAAGGTCCCGGAATANCTGAGCAGTCAAGATGTGTGACnCACCGAAGACCAGACCGCAGAGTTCAAGGAGGCCTTCCAGCTGm 
AGAtCCTGTACAGCCAGTGTGGGGGTGTGATGAGGGCCCTGGGGGAGAACCCTACCAACGCCGAGGTACTCAAGGTCCTGGGGAACCCCAAGAGTGAT^^ 
CtSGACTnGAGCACmCTGCCCATGCTGCAGACAGTGGCCAAGAACAAGGACCAGGGCACCTATGAGGAnATGTCGAAGGACTTCG 
GflJVTGGGTGCTGAAATCCGGCATGnCTTGTCACACTG 

>r|i0?4136.seq 

T(lNteTGAAGATTCmCCGCTTTAAAANTAAAGTGACTTCAAAAACTGACTGCAAAT^^^ 

Gl^ACTGATATATTGACCTTAAACTTGCTGAGGAACTGAACTAACGTCCTCCAGTGACCGTGGAATTCCATCTCAGCTCCAGGAACAT^^ 

CtgGCATACATGTGCAnTGGTGnGGGAAGnGACCATCTGGTCTATCTTAATAAAATGGTAAAAAGCACACCAAGACAATGATGGGG 

T(lMCCAGTGCTCGATmGCCCCCCAGGAGACATTTGGCAATGCAATGGCAACnTTGGTTGTCGCAGCCGGGG 

>nj^137.seq 

AGJCAAGNAAAAACATTATTGAGGAAAATTAATATCACAGCATAACCCCACCCmACATmG 
CTOTCATCTCAnAATTCAATTAAAACCATTACCTTAAAATTTmTCTnCGAA 
GGTAGTAGGAAGAATTACAAmCmAAATCAmATGTGGATTmATGTmATTAGCA^ 
CACAGTGACTOmGTAGTTGTOGTTGCCCTGCTACGTAGmGTOGTGCAmGAGCACACATTnAAT^ 

>ncrc4139.seq 

GmCCAGNATGAAAGCTCTGTGCAGGCTCTTNTTGATGCATGCATTGAAGAAGATGGAAAACTCTACCnTGTGTATCAAGTCCCACTAT^^ 
TGGAATCTCAGTGACAGTGACmGTGATGGATGGTTCACAGCCACTTGACCCACGAAAAACTATAmGTTGGTGGTGnCCTCGACCAnAGGAGCTGTGG 
GGATCGGCTATATGGAGGTGTGTGCTACGCTGGGAnGGTACCGACCCTGAGCTAAAATACCCAAAAGGAGCTGGGAGAGTTGCCGTTCTCTAATCAACAGAG™ 
CAGTGCCCGCmGTTCAGCTGCAGCATGGAGAGATAGATAAACGGGTGGAAGnAAGCCATATGTCnGGATGATCAGCTGTGTGATGA 

>ncrc4143.seq 

ATTCAACATnGnCAAAAAGNACCAAATGAGCATATGTGAAGCTAi 1 1 1 1 1 1 1 IGTCCGCTGGnGATCCAGTGATnCACCTCACTAnGTTATTCTGATCCTCnGGATGTGGmTTA 
AAAACGTATGnGAAATAGTTAAAACATACNC 

>ncrc4144,seq 

CTTGCCNTTTGTAGCmGCCCAnGTCmTTGGCACATGGGTGGAGACGGATCTGCTGGGCTCTGCCTTAAAGACACATTGCAGCnCAACT^ 
TAATACTTAGCGAGTCAGACmGTGnCAnTCAmGAGGGTCTTGGCTACCTGTGGGCTTCCCCAGGTGGGCTGGAGGTGGGCAAAGGGAAGTAACAGACAC 
GGATGGmTGGGACTAGAGGCTCAGTGGTGGGAGAGATGGGTGCAGAACCCACCAACCAGAACGTGGnTGGGTGAGGGTGTAAGTGAGAGAAAGATTCTGGGGCTGTGnAT^ 
AATATAGACAnCTGACATAAGCCCAGTTCATGACGATTTCCTCGnCACGmCAGTGCAGmCTmCACATTAGGGTGT^^ 

>ncrc4145.seq 

TGCCGTGGTTCATGCnGTAATCCCAGTNNnTGGGAGGCCAAGGCAGGAGGATCCCTTAAGCTCAGAAGnCAAGAACAGCCTGGAGAAGATGGTGAGACCCTATCTCTA^ 

ATTmTTnAAmGCTGGGCATGCTGCTGGGTGCGTGTAGTCGCAGCTGCnGAGAGGCTGAGGTGGGAGGATCACnGAGCGCAGGAGTnGAGGCTGCA 

CACCATGCAGAGTGCCTTTAGGCGATGGCACTCCAGCCTGGGGAAGAGAACAAGATCTGATCTGTT 

>ncrc4146.seq 

ANTGGMGAACGTAANnCTAGAAGAACTTNAGATATTCAAGGTATTTAAAGCAAAAAATACAGACCAAAm 
CATTTTnnTCGCTAAGAGGTATGnGTGGATTCAGAGCTAATATAAGTGAAGAAnATCTGAAATTGTAATGGATCTGn 
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CCAGCATGGAMGMTCTCAGTGMTAMCTGTGACTATAMGAMTMCATTTATACTACATATMT^ 
AAAAAAAATACATTITCATAnGGGAACAnGNGGCANGATAAGCATACTGCTTm 



>ncrc4147.seq 

TGTTCAGTGTCAGCCGCCAGNATATGCCAGGAGTAGGGAGCTGCCTGACTTGCCTGAAGTGGAGTGGTAGAACTTCAGAAGTA^ 
GGGACAGAGTCTGGGAGATGAGATTmGGAAAAACCAGACmGGACTAAGGGGAGTCAACTATCAGAGAATTGCATGGAM 
CATmGnCCCAAAGGGGGAGATTCAAGAAGCTGGATTGTGAAGTAACAGTAAAGGnCTGTGGnGTAAGGAATGATAA^ 
GGTCTCTTGCTCATGTACTCCAGGCTGGGTGACAGAGTGAGACTCCATCTCAAAAAANT 



>ncrc4148.seq 

GACnTAAATNAGAACAGTAAAAAAAAAGGAAAAAGATGGTCAmTATGATAAAAAGATOTTCAACAAGATGTAACAATCTT^ 
TAAAACAACTGCTGGTAGACnCAGAAAAGAAATGGACAGGAATGCAATAATAGAATTCAATCACTG 



>ncrc4152.seq 

CTAnTCCTACnGAAAACATGGAGGATmAGAGATGCGTGAACAATA™mAAGTAGTATGTGACCGAGCTATAAAmTTGTm 
GGACAATGTmTAGGnTAGCAnnGnTAAAAACCmAAAGAAACCTnAGAAGGACTTAGACCTCACATAnAATGTO^ 
GTTnAnGTATGAAATAGAACTmiATTmGCATATGTATAGATAGTAAmTAnTAATGTATAACTAT^^ 
GTGAnAAAAATGAAATGTCTTTTG 



>ncrc4153.seq 

NAACCCTCAAAnAAAACTANAACTATAGATCCAGATGAACGCACGCCTGAGAmGGCCACTCACCTATGTnTGGGTGGATTGCCTAGGAAAGCAAGTCA^^^^ 

CTCATGTAAnAGTmGCTCACCACTAGTACAGATGACCCGmACACGTGGCnCCCTCGGAAGCCCTCCTCAACAGTAGCTGGTGTGAAAGAGTAAATC^ 

mATAACCGGTGTGNCATATGCnGCTAmAAAGCTGTGTGTNGGmTGTTmCTGNCACATTCAGTAG^ 



>ncrc4159.seq 

GCTnTCGATCCGCCATCTGCGGTGGAGCCGTCACCAAAATGCAGAnTTCGTGAAAACCCTTACGGGGAAGACCATCACCCTCGAGGTTGAACCCTCGGATACGATAGAAAATGTM 
AigScCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCTTTGCTGGCAAGCAGCTGGAAGATGGACGTAC 
TflirCATCnGTGTTGAGACTTCGTGGTGGTGCTAAGAAAAGGAAGAAGAAGTCmCACCACTCCCAAGAAGAATAAGCGCAAGA^ 
Ap§^GGTGGATGAGAATGGCAAAATTAGTCGCCTTCGTCGAGAGTGCCCTTGTGATGAATGTGGTGGTGGGGTGm 

>Fi&fe4160.seq 

GilSCNCAGNATGGnCAGCACACATAAATCTNTATGGTATAnGTATTAAGAGAATAAAAGATAAAAATCACATGAnATCTCM 
cigtrCATGATAAAAGTTATCAAAmGAAATAGTAGGAAAGTACCTCAGCATAATAAAGACA™ 
TpBATCAGGAAAAAGGCAAGGATACCTGCTmGTCACTTnATTCAACATAGTACTGGAAGTCCT^^^ 
4iATAATATTGTCCCTGmGCAGATGACATGATCCTATACATAGAAAACCCTAAAGACTACATAAAAAACTC^^ 

\u 

>ncrc4163.seq 

^&GATTCCCTGGA^ATGCAAAGNAAAAATGI^CCCAAACATAGNACTTGCAAGACATGGCCTGTATGAGAAGAA^ 

dyGAAAGTCAGGGGGACTGCAAAGGCCAATGTTGGTGCTGGCAAAAAGTGAGCTGGAGATTGGATCACAGCCGAAGGAGTAAAGGTGCTGC 

CBATTTnCGCAAGAACATTAATAAACTAAAAACCTC 

>iiM)4164.seq 

GPAAGNGAGAGTAGAAGGGGAGAAGTAGAACNNCAGTGTmATnATTTnCTAAAACTCnACTAAATC^^ 

Gb^nGCATAmAGCCTTCGGCATATTmCATGAATAGATCATGAAGTCATAGGCnCCAAGGCATAGGA AGAGA TCn^ 

A^TAnATGAGAAACTGmCTTCTCTAAGGGTTTATGGCAGACmGCTTTTTTA^ 

Ai^nGnGCTATTGTCAGGATCnAAAGGTATnCCAGTCAAGGCAAGGCTAAGTGCmGTGATAGTAnAAGCA^^ 

>ncrc4165.seq 

GTATTGCAATGTGGCTnTTCGTACAnGGATTANAA6GCTCTTACTGGGmGAG™CTCTGATACAGAACAmGTAGCAGCTM 
AAAncnTTAAAAGTGTmCTTGTTAAGGAATAATCTCAACAATGGTAAATCATCAAGAGGTTGAGAAGACTCmGGm 
GTCCTGTTmGCTNTGGCACCAAimAATAGTAGGTGGAGATGCAAAACAACGTGAATGnCAmTmATGAATAGTAnAAA 
TGTTG 

>ncrc4168.seq 

TNAANAACTAGCACCAAGGAATGGGTAGGANTNCTAGCCCTGGAGCTGGACATCTAGGGTTCAAAmTGGGAGCTTTGTCAGATAGTGAGGCATTCAGAATGGTGGGTC^ 
TAGTCCTGCAGCTGTACAGCCnGAnCAAATCCTGCnCCCGCTAnATAGCTGTGAGATCTCGGmCCnACCCAAAGATGGGTAGACT^^ 

>ncrc4169.seq 

AAATGAGCTGCCTACAAGnAGATGmGAAANTCGAGGACGGCTGCAGACCAACACATCTACGTCACCCTTCTCAGGGCCCCAGGAATGCTGAGGAAGTAGCTTO 

GGTCAAAATGGCCAAAGTAACAGCCTAAACAAnCTGAGGGTTTnAAAAAATTGTTnAnAGTA^ 

TTTCTGGGllllilllUI 



>ncrc4170.seq 

AmGANAGAATGCCTnTAGmAATGCATAnTAAACTAAATTGATCCTGTAGTGTTCCTGGAGAAGCTAGAGCCTGAnGTAGGCTACT^^^ 

TACnCTGGGACTGGAATATAAAAAAGAATCAAAGGTTCTGAmTGAGTTGCAATAAAGGGAAAGACCATGCTCATAGCAGTGCCAACATCTGAAGTC^ 

CACCTAGAACGGAAGTAGnAACTGGAAGAGAnACCAAGAGAATAAAAAGAGACTCATTCAGTGGA 



>ncrc4171.seq 

AmAAAATAAAGTTOCATTGTAGTOTTTTNNAATCmGCTTGATAAGTATTAAGAAATATTGGACTTGCTGCCGTAAm 

GAGGGGAGCACTGTGTnATGCTGGAATATGAAGTCTGAGACCnCGGGTGTrGGGAACAGACAAGAGnGnGAAAGnGACAAGCAGACTGCGCATGTCTC^ 
TTCTTGAGCAATCGCTCGGTGCGTGGAGAATAAACAGTATTATCAAAGAGA 



>ncrc4177.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page567 of 776 



ATCCAGNGCTCCMTGACGTGGAGATCCGGGIiTGAGGGCMTAGCAGGnCACGTACACTGCCCTGMGGATGGCTGC^^^ 

GTACCGGTCACAGAAGACCTCACGCCTCCCCATCAnGACAnGCACCCATGGACATAGGAGGGCCCGAGCAGGAATTCG 

TGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmCCAATCTCAGTCACTCTAGGACT^^ 

CTCTCACAGnCGGACTTTTCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAM 

CAG 

>ncro4179.seq 

ATGTTmATOCTGGmAATGGAGTAATGGTACnnAnCmCnGATAGAAACCTGCT^^ 
ATnAAAAAGAAAnAATGCTCTTAAGATATATATmACGTAGTGCTGACAGGACOIACTCm 

>ncrc4180.seq 

GTGCTCAGNATATCATGGTCTnATGATATCNGTTCmGGAAmGnGAAAmTTCmGnGTCTAATATGTAATCAG 
CTGGATACAGAGCTCTCTCTGTAGATGnATATCAAACTTGnCATTGTGCCAnAGAnCTCTAniT 

>ncrc4182.seq 

GACATCATAGGCCAGATATTGTATGGnCTNmGTATGAAATGTCCAGAATAGGCGAATCTGTGGAAACAGAAAATAGGTTACTGGnGCm 

CTGnAACAGCATGAGGAATCnCTTGGAGTOTGAAGACATTnAAAACTGGATTGTGGTGATGGTTGTACAATTCA 

AATTGTATATATGTAAAnATACCTCAATAAAGTTGTTmAAAATGGGCAAAGGACTTATGCAOT^ 

>ncrc4184.seq 

TAnAGTCnGGGTATAAATCnGTTCAGTTATGGTGTGGTATCGTGACncnCATCACTGGCATTCGAGTGCCTGCTGTGTC^ 
GGAAAAAAAATAGACAAAAATACAAAAATACCTGCCCnATGGAACTTCCGTTCTAATGGCATT 

>ncrc4185.seq 

CATTGTGCCAAAATGTCnTTCAmAnTTGAAAmGTATGAnATTTTATACTTGTATGTTGCCmCTTCGAAGGC 

GAGGTAGGTAAATAGTACTTnCTATGTAGTAAACCTGGAATATGGAGAAmCATAACAGnCAnCTAGT^^ 

GTtAGACTTCTGGAAAGTTnCTGTAtXTGAncmAGTGCCTGTCAAGGnAGTAAATAAAAT 

>;nefc4186.seq 

GmTCTGAAGGATGTCAAATTGTTAAATTTCCATGTAGTGTAGGGTTTGmGGCTCAGCAGTATTGTCATGTT 

dMTGCnACTAGCATCTCTGGCCTCCACCTGCTAGTAACAGTmCCCCCAACCTCCAGATGTGACAAGCCGAACATATC^ 

GflCTGCTTGAGAACCATAGnGCAGACATnAACAGTTAAAGT 

>f^c4188.seq 

dSGANAACAGTGCnGGCACCTGGAAGTATGTGGCAGATGnAACGCCCTTCCTCCCnGCACTGCGCGCCCTGTGCCTACCTCTAGCA^^^ 

QQ4iGmACnGTCTGCCTTCCmCCAAGACCGTTGGTGCCTAGAGGACTANGAATCGTGTCCTATTTAACm 

dfDTGCTACA 

>©c4189.seq 

QPGATCAACAGNAAGTTGACTGACATCCTTTTNTGTCCnCCCCTTCCTGGTCCTTCAGCCCA^^^ 
tfriBGAGAAATGAATGTnGTCTGGAGCAGAGGGAGACCATACTAGGGCGACTCCTGTGTGACTGA^ 
T OWVG TGGCTGCAGCAGAGnAGCTGTCTAGCGCCTAGCAAGGTGCCmGTACCTCAGGTGTm 
qifrnATGGCAmCTATCTATTGTGGCTTTACCAAAAAATAAAATGTCCCTACCAGAAG 

>|pc4190.seq 

dl^TGNCTCCTTGGGmAGCTCCTAGGGATGGAAnGCTGCATCAAGACTGCTnCCAGAGCAAmATATGCTTCTCAGTA 

CATAGATTTCCmGAACmGAGTGGTnCTTAATMIfTTCnCAGGAAM 

CTCATmGGTCmGGCTTCTAGCACCTGATGCTTTTTGCTAGATAGCCCTAATAGTmCT^ 

TCTATOATCAnAATCACAGGATAAGTGCCTACmGCACTAAGGCCTOCCAGGnACAGGGATATAGAAATGAAAGATAAGCTGCCTC 
>ncro4191.seq 

CGCNCTCGGGTACCTGTACCCCACGTANTNGCCGGmCCGATCGGACTAAGTTCCAGAAGCAAGAGATAAAGTAATAATGGGTACTGTGGGGAAAAACAC^ 
AATATAGTGGTGAmACAAGTCAAGnAAAATGTCGCCAGAAGTGGCCnGAACCGAATATCTCCAATGCTCTCCCCTnCATATGTAGCGTGGTGCGGAATGGA^ 
ATGCTACAAACTGTTTGAGGATAACTGACTTAAAATCTGGCTGCACATCAnGACTCCTGGGCCCAAGTGTGACCGATnAAACTGCACATACCATATGCTG 
GATATCATmCAATGCCCAATACCCAGAAGTGCGTGCCGAnTOTCmGGAGAAGATGCTGAATTCCTGCCAGACCCCTCAGCmGCAGAATCTTGCCT 

>ncrc4192.seq 

TGCACCCNGnATCACnAGCCCTGTAAmAAAAACAAACAAACAAACAAAAACTGTCTTGGTAGAGGTCGnAAnAGACTCA^ 
TCTmAGCACAAATAATAGAGCTAAAAAATGTCCTGTCACTTCCAmTAAGAAATCTGGATTCATATCTAAGTGTATATTATAATACT^^ 
mTCTCnAATTTAACTCATmGTGCCnCTmCTCATTCAAACACACATACATnTACATATAGmATncmATGAAAT 
CTCmGCACTACTACTATCAATAAAmTAAATCAGTTGGATTTTTAAGCATTTTnAAAAGGTGACAmM 

>ncrc4193.S8q 

GTGCGCCTAATCTCAGGTGGTCGACCCGAGACCCCnGAGCACCAACCCTAGTCCCGCGGGGGGCCCCnATTCGCTGCGACAAGATGAAAGAAACAATCATG^^ 
CGCCAAACTGCAGGCACAAGTGCGCATTGGTGGGAAAGGAACTGC 

>ncrc4195.seq 

ATTGATTCACAAAATATnATGATGTAmACTCTGCACCAGGTCCCATGCCAAGCACTGGGGACACAGnATGGCAAAGTAGACAAAGCAmGT^ 
GGAATACAmNGATAATGACACAATCAAATATAAATTGCAAGATGTCACAGGTGTGACGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAACAGGAGGACACAGC^^^ 
GCTGTACTGTTCCGTACGGCAGCCACTACCCACATGTAACTTmAAGAmAAAmAAATTAGTTAACATTCAAAAGGCAGCTCCCCM 
GCGATGCATGAnAGTGGnACCCTAnGAATAGGTGAGAAGTAGAATCnTTCATGATCACAGAAAGTTCTAnGGACAGTGGTCTTCTAGGTGATCATM 



>ncrc4196,seq 
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GCTGCCTCCmAMGNMGTGTCTGACAGCCnCTCACnCTAGCMGGGGCAGCTGCAGAAMTGMGGAATC^ 

ACTGGCTGGTGmGAmCACCACCATAGACnGACATCTGAGACTGATGAAATOCAGATATTATAGCmGGAA 

CTCTCAGGGCAAGATGTTGAATAACTAACAACAATAAAATACCCCmTGGnGAATACGCAAmGTA™ 

>ncrc4197.seq 

AAGTONTnAAAGTTGmGTGCCnmATTmGTTmAATGCm 

GAAATGGATACTTATATGGAAATTCTGCTCAGATAGAATGACAGTCCGTCAAAACAGATTGmGCAAAGGGGAGGCATC^^ 
TAGCCTCACTTTTAATGAACAAATGGCCTnAnAAAAACTGAGTGACTCTATATAGCTGATCAGT^^ 
ATTTGTTGAGAGTGTGACCAAAAGnACATGTTTGCACCnTCTAGTTGAAAATAAAGTGTGTA t M I U lA C 

>ncrc4199.seq 

ACAGCCCCAACCTACCCAGCCTGGACCCAGGCCTGGAGGGAATGAGGAAGCAAAGAAGAAGGCCTGGGAACAnGTTGGAAACCCTTCCAGGCCCTGTGCGCCTTO 
TCTTCCGAGGGTGACAGGTGAAAGACCCCTACAGATCTGACCTCTCCCTGACAGACAACCATCTCTTmATATTATGCCGCTnC^ 
TCTAATCAGATGCAACGGCCCAAATTCTTGATCTGCAGGnCTCTGAAGmGGAAAAGAAACCnCCTnCTGGAGTTTGCAGAGnC^ 
GCCCAAGAGTGACAAGCATACACAACTACTOnATCTGTAGAAGTTTTGCmGTTGATCTGAGCCTO^ 

>ncrc4201.seq 

AGCTTAACTAATTGCTAGGAnAAATTAAGGAANGTAAAGCTACTCAGAGCAGCAGGTTCCACAAGCACAAACnTACACAm^ 

GCANCACAmGAAATACAGGCnCmACATAAACTGAGAGGTOTACAAAACTCAGmCACAAGGGAACAATC^^^ 

TATTTTACTCTTTAAAATGCTGCGTTTCTGA 

>ncrc4203.seq 

AACAAACCCACAGCTTGCTCAGGATCGATCCCAGAATCAGCAGACATCAAATCCAACGCAGAGTTCAGAAGATGTGAAGCGAAAAACCCTGCCGCTGGAT 
ATCGAGTCTCCCAGTGAAAGGCGGAAGTCTATAAGTGGAAAGAAGCTGTGCTGTTCCTGTGGGCnCCnTGGGTAAAGGAGCTGCAATGATCATC 
CATGCAGTGmCAGGTGTGGAATnGTAAAGGCCAGCTTGGAGATGGAGTGAGTGGGACGGATGnAGGATTCGAAATGGTCTCCTGAAGTGTAATGAnGC^^^^ 
ApTGCCGGGCAGCCTACAACATTGTGACACGGCmCAAGCnCCGGATCACTCACCAmCTTTACTGAGAGTGTCCCCTGGCAACTGCn 

>]Sc4204.seq 

/^cfAGCANCACTGGAAAGGmTCTmTTCCmmcmGTmCmGAGATAGGG 
GpCCCCTGGGATCAAACAATTCTCnGCCTCAGGCmGAGTAGTTAGGACTACAGGTGCACATCACCATACCT 

>hcb4205.seq 

NMNCATCCAAGTACCATGCATAGGAGGATAACTTTGnCAAGTTTG 

hilGGCAAAACTGAGCTCCnCATACAGTGTTmGNGTOmCAGGGCAGTAGGGnGATCTGGGAAAG^^ 

(|4TGGATCTTAAAAGTCCATAGAAGTGGCTGATGCGTGTAGTCCCAGCAGCTCGGCCTCTGAAAGTGCTGGGACTGCAGGCTTGAGGCACCA 
GCSlCCTGCTTrATACCAGGCACTGTACTCTCTGCmATGTATAmGCATTmCAAATGTGGATC^ 

>m|c4206.seq 

AleCTGGCCATGGAGAGGAGTGGCTACAmAACCGTmmGGCCACAGAACTGATGGAAGCTGATGCCTAAGTGGGC^^^ 
GMAGATGGAATGGGAGTrATCAnGGGATGATGAGATGTCAAAGGAGCAGGTGATGAnGGCCAAAAAAGTGM 
QliGTCTCTCATGCCCGCAGCTCTATCAAAGGCAGGCTGACCATGGGAnCTGCCACCCTGGCCACAGCTGATTGGAGTGGGAA^ 
q||AAAGCCTGCCCATGAAGGGGCAGTGCCAAATGGAGCTGATGAGATGTCCnCATGGAGmGAAGGAGAACCC 

>frefc4207.seq 

A||riTTCAGCTCAAATAAGCCTACATATAATANTACATAmAAAAGACCACA^^ 
>ncrc4208.seq 

CACCACCNAGGNACTTAAAGGAGAAGAAGGAANnGTGGAAGAGGCAGAAAATGGAAGANACGCCCCTGCTAACGGGAATGCTAATGAGGA^^^ 

GAGGTAGACGAAGAAGAGGAAGAAGGTGGGGAGGAAGAGGAGGAGGAAGAAGAAGGTGATGGTGAGGAAGAGGATGGAGATGAAGATGAGGAAGCTGAGTCAGCTACGG^ 

CGGGCAGCTGAAGATGATGAGGATGACGATGTCGATACCAAGAAGCAGAAGACCGAC6AGGATGACTAGAC 

>ncrD4211.seq 

TACmcncnCCAAGGTGGGTTAATGGNGTCATGAmAAAATAAGAGTTTAACAGTAGCGTGTATAAATTTGATAmATA^^ 

TAmGAnCAGGGATGTTGAGATGATACCnTGGGAAAnCTCGTAGTAAAATAGAGTTAGACTGTCAACAGGGAAAATTCTAAGTAATTTGTGAAGAAAC^^ 

GTGAGGCACCAGGCAAAGAGAGAAGAATCAGACAAATCCTnAGAGTAATAGTTCmACCCATTCAGACCCACACTCCATTOGAGCATTTACTGTAG 

CATCCTGTAGCCATATATGCTCACTATATATATAGATATAAAACATGTGTAAGAATnCAGCnCTCmGTGCnmGnAGCTACmAAATAGC^^^ 

>ncrc4213.seq 

GTCGCCCAGGCTGGACTGCAGTGGCATGATCTTGGCTCACTGCAACCTGCACCTCCTGGGnCAAGCAGTTCTCGTCCCTCAGCTATTCAAGAGGTCGAGATAGGAGTATC^ 
GGCCAGGAATTTAAGGTTACAGTGAGCTGTGCACTGCTTTGTAGACTGGGCAACAGAGCAAAATGCTGTCTCAG 

>ncrc4218.seq 

GmGAGGGGTGAGAGAAACTATCATCAGAGTAACAGGCAACCTACAGAATGGGAGAAAATTmGCAATCTATCCATCTG^ 

>ncrc4219.seq 

GACATGGAAGGGmGGAGGCAGAGCTTNNAACAGGGTTGGAAGGAmCCTGNNTONAAGACAAACGTTAGCATACCCAGTAAGGAAAATGAGTGTAGGGG 

GAGGATCACTCTCAAATGAGATTAAAAACAAGGAAGGAGAGAATGGTCATGAGAATGGGATTCAGATTGGGAACTTGTGGGGATGAGAGTGACCAGGTTGAACTGGGA^ 

AGGAGnTGAGTCACTGGCACCTANAAGCGTGGGCACGATTCCTAGGAAGGCTGGCAGACAGCCTGGAACCCTGGGGAGCTACTGGCAAAGTCTCGTGGATTGGGCCTGATT^^ 

GGTGGGAGAGGCTGGCCTGGGGATCAACmCCnCTGTGTGTGGGTCAGGAGnGnCTGCAGAGATGGCGCTATCmCCTGCTCCTGTGATGTCCTG^^ 

CTCnNATTACAAAAG 



>ncrc4220.seq 
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MGGTCAnCCTAAAMGCTGGCTGAGGGAGMmMCTCTTCAGATCAMTATAmGTTCCACCCCT^ 
TCACTCAGTCAGATGCTGTGCGCCTGCTCTCTCTCCACGGGCAnAAAAACAAGGCACTCATGTGAAACC^^^ 
CACATCmGATCCTCCTCATAAAACTGTCTGAGAGAGnGCACAAACCCACGGATGTCTTTTAnGm 
CAGCCTGGCTGTGTCAGCGA 

>ncro4221.seq 

AAGGACNTCAAGNAAGTATCnGGACAGCGTGGGTATCGAGGCGGACGACGACCGGCTCAACAAGGTOTCAGTGAGCTGAA^^^ 

TTGGCAAGCTTGCCAGTGTACCTGCTGGTGGGGCTGTAGCCGTCTCTGCTGCCCCAGGCTCTGCAGCCCCTGCTGCT^ 

AAGAAGGAGGAGTCTGAAGAGTCAGATGATGACATGGGAmGGCCnmGAnAAAnCCTGCTCCCCTGCAAATAAAGCC 

>ncrc4222.seq 

AGANGGGTCTAAAGGTGCGGGAGTATGAmAAGAAAAAACAACTTCTCAGATACTGGAAACTTTGGTTTTGGGATCCAGGAACACA^^ 

GGTATCTACGGCCTGGACnCTATGTGGTGCTGGGTAGGCCAGGmCAGCATCGCAGACAAGAAGCGCAGGACAGGCTGCATTGGGGCCAAACAC^^ 

CATGCGCTGGTTCCAGCAGAAGTATGATGGGATCATCCTTCCTGGCAAATAAATTCCCGmCTATCCAAAAGAGCAATAAAAAGT^^ 

>ncrc4223.seq 

GTCCGGCGTGGCCATmCGTTGGTGGTGTTNAGTTGTGGCGGTTGCTGGTCAGTAACAGCCAAGATGCTGCGGAATCTGCTGGCTCTTCGTC^ 
CTGCnCCCGCAGGCATTnAAAAATAAAGTTCCGGAGAAGCAAAAACTGTTCCAGGAGGATGATGAAATTCCACTGTATCTAA^ 
CACCATGAncnACAGnGGTGGAACAGCATATGCCATATATGAGCTGGCTGTGGCTTCAmCCCAAGAAGCAGGAGTGAGTTCAGTCATCGCAGC^^ 
TGAGCTCTGTATGGACCAGTAATGTGATAAATAACCGAGCTCTTCmGGGGATCAATATnATTGACnGTAGTAACTGCCACCAAT 

>ncrc4224.seq 

ATATACCAAAAATACAAAAAATCTGCATTAAAAATATTAATCCTGCATGCTGGACATGTATGGTAATAATTTCTAnTTGm^ 

CATACTCCCCnGmcnTGGGTGAGAAGGGATCGCAGTnGGAAACTCCGGCGGCTGCGTGCGGGGmCAGTCCCAGCTGTAGGCnGTAAATACCCGCCCCGC 
AGAGAACGTGGCAGCAAGCTGAGGGTCmGmGGGTTTA™™CGGTATTmGTTTG 

>Wc4225.seq 

Arr^GCTCCTCCTCCAGCGAGGAGGmAAGCCTCACCTCCGTGCTGGGCCCTGATCAAGCTGGTCTGTnGTGTATGAATCTTGGGAGTG 

Q®TTTATCATCTCAGCGCTGCCTCCCACAGAAGAAGGAAGACATAATGAATAAATGAAACCCCATGACTGTATCAACAnCATC 

GMCCTGGAnAAAAAAAAAAAAGGTGGG 

m 

>|i||c4226.seq 

AlftACAGAAGTGnAAGTmCTAACAGAAAGCATGATmGATTGCmCCTACATACGTGTO 

aSItttttgt 

IS 

>iapgo4227.seq 

CiSfATGAGTAAGGTCCCnCTGTCTmCTTGATnAAmGTGTATCATCAATAAAAnGm^ 
TAATCTAGTTGGAGAGATAAGAAACGTACAAACCAAAAGATAACAGAATATCTGAAGCATGTACTCAnGTCAGATGTO 
(^TSGTAGTCGGCTAAAGCTTCACAGAGGAGGTGGCAATTGAAAATGAGTCCTGAATGGGGTAGGGTGGTTAGGGAA 
C^lGGAAGTAGGAACCCTCTTCGTATGACAGGAGATCATTCTGGTTAGAGTGGAGAGTGTGGAGAGTG 

>nlK4228.seq 

C^ITCTTCCCCTCTCTACAACCCTCTCTCCTCAGCGCTTCTTGTTTCTTGGTnGATCCTGACTGCTGTCA 
ApAGTACTCGGGCAAAGAGGGTGACAAGTrCAAGCTCAACAAGTCAGAAGTAAAGGAGCTGCTGACCCGGGAGCTGCCCA^ 
Ai^GCTGATGAGCAACnGGACAGCAACAGGGACAACGAGGTGGACnCCAAGAGTACTGTGTCnCCTGTCCTGCATCGCCATGATGTG^^ 
Tl^CAGCCCAGGAAGAAATGAAAACTCCTCTGATGTGGnGGGGGGTCTGCCAGCTGGGGCCCTCCCTGTCGGCAGTGGGCACTTT^^ 

>ncro4231.seq 

AGAGCAGGTAACCAGGATCTGCCCAAAGAAGGTGnGGCTGAGCTTGAGGCCCTGGAGAGACGTGTGCACAAAATGTGACGTGAGGCGCTAGTCTAGCAAGAGGACATAGCACCCT 

CATCTGGGAATAGGGAAGGCACCTTGCAGAAAATATGAGCAAnTGATATTAACTAACATCnCAATGTGCCATAGACCnCCCACAAAGACTGTCC 

TTGG 

>ncrc4233.seq 

CGAGAGTGACAACCTGTGCCGCTATGACmGTGGATGTGTACAATGGCCATGCCAATGGCCAGCGCAnGGCCGCTTCTGTGGCACTTTCCGGCCTGGAGCCCnGTGTCCAGTGG 

CAACAAGATGATGGTGCAGATGAmCTGATGCCAACAGAGCTGGCAATGGCTTCATGGCGATGnGTCGGCTGCTGAACCAAACGAAAGAGGGGATCAGTNTTGNGG 

GACANACCnCCGGCTGTmAAAACCCCCAACTGGCGANACCGGI^nACCCTGGAGGAGTCACnGTGTGTGGCACATTGTAN 

>ncrc4235.seq 

CATCCTnGGTnAAATGGTAGAGGGmGTGGAAGTGCACACGTTGnmAGGCGAGGGGTAGTAACAAACTGnAGTAGGCAAGTAGAAAA 

TAGGAGGGTnGmCCTGAAAGAATGCCAACTTmnGnGTTCmGAGTATTGGCTTGAGTGAGGTGTrCTCCTGAG^^ 

GAGGGGAACAGAAAGTGGACnGATGTTTGGGGTTTGAGA 

>ncrc4237.seq 

AAnNTGAAGTCTGGAGATACTGATCCAGAnATTAATAGAAGGAGACTGATGCCCAGAAAGTATCACTGACTTGCCTOGGGCACACAGCTAGTGGGGTCCAAGCTAAAA^ 

CCATGTCnCTGAmCTAGTCAACACTTGACTGATGAGGAGGAGGAGGGnmAAGTGTGGTGAAGGTAGAAGAGAGAGCTGGGGCATTCAAGTAAAGAAAACCM 

GAGACAAGTGGAACAAGTGTGCAGAATGAAACGAAGA 

>ncrc4240.seq 

ATGTACATAGTTGTTAATACATCCAATTAATGATGTCTGACATGCTATTmGTAGGGAGAAAATATGTGCTAATGATATTnG 
GCACTTnGTTACAATGCnATGCTTGGTACAAGCTTATGCTGTCnAAAnATnTAAAAAAATAAATACTGTCTGTGAG^ 
TAGAAAmCCTmTATTCTAGTATmCAGCACTGCATAAATTCTATTACCTAAATAnGCGACACTATTTTGTGATnAAAAA^^ 



>ncrc4241.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page570 of 776 



MGANNAGMGTGTCMCnGGACACAGTmCTMTTTGCTCCTCAmACCCMCMTCAm 
AGACTGATGGGCAGCTGGAACTCTAAGGGAATCAT 

>ncrc4243.seq 

AAGGANAGGAANCAAAGCCAACAGGGCAGGGGTmGTAAGTGGAACTCTGGATTGACCGGTCAGTTGCTACM^ 
GGGCCnTCTGCCATAAncnCACTAGTCAAGAATGCCAGCAGmcmGTATAAAGAGACCTGCCTnA^ 

CCTCTGTGGGGGAGGGGCGAGTATAAAAGTmCCCCTnmAACTGnCCCmGCCCTTCAAACTGCAGATAI M 1 1 1 1 1 1 1 1 1 IAAAGGGGGG6ACCTTCTCCCTACTTGATTAAA 
GAnGAGNGGAATTTT 

>ncrc4244.seq 

ATANTAAGAAAGAAAAATATGATATnCGTGAAATGAAAAATCCnAACAAATTAnAGCACATCCCATCTAGCAATGTGTAC^ 
AATGCAAGAnAATnAACATTACAAAACCAATTAACATAATACACCATATCAGAAGAATAAAGGACAAAAACCACAT^ 
CACATCCACACACATTCATGGTAAAAACAnCAACAAACTAGGAAAAGAAAGCTTCCCCAACGCGATAAAGGACATCTGTGAAAAACT^^ 
TTGAATGmTCCCCCCTATGATCAGGAACAAGACCAAGAAATCCACTATCTCCACTmAmAACATTACAGTTAA^ 

>ncrc4247.seq 

GCAAAAGAAGAGAGGCAACGTGTCCTAGGGACGGGCATGATGAGTGTTCCAGAGGGAGAAGCATCGCTGACCCCGAGCGCAGGTTTTGGTAGCAGAnGCCCTGAC^^^ 

nCAGATAAAATGTGATGGGAAACTTCTCACTGATGTGGTGAAGTACAGGGATAACGAnAACGCAGTAGAGnCAGAATATGTGGCCAAATGTACAT^^^ 

TAAATGGAATGTATCTTCGCTTCCAAGCTGCCTAAAGCGCTGTmAGGnCAmATmAnATGn 

>ncrc4248.seq 

ATTGCAAGTAGCAAAATACAACTCAATCTAGmAAGAGGGGAAAATGTAGTCATTGGCTAACACAATCTAATmGGTTT^ 
TAATCCCTGACTmGTCTTGATATTACnGGCnGTATACCmGCTCTAmGCATGCTGGCCnACTCTGCCACTGACAG 
GCATAGCTGGATCCATACAGTTTGTAATAT 

>ncrc4250.seq 

CfeCAATCTNTTGGCCCGGGGAGGTCACCTCCCCACmGTOGTGATGTGGTOTCTCCTCAGATGGCCAGTnGCCCTCTCAGGCTCCTGGGATGGAA 

C^ACAACGGGCACCACCACGAGGCGATTTGTGGGCCATACCAAGGATGTGCTGAGTGTGGCCrrCTCCTCTGACAACCGGCAGATTGTCTCTGGATCTCGAG 

dWGGAATACCCnGGGTGTGTGCAAATACACTGTCGAGGATGAGAGCCACTCAGAGTGGGGTGTCTTGTGTCCGCnCTCGCCCAACAGCAGCAACCC^^^^ 

C^GGAGAAGCTGGTCAAGGTATGGAACGTGGCTAAGTGCAAGCTGAAGACGAACCAGAnGGCCACACAGGCTATCTGAACACGGTG^ 

TldTGGAGGCAAAGGAT 

>ricrc4253.seq 

AginGGTGAANTAGNAAGAGGTGGTGAATGTTAAGANGGCCCTTGACAnGAGATTGCGACGTACAGGAAGGTGGTGGAAGGCGAGGAGAGGAGGA 

TllCCTCCCTGAACCTGAGGGAAAGTAATGTGGATTGACTCCCTCTGGnGATAGCGACTCAAAAAGGACACTTCTGATTAAGA 

ACTTGTCAGCATGAGGATGAGGnGAATAAAAATTGGACAGAGTGAGTGCAGGAATATAnAGCAGC 

>ficrD4255.seq 

T®GACTGTGCCTGANmACGAGANGTGGCnCTACCCTTnAGANNAACNNGmAAGCCCTCCTCTAANTCTC^^^^ 
Air^AACCTACCTTCnGTATCAAAAACCCAATCAAmGGCAATGAAATAnAAATACNCNACTT^^ 
#fCAGAAATGTGCAAAATACTTCTACATGAAAAAGATAnCTnGCAAGTTTmAAA^ 
T5#rAGGGNTA™CATAAGGTAnCATAAAAnGGGGG™CTAAGAATAAAAATATGCTCACAnATAAAGnAA^^ 

>iSb4257.seq 

CfjI^CATTGAGTmGGAGTTGAnGAGATAATATGACTTAACTAGTm 
c|#VTTmAAATTAmCCATTCAGTGATGTTGGATGTATATCAATTAmAGT^ 

^ncro4259 seq 

CCTCTCmATATCACCTCTTATGANCAnGmCCACmAAAAGTAAACACTTAATAAATTT^ 
>ncrc4263.seq 

ACACTAGAAACATATGCAATGTTmAnACCTACnCTACTGGACATCACAGAATTCmGGGnCnTGTAAnTAATGM 
GAGGACmGTmATTCCAAATAAGGAATGAAmGCATnAAAATCTTAATGAATGTmCAAA^ 
ACATAGTAGTATGC™GGCmACTATGTAnAGCCTmGTTGGACTGTGTATGTATmACCATATGGGT^ 
GATGTTATAATAAAGTGGAATG 

>ncrc4264.seq 

ATCTACTGAGTACAATGTACACTAnCAGGTGATAGATACACTAAAAGACCAGACTTCACCACmGCAATATATCCATGTAACAAAACTGCAGTGTGCCCACA^^ 
ATGGTAAAGAGATGAAAGAAAGAATCAACACAAAAAGACAAAAATAmGGAGAGATAAGAGTAGCTATTCGAAGACATOGmCAAnGA^ 
AAAGATGAGAAGAATATAGCCAATTAGCCCACATACTACnAAGAAATATTGGAAATGTGATGGCATATATCACnGAAGGGAAGGAATGTAAATGGGAT^ 
TTGTGTGTGTGTATATCATATGTATATGATATATATATGNAAATGATATAmAGNTATTAAACATAAATAAAGmGGN^^^ 

>ncrc4265.seq 

ANCCTCATCTTACAGANGATGTAAACAGAAGCmGCAAGATGATGATACATGTCCACGATCAATCAGAGAGTAAGTGACAGAGGACGTGACCTGAGGGCTCCTCCTCGCCAAAGCT^ 
GTGGGTGATCAGGCGGCTATTGTGCTCAGTGTTmCTCAATGCTCTTGACCTGGnGCGACCCTGTCCGAAAGTGTCGAGAnATAGCTGTGCACCGCTGCACCCAGCCTAGGGGA 
AGTmATAATCAGTCnCTTGGCCnCAGAGGACTCTGCTGGTGGGTATAGCGAGCTAGTGGCnGTTCTCTGTnCCACTm 
AGAAAGAAAACCAGACGAAAGTAAACATTCTCATGATTTGATGCAGG 

>ncrc4267.seq 

AATTCGGCNNmATTGGCCGGGGANTGANTTTNANTACGTNAATTCGTGCACNTAATACTAATGTAACAGCAGATGANAATTGATAAAACCCAAAA^^ 

CCTATTnCTGTGGGmGCCTGGCCATGGnGGAGAGGGAATGGTGmGATGGTAAACACAGGGTGnTGGGGATCAAGGAGCCTAGAnCTCTCCCTGGATCTGTCACTM^ 

CTGCGTGAGCTGAACACGTCACmACCTCTGTGTGCCTCAGTmCCCATGCATGAAAAATAAAATAAAATAAAACGGGGATTCTAATGm^ 

GAGGTGGTAnGGAGTGGAAAGTGnAGTGnAGATGTmTTmGAGTCATGAGATAATCAATTnAAGGGAAAGTCAnGGAT^^^ 

CAGGGACATHAAGAGT 
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>ncrc4270.seq 

GMCnCCGGCTCTCACTGCTAGGGGCTTMGCGGAGGGAGTCGAGCCAGCGTCGCCGCGATGGTGnGnGGAGAGCGAGCAGnCCT^^ 

GTGCCGGACGTCGGGCAGCGTCTATATCACCTTGAAGAAGTATGACGGTCGAACCAAACCCATTCCAAAGAAAGGTACTG^ 

ACGAGCTACCGATGGGAAGAAGAAGATCAGCACTGTGGTGAGCTCX^AAGGAAGTGAATAAGmCAGATGGCTOTTCA^ 

GACAAAAAGMCAAAAGTAAGAAGAGCAAAGCAGCAGCAGCAGCAGCAGCAGCAGCACCTGCCGCAGGAGCAACAGCAGCM^ 

GT 

>ncrc4273,seq 

CGTGTCCCnCGTGGCCATCATGATOTCTACCGGGACCTCATCAGCCACGATGAGATGTTCTCCGACATCTACAAGATCCGGGAGATCGCGGACGGGTTGTGC^^ 
GGAAGATGGTCAGTAGGACAGAAGGTAACATTGATGACTCGCTCAnGGTGGAAATGCCTCCGCTGAAGGCCCCGAGGGCGAAGGTACCCGAAAGCACAGm 
ATrGTCATGAACCATCACCTGCAGGAAAGAAGmCACAAAAGAAGCCTACAAGAAGTAGATCAAAGATTACATGAAATCAATCAA^ 
TAAAAGCTmATGACAGGGGCTGCAGAACAAATCAAGCACATCCTTGCTAAmCAAAAACTACGAGTTCTTTAm 

>ncrc4275.seq 

CGTGGTAGGTGACGCCTGTAGTCGCAGCTACTAGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCTGCAGATGGAGAGGTTGCAGTGAGCCAAGATCACACCATTGCACTCCA 
TGGGTGACAGAGCGAGAGCCTATCTC 

>ncrc4281seq 

ACAGGAAGAAGAGACACAAATTCAGAGAAGATCCTlTGAGGGTGGACnCCTTCCACTGGGCAAAAGCTGTAAGTGAATCAGCACCAnCACGGGAAT^^ 
CCAAACCAAATGTCTCGATnGAATTGAAAAGGAATTCmCCGAACATCCTAAACTGCCTCTCTACCTCCTCCTTC 

>ncrc4282.seq 

TCGGCNNnTATGGCCCGGGGAAAGANTGCTTGAGGCGNAAGAGnCAAGACCAACCTGGCCAACACAGCGAGACCCTGTGTCAAmTTm 
GCAGGnAAnAAGAAACTGAGATGGnAGAGTGATTAAAAAAAAAAGACCAAATGAGCGTAAAAGAAATGCAAnTAAATGAAAAGACACAG 
TGGnCACTCTTGTAGGCCCAGCnGTCAGGATGCTGAAGTAGGAGGAmcnGAATGTAGAAGGnGAGACTGCAGTGAGCCATGATTGATTGCACCAGT^^ 
T<^AGAGTGAGACCCrnTr 

>frefc4283.seq 

y^gTGAGATAAAATGAATAAAGTGTCTAGACAATATCGTAGCATAGTAGGTATTCAATCCTGGTGAGATCCTGTTTATAAGGCCCACT^^ 
d&TATnAAAAAGCAACTAGCTCAAATCTGTCCCCAGAAGGAAAAACATATCnGTCCTTGGTGCTTAAAAAATTTCC 
r4<3TGTTGACTGGAATAAAATGGAATCGGGTGGTGGTGGAGGGAGATTGAGGAGGGATGAAGAGAGAAAATGACAGAGTGGAAAGGAT^^ 
dC4GGACATAAGCGTAATATGTGTG6GACAAGGAAACCCCTCTGAAACTCATAAAGTGGTATTGTAATAC 

i®c4284.seq 

/WITGAGACNGAGAAAGAACCCAAGAGAACTAAAGTOTGTCAGCTACCCAGACnAATGGGCCAGAGCCATGACCCTCACAGGTCnGTGnAGnG 
TGfCTAGCnCTGGAAAACAGGGCTGGTATTCCTACCCAGGAACCTCCTTTGAGCATAGAGTTAGCAACCATGC^^ 
ASCATGnGAmGGTCACTAAAAAGAAGAAAAGGACTAACAAGCnCACTmATGAACAACTAmTGAGAACATGCACA^ 
NpTTmAncmCnGATAGAAACCTGCnACAmAAGCAAGCnGTATOTGGCl^ 

>|^285.seq 

TllSAGANNGGGTTTTGCCGTGATGGGCAGGCTGGTCTCGAACTCCTGACCTCAGGTAATCCGCCCAGCTCAGCCTCCCAA^^ 
qHTATAGAGTATTCTTGACATCnGAGCTGTGCAGTA 

>ffec4286.seq 

y^GCTGTTTGTAGANGNCTCCTAAGANCNACNAGAGCAGGTTTTTNAAAGCTCNTGCTTGTTCACTCACTC^^ 

GAGAAACAGACGCAAGAAATGTGGTCAAnGGAATGGGCCACATACGTAGATCTCCAGATGTGATnCCCCTCTCnATmAAGGT^^^ 

TAAAAAATC 

>ncro4287.seq 

GATTCTGGGCACTAGTGCTAGTAGATAnACTACGGTCCTGAGGGAAATCAGAAATGATnAACCCCAGTGGAATAGATTAAnCTTA^ 
AAGTGTCTCAGTAGnAAGGAAGCTAACAGTCTOGATCTACTmAAAACGGATGGCCTTCTTAAGAATAAAGC^^ 
TGCTCTCCTACAGCAACATATG AGAAG AAAAAAGGCTTATCTAGAnCGAAAAnAACAGCAATTATAGTAATATATCGCGTCCnC 
CCTGTGCTAGTCAAGTTGnGGTTmCCnGAACAACmGGAAAAATGGGATnGACAGTACATAATC^ 

>ncrc4289.seq 

ATAGTAGGGAGAAAGAATOTAGTTAAGAGmGTGTAAGCAGTTGTGTTCTCAGGCCCAAATCTTA^ 
mCTCTTCAGAATTCATTTTGAAGTTTmCATAACCCATATATnAATCAmCAmAGGmnAATAGAAT^ 
AGGAGTCATTTTAGATGGGCAATGTAAAAmAAGTAAATGTGAATAATCAAAAGTTAGGCCAGGCCGGGTGCAGTGGCTGACGCGTG^ 
GTAGATCACTTrGAGGTCAGGAGTTCGAGACCAAGCTGGCCAAGAAGGCAAAACCTTnATATAmACTAAAAATATAAA™^ 

>ncrc4290.seq 

CnGAAAGCTCTGmGAGGGAAAGGTCTCTGGGCAAGGAAGTGGnATTTGGATTGCTTGGTTCGCTTnTCCACGTGGGACAnGTAATCATA^ 
AAAACTATOTGGCCTGAGCACAGGTGAAATCTAGCAGAGmAACTCTTCTGCCTCCATGTCTGTCACTOTAATTCAGGTTCTGCTGTTGGCn^ 
TTATGGTAGTTATTGGAnGATGGTTGAAAGTGAAGTTAGGGAAAGGGTTCCAATGTAnAAGCAATGGGCTGCTTCTCCGCAATCCTCCGTAAC^ 
AAAAGGnAGTGGGTmGGTTGGGATGAGTGGTCTGTATTGATGnGTTGCTGGTCTGGAGAGACATTGCTGnGGAn 

>ncrc4292.seq 

ATATCGTGmAnGAAnGGTGAACTTGGGAGGGTGAGGGAGAAGAATCGCTTGAAGCGAAGAGGCGGGGTTGCAGTGAGGGGAGATGATGCCAnGCTGTAGGGTGGG 
GTGAGATTCGATCT 

>ncrc4294.seq 

CTGTGGCGGCGGnGTGCTGGCTGGGTCCCGGGTGTGGAGTGTGGCATGATGGATGTTGTGGCAGAAGCAAATGGGACCmGCGTTAAAGGTmGAA^ 
TCGAAGAATGTGTTTTTCTGAGCGATGAGCATGTGGTGTGCGCTGGCGATGGTCTACATGGGGGGAAAGGGAAAGAGGGGTGCACAGATGGCC 
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GCGGTGGTGGAGACATCCACCAGGGCTTCCAGTCTCnCTCACCGAAGTGMCMGACTGGCACGCAGTACTTGC™GGATGGC^^ 
TCCTCTCATCTmAGAGATTCCTGCCAAAAAnCTACCAAGCAGAGATGGAGGAGCTTGACTmAT^^ 

>ncro4295.seq 

CAGCGGAAGTACAGCTGTGATAGATCAAGCAGCATTCACAAGCTAGAAGACCTTGTOAGGAATCAATGGAAGAGAAAGM 
GGG 

>ncrc4296.seq 

ATACTnGATATGATCCATGTAGAAGTAGCTTCAAGAAmCTTGTAGTCATAAATGTnAATAATATATGATC^ 
CTGATCnAGAAAATGTAGACATGGTTAACTGGGAAATAAAATATAGAGTGGCACTTCAAG 

>ncrc4297.seq 

TGTGGTGGCTCACGCCCTATAATCCCAACACTTCAGGAGGCCGAGGTGGGCGGATCTGAGTCCAGGAGmGAGACCAGCCTGGGCAACATAGCAAGACCACATC^ 
TAAAAAGGACCAGGCACGGTGGCTCACGCCTGTAATCCCAACACmGGGAGGCCGAGGCGGGCAGATGAGTTGAGGTCAGGAGnCGAGACCAGCCTGGCCAA 
CGGTTCTCTACTACAAATACAAAAACnANCTGGGCATGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGAGAGGCTGAGGCAGGAGAATGGCATGAA 
CAGTGAGCCCGAGATTGCGCCACTTGGNCTTCCATCCTGGGCAACGGAGCAAGACTCCATCTCC 

>ncrc4298.seq 

ATAGANTAAAATCCTGGAACAAAATTAACAAGCTGTTCTCTCNTCCTAGTCCAATCTCCTCAGGACAGnTGTTTTTCTC^^ 

CATCAACTAAATCCAAAATAGTATATAGGTGAAGTAACATTGTCTATCTCACAATCTTAnGTAAGAATGAAA™ 

TACCCTGTGCCAGTTGTTmGnCAmATTnGATACTCATAACACTTCACAAGGGAGT^^ 

>ncrc4299.seq 

GnCTTCCTAATOnCTCCCAGATCCCACACTGCAGCmATCmAGGCmTGAAAGGTAACCCGTGGnACCGGCTCTCCAAGTGAnCTGn 

TGCAGAAGTAACTGACAGCTGACACCATATGAGAACCmGTATAAAATATTGGCATGTAAACAGCACAGACACCGTAACACACTC^ 

CAnATGTGACTGTTCATATAACCCTTTmCTACGGCAGCAnAAAATTGTCTTTnGGTAT 

>ricrc4300.seq 

A^TGGAAAAAAGGAATCTAAAAGnAnGGCCTTAAAGAGGAGGTAGAGAAAGATATAGGGGTAGAACAmAnCAAAGAGATAATAACAG^^ 
GCiATGTCCAAGTACAAGAAGAnATAGAACACCAAGCAGAmAACCCAAAGAAGACCACCTCAAGGAAnTAATAA^^ 

(Mgcgn 

SfTS 

^<npFo4302.S6q 

XglCGAGTGATnGGGTmATmGTAmGCAGGGmGTGAnAATAAnM^^ 
(iMjCCTmGGTACACCTAGAGGTTGATnCCTmTCATCGATGGTACTAmCnAGTGTm 
Q^JGAAGCGCTCTCGTCTGACATnGmGGAATCGTGCGACTGCTGGTCTGCGCCAGATGTACCGTCCmCCAATACGA^ 
TTCCCACCTAAAAATGTCTGAATGGTTACACAAATAAATTTTATAACACGCTTAT 

>pc4303.seq 

Ql/SGTAACCNCGnCTCCTGATNAATATCACTCTCCTACmCAGGACTCAACATACTAGTCACAGCCCTATACTCCCTCTACATAm 
y^^TTAACAACATAAAACCCTCAnCACACGAGAAAACACCCTCATGnCATACACCTATCCCCCAnCTCCTCCTATCC^^^ 

:4pc4304.seq 

yid^AACGCAAAGCTGAGAACATGGACGTTAATATCGCCCCACTCCGCGCCTGGGACGAmCnCCCGGGnCCGATCG 
A|^CCGCGTAGTGAGCAACCTGCTCTAnAGCAGACCAACTACCTGGTGGTGGGTGCGATGATGAmCCATTGTGGGGm^ 
dsrGGTGCTGGTGnCACAGGGmGTGTGGGCAGCCCACAATAAAGACGTCCTTCGCCGGATGAAGAAGCGCTACCCCAC 
TTCCnATCTCCATGTnGGGAGGAGTCATGGTCmGNGGmGGCA™CTmCCmGCTGNTGATGmATC^^ 

^ncrc4305 seq 

ATCTAAGGCTATTmGAGGTAGGTTTAATAGTAAACnAACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGA^ 
CCACTGCATTCCAGCAGGGGCGACAGAGCCAGACTCCGTCTCCAAAAAACAAACAAACAACC 

>ncrc4306.seq 

GAGACACCACCGGAAGCAAGGAAGGTGCTGTGTAATCATTAAGGAGGGGAGGCTmGGAGCTGCTAAAATGCCGGATTACCTCGGTGCCGATCAG^^ 
GAAGGACGACAAGGCCATCCGAGCTCTGGATGGGGGGGATAnGCCnGnGAAAACTTATGGTCAGAGCACmCTCTAGGCAGATCAAGCAAGnGAAGATGACAnCAGCA^ 
CTCAAGAAAATTAATGAGCTCACTGGTATTAAAGAATGTGAGACTGGCCTGGCCCCACCAGCACTCTGGGAmGGCTGCAGATAAGCAGACACTCCAGAGTGAACAGCC^^ 
TTGGCAGGTGTAGAAAGATAATGAATGCTGAnCGGAGGACCCAAAATACAnATGAACGTAAAGCAGnTGCCAAGTnGTGGGTGGACCTOGTGATCAGGT 

>ncrc4307.seq 

ATTTCAmcnGTAAnATGTTGGTACTnCCACAAATCTATAAAGAAGGATAAAnGTACCATCAnTOTTATAATCCTCAAGAGAAA^ 
ACACATTATGTATGTOGTOCATnCTATCAGTACnTTATTAATAnTGTGAAAGAAGACAGGnAATAGTAGnAGCnAAGTAGm 
TCTCAAAAAATAA™G™GGCCAGGCACAATGGCTCACACCTGTAATGCCAGCCCmGGGAGGCCCGAATGGGGAGATCACTTGAGGTCAGGAGm 
CATGGTGAGACCGTGTCTGTACTAAAACGAT 

>ncrc4308.seq 

AATATTAAATATCnATGnACACTGGGAGTAAnTGAGGTGCAATTATlTnATTACTACmGAATAGAGGACCATTATCCT^ 
AGTAAGTATATATCAGTGAGAGTAGGCTTGTTnACAACTAmCTAGCCAGTGAGTTGTGTTnCATGTCTCATCAAAAGACAATAGCACATTGCAT^^ 
TTCAmCAGTTGTAACATAGGAAAATAGATAmCCTAGATGATnCTGAGTTTCnACTGCAAAGAACAGTTATAAATTGGTATACAnGTGTC 
ATTCCTGGTGGTACATATmAAGAATCAnCTATCTTAATGnGGCGTTGAGGGGAAGAmACGACGTTTGGCCAGTGT^^ 

>ncrc4309.seq 

AGCCGAGTGACACCATTGAGAATGTGAAGGCAAAGATCCAAGACAAGGAAGGCATCGCTCCTGACCAGCAGAGGTTGATCTnGCTGGGAAACAGCTGGAAGATGGACGC 

GTGAGTAGAACATCGAGAAAGAGTCGAGGGTGGAGGTGGTGGTCCGTCmGAGGTGGGATGCAGATGTTCGTGAAGACGGTGAGTGGTAAGACGATGAGTGTGGAAGTGGAGC^ 

GTGAGAGCAnGAGAATGTCAAGGGAAAGATCGAAGAGAAGGAAGGGATCCCTGCTGACCAGCAGAGGnGATCmGCTGGGAAAGAGNTGGAAGATGGAG 
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ACMCATCCAGAMGAGTCCCCTTGGNNCCCnGGTGCTNCGTCTCAGAGGGGGGGATGCMNATCTTCGNGMGACCNTGACTGG 
TGGCA 



>ncrc4312.seq 

ACAGACAACnGAGACAGTTTTTnAATCTmAATNAGTGTAGCTATGTGCTGCT^ 
TAAAnGAATAnCCACGGmGGGACAGCATCCGGAAGnTTCCCTATGACmATATmGTAnATGTCAAA^ 
GGGCATAAAATTCTAACCAAACCCCAGACATAGGGAGTCAmGGAGAAAGCCTGTATGTGGTGTmAACCTAA^ 
GGGTCAAGTGTAGTGCATCTTTTG 



>ncrc4313.seq 

GAnGCTGTGGGAGGGGTTTTCAGGCTGCTAGAAAATACTTTGTGCAGGATAGAGATCTGAGGATCAAACAGAACTCTTGATGCTGA^ 
TTAAAATGTCAAGTTACATACTmAimAACAGGAAAGACTAATATCTCnGTAnTGGACTmA^ 
CAAAGAATATCATTAAACAGGTAAmTGCATTnTAmGACATATmGGTCTGGAACCmGTGAAGmATm 
AGCTCAmATGTAAAAACTGAAAAnTAGAAAAATGAAAGTAAAACATAGCCnACCAGCCAAAAGAmTTGCTATAGG^^^ 



>ncrc4315.seq 

GCTGCAAGGATGCCTnACAGGTGCACAAGAACGCTAGAGTGGCCCATGCAnGCTGTGnCTCTTCTAAAACAAGCTACTAACAAGAGAGAGAACAC^^ 
CATAAGTCATAmAACAnGGAATAACTAAGCAmTATACAAAGATTmcmGACCCAGTnGCAmGTACATmAT^^ 
AAATACTAGTGTGAAAAACAGATAGGATGCCTmCCAGTGGTAGGAGCATCTGTAAGTGCAmAAATCAnAGAAGCTm 
TmCTAAAGAnATTAGGTTAAAAATACTAAAAAGAGnCCTTAGAGTAATCAmCAACCAAATGAAmCA^ 

>ncrc4316.seq 

AnAnGGAGTGGmATCAmCTGAAACTAATCGTGTCAGAAnGACmGAAAAGCATTGCTTnTACAGAA^ 
ATAATnAAAAGGGCTTCGCTCATATATAGGAAAATCGCATATGGTCCTAGTATTAAATTC™TTGC™CTGAT^ 
TATAAATAAGAGAAGAAAAAAGAATAAAGTAGAnGAGTCTCCAATmATGTAAGCTTCAGAAGAACTGGTnG™ 
TpACAGTCTTCGAACCAATGTGTTTGTTCGAmCAACCAGAGACTATAGCATGTGCnGCATCTACCnGCATG^^ 

>fra4317.seq 

ASAGGAGTTGAGAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGATTmAGGTCTTTCGTGGTCAGTAAATTCCGGGAAATTm 
GMGGCCAGCTGAATGGTGAAACAAATACAGCCAnGAAGGAAACCAGGCGGGTGATGCAGCTTGCCTGTGCCAGGAGT^^^ 
AiaTTCTGGGGTCnAGATACAGAACTAGGATATAAGCCAGACTTGAAAGAGGGCTCCAGAAAAAGTAGATGCGTATCTGTA 
Q||AGAAGCATAAAAAGCACAAAAAC 

>n%fe4318.seq 

QllTAACTCTAATnCTATCAGGTGTCATAGATTmAAAAnAGTAmCA^^^ 
(^^ATTTGGG 

>f1crc4320.seq 

QltBTATAGTAGACTTTGGGAAAAGCGATTTTTmNTGTAnCAnCT 
CSATCATAGATTTGTTTTmAGTGnGCCCnGCTGCGTAATAAAGGCTC^^ 
dCtAACCTTGTACAATCnGCAACAGAGGCGAGCCACGTAAGATATATATCTGGACTCTCn^ 
A®3GTATnCAGATCTGTTnCTGAAATCTmAAGCTAAAATCACATGCAAGAATTGACm 

>l^323.seq 

dWtnGAGCTGTTCmATmGAGTGTGATTrATnGGAGTGGAGGCAnGT^ 
>ncrc4327.seq 

CTNNAAACCCAGGCNGAAGCCGACCCAGGCCTGCTGCCTGCATCTGCATTCCCTCCTTCCAGTGTTCC™^WVCAGAGAmAGGTATCTCAG 
TGTATGCAmCCTTTmGTCmACTATGCACmAGCTTATAAAGCCAAnAAAAACGATGAnGAG^ 

>ncrc4329.seq 

CAATNAGATTTNTGGmCCCAnGTTTCCAATGAGnCTAATAAATGGGATTTACTATAATAATC 
ATGAACATGAGTAAATAAATCTGnrCCTGAATGG 



>ncrc4333.seq 

AGGGAATAAATCTAACATGCTGGCTmAGAATTNCTTCTOTTmCTTTCAACTTTAnGCCATGTAACATCm 
ATCCATATCnGTmCTCTATCCATAGTAGCAnNTAAAACAACAGAAGGGAACTnAAnACAGTAGGTTGGGAGCCAimr^ 
TTTAATATTAGGACmGmGAATATCACATCAACAAGGnGCTCAATAGAAATATTATGGAATCATTmCTG^ 
CTGATCATTmGCTACmCACCACTAGCATCCTGGTGCTAACCACCATCATTTAnGCCCAGGmTTGAAATGGCCAGCAAACAGG 

>ncrc4335.seq 

CATGnCGTCANTAATCNGGAAGCACCAGTGTnGTGAANTACnCACCTAACCTGTACmAAAAGCCATTCNTnGAAAAGAAAA^ 
TCTGnGACTAGTCAATGCTTAAGATCTAAGCCAGCTTT 



>ncrc4336.seq 

ANTGANGACGTCAGGGAAACGGGGTTGAGGGTGGTCTCGGTGCAGAAGAGAAGGGTGTCAGGGAAACGGGGGGTGAGGGTGGTCTTGGTGCCAGACGTAGGGAATGGTGTO 
AGTGGCCCGAGTGCCTGGCACAGnGTCTGGnCATTCATGTAACATGATAATTmAAATCATTAAAAAAATTACCrrTCCA 

>ncrc4343.seq 

TATANTGAnCAGAGGTAnAGAAGTCAAACTnCTAGAAAGTAGATAGTCCAAAGGTTnCACACTGCTGATAAAGACACACCCAAGAnGAGTAAm 

GGACTCACAGmCACATGGCTGGGGAGGCCTGACAATCATGGCAGAAGGCAAGGAAAGAAGAAAGTCACATCTTACAGGGTGGCAGGCAAAGAGAGAATGAGAAGCAAG 

GGGmCCCCnATAAAACCGTCAGATCTCATGAGACnATCCATCCCCATGAGAACAGTATGGAGGAAACCACCCCCCATGAnCAAGTGTCTCCCACTGGGTCCCTCGCACAA 

GGGAAmTGGGAGCTACAATnAAGATGAGmTGGATGGGAACAGAGGCAACCATATCAGACGGACGTGGGGTGAGGTTGGGAGGTGAGAAATNTAAGNGGGAT^ 

GGnCCATATTTTACCATAAGCATGC 
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>ncro4344.seq 

ACGAGANTAMTTGATTTmACnGGCmGTTmAMGGnGATGTAmAnmMG^ 1 11 H I TTGTTT 

AATOACnGAGGTOGTCnCTTGTAAAAACCCTGGTTAACTTATTmATGGTGCmGGATT^ 

AGAAAGTCTGTGTGGGGGAAAGCCAAGTGGAATAGCTGAACTCCAGAGGGAGCCmGnGGTGAATGAATCACTAAATGnGA^ 

GCGAATCnATAACAAAGGAGAGATATCCAGTGGTAGGAAAAGACAACGCAGAAGCCATAAGCGGTCACAGTGnGAAGCAGA 

GCCT 

>ncrc4345.seq 

GACnGnGTCACCNTGTGACCTCANTAGAGTTGmAANCTAAANTTCNAAACnAAGGAAAGAAmCAAATTCCnTCTCTAA^ 

AATGACATAAGGGAATCTACTAmTCCCAATTCAGmcmACTCTCTCTCTGTGTATATTTACACAAGAAGA 

TTCCTCAAGAAAATTTGGCACCCTAAATGGTGCCAAAAGAGACATGTAAATTmATATnATAAT^^ 

AAGTAGACTCAmGATGTGCCTCAGATnGGAAATGGGGnAAGAGAGGGmGGAAAGGATGAAAGAATAnAACTAGAAATCA^ 
TAACAATTTAGGGAG 

>ncrc4346.seq 

GANCNACGCTTmNATTCTGTCCCGCTGGGTGTnTCCTCnGATCGGGAACTCCTGCnCTCCTTGCCTCGAAATGGACCCGAACTGGTCC^^ 

TGCCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCCGCTGCTCCTGCTGCCCTGTGGGCTGTGGCAAGTGTGCCCAGGGCTGCATCTGC^ 

CAGACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTGTCAGATGTAAATAGAGCAACCTATAT^^ 

>ncrc4347.seq 

CnCCTCAGGACTAnAACCCCTGCAAAGTnCTATAGGGAACTGCCTAGTGTAACAATGAAACCAGAnTCTCACTTGCTCnCATACnCTATm 

ATGGTOTCTGAAAGTAGTGGnAAACCTGATTrCTAAAAAnATCCCATmCTGATGATnGAAGGGGAGAAAAGCCAGTGTATGTM 

ACGCCTGTAAnCCATCATmGGGAGGCCACAGTGGGCAGAnGCnGAGCCCAGGAGnGAAGAACGTGGCGAAACCCCGTATCTATTATTTAAAAA^ 

>ncrc4349.seq 

dl^AACAAAATGTAAACCGACGCCGGAAAGCAAATGGTATCGAATACCmCTTGCCCATAAGGGTmTACAAAGAACGTG^ 

(pGTCCTGGATAAAAGGAATAAGGAGAATCGTGmGTAACGAGTTACAGGATTGTnCmCCTGGATmAAACT^ 

^GTGAAATAAAGTCAGATGGGAAAGCGG 

>lM>1352.seq 

CiijGGCNNTTTATTGGCCGGGGAAGANNCGGANGAGGAGGGGGAAGAAGAAGGAGATGAGGAAAATGATCCAGACTATGACCCAAAG^ 

GCAGTGAAGCAGGATGTATGTGGCCnGAGGATAACCTGCACTGGTCTACCnCTGCTTCCCTGGAAAGGATGAATn^ 

TJgCTTGTTTnGTTmGCAGCTAAAATAAAAATnCAAATACAAT^ 

>fi5|c4353.seq 

C®GAANANTAAAGAAGANNCTGCAGAATNGCTAAACTmGGCNAAGAGAATGAAGGAGGCTAAGGAGAAGCGCCAGGAACAAATTGCG^ 
qOTCTACnCTAAGTCTGAATCCAGTCAGAAATAAGATTTm 

>l^fc4355.seq 

ClflGTGnGTCTTITCTGTGTnGGTCGATNnAANAACTGGCAAAATTm 

Ai^AmGGTAGAGAGAATCCATGTACCmGCTAAGGnAGAATGAATAAmATTGTATT^ 

A^CAGmGGAAAACAAGACCTAAAAAGGGAAGGGGATGGGGATTGTGGGGAGAGAGTGGGCCGAGGTGCCm 

Q^CTATTGAAnGGTAAAGTAATACCAATGGCTTmATCATrrCCncnCCCTnAAGm^ 

TJSCTGGGGnCCA 

>ncrc4356.seq 

ANGGATGGTGGTmNAGmAGCTACGGCAATCCTGAACTTCCTGAAGATGTCCTTGATGTGCAGCTGGCAnCCTTCGACn^^ 

CTGCAAAAATAGCAnGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAATGAAGGTGAATTCAA^^ 

ACAGTTCTGGAGGATGGnGCACGAAACACACTGGGGAATGGAGCAAAACAGTCTnGAATATCGAAGACGCAAGGCTGTGAGACTAGCTAnGTAGATA^ 

GGTGGTCCTGATCAAGAATnGGGTGTGGGGACCGnGGCCCCTGmGCTTmATAAACCAAACTCTATCTGAAATCG^^ 

CTAATCnGTCAACCAG 

>ncrt!4357.seq 

CATGTAGCCTAAGTTGTGGAGAAAATAATTGCATCCTATAAACTGCCTGCAGACGmGCAGGCTCTTCAAAATAACTCCATGGTGCACAGGAGCACCTGCA^ 
ATTTTACTGnGTGGATAnACAAAAAATAAGTTGGAACnCATAACnCTTTGACAAAGTAAATTACnTmGAT^^ 1 1 i I I II l A ATAAACTGCATC 

GAGATCCAACCGACTGAAnGTT 

>ncrc4362.seq 

AATGGAACAANGnANATGGGCAAGACNAACTCTGGCCTGGGAGTGCCAGGnCTCCTGTGNGGGCACTTTCCTGGCATATGCTAAATGATGGNAA^ 

GTGGNCCTCACCTCACTCGACnCTGCTCmCTGTTCACTCTGGGCnCTGNGCTTTCATTAATATAGTTCmAGnnCCACTGGTCTGTATCCCATO^ 

TGCTGCTGCTCACTGAGAAGCCTCATCAGGAGGCCTGTCCTGGAGATGAGCnGGCACAGGTCACTTGCACATAGGGTCTCGGAGCAGTCCGTCTTCAAGGTCCAGATAACATGAGA 

AATGAAGCnGTCAGATGGTTGTTGGGGATGACGGACTGTAGnGATGGGTOGCGGGAAnTCAAACTGATCACCTGGGGATGAGAGGAATGGGTAACTGAAGCT^ 

GGGACAGGTCAGTGCCCACGTTGnGT 

>ncrc4366.seq 

TGGGTGTGAnCmTGTAGGAGAAAAAAGAGGAACATAAATGCAGAACACAAmTGCAAAAmGGAGCCTTTAAAATGAAATATGATAn^ 

AGmmATACnGmAnCATCACTGAAAACAAAACATATGGAAAAGGCAAnmCTCCCAGCCAACCCCTTnCCTCGGATAT^ 

AATAGAmCTAmATnGTGGGCTACCATTATATCAGTAGGAmCTCTAGAACCmCGATCACnCACCTGAGTmCTTTA 

>ncrc4367.seq 

GCAGANNCGAGTCTGAGGCGGAGGGAGTAATGGCAGGACAAGCGmAGAAAGTTTCTrOCACTCmGACCGAGTATTTGGTTGAAAGGAGTGCTGCTGAM 
GGGAmTGCnCGAGAAAAATCTCAAGGAAAAGTAnGCAAGCAAGAGTAGTCGCTGnGGATCGGGnCTAAAGGAAAGGGTGGAGAGAnCAACCAG™ 
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AMTGGCATCMCATGATGCTGCCCATTCCACTGMGTTCTGAMTCTTTCGTCATGTAMTMmCCATAmCTC^ «««iv^umin, 
>ncrc4368.seq 

f^I^^^^'^^T^CCTCTGCCCGmGATGCTGATGGTCAnATTTCATAGACAGGGATGGTCTCCTCTTCAGGC^^^ 
AGGGmCGAGAAAATCAACTTCnGCAGAAGAAGCAGAAnCTTTCAGCTCAAGGGACTGGCAGAGGAAGTGAAATCC^ 

>nctc4371.seq 

MCAAAAAGCCAACAGGGCAGGGGTmGTAAGTGGAACTCTGGAnGACTGGTCAGTTGCTACAATCAGAATATGCTTTCTOGACCATGmGAGACTC^^ 
GGGAGGGGCGAGTATAAAGTTTTCCTGTTTTTTTAACTGTTCCCTTTGCCCTTCAAACTGCAGAT A I 1 1 1 1 1 1 1 1 1 l A AGNGGGGACTTCTCCCTACTTGAnAAAGAnGAG 
>ncro4373.seq 

aSt^^^^ ™^ 

>ncro4374.seq 

™7^5?^^°'^^^'^^^'^'^^^^'^^'^^'^'^^^'^'^^c™tgcaggatgagaatggggacaggt^ 
^™gca^^^^^ 

f;:rG^;^JCATCTCTTGG^^ 
^?Rsrc4376.seq 

^ACnAMIMMGATGOGTAnAAACnSTCACWTncmOTOTTCAM 

>^ff(|-c4377.seq 

MGGAGMCCTGAGAMGGATAGCAGAGATTGAMnGTCAMGMGMmMTGAGCATTTAGMGn^^ 



Wc4380.seq 




^ii^^T-" . V^^. vJ^^ur^v^^u M ow/ 1 ^3 1 ouuftuo I u I (^Mi^u/v\bMUl^UAl3 1 1 yyCiAAACiAeCGTCATAnGCCAACAGGTTGGGTTTCTGTGGCCTACACrTfiAm 

T^CCAACAAAGGC^TTGGACTTGTGTGAATGTCAGGGTTTTNTTAGTAAGTAATTmAAAArrTAAATGGT^ 

>ib5c4381.seq 

^A^i^?IIF^^™'^^^^'^^^^^^"'"®^AAGGTATGCTTCAAAAATmGTAA^^ 
G'Tt(^GCTTGAATGTCTCnAGAGGGTGGGCTmGnGATGAGGGAGGGGAAACTTTTTTTTmCTATANACTn^ 

>ncrc4383.seq 

TGAGATAAGCCnCCCCTCAAGCTGTTCCTATATATACATGCACACACAAAATAAGCCAGACAGATGGCAAmGATCTTC^^ 'U\iTbOA 
>ncFo4384^ 

S^^c^SgSS^SS^^^ 

AT^CMGGGGAnCAAACTTCAACAGAATGTGGCAACCAGGTTTGTO^^ 



>ncrti4387^eq 



>ncro4389^eq 



AGmAGTCCTGCAGAGATAGAGAACATCAAAGAGCTATGCAAGCAGCAGAAGAGAAAGGACACCAGCCCAGACTTAGAG^^ 

>ncrc4390.seq 
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TnMGTACAMGTGTTMCTACTGTGTGGAGAMCMGTACTCTCTATGmCTGGTGGnGACTAMGGTAT^^ 
GAGTGCAGTCGTGCAATCACAGCTCACAGCAGCCTCA^^^ 



>ncrc4394.seq 



MCTACTGACMCGMGGCCGCGCCTGCCmCCCATCTGTCTATCTATCTGGCTGGCAGGGMGGAMC3MCnGC^^^ ii^mv.m.v./w^i, 
>ncn;4395.5eq 

>ncrc4397.seq 

GGGGCCCAGGCCTATGCCTCCACCGCCAAGTGCCTGAACATCTGGGCCCTGATTCTGGGCATCCTC^^^ 

>nCTc4398.seq 

^?jJ^5^^Pi^f'p!?'2A^'2AGGGACTCAGAmATTTACTCTTGCTGG 
^^,^I?Jf,S^A^^^^^^^ 

AATGTATACAnACATCTGAGTATmAmTATTTTAATTmCAAAACAATCCTTTAAGGTCAACAnGTCATCCn^ 
>pc4399.seq 

C^GAAAGTGGCTGAGGTCAGCAGCCGCTTTGAGGATGTTCGAACCnTCTGCGGGCTGTGAnCAARnTARarTTnAARi™^^^^ 




XXZ:^^^^ ' ^^^^^^^^ i ^ ' ' A^bUU^UAAGCiU l UAGCTTTCAGGCCTGCAGCTTCAGCCATGTCTCTACAAGCGCAGGTGACCTCTGGATCTTCCTTGAAAGQ 
A^CAGATCTCAAACTCCAGGCTCAGAACTGTGAAGACTGmCCAGCCTGGCTGTGAGCCAAGACCTGGnCCTGGTG^^^ 

>f«ic4401.seq 

A|jAGGATGCCTTTTACCTGAAGTCACAGTGAGAATGGTTAGGTAGCATAGGGAAGATTCTGAAAGCGCTGTCrrGAAA^^^ 

>iiyM402.seq 

>iiiSp4404.seq 

G^T??ssScTs;sss?s^ 

>ncrc4408.seq 
>ncre4410.seq 

^^^^I^^:!?^^ISI^II°^^^'^^QTGTCCCmAATGmCATATGAA^ 
^I^ni^IGIGI^AnAAATGTGACTAAGCAGGATTACTGAAAA™^^^ 

SSffSG?}JSiSSTC'''''^'*'^'^°'^^^^^ 

>ncrc4411.seq 



>ncrD4413.seq 

?f^o^J?I2S?;!^J?-^°'^'^°^^'^*^^™^^*^°™^'5^TTGTTAAT^ 
^^Tn™o^?^?;?^^'^°^^^C^'^™CCAACCmAGCCAAGAAGACTGATAre 

TCCTGTTGAATCnGCACATAmGAATGTGTAAAGCNmGTATACATTGATCAAGnCGGGGGAATAAAAGACAGACCACACCTAAAACT^^^ 
>ncrc4415.seq 

AGAGCTTGTGAGGCAGGCmCCAAGTAACCCAAGGGACATGAACAAAGCAAnCTATOTTT^ 
>ncrc4416.seq 
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AnCGATATTTGTGAAMTGCAGTGCTCTGCAnAnTCTGTGMGAMGMTGAMGAnCCTTATCCAGCTA^^ 
TnCTGCCAGGATACATGCAGTGACTAAATATATCnCTAAGATAGACAAGACTTAACAGATCGm 

>ncrc4418.seq 

GCTGGCNAGATGGTGAAACCCCATCTCTACTAAAAATACAAAAATOGCCAGATGCAGTGGTGTGCACCT^ 
GGGCAGCAGGAGTTGCAGTGAGCCGAGGTCGTGCCAGTGCACTCCAGCCTGGGTAATAGAGTGAGACTTCATCTC 

>ncrc4419.seq 

GNNGCGCGAGCAGNCAGGTGnGGAGCAGCTCACAGGGCAGACCCCTGTGTmCCAAAGCTAGATACACTGTNAGATCCm 
GCACAGTTCGAGGGGCCAAGGCAGAAGAAATCnGGAGAAGGGTCTAAAGGTGCGGGAGTATGAGTTAAGAAAAAACAACTTCTCAGATACT 
AAGAGATCGATCTGGGTATCAAATATGACCCAAGCAnGGTATCTACGGCCTGGACnCTATGTGGTGCTGGGTAGGCCAGGmCAGW^ 
GCAnGGGGCGAAACACAGAATCAGCAAAGAGGAGGCGATGCGCTGGnCGAGGAGAAGTATGATGGGGATCATCCnCCTGGCAAATAAAn 

>ncrc4420.seq 

GTTGTCTAAGTmCTAACTAATTCNCnAAnCCCTCnTGTGGnCTGTCCACAACCAGTCmGGAmGTGGGGTTAGGCCCAGG^ 

ATTCAAnTACTCACAATGCCCTCTAAACACGTTATGGTGAAAAACTAATTATACAATCATAAGAAGTGAATTnGAAA^ 

CTAGACATC™TnGTA™CG™GnAACCnAAAAGGACCCAmAATGAAAACTCCCTmACTAAGCCnAGGCAAC™c™C 

CAAAGGCAATGATGTTGAGGGAGAAAAAAGAGGACTAAGAGnATGTGGGTGAAGGTGTAGTnGGGnAAGAACATAAGAGGTTNANGGGGAC^ 
CCTAGAT 

>ncrc4424.seq 

CNCGGGGCCGGGGACNGTGnCACTGCCCTGGAGTNCCTCCCCGACNCTGGANCNACCNTACCCGAGAGNTACCCCAACTCANGGCCTNCTCACTCAANTCCCCCTGCCTTTCCCG 

AGNGAGACCCAACTCTCTGGAATGGTAAGCCCAGTAGACTGGAGCTGACTACTmGCGCAATGGGACNnAGTTGCATTCCGAGGTCATTATTTCTGGATG 

CCACCATCTCCAGCTCGCAGAAnACTGAAGmGGGGTATTCCTTCGCCCATTGATACTGTTmACTAGGTGCAACTGTGAAGGAA^ 

CGTmACCAATGATATAAAAGATGCAGGGTACCCCAAACCAATmCAAAGGAmNGGAGGACTAACTGGACAAATAGTGGCAGCGCT^^ 
QAATCTGTGTAI 1 1 II ICAAGANAAG 

>f|gc4425.seq 

A^TCTGTATTGGTGCTAGTCAGAAAATTCCTAGCTCACATAGCCCAAAAGGGTGCGAGGGAGAGGTGGATOCCAGT^^ 
MTArrTTAAATAAAAGCAAAACnTTATrTAAT 

5f|fc4428.seq 

GleGGGGGANGGAGNGAGnGAGAGTANCGGAGCCGGANCGCCNTGGCGACCNAACNTCGAGCNAGANTTnAGGTCTmCGTGGTC^^^ 
CTJTCNAGTGGAAGGAAATGAAAGGCCAGCTGAAATGGTGAACCAAATACNCCCCNTTGAAGGAANCCAGGCGGGTGATGCA 
A^4GTGCAGAAGANAGNAGGAAAGTACTmCTGGGGTCmGATACCAGAACTACGAATATAAGCCCAGACTTGAAAAGAGGGCTCCAGAAAA^ 
y|§|TCCTACTGATGAAAnGCCACTTAAAAAGTCAAAAGAAAGCATAAAAAAGCAC 

>Ticrc4429.seq 

AflrGTANAATATAAATATCTTTmACATTATATATAATGGATATATGGTrGCTNTAT^ 

A^TTmTTCTGTGAAATCmTTGTACCAAGAGGAATAAGTATATATGCCCACAAAAAGACTGGGT^^^ 

qitGAATCTCAGAAATACTGTTCATAGCAGGAGAAGCCAGGCACAGATGAGTATGTATAAGTGTnATGATO 

>ilgc4431.seq 

ig^NNAGTGGGTACCTCACCATGCAGmCAAGCTCTCAGAAmGAACTCTGGAGGAATCAGTTAn^ 
WATAGGCATGTTTTTCTCAAAGTATATTCTATAGACCATCAGCCC 
T^nCTTGMCACTCACCTTGCACACAGTCATAGTAGGATCTGGGAAGNCCCAT^^^ 
TGTATGACATTTTmGCAAAATGGTAACATAGATCAATGGAGCAnATCnGCTAGAATC^^^ 

>ncro4436.seq 

AAAGANGGANGAmGAAAAAACTTTCTCmGCNCTTTCTTCnCnCTTTmA^ 

AGAAAAAGAAAGGAnGATCAGAGCATTGTGCAATACAGmCATTAACnCCTTTCCCCCGCTCCCCCAAAAAmGAAmT^^ 
AACCTTTGTAAGAAAACC 

>ncro4437.seq 

ACTCCCGGCCCCNNCGGGCCGGGNCACGCCGCCCNNCCCCCCTCNNTNNTCCTGGTAACNNNGANGACGCCCCACNCNNTCTCTGGGGAANNNCCTGTGAAACCCTTCTN^^ 

CNCTmCTAAGGCTGACACTGAACTGACTGAAGACr^TACCCCTCTTCACTGCCCTO 

TACCCATTGCCCANTCACAAATAAANTACTTCTGTTmGTCTmGnTCnTGTTATCTGTACATTO^ 

AAAATGTGAAAGGCAAAAGATAGTCAAGATACTCTnATAAAGGAGCAATGGGTAANGAAGACnGCGCTACAGA^^ 

GATAGACAAGTAGGCAAAT 

>ncro4439.seq 

ACTAAAGCACAGATCCNTAAGCACTAAAAACCNAATTGTCTGTCCTTCAAACTTCNAACTGCAGTTCTTmGCCTGGTAAG 

ACTACTnGGGAAGTGTTCmGGAAGTAAGGTTmTCTCCnTAGTCnATGCTTCCAGTTTTGTCTCAGATTCACAATCCATTAAA^ 

GACTmGTOGAGGAGGTATTTGGAATGAACCAACAmCAGATmCCAAAATGTAAGTOGGAAGTCTCCAnGTCTCTGCAn 

GTGTCAnACAGTGAGAATCTCAmAAAAGCATACCAGTGAAATTAATAGCAGTGCTOTCAAAGAACACTGAAATCTGTGAGAATG 
AAGTTC 

>ncro4440.seq 

CGCNGGGAACCNCCGGCCCCCTCCGGGCCGGGCCCACNTCCCCCCNNTGCCGCGTCNNCGCNCTGTmNCAAGGTNNNCCNNTTGCNAAGCTNAGnAAAGGTTCGnGTANN^ 

AGACCCCCTTTAACTCTGGACTAACTCCAAACTTGACCCAAGAATCTTTGTGAAGGTTTTTTCTACTTAAACACmCTCTnCTA^^ 

AAAGGAGCTmGCAGnnGGGAAATGTAGACATTGnGAACTGTATGTTATTGGGACGTGnGm 

ACAnATCCTTTmAAAAAGTCTCGAnCAAATTAAAnAACATAACCTAGAAGmGAAAGn^ 

TAGGAAGACTCCCTAT 
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>ncrc4441seq 

GGAAGGAAGTGGTTGCTNANTmGTGAAGCCCnCANnAACCTCGATGTGAAATGGGTTAAA^ 

AAAAAACCAAAANCNAACCTCTGGCTTmAGAGANTGACGTnNTACCTNAATmA 

AACCTiTGGTTTACCATTT 

>ncrc4444.seq 

CGGGATCTGCNGTGACGCGGAAACCNNCTnTGACCTGTGTACCAGACCCCCAATGACCTGCCTNTCTNTGCnGTCCnGAGACCTCC 

TGGACCACCNGTACTGCCAGGCCTGTANTGANAGTGGGGCAGGCAGCGTCTGGCAGAGGANTGAGGANGATGAAGGAGGACCCAGGANGAGGAAGANCCAGGAGGAAG 

GATGATGAAGANTGATGATGACACCGATGAmAAGATGAGCTTGACACnGACCCAGTTGCTGGAGGCGGAGnGGAGGAGGACG^^ 

ACAATGACTTCTCTCCCnCTGATGAGGAGCTAGCAAACCTTCTAGAGGANGGAGAAGGAGGGGGA 

>ncrc4448.seq 

NGGCANTTTTGGCCGGGAmCACTTNTTCTAGTGTCCCTCTGGGTCACGTGCACTGGAGTCACCACTTGCCTGrrGGGTAAGACC^ 
CAATACAAGAAAAGCCAGTAGAAATTGCCAAATGTATCAGAATACACACAGGCTTTCTAAGGATATGGCCCAAGAGGAAGGCTCTAG 
AGAGAAAnATTTAATmCAATAACACAAnCAATTAAAGAAAGGGAAATACAAGGCTAAACAAATAAGAAATGAAGAC 

AAGACACAGATGAAGATCAGGAACCCAAAACAGAAGAAAGGAAAAGGMTTAACGCTGGCATGTGATAACAACGAAAAGTATGGAGTCTGGGAGAATC^ 
AGGGTTAAGACTTGGACTTT 

>ncrc4451.seq 

TGGCGGGGGGTGGCGGGTACAAGAGTCTACAGTAGAACNNGATGGCAGANTOGnCTGACTGATCAGAATGCAGCnCCACTTACCCTCAGTGTCACTTTGTACACATTAAC 

TGTGCCTCACTmCTCmCATAAGTAGAGATGATAATACTACCTCATAGGAnGTAGTAAAGATTAAATTAGTnATATGnGnAT^ 

AGAnAAATTAmTCTATGnCAAACAGACCCTGACATCTAGCATGTGCACAAGAGAATATAATOTATmCGTm 

GCTCCCTAGGCAGAGGCCAATAACCCTGAGTAAAGAGACGAAGCATGGAAGTATGAAAGTGTGCTGAAGGAGTTCAGTGnGC^ 
TGTCCTGGGAAATAGACT 

>ncrc4456.seq 

Q^CGGCTTAGGTGTGGGAATCCAGGANGANACNCTAGACCCTGGGAAGGTAAANGCNNTTGANGANTGTGACCTGAANnGCnGCAATCTTCCTGANTCA^ 

Gi^GGAAGnGCTTnnAGGGATGAGCNAAAGAAAGTGGTnCTCGAGANTGGAATCTACTGGTGAAAGTTGCTGTGAACATTGn 

/pCCTGGTTGATAAAAGCAGTGCCAGGGTGTGAAGAAGAGnGACnCAATmGAAATAAGTTCCCTGGCTGGGTGnGGGTGGCT^^^ 

GGAGACTTGGTAGATNAmTGAGGTCAAGGAGTTCAAGANCAGCCnGCCAACATGGTGAAACCCCACCTCTACCAAAnAGCCAGGTGTGGTGCACACCTO^ 
TIPGAAGCTGA 

m 

>5fcfc4459^eq 

fl^lAGCTGGTNTAACGCACCCTAGAGGGTOCTNmGGAGCmcmTACGNGGnnTCGTGATGTNCCTGGGNCCTGTTNTGA^ 

TpGTGGCAATATTnGTCGTGnAATGTTATATTGGCATTAAATACCCTCCTTTAGCCAGCmAAGAATA^ 

MGTOTTGCTGNGGGGGCTACCCATTGATCmGGCTTGCGAGnAGACTnGTAGGGATATACTGTGGTAAATGGAAACCCT^^^ 

refCAAnCAGGTGATATCmGGATGATAACTnGCTAGTOTATCTGAAACTATACAGnGTAAAATCTAGAAAACAT^^ 

TGAGATTTTATATGGGA 

>jpc4460.seq 

■rtfmGGCCGGGGGATTCNCCTGAGCNCCCCTACAGCCAGAAGAGT^^^ 

I(lGCCAAmCTGGTTGGAATGGTGACAACATGCT6GAGCCAAGTGCTAACATGCCnGGnCAAGGGATGGAAAGTCAC 
^^^^'^^'^^^^^'^^^^'^^^'^^^^^^^^^'^^^'^^^^^^ 

AOTGGTGnCTCAAACCCGGNnGGGTGGTCACCmGCTCCAGTCAACGTOCAACGGAAGTAAAATCTGTCGAAATGCACC 
G^GGCnCAATGTCAAGAATGTGTCTG 

>ncro4464.seq 

GTAAGCAGAGTCTGAAmATACTAATCAAGACAAACCmGAAAGGTOCACTAAGTACAGAACTm 

TCTAATGCAGAGGATGAATAAGTTAAATACATGCmGAGGATAGAAGCAGATGnCTGTnGGCACCACGmTAATCTGCmTm 
AGAGATGTGAGGGCAGAATATACACAACAGATGCTGAAGGAGAAGGAGGGTAAGTGrnTGCA 

>ncro4467.seq 

AnATATCTGTOTGGTGATCTGTGAnAGTGATCTTCGATGnACTACTGTGAnGTmAGGGCACCACAGGGCACACCCAGATAAGGC^ 
GTTGTGACTCCnCACCAGnACCCATTCCCmCTCTGCTCACnCAAGTnCCCTATGCCCTGAGACACAAGAGTAmAAATTAGGTCAA 
AnCAAGTGAATGGAAAAGTCACATCCCTCTCATmAAATCAAAACCTAGACATGATOAGmAGTGGAGGAAGGCATGCTGA^^ 
CCAAGnGTGAATGCAAAGGAAAAGTTCnGAAGAAAAAATCAAAAGTGCTACCTCCACTAAGCATATGAATAA^ 

>ncrc4469.seq 

TCCTTGACAATCnGATAAG! I ll 1 1 lATATTAGTTTOTmCTAGAAAACGTCTTATGAATnCTCCCAmGCTCTAGCATGCTTATAGAAAATGTGAGT^ 
GTATAGnGTmAAAATGCGGTCTCTTTCTrCTTCCCCTGGTACTTTmCTnCTGTCTACTGAAGnAGTTCnAT^ 
CATACAGGnGAGTGnCCTTGTCTGAAGTGCnGGGACTGGAAGTGTTTTTGATTTTGGGAGTTTGGAATAC i 1 1 1 1 U 1 1 1 II 

>ncrc4471.seq 

GnNACACAGGATCCGGAGCTGGTGCTGATAACAGCGGAATCCCCCGTCTACCTCTCTCCnGGTCCTGGAACAGCGCTACTGATCACCAAGTAGCCACAAAAT^^ 
GCACnGCTCAGTAGmTGTGAAAGTCTCAAGTAAAAGAGACACAAACAAAAAATTCTTTTTCGTGAAGAACTC 

>ncro4472.seq 

AmGmAAAnGTGTGTATTGAAGGTOGGAAAAAGATAGTAGTTATTmCCTAAATGAAATAACmm^ 
GGTCAAGGTTnAnAAAAGCTACAmTATAACACTGGCACACACAAAAAAGTAGTmAAGCnGTTTGCACAGTTCT^ 
AAATAGTGTAmTOTCGnGGGGCTGGCTCTATGCTTGAAAACCAGTnAmATAACCTGTOTAAGTGCTATAnCTGTnGCAG™ 
GCTTGTAAGCAAACTGAGATGCACTATCCCnTTCTATAAAAAATAAGnAATGTGTCAAGAAACCAACTCTAnAAGGTGGGGTT^^ 

>ncrc4473.seq 
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CAGTCATGGCGCAGGMGANGMGATGnAGAGATOCMmGACTGMGMCAGMGGCGATCMGGCCGAGTATO^ 

AGATGTCCAGnACACGCATGGGGAGATACTCTGGAGGAAGCAmGAGCAATGTGCAATGGCCATGinGGTOCATGACAG^^^^ 

GTAGAAACCCAAGGAGATGACnACAGTCTCTTCTGmCACTTTmGGATGAATGGGCT^ 

>nciic4478.seq 

TGCI^GCnAACnnCGTACCANTGTGANNNNNGCNTCTGCGGGGGACTAGCmCANnGTOnANTGGGAGCCT^^ 
ACAANTAAATAAGGACTTTTGTCCCTGTTAATNAAATGCCTGnGAGGCAGGGCGCGGTGGCTTCATGCCC^ 
TCAGGAGATCAAGACCCATCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCTG 
GGCAGGAGAAATCACnAAACCCCGGGAGGCAArWVGNnGCAGTGACnNAAAGGTTGCGCCACTGCGCTC^^ 

>ncro4479.seq 

CTACCCCNGGGGAACTCTTCGGCANirniGGCCCGGGCNTCCCTTGAANTTGAGNCNNCTTCAGANGANTCnNTGAAGTANTGAA^^ 
TTGACAGAAAATnAATCAGAATATTTAAAGCAnGTTCTACAATGCAGCAATTTGTCAGnnATCAGTAGATTCnCAM^ 

CTGGCTGGGCACAGTGGCTCATGCCTGTGATCCCAGCACTTTGGGAGGCCAAGGCACGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCC^ 

CTAGTAAAAATACAAAAAnAGCCGGGCATGGTGCTGCATGCCTGTAATCCCAGCTACTCAAGAGGCTGAGAGGCGAGAGAA^^ 

CCAAGATTGCGGCCCCCTGCAGT 

>ncrc4481.seq 

TCTGANTTGTGCTGTGATCAGGTGTCTTTTTAGTATNAATGAmACTCTCCTTTGGGTAGATACCCAGTAGTGGGAnGCTGGAT 

mCTCTCTGCATTmCCTCmGACCACTAACCATGTGAAATTCTCATATTGACCTTTATAATGATC^^ 

OTATCGTCCATT mCCT GTTATTGnGGTGGAGAAAGCAGCTATTATACCAGGACnTAAAAATCAGTCTGATAAGT^ 

TTGCnCTGATOCTTmCmAGTAGCTAAACATGGTATGTACTCCTATGAnACAATGAACACTCCTCTCCATnAA^ 

ACTAAATACTG 

>ncrc4485.seq 

CmACCTCTGGCGCTmTCAGAGTAGTCTGCTGGTCACCTGGGTTAAGACNANCTCGTGCCNTTGACTAGGAACCTGGGA^ 
>|^^c4486.seq 

^TACnAAGTAAnATGAGGGnAAATATirrmAAAAAACnCAGGCATGATAGTGnGAAGATATAGGGTO 

^TGCCCAmAGCAAGGAACAATAAAATATAmGTAGAGATAmAGAmATAnGGGGGnmGGTACTTAAATGmGGGGGAGG^^ 

CpAAGGTGAATCTCAGnCAGCAAAAAGTGAATCTmGGAGAAAATATGATAGCACTATGAGAAGnGnGTTTm 

;||CCCGAACTCAAGCGATCCTCCTGCCmGCATCCCUGTAATCCCAACACmGGGAGGCTGAGGCGG 

>kfc4487.seq 

TSJATGGCCCGGGTGTTGGATTGAATTGTTAAAAACCNNTGGTCACOCTCTAGANANGGAAGTTTGCAmOCCmAAT^ 
Tl^^GTTAAAATAAGAAAAATCAAATAAAGCTATTTTCATTATGGGAAAAC 

>iicrc4489.seq 

q^TTAGGAGGGCACTGGCCCCCAACAGGCATCACCCCGCTAAATCCCCTAGAAGTCCCACTCCTAAACACATCCGTAnACTCGCATC^^ 
QKTAATAGAAAACAACCGAAACCAAATAAnCAAGCACTGCTTATTACAATmACTGGGTCTCTAT^ 
qG^^CATCTACGGCTCAACATTTTTTGTAGCGACAGGCnCCACGGACnCACGTCAmTTGGCTCAACm 
QlCACmGGCnCGAAGCCGCCGCCTGATACTGGAmGTAGAATGGGGGGGTTGACTATmCTGGGATGNCTC^^ 

>pD4490.seq 

AyGGAGAAAAAAAAAAAGAGAGAGAGAGAAAGAAAGAAAAGANGGAAAAAAGGCGNGACnGATTn 
Nf^GAAGGAAGAAAAGAGGGAAGAAAAAAACAGGNGAAAGAAAACCCTTCAGGCmCAATTCGAGNGGGAG^^ 

>ncrc4492.seq 

GATTCnCCCCTCTGTACAACCCTGTCTCCTCAGCGCTTCTTCmCTTGGmGATCCTGACTGCTGTCATGGCGTGCCCTCTC 

ACAAGTACTCGGGCAAAGAGGGTGACAAGnCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCncnGGGGAA^ 

AGAAGCTGATGAGCAACTTGGACAGCAACAGGGACGACGAGGTGGACnCCAAGAGTACTGTGTCTTCCTGTCCTGCATCGCCATGATGTGTA^^ 

TAAGCAGCCCAGGAAGAAATGAAAACTCCTCTGATGTGGGGTGGGGGGGGCCTGCCAGCTTGGGGGCCCTCCCTGTCGCCAGTGGGGAC I 1 1 1 1 1 1 H i I CCACCCTGGCTCCTTC 
>ncro4493.seq 

NTGGCCCGGGCAGTAGACNAGGGGACCCCAATAAAATTGAAGACNCAGTCAGAGTGGGAGTGATCAATCCAGCAAAGTGGAATGGCAGGGGATCGTAGGC 
TAACAGTGACAATGTGTGGCTGATGTGGGATCGAGGAAGTGAnGnTTmTTCTAAAAGTmCCnGCCA 
GAGATACTAGGAACATAGGAAATTmAAAAnCTOTCTAGCATGTAmCTTACCTTACATATGTCAGGCAGTAAACCCCC 
TACCCGnGTGCTTGAGCTTGTATGCTGTACAGTCTCACCTGAGCAGGCAGATGTAGTCCTGAGCT 

>ncrc4495.seq 

ACTGTAACCCCTACTGAACTGAAGTGAATCnAGCCTAAGGAGATnCmACTCAGACATGTTGAAGAAGCTACCCTGGTncnTCnGC 
>ncrc4496.seq 

TCTCCAAGANN6ACTAAGTCTCCAGGAGCNCCAAAAAANTCCTCTGTACCCAAGGANGTTACCAGTAAACCAGGATGAACCTNTTTAAACCCCACNTGGGTC 

CTCAAGGTGGTAGACTGAGTGGGGTCTCTCTGCCCAAGATCCCTGCATAGCAGTAGCTTGTCTTTTCCAGATGAmGTCTGTGAAAGAAATAATm 

CTACGGCnANGCTnGTGANGGCAAAACACAAATNCCmGCTAAAAAGAACCTAnATmGGATTCTCAAAGATM^ 

>ncro4497.seq 

GAGGAAAGAGAAACTGGGAGAGGGAGGAAGGGAGAAAGTGAGAAGGGAAATCGGAAAGAGAAAAGGGAGGAAACGGCAGAGCCAGAGAGAAAGAGGM^^ 

GAGAGAGGACACAGGGGATGACTGAGAGACAGAGAGAGAGAGAGAATGAGACAGAGACnAAGGAAGAGACCCTGTGAGTCTGACAATAAAAGAmGGACAGAAACAGAAAGAn 

GAGAGAGAGAGAGAGGGAGAGAATGAGTGAGAGAGAGACTGGAAGAGACAGANATCAGAGGGAGACACAGAAAGTGAGAGTGGGGAGAGAGGTAGTGTAAAAGGAAGAGAGAGAG 
AGAGANACCGTAAGAGACGGGAGACAAAGTGGC 



>ncro4498.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page580 of 776 



AGTTmMTTNnGGATACTGCmTCMCTAAMniAAAMTCTCTCCTCCCnnCMCATCT^ 
AAAATGTACCTAGGTCCTGAGACAGAAACGAATGATCATGTCAGAGCTGAATACnCTAnCCCGTAnCTGCTA^ 
ATCnCAACAGTGCAAnGATGGAAAATOGCTnGGmCCTGTTATATCCCATGAAGTAAmGTTACATCA^ 
AAAATAACATnAAGTCCnATATCnATCCCTTCATGGCTGCTAAATATmAATTCAT^^^ 

>ncrc4499.seq 

ATGAATTTGAAG GTAGA AACTATGTCTTTCTTGCCTTCCACTATATCTCCAGTACTGAGAACAGAGTAnnGC^^ 
GTOTACAnATATTTnAGnATmCCATACmCATATGGGNGTAGAGTGGTAAnGTAATN 
TCCmCATACATTGCnGGTGAncmAnACAnGnCCTGGCGAATCAGATTCTmTACAGNGTmcm 
CATCCTTGTCACTTACTCCTCTCTCATCTCTAGTATCCAGCCATCATGAAGGCCTGTAGACCnACnGCTGACATCTCTGGA^ 

>ncrc4501.seq 

ATGGTGGGTTmAGGGTGGTTAATCGTCTGCGTCTAGGGAAATGGCCACAGCnGCCTCTCCTTCGGGGTGAAAGGTAGGTTCTGAGTCT^ 
AATATTGTAAGTAGGTGTGGTCAGCTGTCCAGCCGTTTACTTnTCAGTTGGGAAGGAAAGAGTTGCACAGCTATGATGTTCAGAGCC^ 
GAGCAGCTGAAGACATTCAGAATCATGTAATTGAGCAGGCTGCTAAGTAATGGAGAAAAGAATATCATGCACAGAGATnGATGTCT^ 
CAGATTGAGTnAGCCTAGCCATTGTGTGGCACAGGAGGTTTAATGAATCAnTGmAACTAGGATCCTGCCAAGTATnGAGGAnAM^ 

>ncrc4503.seq 

AANGAAANATNACAGCCTnGTACCCAATGACGGTTGCTTGAACTTTAnGAGGAAAATGATGAAGTTGTGGTTGCTGGAmGGT 
GTCCGCTTTAAGGTGTCAAAGTAGCCAATGTnCTClTnGGCCTNTACAAAGGCAGAAGGAAGACCAGATCmATmA^ 

>ncrc4504.seq 

GATAGCCTGAGCCATGTCTTCnGTGCTAGGCCTAGnAnCTGTCCGCCAAATNAAAAGGCATGACCmATAAGAGGCGCmACTGACAATAG 
nCAGAATOT CAAAG ATAGTAGATTCGAATGACATGATTGTCTATAATCTCGCTAGGCTTGTACTGTGTGTGCATAGCAATTACAGGGAAGW^ 
TATGTCGCTGCTTmACAAACTTGTCTTGATCCAAAGGAGTCACAATGATAACCCTGCATATCTGGGAATCATAAGTCAACTATGTATGG 
GATCGTAmTCAAACTGTGATnAATAmTAAAATAnCCTACTGGGAnTmGTGACTGAAAA^ 

>ffe|c4505.seq 

/^sgaaaaggcttgccaatctatnatcctctccatgatgtcttcgttagaaaagtaaaaatgctgaagaagccca^ 

tynctggaaaagccactggggacgagagaggtgctaaagttgaacgaggtgatggatatgaaccaccagtccaagaatctgtttaaagto 

gUctatttgtgaaaga 

>ryc4508.seq 

(^TCAATGGGGAGTTCAGGCAATAAAmTGGCATATATTGTGTACTGTATACTGTGCTGGCACCAGGGGTTCAGATAGGAAAACAm^ 
Ci^TGGACAmcmGTCTGAGGATATATCnGGCAGTACAGGATncnCAGACGTGGCTCAGGAAATGGCCGAGAGTAAGGTGAGTCAC^^ 

>Rcrc4511.seq 

qgTGATATCTNAGATATGAAAGAGGCGGTAAAATCGAGTGTCACATGAATTATATAGCAGCCA^ 

Ci^GGTCTATAAAAGTATGGGGAGGAAATAATGAAATGAAAmGGCCTGGATAATATAAGCTAATAAACGGAAAA^^ 

Gaj^GAAAGAGGGTAATAAAAGATGGCAAACTACAAAGGGAGmCAGCAGTm 

>gTi^512.seq 

TpCCCGGGANACCTCNTACCTTTTAAGTCTGCAAGAAAAACCTCTTACAAnGCACCTTACAAGGATGm^ 

C^fcTGGGGCTmATTGCAGTAATAATTATGAnTCCTCTAAATAmCAAGTAGTmGGAAGAm 

q#CAGCTGATGAAATGnTGTG 

>ncrc4513.seq 

AAATAGCGATGAAAAAGGGGATGmCAACTGATACCACAGAAAnCCAAGGATCAmATGGCTACTATGGGCAACTATATGCCAATACACTG 
CCTACACATATAAAACCTACCAAGAnGAACCATAAAGAAAnCAAAACCTGAAGAGATCAATGATAAGCAATGAGATTGAAGC 
ACCCAATGGTTTCACTGCTGAATTCTACTAAACGmAAAGAATAACTAATACCAATCCTACTCAAACTAnCCAAAA^ 
GTAnACCCTGATAAC 

>ncrD4514.seq 

ACCGATGCTGTGTCTTATACAAATACTCmCTGCGTGGTGCTGGGAGTGACCCCAGATATAGCCAAAGAAGGGAGAnGCTCTCCAAnGTCACCATGM 

CACAGAGGATGGAGTAGCGCATGTGnAATCACAGGGCAGTGAAGGTCTTGAATTCAGATATGCCAGCATGTGGCCAAAGGCCTGTGGCCAGTCCTCTGCTCT^^^ 

GCACAAAGGGCTGAGGCCTCTAnTATTTCTGATGAGATGTGCTGAGGGAGAAATGACTGGAGGCATGGAGAG 

>ncrc4515.seq 

ATCACCCTATAGAAGAACTAATGTTAGTATAAGTAACATGAAAACATTCTCCTCCGCATAAGCCTGCGTCAGATTAAAACACTGAACTGACAAn 
GACAAGTCATTATTACCCTCACTGTCAACCCAACACAGGCATGCTCATAAGGAAAGGTTAAAAAAAGTAAAAGGAACTCGG 

>ncrc4516.seq 

GATAAGCATmAAGAATTOTTTOTAAAGAAAAGGnTGATGGAGCAAAGATTTAAGCAnGAGAAACCCATAGACCTAC 
AAGACCACTTCTAAGTATAATACACATTCGGATACTATAAATTmTTGAATATAAAAACTTTTT^ 

ACTATACACTGGGGAAAGGATACCCTCTTCAATAAATGGNGCTGGGAAAAnGACGATCCATACACAGAAGATTGAAACTGGACCCCTGTCTCTCACCATATAC^ 
ATGGATTAAA6ATGTGAATATAAGACCCCAAACT™AAACTACTAGAAGAAAACACAGGGAAAACACTTCAAGATAnGGTCTAGGCAM 

>ncrc4520.seq 

AGTTTATTCCTTTAACAACAATATmATATGTGTCAAAAGTCTCACnGGGAGTAGTGTTTTnnCTm 

GAmTGCTAnAAGCCTCTTGGTAAGAGGCAmGnAAAAGTGCAAGCmCTCCTGCTTCTGGGGATGTGAGCAAAAnCGGGCTTGTGn 

CTATTGTTTTTCCmCTGGCGCATGAATCCATACATCAnCCTGGAAGTGAGGCAAGACTCTTGCATCTCTACAAAGTAGTm^ 

TGCAAATGACTTCATTTGGAAGTCTGATTGTTTCAGTT 

GCCTGA 
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>ncrc4521.seq 

GAGMATATMCmMGAMTGGGTAnGAGACCCGGAMGGATTGAGACnAGCTCnCTTAMGTCTGnGGAT^^ 

GAGGGAGAnAnAAGCATGGAAATAGAAAAATOGCTAACTGAAGTTmGnGGTATGTAAGCATGTCTGC^^ 

TmAAATAGAATTCTGCATTAAAAAAAATCTAGCCTGGGCAATGTGGCAAGACCCGATCTCTG 

>ncfc4524.seq 

AGCI^CACAGNAGCGCACCAAGGGCCnCCAGTACCATCCATCCAGAAGCATGTGATAAGACCTCCTTCCATACTGGCCATAT^^ 
GTCCCAnCCTAGCAGACAAGCTGAGCACGGTTGTAACCANGAGAACTATOCTAGGCCTTGAAGAACCTGTCTAACTC 

CGGTGGCTCATGCGTGTAATCCTAGCACTTTGGGAGGCTGAGGTGGGTGGATCAGCTGAGGTCAGGAGTTCGAGACGAGCCTCGCCAACATGGCGAAAGCCC^^ 
ACAAAAGTTAGCTGGGTGTGGTGGCAGA 

>ncrc4525.seq 

AGAGTGTGTGCTTmCAGCmACCAGATAnGGTAAATTGCTGTCTGAAGCAAATGTAGCAGTTCACACTGCTGTCTAGA^ 

GTGCGATmTACTCTTATGATGGCTGTGATA TGCTTm GmTAATTTGTACnCCnTATTATTTATGGGGATAAATATA 

CAACATATATAAATCmGTCACCAAATCAGCTTTmGAGGTATGACnACATGTAATAAAATGTGCCAATm^ 

>ncrc4527.seq 

ATCTAGGAAGAGGAAAGGAAAGGCACTAGCCTTTGGAAATGAAAGGTGTGATCAGAGAGGTGGGAGGAGTGATGGATATOCAGTGGG 
GCATnATCTGACC 

>ncrc4528,seq 

CACGACGTATCCnGTACCGACnCTCCCGGTTCnGmGAAAATAGTGTAGnCAGGGTCTTGATCTAGATGGCAGATAGGAACmcnGTCACA^ 

TAAAAATAGACmTGGACACACAGCTGnGGGGCTGCACTGAGCTGCAATmTAACATGGAmATAACTTAATGTTTCTGTTTATAA^ 

CAATTAAAACAGATGTTTTATTCTT 

HMro4531.seq 

QnCAATGnGATGGATATAmGGTCATGGACAAAGAACCGCATGTGGAGAAAAAATCGnCCAAGAACCAAAACTCCAAATGCATC^ 
CSTGGAACTGCAnCCTAACACGAATGACCGATGTGCAGATAAGTATCGGGGCTCTGCACCAGAGTCCGAGAAAGAGACGAAAGCTGTCACTAAm 
/MCAAGGTTTACATCACCTTCCATTCCTACTCCGAGATGCTAnGnTCCCTATGGATATACATGAAAACTGCCAC 
TPJrGTATCAACTCGATATGAAACCCGCTACATCTATGGCCCAATAGAATCAACA^ 

>nd-c4532.seq 

cMCAGTACAnCAATGAmCTGGAAAAGnAGTATAGCTGGAmGATCTGAACAGCTATAGGGACTGm^^ 
/^fPTTGGTTATAAAAAGTGGATGTTGGTTCACTATGAACAACTTGTCnACATGCTGAACGGTGGATGAGAACAC 

m 

>Ticrc4533.seq 

AipATTGAGAATGGGAAGGnGGAnCTACAGCTGTCTCCATTACCACAAACAGGCAGTGAGACACTCCCTGGGGAAGAAAG^^ 
QQeTGTGCATGTCCTCTAGGCCnGAGTAGTGnGGCTGTGTGGTGCTGCACCTGTGCCCAAGGCCnCTTGTGAATC^^ 
CjSTAGACAAAGGCCCAGGTTGGCAGTATGTACCTAGGGGCCCCAGAGGATAATnCCAGGCCATGTTGAATTCCAAACTCA^ 
MIGCTGTGCCACCGCTGCCCTAGAAAGCTAAAGCCAnGAGCnACATATGCAATOTGCATGCTGCTnGGCATGTGCTG 

Tgj 

>fffc4535.seq 

a||^aaagaaaagagagtggacttgtcatgtggctctatatttgactctggc™t^ 

ATAACAAGTAAAGGATAAATCCCATATAGGCTGAATATTGTGTCAAAACTAACnAAnGTGATGAAAGTAAAGCC™!^^ 
AnGAGCTAAGGGmTAGTTGTCTGCACmAACCAAGTCATGTGATGTAGCAGCCAAAGAATGCTnGCnGCAGGAGGTAGGAA^ 

>ncrG4536.seq 

AAAAAAGGCAGCAGCTACCAAGNAAACCAGCCCCTGAAAAGAAGCCTGCAGAGAAGAAACCTACTACAGAGGAGAAGAAGCCTGCTGCATAAACTCnAA^ 
GGTCAAATCATTTTGGACAGCnCTTnGAATAAAGAGCTGATrATACAGACA 

>ncrc4538.seq 

AGAnTCGACAGTGTCTANGGAAGAAATAAATAATAGAAGGTGCTAAnGGATGATCTGAGACTGTCTCTCTGAGGATGTCATGmAAGTO 
AGTrrCTTTAGCTTTCGCAATCTATCG 

>ncrc4539.seq 

ATCAGAAGAAATCCTGACACCCAGTGGATCACCAAACCAGTCCACAAGCACAGGGAGATGCGTGGGCTGAGATCTGCAGGCCGAAAGAGCCGTGGCCTTGGAA^ 

CCACCACACTATTGGTGGCTGTCGCCGGGCAGCTTGGAGAAGGCGCAATACTCTCCAGCTCCACCGTTACCGCTAATATAAGTAAAGTTTGTAAAATO 

GAGAGTCT 

>ncrc4540.seq 

AAATNATAATGTGATTNTNCAAAAAGAGAACTAAAGACAAAAAAAACCGACATGAnATGTCAATAGATGCAAAAAAAAAGGGTnCAA^^ 

TAAATAAACTAGGTATAGTAGAAACATACCTCAAAATAATAAGAGCCATCTATGACAAATCCACAGTCAATGmTACTGAATAGGCAAAAGGTAGCA 

CAAGACAAGTATGGTGTCTGTCACCACTmGTTCAACACAGTATTGGATGTCCTAACCAGAGCAAACAGGCAAGAGAAAGGAATAAAGGGCTTCCAM^ 

ACTATnCTGmGCAGACAACATGAnATATATCTAGAAAACCTCATAGTCTCAGCGCAAAAGCTCGTGCCACTGATAAAGAACTTCAGCAAAGnAGAGGAT^^ 

AAACTCACTTA 

>ncrc4547.seq 

GGGCCTTNCTGGCCGGGGAAGCCmGGATTTOTATTAGTGCGATAGAAGCmCAGAGCAmGAGATAGGGAAGTATTGTTACCTGATAAATAm 

TTGCATGTGATnATAAmGGCATAAATAGAAGTTTAAATCAGTGGCAGTCAGnAAGGCTGGGCAAGTOCTCTCTAAATGGAGGTGTGnAC 

AGTAGTGAAAAGTATCTCAGGAAGGTCTAGGAGTTGGGGAGGTAGAAAGACAGAGGTAAAAGCAATCTTTTTGGTGGGGGAGGTGGGGATTGG^^ 
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>ncrc4548.seq 

TGCGGAGGTCAGGGACMGATGGTGCCACCGGTGCAGGTCTCTCCGCTCATCMGCTCGGCCGCTACTCCGCCCTGTTCCTCGGTC^^ 

TAAAACCTCGGGCAGAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGATTGCCAGAGAATTGGCAGA^ 

CCCTGCGACCCACTCTTTGGACCAGCAGCGGATGAATAAAGCCTCCTGTGTTGTAC 

>ncrc4551.seq 

AGGCAGGAGTAAGGAAATAAAGGGTAnCAAnAGGAAAAGAGGAAGTCAAATTGTCCCTGmGCAGATGACATGAT^^^ 
nAAGCTGATAAGCAACnCAGCAAAGTCTCAGGATACAAAATCAATGTACAAAAATCACAAGCATTCmTATC^ 
TCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACnACAAGGGACATGAAGGACCTCTO 
TGGAAGAACAnCCATGCTCATGGGTAGGAGGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAAT^^ 

>ncro4553.seq 

ACGTTCAAGCAGAAACAAAAAGAGAGCTAAAAGTGAAAGCCACCCCGCCACCAGCCCTCACCAGTCACAGGTGGAAnAAAGAAATCTGGCAA^^ 
GGGCGGTGACCCTTGACCCGATTCCTAmAAACATCTGGATTCTCTGCCATAACATCTTnGCCACCTATAGCTACAATAM 
CTmGTAAGGAAGTAAAAAAGAGTCTACAGTTCAGTGCAGGATAGGGATGGGTGGGCCnAAnCAGGAGGTGGGAGGCTCAAAATGA^ 
GGAATCTCAAAAAGGATTTCCTTOGGAATCATGAGACTCATGGGACTCGTCAAGTCnTCTCTGCnGGAGTm 

>ncrc4554.seq 

TGGAGCTGTCGCCATGAAGGTCGAGCTGTGCAGTmAGCGGGTACAAGATCTACCCCGGAGACGGGAGGCGCTACGCCAGGACCGACGGGAAGGTmCCAGm 

AATGGGAGTCGGCnTCCmCGAAGAGGAATGCTCGGCAGATAAACTGGACTGTCCTCTACAGAAGGAAGCACAAAAAGGGACAGTCGGAAGAAATTC^ 

GAGCAGTCAAATOCAGAGGGCCAnACTGGTGCATCTCTTGCTGATATAATGGCGAAGAGGAATCAGAAACCTGAAGnAGAAAGGCTCAACGAGAACAAG^^^^ 

GGAAGCAAAAAAGGCTAAGCAAGCATCTAAAAAGACTGCAATGGCTGCTGCTAAGGCACCTACAAAGGCAGCACCTAAGCAAAAGAnGTGAAGCCTGTGAA^ 

GTTGGTGGAAAACGCT 

>ncrc4555.seq 

QTCATGGATATmAAAAAGAGAGTGCAAGTAGCATTAAGATGGATAGCACATAATGGCACnGTCTATGTACAAAACACAAACm 
liF^mAAAGTGCCAAAACATATAGAAATGTTTGAATGCATGGGTCTTATCTAACTTATCTCnCTGGACCCATGTn 
QgATCTGTTTOTATGGGACTGATTCTGAAAncnAACTATTAAGAATAnTTAATAGCAGCATGACATmGCAGTAATCCATTM 
TpiAGCGATGnACnACGTTTGATGCTACTTAAAGTAATGAATGAGGTm 

^5ic4559.seq 

/^GnATGAATGTCAAGGGAGGCCTGATAAACTGmCAGATTGAGGAAGAAGAGAGATGACAACTAAAGGCAGCnGTGATCCTGM^ 

GSTACAmGCCAAAACnGAGTGGTTGTAATGTACTGATGCGAATTTACTGATmGATGTnATATm 

ATiGGACATCAAGACAACAAATTACTCT 

>fiCfc4561.seq 

AWTmCCAAATAATATCmAACnGTACAmGAAAAGTGTTCAGAGTGGCCCTCCTACCATCCnCCTTCCACTCCA 
TACTAATTGACTT 

>r|pEc4563.seq 

A|iTGAAATmCTCTGCACCTCTGTACAGAGAATACACGTGCCCCTGTATATCCTTmTGCCGTCCC 
AriAACTGACAAATGACAAAATGGTGAGCTTATGATGmACATAAANAGnCTATAAGCTGTGT^^^ 

>ll§c4565.seq 

A^CGACTGGGGGCTGAAGAGCGCGCCGCCCTCTCGTCCCACmCCGGTGTGTGATCCTGTAAAATTAM^ 

d^TCTTTGGCTCATCCAGGCI Nil lACTTCAATTGGTCAGATGACTGAmGATCCATACTGAGAAAGATCTGGTGACTTCTCTGAAAGAmTATTAAGGCAGAAG^ 

GMCAAATAAAAAAATGGGCAGAGAAGTOGATCGGCTAACTAGTACAGCGACAAAAGATCCANAAGGATnGGTGGGCr^CC 

CTGNGN 

>ncro4566.seq 

AGGGCATGAnAACAAAGTCAACCmCCCTTCCCCCGAGTGATTTTGCGAAACCCCCTmCCCTTGAGCnG 
GGAAAAAAGGCCACAAAAGnCCCTCTCACmCAGTAAAAATAAATAAAACAGCAGCAGCAAACAAATAAAATGAAATAAA^ 

>ncro4567.seq 

CATGTAGAAAAGGCTGGATmAAAAAATGAAAGATOGCTAGGCACAGTGGCTCACACCTGTAATCTCAGCAAnnGGAGGTO^ 

GCAAAACCCTGTCTCTCCAGAAAATACAAAAAnAGTCAGGCATGGAGGCATGTGCTGGCAGTACCAGCTACCCTGGACGCTAAGGTGGGAGAATCAGTGCAGCCCAG 
ACTGCAGTGAGCCGTAATCACGTCACTGTACTCCAGCCTGGACAACAAAGTGAGAATCTATCT 

>ncrc4568.seq 

TCACTGGGTCTGGCATGTAATTTATGGCmCnCCTATATGnACmAACATAAATACATGATGAAAAAAATAAGAATGACTGGCCT^ 
GATTGGCTOmGAAAGTmCTGTGTGATGTAATGTGnGTAATGTCCCACTATAGCTTGCAAAACAGTGmTm 

>ncrc4569.seq 

GAGTGTCATmCTTGAACmATCATCAnAAAGTmAAAmGGAACACTGGCAAmGATAAGTATAnAGGATTCTO 

GGGGAAAATGTAGTCAnGGCTAACACAATCTAATTnGGmAAGAGACAAATCTAGAGTCTCAAATGATCTCAGAGTGTA^^ 

TACCmGCTCTATnGCATGCTGGCCTTACTCTGCCACTGACAGGCTGTCTGTATGGTGTGGAAGAGGACGGCTAGCATCCCCATACCTGCATC^^^^ 

>ncrc4570.seq 

ATNA CCTGTTCA GATGAGAAGATTmGTCTmGTAGCACTGATAACCAGGAGAAGCCATTAAAAGCCACTGGmTm 
TATTGTTTTmACACTGTGGTACATATAAGCAACmAATAGGTGATAAATGTACAGTAGTTAGAmCACCTGCAT^^^ 
TGAATTGTATAAGAmATGTCTACTGTAAACAnGCnAATmnTGCTCnGAmAAAAAAAAGTTnGTTGAAAGCGCTATO 
CnnGTCACCCTGATCTCCTATGnACCAATGTGTATGGTCTCCnCTCCCTAAAGTGTACnAATCmGCmcm^ 

>ncrc4574.seq 
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CTCTAGTGTCACCACCACAGGGTCACCAGCCACCATCATAGGTGGGTACAGTGTCATTCTnCCTGACATCTO 
GCCTCTTGGCTGGATAGmGTGGAAGAGGAGGAGGAATAAGAGGAGAACGGAGCAAGAGAAGCCCACCAAnAACTGGTAAAGGCnGCA 
GAGAGGAGATTGGCTnGCTGTCGATAAACAAGTCCCTGGTGCAGCATCAAAGCTGnCTGCmATCAA^ 
ACATTGATTnACAATCGGGCTGTTAACCGTCCCGCCCCTTCAGGCCTGCCAACCTT^ 

>ncfc4575.seq 

ATCTCGGGAGAAACAACAACTGCTACATCTGTTGGAGGAGCCAACTAGCATGGAAGTGCAGCCCATGACTGAAGAGn^ 
ACTCAGCAGTCTGTATCTGAnCCCACnGGCAGACTCCAGGAAAAAATCCAGCAAACAGAGGCCACCAAC^ 
GCTCAGGAGnGTCTGAAAAGCAAGATGGTACAATTCAGAACCTCAAGGAAACTCTGAAAAGCAGGGAACGTGAGACT^^ 
TGGCAAAGCTTCGAGAAATGCTGCACCAAAGCCAGCnGGACAACTTCACAGCTCAGAGGGTACTTCTCCAGCTGAGC^^ 

>ncrc4576.seq 

ATTGGAGTGAGTAAGAAAAGGACACCAGNATGGTAAACTAAATTCACAAGATGAAATGAAGAAAACCAGAATGG 

TAGGTACnGGGAGGCTGAGGCAGGAGAATGGCnGAACCTGGGAGGCGGGAGGTTGCAGTGAGCGAAGATCATGGCACTACGCTCCAGCCTGGAAATC^^ 
ATnAGTATrCATTAAGTGGAATTGAATCATCATAAAGGGGTTCATCCGTCmGTCTTCATnCCTGGCNCC 

>ncrc4579.seq 

GTAACAGGGCAGTAATAAAAGCTAATAmATTGACCACTTGCTGTGTGCCAGGTATnGTOTCTCAmTATCTTCACAATGACCnATA^^ 
AGTmACAGATGGTAAACCTGAGGCACAATCAGGCTAAGCTAGTTGCATAAGGTCACAAAGCTAGCAAGAGGTAAAGCTAGAAnTGGC 
CTAACCACTGTACCACAGTGTAGTTGTCCAGGCGGTAAATCCmGTTGACTGGGTCACAAATGATGCATATAGATGGTTmACAGTGTA^ 
GTGTAAAGATAATCAAAATATAAATTTCAAAATACACTCAGAAATAGGTTCAmGTTTATGTA^ 

>ncrc4580.seq 

AATTGAGAAGGAAAAmTAGCGTGGTCACTGACCTGCCTGTAGCCCCAGTGACAGCTAGGATGTGCATTCTCCAGCCATCAAGAGACTGAGTCAAGTTGn^ 

CAGACTCAGCTCTGACATTCTGATTCGAATGACACTGnCAGGAATCGGAATCCTGTCGATOGACTGGACAGCTTGTGGCAAGTGAAmGCCTGT^^ 

lATATTGTAAATATTGTGTGTGTGTGTGTGTATATATATATATATG 

2^c4583.seq 

/)iMGAAAGTGTGGTACATATACACCATGGACTCCTATGCAGCCATAAAAACGACAAGATCATGTTCTTTGCAGCA^ 

Ag^CAGAAAAACCAAATACTGCATGnCTCCCCTCTAAATGAGAGCTAAACATTGAGTAAACATGGACACAAAGAGGGGAAC 

(SjAGGAGGGTGAGGAnGAAAAACTACCTATCAGGTATOTGCnATCACCTGGGTCACAAAATAATCTGTATACCAAACTCCC 
IffACCCCCTGAACCTAANNT 

>rf&c4584.seq 

/i^GTATTnAAAATmGTGmGAAATTAAATAAGAGTmCCAGGCATATGmAAATTACT^^ 

WGGGnGCCGCCnAAAATCTGGATGTTTTCAAAmGAAATAAAACCAACTGGAGTGAGAGGT^^ 

AGGAAATAmGTAAATAAGATATATGCTTT^ 

>Hic4585.seq 

MfGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCTTGAGCCTGCTTCCTCACTCCAGGACTGCC 
qC|TTTTGGGAATGGCCTGTGCnTCTCAATGAAAAAmGCATCGAAGAGTCAAAATAGAGGAnCTGAAGAAAAT^ 
(^ACTTnATCCTCATTTAAAACGAmCCAGnCAGGGCAGTAGTGACTCATCCGAAGAAAATGGAGAT^^ 
y^AAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACmCTGCTACM^ 

>fgfc4586.seq 

Ai&GAGTGGAnCCTGCCCCAACCAAACCGCAnCGTGTGGATTT^ 

GATGGAAnGTGTmGCGTTTmGGTAAAAGGAGCAAAGCGAGGACCTGGAGATAAACGCTGGAGCAATCTCCTTGGA^ 
AAAGGGGGGGmGmAAAATAGTAAATCAGTAAGTCACTTCTAM^ 

AAAGATTmTAAAAAACTATGCATGGnGTCCTTTTTCCTCnCATGTAAGATTCTAACTC^ 
>ncro4587.seq 

ATCAGNAAOnGAGAATACATAAGTGTnAAGTTCCAGCCCATTmGCAGGTAACAGmATAAAAU^^ 
TGmCACTTGATmGTmGTmGTTTCAGCCTGGGCAACAAAGTGAGAACCTGTGTC 

>ncrG4588.seq 

GAAATGAAAATATTGCCTTGCCmCTGAACAAAAGAAAGCTGAATTGTAAAGATAAATCCCTTTTGA^ 

AGTCAAAGGACCmCTGACATAATCAAGCAAmAGACnAAGTGGTGCTTTGTGGTATCTGAACAAnCATAACATGTAAATAATGTG^ 
CATnGTTCCACAGTTAACACACTCGTAGTATTACTGTATTTATGGACnTTTCATCTAAAACATTGnCTGGGnnCCCAATGTACC^^ 
TCACACTACmATATAACAATACTAAGTCAACTAAGCTACTmAGATnGGAAAnGCTGmACAGTCTAACAACAnA^ 

>ncro4589.seq 

ATGAAAAGAAACAATTITTAAAmAACATCACTGAGGGCATCCTATCCCmCATTTCATGATTCCAmTGTCCm 

GAGATGAAATGACAAAATGATGAGATGAGATGAGATGATGAGATGAAATGGAGAGTGGAAATGATGAGATGAAATGATGAGATGAAATGACAAAGTTGAA^ 

AGATGAAATGAGATGAAACGATGAGATGATGAAATGATGAGATGAAACGAGATGAAATGATGAGGTGAAATGAAATGAAATAATGAAATGA 

GATGAGATGAAATAATGAGATAAAATGAGATGAAATGAGATGAACGATGAGATGACATGATGAGATGAAATGAGATGAAAAATGATGAGATGAAAM 

>ncrc4590.seq 

CGGTCTCAGmCCTCATCGTAAGATCGGATAATCATAGTACAGACCATATAGGGTTGGnGGATTAAATAAGTOTAGGTAAAGCAGTOGA^^^ 
mACTATATTAATAAAAACmAATATTAnATGGAATACCTTCTAATAACATGGGAAGGTTmAACATAGGGAGAA^ 

GTAGAAAAATATACAAAAGGGATAAGGAAATACTACAAATAnAAGGmnGGGGGAGGGGAGAATGGATGAGAnCCnGTGATTmGCnTCGTCTC^ 
TGCTGnCTACAGTAAGCATATGnACTTCTATAATTTGAAAAAGTAAACTnGTTnCAAAAGTGGATGTAGGCTGGGCGCAGTG^ 

>ncrc4591.seq 
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AGCATACAAMTTGCMGTGGAmACAAAMMCAAAMCATAAMGCCTACTAAMTTTATAGG^^ 
GGAAGAAnGATACAGAAAGTAAATCCAnGGAAGTGnAAmGGCTACATTAATATAAAGAAAAnCTGTATGACAAAmCA^ 
GCAGTGTATATAATCTACAAAGAAnGGCATCCTCTATAATAAAnCTCTATAAAAAGTCTTGTATA^^ 
AGnCTCAGAGAAAGAACACAATTGAAGAAAAGT 

>ncrc4592.seq 

GTTCGTGACAGGATCAAGCGTGCTTTCCTOTCGAGGAGCAGAAAATCGTTGTGAAAGTGnGAAGGCACAAGCACA^^ 
TAAAAATGAAAAGACGCTGT 

>ncrc4594.seq 

CGGGAGTAACTATGACTCTCTTAAGGTAGCCAAATGCCTCGTCATCTAATTAGTGACGCGCATGAATGGAT^^ 
>ncro4597.seq 

GTACGTAGAAGGCCnAGGTGlTGCATGTCTATGCnGAGGAACnTTCCAAATGTGTGTGTCTGCATGTGTGnTGTACATAGAAG 

TnGATTCCTGTTGGAATGmAAATOCAGTAAGTGTACTAGTTOTATAATCAATGAAATTGCTAGACATGTmA^ 

TGCAGTGCmACmAAACTAAGGGGAACnTGCGGAGGTGAAAACCTnGCTGGGnTTCTGTTCAATAAAGTm 

>ncrc4600.seq 

GACGACAGATATGATGGTGTGGATOnGGGCCAAAAGAGGAAGAGGTCGTGGTACnnCAACGTGGCAGAGGGCGCmAACnCAAAAAATC^^ 

ATGACAAATACCAAGGGGATGGGAn GTTGAAG ATGAAGAAGAGACCATGGAAAATAATGAAGAAAAGAAGGACAGACGCAAGGAAGAAAAGGA^ 

AACAGAGCAGAACTTGCACCCACCAnTTTmACXTGAnmGTmCAAATAAGAATGTAAGCA 

CAAATATCTTGAGAAATAGTAGA 

>ncrc4604.seq 

AAGACCTGGAnCTAAGGCTGAAmAAGGCTAGmATCTCGATCCTTAGAmCCTACAmGATnAAGAGAAAATGTCCTGTA^^^ 
TpCTTATTCTTAAGCTCTTAAAGGTGTAGAGTGAATGTAATTAAATCGTrnTGGTGGCTCTGGnCCTCATGAACATGTGCm 
Tg^TGATGTATGAGGAGTmnnCCCCTACAGTAACGAGCAGCAAATCTGGGTGCACnTAAmCTCATCTGCTGTCCCATA^^ 
G0TTAnGGCATGTTnGTGAGCTGCTGCTGCTTmCCnGGCCTCCGAAAGTGCTGGGATTACAGGTGTC 

>tejc4605.seq 

AilGCCGGTGnCTCAnGCCTGGCTGCTAGAGGAAACGCGAAGTCGGGAnCTncmCCTGCTCTGAGAGGGACGAGGTCCCTCCTCCGTAGCT^ 
af$TGTCCTGGACTGCTCACGGGAGTTGTGCAGGAGACGCCGGAATATGTGGAAGCTGAAAAATGGAAATAAATGGAAAGACCAGAATAnGAA^^ 
A<3GCATGGTGGCTCACACCTGTAATCGCAGGACTTTGGGAAGCAGAGGGAGTTGGATCACnGAAGCTGGGAGGCGnCTGGAGGTCAGGAGnC^^^ 
QT|AAACCCTGTGTCTGCTAAAAATACAAAAAnAGCCGGGCCTCATGGCACATGGCTGTAATCCCAGCTACTCTGGAGGCTG^ 

>|iGic4606.seq 

AGSGTGnCATGTmAGAAGACAAATTGTTGAGATmCAATTCCCTCCAGGCTGACCTACAGATTCAG 
GMTCTCAAmATnGGACATACAAAGAACCTAGAGGAGTCAAAACAATTmAACTGGAGAAC 
A^gmGCATOTTGTAAGTATAGAGACATAGATCAATGAAATGGAAGAGAGAGnCAAAAGTAGn^^ 
T|-0^GAATGGAATTAGAACAACAGGACATCTATCTGGGAAGAGAGGAAACTCCACCCnAACTCATAGCACAT^^ 

>Fi&c4608.seq 

(^CTCTATCCAGCTGGACGGGCTGGTCTGGGGGGCnCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAGTGTGTGGTGGAGG^ 

Gi^TTGCTGGAGGAGGAGATCACCAAGmGAGGAGCACGTGCAGAGTGTCGATATCGCAGCmCAACAAGATCTGAAGCCTGA^ 

T^gCACGATTAAAGACTGAGACC 

>ncro4609.seq 

CAGCCTGGCCAACATGGTGAGACCCCCGTCTCTACTAAAAATACAAAAAATTAGCTGGTGATGGTGGTGGGCACCTGTAATCCCACCT^^^ 
GAACCTGGGAGGCGGAGGnGCAGTGAGCTGAGATTGCGCCACTGCGCTCCAGCCTGGGTGACAGTGAGAGACTCTGTGT 

>ncrc4615.seq 

ATTAACCnGGmATCACTCTAGATTCMCATAnAAA^ 

AATGAAAGGAGTAAGGATTTCCCi 1 1 1 1 1 iGTmGTnGTmGTTTTTnAACCAAATTCmGAGATACTATAGAATC 

AATAGAGTTCmGTGATGGTAACTGCTGTGTCGmGTmCCACAAGTTGGGATGGAnCATGTCGATACATCCCCATGCCCn^^ 

CTGAGGCAGCCTTnAGATCTACATGAATAAACAAACTATriTACCAAGAAAAATCTCAGCTTG 

>nCTc4616.seq 

TATGGACCGGGAAACAATCCGAAACTTAGCAATTGGGTGGGCAGNTNTGTAAAATTTGTGTGTGCGAnAANGTAATACACGTAAAAT^ 
GCCTAAAGGTAATCATGAAGCAAACTCTTATAGTAGATACACAAAAAATAAAGAGAAATAAATGAAAGCGTACCACTATAGAAA^ 
AAAGAATCAAAGGATCTACAAAACGGACAGAAAACAAnGACAAAAGGGCAATAGTAAGTGTTTACCTATTCATAATnG 
ACAGAGTGGCCAAATGGATTAAAACAAGATGCAAGTAAATAGTACTGTGCAAAAACTCACT 

>ncro4619.seq 

GACGCCGAGGTGGATGCGACACTCAAGTCCCTCAACAACCAGATTGAGAGCATCCGCAGGCCCGAGGGCTCCCGCAAGAACCCTGGTCGCACCTGCAGAGACCTGAAACTCTGCCA 

CCCTGAGTGGAAGAGTGGAGACTACTGGAnGACCCCAACCAAGGCTGCACCTTGGACGCCATGAAGGTmCTGCAACATGGAGACTGGCGAGACTTGCGTCTACCCCAA^ 

AAACGnCCCAAGAAGAACTGGTGGAGCAGCAAGAGCAAGGAGAAGAAACACATCTGGmGGAGAAACCATCAATGGTGGCTTCCATTTCAGCTATGGAGAT 

AACACTGCCAACGTCCAGATGACCnCCTACGCCTGCTGTCCAGGGAAGGCTCCCAGAAGATCACCTACCAGTGCAAGAAGAGCATTGGCTATCTGGACGAAGCAGGTGGCAACGTC 
AAG 

>ncrc4620.seq 

AGACTOGGGACTATCAGTCTGCCGAGTGCTGGGCAGTCAGCTGTCTACCAGGCCTCCAGGGTATCTGCGGmCCAATTCACAGCACTACGCACACCGTGGGAGTGGGGGTGTGCA 
CCAGTACCGACTCCAGCCACTGCAAGGGTGAGGAGTCAAGACTCAGACGGGACmCCTAGGGCnCTGGAmGGGCAAACAGAACTGAATGAGCCCATAGCTGCTTCCTTCCAGC 
TGCCTCTGGAACCTAGGCGGAGCATATTGGTGAGGAACGGGGGGTACAAGGTGCCAGAGGAnGGGTCTGGTGGACAAGAAACAAGACTTGTGGTGACAATTGGCCTCTG 
GAGAAAGCTGTAAATCTTGTCTGAAGCAGAGACTATAAAGAAGTTTCTCCCT 
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>ncrc4621.seq 

ACGATCAAMGGACMGCATCMGCACGCAGCMTGCAGCTCAAMCGCnAGCCTAGCCACACCCCCACGGGAMCAGC^^ 
GCTATACTAACCCCAGGGnGGTCAAmCGTGCCAGCCACCGCGGTCACACGATTAACCCAAGTCAATAGAAGCCGGCGTA^ 

>ncro4623.seq 

AGATATGGGTGATACTCAAGTGACAATTCATCTTGAAGTAAATTCTCCTTCGGTOTGAACCmGAAGTTAAACA^ 
AGCAnCCCATTCCTTCAGGGAGAAATAGCCATCCCCCCAACAAAAAAAAAAGAAGATGAAGAAAGAGAAGA^ 

>ncrD4627.seq 

AAGAAATAATATTmAGATAATCACnGAGCCCCTTAAGAnATACCCAGGCCAGGCACAGTGGCTCACACCTGTAATCCTA 

GGCAGGAGTTTGAGACCAGCCTGGTCAACACAGTGAAACCCCATCTCnnGTTmAAATAAAT^ 

ATTATGCTGnAGGnAAAATTAACAAGTTCAATAnTAmGTnAATGCTATCCAACAATAGTAGATGAA^ 

>ncrc4628.seq 

AATGCAAAnGGnCCACATTmACTGGAGGGTAATCAGTTmAAAAnCAC^ 
>ncrc4629.seq 

TGGCTGGCCGCGGnCTGGANGTGGTGAGCATTGAGGCCCAGTAAGAGACTCATGTGGCTAGTGTnGCCGA^^ 

>ncrc4632.seq 

CTGTAAGGGGTCCTCGCTGCGCCACACGGCCGTCGCCATGGTGAAGCTGAGCAAAGAGGCCAAGCAGAGACTACAGCAGCTCTTCAAGGGGAGCCAGmGCC^^ 
mTCCCTGTTGTGAmACCTGGGAmAAGAGGGGTGCAGATCGCGGAATGCCTGAACCAACTGTTTTGAGCCTACmGGGGATAAAGGAnAm 
AATGAGCGGACAGCATGGAAGATGTGTGCTCTGGCTCGGATAAGAGATGGGACATCATTCAGTCACTAGnGGATGGGACAAGGCTCTTCACAGACGCATG^ 
TTGTAGTAACnATGATAGAATGTATCAGAATAAATGTTTTTAAG 

>ffdfc4633.seq 

Ap^AAnGCTGATGGAGTGAATGAAATTAACACTGAAAACATGATCAGGTCCATAGAGCCTGAAAAACAAGATTGTCCTO^ 

qeGGATGGTAAAGAAGAAATACTGCAGGGAGCGGAACCTCATCGAGTGGCACCCATCTTGACACCTTGTCGCCCTTCAGCTmCCA^ 

GMAGCATCCAAAGGCAGTGnGCATATGGnTCATCAGAACAACATTCAGCAGACGTCAACAGAAACTATAGC 

>f fe4634s eq 

(itQTTmGnCAGCGAGGCGGCCGAGGTGACGCAAAGATGCAGATCTTTGTGAAGACCCTCACTGGCAAM 

AgCAAAATTCAAGACAAGGAGGGTATCCCACCTGAGCAGCAGCGTCTGATATnGCCGGCAAACAGCTGGAGGATGGCCGCACTCTCTCAGACTA^ 

(^IGCACCTGGTGTTGGGCCTGCGAGGTGGCAnATTGAGCCnCTCTCCGCCAGCnGCCCAGAAATACAACTGCGACAAGATGATCTGCCGCAAGTC 

TfgTGCTGTCAACTGCCGCAAGAAGAAGTATGGTCAGACCAACAACCTGCGTCCCAAGAAGAAGGTCAAATAAGGTGGn^ 

>ft'crc4637.seq 

ApCATGGGAnGTCCAAAGACCCAGGAGCATATAGAAGAAAGCAGAACTGGATGGGCTGGTGGATTCmGmCAACACCAGm 
TffAGTGACAAGGATGGCTACAAACATAnCACTATATCAAAGACACTGTGGAAAATGCTAnCAAAnACAAGTGGGAAG^^ 
qQSTmAnCTAGCAATGAAmGAAGAATACCCTGGAAGAAGAAACATCTACAGAAnAGGAnGGAA^^^^ 
<5^CCAATAnACACAGCAAGTnCAGCGACTACGGCAAGTAGTATGCACnGTCTGCTACGGCCCAGGCATGCCCAmGCACGGT^^^ 

>Wc4639.seq 

Al||3TCTAATAGGATATGTGTACAGAGTTATGGTGTCTATAAGCACAAGGCAGAAAG^^^^ 
AllKAAGAGAGAGAAATGGAAAAGTAmATGGAATACTTAGCCmGAGTAAGTCTnAAAAnG 

ATGAGGGGAGTmNGACATAACAGGGAATAAAAGCACTGGAGTGAAGTGTCCACGTGAGAAGTAGCAAATATTGGGAAATGAGGn 
GGTGTCAATGTCCGGCTAAAGGCTAAGAACGnAnGTCTATAATGAGCCCnGCACAnGAGATCACATGCCATGAGAACTGCTCTC^ 

>ncrc4644.seq 

AATCTAATGATGTACCTCAAG^W\ACCAAGNAAAAGCAAGAACAAACCAAATAAAAAA™GTAGAAGGGAAGAAATA^^ 
GAGACTAAAAGAGAnAACAAAATGAAAACTnGGTTTTGTGAAAAGATAAAATAGATAAACCTmGCTAGACCAAGAGAAAA^ 
GACAnACAATTGATACCACAGAAATAGAATCAnAGAGACTAmGGAACAACTAACAACAACAGAnCGTGGACACATATAATCAACCAAGATAGM 
GTGCAGACCAATAAnAGCAATGAGAnGAATCAGTAATAAAAAGCCTCCCAACAAAGAAAAGCCCAGGATCAGATGGCmACCACTGAAK^ 

>ncrc4645.seq 

GnCAAAGAAGGCAAAGNAAAATGATTGGTCTGAAGGCTAAGCTnACCATAAACAGCGTCATGCTGAGAAAATACAAATGAAAAAGACTATCAAG 
ACAAAAGAATGATGAAAAGACACCACAGGGAGCAATACCTGCCTATCTGCTGGACAGAGAGGGACAATCTCGAGCTAAAGTACTTTCCAATATGATTAAACAG^ 
GCGGGAAAATGGGAAGTCCCTCTGCCTAAAGTACGTGCCCAGGGAGAAACAGAAGTATTAAAAGnATTCGAACAGGAAAGAGAAAGAAGAAGG 
GTGTGCmGnGGAGATGGCTnACAAGAAAACCACCTAAATATGAAAGATTCATCAGGCCAATGGGCnGCGnTCAAGAAA^ 

>ncrc4647.seq 

GAACGTGCTGAATGAGGAACAGAGGAAACGTCTGTGTGAGAACAnGCCGGCCACCTGAAGGATGCACAAAmTCATCCAGAAGAAAGCGGTCAAGAACTO 
TGACTACGGGAGCCACATCCAGGCTCTTCTGGACAAGTACAATGCTGAGAAGCCTAAGAATGCGATTCACACCmGTGCAGTCCGGATCTCAGTTGGCGGCAAGGGAGAA 
TCTGTGAGGCCGGGGGCCTGCACCTGTGCAGCGAAGCnAGCGnCATCCGTGTAACCCGCTCATCACTGGATGAAGAnCTCCTGTGCTAGATGTGCAAATGCAAGCT^ 
CAAAATAGAGAATCCCACTTTCTATAGCAGATTGTGTAACAATmAATGGTATnCCCCAGGGGAAAATGAAGGnAGGAm 

>ncrc4648.seq 

TCCACTGACCCTTAACTACAAATAATAGAAAAAGCGCATCAATCTGTTCCATGCCCGATAAACAAGGACTGACTGTAmAGCGnGTAT^ 
CGCCTAATTCC 

>ncrc4651.seq 

ATACACAnCGAGGAAATACTATnTAGTATAAGnGGnCATAATGGCAGTTAAATTGGTCnGTGTmGCGAGGnGGACAAAAGT^ 
TATITAATmGAACGCTGGGAAGAAGGATACGATGTAAAmAATAAAATGAGTmCCTCCCTT^ 
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GGTGGGTGACGAGAMGGCCTGAGAMTGCCAGGMGACATGAGGnGGATTGGCCTn^ 
CTGATTATGCCAAATTTCTACTTTnCTGGATCATmACTCCnAGCATnG^^^ 

>ncro4654.seq 

GACTGACCAnCTGTGAAAGTAGCAGAATGTGAGGAGCACGCGTGAGCnATGTACCGTGAAGATGATCAGAGGATATCm 
>ncro4655.seq 

GAnACAGGTGTGAGCCACCATGCCTAGCAGGAAGCTCmCGAATGACAnGACACTTAAGCAGTAGCTATAGGTGGM 

CCTGTAncmAGTAAATAAAATTCTnGAmGmAmATAGCTCTCmGTCAAGCACACA^^ 

ACCCCCAACTGGAATCTAAnCAGCTAATCACTGnAACAGGnAAAAATAAAGGAAAGAAAAAGTAGGGAAAnAT^^^ 

>ncro4656.seq 

ATGGAATnGnCCCnGCmCCCCCACTGnACTGCnCAGmATAGAnGCCAGCAGAGnCAGAAATAGAGCAGGGATTOCCCGTTCTTO 
CCAGACCCATGnGGCAATGATGTATGAACTGTGmTACTTCTCAGTGCTTTCnTTnCTTTnGATAAGATGGATATCAAAAAT^^ 
AGAAAAGCAAnCTTTTOTAATAATATCCTGTGAAAnGCTTCATTCAnCAmATTTnAAGCCAAATGTC^ 
TGCATmTAAAAGATGTCTACAnGAAAGATGnCTTCCCAGTGTCCTGCTOTGATGCnTGnCAGATirmGTAAGAGA^ 

>ncrc4659.seq 

GTACCNCACCAGCNAGTCAGCTnCTCCTGGGCAGCCGCACGAGCTCTGCCCTCCCTTCTGnAACACCAGCCAGACCCCCTGTAGGTCTAACCC^^ 
GGCCTACCTGGGAATGCTGGAAACATGTTGnAAAGGAATGATGGTGTTGAG 

>ncrc4661 .seq 

agagaggagagaactaagctccctctctcgtgggacaaagc™tgctctgctctgaaagtgtccgtcttgagtgagccttaatcagcatggcgaatatggagt^^ 

GAATGGTAATCGAnGmAGGGGAATAGTmAAATnACTAAATAATGTGTTmcmTAATGTTA^ 

gcttttgccataaaaggtaaaagaaaaacaaagtaaaaacaaaaaactataatgtgcat 

>fifit4662.seq 

CilkTAAGAGTTCAAAGNAGmTGAGTTGAAGTCTTGAATGCAGGAAACTATGTGATAGTGnCTAA^ 
TASCTACCTAGGCnGTCTATAGCAACCATAATGTTGATGTAAGTAATGCGGnAGTNGAATCATA^^ 

G^EATTCTGCAGTGCAGTGNAACCATTGmCCCCTAGTGCCCTCmTCCCnGGGCAnGCTCTGCTAnCCCACGCCnAACACAGCTC^^ 
T^AGTCACAmAATCACATCCGCCnCTAGAGTGCnCAAAATGATGTAGTCCCTCAACTTGGCTAAAGAATCTCAATCTCTO 



>rui;4663.seq 

Cl^NCGCGCGGTNCCCGGCnCCGAGGTGCAGCCTGGCAGTGCAGTGAGCTGTCTGGCCTTnGTCCnGATCCnGGnAAGGAAATGACCAACCAGTACG^^^ 
A|p\GCAAGCCCATGATGATGGCAmGGTCACGnGGnGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCT^^ 
CGTGATGAGAGGCTGGACCTACAGTGGAGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACACCCTGCCCATTGCTGCATCCAGCTCTC^ 
CtgCTnGGGACnGGAAAATGGCAAACAGATAAAGTCCATAGATGCAGGACCTGTGGATGCCTGGACm 

>iir$4664.seq 

Ap^CATCATAGCAAAGCTAGAAGNAAGATnGCTGAAAATTCAGAAAGAACGTGATTTTCATCG^^ 

G?^TGGTGGAAAATTGGCAAAGCAGGACCGTGATGCCTAAGAGAAGACAAACACAAAATGAGCAGGATGATCAACCCACATATCTO^ 



>g|i'k665.seq 

A^TAAGTATOCmAAAAATGTACAAATAGGAATAGAGTCATCAGTCAGTGACTAAGGATAGCTGAACTCAA 
ACAmGGCCTTCAAATATCTGGGATTGTGGGTGAGGTGAAAGGAAAGGTGAATTCTAATAATGAATCAAGGCAGGAACTG^^ 
AGATCAGnGmCAGTGAATAACCAAGnGTAGTGACATGAAGAAnGCACGTTGCTTGTGAGATGCAGAATGACATAGAAACTGCGAAG 
AAAGAACTmGACCAAAAGTATCACATTCTnGTmAACAAAAAAACTGAACAGTAT^^ 

>ncrc4666.seq 

ATGTCmCAAGGAGTOTATGTCTTnCGTGAAACAAGCCTAGAGTCTGGGGTTGCCTGTGGGAGTTGGTTm 
AGAGAAGTAGAAACTGnTACTTTTCACTATATGAGmACATmAACATATCATGTTGTTAGCAGTTm 
GATATmAGAmCCTTGTATCTAATGTCTTGTGGTAAATATTGCTGTTAAGGATAAAATAATAATAm 
ATGAGAmrCTTG 

>ncrc4667.seq 

CACCTNCACTTGAmCTACTAGATGGCmATTGTATAAGGAAGATATGncnAAATACTACACCTAATCCAAAACAAG^^ 
>ncrc4668.seq 

GmGGTGGATCCGmGACCAAmGCACCAGTmATCCATAATGATGGAmAACAGCATGACAAAAATTAmTTTTmGn 
GNGnCTGTACTTANAAAGTAANAGCTCTAAGTACCTTTCCTACATnTCmTnTAnAAACAGATATCnCAGmAATG 
GmGATTGTTTACAGGATATTCCAAAATAAAAGGACTCTGGAANATmCATTGAGGATAAAnGCCATAATATGATGCAA^ 
TTCAGNGCAGCATATACAATAATGTAAmAGTCTAACACAGTTGACCCTATTTmGACACnCCAnGTnAA^ 

>ncrc4669.seq 

AACTCAGGCCTGGGACAGnGATCnGAAAGAAGAGATGGAGAAAGAGAGCCGGGAAAGGTCATCTCTGnAGCCAGTCGCTACGATTCTCCCATCAACTCAGCnC^ 
CATCTAAAACTGCATCTCTCCGTGGCTATGGAAGAAATGGGCnCACCGGCCTGmCTACGGACTTCGCTCAGTATAACAGCTATGGGGATGTCAGCGGGGGAGTGCG 
GACACTCCCAGATGGGCAGATGCCTGCAATGAGAATGGACCGAGGAGTGTCTATGCCCAACATGnGGAACCAAAGATAmCCATATGAAATGCTGATGGTGACCAACAG 
AACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAGCGCCACTOGCCCCTGAAGTGmCGGGAAATCTnGGAATGTCCATACAGGAGm 



>ncro4670.seq 
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ATTGGGGMTMGCATMCCCTGANATTCTTACTACTGATGAGMCATTATCTGCATATGCCAAAAMTmMGC 
GTTAATTGCnGTCAAGCTATAACCACAAAAATAATGAAnGATGAGAAATACAATGAAGAGGCAATGT^^^ 

>ncro4671.seq 

CCGGCGGTGACGACCTACGCACACGAGTAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCC^ 
ATTGCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTnAGCCATGCACAAACGGT^^ 
GGAAAAGCAAGGCnACAGAAGGTAAATGGTTTACTAATGTGATnGGGGCTTTGAGmGATTm 
CTATAATGTAAATTTTTAGACAAGAAGTG 

>ncrc4672.seq 

AGCCCACTGTAGTGATAGCTCCATATGmAAATGTAmATCAGAAAGTAAGAAAAAATGAGCTAAGTATTCAA^ 
AAACAAGAAGAAAATAAAATAGATAAGAACATAAATCAATGAAATAGGGAAGATTAACAAAACCAAAAGCAAmCTnAAA^ 
AATACAATAAGGGGAAGATGCAAAmACAAAACAGAATCCAAAAGAGGAAATAACTGCAAAAACAATGTAAAATCT^^ 
CACTGnGGAAAAGTATGATATTCGAAAnGGAGGAAGGATAAATAGATmCATnAAAAnCATAATGGTAATOM 

>ncrc4673.seq 

AACAGTGTTCACAGGATCnCACTAGGAGTAGATTCTATCTCAAGAAAGCACmCAGTGAGCAGAGTGACTGATGCGTGTAATCCCAG^^ 

CTGGAGCCCAGGAGTTGAAGACCAGCTTGGGCAAGATAGTGAGACCTmCTCTACAAAAAATAAAAAAATTAACCAGGCATGGTGTTGCACNGACT^^^ 

GCTGAGGTGGGAGAATGGCTGGAGCCCAGGAGGnGAGGCTGCAGAAGCTGTGATCATGCCACTGCAnCCAGCCTGGGTGACAGAGTAAGAC^ 

>ncrc4675.seq 

TCCTCTTCCTTTCTCCGCCATCGTGGTGTGnCTTGACTCCGGTGCTCGCCATGTCTTCTCACAAGAGTnCAGGAnAAGCGATTCCTGGCCAAGAA^ 
TGCCCAGTGGATTCGGATGAAAACTGGAAATAAAATCAGGTACAACTGCAAAAGGAGACATTGGAGAAGAACCAAGCTGGGTCTATAAGGAATTGCACAT^^^ 
TGCTGTCTGAAGGTCACGATCATGTTACCATATCAAGCTGAAAATGTCACCACTATCTGGAGAmCGACGTGTmCCTCTCTGAATCTGnATGAACACGTTGGn^ 
TAATAAATATTGTAAGGCCTTTCnTCT 

>ii§c4676.seq 

Ap\CACCAAGGTCGTGGTnCTATCCCA™CAGGGCAGTCAAGCTCAAGGGAAAAACCCTGnCTnGGCACAGCTTCCATGGCCTGCTAGCCG 
>ffic4677.seq 

CigCCAGGGAAACTCGGCCmTGGCCGGATGTGAAGCAAACTGCCCmGTCCTCAAAGAAATTGTTGAAAAAGAAAAGTT^ 
AffiAACnGAAATGlTGGCATmCTAACCnGTmGTTGGCTACAATAATTCAGTAT^^ 
TAMnGAAAGATAAAATGTmACCTCACTGnGGAGATACATTCCAAGCTTnCAACTCTAGGAGAAAAAGA^ 
T^ljAAAACTGCCATATCAAmTAATGTATAAGATnTGCAAATAnATGGTATATGTAATACCTAACTC^ 

>|^^|j4681.seq 

ApCGCGGATGACTnGAGCAGGAGAGTGAAGTGGTGGAGTCTOTGmCAGGCTOGTCTGGCAGCTTGnGGAGAAAGGGCTGA^ 
CTXACACCTGTA ATCCCA GG ACmGG GAGGCCAAGGCGGGTCGATCACAAGGTCAGGAGTAGGAGACCAGCCTGGTCAATACAGTGAAACGCCATCTCTAC^ 
TfeCAGTACTAATTmGTATTTTmACAAAAAATACATAATGATGGTGGCGGGCACCTG^ 
Af^nACAGTGAGCTGAGATCGTGCCACACCTGGGTGACAGAGCAAGACTCTGTGGC 

m 

>n6p4682.seq 

AliKGAAAACNGCTCCTCCACAGATCTCCAGCnTACAATCTAAGACAnACGTGGCAGCACCATCTCCTCCTGGGGTCTCAAGnCCA^^^ 
CfgrTCCCCGGATCTCCAGCTTGACGACCnCAGACTTAAACAAC 

>n6rb4683.seq 

CAGACTGGCnATCAAGNACAAAGGTGTCCnCATAATGAAGrrAAAGTGAGTATACTGTGGAGAGGACnCCAAATGTG 

GACGGCTATGATOCTATGCCTmCTAAAGATCAATACTATAACAnGATGTGCCTAGTAGAACAGCAAGAGCAATTA^ 

TGTCCnAGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATAATAAATTnGACACTGAAAAACA^ 

>ncro4684.seq 

ACTTGAAGGAAGTGGAGACATAAGGAGAGACAAAAACAGGmGTGCCATAAAGTATTTnTCAAAGACACCAAGATGTGGTAM^ 
ACmGCCnAAGAAGGTGGTGGAnCCAAGGnTGTAAAGGCATCTCGGTAAAGACTGCTTmGAATGCATATGATTTTGCATCAGCT^ 
GTTnAAGTCGGAACCGATAAATmAAAAAGGAGAAAAAATAATnGACCTAGTAGTATAAAACATGAGGCmA^ 
ACACATGTATCTnCATTAmATAAGTGGCCTCTCnAGGTCAGTTACTCAATTCATACGTAGTATnTmAAAA 

>ncrc4685.seq 

CACCAAGGNAGCCTACCACTATCCACAAAAGCCCTGATGAATCAACTCCTGAGCTTTCTGCAGAACCCACACCAAAAGCTCTTGAAAACAGTCCCAAGGM 
TAAGACTCCTGCAGCGACTAAACCTGAAATGACTACAACAGCTAAAGACAAGACAACAGAAAGAGACTTACGTACTACACCTGAAACTACAAGTGCTGCACCTAGG 
CAGCAACTACAACAGAAAAAACTACCGAATCCAAAATAACAGCTACAACCACACAAGTAACATCTACCACAACTCAAGATACCACACCAnCAAM 
TGCACCCAAAGTAACTACNGC 

>ncrc4687.seq 

GATGmGAAAATATTC™CTGGTGAATAGTTnAGTTAATGGTGTATGACTGAACATC^ 

AmGAGCTGTGAAAAAGTAGG™cnnGC™nAATTTnnCCTmAGGAATTATATTCAAAGAA^ 

TACTTTTGAAnCAAAGAGTCATCmAAGTAAAATGAGCTTTCTCCnGTAATAATACACAGAC 

>ncrc4688.seq 

CAGACTGCAAAATAAAATCTCGGTGTTCTATTTAmAnGTCTTCCTGTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTG 

CCCAGCGCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATr^ 

AAAAATGAAAAGATTATTGGAAAGTT 



>ncrc4689.seq 
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ATGGCAGTTGATGCTCTATGGTCACTGTCTTGAMmCCMTAGTTGCATTCnGCAmGTGTmGCM^ 

CCCmCAGACAGCTCCCTTGnCnGCCCAGCAAACACTGCCACCCTCTATTCTCAATGGGCGGCTAGGC^^^ 

AGGGCAAGGTCCAATGCCTATGAGTGTCTGCTCTCACCAACCAGTATCCnGTGCCCAAGGGAG™CATGAAATA^ 

>ncro4692.seq 

ATGTAGGAAGGAACnGGTTGCnCAGGTGGTGTAGGAnATATnACCTGTATGAAATGCAATmAAnATG^^ 
ATGAACCTGAACTCAGTCTGTGCATCTTCACATCTGATATCTGCCGTGTGATCTTGAGAAGATGGmACTCCCmGAG^ 
ACTAACACCTGGTTCTCTGAAGAnAAATGGGACTGTGACTGGTAmAGCAAGTACATGGGCTAAACATm 
GATGGGCAATTCATGAATGTTTCCAGCAAGAGGAGAAGTTCTAGG 

>ncro4693.seq 

AGAGAAGATCCTmAAAAATATGTGTTACCGTGGCTGGAGTGCAGTGAGGTGATCACGGCTCAGTGCAGCGACAGCCTTCGAGCT 
G6AGGTTGCTGTGAGCCAAGATCGCACCATTGCACTCTAGCCTGGGCAATAACAGCAAAACTCCGTCCC 

>ncrc4696.seq 

GTGGCAmGCTGAACTCCTTCAGTGCATATGCATGTGAGTATGTGTATACAGTGTGnmGACTGTCmcnTACCAGAGATmACATCTAT^ 

AAGAAGTAmATGATATAATAGACATCTGGATGAAAmAAAAATTAAATTAAAAGTGCCAGTAGCnTGTGTGCAGATGGCAGAC 

GTGAGTTCATGGAGAGTmTCCTCCTCATTmATGTGATTCTTAGGAATTGAGTAGACATAAGCnACATAACAm 

>ncrc4697.seq 

AGGAATAAGACAAGGATACCCACTTGCACCACTTCTAmGGCATAATACTGGAAGACCTAGCCAGAGAAATCAGGCAAAAAAAGAAATAAAATTGTCATC 

GTAAAGTGTCTCnTnGCAGATGACATAATC™CATATAGAAAACCCTGACTCCACCAAAATAACTGTTAGAACTAATAAACAM 

AAAATTAGCAACAmCCATAAACTAACGAGGAACTATCTTTAAAAAAATCAATAAAATAATCCCAnCAGCATAGCG 

>ncrc4698.seq 

TQMCATACTTATAGCTGCTnCAGATTGCTnATTGTCTGCAGTCmAGAGGGCTTmTTAAGAGAAM 
ArGTmAnATGAGnCAirnCAGTGGATnCCAnGTCCnCAGGAATGCAGTnGTCCTGAGATGTGGAAGnTO^ 

CgSTGACCTGCCTGGCCAAAATGGTGAAACCCCATCTCTACTAAAAGTACAAAAATTATCCGGGCATGGTGGTGGGTGCCTGTAATCCCAGCTACCTGGG^ 
A|i^TTC 

>ll^700.seq 

CgjrGAAATNCCCCmAATGGnGCATAATTTAACAnATATGGATGnCCATGTAATGTTAAATATGTC^ 
>ncfe4701.seq 

GifcTTGGAAAGACCTGACTATAGnACCTCCmGGnGAACCAAAGGAGGTAACTGGGAAAAAGGCTGTGTGAACCATO 
Afp^AACAAGAAGGGTGGCCCAAATAACTGAAGGAAGTCATTCCCAmnCCTnTCTmCCT^ 

>nbrc4703.seq 

GCfccCATGAATCTTGTGCTCTTGTnGTGTGACATGGAACAAATAACnCTnGCCACCACmGCCnAGATAACTG^^ 
TT|rATGCAATCATGCCTGTCTGATAATCTTGCATTGCmCCTCTGAGCmAGTGGGTCCTAGnGCACACTGGCCm 



>iiifc4704.seq 

Gi^CTGGCCTGAATGCnATAGGTGGCCTCTCCnGTGGCCTGGGCCTCCTCACAACATGGNGTCTGGATTCCCAGGATGAGCA 

AlgnGTnATACCmGCCnGGAAGnGCATGGCATCACCTCCACCATACTCCATCAGTOGAGCTGACACAAACC 

TA*6AAAAATACAGnTGTCACATG 

>ncrc4705.seq 

ATCATAGGCCnGCTGAGAAAnGGAATGAATGACAGTATnGAATAACGCmGCTCAGTTCTGTAGnTCGAnCGAAA^ 
TTAAACAAGACTTCCCCTTCTATTCmAGAGnGGAAATTATTCTCTGCTTGGGAATAGnTTCAATATGTTCCAGACA^^^ 
GAmCAGCCAGGCTGATCAGAGTAAAGCACCAGGTGTCATAGCATCCTAATATTATATGAATCATGCAmATCCATTCATCTATGCATGTATCCAGG 
CnGATCGGTTCTACAGATTCAGATTCCTGTATATTrAGGTAACAnCC 

>ncro4706.seq 

GCACCATCnGCmCCmAATCCGGCAGTGACCGTGTGTCAGAACAATCTTGAATCATGAAGCTACTAACCAGAGCCGGGTCmCTCGAGAm^ 
AAGnAAAGCCACAGCTGCGCCTGCAGGAGCACCGCCACAACCTCAGGACCnGAGmACCAAGTOCCAAATGGCTTGGTGATTGCTTCmGGAAAACTAT^ 

AnGGmGnCAnAAAGCAGGCAGTAGATATGAGGACnCAGCAAmAGGAACCACCCATnGCTGCGTCnACATCCAGACTGACGACAAAAGGAGCnCATCT^^ 
CGTGGAATTGAAGCAGTNGGNG 

>ncrc4707.seq 

GTCnCTTTTGAGAAGTGTCTGTTCATATCCTTCACCCACTTmGATGGGGTTGmGniTm 

AGTAGGTTGCAAAAnnCTCCCmCCGTAGGTTGCCTGnCACTCTGATGGCAGmcmTGCTGTGCAGAAGCTGmAGTTTAATTAGATCCCAmGT^ 
GCCAnGCTmGGTGTmAGACATGCAGTCCTTGCCCATGCCTATGTCCTGAATGGTATTGCCTAGGTmCTTCTAGGGT^ 

>ncrc4712.seq 

GTGCGATGGAAAACTAAAGmTAAATTATATCATAACCATTGGACCTCTTTTTAAAATGCACTGAAGCCmTAGTGn^^^ 
GATGGTGGTGCnCTGAAAGGGAGGGGAACGGTACTGGGGAAGGGACAAAGGGAACTTCAACmATCTGTAATGACCTGTnATTnGAAAACTC 
AACAGTAACTTAACAAAACCTCAAGTCTGGATAGTGAGnCAAGAGTGnACmATATGGACAGGCAGTGACTCATGCCTACAATCCCAGCACm^ 
CTCTTGAG 

>ncrc4713.seq 

AGTGAmATCTAATCTAAGCAAAAATAGTAGAAGGCTATTGTCTTGTCACTTAAGTTGAATGAATCCCAGTGATTGTAGnGCn^ 
CTGnCCCAGAGAnG 
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>ncrc4716.seq 

AGAGGAGGTAMTCCTCCTMCACTACATAMTCTMGCCCATATATGnTAAAMGTTCAGTCMTAGnGCCTAGGGMGAA^ 
GAATCTATATATCAATTATAATATCCAAAATATAATAAAAATACCGmCTCCAAATAAATATGAA^ 
GCTCAGATGTGAGATnAGGAGACAAATCTTAGAACAGTATAAGTGCATTCGAGGACTTCAAGAAAAATATGGTCTC^^ 
AAAAATGCAACAAAATGGAAATACTAAACAAGTGATGCAAGAACTGCAGTGGAAAGmACAGTAG 

>ncrc4719.seq 

TCGCCATGAAGGTCGAGCTGTGCAGnnAGCGGGTACAAGATCTACCCCGGACACGGGAGGCGCTACGCCAGGACCGACGGGA^ 
CGGCTTTCCmCCAAGAGGAATCCTCGGCAGATAAACTGGACTGTCCTCTACAGAAGGAAGCACAAAAAGGGACAGTC 
AATTCCAGAGGGCCAmCTGGTGCATCTCnGCTGATATAATGGCCAAGAGGAATCAGAAACCTGAAGmGAAAGGCTCA^ 
AAAGGCTAAGCAAGCATCTAAAAAGACTGCAACGGCTGCTGCTAAGGCACCTACAAAGGCAGCACX^TA^^ 

>ncrc4720.seq 

ATCCAAAGACAACCTCATTCCCCCTAAATAAATTAAAAAAACTAnAAACCCATATAACCTCCCCCAAAAnCAGAATAATGAC^ 

ccc 

>ncrc4721.seq 

GTGCTACTGTGGATGAGGGATGAACAAGGGGATGGCmGATCCAATGGAGCCTGGGAGGTGTGCCCAGAAAGCTTGTCTGTAGCGGGTnTGTGAGAGTGAACACm 
GACACCTTATCCTGATGTATGGnCCAGGAmGGATTnGATmCCAAATGTAGCTTGAAAm 

>ncrc4723.seq 

CNGGACCTGTGACATTCTGGAGTAnNCTGTGmATTNGTGGGCGAGNGTNNCAACCNTATAATAAATCACCTCTTCCGCTGnnAG 
>ncrc4724.seq 

GTGGAAGAGTGGAGACTACTGGAnGACCCCAACCAAGGCTGCACCTTGGACGCCATGAAGGTmCTGCAACATGGAGACTGGCGAGACnGCGTCTAC 

TCCCAAGAAGAACTGGTGGAGCAGCAAGAGCAAGGAGAAGAAACACATCTGGTTTGGAGAAACCATGAATGGTGGCTTGCATTTCAGCTATGG 

GtefeAACGTCCAGATGACCTTCCTACGCCTGCTGTCCACGGAAGGCTCCCAGAACATCAGCTACCAGTGCAAGAACGGGAnGCCTATCTGGACGA^ 

GgCTGCTCATCCAGGGCTCCAATGAGGTGGAGATCCGGGGAGAGGGCAATAGCAGGnCAGGTACACTGGCCTGAAGGATGGGTGCACGAAAGATAGCGGTAAGTGG 

TCm-ATC 

>iSfc4728.S8q 

CiPAATTGGAATTCCAAAATGTGTAAGGCGGGATATTCTCTTCTGTGCTGTCAAGGGAGATGGATnGATTGACATACmGGA 
"RjpACnCAGTCAGCGACGGAAAGAGTATGAGCTGCN 

>K4732.seq 

TggAAGGAGGGGAGGGAACAAGCAATGGAGGAAGGAGAAGTATATGCAATTGAAACCmGGTAGTACAGGAAAAGGTGnGTO 
Affn-GATGTTGGACATGTGCCAATAAGGCnCCAAGAACAAAACACnGnAAATGTCATGAATGAAAACTTTGGAAGCCnGCC 
AtTAAATACnGATGGGTGTGAAGAATCTGTGTGACnGGGCAnGTAGATCCATATCCACCATOTGTGACAnAAA 
(^CATGTAAAGAAGTTGTCAGCAGAGGAGATGACTATTAAACmGTCCAAAGCCACCTCAACACCm 

>flfc4733.seq 

I^GACAGNACACATGACCAACAGNATATATTTmAAAAAAGCTCAACATCACTAGTCATCAGGGAA^ 

CiiETCAAAAAGACAAAAAATAGCAAATGCTGGCAAAGGTGTGGAGATAAGTGAACTCnAAATGTGGCTAGTGG 

Cr^^AAAAAACTGCAAATAGAACTACCATGTGATCCAACAAnCAnACTGGACGmATO 

T|pCACAATAGCCAAGATATGGAATCATCCTAAGTATCTAACAACAGATGAATGCGTAAAGAAAATATGGTATATATAC 
>ncrc4734.seq 

AnGATrnGGTTnACAAATAAATTnAGCAATCAGACAAATTCACAAATATGGAATCTGTC 
AGGCnGATmAGTCATAGAnTGGTmAGAAAAAGTAAAATTnAAnCTGmGGT^ 

AACATGATATTGCAATTAAAnCTTCCAGAGAGCTATCCAAGTTGATCCAAAmCGCnATGCCTATACTCTAnAGGGCATC^ 
nGTTTTCGAAATGCTATCAGAGTCAATCCTAGACATTATAATGCATGGTAAGTGGTAATGA 

>ncrc4735.seq 

TGCTGACACTGTCCTCCCCTGTATAGAmGTCACTCAGAAmGGGCCnGAGGAGGCTGGAGGGTGTCTACACATnATGAAGCCTGAGGAn^^ 
ATCGTCTATCGAGATACnCAGAAATGCnCACTGCAAGAGACATTCGCTAGGGAGCAGTTGTCCCCCACGCCATAGGCCACTGGCnTACTTGGGA^ 
AATGGTTGAncmGACTACAACTGGAGAGGGAGGGTGTGGGGAAAAAATAGAGAGGACTCTGCTTAGCTGT^ 
TCCACCCTCCAAATGGGTCCAGAGATmCCCTTTnTTGAAGTGCTTmCAAGTGTnGGGAT^ 

>ncrc4740.seq 

ACCTTCAGCAGGGCTGTGGCTACCATGnCTCTCGGGCGGGTGTCGCTGGGCTGTCGGCCTGGACCnGCAGCCGCAATGGATTCAAGnCGAAATATGGCAACmG^ 

ACCAGGAGACTAAAGTCCATCAAAAACATCCAGAAAAnACCAAGTCTATGAAAATGGTAGGGGCAGCAAAATATGCCCGAGCTGAGAGAGAGCTGAAACCAGCTGGA^ 

TGGGATCmAGCTCTGTATGAAAAAGCTGATATCAAGGGGCCTGAAGACAAGAAGAAACACCTCCTTATTGGTGTGTCCTCAGATCGAGGACTGTGTGGTGCTA^ 

GCTAAACAGATGAAAAGCGAGGmCTACACTAACAGCAGCTGGGAAAGAAGTTATGCTTGTTGGAAnGGTGACAAAATCAGAGGCATACmATAGGACTCAn 

G 

>ncrc4741.seq 

AAATCTCTGTAGAGCACCnnCnTCTTAGACTAAGTAACCCAGTACAA 

ATGGGGAAATnATTTTTmAATGTCCTGTTCCnAATGCTGCAAAnATCAGTATTTATAAAGTAACTG 

GACTATATCTATGTAAAGTOTOGAATGGTATCTGTTCATmAGTGATATGAAGATCACAACTAACAACTGACAAATCAGAG 

AGAAAnGATATGAmncmGCTAGCCTCTCnACTAATGGAATOTATACTGGCCAGTAAAATGGGCCTCCCAATTGCTGm^ 

>ncrc4745.seq 

CATCACACCTGGCCAATTmGTGTTmGGTGGAGATGGGAmCACCATGTTGCCCAGGCTGGTCCCGAACTCCTGGGCTCAAGCA^ 
GGA™CMGCATGAGGCACTGTGCGTCACTAGCTGCCCAmAGTTTGAAGGTAATAAAATAATCTATAnCCAGATTCTGCTGCTTGTAAATC 
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>ncrc4746.seq 

GCTTGMCmAnGAGGAAMTGATGMGTTCTGGnGCTGGAmGGTCGC/W^GGTCATGCTGTTGGT^ 
CTmGGCCCTATACAAAGGCAAGAAGGAAAGACCAAGATCATAAATATTAATGGTGAAAACACTGTAGTA^ 

>ncrc4747.seq 

GTAGAAAATTGAGGAAAGAAAATAACCGTAACAATTATAAGAGGnATAAAAGGnCATGGAACCTTmATGn 
CACACTTGTAATCCCAGCACTnGGGTGGCTGAGATGGGCAGATCACTTGAGCTCAGGAGmGAGACCATCCT^ 
TTAGCTGGGCATGATGGTACACACTTGTAGTCCAGCTACTTGGGGGACTGAGATGGGAAAAnGCnGAGCCCGGGA 
CAGCCTGGGTGACAAAGTGAGACCCTGTCTC 

>ncnD4752.seq 

CTAGAATAAATGGAAAAATOnATCAGGAGGAAGAGACTGCTGGACTCCCCTGAGAGGTAGGGmGTGCTAGGAGAGCTGGGTGCCATnAmCAT^ 
AGTAACAAnCCTAGTnCTCnACCTCTGTAATCATCCTGAATAGTCACTGCncnGAGCTTTGGTGAGTGTTCTC 

>ncrc4753.seq 

AACAGTGCAAAGNAACAATGCCTAGCGTATGGTGAGTATTCAATAAGTGmGCGTAGAAGAAAAACCAATATTAGAGTGGGAAmAAAm 
ATGCTGmCATAmGCCTAATGACTGTATATTGTCCTGTAGGGAAACTATAnGCmCATAATTACCTCCAGATATACAATACAGA 
TTCAACAGACAGnGTCTTCCTGCTGTGCCCTTGATAnGTGCTAGGGATGGAAGTACncmGCCTnAGTCTTCAATTAACCTTAC 
TTAAAAAAnAmGTTTATGGTACnAGAGGTAATGCTnATTGGAGCGATATAAAATGGATTGGAnCCTnACCTTC^ 

>ncrc4755.seq 

GAGTAATGAAATACrrGTimCATACAAAAGAATATGCACACATAmAAGnGmGCCATAATTAAAAAAT^^ 
CATTACCTGAGCACAAGTCAGTGAC 

>,ricrc4756.seq 

cMGCTAGACTGCAGTGGCACAATCTCGGCTCACTGCAACCTCCACCTCCGGGGTTCTAGCAAnCTCCTGCCTCAGCCTCCTGAGTAGCTC 
dQrTTnGTATTTTAGTGGAGATGGGGTTTGACTNGTGTTGCTCAGGCTGGTCnGATCTC 
Ai(^TGCTGTGTGCnCnAAGTGAGGTAAGTAAGTTCCATAGAAAATTTCCATCAGTTGATTCATGAAAGAACAAAG 
/fgGGACAAACCTOGGGAGAAGAAGGCAGCTGCTCAmCCAGGAGGGGAAGTAGCTGCATAG^ 

>iilllc4757.seq 

AJ/^ACATTAnnCGTCGTATGnTCTATAnnGAAACAAAGGTATGTAACnCnCAmGAAGGATAAGCTGGm 

aGTTAGCAmAmGGTGGCAGAATGmGCCTAGGTACAGAATTAATAGCCGTTAGGAACGACTGCTGCTGGTGT 

CiSAAAAGAAAAAGA 

>ricrc4758.seq 

Gj^nmnGnGnGnAAGTnAnGAAGTnAnCCCTTAATCAGTGAAGGACAACCCTOTnA™ 
Gl3^iTAAGCAGGTTATCACATAGCATAGAAncnAAAAGATACATGTGGGGAAAAGTAGTCTCAAATAAAAGCTA^ 

>0i4759.seq 

aI%^ganaacttacgtcccccaaatatatggtgctggcactacaccttcgtaactgctgttgccactgcccccac^ 
g@tatatacatamccmgtttaaaatacaaatagcatactatgcatgctgnctgcacmgctt^^ 

WAnGAATGGATAAACGATAAmAmAATCAGTCCCTCACTGACAGACGTnCCAnGmCCTGTCn^ 
A^lfrATGGGATTACATCTGGAGGATAAATTCTOGAACCAATGGTGGmGTGGGGAGGGTG^^ 

>ncro4760.seq 

GTTTGAGTTTTGTTTnGTTmCCTGGTAATmGTGTTCCATA^ 

AGAGAATmGAATGTATCCGTGAAAAATAnCAAATGTCGAAATCCAAATGTCTTGCmGGCTGTG 
>ncrc4766.seq 

ATGTCCGGGAAGAANCnAAAAACAATGAAAACCCATACTTnGAAAAGGGNGNGTmAAAAATNM 

CTATGCTCmCAAATGGAGACTGGGATATTGTTGTmGAGACCACTGTmCCTGnCCCTCCCAAATGTOGTCACATAT^^ 

CAATAAmAGGAnAAAGlTrGAAGTGTAATTACATiTGACTTT 

>ncro4771.seq 

ACTGCTCCCGCTNCTGAAnCACTGCTANTCAGCCTGAGNTGCAGACTGNTCTGAAGGNGTACAAGGTGCCCTCTGTGCCTAnCAGCANnCCCTACTGAAGACT^ 

CTGCCACGGAAGACTGGNCTGCAGCTCCCACTGCTCAGGCCACTGAATGGGTAGGAGCAACCACTGACTGGTCTTAAGCTGCTCnGCATAGGCTCnAAGCAGCATGGAA^ 

TNGAIGGNAAATAAACATCAGrrr 

>ncrc4772.seq 

AGAGTCNACTGGAGAAAGTACAmAAGATGATTnGGATTTATTAAAGTCCCmGGAAGTCTTCTACCATOCTGTAGACCAAATC 

CCGGACATTAATCTGGATGTCCCACATTCATAGTCTGTGCTGGAGCGGmGTAGAAGAATGTTnCAGGCTGGAATAATnCCAAACAACTCAGAGATCm 

AAAGCGTTTTGTAAGCGAAGGAGATGGAGGTCGTCnAAACCAGAGAGCTACTGAATATAAGAACTCTTGCAGTCnAGATGmTAA^ 

AC 

>ncrc4773.seq 

GAGAGCTTCCAGTACGACCACGAGGCCTTCGTGGGCAAGGAGGACTCCAAGACCTTCGACCAGCTCACCCCGGACGAGAGCAAGGAGAGGCTAGGGAAGAnGTTGATCGAATCGA 
CAATGATGGGGATGGCmGTCACTACTGAGGAGCTGAAAACCTGGATCAAACGGGTGCAGAAAAGATACATCTTTGATAATGTCGCCAAAGTCTGGAAGGATOTGA^^^ 
GATGATAAAAmCCTGGGAAGAATACAAACAAGCCACCTATGGTTACTACCTAGGAAACCCCGCAGAGnTCATGATTCnCAGATCATCACACCm 
GAGAGAAGATTCAAAGCTGCAGACGTCAATGGTGACCTGACAGCTACTCGGGAGGAGnCACTGCCTTTCTGCATCCTGAAGAGmGAACATATGAAGGAAAnGTGGT^ 



>ncrc4776.seq 
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AGTGAAGTTAGGMGCATGGAGTCCACAGTGTTCTnGAMGMTCMGGCACCMGTCCATGCAmACAmCTCT^^ 
CGGCAACCAAAAAprCTGACCGTGG 

GTCmCCATTTmTCTGAnGTCCCCnGCGCCCCTCCCTmCTGGGGGCACAGAGGGCATGGCAAnTO 

TGnCAGATCGGAncnGGCTGTGAGGGCAACCAGCTGCmCCTGmcmAGAAGTGGATCCCACACTGCGGTGTCCTGC^ 

GTGGT 

>ncrc4778.seq 

TGTGATTCCGTCCTGCGCGGTTGTTCTCTGGAGCAGCGnCTmATCTCCGTCCGCCTTCTCTCCTACCTAAGT^ 

GCCCCCTGAGGCCCCAGAACTATCmTCGGnOTGAACTAAAGGCCGACAAAGATTATCACnTAAGGTGGATAATGATGAAAATGAGCACCAGnATCm 

GGGGCTGGTGCAAAGGATGAGnGCACATTGnGAAGCAGAGGCAATGAAnACGAAGGCAGTCCAATTAAAGTAACACTGGCAACTnGAAM 

TTGGGGGCmGAAATAACACCACCAGTGGTCnAAGGnGAAGTGTGGTTCAGGGCCAGTGCATAnAGTGGACAGC^^ 

>ncrc4779.seq 

CAGAGACmATCAAAAACATGATOCAGGGACATCTCAGGGTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGTTGGTGAATnGAA 

GAGCATGCCCTTCTGGGTTACACACTGGGTGTGAAACAACTAAnGTCGGTGnAACAAAATGGATTCCACTGAGCCACCCTACAGCCAGAAGAGATATG^ 

TCAGCACnACAnAAGAAAAnGGCTACAACCCCGACACAGTAGCAnTGTGCCAATTTCTGGTTGGAATGGTGACAACATGCTGGAGCCA^^ 

TGGAAAGTGACCCGTAANGGATGGCAATGGCAGTGGAACCACGCTGGTTGAGGCTCTGGAGTGCATCCTACGACGAAGTCGTGCAAGT^^ 

TGTCTAC 

>ncrc4780.seq 

AGAGATATTmGTACGmTATATTGTATTAAGGGCATmAAAAGCAAnATAnGTCCTCCCCCTATmAAGACGTGAATGTC^ 

GTGAGTGTGmGTGTGCATGAAAGAGAAAGACTGAmCCTCGTGTGTGGAAGAAGGAAACACGGAGTCTCTGTATAATGTAmACATA^ 

ATAAAAGAAAAGA 

>ncrc4782.seq 

AnGAmGCAGTTAAAAAGAAGGTGGGGATGCCTCTGCTGGTGCAGTATGTTGTGAAGATAAATAGACTCCTGAGTGGTGAAnCTGATGTCm 
TkmAATAATCATAGTTACCATTGAnATAAGTACCCAGCACTGTGATAAATTGAATTCACAnACAmATAACACTTTCTM 
C^TGGTAAGCGATGGTAAAAmTGGCCGTGATAGCTrCACAGACTAATGGAAAATnCTGAAAGTTTACAAGTACAGAAAAACA^ 
C^ACAGACCAnGTACAATTTAAAATATACATAATGTCAGTCnncmG 

>fty:4785.seq 

AS^TGAAATGATNAGAGAAGCAGATATTGATGGAGACGGACAAGTCAACTATGAAGAAnCGTACAGATGATGACTGCAAAATGAAGACC 
AftSAATCAAATTGAATCTTTTACnACCTCnGCG 

>iS:j4786.seq 

AfjgCTmGTAGTTCATGAGCGTGATGATTGGGTGnCATACGCTTGTGTGAGATGTGCCACCCnG 
>%c34787.seq 

^TAAATATCTTTCCATCCGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGATGnAGCAGACCCAGC™ 
Q^GAAGTTCTCCAGCTTCAGCTCAACTCACAGCnCTCCAAGCATCACCCTGGGAGmCCTGAGGGTmCTC^^ 
Ajg^CGCTCAGTATTTTAAATGAAGTGAnCTAAGAmGGmGGGATCAATAGGAAAGCATAT^^^ 
AJj^CACCCAAACACTTCTGCnTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAACAAGCATGATCnGTOCTGTGATAT^ 

m 

>§efp4788.seq 

AjgR^CCGGCATmGGGAGGCTGAGACAGGTGGATCATnGAGGCCAGGAmCAAGACCAGCCTGGCCAAC 

TAlAGTGGCGCAGGCCTGTAAnCCAACTAGTGGGGAGGCTGAAGCATGGAGGnGCAGTGAGCCGAGTTCATGCCCCTGCAnCCAGCnGGCCT^^ 
GNN 

>nCT04789,seq 

GTCTGAATNAATGATTTTGATTAAACCCTGTAACTGTGAGGTCCAmTAAGAGGAGACCTAGTTAATACCTATATGGTAAA 
TCmGGTGGnGAAGnCATAGGTGTGGATTGTATTACTAGAAAAGATTTAGTAAATGAAAAATGAAACAAATATGTAM 
GAATGTATAATGTATnA™nATTAACACACTTCTGAAGCACTCAGmCAAGATAAATTGATTAAATCTGATACGTAm 
CAGTATTGmGTCCTGCAmmAGATGTOCTGmCTTAATGAACAGAAGAAAATATGATCTAGTCTGGGAATCATGAGCAA^ 

>ncrc4792.seq 

GAACTCGGTGGTGGCCACTGCGCAGACCAGACTTGGCTCGTACTCGTGCGCCTCGCTTCGCTTTTCCTCCGCAACCATGTCTGACAAACCCGATATGGCTGAGATGGA 

TAAGTGGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAG^ 

ACTGTACATTCCACAAGCATTGCCnCTTAmTACTTCTTnAGCTGTnAACmGTAAGATGCAAAGAGGTTGGATCAAGm 

ACTGACAACGAAGGCCGGGCCTGCCmCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACTTGCATGnGGTGAAGGAAGAAGTGGGGTGGAAGA 
>ncrc4793.seq 

TATGGACCGGGAAGTTGAAGTAAATCCAAAGNGTGAAGATGCAGNTGGTGCTGAAGGAGAAACACCTCATATGCTTCTCAGGCCCCATGTGnCATGCCTGAAGn^^ 

GATTACnACCGAGAGTACCCAATCAAGGCATTATCATCAATCCCATGCTTTCCGATGAGACGAATATATGCAATGGTAAGCCAGTAGATGGACTGACTACTTTGCG 

AGTTGCATTCCGAGGTCAnAmCTGGATGCTAAGTCCATTCAGTCCACCATCTCCAGCTCGCAGAATOCTGAAGmGGGGTATTCCTTCCCCCATTGATAC 

CAAGTGTGAAGGAAAAACmGTTCmAAGGATTCTCAGTACTGGCGTTrrACCAATGATATAAAAGATGCAGGGTACCCCAA^ 

AATAGTGGCAGCGCTTTCAACAG 

>ncrc4794.seq 

AAAGNAGCAAGGGTGCCmGACTTAAGCCAGGGGAAGAAGCATCTTCATAAAAAACnTCAAGATCCAAACATTAAmGTTmATnAn 
CCAAGGATGGCGACAAGGGCAGCCAAGCAGGGCnAGGATATCCCAGCCTACCAATATGCTCATTCGACTAACTAGGAGGGTGAGTTGGCCCTGTCTCTTCmm^ 
TTTGCTCAGTGAGCTGGTAAGAATGCAGTAACCTmGAmGATAAGnATAAATTCTGTGGTTCTGATCAmGTCCAGAGGGGAGATAGGTTGGTGT^^ 
GAATAAATGAAATCnGnAGTAGAACAAGA 



>ncro4798.seq 
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GTGGTGTCTaMCCCCCCAGCACTGAGGMGMCGGGGCTCTTCTCAmCACCCCTCCCinCTCCCCTGC 
TTGGCTCACACTGAGAATGTAAGAACTACAAACAAAATnCTAnAAAnAAATTTTGTGTC 

^ncrc4799 sec| 

CATCCTGTAAAGGTCAACAATAAAAACCAAAnATGGGGCTGCTmGTCACACTAGCATAGAGAATGTGn^ 
ACAGACACCCATAATAAAATATCATAn 

>ncrc4800.seq 

AmCTACCAAGAGCTCCTGGTGAnCTGAnATTAGTAAAAATOGAAACCACnATTCCAAAGCCTCmAAACAAAGT 

AAATGTAGAATCTCAGTGGGGCCCCACCACACACCTACTGAATOCAGTCTGCAnnAACACGGTCTTCAGTTAAmATGCTCAnAAAAm 

AH 

>ncrc4802.seq 

AAGGAAATGACCACCGGTAAGACCTGTGTTGAAGGGAAAAACATCAAnGGTCTCmGCCAAGTTCAAGTCCAGTAGGnnCT 

GCCCGGCTCCTAAAGAGCTGGGTGACCCTGGGTACCTAGTCACCACAGTGTTAGGTGGGACTAGTGAAATGCAAATACTGAGAGGAGG^ 

AGTGAGTAATAGAAGAAGCTTAAAAGATGTTG 

>ncrc4804.seq 

ATGGTTGAATGCTGnCTATCATATGGATAGAACACATTGGGTmTTCATTGTTnnCAGTGTACACCTGGGTTGTTCCCACC^ 

TGGTGTACAAATAmGCTATAATCCCCATmCAGTTCCTnGGATATATATCCAGGAGTGGAAnGCTGAATCATATGGTAATT 

TTCCACAGTGACTGTCCCGTmACATTCCCTGCAGCAATGCACAAAGGCTCCCATCTCCCCACATTCTC^ 

>ncrc4807.seq 

CAAAGACTmAATNTGGGCCAGAACmCACTGACTTGAAAGTAACnCTCCACAGGGAAGGACCAAAAACCTGGm^ 
AAATGTAAGGAAGCAnGATAAAnGTCTAAGmATCCATnGAAAGAAATTGTGTAAGATTATGATAnC^^ 

>lid^808.seq 

yfTGAAGATATmGGGTGnAAAAAGGAAATGATCCGACTAGATGAGGTCCCCAATCTGAGnCCTTAGTATCCA^^ 

aSACCAmCAGAGATGGATACAGGGAATGATGACAAGCACACGCTTCnGCCAAAAATGCTCAACAGAAGAAGAGCTTGAGmGGGGCC^ 

A|^TCTCCAAGnCTCAGAAmTGAGAnATAGCTCTGAGGCCC™CTAAATCATCTAGmn 

IM 

>eiefe4809.seq 

Ajc|TGAAATAATGAnTTCCCCAGCTCTGATGCAAAGAGATATAATmAATGAAC6AmATCCAGC^^ 
AggTAAGTmCGCAAACCTAmCCATmCTmGTAAGCAAATAAAACmAAAA 

IS! 

>IH||o^811.seq 

AbTTT^GTACCACCAGACCTATCmCAAGAAnGCTAAATGAAATTCTCAAAGCTTAAAGAAAAGGATC 
AtACACAGTCTAAnCAGAATAnCTAATCCTGTAATGGTGACATGTAAATCACCTGTATmCAGTATO 
AffgGAnACACAGTGTAAAAGGATGTAAAnATGACATCAAAAACATAAAATGTGAGTGATATGGTAAAAGTGT^^ 
TfMTpTTAACTGTAAGGTGTCTTGTGTAAGCCTGCTGGCAACCACAAAGCAA^ 

>iiM>4812.seq 

CigGAAGCCAAAACAATGCCTAGAGTGAGAAAACCAAAGACGACACCAACTCCCCGCAAGATGACATCAACM 
AiPtoCACCACCAGACCTAAGCAAACTCCAAACTCCAAACTAGTTGAAGTA^^ 
C?p!CATGCCTGAAGTTACTGCCGACATGGATTACnACCGAGAGTACCCAATCAAGGGAnATCATC^ 
C^TGACTACTTTGCGCAATGGGACA™GTTGCATTCCGAGGTCA™mCTGGATGCTAAGTCCATT^ 

>ncrc4814.seq 

CAGGTACTACCCGTGTTCTATCTGGGGACACGTGmGAGGnGAGAGGmGCnGGGAGGCTAGTAACCATGGGCnGCTGACnA 
CAAGTATACAGACTGnCCTAGmCTrAGACTTATCTGCATATTGGATAAAATAAATGCAATTGTGCTCTTC 

>ncro4815.seq 

AACACAAAAAACAACAAACAAAAAAGCTATGGCACTAGAATTTAAGAAATGTmGGmCATmTACmCTGm 

TTGCCTGCTGGTACAmCAmCCGGAGGCnGGGTGAATAATAGTlTTCCCAGTCTCCCTCGGATGGTGGCCTTAAGGCCTGGTAGTGC 

AGCTACTGGCGTCTAAATAGAACCCnCnTAC 

>ncrc4819.seq 

GCGTGTGTGCATGCGTGCGTGTATGCGTGTGTGAAAGCAGGTGGACCAnCCACTn™GCTCGTATTGATGCACCAAACCAAGTGCGTCAmCTGTGCGAAA 
GTTGTGGACCTCCTTCTCTAAGTTGCGGTGGCATGAGTGTCAGGAGGTGCTGGCAmTCAGCAGATGCTCATGTGnGACCCTGATGTCTTTAGGAGAGGCCTCTAGC^^ 
mCATCCACTGCAGGAATGTGGCCACAGGGAGCAGAGGTTTGTACnTCCCCAAGAGGTCCTCATCCTGAGACGGTCTCTACCCATGmAACCCAAAGAGTGCAGGCCAGG^^ 
TATCCnCTGATGAAGGATGAGAGAGCTCATTnAGAAGTCAGAGCAAACTAGGGTCTCAGTAnGAGAAACGCAGCCTGGCAGGGAATCACAGAGACATCGG^ 

>ncrc4820.seq 

CTGTGAGGGGAAGTCAGTCTGACAGGCTGAGnGCCnTCTTGTCCTTGGCATTGTAACACTGCACAGTCTTCTGTTGmCTGGAACCACTCAAGCATAT^ 
GAnGGAAACGnCGGCCCTAGATGATATnCCGCAAGnGTmGCnGTACAACTTGGCAACCCGTTAAGAAGCAGGACATGGAATATmGTCATTnC 
GnGGGTGCACTAGGCAGCTGATATGATGGGAAATCCTGCTGTGCATGAAAGAAAGTTAATGGATTmATAATGGTGCGAATGGT^^^ 
TGATTAAAGGAATTACGTGAATTA 

>ncrc4824.seq 

ANCNAAAAACTGAGTGACTCTNTACAGCTGATCAGTmTTCACCTGGAAGCCnTGTnCTACTnGATACTGACNGTTm 
CATGTTTGCACCnTCTAGnGAAAATAAAGTGTATAnTTTTCTG 



>ncrc4827.seq 
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TmGCAGACGCCACCGCCGAGGAAMCCGTGTACTAlTAGCCATGGTCMCCCCACCGTGTTCnCGACATO 
TGCAGACAAGGTCCCAAAGACAGCAGAAAATmCGTGCTCTGAGCACTGGAGAGAAAGGAmGGnATAAGGGTTCC^^ 
GTGACnCACACGCCATAATGGCACTGGTGGCAAGTCCATCTATGGGGAGAAAnTGAAGATGAGAACnCATCCTA^ 
ACCCAACACAAATGGnCCCAGTTTTTCATCTGCACTGCTAAGACTGAGTG 

>ncrc4828.seq 

AGAGAAGACTGTCAGAAGCmAAGTGCATATGGTACAGGATAAAGATATCAAmAAATAACCAATTCCTATCTG^ 

GAGGCCCAGGGGAnmGAAGCTGTCmAnCTGCCCCCATCCCAACCCAGCCCmnATTTTAGTATC^ 

AAGGAACCTCACTGAAAACATATATTTCACGTGnCCCTCTTTT 

>ncrc4829.seq 

ATCCTAGGCATCTGCTGTAATAATATmAGAAAATGnTGGAATnAAGAAATAACTTGTGTOCTAAmGTATAACCCAT^^ 
>ncro4830.seq 

GAGTGGGGAGCTTGCTTGGGAAAAATCGCAGGGTCCACAGAAATGAAAGGGGATGTACCGTATGGGACTAGCTGGGGCATGAAAGTGGATGACnCTAGGGAA^ 
GAAGAGGGGCTGAACACAGAATCCCAGCTGACAGCAACGGnAAGAAATGGGAAGATGAGAAGCCTGGGAAGGAGAGGGTGTAGGAAAAGTGGGAATGAATC^^ 
AHAAGAAAGAGTGAC 

>ncrc4831.seq 

ATnGGGAGGTGGATCAmGTTGGGATGTGACTGGCTnCCCTGGGGAGCAAAAAGGAGATTAACAGAGGmTGCTCGCTTCTTCGTGTG Am 
CnCCCnCGCTTGTCTGTGGGCnCATGTTCATGGTTTCTTGCTGTGTCTCTCTGAGAGCAAGTACCTGGGTGAAAAAGGCTGAGTGTGTGGTT^ 
mAAGTGGGTATAmGAAmCTAGAAmTACATTTTATAGGTTCAAAATATGCACTTGAA TTCTG TAGGACCTCnACCC 
GTCACACTATCAACATTATGACATATGGCATNTNTGATGGCCAnAnAAAAATTACCCCCGCTT^ 

>ncrc4835.seq 

QGGACGAAGGACAGCAGNATGTGGAAAGGAAGGAATAAAAATGGCCAAGACCAAACGAAAGAAAAAAATAATTTAGAAAACA^ 
CmTTCTCTGAAACGTGGGAAGCATGTATAnCTATAAAGGCTAGAAATGATGCCCTGTCTGAGTGTACAAGCAGAmGTAACCCAGTACCCAT 
TpnACAAGTGAAAGCAATATAATTAGACAnATAAGTGCCATAAATOTCTAAGGGAm 
A||§AAACGTGTGAGCAAGAAGGTGCTAAGAATGATGTGAAAGATTCTGAGACGTGTGTATCAGAGA 

>lfefc4839.seq 

TtMTATAmGmCTATGAAAAATGTATTGTGCmGATACTAAAAATCTGTAAAATGTOGmTGGTAATT^^ 
A^AnAAAATTAATCATGmCAAAGTmAnTTCAGnCCTmGCATGCCTATm 

>fM;4840.seq 

AyCGnCCCAAGAAGAACTGGTGGAGCAGGAAGAGCAAGGAGAAGAAAGACATCTGGTTTGGAGAAACCATCM 

AACACTGCCAACGTCCAGATGACCTTCCTACGCCTGCTGTCCACGGAAGGCTCGCAGAACATCACCTACCACTGCAAGAACAGCATTGCCTAT^^ 

A^AAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGnCACGTACACTGCCCTGAAGGATGGCTGCACGAAACAU^ 

CyGACTGnATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCAnGACATTGCACGCATGGACATAGGAGGGCCCGAGCAGGAATTCGGTGTC^ 

qfjTC 

>iiljgc4842.seq 

alliaggcggcgaatcac™taaatggcgccgaagcaggacccgaagcctaaattccaggagggtgagcgagtgctgtgcmcatggg 
a^ngccataaaggacaaacaagtgaaatacncatacatocagtggnggaataaaaattgggatgaatgggttccggagagca^^^ 
amcagcgagaacttcaaaaagccaatcaggagcagtatgcagaggggaagatgagaggggctgccccaggaaagaagacatctggtctgcm 
aII^gaacaaagagaaaacacctggaaatggagatggtggcagtaccagtgag 

>ncrc4843.seq 

ATAGTAATATAGATATTAAATACACAGGACAAnmATAAAmATCTCTAAATGAAATAATOTGCCCATT^ 
ATATmGATAGTACAAAGTmTGAATATOGAGAAGAATTAGTAGAAAGATAATmGnGAG 

TGTGACAGTAGCTGAGATTAAAAATAAACAGTAGAGAGAAmCACTTGTTAATAATGCTATTAAAAGATGAAGCmTACACmATA^ 
AGTGGAATAAAAnAAACAGCGAAAAAGAGAGTAnCmGCTAGAGGTCACirnGGGGTAATTm 

>ncrc4844.seq 

ATGTGATGGTGTCCACCnCCCAAGTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGAGCCGGGAGCTGCCCAGCTTCnGGGGA^ 
GACAGATGAAGCTGCTTTCCAGAAGCTGATGAGCAACnGGACAGCAACAGGGACAACGAGGTGGACTTCCAAGAGTACTGTGTCTTCCTGTCCTGCATCGCCATGAT GTGTA ACG 
TTCTnGAAGGGTTGCCAGATAAGCAGCCCAGGAAGAAATGAAAAGTCGTGTGATGTGGTTGGGGGGTCTGCCAGCTGGGGCCCTCCCTGTCGCCAGTGGGCACT^^ 
CTGGCTCCnCAGACACGTGCnGATGCTGAGGAAGTTCAATAAAGAnCTTGGAAGTnTA 

>ncrc4848.seq 

CGGCCGGAACCGCCTCTTCCGTAAmGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTmAGAAAACATGGAGTO 
CATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATGAAGGGAATGGGTACTGnCAAAAGGGAATGCCCCACAAGTGTOCCATGGCAAAACT^ 
GAGCATGGTGnGGGATTGTTGTAAACAAACAAGTTAAGGGCAAGATTCTTGCGAAGAGAATTAATGTGCGTATTGAGGACAnAAGCAC 
TGTGAAGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGTTCAACTAAAGCGCCAGCCTGCTCCACCCAGAGAAGCACACmGTGA^ 

^ncrc4849.seq 

TTGTAGCTCCAGAGTATGTAGATCTCAGACCATAGAAAmCACTCnnCCCAGAAGGGAAAAAAGAAATGACAGATATAAAAGAATT^ 
TTAGCAAGTTGTGATATGTAGGTTGAGCATCCCAAATCCAAAAAATGAAATCCAGTGAGCTTCAAAATCTGAAACTTCTTGAGTGCTGGCAGCAm 
TTCAGATmGGmCTGGATmGGGATGCTGAACCAGTAAATOTAATGCAGACACTTCAAAnTTGAAAAAAATCGGCCACGTC^ 
GATCATTTGCATCCAGGAGTTCAAGACCACCCTAGGCAACAAAAAATGT 

>ncrc4851.seq 

GTCGCTGGTGTGAnCCGTCCTGGGCGGTTGTTGTGTGGAGGAGCGTTCTmATCTCCGTCCGCCnCTCTCCTACCTAAGTGCGTGCCGGCACCCGATGGAAGA^^ 
GGACATGAGCCCCCTGAGGCCCCAGAACTATCTTnCGGTTGTGAACTAAAGGCCGACAAAGAnATCACmAAGGTGGATAATGATGAAM 
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TCAGmAGGGGCTGGTGCAMGGATGAGnGCACATTGTTGMGCAGAGGCMTGMmCGMGGCAGTCCAATTAMGTMC^^ 
GGmCCCTTGGGGGCTnGAAATAACACCACCAGTGGTCTTAAGGTTGAAGTGTGGGTTCAGGGCCAGTGCATAm 

>ncrc4852.seq 

CAGGnACAGGAGTOCTAGAGTCACTATCCGGAAATCTAAGAATATCCTCmGTCATCACAAAACCA^ 
AAGATCGAAGAmATCCCAGCAAGCACAACTAGCAGCTGCTGAGAAATTCAAAGnCAAGGTGAAGCTGTCTCA^ 

^ncrc4854 S6Q 

CATGGTGGCTTACGCCTGTAATCCCAATACmGGGAGGCCGAGGCAGGTGGATCACnGAGGCCAGGAGn^ 

ATACAAAAATOGCCAGGCATGGTGGCGGGTGCTTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGAAmCTTGAACCCAGGA^^ 

TGCACTCCAGCCTAGGCGACAGCAGCAAAACTCTGTCGCG 

>ncrc4855.seq 

CAAAGCTTTCTGAATATGACCGCCTCAGGTGCTAGCGCATTAAAGAGCAACTAAACCTAAnCCAGTGTCGATTTGTGAAATAATAA^ 
ACATAATGATGAACTTAAAAAGAAATTCCTmCCCAGAAGGGATTCTGCATGTACCTACAAACAATCATGCTCTAACCACAGTAATAG 
CCAAGATAGGTAATATGATGCnCTTCCCAGGTGniCTGAAAGAAAAGCAGCGGTGGAGCnAAGAGCCAAGTCCACTGATTGACATAAT^^ 
CCATGAAACAAGGAAACAACTGACTACTATTTGGATCTAAGnGGGATCTGATGnAAAG 

>ncrc4856.seq 

CCCAGTCAAGAAAGGCAAGCGAGGTCAGAAAAAAGGTACATCCAGCAGTGGTCATTGGAGAACGAAAGTCATACCGTAGAAAAGATGGCGTGmcm 

AGTCATAGTGAACAATAAAGGCGAGATGAAAGGTTCTGCCAmCAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCGCGGAnGC^^ 

TCCAGTATATTTAG 

>ncrc4857.seq 

GAATGGAnGGATTAmAATAAGAnAGCnACTGTGGAGGAAGGAnGTAAAAAAAAATGCCmGAGACAGTnCTOGCnmAATTGnGT^^ 

TGTAGAAGCAnCCTrcmGATAATGnAAAmGTAAGTnCAGGTGACATGTGAAACCTTmTAAGATTn 

QAjAAGGTTmCCmAAAAAAATnAAGTGCGTGTGTAGAGnAAGAAGCTGn^^ 

>nefc4859.seq 

CltGGTGGCTCACACCTGTAATCCCATCAAmGGGAGGGTGAGGCAAGCAGATCACnGAGGTCAGGAGnCAAGACCAGCCTGGCCAACATGGCGAAA^^^ 

AmAAAAATGAGCGAGGGGTAGTGGCGGGTGCGTGTAGTCCGAGCTACTCGGGAGGCTGGGGTGGGAGGATCGCTTGAAACCAGGA 

CpCTGCACCCCAGCCCAGGCAACAGAGTGAGACTCAGTCrrC 

>ciafc4861.seq 

TiiTCATAGTGGTTCCCTGGGAAGCCCCAGACCCTTTGACTTGTGACAnACTGGTnGCAGACATAATAACTACACTCAGAGGACCATGGAGGCAGAGGGATCATGGm 
ClKAAAACTCTACGAGCCAAGAGGACTAGTGCATGGACTGAAAGTCAGGCATGCCCTCAAATAGGCTGTAnTTCmCCAG 
AAGATTGGAAATCAGAAAGTCTCCTGTACATGGAGCTGAAGAGGGGCTGCTGTmCCGAATGTmCCAm^ 
(j^TGnCATGCCTCAGAAAGGCAGCAGAATGCCTmAGGAAATrrm 

>J|:fc4862.seq 

^aKECCNGCACmGGGAGGCTGAGGCAGGCAGATCACnGAGGTCAAGAGTTCAAGACCAGCn^ 

dilMGGTGTGTGCATGTAATGCCAGCTACTCAGGAGGCTGAGGCAAGAGAATCGCTTGAACCCTGGAGGTGGAGGTTGCAGTAAGCCAAGGTCA 
CpAGTGAGACTCTGCCTCAAACAACAACAGGCTGGGCGCGGTGGCTCACGCCTGTAATCTTAGCACTnGGGAGGCTAAGGCGGGTGGAm 
QeCTGAGGAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAGGTAGCCAGGCGTGGCGGCATGTGCCTGTAATTCCAGCT^ 

>ncro4863.seq 

AnGAAGGTGTTGTTGCTGATACCTCCCCCCAGACAGTGGCACCnCATCCCAGGACACCAGTGGTCAGCAGCAACAGATAGCAGTGGACACATCCAACGAACATG^ 

CnACCAACAGTCTAAACCATAAACAGGACTGAAGAATGTCTGTCTGAATCmGCCnGAATGAAGAAACnCAnGAACA^ 

GCATTTTTnGTTGTTGnGnGTTTTnTmA 

TTTTAAnAAAGAAAAAATTTCCAGAAGGGGAAAAAAAAACTNCGA 

^ncro4864 sec] 

TGTCTATATGTGACTTCGGGAAGACTGGCAGACATGGGATTGTCCAAAGACCCAGGAGCATATAGAAGAAAGCAGAACTGGATGGGCTGGTGG^^ 
AGCTATGATGCCATmGTACTACAAAATATnAGTGACAAGGATGGCTACAAACATATTCACTATATCAAAGACACTGTGGAAAATGCTAnC^ 
ATAAATATATTCAGAGTAACACAGGATTCACTGTTTTATTCTAGCAATGAATTTGAAGAATACCCTGGAAGAAGAAACATCT^^ 
TGTGnACTTGCCATCTAAGGAAAGAAAGGTGCCAATATTACACAGCAAGTTTCAGCGACTACGCCAAGTACTATGCACnGTCTGCTACGGCCCA^ 

>ncrc4867.seq 

GTCTCATCTATCCTnACGGCAAGGGTACCTACGGTACCTGAAAACAACGATGGCATGGAAAACACnCCCATTTACCTGTTGnGCTGCTGTCTGn^ 
CTCAAGAGCmCCTGTAAAGGCCGCTGCmGAGTCCTTCGAGAGAGGGAGGGAGTGTGACTGCGACGCCCAATGTAAGAAGTATGACAAGTGCTGTCCCGATOT^^ 
GTGCAGAAGTGCATAATCCCACATCACCACCATCTTCAAAGAAAGCACCTCCACCTTCAGGAGCATCTCAAACCATCAAATCAACAACCAAACGTTCA^ 
AAGACTAAGAAAGTTATAGAATCAGAGGAAATAACAGAAGAACATTCTGTTTCTGAAAATCAAGAGTCCTCCTCCTCCTCCTCCTCnCCTCm 

>ncrc4869.seq 

ACACAGAGGCNGGCCTOGCGTGGCTCAGCCATGAGCAACAGGAGTAGCTmCCCGGCTCACCTGGTGGGTATCACTGTGCCGAGGGCTGTTGGCTCTCGGGGAACCTAGA^ 
TGGAAACCTAACACATCCTGTGTCTCTAAGGTTCAGGAAGCAGAGGAAAGCTGTGGTCAGCACCAGCGACAAGAAGATGCCCAACGGAATCnGGAGGAGCAAGAGCAGCAAAG^ 
GATGCTGCTCAGCAGGTCACCCTCAGGGCCCAAGAAGTAmTCCCATCCCCGTGGAGTACGTGGAGGAGGAGATCCGTATCAGATCCGCCGACGACTGCAAGCAGTn^ 
AGTTCAACTCATTGGCATCTGGACACATACAAGGAACTTTTGAACTGGC 

>ncro4870.seq 

ACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCGCAGAAAGCTCAGAAGGCTAAATGAATAmTCCCTAATACCTGCCACCCCACTCTTAATCAGTGG^ 

CTCAGAACTGnTGnTGAATTGGCCATTTAAGmAGTAGTAAAAGACTGGnAATGATAACAATGGATCGTAAAACCnCAGAAGGAAAGGAGM 

CTTTmGCGTGTGGCAGTmAAGTTATTAGmnAAAATCAGTACTm 
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>ncrc4871.seq 

GAMCMTAGTGCNCCMTAMTACAGCCACTGTACCCGACMTGMGATGGGGMGCCAAMTGMTATAGCTGACACAGC^ 
TTACCTGAAGTAAAAGAAGAAGAACAGTCTCCAGAAGATGCCCTmGAGAGGGmCAGAGGACAGCTACAGATnnAT^ 
GGAAATCTTGTACATGGATCAAACGAAAAGGAGTCAGTAmATGAGACnAATAATCGTATTAAAGCCTTAGAAGTT^ 
AGGTACCGAAAACAAATGGAAGAAATGCAAAAGGCnTCAATAAAACAATCGTGAAACnCAGAATAC^^ 

>ncro4872.seq 

AACCCAGCAGAGGTTCACCTGTTACGGCTCCAATCCAGCCTAAACnCAnCCCACCnCCACTTCCACCCCTGCCTCCCCTA^ 
GTTAATAGGGGGGAAAGATCTATGCTTCCAATCTmCAAATAGGAAGAATTGAACAAGnGAGTATOCTGA^^^^ 

TTTGTGCACAGATCTTTACACTATAGTATTAGAAGAI II II I ICCCCAAAGAGATCTTTAGAATATGTTCCATGAAAAATAGAGGTAGGCCGGGGGTGGTGGCTCATGCCTGTAATCCGA 
GCACTTTGGGAGGCCGAGGTGGGAGGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACGCCATCn 



>ncrc4874.seq 

GAAAGATGTAAAAnGACAGCCTAACATCACAATTAAAAGAACTAGAGAGGCAAGAGCAAACACAnCAAAAGCTAGCAGAAGGCAAGA^ 

GACAGAGACAGAAAAAACCGTTCAAAAAATGAGTGAATCCAGGAGCTGTnTmGAAAAGATCAACAAAATTGATAGAGGGNCAGG^^^ 

TCCAT 

>ncrc4875.seq 

AGCCCAGTTCTGTGCCGGTGCTGAAACTAGTmGTGGTAAATACAGACATATAnCTAAGGAGAAAACGAnTCTGTnCCAGTAGTAAAAGTGGACCAGTC^ 
TTAAAAAGGAAGTAAATGAAGGAAnCAGGCTCTGTCAAATAGTGAGGAGGAGAAGAAAGGGGTGGGAGCATCGGTGGnGGTCGTnAn 
GAGATGGAGAAGAAAAGTAATnGTAAAGAGGAGCCAGmCAGAAGTAAAAGAAACAAGTACAACAGTAGAAGAAGGAACAACAATAGTAAAGCC 
TAGAAGACCCTTCTCAGGAGGATCTTTGCAGTGTTGTCCAATCTGGAGAAAGTGAGGAGGGAAGAGGAACAAGATAC^ 

>ncrc4876.seq 

GAGATGCGTTGTOCAGGAAGTCCCnGCCATCCTAAAAGCCCCCCACTTCTCTCTAAGGAGAATGGCCCAGTCCTCTCCCAAGTCCACACAGGGGAGGTGATAGCAnGCm^ 
T^nATGTAATGCAAAATTTTmAATCnCGCCnAATACnTT™TTnGn™nTTGAATGATGAGCC 

dSGGCTmGGTCTCCGTGGGAGTGGGTGGAGGCAGCCAGGGCTTACCTGTACACTGACnGAGACCAGTTGAATAAAAGTGCACACCT 
>iSc4877.seq 

d^CCrrGACnCCCAGGATCAGGTGATCCTCCCATCTCAGCCCCCTGAATAGCTGGACTACAGGCAAATGCCATCACGCCTGGCTAAmmTATAmAGTAGGAATGGGGn^^ 

CpTGTTGTCGAGGGTGAnGCAAAGTCCTGGGCTCAACTGAnCnCCAGTGAGCCTCCCAAAGTGCTAGGATTACAGGCGTGAGCCACCACACCC 

TtMCACATCTCTGAAACTGTGAGGACmCTTGATGATGCTCTCTGGAATGTGGATGCAATCCATTGGGATCAGCCCAC 

OMTTTTG 

m 

%^c4878.seq 

GtAGCTGGGAGTACAGGTGCGTGCCACCACGCCCAGCTAAAmTGTATnnAGTGGAGACGGGGmCACCATGnGGCCAGGATGGTCTCAATCTCCTGACCCTGCGATCTG 
/i^&CTCAGCCTCCCAAAGTGGTGGGAnACAGGCGTAAGCCACCGGGCCTGGGCTGTTmTGATTGTOATAGTOCTTGGmAAATC^ 
dAlAGATCTACAAACTACAGTCAAAAnATAGAnAAGAGGAATGAATGCAGCTATnGGCmAAGTTGAAGATGAAnAm 
Ap|CCCAAAGGCTnGTGAnGTAAGCACTGTCATGATCACAGAATGCAAGCTTCTGGTACCATGATCCTCAAC™G^ 

>IMj4879.seq 

Ai^TAAAAGGTCGTAAGCnCAAGACATAAAGGAAAACATGTCAAncnGATOTGAGCGTAAACTGCAAnATCCAGCGATCAGGTT^ 
T^gTTTATAAATAAATCACAATAAATCCAATGTTACAANGATT 

>Wc4880.seq 

ATTGAGTAGACATGGACACAAAGAGGGGAAGAATAGACACnAGGGCTACnGAGGGTGGAGGGTAGTAGGAGGGTGAGGAnGAAAAAG 
GGGTCACAAAATAATCTGTATACCAAACTCCGATGACACGTAAmACCGGTGTAACAAACCTGCACATGCACCCCCTGAAG 

>ncrc4882.seq 

CAGAGTCAAATGACAAATGGACACCTACCAGGGAACGGAGATGTGTATCAAGAAAGGCTGGGACGTnAGAAAATGATAAAGAATGCCTCGnC^^ 
AGGTGGAGGCTCAGGGAGAGAAGATTCGAGAmGGAGTTTTGTCTTGAAGAGCAGAGAGAGAAGTTGAATGGCACAGAAGAAATGCTGCAGGAGGTATGTC^ 
AGATGGGATTTGGGTGCTGAACTATGTGAGATGCTGCAmCTATGnGTGTnGGTCTGATGCAGGAGTAAGTTTCnGATTCATn^ 
CAGCATAATCTCAAAACACATGCNCACAATNTAAAGGGTnATGTAATrTAGAATGTGGAACAAAATGTCATAGGAT 

>ncrc4885.seq 

AGCCGACATTGCCGGCGTCTTGGCGATTCGGCCCGACGAGCTCCGCTTTCGCTACAGCATGGTGGCCTACTGGAGAGAGGCTGGACTCAGCTACATCCGATACTCCCAGATGTGTG 
CAAAAGCAGTGAGAGATGCACTGAAGACAGAAnCAAAGCAAATGCTGAGAAGACTTCTGGCAGCAACGTAAAAATTGTGAAAGTAAAGAAGG 
AATGCTAGAmCGAAGGTGAAGATGTGTGGGGACATGnATGGCAGATTGAAAAGGATCTCATTGCATGGGAAAAAAAAAAATCCTGTCnGTTC^^ 
GAAATATGGnCACTGTTAGTCTTG 

>ncrc4888.seq 

CAGACACGGGTGAATGCTGCTAAAAACAAGACTGGGGCTGCTCCCATCATTGATGTGGTGCGATCGGGCTACTATAAAGTTCTGGGAAAGGGAAAGCTCCCAAAGCAGCCTGTC 

GTGAAGGCCAAAncnCAGGAGAAGAGGTGAGGAGAAGATTAAGAGTGTTGGGGGGGCGTGTGTCGTGGTGGCTTGAAGCCACATGGAGGGAGTn^ 

CA 

>ncrc4891.seq 

AGCTGCTAGAAATGnAATGTACGCCAGGTGCGGTGGGTCACACCTGTAATCGCAGGAGTTTGGGAGGGGAAGGCAGGAGAAnGCnGAGCTGAGGAGnGAAGACT^^ 
AACATAGTGAGACTCTGTCTCTAC 

>ncrc4894.seq 

TCGGAAAATTGAGGAAATCAAGGACnCCTGCTCACAGCCCGAGGAAAGGATGCGAAATCTGTCAAGATCAAGAAAAATAAGGACAACGTGAAGm 

GTnACAGCGTGGTCATGAGTGACAAAGAGAAGGGAGAGAAACTGAAGCAGTCGGTGGGGGGCGGnTGGCAGTGAAGGAACTGAAATGAAGGAGAGACAGTGATTGGA^ 

TATTAAAATACTAAAAAT 
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>ncrc4896.seq 

ATCCGAGAGGCATGGCCGCCCTGCAGTCTGACCCCTGGCAGCMGAGCTCTACCGCMCTTCAAMGCATCTCCMGGCCnGGT^ 

CnGGCnCTGAATACTCCCGGCCAGGGCCTGTCCCAGnATGTGCCnCCCTCAAGCCAAAGCCGAAGCC 

AGCACTGIGCCTGCTCTCAAGAGCACTOCTGCCTCGCAAATAATAAAAATTTCTAGCCNGTC 

>ncro4897.seq 

CTAGAAACTGTAAATTAACAAAGAGCTAAGCCTCTTCTCCTCACAACCCCTCCAGGACACATACAGAGAGCATC^ 

TAGnAATACTnCAAATCGTmcnATGCCAGCAGAACTATAATGGTAATATGTAACAGAAATAACATAA^ 

ATTAACATGCAGAATTGAACAGAGCAnAAAGGAATATACCACAAGCAAGTGGGATTCATAACAGACATTA^^ 

>ncrc4899.seq 

GCAGGTACTNNTOTCCAAGTNCAAAGCTAGTAAGTGACAGAGCCAGGCCTCAAACAAGATCmCAGTCCCTGCAACATOCCAACAACA 

CTGCTGAAAAGAGAATAAACAmGTGATCACATTGAAATGTGGAmNGTTAAATTCTCATATTAGAGACAAAGATTCCTGTAATAC^^ 

CAGGTGGATGCTATrTACAATAGATATCCCTAAAATAAAATCAC 

>ncrc4900.seq 

ATAGAAGAAATCCTGACACCGAGTGGATCAGCAAACCAGTCCACAAGCACAGGGAGATGGGTGGGCTGACATCTGCAGGCCGAAAGAGCCGTGGCCnGGAA^ 

GAGCACAGTATTGGTGGCTCTCGCCX3GGCAGCTTGGAGAAGGCGCAATACTCTCCAGCTTCACCGTTACCGCTAATATM 

ACAG 

>ncrc4903,seq 

GACCCAGAGCATTGCGAGCTGTGGCnAACTGGATGCCATAAGACAACCCTGGnCCTnGTGAACCCnCTGnCAAAGCTmGCATC^ 

>ncrc4904.seq 

AGAACAGCTGACTGTGGAAGGGTAAAATGCAGAGAACCAGTCATTGGATCTCCCnCTCTACmGTTACTGAAATCnGAACCTGTAGAACAnACn^ 
(SjtsAAAATAATAATAAACACTTGCAGAGTATTmTAAAAGmTOG^^ 

TprACAATCATTCAnCAGCAAACAnCACnACTGAGCACCTACTAATGnCCAGGTACTGATTGTTAAAAGGNGATTGANACACAGCCTC^ 
(^AGATTTGTAAATAATAGA 

>llfc4907.seq 

y^ltmGATGAAGCAAGAAGACAGAGAAGAGAnGAmGTCnCAGTTGCATGTTTGCGTGTGCCTCATCCT^ 

G-TiTAGTGTCAGGACAGAGAAGTTTGAnTGCTCCATCCCACAAACATATGCATCCATGGTGACGTCATCCCATCTGCCACAGTTGCAGTGTA^ 

CAtATGATTCCnGTCCAAnGTACACCAGCCnnGAAGTGAGAGCAACACCTGGTGTGGGGTCTTCCTATCAGGGTATGGAAACT^^^ 

AfrMTGCTGCGTCTAGTCAAGAAmGATTCAGTrnGmCAGC^^^ 

>ncrc4909.seq 

ASiGACGAGGCAGCTGAGTCTCCAAGCTGATGAGAATTCGACAAGGGGATAGAGCTATTAAAGAGGAAACCTmACTGAGAM 
AjfW^TGAATGnAAAGGTGAATCTTimGTTmAA^^ 

Cp^CTAGATTGAGGGCAGCCTGCCATGTGTNCAGATAGGAAAGGAAGAGAGAGGGCGACTCTNTGCTGNAATGAGAATG 
>lii>i911.seq 

GMACTAAATGATGTCCTTTGGAmCACAGCAGAAmGTAAGATAATAACGAGGCCCCAGCGGTTCAGTGAGTCCCCATOGTGn^ 
cMCTCTGAGCmGAAGGGCATCANGATCmCAAGTCAnGTCGCTAATGGAAATGGGGAATTTATnACTO^ 
TftCCCCAAmCAACATACAGGCTCAmATGGACAAAAnAAGCTGnCAACACTATGCAAGTGTTTATGTGCACCT^ 
TACATAGTTTTATITTAnTTGCCATGTTG 

>ncro4912.seq 

AnGAAATGAAATTGAAAGATGAGATGAAATGATGAGATGAAATGAAATGTTGAAATGATGAAGAGATGTGACATG^ 
GATGAAAAATGATGAGATGAAAAATGAGATGAAATGATGAGATGAGATGAGATGAAnGAGATGAGATGAGATGA^^ 
ATAAAAnGAAATGAGATGAGAGGAAATGAGATGAAATGTTGAAAAGAAAGGATTGAAATGAAATTGAAA^^^ 

>ncro4916.seq 

AGCTGCGCGTGGTGGTGCACGCCTGTAGTCCCTGCTACnGGAAGGCTGAGACAGGAAAATTGCnGAACCCAGGAGGCTGAGGTTGCAGTGAGGCAGGATO 
CAGCCTGGGCAACAGA6ACTCTGTCTC 

>ncrc4917.seq 

TGGTAATAAAGTNGGAAGAATGGGCCTlTGTCCTTAACAATnCATGGTCTGGAGGCACAGGGGACCAGTAAATAGGACAAGTGCATGGGTATAGTAG 
CATGGGGCTTCTGGGAGGCATTGCTGCACCACTCATGAGTGCCAAAGAAGACAACTGGGACTTGGAAAGGTCACnCACAATGAAGAGATAAAGACTAAAAGGAGCT 
AAACATATACATATAGAATATnACAAATATTGACAATGCATmGTmAAAAATAGACAAAnAAACAACCCAAATGGCTM^ 
CTGGGGAGAAAATGAATAATAATGGAGGGTGGGGAnCTTGGCAAAGGGAGCATCTGAAGTAAAGATGTGAGGTGCGATGATGGTGTTGAGA 

>ncrc4919.seq 

GTGmAATAAAnGTAAmnTTGTGTACAGTTCTATACTGTTATCTGTGTGCATTTCCAAAACnGCACGTGTCCCTGAAn 
GATGGCAATAAATATATGTAnATGAAAAAATAAAGTTGTAAmCTGATGACTCTAAGTCCCmCmGGTTA^ 

>ncrc4920.seq 

ATGmAGACmAACNTAAGCTATTTnCTAACTACAAAGGnTAAATGAACAAGAGAAGCAnCTCCnGGAAATTOGCATTGTAG 
ACCTGAGAmATTAAAGAAAAAAATGTATmATGTTATATATAAATATATTATOCTTGTAAATATAA^ 

AAATAAAGAAAAGATGCACTTTGCmAATATAAATGCAAATAACAAATGCCAAATTAAAAAAGATAAACACAAGATTGGTGTTT^^ 
CTAAAGGAGTTrTATGnCCATTAAACGATTTnAAAATGT 



>ncrc4923.seq 
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AAMGGCTAMnGAMCAAAMTGTATTTATATTATATACTACATATAnCCAnCAMGCTACMT^^^ 
ATmGGAAAAmATCTGTTmAATACCTATATAnCACmAACACTCAATATATTAC 
AGAAAGCATTAAAATAGGTTmGGAAGAnAACCTTGAGGCATTAmCAGTCTGCTnCCAATOC^^^ 
AAGAATCTAGGTAGTGGGTAAAAAATAAAATCATnGAAATAGTTTmAmAnG^^ 

>ncro4924.seq 

ACATTTGAAATACAGGCnCmACATAAACTGAGAGGTOTACAAAACTCAGnTCACAAGGGAACA^^ 
ACTCTTTAAAATCCTGCCTTTC 

>ncrc4926.seq 

CTACCnATAAGGACGGCAAGCTGATCAAGAACAATGCCTCCACTGACTATGACCTATCTGACAAGAGCATCAACCCTCTGGGTGGCTTTGTCCACT^^ 
TGTCATGCTGAAAGGCTGTGTGGTGGGAGCCAAGAAGCGGGTGCTCACCCTCCGCAAGTGCTTGCTGGTGCAGACGAAGCGGCGGGGTCTGGAGAAGATTGACC^^ 
ACAGCACCTCGAAGmGGCGATGGCCGGTTCGAGACGATGGAGGAGAAGAAAGCAnCATGGGACCAGTGAAGAAAGACCGAAnG 
AGATTTTGCAGnGGTGGGGTCTCAATAAAAGTTAnTTCCA 

>ncrc4931 .seq 

GCTGCGGGTGAGTGAAGGACACATNCGTTCAGTGTTTCAAGTACAGGCCCACAAAACGGGGCACGGCAGGCCTGAGCTCAGAGCTGGTGCACTGGGCTTTGGAm^ 
GTAAATAAAAGTGGCTGGTGAATG 

>ncrc4932.seq 

GTGGCCAGGGCTGCGTCTGCAAAGGGGCATCGGAGAAGTGCAGCTGCTGTGGCTGATGTGGGAACAGCTCnCTCCCATATGTAAATAGAACAACCTGCACAACCTC 
AAATACAACACTGAGGCAnTGCTGCATnCTTnTATACTAAATATGTGACTGACAATAAAAACAAnTTGACTGTG 

>ncrc4933.seq 

GAAGACAGGCATCTCAAATCGGCTGATTCTGCATCTGGAAACTGCCnCATCnGAAAGAAAAGCTCCAGGTCCCnCTCCAGCCACCCAGCCCCAAGATGGTGATGCTGCTGCTGCT 
GCTnCCGCACTGGCTGGCCTCnCGGTGCGGCAGAGGGACAAGCAinCATCnGGGAAGTGCCCCAATCCTCCGGTGCAGGAGAATTnGACGTGAATAAG^^^ 
dTAGGAAATTGAGAAGATGCCAACAACCnTGAGAATGGACGCTGCATCGAGGCCAACTACTGACTAATGGAAAACGGAAAGATGAAAGTGT^ 
AlSGTGAATCAAATCGAAGGTGAAGCCACCCCAGTTAACCTCACAGAGCCTGCCAAGCTGGAAGTTAAGTmCCTGGmATGCCATCGGCACC 

>tSc4936.seq 

d^iACTCAGTCCCCCACCACACTGAATCTCCCCTCCTCACAGnGCCATGTAGACCCCTTGAAGAGGGGAGGGGCCTAGGGAGCCGCACC^^ 

TlliGCT 

>n!2c4937.seq 

AiSAAGAGGAAGATAAAACAGAGCTCACTCTGTCTCTCTCTGTCAnCTCTCCACCATGTGAAGGCACAGGCAAAATGTGGCCGTCTGCGAGC 

u 

>ncro4939.seq 

A]^GTCTGTTGATTNAGACAATACACAGTGAGAAAAGACnCCATTnAGTAAAC 
/teATAGnAmAATAATGATGATATTACATAnAAATCACTGTACTGGCAATACATAATGTACACATAG^ 
ApfsGTATATATGAACATCACATGCATAAATGTTAAGCACAGATAGCACATATGGAAAAAmGA^^ 
CSf^ACTGAAGTGTTAAATAAAGAATGmGGCTTGGGAAGCAATCTGGGCTTA^ 

>i^940.seq 

AilTONCGGGACACTGTCAACCTCTATACCGCTCTGGCTGCCTCTGCCCTCCACTTAATGCTAATGAGGGATATATCCTCATC^ 
T.®AAGGCTCTATAGCTGAGAAGTGGAAGGATCGACTCGGTAAAAAAGnAAGCGCTGGGATATGAAGCTTCGTCA^^ 
d^AGTCAGAAGTCTGGCAGGAACTCGAACCCCCGGCAAGCACGCAACTAAATCCCGAAATACAAAAAGTAACACAGTGGACnCCT^^ 
AAGGAAAATTGCACTAnGCACATCATATTCTATTGTnACTATAAAAATCATGTGATAACTGATOTOCTTCTGm 

>ncrc4942.seq 

CTGGAGGATGGnGCACGAAACACACTGGGGAATGGAGCAAAACAGTCmGAATATCGAACACGCAAGGCTGTGAGACTACCTAnGTAGATA^ 
CTGATGAAGAAmGGTGTGGACGnGGCCCTGmGCTTmATAAACCAAACTCTATCTGAAATCCCAACAAAAA^ 

CAGTGCAAGTGACCGACAAAATTCCAGmTTOnTCCAAAATGTTTGGAAACAGTATAATnGACAAAGAAAAATGATAC^ 
TTmGTmATTnmACCAAnCCAAmCAAAATGTCTCAATGGTGCTATAAT^^ 

>ncrc4945.seq 

AGGTCmGAAAnATTA™™mGAGACGGAGCCTCACTCAGTCGCCCAGGCCAGAGTACAGnGCAGTGAGCTGAGAnGCACCAnGCACTCCAGCCT^ 

ACAACAT 

>ncrc4947.seq 

AGGTAGGGACAAGATGGTGCCACCGGTGCAGGTCTCCCCGCTCATCAAGCTCGGCCGCTACTCCGCCCTGTTCCTCGGTGTGGCCTACGGAGCCACGCGCTACAATOCCTAAA^ 

CTCGGGCAGAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGAnGCCAGAGAATTGGCAGAAGATGACAGCATATTAAAGTGAGT^^ 

CGACCCACTCTTTGGACCAGCAGCGGATGAATAAAGCTTCCTGTGnGTGC 

>ncrc4950.seq 

CAATATAGGAmGGAAAAATCTTCCCCAAACCTAATTTGGACATCACAGAGGAGAnAAAGAAGACTCTGATGAAATGCCTTCAGAATGTAm 
GAAmCTAGAGAAGAAATGGAAACACmCAGTTTTCAGAAGnATGAACCGGGTGAACCAAACTGTAGAAnTATGTAAAGAAm 
TATTmGGAAGATATGTTGACTTTTCATCAGAAACACAGCGGATCATGTnGATATACGnTGATGAAAGAAGGTCG 
AGCAGCAAAAGCCTTAAAGGAAGCTAATGGATATGTGCTTTnGGAAAACCCATGGTGGGnCAGmGCTCGAT^^ 

>ncrc4953.seq 

GATTmAGGGGCGGTTGGCmGTrGGGTGAGCTTGTTTGTGTCGCTGTGGGTGGACGTGGTTGGTGATTGGCAGGATCCTGGTATCCGCTAACA^ 

AAAACCCTTACCGGCAAGACCATCACCCTTGAGGTGGAGCCCAGTGACACCATCGAAAATGTGAAGGCCAAGATGCAGGATAAGGAAGGCAnCCCCCCGACCAGCAGAGGCTC 

TTTGCAGGCAAGCAGCTGGAAGATGGCCGCACTCnTCTGACTACAACATCCAGAAAAGAGTCGACCCTGCACCTGGTC 
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>ncro4954.seq 

MGAGAGGCGMGCCAGGTCACCmCMGGACCCAGMGTAGGGmTGGCCTAGGTMCGGGGCAGAGATGTGGTTCGAGATO^ 
TGnGAnCCAGGACTGGCTACTGCGTACATCCACAGGnCACTAACGGGGGCAAGGAAAAAAGGGnGCTCATmGGGW 
TGGAGnGATCG™CTATGTGTCAAAGGGmGGAGAACAnGAnAAGGAAGCATmCCTGAnGATGAAAAAAATAACT^^ 
GTAnATGTAGCATGCAATGTGTTAnGTAAGTGCTTAATAAAAATAAAAC 

>ncrc4965.seq 

GATTACCTGATCCTGAAAGTCCAGATGAnCTGAAAGCGATTCAGAGTCAGAGAAAGAAGAATCTGCTGAAGAACTCCA^ 

>ncrc4956.seq 

GTnOGAAGGATGAGTAGTAGmGGGGGAAAACAAGAGGAATAGGCTmCAGATAAAGGAAATGACAAAAACATGTGATGGAGATA^ 
TAGmGTTGTAGCAAAGAGCCAGCAGGGGGTnAAAGTAAAGGATOCATGATnTACACACACACACACACACACACACACACAC^ 

>ncrc4957.seq 

GTCTACAAGCCCAACAACAAGGCCATGGCAGACGAGCTGAGCGAGAAGCAAGTGTACGACGCGCACACCAAGGAGATCGACCTGGTCAACCGCGACCCTAM^ 
CGTGGTCAAGATTGACmGAAGATGTGAnGCAGAACCAGAAGGGACACACAGlTTTGACGGCAnTGGAAGGCCAGCTTCACCACCTTCACTGTGACG^ 
nGCTGTCTGCCCTCTTTGGCATCCCGATGGCACTCATCTGGGGCAmACTTCGCCATTCTCTCmCCTGCACATCTGGGCAGTTGTAC^^^ 
TGAGTGCATCAGCCGTGTCTAnCCATCTACGTCCACACCGTCTGTGACCCACTCmGAAGCTGTTGGGAAAATAnCAGCAATGTCCGCAT 

>ncrc4958.seq 

ATCTCAGTGAATAGGGAGACCAAGGAGAGGGAGAGAGATCGGGGAACAGTTGGGTGGTAGAAGAGTCAGAACATTTACAmAnGATTAAGnCACT^^ 

CTGGTGCCCCCAAACAGTTAGAACAGCGACATCAAAGATCACTGATGCCAGATCGCAATAACACATATAATAATAAGGAAAAAGmGAAAU^ 

GAACATGAAGTGAACACATGCTGTTGGAAAAATGGTGGCGATAGACnGCCTGACACAGGGTTGCCACAAACCn^ 

>ncrc4964.seq 

(^GGTACNCTGCAAGAAGAGCAnGGATACATGGATGAGGAGACTGGGAACCTGAAAAAGGCTGTCATTCTAGAGGGGTCTAATG^ 
itjACnACACTGnCnGTAGATGGCTGCTCTAAAAAGACAAATGAATGGGGAAAGACAATCATTGAATAGAAAAGA^ 
AI^TCGGTGGTGCTGACCAGGAAncmGTGGACATTGGCCCAGTCTGTnCAAATAAATGAAGTGAATCTAAATTAAAAAAGA^ 
Op^ncmmAACTGAAAGCTGAATCCnCCATTTCTTCTGCACATCTACTTGCnAAAnGTGGGC^ 

>h^c4966.seq 

Al^CTAGAGGGGGGAAAAATCTCAAnCCGCTGGCAAGATGCTAGCCAGGACACATATAAGAAAGTTGGACTAGATTGAATGGTGACAGAATCGGAGGACATGG 
CW^GGTGGTTCTGCAGCAGACATGGGCTAGGTCATATGTGGnTCTATGAGnCGTGTCTCAAAAAAAAAAGGAGGGGGGGCATCTGTCCCCGGNGGAGCT 
G^GCAmGTTTmCCACTGCAATGAnTCAGTCTGGmCATCATGTNGGAAnCGATCACACCAnTTCAAACM 
Cp^^NACTCACTGTrTCTGTCTGAGGAAGCTCATACCCTCGGCAAAACATGAG 

>ncrc4967.seq 

TSOCGAGGAGGAGGAGGATGTGGCGCGCGGAGGGGAAATGGCTGCCGAAAACAAGCGGGAAGAGCGmCCCAAAGTGTATTCTC^ 
(McCACCTATAGAAGATGATCATGGGAACAGCAATAGTAGTCATGTAAAAATCnmACCGAAAAAGCTGCTO 
aiGGAACACTAATGAGAGATCATGATGCAGCCGTCCTmGGAmCTTmAATAATGTGTGA 
i^mCATTTTmAAATTrrrGGGGTACM 

^I^^b4970 S6C| 

Gi/filGnGAGCTGGTAGGATCACAATAGGCCCGAAmGAGACCAGCCTGGTAAAATAGTGAGACCTCATCTCTACA^ 

GKcCAGCTACnGGGAAGCAGAGGCTGGAGGATCAmCAGCCCAGGAGGnGTGGATACAGTGAGnATGACATGCCCATTCACTACAGCCTG^^^ 
daiUAGAAAATAAAGCTCANTT 

>ncro4971.seq 

GTAGGAGmGAGAGCAGCCTGGCTAACATGGCGAAACCCCATCTCTACTAAAAATACAAAAAnAGCTAGGCACAATGGCTGGCGCCTGT^^ 
CAGGAGAAmCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCTTGCACTCCAGCTGGGGCGACAAGAGCAAGACTC^ 

>ncrc4972.seq 

AGAATATGGACTACAGAAnATAGAATACnAGGGATGGGAATTGGGAGGmGTAGGAGGCGTGCACGTCAGAAGGTGGGAGCCATGCAGAAAGGTCACAGGTCTTATCm 

TTTCAAGGAGCAAATGCTTGTmGCAGTAGTGGTGGCAGGGTGGmGGCTCAnCAAGCCCCTTGCTCTGGAGGAACACCGATAAACCATCAGGATGTCT^ 

TGTGGGAAGGCTGTGCAnAAAGAACATAACCATCACTAAAAGGGTGGGAACACCCCAGCGACGAGTGGGGAGTGGCCAGGTGCnTATGGTAACACGACAGACATGCCTGGCCAAT 

CAGATGTGATCTmGCTGGCACTTGCTCCmGGCCCCCACTGCAGTAAAGACmCCCnGGATGnGGTmCTGn^^ 

G 

>ncrc4973.seq 

AnTGGGTGTCTTCCTAAGCCGGCGCTCGGCAAGTTCTCCCAGGAGAAAGGCATGTTCAGnCGAGCGCCAAGATCGTGAAGCCCAATGGCGAGAAGCCGGACGAGnCGAGTC 
GCATCTGCGAGGCTGTTCTGGAGCTGGAGATGAACTCGGACCTCAAGGCCCAGCTCAGGGAGCTGAATAnACGGCAGCTAAGGAAATTGAAGTTGGTGGTGGTCGGAA^ 
TAATCmGnCCCGTTCCTCAACTGAAATCmCCAGAAAATCGAAGTCCGGCTAGTACGCGAATTGGAGAAAAAGTTCAGTGGGAAGGATC^ 
CTGCCTAAGCCAACTCGAAAAAGCCGTACAAAAAATAAGCAAAAGCGTCCCAGGAGCCGTACTCTGACAGCTGTGCACGATGCCATCCTTGAGGACTTGGTCTTCCCAA 

>ncrc4974.seq 

GAnGGAGAAAGTGGCCTTGCATCTCTCTCAGACACCAAGCTGCAGATCCAGGTCACCACGTAGAGGGGAGGAAGACCTCGCTTTGGAGAGTGGGAATAAAACGCTCGTGGAAAAGG 

GTACACGCTTnCTGGGAAAGTGAGGCCACCATGGCTGTGGAGAAGTGTCTTGTCCGGCTGCTTCTGCTTGTCCTGATACTGCTGGTGCTGGGCTGGGT^ 

GGAATCCCGGGCCAAGAAAnCCAGCGGCAGCATATGGACTCAGACAGnCGCGCAGCAGCAGCTCCACCTACTGTAACCAAATGATGAGGCGCCGGAATATGACACAGGGGCGGT 

GCAAACCAGTGAAGACCmGTGCACGAGGGGCTGGTAGATGTGCAGAATGTCTGmGGAGGAAAAGGTCAGGTGGAAGAAGGGGCAGGGGAACTGCTAGA^ 

TGCACA 

>ncrc4976.seq 

AGCAGCGAGTCTGTCGATCCCAGGCCAGAGAGAAGGCAGACAAAGGTTCAmGTAAAGAAGCTCGTTCGAGCACCTCCTCTCTTCTCCTmGCGCAAACT^^ 
GGAmAAGAAGCATCCTGTGGGAAGAGGAAAAGGAAAGAAGAAAAAGGGCGAAAAGCCAAAATGAAAGTGATGGTAGnGTm 
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GCCATGCCTGCAMTCGCCTCTCnGCTACAGAMGATACTAAMGATCACMCTGTCACMCCnCCGGMGGAGTAGCTG^^ 
CTGGGATGGGAAGGGATGTGGANATGAnCTGGTACTGCAACTTCAGCGAAnGCTCTGCTGCCCAAAAGACGTmcm 

>ncro4977.seq 

AGNANNAAANCGNCGAAACCAAATAATTAAAGACACTGC™mCAATmACTGGGTCTCTAT^ 

GCATCTACGGCTCAACATTTmGTAGCCACAGGCTTCCACGGACTTCACGTCAnATO 

ATCAGTTTGGCnCGAAGCCGCCGCCTGATACTGGCATmGTAGATGTGGmGACTAmCTGT^^^ 

>ncrc4978.seq 

ATAGAACCACCTCTGGCCCTCnGACCTGTCTAGCAnCmcmCTGACCTATAGGATGACTCTAAnCAGTCTAAATCGGCTGG 
AATTCCCAAGGCCAACCTAGCTCTCAGGGACCAACCTGCAGAACTCAAGATTGAGCGAAATGmAGGCCAGTTGAGT^ 
TATnAAAACCAGGGTTCAAAAGCCCTAnGGGAGAGGTAGTAnGTGGTAGCAnTAAATTCTCATGAAATGTGGTO^ 
CTTTGAGGnGTGTAATTCAGCTGGCGCTGGCTCCTGGTCCCTGmCTGAGGTGGGCAGTCGAAGCGAAGGGCAGATGAGCTCAAGATC^ 

>ncrc4981.seq 

CACATmAAAAATAATAGGTGGGTCAGGAGnCGAGAGCAGCGTGGCCAACATGGTGAAAGGCCATCTCTACTAAAAATATATAnAAAAAAAA^ 
GGAGGCTGAGGCGGGAGAATCGCTTGAACCCAGTGGGGGCGGAGGTTGCAGTGAGCTGAl^TCGCGCGAnGCACTCCAGCCTAGGCAACAAGAGGAA^ 

>ncrc4985.seq 

AACATAATTTTTATTmGGCAAGCCGAAAAAGATCmCTmGCACCTGCAGCCAAGCAAATGCCTGCCAAAnn^ 
CATnGTGGGAAACnAACCACCTACAAGGAGATAAGAAAGCAGGTGCAACACTCAAGTCTAnGAATAATGTAGTmGTGATGCATmAT^^ 
GCAGGAGCCAATATCCCTOCmAACCCTnCTGGGATGCAATACTAGGAAGTAAAGTGAAGAAmATCTCnTAGTTAGTGATTAT^^ 
GCAGAATGATGCAGGnCAGGTCCCCTnCAGAGATATAATAAGCCCAACAAGnGAAGAAGCTGGCGGATCTAGTGACCAGATATATA^ 

>ncrc4986,seq 

QQCAGAAGAGATACAGGTAAGAGAAGGCAATATGAGCTGGGCACAGTTGGTTGTGGCACCTACnAAGAGGTGGAGGTGGGAGGATCCCCTGAGGCCAGGAG^ 
dgSCAATACAGTGAGACCTCATCTCT 

>Bc4987.seq 

AfiGTTTCTCCGTOGAAAGAAATAACTGTGCGTTGTGCCCGCTAACGTGTCTTATGGCAAACTTmAG™ 
CSlSTATGTAGAAAGTAAAAATGnGATCCAGTGCCACATATAGGCmTAATAAAGGATTGTAACCAGGCCC^^ 
dllaAATCAGnGAGGCAGGTGnGAAGTGTAGTGTGAGGAATATAGCAAGAGCnGTGTGTAAAACAAAATAAATAAATA^ 
OT^AMTCACTTAACCCTGGGGCCTACATnCGTCATCTATAAAACAAGAnAATGGTATCM 

Wc4988.seq 

G^GAAGCAATGGTAAATGAGAATGTCAGTCTCGTGATCTGGCGGCAGTTGGTGACTGATTTnGCAGACATGnCCTAAC^^^ 
qfrGGAAAAGATCCAGGGTAGAGTCAmGATnGAGGAGGAGGnGCnCCATAAGACAGCATCnGGATCTATATATGAGA^ 

^Ti(^c4989 seq 

rKGmCTGTAAGCCATGTTATTnGAAAAATTATGATTAATGAGGCCAGATTAATTGGTCTC^ 
GfpnCAGTTTGTGAGGTTTCAGTTAAGTGTGGTGAAGGTGGTCT 

>lfefo4991.seq 

y^AATCNGATATTAAAGrrGTAGACmGGTAGTGCAACATATGATGAGGAAGATCAGAGTACATTGGTATCTAGAAG^^ 
G&AACCATGTGATGTCTGGAGGATAGGATGCAlTCTTAnGMTACTATGnGGGTnACGGTAmGCAACACAC^^^ 
dteTAGCAAAACATATGATACAGAAAAGGAGGAAACGTAAATATTTTCACCACGATCGATOGACTGGGATG^ 
AAGGAATTOTGCTTTGTCAAGATGTTGAACATGAGGGTCTCmGACCTCAnCAGAAAATGTTGGAGTATGATGCAGCCA^ 

>ncrc4993.seq 

GAGNGGCGCnGCGGCCATATAATNmNTCACTGGGGNGAGCGTGNGGCTCTGCTGTGAGTGCAGGTCGTGAGTCGnAGAGmAGTGCCTGAGCGTCGGGGGAC 

TCCTTAGGTGCAGTGCTTTCAGGAAATGTGGATGGATGGAAGTAGGAAATGCGTGTTTATGTTGCCCAACCTAAAACATCACACTTM^ 

GTCAGCAGCACAGACATTTTGAAATGCTCCTAGGCTGGGCTGTAGGATTGCGTmAAGTACAGGTATATAmm 

>ncrc4994.seq 

AGCCAGTGAAnATCTAAACAGCCTTCCTACAGCAACnCCCACTCCAGGTGGCCAGACGGGAGnCCAGACCAGTGTTGTCTCCCGGGAGATTGACACAGCAGCCAAGmATO 
GGTGGGGCAGCCACAGTTGGTGTGGCTGGnGAGGGGCTGGCATTGGAACCGTGmGGCAGCTTGATCATTGGCTATGGCAGGAACGCGTCTCTCAAGCAGCAGCTCTTGTO 
GCGATTCnGGCmGGCCTGTCTGAGGCGATGGGGGTmCTGmGATGGTCGCCTTCCTCATCCTCTTCGCCATGTGAGGGTCCATGGGGGGTCACCGGCCTGTTGCT^^^ 
CTCCACACCATTCTTG 

>ncrc4995.seq 

CGTGCGCAGATCAGGGATCGCGAnGCGAATCCTCCGCTGAGGTGATTTGGATATCCCTAGAACGnGAGGGCACGAGTCGGGTCCTGAGACCAGGTGCTCAGCCAGCAGAGCCAC 
GTTCCTOTGAGCACGGTGGGTmTTTCATTTTCCTACACCACTGACCCGAATATGCCGGGCGCCATGGGGACTCCGGCmGGGAGAAGCTGACGTTG 
GTCAGTGGGGTCCAGATGGGAGGGAAGAAGGACTACCCTGCAGTGGnTCCnGGATGAGAATGAACTGGAAGAGCAGTnGTGAAAGGACAGGGTCGAGGGGGCGAGGCAACCM 
CAAAACCAGGAACTGCGTGGTGGTGAAGGACATCGCGTCAGGCATCGTGGTAAAGTGCCATCAGAGAAGATCAGnGATCAGAACAGA 

>ncrc4996.seq 

GTCGGTAAAGATGGCGGCGCCCAGGGGGGTAGCGTGAAAGTTGGTGGAAGACGGTGACCAGTCGTGnGGAATCAAAACAGCGGGGACCCTGCGCCATGTCGCGACTGATCGTGA 
AGAATCTCCCGAATGGGATGAAGGAGGAGCGmGAGGCAGCTGnTGCCGCCTTCGGCACGGTGAGAGAGTGCAGCCTGAAGnCACCAAAGATGGCAAGTTCCGCAAGTrTGGTT 
nAnGGCTTGAAGTGGGAGGAAGAGGGGGAGAAGGGACAGAAGGATnGAACAAGAGGnGATGGAGACATGGGGGATCACAGTGGAGnGTGCAAGTCAnCGG 
AAGCCAGAGCCTGGAGGAAAGATGCCCAGAAACGAAGCCAGCCCAAGCAGGCTCCAAAAGACTCTACTACTGC 



>ncrc5000.seq 
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GmCTCCmGGMTTATTTGCAAMGCACnATTGTTMCACATTCTOGCTCATGAGnGMm 

TTmATnGACATGnGGTAAAATmAAAnGTAGmGAAATATTAAACTGAG 

GTrnTAAATATATATATACAATTTTCnCAT 

>ncrc5001.seq 

GTATGCmGAAGCACCnCCCTGGGAAGGGAAGAGGGGATCTnGGACTACGnCTTGGCTCCAGACCTGGAATC 

GTGAGGGGCAAGGCTGCCCCCTGGCCCAGGGCTCTTCAGAAAGCATCTGCATGTGAACACCATCATGGCmATAAAGGATCC^ 

GACCAATAAAGTTATrrTATGAnAC 

>ncrc5003.seq 

ACTCCATCTTCTmGCTCCGTCCCACACACACACTCTATGAAGAAAmTCCAACCTGAATmGCCCACTGATGAATAGA^ 

ACGGAGTAGCAmGGCTGCATTAnCTCTGTCCTGACCmGCAGCCAGCACCTCCCCAmCTGGGAGAATATCCCACAGTGACTTGTCGCTGGCGTG^^ 

CnCTGAAATGTGGGmCTGGCATTGGTATGGAGATAGCATCGCTGCCTAGCCGAATAGCAAAAGATAGAGTGGGGCACTGGGAAmACCGGCTGCmAGGCCTAA^ 

AAGnGCACCATnGATAAAATCAGAGGAAnAATTAAAAACCATAnAGAAACCnCATATAAnGCTGAmCCTGCnATGCTCTAAGC 

>ncrc5007.seq 

AGGGnGGGGGAGnTGGTATTGAATTAGTGATACATGCAGAGTGACCACACAAATATCTGTGGATGAGAnGTATTCTmGGT^ 
GAGGTTTCAGAAGATTGCnGATAATCCTGTTGTGTl i 1 1 1 1 II 1 i 1 1 1 1 1 i 

>ncrc5008.seq 

GTGATTACAGGAGAGTmATmAnCTCmGCTTATCTGCATTTATOTAnGAGCATGTTTTCATGCATAATAAGATAATCAGTA^ 

GTTGTGAAAGTTAAATGTCGTACCATTmCCTCnAGATTGTAAmTCCnCTATAnCATCCAAGTGTTnGAT^ 

TCAGAAAAGAGAAAGCTGTAAAGAGCTGTGTOGnCATAACTCnGCCCCACCTAGAAGATACAAmCAGmGCTAACA^^^ 

>ncrc5013.seq 

GAGAAATATCTGACATCTATTGTNTTCCATTGGTATTTTTnCCCCAGAGACnCCATAAnTAAAATAAM 
TttrAAAATCTGAGCTTCTAGGATCCAGCTGTGTCAACCnTAmAGCATATATAACTATAAATCACTOnACAGATGCTA^ 
T®TTGTTGACAAGGTAAATGGAAATGAGAAACTTTATACnCAGmTCAGATATATGGATCTAGATCCCAAATAAA^^^ 
TIR^ATAGCCmAnGATmACTmATGAGTCATTGTAGACATCTATAAAW 

>iTgc5015.seq 

rSlTTTAmATAmATTACTGTCCTGTCACTATAGTATGTACmCTATACTATATAAGTGACATGGACATAATGCATAT/^ 
T^GTGGACAGGGTnGATmCATTTTAGTAGCTCTGATATTGGTCnTCTCnCCCAnCAAGAGTmAmTG^ 
T^mAGATAnAGTATGACAGTACTCACTGAAATCATATATAAnAAGAAAAAATGnTACTATCCAAACATGAnTC^^ 
T^TATnCAGTmCTTnCCTCTGTCTnACACCTTCTCnGGGAATGTCACCCAACTAAAGATATC^ 

w 

>j)crc5016.seq 

Ga:cnACCGCCATCnGGCTCCTGTGGAGGCCTGCTGGGAACGGGACnCTAAAAGGAACTATGTCTGGAAGGCTGTGGTCCAAGGCCAT^ 
dSMGCAAAGGGAGCACACAGCTCTrCTTAAAAnGAAGGTGmACGCCCGAGATGAAACAGAAnCTAmGGGCA^ 
AlllCCTGGCGGCAAACCAAACAAAACCAGAGTCATCTGGGGAAAAGTAACTCGGGCCCATGGAAACAGTGGCATGGnCGTGCGAM 
d@kACAGAATCCGAGTGATGCTGTACCCCTCAAGGATnAAACTAACGAAAAATCAATAAATAAATGTC^ 

>l§c5017.seq 

Ai^TGCnGAGGTGGTGGATACCCCATTOCCnGATATGATOTOCACAnGTAGTCCTGTATCAAAATATC™^ 
^^^GnAAAACTTmGAAAAAAAGGAGAGCGGGACAGAGGCACAGGGAGAAGATCAGGTGAAG^^ 
TliAACCTGTCAACACTCGATCTTGGACTTCTACAAAGTCACTmGGCAAAT^ 
CACTACAGCTGTrrGTAAAAAGAAGGAAGCnCCTGATGGAAGTAAACGTTACCn 

>ncrc5019.seq 

AGAGTAGGACCATGCACTCACACCGATCTGGAGAGGGAGCGGGGGGTATACGAAGGGAGCCAGnGTGnCAGACAGACAGGTCAGAGGnGACTCAGTAACT^^ 
GGTCCACAGCTTCCCACCTCGTCCCCACCAAACCGGGGTTGTAGAGTTAAGGATGGGGGAGGGTATTATACTGCCTCAGTCTGAGTCGTGAAGCCAGC 
GGGGAAGAGGAGCTGCCTmGGAGGCGCGGnCAGCTGGAGCTATGATGCCCnCCCCnCTCCCCTGTGCTCACGATATGCCnATGCCCAnCTACTCC 
CCCTGTGGGnGTGGGCAACGGCGTCAGGAACAAAGGTGAGGTGGGGAACGAGAGTAATTTGAAGAATGGnGAAGTCAGCGTGnCCAnCCAGAAAGA^ 

>ncrc5020.seq 

ATGTnAAAACAmAAGGATCAGCCTGGTGAACATGGCAAAACCCCATCTCTACTAAAAATAGAGAAmGCTGGGTGTGGTGGCAGGTGCCTGTO 
GAGGCAGGAGGTGAGTTGAAGCTGGGAGGCAGAGGTTGCAGTGAGCCAAGATTGTGCCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTGGGTC 

>ncrc5021.seq 

ATCTGAAAAAGAAGAAGACAGTGAAGAGTCCCTCnATGGAGGAGAAGAGGTGAAGAGAGCATTTCCTGGCTACGAGCACTGAnGAATACAGCTGTGAGAGGCAACACCA^ 

mGAAGGCAnGGAGGAGTATGAATAAGAAGTGATAnGCGATTGATGATGnAAAnTGAGGGAGGAGGGTGTGGAGAAATGGAAGATAGAAGTCAA^^ 

GGACTTAAATGAAATTGAGTAnAAGAAATGATCTGGAnGGATnACTAGACGAAAACGATACGTGTCTTCAAGT 

>ncrc5023.seq 

GATAmGGGmGTAAATATGATAGTCTGGGGAGGAAATGCTTGGmGTGTACAAGGAGACGAGCCTACACAGTCGATCAAATAGATCTGGGCGTCATAGCGAA 
GTGGTAGCG 

>ncrc5025.seq 

ACTGTGGGCTCAGAAACGGTGAGAGTAGGGGCGACCGTGGAGACCGGCTCTAGGGCCACAGGAAAAGGAACGTTTGGAGGCATTTTGTGTGGAGGGGTGCGGCTGGA^^ 
ACTGCCCTGGGGAGTAAATGCGGAGAGTTCACGAAGTGTGCCAGCCTNTT 



>ncrc5031.seq 
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TACCTAAAAMTCCCAMCATATMCTGMCTCCTCACACCCMTTGGACCMTCTATCACCCT^^^ 

GCGTCAGAnAAAACACTGAACTGACAATTAACAGCCCAATATCTACAATCAACCAACAAGTCAnATTACCCTCACTO^ 

AGTAAAAGGAACTCGAC 

>ncrc5033.seq 

GAATCAACACAACCACCCACAGCCTAAmnAGCATCATCCCTCTACTAmmAACCAAATCAACAACAACCTAmAGC^^ 
CCTCCTAATACTAACTACCTGACTCCTACCCCTGACAATCATGGCAAGGCAACGCCACnATCCAGTGAACCACTATCG 

>ncrc5034.seq 

ATAGCAAGACCTCGTCTCTACTAAAAATCAAATAAATGAGGTGGGCGTGGTGGCGCGTGCCTGTGGTCACAGCCTCCTGAATCAGAGCATCCCmGGCAAAG 

CCACGTGCATCACCAAGCGCTGTGAAGAAGGCAAGCmGAGACCnGAAGGAATCATCAAACTCTGGGCCTCGGTGTGCTCACCCAGGG 

GTGGCCTCCAAGATTAAATGAGCAATGACnAT 

^ncrc5035 S6C| 

GCTTTTmCTCCGCCTCGTGGTGTGTTGnGACTGCGCTGGTCGCCATGTCnCTCACAAGACmCAGGATTAAGCGA 

CAGTGGAnCGGATGAAAACTGGAAATAAAATCAGGTACAACTCCAAAAGGAGACATTGGAGAAGAACCAAGCTGGGTCTATAAGGAATTGGACATGAGATGG^^^ 

GTCTGAAGGTCACGATCATGmCGATATGAAGCTGAAAATGTCACCACTATCTGGAGAnTCGACGTGTTnCCTCT^^^ 

AAATATGTAAGGCCTTTGTn 

>ncrc5036.seq 

ACATGANATAAATATGAAGGCCCTATGAGCCTCGnCTGCTTGCACAAGmCCTGGGCTGGAGCGTnCAACAGAGAGGCmmGACmATGCTAGAAGATGA 
AGGCCCAGAAGTTCCTGATGACCGGGACTTCGAGCGCTCGCTAGGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCnCGAGTGGTCCAGTGnGTGATnGGGTCTGGACAAAGT 
GCCAAAGGATCnGGCGCTGACACAAGTGTGGTAGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGAGACTnAAGAACCTGAAGAACGTO^ 
ATAAAATTAGCAAAGTTAGTCGTGGAGGATmCAGCmGGTGAAGTTGGAACGACmATCTGTGGAAGAATGAGGTGAAGGAAn 

>ncrc5039.seq 

ApCCAGCTGAGATGTCCTTGTGAGGGCGGTAAGAGCAAAAGAATGGCAGAAAAGTAGCCCCTGAAAGGCATGGAGATTCTCATAACTTGAGACCTA^ 

(i^TAGAACAAGGCTGAGGATAGGACAGTACAGTGTCAGGAGGGACTGTAAAGAGAGACAGGGTGAAAGTGnTTGTGTGAACAGATTG^ 

/^pTACTTmCTGGTCTCTAGCAGTGCTGATATmGTCTAGGAAGTATACT^ 

>||Sc5040.seCj 

ditAmGAGACTAGNAAAGTAATGmnTACAAAACTGTTmCTAGGTGGGTGGA^ 
C€(5GGTTnGTTTCTGTCTTmA™TGAAAAACTATGTTAAGGG6GAAAATGTGGAnATGGTAACCAG 
QA§GTGTGnGTAGnGTAGAGAGGAAAGGnGTGAGAAAAACACGACATGGAGGCTGTAAATGTTTnGGACAA 
QAfrTAAAAAAAAAATGTAAGTGNGTCAnGmACATCTGTAAGTTTTTCCTGCCCTGn^ 

^J0crc5041 .S6C] 

dteGCTTTCTAACTCCGCTGCCGCCATGGCTCCTGTGAAAAAGCTTGTGGTGAAGGGGGGCAAAAAAAAGAAGCAAGnC 
d^TCATGGATGCTGCCAATmGAGGAGTTmGGAAGAAAGGATGAAAGTGAACGGAAAAGCTGGGAAGCn^ 
>#dGTGACATCCGAGGTGGCmGTCCAAAAGGTAmGAAATATGTCACCAAAAAATATnGAAGAAGAATAAT^^ 
qfMTOCGnACnCCAGATTAAGCAGGACGAAGAAGAGGAGGAAGACGAGGATTAA^ 

34Sc5045.seq 

GAlTCATCTGTGGCATGCCCTnCTGTAATCGGCTCAACTGGCAGGGCATAAATACnGGGAAGAAAAAGAAGGM 
liitrGGTGGTGTTCAGTGnCGGTATGGTGTTAAATGGTmGAnAAAGGAGTmG 

GAfAGGTAGAGAGTACAGAGATGAnGAGATGTGnCmGAGTTGCATAGAGGTCAGmAGTCAAGAAGGCAAGAAATCAA™ 
TGAATGGTATTCGAGTAGAGAGAAATAATATGTAATTCAGGGTGTGGAGGTGAAAAGTCCAGmAAACAGGTAACCCTO 

>ncrc5047.seq 

AAGATTAAAGCAAATAGTTCGATAGACAGAGGATAGTACAAATGGTGAAACCCAAAGACAAGGAAAATATCGTGAAAGCAGGAAGAGAAAAT^ 
AAGATAAAGTGCTGACTTCTTATCAGAAATAATGATGACGAGAAGACAGTGGTGTGGTGTATTCCTAGTG 

>ncrc5048.seq 

CTGGTCCAAGTGCAGCTGCTGCGCCTGATGCTGGGACAGCCCCGCTCCCAGATGTAAAGAAGGCGACTTCCAGAAAGGTGGATTTmATGT^^ 
TATTCCTTTTTGTATGAAATAATGTGAATGATAATAAAACAGCTTTGAGnG 

>ncrc5050.seq 

GAGAGATnCTGGAATNAACATAAGCGTGTATCAACAGATGAATGGATAAAGAAAATGTGGTATATATATATATAACGGAAAATTAnCAT 
GAGGAACATGGATGGAACAGGAGATCATTATGTTAAGTGAAATAAGCCAGGCACAAAAAGACAAATATCACATGnCTCATmTAmGGGAGGTCAA/^ 
AGAGAGTAGAATGGNGGGGCGAGTCGTGGTGGCTCACACCTGTAATCCCAGGCCTTTGGGTGGCGAAGGTGGGTGGATCACGAGGTCAAGAGATCAAGACCATCCCGGCCAACGTG 
GTGAAACGTGATCTGTACTAAAAATACAAAAATTAGGTGGGCGTGGTAGCGCGTAGCTGTAGTCTCACCTACTTGGGAGGCTGAGGCAGGGGAATC 

>ncrc5051.seq 

CATTCTGGTGAATGGTGGTGCGTAAGCGCTGTGTTAAGCTnGGGGAGAGATGAATCGCCCTGCGCTGTGTGATAGCGAAAGACATGGCATAGACAAAT^ 

CGATGTGTC 

>ncrc5052.seq 

AAnCAGTGTGGTAnTGCATAGGGATAGGCATGTAGTTCAATAGAACAGAATAGAGAGGTGAGAAATGTACCCAGATATACATGGTTAAnGAT^ 
CAATGAGAAAAGGACAGTGTTTTGAATAAATGGTGGTGGAAAAGCTGGATAT 

>ncrc5053.seq 

AGmATGGGAACATAACAAATAAATGTAAAGCGTGCCGTAAAATAGnAAAAnCAAGAAATTCAACATGGTAAAACCCCGCCTCTATTAAAAAT^ 

CATGCGCCTGTGGTCCGAGCTAGTGGGGAGGnGAGAGATGAGAATTGCTTGAAGCTGGGAGGGGAAGGnGCAGTAAGCGAAGATAGTGCGACTGGACTCGAGCGTGGGTGACAG 
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CMGGCGCCATCTCAAAAAMTGAAAACMTAGMTACMTTGTGGGAGACmMTACATCTTGAAM 
TAAGACnGATTCAlTTTCATAGAAATGTATGTAmGGCCATCTmATAATAATGGAAAAAT^^ 

>ncrc5054.seq 

TGGCTAGTGGTGACAAATGTCTTCmAATNGGCCCTGTCTGCCmCTCAGCCACCAAnCTACAAAAGCAAAmGTCTCnACCC^ 
TnAAGnAACCTCAGTCATGAAGAATGGAAACCAGGTGATGGTnCAATGCCTAAGGACAGTGAAGTCTGGAGCCCAAAGTACAG^^ 
mCTATACCCCACAAGTmCACTGAATGAGCATGGCAGTGCCACTCAAGAAAATGAATCTCCAAAGTATCn^ 

>ncrc5056.seq 

AmCCGAAGATAAGATGTACnGTACATGATnCCTTGGATAAACAAAAGGAGAGAGGAAGTAGCCAAGAAAATTTTGAAGAGGAGGACAAAm 
ATGAC™nATAAAGCTAAAAGATnAGACAGAGTGGAGTTGGCACCTGAGTTAATC™TGGGCCAGAGTAGGGAAGAATTGAGAGTCCAG^^ 
AGATGTGTGGGAATGGTGGCATTAAAAGCCGGTGGGGGAAAGTATGGGTTGCTCAGTACATGGTGGTAGGACAAnGGTTATCCATATGGGAAAA^ 
GAATAAATCCCAGGTGGCTCAAAAACCTTAAACTGAAAAGCAAAACTnAAAAATCnACTGTCAAAAAT^^ 

>ncrc5060.seq 

AGTCnGAATGTCmTGCTCAAnAmGGTGTTGAGCCTCTCTTGCACAAGAGCTCCTCCATGTTTGGATAGGAGTTGAAGAGGTTGT^^ 

AGTGnCAGTGCGCATnCTCATmACATmAAAGTCGTTCCTCCAACATAGTGTGTAnGGTGTGAAGGGGGTGGTGGGA^^ 

CCATGTGGCTTAAATGATTTITTGTAACTAATAAAGTGGAATATATATTT 

>ncrc5061.seq 

ATTGTAAAGTGAAGATGAGCAGGTCGTGGGAGGATCTAGATAAGCnGTmTTGTAAGGAGTnGTGTGCTGTTGGAAAACATGGAAAATGCATCCT^^ 

TCTTCAGTATmCTGTCAmGCAAAAGCmCAGAGGGCAnGTGTATCCGTAATAATGTCGTTGAAGTCAGAGACTGGAAATGnGATG^^^ 

GACTGGAGTGAATGTTGTAAAAGTTGAAATGTATATnGTATAGCAAATAACAAAATCCTTnAAAAmAATCT^ 

AACAGAACAAACTTTATATTA 

>fiGrG5062.seq 

dtSTGCTGCAGCAGGCTCTCCAGANCTCAGCCCAAGAAGAGCnATTGGGATAmAGGGGTAAAnCCAGACCCCTAAGCAAATrTCACm 
AiA^GGCCTGGGAATACAGTAAnGAATGTGAGGAAGAAAAATAATCCTGCGA^ 

;®GCTGGGAGGGAGGAGACTTGCTmGAGACnGCTnTAATGGAGAGTTGGCTTCCCTCTGAnCCACTGmGGAnTCn 
QkCTGmAGTOGCTCAmCACncmATGCCAnTAATAATGGTGAAATCGGTCATCTATGAAAGCACTGTGGAGTTGGCCTGTG^ 

>iJc5064.seq 

d€;&GGGCA6AAGTGGCAATGCATTGAGGATACATCTGGCAAGCnCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGCA^ 

QfgCTTCCATGACAAAGACAAAGAGTGCAGnGTAGGGAGTCTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAA^^ 

3cCCAGATTTGTCCATACTCGGCAGACACATTCCTTGTCCGTCGAATnGAAGGCG 

w 

?^crc5065.seq 

AiQAATTCAGTAGAGTTTCGGGATGCAGGATCAGTGTACACAGGTOGTGGCACTGCTGTACACCAACAGTGACCAAGCTGAGAATCGAAT^ 
MCAAAAAAAAAATAAATAAATNCTTAGGAATATACTGAACCAAGGNGGNGAAGGATCTCCACAAGGAAAACT^^ 
cIMGGATGTGNGGAATCAATGCTGNGAAAAnACCGTACTGCCAAAAGCAATCTANAGATTCACTGCAATTCCCATCAAAGTACCATG^^ 
/^jrCATATGGAACTAAAAAAGAGCCTGCATAGCCAAAGCAAGACTAAGCAAAAAGAACAAATCTGGA 

^c5066.seq 

MGAAAGATGATGAGCTATmAATCCnCTAGTNACTnGTAAACAAAAnAGAAGGCmGTATTCATGAAn^ 
Ti%CACATTCATmCATATAATAGAAAAATCAACC™GGTCAGCCCGATCGAGCATAATATGCAGGGT^ 
A^TATGnAAATTGTmCTATATTAGGTTTGGATAAACTGGCATGCTTAATTGCncmCTGTm 
AATOCTCnATGTCAACAATCnATTACCAAAACTATGAmGnCTGATnAACACTAGCAAnAATGCnGCACCATTAAm^^^^ 

>ncrc5067.seq 

AGCTmGTATOTCAAGTAAGATTCTATTnNGnGTGTGTAAGCAAGTmTTnTAGTGTAGGAGAAATACnn^ 
ATmGTAAAnGmATTTTAAACmTCTGmGTAAAnGTAACTGAnAAGAAnGTGATAGTO 

>ncrc5069.seq 

GAGGGGGAGTCGCAGAGnTGGAAGATCTCTCTAACACCTCTCGGCCAACTTCAGAAGTGTATAAGATCAGCTTTATCTTTCGAAATGGAGACAAGTATGATGGTGA 
ATCTTCTGGAATCTACGAGAGAAATGGAATAGGTATTCATACCACTCCTAATGGGATTGTGTACACAGGAAGCTGGAAAGATGACAAGATGAATGGT^ 
CAGGAGGAGTATATGAAGGACAATnAAGGATAATATGmCATGGACTGGGGACmCACAnCCCAAATGGGGCAAAGTATACTGGAAAnTCA^ 
TCTGTACTGCnCTTTnATAACCmAAGnAAnCAGAACCCAGATAAGCCnGATCTGAGGAT^^^ 

>ncrc5070.seq 

GACTTCCGGTTGCTAACGGnCCCAAACAGCCCCCGAAAACGCTACGTGAGCTGGGCCCTGGGCCAGAGGCAGAAAACGGACGGAAGAAAAGGTCTGGCCGGAGATGGGTCTCACT 
CTGTCACCCAGACTGGAGTGCAGTGAGTGGTGCGATCATAGCTCACTGCAGCCTGAAACTCCTGGGCTCAAGTGATCTTCTCGCCTCGGCCTCCTGAGTAGCTGGAGCTACAGGTGT 
GAGCTACCCAGCATGGCTGATTTGAGATnCTGAGTAGAGAAGTAACATGAnAAACn 
GGCAAGGGCAGAAGCAGGGAGACAGGTTGGAAAGTTGGAGTGGGAAGGGGCTTTTTAAGA 

>ncrc5071.seq 

CTGCTACNAAGAGACATGTTmmGGAGGTNGCCTGAATCACTATGCTAGGAAGTANCTCCmGTCACACTGnCAGAGTAGnGACTCCTGTTCCTCAGCCAnACTAA^ 
TAAAGATAATCAAGTGTCCCGTGATTnGGTATAAAGAAACAGAATTTTAGAAAmmTTTACATATTCTTm 
GGGCAmGTOnACTGTTmCGAmTAmATmmAATAGACTTTGTATmAGAGCAGTC™^ 
CCTACGCCACAGTGGTGTATTTGTTACAATCGATGAACCTACATCAATGTCTCAnATCACCCAAAGTCCACAGmACACTCTC^ 

>ncrc5072.seq 

CACCGTNTATACTAmATAGTCTCAGCTACTAGGGAGGCTGAGGGAAGAGGCTTGAGACCAGGAGCTCGAGGCTGTAATGTGCCATGATGATTGCACCTGCGAATAGCCACTGCACT 
CCAGCCTGGGCTATAATATAGCAAGACCCCATCCTnAAAAAATTTTAGAACTTTmAAAATC 
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GGGAGTNTTAAMTAGCTTAAMmCTCGTGMGGACATGTGGCTAMGGGTCAAAMGGATGTMGACn 
CTATGGCTACATGTGCnAAGGAATmGAGCCACTTATTmGAAGATGCTGAGGACATGTAG^^ 

>ncrc5075.seq 

NCTCTGGAATmGNNATACCATACCTGAATANAACTAAAAACACATANGGNCTATGmCAACTACTACAGCTCTG 

AACAAAATGGGCATGGCTATATCCAATAAAGCnCAmACAAAAATAGCCAGCCTATGGACCACAmGACT^^ 

mAAAGGAAGATAACATAAGCCAGATGCCTTACAAGGTATTAnCACAATGCCTACCATTCAATTAAAAAA™ 

>ncrc5076.seq 

GCAATATAGTAGAAGGAATCTCAATTACAAAATCTAGGATCAAATmGACTCTACTTCTGTGTGACCTTGGGGCAAGTC^^ 
GCTTATAAAAAGCCTACCCTGCCTACTTmOGGGTTGmnAAAAACCAAAGCACmGTAAATGGTAACACACAATGTAAGTGTA^ 
CAnAGTATAATAAAGAACmGTCCATATCCACAnAAGATmGAGTGAAGCTATAATATACATAmA 
AGAACGTCTCTACnAACAAGAACTAAGTCATCAGTAACTAATTGTCAATACAGTAAGGTGGCTATGAnCAAG^^ 

>ncrc5077.seq 

AGTATAAAAAATAAAATATGTATTCATTTGCACTTACGTGAAACACAAACTnGCTCTACAAAAmCGTGTT^ 
AATTAATGmATCACACCTnATCnGGTCnTGTTGAmGGGTTnGTTGGGGTmTGnACTGTmTAAA 
ACAAGGATTCCCAAGAAATGGATCTmCACTGGCTGAGTCTCCCATATCTGCAAGAGATTCTGCAGGAACTGGGTGTGCACACGGTGT^^ 
AnTGGGTGAAGnCACTGTAnGCTATATTTTTGTAGA 

>ncrc5079.seq 

TGTTCGGGTCCnGAGGACGCCGTGCCGGGTCAGTGTTAGCCTCCAGCCGTGGnGTGGAAGGCGACAGAAGTCATGGCGATGnTGAGCAGATGAGAGCCAACGTGGGCA^ 
CTCAAGGGTATGGAGAGGTACAATCGTGAGAAGCTGGGCACCCTGGAGGGCTATGTAGAGAGGCAGGCGAAGGAAAATGGCTATGATCTGGAAGCCAACGTG 
TACCAGTTCAACCCAGCCnCmCAGACCACGGTCACCGCCCAGATCCTGCTGAAGGCCCTCACCAACTTGCCGCACACAGACTTCACCCTGTGCAAGTGCATGATGGACCAGGCA 
CATCAAGAAGAACGGGCMTCCGACAGATmGTACGTCGGGGACCTGCTGGAGACCTGCCAmCCAGGCCTTCTGGCA^ 

>ficrc5081.seq 

dSGTGNnCAACnGGTTTmGTGTTCTCGGGAGAAGACACCCnGGCCGTGGGCGGTGAGACCnTGATGTGTGmACGCT^ 
GTiSGTTCTCnGGTATTCTCGGmTGAAGCnATTmAGACTCTGAACTCTCCnCTTGGCAGGAGTTGAATCCCCCTGGGGGT^ 
TfgAAGCCCCmGGTGGGGTCCCCCATAAACCCAGGCGCTGGTGCCCACCTTGTGATGTGAAGGCTCCTGTAACACGACCTCACTTTGCTGGCCC 
Cl^ACACAGGTACATGGCTTCTGGGTGTCTGTCCCCGGTGTACCCAGATCTGCCCCCnGCCCnGTCCCCAGATCCTCCACTCGCTC^^ 

>ncfc5083.seq 

AGfGCANTGnGATGACATCACnACAATGTGAACGACACATTCCACAAGCGTCATGAAGAGGGGCACATGCTGAACTGTACATGCnCGGTCAGGGTCGGGGCAGGTGGA^ 
AWicCGTCGACCAATGCCAGGATTCAGAGACTGGGACGTmATCAAATTGGAGATTCATGGGAGAAGTATGTGCATGGTGTCAGATACCAGTGCTACTGCTATGGCCGTGGCAT^ 
QPGTGGCAnGCCAACCnTACAGACCTATCGAAGCTCAAGTGGTGCTGTCGAAGTATnATCACTGAGACTGGGAGTGAGCCCA^ 
CCATCTCACAmCCAAGTACATTCTCAGGTGGAGACCTGTGAGTATCCCACCCAGAAACCnGGATACTGAGTCTCCTAAT^^ 

>l3c5086.seq 

AiS^CGAGCCGGACTGGTCAGGATGATCACGGACGTGGAGCTCGCCATCTTCGCCAACATGCTGGGCGTGTCGCTCnCTTGCTO 
deQAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGTTCCAGGACATAGTCTGAGGCAAGATGGAG 
ys|MACATACAAAGCAACTACACCTGGATTmCCAAACAACTTnAmCCTCAGAGTC^ 
TmACTCCCTCCCCCCAATATAAAAATATAGACTTTCA 

s 

>Scfc5087.seq 

dMATGACAncnAGCTGTAACTTAACTAnAAGGCCTmCCACACGCAnAATAGTCCCATTmCTCnGCCA 
GATCTGCTGGGCTCTGCCTTAAACACACAnGCAGCTTCAACTmCTCmAGTGnCTGTnGAAACTAATACnAC 
CCTGTGGGCmCCCAGGTGGGCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGAGTAGA 
CCACCAACCAGAACGTGGTrTGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGNGTTATGAAAATATAGA 

>ncrc5088.seq 

GAATATTGAGAAGAAACTTAATNGAATAGCAGGTCAGAGGCTCGTAACTGGGCAAGTCAAGAnCTGGCnCTACTGAAGAACCATAAAGAA^ 
AGATGAAATAATAAAACTAmTATAAAGGGNGAGCTOCATnTGGAAACAACATATTACGTATAAATmGAAGAA 

>ncrc5090.seq 

ATCTGAAACTGTOTGTATCTCTCTACCnCTGGAAAACAGGGCTGGTATTCCTACCCAGGAACCTCCnTGAGGATAGAGnAGCAACCATGCnCTCAnCCCn^ 
CCAGGATGGnAGATACACAGCATGTTGATrrGGTCACTAAAAAGAAGAAAAGGACTAACAAGCnCACTTTTATGAACAACTATmGAG 
GTTTAATGGAGTAATGGTACTTTTATTCTncnGATAGAAACCTGCTTACAmAACCAAGCTTCTATTATG^ 
AATGCTCTTAAGATATATATmACGTAGTGCTGACAGGACCGACTCTTTGATTGAAAGGTGATGAAAATCAAATAAAGA 

>ncrc5091.seq 

AAGGTATnACACATACAACTTGATATAACTGAGATGAATGTAATTnGAACTGTTTAACACTTm 

CACATATCTAAAAATAGnAACACAGATCAAGTGAACATTAGATTGCCATTmAATTCATTCTGGTCmGAAAGAAATGTACTACTAAA^^ 
TTmACCAAGTACAAAAATCCCAAATTCAGTnAmTmGCnCAGGATCCAAGTGACAAAG 

>ncrc5092.seq 

AGAATACAGAGTCCTAAAATGTGTCATCCACTATGGTCAGTGTAAACTAAAAAAAnCTGGCAGGAAAATGAAACATAAACAAGAGAAAAAGGAGTCAATA^ 

CACAGCTGTGGGAATAGCAAATGCnTAAAACAGGTAGTAnAAnTGmGAGGAACTAAGGATTnGTCATAAGGAGTGAACAAATGGAAM 

AAAAGGGCCAGATAGAAAGTGTGGAAnGAAAAGTAAAATATCTAAAATAGAAAATrrTGCAATATGGGCCTGACAGC 

^ncrc5095 seq 

AmCTAMTACAnTGGGCATGTGTATTAGGGCCTATATGTmCTCTGAGAATAAGGACACACAGCCTAGTGAGTm 
TT 
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>ncrc5098.seq 

AGANTCCGGCTNTnGATGGGCCGGGGCGGACTCCTTGMCGGNGGGAGCACTGCGGGCTGCGTGCGTGCGATGNMGMCGCAGCTAGCT^ 
GGACACAnGATNATGNGACACnGNGAACGCACTTGCGGCCCCGGGTTC 

>ncrc5099.seq 

AGGAGAAACTGGGCCTGACCCGGNAnCGGGACAGGAACTGGTATGTGCAGCCCTCCTGTGCCACCTCAGGGGACGGACTC^ 

ATCnAATGAGCATTCTCCACCCATCCCCTGGAAGGAGAGAAATCAAAAACCCAnCATAGGATOTCGCCACC^^ 

GGAGnACTGTTCTACAGmGGCGGGGACGGGGCnGGGGGTrrrCTCTmGTnGmCCCTn^ 

>ncrc5100.seq 

GTGCTTTTTAAAGCAATTTTTATGTmGGTGCAAAAGTTGTCCAGTGTCTCTTGTTCCCTTCACTAG^ 

TGCGCTCCAmTAmATTATAATAGGTAAAAAGAAAAAAAAAGGnGTAAnCACCACCCATGTAAACATGCTCATGAAGn^ 

mTGTAACTAAATCACTGTmATAAACTTGnAATGATGAACAATTmGTm 

>ncrc5101.seq 

ATGGAnAGTGAAAAGTCTCATATATTGTTGGTGGAACTGTAAACTAGTAGCAACCACACTGACAGACAGnTGACAGmCTTAAAGAGn^ 
TTCTATATATTCCTAGGCAmACTCAAGAGAAATTAAAAATATACATCTACACAAAGACTTGAACACAAGTAnCAAAGCAGCTn 
TGTCTGTACCGAGAAGAGTGGAAAATAAATGATGGTATATCCATATAGTGGGATAGTACTCAGAACAAAATATATGTAGAATCATGM 
TTGGACCCAAAAAACATATACACATG 

>ncrc5104.seq 

GACTCCCGANCTCTACTGACTCCCAAAAGAGCGCCCAAGAAGAAAATGGCCATAAGTGGAGTCCCTGTGCTAGGATTTnCATCATAGC^ 
CTATCAAAGAAGAACATGTGATCATCCAGGCGGAGTTCTATCTGAATCCTGACCAATCAGGGGAGTnATGTnGACTnGATGGTGAT 
GAGACGGTCTGGGGGCTTGAAGAATTTGGACGATTTGGCAGCnTGAGGGTCAAGGTGCATTGGCCAACATAGGTGTGGACAAAGGCAACCTG 
TATACTCCGATCACCAATGTACCTCCAGAGGTAACTGTGGTCACGAACAGCCCAGTGGAAGTGAGAGAGCGCAACGTCCTCATCTGmCATG^ 

>Sirc5105.seq 

d^TGGCnGCTTGAGCCCAGGAGmGAGATCATTCTGGGAAACATGGTGAAACCCCATCTCTACAAAATATATAAAAAmG 

GTiSAGGAGGCTGAGGTGGCAGGACGGCTTGAGCCCAGGAGGTGGAGGnATAGTGAGCTGAGAnGCACCACTACACTCTAGCCTGGGCAATAGAGCCAGATCTTGTC^^ 
^CAAAGAAAAACTCCGCAAAAACCATAAAAACAAAAC 

>lfrc5107.seq 

G4(i^AGAGTGTmCTTGAAATAATAATGC™TAAAAGTCTTAACTCTAGGAGCCATTGAAAAGAGAGCTGTATCCAATG 

G^TTCnGGTGAAGAAGGGCAAACAGGCATCGTAGGGTGGTGTCTGAAAAGGAGAGGGmCCTTCACCCTGATCTmGCm 

GMGCCAAGGTGGGAGAATCTCnGGGCCCAGGAATTCAAGACTAGCCTGGGCAATATAGTGACACCTTGTCTCTA 

>j)crc5108.seq 

qnGAAGCATCAGGGCGTGAAATCAAACTAGATGTGGGCAGGGAGAGGGnGCnACCTGCCCTGCTGGGGCAGGGTnCCTGAAACTGG 
dAATTTATTTTAAAAAATAATAAC 

>ffEc5109.seq 

d^^CCAGGGAAANTCGGCNmTGGCCGGATNAAGGGAAAGGCAAGACTGGGACGTCTAGTCCACAGGAAGACCTGCACCACTG^ 

G&GCTTTGGGTAAGCTGGTGGAAGCTATCAGGACCAAnACAATGAGAGATACGATGAGATCCGCCGTCACTGGGGTGGCAATGTCC^ 

AfpCTCGAAAAGGCAAAGGCTAAAGAACnGCCACTAAACTGGGTTAAATGTACACTGnGAGTmCTGT^^ 

in i 

>Mffc5l13.seq 

CAGGAGAAGCTCCACCAGCTCCAGNATGGATAAACTGCCTTCGCGCCATGCCAmCTGAAGTCATGAGTTGGATrrCTCTAATGGAAAATG™ 
AAAAnCCATAGGnACAAGGCAAnCATGAATACClTCAGAAATATAAGGGTmAAGATAGACAnAACTGTAAAC^^^ 
GCAGTCAGGATGIGGAAAGTAAGCGTAGIGATAAGACTGATTTTGCTGAGCAACnGGAGCAATGAATAAAAGnGGCAAAT^ 
GGAAGGCnAnGGAATCTTGGTCAGAATATGAAAATAATGTACAATGTCTGAAAACATGGmGAAACCCAGGAAA^ 

>ncrc5117.seq 

AAGGACGNCAAGNAAGAAGAAGGACGCTGGAAAGTCGGCGAAGAAAGACAAAGACCCAGTGAACAAATCCGGGGGCAAGGCCAAAAAGAAGAAGTGGTCCAM 
ACAAGCTCAATAACTOGTCnGnTGACAAAGGTACGTATGATAAACTCTGTAAGGAAGTTCCCAACTATAAACnATAACCCCAGCTGTGGTC^^ 
CCGTGGCGAGGGCAGCCCTTCAGGAGCTGCmGTAAAGGACnATGAAACTGGTnCAAAGCACAGAGGTGAAGTAAnTACACCAGAAATACCAAGGG^ 
CTGGTGAAGATGCATGAATAGGTCCAACCAGCTGTACATTTGGAAAAATAAAACnTAnAAAGT 

>ncrc5121.seq 

AAGGAAAACGACGTCATAATNGCATCAATGGACAGTCCGTGGTCTCCGCCAATGATGTCAGCGACGTCAnAAAAGGGAAAGCACCCTGAACATGGTGGTCCGCAGGG^ 
ATATCATGATCACAGTGAnCCCGAAGAAATTGACCCATAGGCAGAGGCATGAGCTGGACnCATGTnCCCTCAAAGACTCTCCCGTGGATGACGGATGAGGACTCT 
AATAGGAGACTCAAGACTTnGACTGCGATmGTnGTTCAGTGGAGACTCCCTGGGCAACAGAATCCncnGATAGmGCAGGCAAAACAAATGTAATGTO 
AGAAGCTCTGCCCnCTGTATGGTATGTATGGAGTGTGCnmCTTGCGAGCnGGGCCAnCnGCmGACAGTGAGCAmGTGTGCTCGm 

>ncrc5123.seq 

ATGTCTGCACTGAGAAAACTGCATTTCAGTAGCAmGTCATCCAGCCGGAAGTTAAAGCACACTOTTTTATTCACCTA^^ 

>ncrc5124.seq 

TAACTAGCTAGCCAGCTGGAGATAAT™cCAGGGAATGTTTCAAAGCCCTAACCnGAAGmGGAAACAGGTGGTCTTCTATGGTGCAGAGAAACTAT^^ 
TAGAAACCmACTAnTCCAATGTATGTTTGTTAAAAATAATAATAATAAAACCAAAAGCCTTTGTGGAAACCG 

>ncrc5125.seq 

CGmCTCTGCAGAAGACAGCAAGCATGCCCCAGGGAATGmGTGAAAAAGGATGACTGGATGGGAAGCAAGCTGAAGAAAAAGAAGGAAAGAAAGAGA 
ACACAAGAGGTGGAGAAGAGGACnATAAATATTGTnCTATGAGATFTGAAAATAAATGTTTTACTCGATGCNN 
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>ncrc5128.seq 

GGAGMGTCCACnAMTGCAGCTCCAGGGnGCGAGGCACCCACCAGCATCAnCCCCATGCGAGGTGGCAMTGCMCATGCTCTCCAGm 
GTAnACACTAGCCCTGGGAAATGCACAGAAAnGCCAAAAGGTAAAAGGCCAAACCTCAAAGTCCACATCAATACCACAAGTC^ 
AATGTAAAGCTTGAAGGTCnCTCCTGGGATATGGCAGCAATGTATCACCAAACCAGTACTTCCCTCnCCC^^ 
TCTGATAGnGTGCGACCTGCTCCACCTCCAAGTCAAAAGAAGTCATGTTCAGGTAAAACTCGnCTCGCAA^ 

>ncrc5132.seq 

CAATNATATAGnGTGGGTTmCTCTAGACATATCAAGCTCTTCAGGTACTTAGCATGGAGTGAACAGACAGGTAGGmAACT^ 
CGAGCATGGTCAAGGGAACGAnATAATGGTATCCCATGGAAACT 

^ncrc5135 seq 

CncmAAAATAATCCCTGACAATATCTTTGGCATTAATACGACATAAAGACAAGACAGTATATGTATGTmCAT^ 

TAGTACCnAAATAAAAATGTAATGACTAATCTAAGGTCTAGGAATAACTAnGTAGAAGCTAAGTAGAACACTTAGnTGGGGTG 

CAGACCAATmATGTATATATAnCTGAAATGCTCCCTTmAATGTGGTCATTTGTTGCCnCTAAG 

>ncrc5136.seq 

ACTGGGGnAGAAATnGTCATTCAACAAACAAATGAAGTGTAACAAGAACTAGGATTTTTmTCCGTCTAGC^^ 
TAAGATAAAAGTACnTGTGTAATAGAAGGAAnTGTATnTGTCmnGGCAGAGGGGAGTCGTAAAGTmAGAGAnGGAGAGAC^^ 
GCTAGmGAGGGAATGGTTGTATATAGGAGAGGTAGCGAGCAAGGnCCTGCTATGGAGGAGGTGGGTGTGTCTGCGATTG^ 
CATACTTTTTCCTTTGAAACTTGAGC 

>ncrc5137.seq 

GATATCAAAGGCTGGGCTGGATTTGTCnGCTGTATGTGTCAGGAAATmTACCTATTACATmCCATnTCTCAAAATAAGTCAC^^ 
ATAAATAGTGTCATGAAGAATGTOTAGTGCGAAGTnGTACAmCAGGGTCAGmTACAATGTGAACTCmATCTACGGGAATGAGAATGG 
ACAAATnGCATGTTGAAGCCTGTATAAAAGATGGTACAGTGAGTGAATGCCCCCATCCCCAAGAACACmATACATATTAAATGGATATAT^^ 
y^pAACATATATnGAGCACTAATATGTAATGTAGATCTTCTGCCCTAAGGAGAAAATAAATCATAAAACTT 

>i3d'c5139.seq 

GCgGTCTGCnCnGTAAAAACCTGAACCCAGNAAACAACACAATCCGnGCAAACCCAAAGGACCCAAGTACTnCCAATCTC^ 
QlSCTGATGTCCAnCATCCCACCCTCTCACAGnCGGACTmCTCCGCTCTGmCTAAGAGACCTGAACTGGGCAGACTGCGAAA 
fl^^TGTAAGACCnGGGGTCAAGGCAGAGGCAGGAAACTAGCTGGTGTGAGCCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACC 
d^GAACTGTGTGTGTCCTACACAATGGTGCTATrCTGTGTCAAACAGCTCTGTATTnnAAAACATCAAnGAT^^ 

>!^ii$x^140.seq 

(^CAGACGTGGTGCAAAnAGAAAGTGGnnTGCCAACTGAAnCAGCmGAGCCAmCGTGATTACATnGGTC^^ 
(lidTAGAGACTGTmGACTGTAGACAGGAmGCAAGATGGAAGnCAGCAGACAG 
QCACCAGACCCAAGTCTGACnTCAGGCTGTAmAATAAACCCCTCAGAGAGGGAGTGTnCTCCTTCAGCCT^ 
(^bAGCAAAGCAATCAAAGAGAATCAGTAGTNGGACACTAAAATTCAAGCAGTCTAGCCGTGCAGGCCACTC 

#ic5141.seq 

(llpAGTNAACAAAGCCGCCCAAGCTGGTAAGGTGCTGnCACnGAACAGGTGCTGnGCGCAGAAAGGA^^ 

cMrGAAnCTCACAGTAAATAmACGGAGTmCAAATTGCAGCAAATATACTGTATGAGAAA^ 

WCACAGGGATGTTTmATATTGGACCCTmGACmCCAGTCCTGTGACnTCTACT^ 

4gGTGCTTAGAGACCCTGCCGCACCACAGTGCCAATGCnGTCAGACACATGCCCnCGGCAGCAnCCAGAACAGGAGGGAAGAGAAAGAGA^ 
>ttc5143.seq 

AACACAATGGGGCTCACTCACCCACCACAnAACAACATAAAACCCTGATTCACACGAGAAAACACCCTCATGnCATACACCTATCCCCCATTCTCCTC^ 
CAnACCGGGTTTTCCTCCT 

>ncrc5145.seq 

TATGATAGAAAAAATACAAATATGAATGGACTAACTCTCCAGGTGAGAGATTGCCAGATGTGGTATAAAACAAGCTAGCACTCTOGACAnCCTAAAA^^^ 

AAAGTGAAAGGAAAAAAATAGGTGTATAGAAATCAAAGCTGGGGTATTAGCTATAnACTATCAGAAAAAGAAGAGTATAAGACGAA^ 

TGATAATTGGnCCGTTCACGAAGAAGATACAAnATTATAAATAnCAAGCATCTAATACAATAATCTCAATATATATAAAGC 

>ncrc5146.seq 

GmCTCGmGTGGCAGTAGTGCCTCCGTCTCCTAGTGATAATGGTCCAAGTCTATGAACTGTTAAATCAGCATTCATTTT AAGAAA AGCM 
CTAAATTGATCAmAAACTAmCTTTAAATAAGAGAGCCAAATTAGAGGCTCATACnTAGCTTGTGAAGAAGATAATGAAT^^ 

TGCATACTGCTGGCCAATCAGTGTCATCTCCTGGGTAAAnTTGATGTCGCAmTAAAGACATGCATAATTGATGGmCTAGATTATCTAGTCGAAACA^ 1 1 1 1 ICTTCA 

TCTGAACCAACATGCTACAGTAGCTAAGAAGTAnAAAACTATATACATCCATATAAAGATGAAATATGAACTATCTCATTTAGAA 

>ncrc5147.seq 

GTGAGTGTGTGTGGGGTGCTCACACGCGTGCCAGTCTmTGTACTGTAACTACCTCATGGmGAATGATGAnGTAGTGCTGGnGTGTTAACAGAGCACATm 
CTATGTGATTTTmCATGTTTGTTTTATCTGGGGGTTGTTCATGAAACTGACAGATGTTmCTAAAM 

ATGAGCGTGATmGnGCTGGTmCATCATCTATGAGGGTAAAACGAGTACCCTTAAAATCCCTGTGGCCAGmGAACACCCCTG 
ATTTTGTGAAGATGGTTAGATG 

>ncrc5149.seq 

ATAAACCNTmAAGGATATGATnGGmAAAAATAATTTGmTAAAAATTCTGmGCAAAnAAACTGGAAAAGT^^ 

TGCCCGGAGCCCTGCTCATCAATGAAAAACGCATATGTAATAATGGAATTCATTTAAGATGAATGTTGAGTACGTGGACCAnGGTTGCATGnAAGT^ 

GnnGCAnmAAGTCCAGATATCCTAAAGCTCAAnGmGGTGTCTGGTmCATCCTTAGAGAAGGGATGGAGAACAGACnGAAAA 

GGTGGGAAGAAGAAAGTTGAGGTTTTTCGGGTTGAGA 



>ncrc5150.seq 
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GMGTCNTCCAAAGGAGAGAncnCAGAnGTAMTAGAGMGATCCAMnGGTGGCAGGCTAGTCATGTAAM 
GAGAAGAGAAAGGCAmGTOGAAGAGACTGGGACAAnCAGGACCTTlTTGTGGAACTATAAGTAGC 

>ncrc5155.seq 

CAATCAGAACNCAACGGGTTGGTCATCAGGATGGCCACCCTCCCAGGATCATCCTOCTCTGTTCCTCmCCCTGCCACGTGGAAACAATC^ 

TCCAGAAAGGGTTnAAAGCCCATGCCCCAACTCTGCCAGCCCCGACCTGCCAGGACGnCTAGCAGGACATC^ 

ITTCTATAAATATAAATGTGTGTGGG 

>ncrc5156.seq 

GAAGGCTCTAGNAAAAGGGGCGCATTGCGATCCAACCATCGGCAGCCGAnCCGTGTCnGATCACGGGGTGGGAGGGAAGCGTGGCGTCCCTGCGTGGGGCCCATGGG 
ACTCCAGTACTGAGACCTAGAGTCCAGATGCTTGTAGGAGCCAAGTCGTGnCTAAGTATTTATnAAAACAAAAGAAT^^ 

>ncrc5157.seq 

GnGGTTAAGGTCAACTAATGCTCmGGCATnTGGGACTGCCCCTCACGTACTGAGTCCTTCAGCTGTGGAGCCCCAGCAGCTGGACACCCGGGTGCTCA^^^^ 

ACTGCGTCnCGCCnCAGTGGTCACCCTGGTGGGTGGTGGTCGCACAGCnGGTGTGTGTCCnACCATGGTGTAGCCTCTGGTAmAnAATGAAAACT^ 

ATCTCTGCTTTGCATTCnCCCAATGACCAAGAAGAnTTG 

>ncrc5158,seq 

AGTACGGCTCACTGCAGCCTCCACTTGGTGGACTCAAGTGATGTTCTCACTTCAGCCnCTGAGTAGCTGGGACTACAGGTAGACCCAGTGTAATCACAAGCATCCT^ 
AAGAGGCAGAGGAGACAGCGCCAGAGAGGCAGCTGCATGAGAAGGATCAAGATGnGCTGACmGAAGnGGAAGAAGAAGGCCATGAGCCTCAGTATGTGGGCGGCTTCT^ 
GCTGGAAGGGGCAAGGAGATGGAmGACCCnCAGCCTCCAGGGGCAGCTGTAGCTGCCATCAGTGATTGTAGCGTGGTGAGGCGTGnnAGAGTTCTG^^^ 
CATAATACATTTGGGTTGTTTTCAACCACTAAGTTTGTG 

^ncrc5162 seq 

CTGCTGGAATGGTTGnGTmCCACTGAGAAAGCTAAGCCCTACAmCTATTCAGAGTACTGTTm 

to. 

>'nac5163.seq 

dSATCNATGTAGAACTCAGCCnCTTGGAAAGAAACAAAAGAGGCTCCGGGlTGACAAATGGTGGGGTAACAGAAAGGAACTGGCTACCGn^ 
A@TGATCAAGGGTGmCACTGGGCTTCCGTTACAAGATGAGGTCTGTGTATGCTCACTTCCCCATCAACGTTGnATCCAGGAGAATGGGTCTG^^^ 
(MGAAAAATACATCCGCAGGGTTCGGATGAGACCAGGTGTTGCnGTTCAGTATGTCAAGCCCAGAAAGATGAATTAATCCTTGA^^ 
d^mGAnCAGCAAGCCACAACAGTOAAAACAAGGATATCAGGAAATTTm 

^]fiipfc5167 seq 

GllTGGATGAGTATGAAGATGGAGACAAACTCAGTAATCCTTCCCTGnCCCATGCmTCACTGCAAGTGTGTAGACCCTTGGCT^^ 
(|6jWw\GTTGTTCCnCTCAAGGCGArrGAGACTCTGACACAGACAGTAGCCAAGAAGAAAATGAAGTC^ 

CyTTGGGGCTTrATCGGAATCCCGCTCACATCAGAACATGACAGAATCnCAGACTATGAGGAAGACGACAATGAAGATACTGACAGT^^ 
QfTGTCCGTGGTCCAGTTGCAGCCTAATGGTGAACGGGATTAGAACATAGCAAATACTGmGACTnCAGAAG^^ 

>Wc5168.seq 

dtfGTTGAGGTAAATATCATAGATnGATAACANTATGTGGTAATmmCACGTAGAAAAACTGGCTAGGGAATAT^^ 

QgO^TGTGGGCAATGATGTATGGAACnACGAACAATATGGGCAGATCAAGAAACAGCACATAAAGGTGAGTAAATAACAmG^ 

TlSGCAAGAnATAAATAATATACTGAAATTTTmGTGTATmAACGm 

A^CAGnGTTCATGTTAATATTTATTCTTCATATTTATACAATAAATGTTCCTAAGCATOGATGTAAA^^^ 

>!Rcrc5169.seq 

dffATGTGTGAGAAGTAGAATCCCTGTrrCGAGGTGAnACCTTAAGCTGGTCAATGGAATATATAGCCGTAGAmGATGTm 

ATAnAnc™CAATCnTCCAGAAAnAAAATGCnCAGCCATGATACAGCAGTCmGGAATTTm^ 

GGTACTGACCAGGGCTTCCCACnCTAAAGATAAACACTAACAAGTAGTTGTTCCAGCACACAAmGCmCCTGTAGCATCAA^ 

>ncrc5171.seq 

ATCTAAATGAGTAGCAAGAATTCACATGGGAACTTCAmATGTCAGTGGACTGACAATAGCAGATATGATCACTAAGCmCTGTC 
GATAAGACTTTGGAATrrCAGAAnTTCTTTCCAAGATGGCN 

>ncrc5172.seq 

TGAAACGGAGTGACAAGGCAGATTmGGTOGAGGACGGGAGTTGATCACTATCAnACTWTTCTAGTTTACCTGTTmTATAm 

GTGGTCTATCCTGACATACAGTGTATAACAACATAACTCCTTGGAACGTCCTATGTGTGGTATAAnCTACTCnCCAAGGAACATGACnCAATAGmCAGTGAnCAGGTA^^ 

GCCnACCTAAAAGGCTGnCmGTTTCCCCCTTTCATACTATTCTmCCATGACCCAGGATGCAGCAAATGAAACAGAmCTO 

GTAAGCCAAGTAATACCATAmnAnAACATCTAACTCTTGTAGATGGGTGCTAAAATTGCATACATmAACCACTA^ 

>ncrc5175.seq 

GAAATGCnCTCACAGATAAATATATAGCTANnTACAAAGTAGAGGTGAGCAGTCCCTTnCCATGTGGAGATCTGATGTGAAATGm 
ACATCAGTAATOCTATAGTOCGAGACATTTTTCACAAAGTAnATGAGAGCAATACTOGTOTACAGGGAGAAAAAAGCATGGGACT^ 
GACAGTCTCAGAAAACAGTGTGGGCAGATTGGTGACTGAGGTGCTTmGCCTGTAGCATAAAATCTGTCTGGAAAGTTCCAGCAAm 
GCTGAGTGTGGTATGTAAGGACmCGGGAAAACnGTCAGCmCACAGGGAAAGGTCCAAGTGTTTATGGGAACTATGA 

>ncrc5176.seq 

ACTGCAAGGGTAnGGGAATGGCTCNTTAGAAGAGnCCGTCCTGGATTGCCCCAAATCTCATCACCATCATTGGACTGTCAATAAACATCTGTACAACTATm 
CCCTACAGGTACAGAGCAGGCACCTCTGTGGGCATATATTGCnGTGCCTGTGGCCTTnCATnACCAGTCTTTGGATGCTATTGATGGGAAACAGGCAAGA^ 
CTCCTCTGGGAGAACTTmGATCATGGCTGTGAnCACTATGAACAGnnTGTGGnCTTGGAAGnGTAnGCAGTGCAGCTGGGGACAA^ 

>ncrc5177.seq 

AGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCTTGAGCCTGCTTCCTCAGTCCAGGACTGGCAGAGGAAGCAATCACCAAAATGAAGACTGCTTTA^ 
GCATTTTGGGAATGGGCTGTGGmGTGAATGAAAAAmGGATCGAAGAGTCAAAATAGAGGATTCTGAAGAAAATGGGGTGTTTAAGTACAGGCCA 
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CCTACnnATCCTCAmAAMCGAmCCAGnCAGGGCAGTAGTGACTCATCCGMGAA^ 
AGAAAACAATGAAGAATCGAATGAAGATGAAGACTCTGAGGCTGAGAATACCACACTnCTGCTACAACAGTGGG^^^^ 

>ncrc5178.seq 

GCmCTGGTCTCGGCCGCAGNAAGCGAGTATGACGAAGGGAACGTCATCGmGGAAAGCGTCGCAATAAGACGCAC^^ 
CAGAAGTCGACCTGTGGCAAATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGGCAAGGCTAAAA^^ 
ATTGTATACCGCAGAnCAGGCATGGAnCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGnGGAGCATCCAGnCATCn^ 
GnCTGGTTCCA 

>ncrc5179.seq 

GTTCAmCTAGTTCTTGATAGAACTGCACTTAATnTCAGTAGTAGTCTTGACmTOAGGGCTGTGTTATATTAAGTT^^ 
TCTAAGACAGTCCTCTGGATCCTCTAAATGTGAATTnGATGTAATAAGTGCTAATAAAATOTATTGAAGCAGTG^ 

>ncrc5180.seq 

GmGTGTGTATGTGTGAAGTCAGAGGTAGGAGnGAAGGATAGGGAAAACACAGAGGGGTTAGGAATGCTTGGGCCCCATCCCTGCTCTGTGGCnGT^^ 

G 

>ncrc5181.seq 

TAATCAAAAGTnGATAGTACTGACnTmAAAACCTTTCAGTTACATAGCCnACATGATTACTGCGCAGTCTC^^ 
CAGAAAArrTGGTATAGTCACATTCACAAAAATATGTCACTATGTTAGTAmCAAAAACATATAAATGGATCATGAACAnAAAA^ 
ATGTATAnCATTCnCTCAGCACCACATCACAGTOTTCCAAAAnGACTATATAGTTGGAAGTAAAGCAGTGATCAGCm^ 
CCACAGCGCAATCAAACTAGAACTCAGGATTAAGAAACTCAGTCAGAACCACTCAACTGCCTGGAAACTGAACAACCTGCTCCTGAATAGTGACTATTG 

>ncrc5182.seq 

CAGCCTCTCCCCGCTCTGGATCCTGCACTCTAACACTCGACTCTGCTGCTCATGGGAAGAACAGAATTGCTCCTGCATGCAACTAAnCAATA^ 

>^crc5183.seq 

MTGAACAAATGTTGATmATTCTGTAGAAGTGATGGGAAATAGTAGAACAATTnGAACATCTCmGTTA^ 

mGGTGGGATTGCATAATGTAATGCnCTTGAGCATGCAGTAGGAGnCAGAGGAAGATOTTAGAACCTCTGAGGTGCCTGAGATm^ 

T|fTAAAATGCAGTATmGTAAAGGTGGAAACCACTCAGGAGACAGGTCAGGGCATGAGGTGGTGAGAGCCGGAG 

2i&c5184.seq 

CifTATGTAGTATmAAAATGAGTTAAAATAGATmGGAATATTGAATTAATT^ 

>Wc5187.seq 

WGGAACAAATGAAAAAGAAACAGTCAAGCACACAATAGTGCAAAGAACGnCCmGTAGATCGGCAACTTAAGGATm 
liSCnACCCAGCCAAATGCmGCTnGAAGTATTGGGnCTGTGAAAATAnGAGCATTGTACnACC™ 

i^Rpl'cSIOI.seq 

(llJTTCCAACnGGACGCTGCAGAATGGCTCCCGCAAAGAAGGGTGGCGAGAAGAAAAAGGGCCGTTCTGCCATCAAC 
#CATCCATGGAGTGGGCnCAAGAAGCGTGCACCTCGGGCACTCAAAGAGAnCGGAAAmGCCATGAAGGAGATGGGAACTCCAGATGTGC 
©•GTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGA^ 
f#TACCACmCAAAAATCTACAGACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCAGATCAAATAAAGTTAT 



>8C3ic5199.seq 

gWCCTGCTGTTCTnAGATGAGGAAACTGAGGATCAGGAAGGTTGAGnACTCTCCTATAAnATACTGGTAATAAG 
CCCACCAnCCTTGTCAAAGTGGGATnGTAAAGGCATTTGTGGGGCCCGCmATAATGAATAATACTGCTGCATGGTmGGTC^ 
GTCCMTGCTATmAGTAGCTGTGGGCTTATGGGAATGAACMTGGACnATGTAAnTGCCTCAAGTGAAGGCTATAT^^^ 
TGGATAAAGA 

>ncrc5200.seq 

ATATGTATTTTTTGAATCTATGAACCTGAAAAGGGTCAGAAGGATGCCCAGACATCAGCCTCCTTCmCACCCGTOCCCCAAAGAGAA^ 
TCTnAGTGGAGGCTGGATGTGCAmGCCTGGATCCTCAGnCTCAAATGTGTGTGGCAGCCAGGATGACTAGATCCTGGGmCCATCCnGAGATTCTGM 
GGAAACCAGAGTCTGTATTmCTAAACTCCCTGGCTGTTCTGATCGGCCAGTTTTCGGAAACACTGACnAGGmCAGGA^ 
GGGTTGGAATrCAACCACGCAGGAAGGCTACTAmAAATCCTTGGCrrCAGGTOGTGACAmAATGCCATCTAGCTAGCAATTGCGAC 

>ncrc5204.seq 

AACTGTGGTAAnCTAGAGCTAATACATGCCGACGGGCGCTGACCCCCnCGCGGGGGGGATGCGTGCAmATCAGAGTCACCAACCCCAATGCCAGGCTGCGCAGTGAAGA^ 
GAGTAGGCAGCTCATGTGCACGTTTTCTGnTAAATAAATGTAAAAACTGCC 

>ncrc5205.seq 

GAAGCAAGGAATAGGAAGGACAAACCAGAAAnAATGAAACTGAnAATTACAGTAGTTGGGGCCAGGGGAAGGGGATAGAGAGAATGGGAATAGGGAGCAAGA 
AGGGAGCGACAnTATCTGAATGGAGTTTTTTGGTGTAGTTCTGAnnTGGAACTGTGnAATATnCACATACTCAAAACGT^ 
AGATGAAATATTAAAAAATAGCAAGAAAACnAACCATAnCmGGAAnACAGATGAAGGAAGTGGATAAAAAAGAGCTAATC TA^^ 
TAAAATTTmAAAAATGAACAGAAAAGAACTGnGTAGTCmTCAGAATATTTGTAmCACAAG Nil lACAGGGGTGAGATTA 

>ncrc5207.seq 

GGANGTGCCGGCTGAATAGACATCAGCGATCACATACTGGAGAGAAACTCTATGGGTGCAGTGTGTGTGGGAAAGCCTmCTCAGAAGGCATACCTCACTGCATACCAGAGACTO^ 
CACAGGAGATAAGCCnATAAATGCAGTGAnGTGGAAGAACGTTCTAnnAAGTCAGACCTGACCAGACATCAGAGGATTCATACGGGAGAGAAACCnATGAATGTAG 
AAAAAGCCmAGAAGCAAGTCGAAGCTCATTCAGCATCAGCGTACTCACACTGGAGAGAGACGATATTCATGCAGAGAATGTGGCAAAGCCTTTGCCCAC 
CATGAGAAAACTCACATAAGAGAGACAGCCATAAATTCACTGAGGGTGGAGAAACCTTCCTCAAGGAGTGATACCTCCmTACATGAGCGAACTCATACAAGAGCAAM 



>ncrc5208.seq 
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CATMCATMmGGGMCCATTGCCMGTI^GGTACTAMGCAnCATGGAGGCTCnCAGGCTGGTGCAGAC^^^^ 
TTGGTGGCAGAGAAAGTGGnGTGATCACAAAGCACAACGATGATGAACAGTATGCnGGGAGCCnCTGCTGGAGGnCCTO^ 
AGGGGTACCAAAGTGATCCTCCATCnAAAGAAGATCAGACAGAGTACCTAGAAGAGAGGCGGGTCAAAGAAGTAGTGAAGAAGC^ 
ATTTGGAGAAGGAACGAGAGAAGGAAAnAGTGATGATGAGGCAGAGGAAGAGAAAGGTGAGAAAGAAGA 

>ncrc5209.seq 

AnCTAGGAGGAGCATACTTGTACAAATATTnGCACTTCAACCAGATGACGTGTACTACTGTGGAA^ 
GCTGCTCTCTACCAGACAAnGAAGAAAATAnAAAATCTnGAAGAAGAAGAAGnGAAmATCAGTGTGCCTGTCCC^^ 

TnAACAAGAAACmCAGCCTAmAGATCnAACCTGGATAAGTGCTATGTGATCCCTCTGAACACTTCCATTGTTATGCCAC^ 
CTGGAACCTAnTGGCTCAGTCCTATCTGAnCATGAGCACATGGnAnACTGATCGCAnGAAAACAnGATCACCTGGGTnCT^^ 

>ncrc521 1 .seq 

CAGTCAGCAGCCTGGTATGATGTGTCATCAGGAAGTOTGACAAAGCACTTCGCnCCTGGGATCAAATGATGAGGAGATGTCCTATGACAATAATCCT^ 
TGGnGTGCGTCCAGAAAAGGCTATGAAAAGACTGTCAnGAAATCAATACACCAAAAATTGATCAAGTACCTATTGTTGATGTCATGATCAATGACm 
CGGATTTGAAGnGGTCCTGnTGTmCTTGGCTAAGATTAAGACAAAGAACATATCAAATCAACAGAAAATATACCTTGGTGC^^ 
AAGGATGGTATAGAAAACAACGCTGGATATACAGGTAGCAnTAGGAAATACCGATGCCTnGTGGGGGCAGAATCACATGGCAAAAGCm 

>ncrc5212.seq 

CAGAGTTTAAACACGATAAATATGCTATCnCCCTATGAAGAAACCATCAGGTTTATTGAI 1 1 1 iri'TTAAGTAAAGAAGCTGAnCTAGAAmGTACAGAAAATnAATAGTATTAGGAA 
AACAACAAAGTGGTGCCCAATGAAATGGAGATGGGAAAGAATACTGCTAGATTTCAAAATTCAAmCATGATTGAAlTA^ 
GAAAAGCTAGAnGTTCGACTAnCAATAAACAGCTmGGACTACTAGGTAGTCnGGGGACAAGGGGAGGTGGACTTAGACCTTACACGCT^^^ 
TnAATATGAAGAAATGAAACGACAAATGTTCTGGAAAAAACGATGAAATAGTTCCnCATAATCTTGGAGTAGAAAGAGGCmC^^ 

>ncrc5213.seq 

CTGGAnmGCGCTAATATGTAGTTTAGAGAATAnnGnCATGCATACTTCCACGnAAATTGAAAATGTCTTCAGCnCTCnGGTAAATC^^ 
GGGGAGAGGGTATTTTAATATAATTmGCCTAAATCAAGAAGTCCCCTCTGAATGTTAATTmAAATGTCAA^ 
(Ifl-AAGTGGTATnCAAAAACGAGAAAATTCTGGAAmGTCATnGAAGGTCCATAAGAGAAATTGATAGGACT^ 
ITjmTTAACnGTmTGTATOnnGATCCATTTTTCTGTGGCAnTGGTGC 

^(tfrc5216.seq 

tJ(ScCCGAAGGGGACGCCGGGAACAGGAAmCTTCACATGGCTCCTGGAGAAGTGACCATCAGAGTTCGCCTCATCGGTTCCmGAACATCGCAAmCA^ 
(IfpAGTGAAmGGACCAAACTGTAAAGGAATTOTCGTATnCTAAAGCAAGATATCCCrrTAAGGACCAA 
(JAkAAGCACATAAATCAAAGACAAATGAACTTGTGTTGAGTTTGGAAGATGACGAAAGACTCCTGCTGAAAGAAGA 
T®ATTCnCTGTGAAGAAGAnATAAGAACTACAAAGCTAATCCCAmCATCCTGGTGAAAACATCTCGAGGGCTO 

:SgKlc5217.seq 

AfiTGTGATCAGTGATCAnGTCCAACTGCGAAATAGAGTGTnGCTmGATAATGGA^ 
ACAAATTTTAAAAAAAAAG 

>Tic8-c5219.seq 

(pVTCCCTCTACAAAATGTnAATGTmAAACAGAmACTCCCTACAGTCTGCnGGGTOGTAGmATAT^^ i 1 1 i I ICTGGCAGA 

MmCAAATAGCCAAAACATAATTnCCCTCTGAATATTAAAAAACACCAACAAAAAAGATTm 
t^CAGATGATGCTTAATAAGTCTGTCCTAATGGTAmATCnAATGCnACTnCAGGAACAGTGGATAATACCATAnCA^^ 
CgjCTACmCTGGAGGAAATGAAGGCACAGAGAAGATAAGTAACTTGCCTGAGGTCGCACAGCCAATATGCAGCTGAGTAGG 

:i^220.seq 

AACnGGAGAGGTGACCTGTGTGACCTGTCnACTTGCTGTATGACTTCAGCAAGTGATACAGCAAGAATTCGAACTCACATCT^^ 
TATACCCACGGmAGTAGTAACTCATACATGTGATGAGAGACAGAAATGmAAAAGCCCTACCAATGAGATAAATCATGTAA^ 

AGATGAAGCAAGTGACCCTGAAAGCGAGGGCCTCAGCTGGGTGCAGCAGCTCATGCCTGTAATCCCAGCAAmGGGAAGCTGAGGTGGGAGGATCGCn^ 
GACCAGCCTGGGCAGCATGGTGAGACCCCGTCTCTACA 

>ncrc5221.seq 

ACACAGGGGCAGTTGCTGTAGGTAGGTAGGAACAGGAAGAmGCTAGATTATGGAAAGGTTAGGCAAAAATGTAGGAACTCTTGGnGAAGAATATn 
GGAAGAAGCACAAACGGGAGGAATAGmGGGTGTnAACAGCTCAAGGGAGAAACGATATAGCTACAGTCCnGGTmGTGCAGCACTCTT^ 
ACAAGAGGAGGTGAGATAAGAGCTTCTGTGCAGTAGAGCATCCACACAGAAGGGTGCAGGATGCAGCAGCAAATGGAAGTTGGCTATATACAGGGGAATTGATTAAATAT 
ATOTAGATAAAAGACCCAmTCGCTAnAGAGAAGGAAAnACAAATATAGGAAGGAACAAAACCAGAATGAATCCTG^^ 

>ncrc5223.seq 

AAAmGCAAATATCAATGCTAACCnGAATGCAAACAGGGAAAACACCCCACTTAAAAGGCAAAGAGTGATAAGnGAAAAAAGAAGCAAG 
TTGACACCCATAGGCTCAAAGTAAACGGATGGAAAAAAAAATCTACCAAGCAAAGAGAACACAGAAAGCAGTAGGGCTTGCTAnnAATmAGACAA^ 
GATCAAAAAAGACAAAGAAAGGCAmCATAATGGTAAAGGGCTCATTTCAACAAGAAGAATGAGCTAGCCTAAATATATATGCATCCAAT^^ 
CCTAGAGACCTAGGAAGAGAnCAGATAACCACATGATAATAGTGTTGGACTTCACCTCTCCACTGACAGTATOGAAACATAATCAGAGTC 

>ncrc5224.seq 

AGATACTGATATAAGGCAATTATTTnTGCAATGTTGAATGTGTTTmAGnTGATTCTTnTTm^ 
GACTAATATnACACTATGCCATATTmTTTAAmiAGTTGTAAATOTGAAAGATCCTTGAATnTCTACAGATCTACA^ 
CTGAGCATGGCAGnCTACCATAAAAAGTACTCTATTniCTAAnTCTAGGAmnAAAATAACAmCTGTAAGTCTGA^^^^ 
GCATATATmCACTGTTmAAmAATGTAnGAGTCTAATAGACTGTmGCAATA^ 

>ncrc5225.seq 

CATGGTGGCTCACGCCTGTAATCCTAGCACACTGGGAGGCCAAGGCAGGAAGACTGCTTGAGGTCAGGAGTTCAGGAGACTCCCGTCTCTATAAAAGATAAAAAAAM 
GCTCACACCTGTAATCCCACCACmGGGAGGCCGAGGCAGGTGGATCACAAGGTCAGGAGnCAAGACCAGCTTGGCCAACATGGTGAAACCCCGTCTCTACTAA^ 
TnAGCCGGGTATGGTGGCAGGCGACGGTAATCCCAGCTCGTCGGGAGACTGAGACAGAGAATTGCTTGAACCCAGGGGTAGAGGnGCAGTGAGCTGAGATCGCACTACTGCATT 
CCAGCCTGGGTGACAGAGCAAAACTCCATCT 
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>ncrc5227.seq 

CTGGCCGGGCNGATNCTAAAAMTACTAMTNATAMTMTACmNAGGTAGTGATGAGTGATGCAGGAMCMG^ 
AGTGATAGAGAGGACTAGTGAAGAGGGAAGACAGTCAGTCTACACAAAGATCATCCTGnGAAAAATATGAAATATGCAAG^^ 

>ncrc5228.seq 

CAACCTGGTGTTmATTTGAGGCGCCAGAANTAGAGGTGCAGTCATACAGAAGGCAGATCATCTCmGAACM 
GTGACCAGGATACATAGTGAGAAGTAAAAAATATAAAATATTGnACAGGAAGGGAmGTCANGAAAGAGTCAGAA^^ 

AAAAAGGGAAGAATGAGGGAATTGTCAGCAAGGGCCATTCTCTACATGCAGGTGTAGAGAAAACAAGGGGGTGATTGAGAGGAGTCAACAGCCT^^ 
CnAGCCAGGCATGGTGGTATGCATCTGTAATCCCGTGCTTTGGAAGGCTGAGACAGGAGGATCACCTGAGGCCCGGAGTTGGAGACCAGCCTAGGCA^ 

>ncrc5230,seq 

GnGAGGCTAAGGATTACTAGAGGAGGAGAACTTCAGAGTAGCAAATAATCAGACCTCCATCCAGGAAGATGGACGTGGGTGGTCTGACATGGGAGCCTANTATTTTGAM 
AGGTGATTCTAATGTCAGCAGGGCTGAAAATCCCCCTCCTTAAGCACATGGGCACTOGGAGGGGGTCTAGGTTACATTGTGGCCAAGTCTGCAGm^ 
CAACCCCCAATTTATGGTATGGTGATAGCTGTGCTCTGATTGAGAAGGTGCCCTTAGGTACnGAGATGGCTTCCmGTTGCCAAGTGAGA^ 
GnCACCTCTGGACACCATGnGATTACATGCCTTOnTCTAGTCTCCAAAAAAAGTTGGTGATGACAnGCCAAGGCAACGGGTGACTGGAAGGGC^^ 

>ncrc5231.seq 

AGGTAGATAAAATTAAACAGTTnATTCAGAATAAGTTAAnCTTCCAGAAmATATAmAAAGACTCC^^ 
GCTCnAAAAGAAATTGAGTGAAGTATGGTTATAAAGTGAGAATGTCTAATAGTTnGGTCAGAGTCAAACAGCAGTTCC^ 
GnGAAAGCGACTTGATGAAAATAAATCmAAATTAAACmAGTAGAATAAAAAGAAAAAGCAGAGCCAGGTGACGCAGTG 
GGGTGGAAGGATCACnGAGTCTAGGAGTTTTGAGACCAACCTGGACAACATAGCATGACTCTGTCTCGCA 

>ncrc5232.seq 

AGNNGCAGGAATGCTGGGGTGGTGCTGNTNTGCAGGTGGGCGATGCTGTCCGTGGCTTCGATGCCGTCCAGGGCCTGCCAGAAAAGGAAATTGGGATGCAAnGTAAACTGC^ 

QTpGGATGGGAGGGGAGGGGAGCAGTGnGATGCCAAAATACCCACGGGGTCTACCAGCCATGGGGTTTGCnGCnAGGAGTAGTTGmCAGAGGTGATOCAGGCCTGGGm 

dl^TGTGCTOGCAATGAGTGGTTmGAGCTATGAGAAAGTGGATGGGAGTGGGAGGAGGAGAGATGGGTGAAGACAAAAGAGTTCmATGAGCCTC 

IpAAAAGGCCTTCTCTCATGATCTAAGTCnGGACTGGTGGCATCATGTAACTGCTA^^ 

l^AATGCAGGTCTGTCGGCTG 

5^c5233.seq 

(||reACCCTTC™CTCCTGAGGCTCTAGAAAGAACCCAGCTCGCACATGCCGTGACnGAGAGTCAGCCACCCAGAGTGGAGCAGTGGTTACTACTGGAnGACCCTA^ 
GCAGTATGGATGCTATCAAAGTATACTGTGATnCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGAAAAGATCGCAGCGAAGAAGTGGTATAGGA 
Q|#CTGGCTAGGAGAAAGTATCAATGCTGGCAGCCAGTTTGAATATAATGTAGAAGGAGTGACTTCCAAGGAAATG 
f#CAGAACATCACCTAGCACTGCAAGAACAGCATTGCATACATGGATGAGGAGACTGGCAACCTGAAAAAGGCTGTCAnCTACAG6GCT^^ 

w 

>ncrc5235.seq 

dJ^GCTCmACTGGCCGGGGTmCmAAACTNTnCTAATACTCTAGTATGTATAmcnAAm 

3|!lic5237.seq 

/^lAAGGAGGAGATCATCAAGTACmATCCAGGAGGAAGAGACCAAGAAATAAAACCTCCCACTTTGTCTGTACATACTG 
/f^CTTAATCTGC 

G&GCAAmAGCATGnGGAACNTCTAGGGAGAAGGnGACTmCGCACTTCTGTATA^ 

MCAAGGAGTmGnAAGGCTAATACAATGACAGACTGAGCAAAAnGCnGCAAAAGTGGCACAGAGnAGCACTCCAT^^ 
CTTGTAGTnGCCAGGATTTTnCAGGTGGAAAGATACGCCATCCmCAAACCCTCATGACTG^^ 
ACTTCTACCAnAAGGTGAAATCATGGATCAGATAnCCmCATTmCAAAACTACTGCATGmAAAACn 
ATCAGTnCTGCCAATn 

>ncrc5240.seq 

CCAGNAATGTrGCCAAGGNAAGGAGTGAAGTTCGATGAAAGTGAGAAAACTAAGGAGAGTCGTGAAGGAGnGAGAAAGAATnGAGGCTCTGCTGAAT^^ 
TTAAGGACAAGATTGAAAAGGCTGTGGTGTCTCAGCGCCTGACAGAATCTCCGTGTGCmGGTGGCCAGCCAGTACGGATGGTCTGGCAACATGGAGAGAATC^^ 
CGTACCAAACGGGCAAGGACATCTCTACAAAnACTATGCGAGTCAGAAGAAAACAmGAAAnAATCCCAGACACCCGCTGATCAGAGACATGCTTCGACGAAT^ 
GATGATAAAACAGTmGGATCnGCTGTGGTmGmGAAACAGGAACGCTTGGGTCAGGGTATCmTACCAGACAGTAAAGGATATGGA 

>ncrc5241.seq 

GGCTCTCTGACCGCACCATGGCGGTTGGCAAGAACAAGCGCCTTACGAAAGGCGGCAAAAAGGGAGCCAAGAAGAAAGTGGnGATCCATmCTAAGAAA^^ 
AAGCACGTGCTATGTTCAATATAAGAAATAnGGAAAGACGCTCGTCACCAGGACCCAAGGAACCAAAATTGCATCTGATGGTCTCAAGGGTCGTGTGm^ 
TTGCAGAATGATGAAGGTGCATnAGAAAATTCAAGCTGATTACTGAAGATGTTCAGGGTAAAAACTGCCTGACTAACnCCATGGCATGGATCnACCC 
GTCAAAAAATGGCAGACAATGATTGAAGCTGACGnGATGTCAAGACTACCGATGGmCTTGGnCGTCTGTTCTGTGTTGGTmACTA^^ 

>ncrc5242.seq 

AAGAGAAGAACAGAAAACCAATACTGTATGnCTCATTOTAGTGGGAGCTAAACATTGAGTATACATGGAAACAATGAGGAGAACAATAGACACCAATGCCnC 

TGGGAGGAGGGTAAGGGTTAAAAAACTACCAGTGAG™CTGTGCTCATTACATATGTGATGAAGTCAmGTACACCAAACCGTAnGACACGTAA 

CTTGnCACCCTGAAGCC 

>ncrc5243.seq 

ACCACCGCCCCACTGAGnCCTCACCCCTGGCCTGAGAAGCAnCCTCCTCmTCTCTGGTAGAGAGAGCCACAAGACTTCTTCCAAACATCAGTCCCCCAAAAAGCTTAAGGn 

TGmACCAGAAATCTTAAAAGAAGTGACATCTGTGGTGGAGCAAGCATGGAAGCTTCCAGAATGGGAACGAAAAAAGATTAnAGGCGGnGTA^ 

TGCAGAGAACCATGAGATTGCCAATGAAGmnAAACAmGCAGAATGAAATCAACAGAnAGAAAAAGAGGGTTnCTAGATCAAAATGGA^^^ 

AACCTCAGCATCCCGAmCAGTCAGACAAATACTCAmCAGAGATTCTATACTTCATGGAATCAAGAAGCAACGAGCCATAAATCTG^ 

CGCCTTCAG 
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>ncrc5244.seq 

GGCCCTCCCTGCGCCACACGGCCGTCGCCATGGTGMGCTGAGCAMGAGGCCMGCAGAGACTACAGCAGCTCTTCMGGGGA^ 
CTTGTGAmACCTGGGATnAANAGGGGTGCAGATCCCGGAATGCCTGAACCAACTGTTnGAGCC^^^ 

GACAGCATGGAAGATGTGTGCTCTGGCTCGGATAAGAGATGGGACATCATTCAGTCACTAGnGGATGGCACAAGGCTCnCACAGACGC^^^^ 
CTOTGATAGAATGTATCAGAATAAATGrmTAACAGCGA 

>ncfc5245.seq 

AAGGGTGCACATGGAAGmGCTCGGTCTGATGAACTAACAAGACAmCCGAAAACATACTGGAATCAAACCmCC^^ 
TCTTGCCCTCCATAGGAAACGCCACATGCTAGTCTGAnGCCTCTGTGTCCTGCCTCAGCGTGACTCCCCACTCACC^^ 
TTACATGTACATmAATTTGATTCAGCTGGTCTGAATCTCTGAAmATATCATCCAAAACnCC^^^ 
CTAAAGAATGTGA 

>ncrc5247.seq 

GTATGNCCGCTATCCGAACCTCCACTCnTNNACCCCmGCTGATGCAAGTAAGGGTGATGACCTGCnCCTGCTGGCACTGAGGATTATATCCAT^^ 
GCAGGAAGACCCnACTACTGTCCAAGGGATCGCTGATGATTACGATAAAAAGAAACTAGTGAAGGCGTnAAGAAAAAGnTGCCTGCAATGG 
GGAGAAGTAAnCAGCTACAGGGTGACCAACGCAAGAACATATGCCAGTTCCTCGTAGAGATTGGACTGGCTAAGGACGATCAGCTGAAGGTTCATGGGT^ 
ACTGAAGCTTAAGTGAGGATnCCTTGCAATGAGTAGAAnTCCCnCTCTCCCnGTCACAGGnTAAAAACCT^^^ 

>ncrc5248.seq 

AACCAGCGTCAGGAAGACCCTGCTCCTCTGTTCTCCGCAGCCTGATGGTAAGGTGGTCTACACCTCCCTGCAATGGGCCAGCCTGCAGTGAACTCC^ 
TGTGTCGGCAGCAAGAGCCTnCTGGATGTTCCCCAGCTCnCTCTGGGAGTCTAGAACATCCTCCTACCmCTCCGCGGTTAGTTmGATO 
nATGnCTTCCnGmCAAAGCACnATTGGCTGTGTTmGTAGTTACCTATmCACACTGTGAGCnCCCGAGAATGGGGCCTGGGm 
GTCTCAGGAGGTCTCAATAAACTTGGTATATAAAT 

>ncrc5251.seq 

GACTTNAAGCGCTAmATAACCAGGCTTCAGAAAGTATTGGTGAATAnCnAAACAGAATGGAAATGACAAAGCATGGAG 
T^AAACCAAGAAGCTCAGTGAACCACACAACTGGATAAAnAACAACAAAAGTCCAAGCnAGAC^^ 

>Src5252.seq 

^.^CATGAGCTCTGCGCCCGGCCTGTTGCTCnCTTTCTACTTnTTGTTnGTTnGTmGTmGmCACA^ 
(IS'AGAAACCAAATAGTAACGAGTATCnCGTGGATCnCCACCTCnGCATTGAAATCTGGAmTT^ 
IflGCACAnCCCATGTAGACTCCAGGTGCAGCTCAGAGTTAGATTGTnCCAGAGCCAAGCGCTTTGTGAGATAAGTM 
Q|lTrTCACCAmGAGGCTmACCAACACTGCmGGGAmAACAnGTO 

i^!Si'c5253.seq 

A^rGCTGAGAAGAAAGACGmGGmGGAGAGTCCATGGATGGTGGTmCAGmAGCTACGGCAATCCTGAAGTO^ 
tCTCTCCAGCCGAGCnCCCAGAAGATCACATATCACTGCAAAAATAGCATTGCATACATGGATCAGGCCAGTGGAAATGTAAAGA^ 
(SAAnCAAGGCTGAAGGAAATAGCAAATTCACCTACACAGTOTGGAGGATGGnGCACGAAACACACT^ 
(IpTAGCTAnGTAGATATTGCACCCTATGAGATTGGTGGTCCTGATGAAGAAmGGTGTGGAGGTTGGGCCTGm^ 

>Mfc5255,seq 

dlACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAAGGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGG^^^ 
GpGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCACTCG 

iMc5257.seq 

Cl^GGGATGGATAGGAAAGCAGGCTGAGTCCCTGGGGCCAGTGGnACCAAAGCCAAGGAGAGAGCAAGGGGAGCCCAGTGGGCCTGGGCATGGACTGCT^^ 
TGAACmCAGCCAAGAAGGTAGTGTGAAAATATTACTGTGAGGTmAAAAGTACACAAATAACAATTGT^^ 

>ncrc5260.seq 

TGGAGTGACGGTNATGCTGCGGCGTGGACACnGGCAnCAGGGACGTGGCCATAGAATTCCCTCAGGAGGAGTGGAAATGTCTGGACCCTGCTC^ 

TGATGGTGGAGAACTACAGGAACCTGGTCTnCTGGGAATCTGTCnCCTGACCTGAGTGnATCTCCATGTTGGAGCAAAGGAGAGATCCCCGGAATC^ 

AGCAAACAATCCAGGTGGCAGGGAGTGCATCAAAGGTGTGAACGCAGAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAATGGCGCGATCTCGGCTCGCTGCAACCTO 

GATTCAAGCAATTCnCTGCATCGGCCTCCGCAAGTGCTAGGAnACAGGCGTGAGCCTCCGCGCCTGGCCTCATTmAATnTT^ 

AGATGGCAGTGGTGCA 

>ncrc5263.seq 

AmCTGmCTGGTCCTCGTTTTTGTAAnAATGTTTCTAGTCCTCCTCmGCCCTTAAGCAGGTATGTGTmCmC 

AGACTCmAAATCTAGTmAAATCTAATCTGTAGCAGCAAAnATCAAGAAAGCCmAAAAnAAAGA^ 

GCAACATAGTGAGACCTCATCTCTCC 

>ncrc5264.seq 

CACTGCGAACACTGAAmGCAAATATAGAACCTAGGGGAAATACAAGGCTAGAmCTGCAAGCCACTGGTCACAnTTCATCAAGCAGTCAACATGTA^ 

CnAmAATATAATCGAnCATTAACATTGAAGTCATGACCAACAAGACTGTAACTCATGCCTGAATGAAGCnATCTGACACATAAGCTTCATAAGG^^ 

TAGGAACAGCTTTTTGCCCTTAGCACTATGCTTGGGGGCCATTTTAAACAGTGAAATC 

>ncrc5265.seq 

AGAAANCGGACTGCTAAATGATCCTAmGTATmCTGATGCTATCAGACTCTAATGnmnCCCTAAAATATOTTGCCATCATGCm 

TTAGTATGGTGTCTGTnATGTAACTCTGACnGCTGGAAAAGnGAAACTCCAAATAATCTGAAAGTAGAAAAGAAATAG 

AACCCCCACCCCACAATmATGACnCCATnGGCAATTGTTGAATOTAACTGCGACTGAAACAAACAGGTTCATAGAGATG 

>ncrc5266.seq 

TNTTGGCCCGGGGAAGGATAAAAGAGAGGGAAAGGATACTTGGGGAGTTTAGAAGTGGCAGAAGTATGTGTAGAAGCCTTACGGTGTGAATGTGCTGGATTGTGTGTG^ 

ATGGGGGACTTCCnGGAGGATGAGGGTACACCAGCATGGGCAGCAAAGCTGTTTGACCTCAAGGTGGAGATCTGAGCCACCTGGTCAGTCCATGCGCAGnAAnTCT^^^ 

TTGGTAAAGTAGGnAGGGAGnGGATCCAATGnCCTGAAGTNTCTGnGGTAATATGGCA 
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>ncrc5267.seq 

TGGGCnGGNCTGGCACTAMTGACCTGTCTTmGGTAGTNCCMGAnGACATGTGTCCTGCCMCATCCTGC M 

GGCTGTCACCTGCTGTGGCnCAGGTGGTCTGCTACCACGGCmAGCCCAGAAACnCTmCT^ 

GGGTGACAAGAACAAAACTCCATAT 

>ncrc5271.seq 

GATTGCAGATATTnAGCTAGGGGCTGGTGGCTAGGTCGGTOTCTCCTnCGGTCGGAGAGCTCTGGCGCAAACATGCTO 

TTGATCCCCCTCmGTATTOTTGGAACTGGAGCTACTGGAGCAACACTGTATGTCnGCGTCTGGCAnGnCAAnCAGATGmGnGG^^ 

CAAACTGGGTCCCAATGATCAATACAAGnCTACTCAGTGAATGTGGAnACAGCAAGCTGAAGAAGGAACGTCCAGATnCTAAATG^ 

AGGTCTTCCAGAAGCCACATCGGCACAATTnCCACnAACCAGGAAATATnCTCCTCTAAATGCATGAAATCATGTTGGAGATCTCTATO 

AATGAATA 

>ncrc5273.seq 

TCGGCCmCTGGCCGGGGmATGnTACGTGTAGATACTGTATATATACTGTAnCAmAATmGGTCNmGAAnAAm^ 
TTTCTAAAAACGTrCACATC 

>ncrc5274.seq 

TNCTGNAGGCTCCmGAATGGCTGTACTAGAACACTATAAGAAATACAAATAGATAGGAGGGCAGTGTCANGTGCATCCTGTTCACGTAGnGTCTGAGAATC^^ 

GGTTnGGTATAAGATGAGAnCACAGTGGGTGTGTGCGGGAGCmCCTGGCTnGAATCCGTATACTCATAGCAGTGATTACCTCnGCAGCAACTCCA^^ 

TCCCACAGTGCACATAGCAATGAATTATGAGAGTTGCTGTACTCAGAGAAGnCAGAGATAGGGCTGTGTAn 

>ncrc5276.seq 

TGGGGTGAGTTnNTCCCGGGAANTGGGCCTTGTGGGCGGGGNCCAATGTGAAmTAAATGAGAAATCCACAGTOnCATTGTGGAGTTGTTGAGACT^^ 
TGTATTCAGCTCTTAAATAGNGTAACTATATCCCCACCTCTGCTTGCTNTGTTTCCCTC 

>'&c5277.seq 

cigACCNGAATGTATNnAAGGTGTGGCmAGGAGCAGTGGGAGGGTACCAGCAGAAAGGTTAGTATCATCAGATAGCATCTTATACGAGTAATAT^ 
Q(?MGGAAAATmAGCGT6CTCACTGACCTGCCTGTAGCCCCAGTGAGAGCTAGGATGTGCAnCTCCAGCCATCAAGAGACTGAGTCAAGnGTO 
t^GCTCTGAGATTGTGAnGGAATGAGACTGTTCAGGAATCGGAATCGTGTCGATTAGACTGGACAGCTTGTGGGAAGTGAATTTG^ 
T^AAATAnGTGTGTGTGTGTGTGTGT^^ 

:*igrc5280.seq 

GiJCTATCCmAGGGCAAGGGTACGTACGGTACCTGAAAAGAACGATGGCATGGAAAACACTTCCCAmACCTGnGnGCTGCTGT 
4^GCmCCTGTAAAGGGCGCTGCmGAGTCCTTGGAGAGAGGGAGGGAGTGTGACTGCGAGGCCCAATGTAAGAAGTATGACAAGTGCTGTGGGGA^^^ 
4lSMGTGCATAATCCCACATCACGACGATCTTCAAAGAAAGCACCTCCACCTTCAGGAGGATCTCAAAGCATGAAATGAAGAAGGA^ 
CTMGAAAGnATAGAATGAGAGGAAATAACAGAAGAAGAnCTGmCTGAAAATGAAGAGTC^ 

St 

^R^x^2S2 seq 

(lirGCAGMTAGATATGCTGGGGAGGTGMTGCTCAGGATAGTCTGMGAACTATGTACCnCTTATGAGCC 

GfmGGAAGTGTCAAATAGGAGACGGATGTTACGGGCGAATGTGCAAAAnACGGmGAACATAAnGGAGAAG 

d^CAATAGmAAGAAAmnnmAAATAAAAAAAAAAGGAAAAGAGGAAGACTGGGCAAAA 

m 

OTc5288.seq 

(p^TCGGCGmGGCGAGGCTGGCATAGAlTTGGCTGTCTCCGGTGATAGGTGCTmGGCGGGAAAGATGCCGGG^^^^ 

aA^aagcggctgaagccgtgctgcgcttgcgcggagaccaagaaggcgggcgatgggtgtatcatcgagaaaggagaagaacactgtg 
gatgagagccctaggamaaaatatgaaatggtggtctgctgtgtgaatagataancctgaagaatgaagaagattaat^ 

TATTTATAATnAnGTAAGAAGAAAGTAAAATATTAGTAGT 

>ncrc5289.seq 

NGGTACTGGGAGATACAGCCTCCACCnNANATGTGTCTACGTGCGCTCTGCCAnGAACTCGGAAACTATAAGTAATTCTGAAGAAAGGCCTCATT^ 
TAATGTCATNGCTAAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGTNmCCCAGATGACmmTGCATAAGAGGCAM 
CAATAAAAAGAAATmGCGTGCGATmGAGAATCATCnTTGAAGCnTCTGnGATGnAACTGAGGTAGTAGAGATAnCTTAmCA 
TCAATAmAGTAAAGGTmCTTlTTTAAmCGAGGAAAAAATAAAAAGAGTATGAGTCTTCTC^ 

>ncrc5291.seq 

CAGTGAAAGTATGTAATAAATAAATGAGGGGTTGGCAAACTACTGCCCACCATCTGTTTmATGGCCTATGAACTAAGAATC^ 
ATTnGNGACGTGAAAATTATATGAAATTCAAAmCAGnTCTGNGAATGAAGTnTAATGGAACACAGCCATCCATGCmTGTAAGTGNGC^^^ 
AGCAGAGnGAGTAGTTGTGACAAANAGmATGGCCCACAAAACCTAAAATATTTAGmGTGATGGmACANAAAAAGTTTCGTGA^ 
ATCmGGNGGTTCTGAAGGCNmAANAATCTGnAGGTOTAAAnGGCTGGGCGCAGTGGCTGACNCGTGTAATCGGANGACmGGGAGGCCGA 

>ncrc5292 seq 

GGGAAATATTGCCGGCTATGTGATATCCAGTTCAACAACCTTTCAAACmATAACTCACAAGAAGTmATTGCTCATCACATGCAGC^^ 
TCACGmGGTATCAGTGmAGTATGTTGTTCTAACCAGTCCAGAAAAAAAATAAGCTGTTTGAATTACATCTGGGCAATCAGGAGATAAnCA™ 
GTAAmCATTAGAGTCGAnAGTAAAGTGTAnAnGGTGCGATmGAAAAAAATTAAmATmACCAGCAGTAnGATAGCTGTC 
AAGTCATTTGTAATGnAnGTATAGnATTGTGTAGGACATATGGnTGGAGTG 

>ncrc5293.seq 

GGAGGGAGAGGlTGGAATAAGGTGAGAnGTGGCAGAGCGGTGCAGCCTATGTGAGATGGCAAGAGGCTGTCTCAAGAAAGAGAAAAGACATCACAGAAGAGGAAGGGAGAn^ 
TGTAGTTGCTACGTGTGACGACAGGGTGTTCACACACATGTGTNAGATGTACCACCCTCGANGCnGnAGAATGTCGGNACAnACGC^^ 

>ncrc5295.seq 

AAGGATGGTATAGAAAACAAGGGTGCATATACAGGTACCAmAGGAAATACCGATGGCTTTGTGGGGGCAGAATGAGATGGCAAAAGCTnGAAAATCAT 
GGCTAAGATGGAAACAGGGCTGAnGTTGATTCGCAAnGTCAAGTGTGGTmCGTATnGAAnTCTnGGTGGTGT^^ 
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>ncrc5296.seq 

GGTGGGCCATATGCCTACAGCCCTCACTMCAMGMCCCCTCTGTCTTCMGGACTAGMCCTATCmAMGCCGTC^^ 
TCAATCCTCAAATCAGTCTTCCTTGTGGAATGCTGCCmAnATAmGAATTGACAGGGGAACnG^^ 
GGTCCGGGmAGTATATGTCnGAGAGGAGACnGTGAAnCCCAGACTCTGCCTCCTGGmCCmCTCAmCm 
CTATmCCnGCTmCTinnAAAGGGGGTCTGnCTGCAGTGGGAGAAGACAnCTGGTGACCAG^ 

>ncrc5297.seq 

AnGAncnAAGNCnGTATTAAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATTTACAATCAnCAnGGGCC^ 

CCTAATATATGCCAAGTACTCACATGGTATGCAnGAGACATAAAAAAGACTGTCTATAACCTCAATAAGTATTAAAAATCCC^^ 

AATAAAAnACATGTCTATGAAAmCAATmAAGCACTATTGCrrnCATGACCATAATn^ 

TGHCAATC 

>ncrc5299.seq 

CAACTGGAAGGAAACCTCAATGCTGCCTCCAGAGCnmGGAAATACTCAGATCCTGGCCGCCmGTAACCTTCTCT^ 

TAAGTAGTCCAGGGGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACAAGGTCAACGAGATGGAGACCATCCTGGCCAACATGGT^ 

GTCTGTACCAAAAATACAAAAATTAATTGGGCATGGTGGTGGACACCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAGGAGAATTGCTTGM 

GCCACTGCACTGCAGCCTGATGACAGAGCAAGACTGAGTCTCAAAAATAAATAAAAATAATAAAACCTGCATAAGTAAT^^ 

>ncrc5301.seq 

GGTGCmGAGGGTNAGCCmAGGAAGGTGCAGCTnGTTGTCCmGAGCTnGTGTOTGTGGCTATCCTAATAAAC 

>ncrc5303.seq 

ATGGCTCGGGGGATATAAATAAACCTGGAGCCCTTmAAGCCGGAAAATGGAnGCTGGAAACCAAAGTATACTTTGCAGGAnCCCTCGG 

AnAACCCTCGTCTAGATGGATGTATACGAAGCTGGAAmGATGAAGCAAGGAGGTTCTGGAATAAAGGAAA™nCAAGAAAAACAAA^ 

QGGCTCCTACTATCCTGGnCTGGAAnGCTCAAmCACATAGATOTAATAATGTATCCAGTGCTGAGGGnGGCATGTAAATGTGACC 

dTGmTGCnGCCTTGGmCTGGTAACAACACAGTGCCCTnGCTGTGTCCTTGGTGGACTCCACCTCTGAAAAATCACAG^^ 

(i^TACAGGCCCTAAGTCTAT 

>^c5308.seq 

(|I^GTnAGATGnCATAGACAAGAGTTnAAATGATGATCAAGGTGATTCCATAnCGGAGTTGTAAGTAGAACTGCTGAGACGTG 

#lTGTA6CACAGCAnGCACAAGAGC™TTTCAGTCTAGTAAACAmATAGGAGCCTGTGTCATnAATCATCAAGCCTCGCACT^^ 

AGpCTGAGGCAGGCGGATCACnGAGGTCAGGAGTTCGAAACCAGCCTGACTTATGTGATGAAACCCTGTCTCTACT 

^fii^rc5310 seq 

I^GANNGAGACGACAATACmGTCATATGGAATGCTGnnAmcnGmAAAATAGAAGTATOAATC 
ApAGTGGTGATGAGGnCCTGTGGAAnATATACTGCAmCAGCATACTCCAACATCAA™cmAACTGCnCAAGAGm 

'''R6rc5312 seq 

GWTGnAAATGCTCACAAnGTGCAncnAGGGTTTnCCATCCCTGGGGmGCA^ 
MfCAACCAAAGATTCCAGTGTTTGAGCATATGAAAGACTCTGCCTGCnAATTGTGCTAGAAATAACAGCATC^ 
GpiCTCTGCAnAACTCTATAATGnCTTGGTATTAAAAAAAAAGCATATTTGTCACAGAAA^^ 
IMACATCTATATGATCTGGGGATmGTTTTnAnnGAAATGGGAGC 

^i5rc5313.seq 

AffGCAGCACTACTCCAACAGCGAAGACATGGAATAACCTAAATGCCCATCAACAGTAGACTGGATAAAGAAAATGTGGTATGT^ 
ACAAGATCATGTCCmGCAGGAACCTGGATGGAGCTGGAGACCACTCCAGCTCTAAGCAAACTAATGCAAAAACAGAAGACCAAAT^^^ 
AATGATGAAAACACATGGACACATAGAGGGCAACAACACACACTGGTGCCTACCTCTGAGGGTGGAGGATGGGAGGAAGGAGAGGACCAGGAA^ 
GTGGGGTGATGAAATAATCTGTACAATAAATTCCTGGGGCAGAAGmACCTATATAACAAACCTGCACATGTATCCCTGA^ 

>ncrc5316.seq 

AAGGAACAGATTGGAAGAAGTCTCTCCTAATCTTGTTCGATATGATGATATTGAAGGGGCTAAmCrrCCAGCAAGCAAATGAGCTCTCAAAGCTAGT 
ACCCACTTGTTCCACCTCAGCTAAGTATAAAAGACTTCTACATGACAGATTCAATTAGCAGAGCCTCACAGACAATGGCCAAATGTGTCAAAGCTGTCACAGAGGGT^ 
GAGGAACCATCCATATGCTGAAGCTTGTACTAGGATCCCAGTnTGCCGCAGATAATTAATGGACAACTGTAGTGCAGTGATCCmACAGGmAmCm^ 
AAmGAATCATGTAATATTTAAGGTOTACTATGCCTAmGAAAATGATATTAGTOTCAACmGCAGTTTGAAAAACATGTA^ 

>ncrc5317.seq 

CATCTGAACACAATTCATAAAGAnTCTCTTnATACCnCCTCACTGGCCCCCTCCACCTGCCCATAGTCACCAAATTCTGTmA^^ 
TAAATGTAmATGCTGCTAGACTGTGGGTCAAATGmCCATmCAAAnAmAGAAnCTOTGAGmAAAATTTGTAAAm 
AnGGAGTAGTCTCCCACCTAAATATCAAGATGGCTATATGCTAAAAAGAGAAAATATGGTCAAGTCTAAAATGGCTAATTGTCCTATGATGCTAmT^^ 
TCAAAACACCAAAnGTCmAGAAAAAnAATGTGATOCAGGTAGAGGCCTTCTAGGTGAGACACTmAAGGTACACTGCAT^ 

>ncrc5324.seq 

CACCTGCGCTACCTAATCATCGCTATCCCCACCGGCGTCAAAGTAmAGCTGACTCGGCAGACTCCACGGAAGCAATATGAAATGATCTGCTGCAGTGCTCTGAGCCCTAGGATTCA 
TCTTTCnTTCACCGTAGGTGGCCTGACTGGCATTGTATTAGCAAACTCATCACTAGACATCGTACTACACGACACGTACTACGnGTAGCCCACTTCCACTATGTCCTAT^^ 
CTGTAmGCCATCATAGGAGGCTTCAnCACTGAnTCCCCTAnCTGAGGCTACACCCTAGAGCAAACCTACGCCAAAATCCAmCACTATCATAnCATCGGCG 
CTTCCCACAACAGmGTCGGCCTATCCGGAATGGCCCGACGnACTCGGACTACCCCGATGCATACACGACATGAAACATCCTATCATCTGTAGGCTCATTGATnGTC^ 

>ncrc5326.seq 

ATTTTTATGATGTAATATTGTATOTAAncmCTGATAGTCTTAAGATOTAGGAATAAGTmTGTAGTAT 
mAnCTATATACAGTAAAATGGGAGnTAATAATATTGGAATTCTCGAGATTAATmTTGTGAGTmGTAATTnGGCAC 



>ncrc5327.seq 
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CTmCTGGGACCCCCACGCAMCGCCTGMGCMTCCTMGATCCTGCnGnGTMGACTCCGm 
AGCGCAATCTGTGGAGCTmACTCTGnGTGAGGGGAAGAGACTGCATTGTGACCCCAGACTmAAAA 
AACCCTGnGCTGCGTCACTGTGnCCCmGGCCTGGCTGAGnTGATACTGTGGGGATTCAGTnAGGCGCTGGCCCGAGGATAT^ 
TGCATCTGACTGAGCAGAACAAATCGTCAGGTGCCTGGAGC 

>ncrc5328.seq 

GACnAAAAAATACAmAAAACTGCTCnCTGCTCTAGTACCATGCTOGNGGAAATGAnAmCTATGTACAACTC^ 



>ncrc5329.seq 

ACCTACAAGTCCCGTAAAGCATGGCCGGCCCGGCATCGGGGCCACCCACTCCTCCCGCnCATCCCTCTCAAGTAATGGCTCAGCTAATAA^ 
>ncrc5331.seq 

CCCAATAAAnTTAAAATNGCTTGTCTATACTGACAAACTATATTCCCATAGAGATI 1 1 II II ICTTGTCTTATTGAAGNGGCTAGGATTACTCANGACAGTGirCAGTCTTTCTTCAnAA 

ATGACAnGTAGGTGTAGTGTTmGTGAATGTCATTTAATAGGTTAGGAAAAATTAm™TTTGTAGmACTGGAAW 

TnCTGCATCAGTNGGTAAAATCATAGGGGAmCTmCGGACTGnAATATAATGGCTmATAGGnGAnN^ 

TTGAGGTGTTGTATCCnTTTATATATNTG 

>ncrc5333.seq 

GnCNGCGACTGGACAAGCTGAGGAAGAATGCCTTCGCCAGTGTGATCCnTTTGGAACCAACAATAGCAGCTCCATTTCTGGAGTCTGGGTCTO 

CGCTGAGTCCAGAnGGCAGGTGGAGTACGAGTCATACACATGGCGGAAACTGGATCCTGGCAGCGAGGAGACCGAGACGCTGGnCGAGAGTACnTTCCTGGGAGGGGGCCnC 
CAGCATGTGGGCAAAGCCnCAATCAGGGCAAGATCTTCAAGTGAACATCTCTTGCCATCACCTAGCTGCCTGCACGTGCCCnCAGGGAGATGGGGG^^^ 

^ncrc5334 sec] 

AACTGATGACTnGTGTAATAAAGACATCCTGAGAGTnTTTTCmCAGCTGATATGnAGATnGATATCATTCGAAGGATCCTAAGCAAGGT^ 
TGGGTAnACAGATGTAGATGATAAAATCATCAAAAGAGCCAATGAGGTAAGTGGAGAAGAGnACATCTATTGATAATGCCAnGAnAGTGTO 

IGGGCGGGCGTGGTGGCmCGGCTGTGGTGGGGGCAGmGGGAGGCCGAGAGAGGTGGATCGGnGAGGTCAGGAGmGAGGGGAGCCTGACAAAGATGGTGAAGGCTTGTCT 
(IfACTAAAAATGCAAAAAnAGTCANGTGTGGNNGGGCGGGCTCCTGTAGTCCCAGCTCCTCAGGAGGCTCAGGCGGGAGAATCGCTO 

^rfcrc5335.seq 

^GAGGCTAAGGTAGGATACTTGATCCGAGGAGGCGGAGGTTGCAGTGAGTTGCAGTCAGACGCCTGCAGTGCAGGGTGGGTGACAGGTAGACCCTGTCT 
5|^336.seq 

(^CnGGAGCATTAAGGCNCGCGCCTATTGCGCATTCTACTGGGGCGCTGGnACGCCTCCTCTGGCTCAGTCACACAGCTGCCTGGTANGTG^ 
ASGGGATnTGCTGCTGNGGCGGCAAGGGTTGGTGCGTGGGGACGCTGGAATGGGAGGAGAAACT 

%crc5338.seq 

QTAAAACAGAGACAGGAATGTCGAGTGGCGAGTTCACAGAGTGAGAGGGTAATGAATAGCAGATAGCCTGGTGT^^ 

%GCCCnGAATGATGTATAACTnATAGGGATAGGATAACAGAGmGGACATATnGTAGAAGGAAATGACmAAACATC^^ 

djMCATTTGCTAAAGGTGTGGTGTGTGAGATAGAGTAACACACACATTTTT^ 

i%#c5341.seq 

difeNTATAGCTNTOTGGATCGGGATGTACGTGAAGAGCATGAAGGGTCTCGCGGGAATCCGGGAGGCCATGTGGGAGnACTOCCAAT^^ 

daTGTCGGCGGCTTGTGGAGAAGCCGCTGnGnGTGGGAAGATATGATGCAGCAACTGTTGCnGAGCGAnACAGACTCTGA 

G€5?^GGAGCTCTTGGTTTCAGCmGCAGGAACTTGAAAGCAGCACCAGCAACTCCCCnCAAATAAGCACATCCACm 

MGACCTGGCnCCGATGCGGGCTGGGTCAGCGTGGGAAAGCGGGGTGAGTnGCGAGTAGGGGGCTCTGCATGAAAGCAGAAGGCATCAGTGCnGT^^^ 
dIfcCTGGATTCTACTGCTGAAGGn 

>ncrc5343.seq 

CAGGAAAAATTATCCGTGmGCATGCTAGGTAAmGTACACAGAAAGATAAAmGGAGACTGTCATTATCCAmATTm 
GACACTACTCTGGACCCTGGGATATAACATGAGAACAAAGAGAGAAAAATCCCTATAGTGGATCTAGACATGAGATCTC^ 
™TATAGGAATAAGTGACTAATTCAGACTAATTCCAGAGGCCAGnAATGTGAGTCATCATGTAGCCAAGAAGTCAGAAAT^^ 
TGATGAGAGCCCTCCAGTCTCTATTGTmAmGTATCGnGCAGTGACCTTAATOTCTGATCCCAGTTGATAGAG^ 

>ncrc5345.seq 

GATCTCCTGmACCAACCCTCAGAACTTAGAGCAATAAATACATTCAGTCAmATTTATAAATGAATGACAGAATATTCAATCCA^ 
AGATGGAGTCTTATAnGAGAAAGTGAATATGAATATTTTAAATAGACGGGTAGGAAATCTGTGmGCTGTTTACAmAATGTACm 
TCATGCnGTAAGAAGTAATGAAAGATAGGTTGGTAnAGCmGACATGnGCACATGCGATTATGnGTTCTCTAAGAACAACTAAAn 
ATCAnATOCmAATGTGGATGAATACTAmCTAGGAACnGAnATCACTGAAGAGATTGGATATGTAAATGCAGATAATO 

>ncrc5347.seq 

GGGATGACCGCTOCAAAGTTCTGTnGGmGTATTGGCATAGTTmCTATATAGCCATAAATGCGTATATATACCCATAGGGCTAGA 

AGAGATCCACCTACATGTTGAAGGGCCTAACCAGCCTTGGGAGTAnGACTGGTCCCrrACCTCnATGGCTAAGTCmGACTGTGTTCAmACCAAGnGACCCAGT^^ 

GGnAAGTAAGACTCGAGAGTAAAGGCAAGGAGGGGGGCGAGGCTCTGAATGCGGCGACGGATGGCTTGCTGGTGGAACGGTTTCCCCAGCTGTCCACTGAAACGTGAAGTCGTGn 

nGAATGCCAAACCCACGATTGACTGGTGCTGAGTACATAGAATGGGGGTTGAGAAGAAGA 

>ncrc5348.seq 

ATCTCACTCmAATCTGGTAGCACTGAGGTGGGCAGTGTTTCTGAGTGTTnGTGTGAACCCATGAAGAGAAAATGTTAGAACTAGGCnTATGCCCAT^ 
TCmGTTGTATTAAATTTTAAAAATATCmTTGCTTCCACAGAAGAGAAATTmAGAATATGGGAAGAGCGAATATA^ 

GGCGAAGACAAGTGTCnCTGTmGnCAmGGTGATATAAnGACCCnTGTACCTGCGTACAACnAATAnCAnCAGCAGAGGCTAATOTGGGATGCGT^ 
TAAGGTGAAGATGCAGAmCTGTGTGAGCTGCnAATTCTGACGGTTATAACnGTCCATAAAAmGCTATGGAnGTA^^ 

>ncrc5349.seq 

GGGCATCTGnGGACTnCCCCTGGTCATATAGTCTGGAGCTGTTAGAATGTGCAAGCACTTGGGGACAGGATGAGCTTGCTGTTGTACACAGGGTAnTCTAGAAGC 
TGGGAAGATGCACAACCAAGGGGnACAGGCATCGCCCATGCTCCTCACCTGTATTnGTAATCAGAAATAAAnGT 
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>ncrc5351.seq 

TCCCGCCCCCAGATTGATMGTMTGAMGTGCACTGCAGTGAGGGTCAMGGAGAGTCMCATATGTGATTGTTCC^^ 
>ncrc5353.seq 

GAGACCTAAAAGAAATGGTACAGAGCAGCCTGTTGAAAnAGACAGCAGGGTCACCCTGGTCCmGTGCCACAGGAAGGAG 
GTGCTGCAGTGGGAATTCCAGAGCTGAGAAGGCTGCCATCAACCAAGTGAGACATGACCAGCCCCGGAGnGCTGCAGCAA^ 
GTTAATCGTGTTGGAACCCATTCCTCAAATATAAGATCGACATnAAACCAGTAATCGATGGATCCATGCnAAA^ 
AGGAGACAGCAAGACGCCAATAAAGAAACACAACTACTTG 

>ncrc5355.seq 

ATATAAGTAnGTTACACAGGGTOTGCAAnCCCGGCCTGGAGCATnTTGAAAnCAAATTGTCTGTCCTGTGGAGCAGGCAGTGAnTTGnCC 

GAAAAGTACmATATmCAGTGTTnGTCTGATTTTAATGTCCGTTCnAGCCAAGCTGCTAGCAGGTGnAATTGG 

nAGTAnGTAATATGTAAAGTAAGCCCAAGAAAAATTmAAAAATTTGATGATCCCCAATATATCTAC 

>ncrc5356.seq 

ACACTAAAAAATAACTTTGAAGCAGATGCnATmGTTAAAGTTATTGTTCTTAGTGGTCTGTGnCTAATGACTGTCCTCGTM 
ATATCATGTATACAACTGTAGATGCAAATGGGTATCTGAAAAATGGATGAGGTGGCCAACTCAGGCAATCCGCACAmAGCTCTCC^ 
AGCGCAAATmClTGACCATGTCTACGTTGGTAnCCCCGTCCATCTGGAGAAAAATCTATACGAAAACAAGAGTGGAGTGCAATCAnCCA^ 
CCTCACAATGTCCCTCGAAGnGGAGTGCCAAACTGTATCTTACACCAAGTAATATTGnCTGCTTAGTGCTATAGCTCTCATCGGTGTCTGTGTm 



>ncrc5358.seq 

TNATGTGmTTGAAAGTGnATTGmAAAAAATGAAAAAAGCATATCTGCTAAAGAGCTGTCAGTnTCAnACTGACT^^ 

CCAGCTGCTGCATOGCCnCAAAAGTAmGGAAACnAAGATGAACTACAmCnGCAAAGTACATTCCmCTGTGGTATmGTC^^^ 

AATGnAGCAAnCTGTACCAACTTTGAATAAAATGAAAAATTT 

>nicrc5359,seq 

ffiGAATCGTACACmCTAAGAAGGAAGAmcnTATCCAAGATAnGAAATCTGGGCTmGAATAAATAAAATGCTCTCT 
AeCAnGmGGAAAGnCAAGAAGCAATACAGTGTAACATGTGACnGTGCmAAAAnAGTCTGTATCACCAmATTACAGnATAAT^ 

t'* CCAGAGncmANGnAACACTANGGAGTGCGTGCATGTACTAGTATAACAGCTTGGGTTTGTTAGAATnGGGCAACATmGAn^^ 
_ nCCCTAATANGATGGTGCTCTTTTGTTGAACCTGTATTGA 

Si* s 

>P'c5360.seq 

ACJcCGCTGGnAAAAATGTTGCACnATCAGCAACCCTACCACTmATCTGCTGAAAGGACAAATGTGCTTGGTmACTATT^^^ 
y^TTATGTATmGTCTTGGGCTGCAAmGTmATGCTOTmAnAmCTGCAGTAGn 

4# 

^|ggc5363.seq 

teGTGAAGAAGCAGCAGCCCAAGAGCAGACGGGTCANGTGGAGGAGTGCCTCAAGGTCAACCTGCTCAAGATCAAAACAGAAnGTGTAAAAAG 
4MGCAAAGCAGACATCmGTTGACCCGGTACnCATACTGCnGTGCCCTGGACAnAAACACCAGT6CGCAGCCATC^^^ 

>|i6Cactggaggataagcgggtgagg™cagcccgagtgcaaaaagcgcctcaatgaccggattgagatgtggag™tgcagcam 
f^ccatgcaagtaatgacgtctccatctaagaactacanctctctgtgatcagtgggagcatctgtatangncctgato 

>^i1(grc5365.seq 

aeccagggaancggcnnatggccggatctgtgtgtccggcaaggggcaaggaaagggctatgtggttcaaaacaaatacaa^ 

A§Aaatacaaaacaaatacaaaccatacaaatacaaagtaatagaaaccaaaacaaacaaat^ 

aacaaatacaaaccatacaaatacaaagtaatacaatagaataattgtattactaangccccaagcccctatgctgctgaac 

aaagaamctgccagcagtggcagaaaaagtagatgctcctagcggagnggaggtcaaggacaggacagtgtcactgtgggatc^ 

tatggggggcgttaaaatatatt 



>ncrc5367.seq 

GTGCCCTAAATATCTTCTCAAGGAAACCTTGGCTnAAAAGTGATTGmACTTAAACAAATAAAACAACAACATACAAGAAA^ 
AAAAACAAATGAGATATATATGTACGGTGGCATAmTTCAGCCnAAAAAGGAAAGAAATmGACACATGAGACAATATGAATG 



>ncrc5368.seq 

GTCTGGAGTTGnCGTTCCTCCCAGTGGGmGTGGTCTCGCTGGCTTCCGGAGTGAAGCTGCAGACCmGCAGTGAGTGnACAGCTCATAAAGACAGTGTC^^ 
AGCAGCAGCAAGAnTATTG 

>ncrc5369.seq 

ATTTGCTGGTTGTTTAI 1 1 I II GGTACAACCAGAAAATAGTGTGGGATATTGAAmTGGGAGGCTCTGACTGTCTCGGGTGTCAGCTTAACATTCCACAGATGGGGGGTOGTTTTTAT 

ATCCTATAATACAAAGCATATTAAATGGCAATATGGAGTCAGTCCTGCAmAATGTCnGAACATmAAAnACnCTATOCCATGnGn 

CACTCmGATCATGGCTCTCTCTGCCAGAATTGTGTGCACTCTGTAACATCTnGTGGTAGTCCTGTTTTCCTAATA^ 

GTGTAC 



>ncrc5370.seq 

ATCCTAGTGmGTGTATmGCnTATCCCTACTACCACnCCCnAAATAGTGTTCACTGTCATCmCACTTAGACCTGCACTGTCCAGTACCATAGCCACTAGTC^ 
TCCAAAnGAGAmGGTGTGAGTGTAAGGTACACTGGTAmGTAGCCmGTATGAACAGATAATATATATGGTCATATTCCTAATT^ 
TATGTAAAGnAAATGCAnATCAAAATnCATCTTTTnGCCATmAnATATGTGGCTACTAAAAAATOTAAGTAATCAGACTGGGC^^ 
TGAGAAGTCAAGGCAGGAGGCTTGGTTGAGGCCGGGAGTnGAGACCTGCCTGGGTGACATAACAAGATCCCATCTCTT 



>ncrc5371.seq 

GCACTAGGTAGGAATCCTGCTCTGAACATCTCAGGAGGAGGGAATGGCCATGGGGTGGGCGGAATGACACAGCGAGTCnCGAGAAGGAATCGTGAATCTCCATCTTCCACCTGCCA 
CCTGGGnGCTAGCTAAAATACAGGATACCCAGTGTmAAGTTGGAAmCAGATAAACAACAAATAATTCTmGTOGGTATGTCCGGAGTA^^^ 
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CTMGTCTGGCAMCCTACCTGGATGACCACATCTGCCTGCTCCTCGGCCTCTCAGCmCCCCCCACACCCACACAGAGGGAC^^ 
CTCAGGCGCTGGGTGATCTGGGCCTGGCGAGTOTCTGACCTCATCTCCTACCCCCAGTGATGTGCTGGTAAAGU^ 

>ncrc5372.seq 

ATAACGCmNATAACTAATAATAAnGCTGGCATGnGCCATTAAATAnCnGTCTCAnATCTCTGGTO 
AmCTCCCCCAAAAGTCAAGGGAAATATAAAAAATGAAATTAGTGATTAAGAATAGAAGTCAAnAAT^^ 
TGAAAATACACTATCCTCCAGCTATCAGAAmTATTGAGATCTACTCACAmATGATGATGTTCAGAGATTCT^^ 
TGnGTTGTGGAAAnCAATTTGnCAnGTGmTGGGCTCTCTGGGTGGTCAGGGCTGGGCTCTGGGTO 

>ncrc5375.seq 

GTATACAGnAAAGAATGnCCnCTGCTAAATCTAAnGTAGTTAACCCATATGCTAAGTACnAATnCAGTOTTGTA^^ 

CAGnCTnGATGAAAGTCTCTAnCCACCCATCAAGTCTGTGTCTGATAACACCAATATCTGGGTCATOGTGGCTCCGnnG 

TGmGATCACCTATTGTTGAATGCTAACCATTATAATAAATTTTAGTGGCTCCAGGA 

>ncrc5376.seq 

GGGCCAGTGCGGGGTGGAGGCCCTGACTACCCTGGAAGTAGCAGGCCGCATGCTTGGAGGTAAAGTCCATGGTTCCCTGGCCCGTGCTGGAAAAGTGAGAGGTCAGACTCCT^ 

GTGGCCAAACAGGAGAAGAAGAAGAAGAAGACAGGTCGGGCTAAGCGGCGGATGCAGTACAACCGGCGCTnGTCAACGTTGTGCGCACGTTT^ 

CAACTCnAAGTCTmGTAATTCTGGGTTTCTCTAATAAAAAAGCCACTTAGT 

>ncrc5378.seq 

AGCATAAGCTAATNTATATGGACAGCTAAmNnCCCCCTTATGGAAATCTGCCAAACTCCACTATACTnCAATOCAATAAAATAGOT^ 
TGTGTACTGTAAAAATAAAACTAAAACAAGnmACTCTGAAAAGCnGTCGmCAAAATGTATAGTAnAAT^^ 
CATnATTTmCCTGGGTATTGATmGCATAGTTGGAATCATAGCACAAAATAAT^ 
TCCACnCAnACTGTATATGGGATGTTTATATAACTG 

>ncrc5379.seq 

MGTAAACAGGnACAGATAGGCATCCCTGTOGTACTATTmAnTAACATAGTGTOGTAGTnAAGACAAA^ 
4SGGAGGAmGCCTmGGCATTnAGATTATAGCAATATGTAAACAmAAGGAACAGAAAAGTATAnAG 

QkTATAACAACATAGTGTTAAAnCAATGGGAAAAGmAATAAGAGGGATTKGGTATCAACTGGGCTGTCCAAAGATAAAAAT 1 1 1 1 1 lA 

dlTAAAGATTTAAAATACAGGCACTCCnCATnGCGTGGTGCACCTTGAGGTGnGCAGAAATGATGAGAGCT 

>l&c5380.seq 

T^fTTCTAAATCACGAnGGTAAAATGAAANATCATCATAAACAGCATGGCAACAmGCA 

:4#c5384.seq 

MgGnCTGGTTnTGGAGTmTCCCTTTTmGGGATAACCTAACCTO 

friTGCCGTGTATGAGGAGTGCTAGAAAATGCAAAGTGCAATATmCCCTAACCnCAAATGTGGG 

y^AAAmCTACACTTGCCAnTGCATGTTTGTTGCmCTAACTAAAGAAACTGGnGm 

5i|fic5385.seq 

(SfCmAGGGACTGGACnGCAGTGTAAATAGAGACGCTGCAAAnGCnGTGGACGGTGTAGGCCGCTGCAGGCCAX^^ 
T^AAGAGGCTAGGGACGAGGAGCCGGCmGAGCAGCTCTGAGGATGAAGTGGATGTGCTTnACATGGAACTCCTGA 
/i^TGAATCATCTAGTGAAGATGAAmGAAAAGGAGATGGAAGGTGAATTAAAnCTACCATGAAAACM 
GmAAGnGCAACAGCTCCGACAAGGTACTACGATGATTT 

^^fMc5393.seq 

ATTGGTAAATTmTATmCnATTTmGTCnGCAGTCGACCAGGCTGGAGTGCAGTGGCAC^ 
>ncrc5395.seq 

AGAACNCGGTTTTTTNGmGTnGTTTmGTT^ 

AAAATGTGAGTGG nGAA TATGATTAAAAATATCAAATTAAnGTGTGAACTTGGAAGCACACCAATCnACm^ 

IGTAGATTTGAI 11 1 1 1 1 1 1 1 1 i lAATCTACTGCNTTTAGGGGAGTNnGTAATAAGCTAGTTGAATACnGAACCATAAAATGTCCAGTAANATCACTGm 
GTG 

>ncrc5405.seq 

TACAGCNTAAGTAANACTGCTCTGCACTGTTONTCGNmCCAGGGGCmAGAANNAGCTAACANGGGTGTGTCCCCCTGTCCTGCCCCCACCGGTn 

AAGACCAnGGTGGnGTTGGTGTCAGATACCnCCCATCCTGAGCTCTCTCACCTACCTGTTCTCTCTCCTAGAGCAGGATACTGGGGTACTm 

TGCCCAGAAAAGCTGTATTTAACTCnGCTATnGTAACTTGGGGGATGGTCTCCCCTGCCCCAGGGCACATAAGAAGGAAAGGGTCCAATGGTC^ 

CCCCCTGTGCCAGAAGCTATAGCCCTCTCCCGAAGAGGTCTCTCTTGTTGGCCAGAGGGGGTGCTTCCCATGGGCATTGGAAGTGCCAGCGTGGGGGGCCTGGCTCTGCACACC 
GGAAAAGTCTGCAGACCCCCAGCCCT 

>ncrc5413.seq 

TNGCCCGNGGGGAGCCCGGGAGCCAAGANNGCGANnCGGGGCAGGCAGAATNTTGTTCTGAGAAGGCCAGAAAAAGGGTATTGGGCnANTTnGCCAAAGAAAACAC 

GCACCCTGTTTTGCAAAAACCATGAGTGmGGGAATGATTCTGATGATGATGATGAGACCTCTGTGAGTGAAAGCCTTGAGAGGGAAGCTGCTAAGA^ 

AAACTGGAAATGCAGAAGGCCCnGCAGAAGATGCTAGTGTGTATGAATATGACAGTAnnATGATGAAATGCAGAAAAAAAAGGAGGA^ 

GACAGAAAGCCCG 

>ncrc5415.seq 

GGGGGATAACCNACCCCTACCCTGnGTTGGCCTAATAAGnTCTTTnAANTCNANTCCCTAACAGTTNAGnCTCnGAGNGGTmAGACAGA 
ACTCAAGACCTCTCTACAAAANTTTCnCTCTCnTACAGAAAGAAAAGCATGCATATGAnAAACAAATAAAATACT^ 

>ncrc5416.seq 

TAAGCACCTCTAAGANCGGAGTNAGCTTGGTGAAACGTGTGAANGGAAAATGATTCAGAAAAAGANAGAAGCCAAAGAGAAAGGTACGTGGGnCAACTA^ 
CCCAGAGAAGCACACmGTGAGAACCAATGGGAAGGAGCCTGAGCTGCTGGAACCTATTCCCTATGAATOATGGCATAATAGGTGTTAAAAAAAA^ 
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>ncrc5417.seq 

CTGAGTGTCTGTOCAACTAGAnACCAGAGATGCTTCTGGACTCAmAAMGATCmCCCnCT^^ 
GATTAATGTAGCAmTGAAAAACAAAAACCAGAATCTCGGTATATAATAAAAGTACCTCTCnGTAGGATGGCACC^ 
TAAAATTCACGGCACCATGGAAATGTAGCTGAACGTCTCCAGmCCncmGGCAACnCTGTAnATC 
TTCTATCTTACAnATGGCTGGGAATCTTACTCnTCATCTGATACCTTGnCAGATnCAAAATAGTO^ 

^ncrc5419 seci 

GGAGNAANTCCCnCTCTACCTAAAAATACAAAA™GCCGGGCATGGTGGTGCATTGCCTGTAATCCCAGCTACTCAGGAGGCTG^^ 
GGAGGTTGCGGTGAGTCAAGAnGTGGCATTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCGGTCTC 

>ncrc5420,seq 

agagaagccttccgtgtgttngataaangat6Gcaatggctata™gtgctgcagaacttcgccatgtgatgacam 

>ncrc5422.seq 

CCTGGnNTNmACCTAAGCATAATGTCTCCAATGmCNTCCNTGTTGTCGCAAATGGCAAGAmCTTTCTGTmATGGTGAM 

CTGCGTCCCGATCAAnCATCGTAAAGTCGAAAGAGCGnAAGTCCTGGATGGTCTGTCTGTGCAGTCACGTGTGACTTAATGACAGGGATACGCTCTG 

ATmcnCTCGTGAGCGTCATAGAGTGCACTTACAGAAACCTAGATGGCTTAACCTACCACTGCACACCTAGGCTACATGGGGATGGCCTACTGCTCCGAGGCCACm 

GCAGGnACTGTGCTGAATACCGAGGCAGTTGnAACACAGTGGTGAGCACGTGTGTGTCTAGACATGTCCACACATAGCAAAGGTCAGTAAAGTCAG 

GTAGTCCCACCTACTTTTGGAG 

>ncrc5423.seq 

CCNTGCNNCGNGGGTGGCNTCCGTCnCAGANNGTGGGGANTGCCAGANTGTTTGGTGAAGANGCCTGACCTGGGTAAAGANCCCTCACCCCTCGAGGGTGGGAGCCCCTGTGACA 

CCCAnGGAGAAATGTCAAAGGCAAAGANTCCCAAGACTAAAGGGAAAGGCACTCCCCTTCCTGATCAGCAGAGGGnGATCmGCTGGGAAACAGCCTG 

CCTGTCTGACTACAACATCGAGAAAGAGTCCACTTCnGCACmGGTCCTGCGCTTNGGGGGGGGGTGNCnNAAGTmCCCCm 

QTTTCAATAAAAGTTGTTGCAnCGC 

>jgc5424.seq 

A^GTACTGCCCCATAATNCCATGTCAGAAGGGACCCTAGGGCATTCGTGTGCTATTTATCAATCTTCAGCACCACCTCTAAGATCTCTGAGAGAGGGTC 

CMAAAGCTGTTAGGAGnGnGGCTCTGAAGGTGGAGTAnCTGTmCTGGCAGGACACTGCCATTCATGCAnGTCA^ 

dJSGAGGAATTCATAGCCTCATGGGGCAAAAGTAAATAAACAGCTTAnACAATTCA 

III 

>ncrc5427.seq 

T^SGCATGGCGGCTCATGCCTGTAATCCCAGCACTnGGGAGGCCAAGAAAGGTGGATCAGnGAGGTCAGGAGmGAGATCAGCCTGGCCAACACGGTGAAA^ 

4ilMTATAAAAATTAGCCAGGTGAGGTGACAGGCACCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACnAAACCTAG^^ 

q^GCACTGCACTCCAACCTGGGTGACAAAGCGAGACTCTGTCG 

%rc5429.seq 

aSPAGAAGCGGCTCGAGGCTGGAAGAGGATCTTGGGCGCCGCCAGGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCT^^ 
GllCTGCCAnCAGGTCATAGCCTGCAGTGCTACAACTGTCCTAACCCAACTGCTGACTGCAAAACAGCCGTCAAnGnCATCTGAT^ 
TS^AAGTGTATAACAAGTGnNGGGAAGTnGAGCATTGCAAmCAACGACGTCACAAGCCGCnGAGGGA^ 
/I^AACAGCnGAAAATGGTGGGACATCCnATCAGAGAAAACAGnCTTCTGCTGGTGACTCCAmCTGGCAGCAGCCTGGAGC 

>ji€Tc5431.seq 

4^GTATGTTGTACCAGGAATCTAGGTGTCTGGGTGACCAGGCTGTCTTTCTTCCCACTGGGGCTCATTTrCGTTCU^^ 
OllTTGTGAAACAmCAnCmGnATCCCTGTACTATmGnAGU^ 

GTCAGAACTGAGAAATACCACAGAGTTCCACTGGTGnCAnGGAGATGACTACTATTAAAAAAAGAGAAGAAAAAAAACC 
ATACATCCTGACTAAATAGCATGmACTTCAGCTAGAGCTCACTCCTTCCTAAATAAAAGGCTACTTGGTmGGTGGNM 

>ncrc5432.seq 

AAGCTAAATACTTTTTTAAI II II i IGATnCCCCTmAAGTTCAGGGGTACATGTGCAGGATGTGTAGATTTGTTACATAGGTAAGCATGTGCCCTGATGGm 
ACATCACGTAGGTAnGAGCCCAGCATCCACTAGCTGTTnCCTGATGCTCTGCCTCCTGCCACCCCCACCCTGTGACAGGTCGCAGGGTATGTOnCCCTO 
nCAGCTCCCACnATAAGTGAGAACACATGGTGmGGTmTGTTGTTGTTGTTCGTGTGTTAGnTGGTGAGGATAATG^ 
TCAnCCTTmATAGGTGGATAATAnCGATGGTGTATAAGTACCTCATmcnTATGCAGTCTGTC^^ 

>ncrc5434.seq 

ATGGGCGAGAGTAnATCTCAGGGCmCTGGGCACTGCACnCAGCGTGGCCCACCTGGCCATGCCCTGAGGCCAGnGGCGAGGGGTGGCTCCTGAGGGTTmATACCCm 

TTGGTAATGmAATmGCATGATAAmCTACATTGTCCCTGAGTGTCAGAACTATAAmATTCCATTTCTCTCTGTGTCTGTGC 

CAGGAGGCCnGGGAGCGTGTGTGGnGTGGGAAGAGGnGTACGTGAGCmGAGGTACCAATAAAGAGGGmATTTTT 

>ncrc5435.seq 

GAGGATGAGGATGAAGCAAAGGGGAGGCAGGTGCTCATAGAGTATGTAGTATTCTAAGCGTTACTAGGCTGGGACnCCCCGCAAAGGTGATGACTTCCTnA 
AATGAAAGAGGCACTTACCCAGGmAGATAAATGAGGTGTCCAGCTTAGGGCAGGTGAACTCTGTGGTAAGAGmTGATGACATCAGGGGACAGGTTTGCGCAAGGCAGACTGGA 
CGGAACATAGAGTAAGATGATCCAGTGGTGTCTAGAATGTGGATAATACGCAATGTATmTGmGATGATTGGAAAGGAGAAAGAGGCAATGGCCm 
AAGGGGTGATGTGATGGATGCTGTGAATATGAGTGGAGnAGTGGGGAGGGAAGTGGnTGCTGGAGAGCAGTTnGAGGAGAAGTGGTAGAGAAAACAG 

>ncrc5436.seq 

CATCATGGACTATAACCGAGNATATCGAGGAGATCATGAAGGACAnCGGAATCTGGAGGACATCAGGAAGACCmCCATCTGGCTGCTTCAACACCCCGTCGATTGAAAA 

GTGTCmAGGGGTGGAAGGGAGGATGCCTGTGACAGGGGGGGAGnGTGAGGCGAGAGAGTGGCnGAGAGAAAGAnAGATlTTTGAGAGGGCGAGTGGCGTGGTGGTGTCGATG 

AGTGTCCTmGAACGAGGAAAAGTGGGAGAGnTAAAGAGAAGCAAAnAAACATCGTGAATGGGGAAGAAAGGGNTn^ 

>ncrc5438.seq 

TNGGGGGGGGTGmGTNTGGGTGGnAnGTAAAAGAGCTGAAGANTTAGTANTCTAGTGTGGAGTCTGTGATATCTGAATGTTGAnGTATATnGTGT 
TAACACAAmGAATACATGATTAAATGGAATAGTGGAGGTACnAAGTAATTTTTTmCAm^ 
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>ncrc5439.seq 

CNAGGTACCTCATATAAGTACTGAGGMTCATACMTAmGTCATTTCGnACTGGCTOTnCACmGC^^ 
TCACTGAATGTATATACCACGTmAmATCX^ATTCATCCATGGACATTGGGCAACCCnGTTAnm 
GGCAGCACAAATGCAAAATAGTGCGGATTAmAGTGCCTGAAAGnGCCTGTmGTGTCTGTGGGGCTATATAAG 
GGGGAAAACATTTGAAACnGTAGA 

>ncrc5440.seq 

AGNrWATGTTnACAAAnACTGTTTCTCACTTTCGTCTACCCTAATGATCCCAG 
CCTGGATAATTmGTTTGAmTTCAnGAAGAAACATTOTmCCAATTGTGTGAAGmTTGACTG^ 

>ncrc5441.seq 

CGTATI^CTCGCATNGGAGTATCAATNACCTGAGCTCACCATAGTCTAATAGAAAACAACCGAAACCAAATAAnCAAGCACTGC^^^ 

TACAAGCCTCAGAGTACTTCGAGTCTCCCTTCACCATnCCGACGGCATCTACGGCTCAACATTTm 

CTATGTGCTTCATCGGCGAACTAATATTTCACmACATCCAAACATCACmGGCmCGAAGCCGCCGCGTGAT^^ 

>ncrc5443.seq 

GTGTAAAATNGCGTGTACGCAGGATGCAmGAACAATATTAACTCACGATGATAGAGCmAmGAmCAAAGGGATTGAmCA 
AGTCGnGTCATCACATCATCACAGCAGGTCACACTTAAGACTCACAGTGAGGCAGGCACTGTTCTCAGTGCmATGTCAGGGGTCCCCAACCCTGGGATC^^ 
GGTGGTCTGTTAGGAACCAGGCTGCATGGCAAGAGGCAAGGGGTGGGCAGGCAAGTGAAACTTCATCTGTAmACTGCTGnCCTCAnGCnGTAT^^^ 
ATGTCAGAGCAGCAGCAGCAGCAGCAGCATTAGAnCTCATAGGAGCACAAATCCTATTGTGAACTGTGCATGCAAGGGATCAAGGTTGCATGCTC^^^ 

>ncrc5444.seq 

ACACCATCATGAACTGGnCTGCAGGAGAGATnGGTATTCCTGTTGGATGACTGCAATGCCTTGGAATACCCAATCCCAGTGACTACGGTCCTGCCAGATCGTCAGCGCm 
CTGAGACCAGAGAAAGAAGCCAAGAGAAGTAAAGTTATGTCAGCTACCCAGACnAATGGGCCAGAGCCATGACCCTCAGAGGTCnGTGTOGTTGTATCTGAM 
GTCTACCTTCTGGAAAACAGGGCTGGTATTCCTACGCAGGAACGTGGmGAGGATAGAGmGCAACCATGCTTCTCATTCCCTTGACTCATGTCn^ 
daTGnGAATTTTGGTCACTAAAAAAGAAGAAAAGGACTAACAAGCnCACTT^ 

5»c5447.seq 

tECAmTmGAGTACCTmGAAAACATGACCAAACTCATAGTTCAAAAATATATATATM^ 
>^(3'c5451.seq 

Cl;GGAAAAAACGCCnCTACCAAAAGCCAAAACAATGCCTAGAGTGAGAAAACCAAAGACGACACCAACTCCGCGCAAGATGACATC^ 
MfAGCAGAAGCCATGCTCCAAACCACCACCAGACCTAACCAAACTCCAAACTCCAAACTAGnGAAGTAAATCCAAAGAGTGAAGATGC 
/ijSCTTCTCAGGCCCCATGTGTTCATGCCTGAAGTTACTCCCGACATGGAnACmCCGAGAGTACCCAATCAAGGCAnATCATC^^^ 
CMTGGTAAGCCAGTAGATGGACTGACTACmGCGCAATGGGACATOGTTGCAnCCGAGGTCA^^ 

>l3c5453.seq 

Ai^AATGAAAGTTGGGTAAATTCGCCAAAAnACTTGATGACAAAGATCAmGGGAGAGATTCTnCAA^ 

QgpTCTACAGTGGGTCCTGGGAAmGCncmTCTAGCATCCCTGGTGAATCTmCAnCAAGCCAATGCAGG^ 

tj^AGAAGACGCAACAGACAGAAACmCCAAAGGGAAnACCTGGGATCAmCTCATCCTCTCTCTCmC^^^ 

>f;5c5454.seq 

/vcOtgtccccctgcttcagggacgtccagatcggtgacatcgtcacagtgggcgagtgccggcctgtgagcaagacagtgcgcttcaacgtc^ 
/iseaagaagcagttccagaagttctgaggctggacatcggcccgctccccacaatgaaataaagnat^ 

>ncrc5456.seq 

GGAAAATGGAATGCA GCTAC TGCAGCTAATAAAAAATmAGATAGCAATTGTTACAACCCTATGCCmATAGCTAGACAm 
TCCTCCCmCTCATGTTTTTATAAATAGGTAATAAAAAATGTTTTGCCTGCCAATTGAAT^ 

GAGTGGTACnACTGAAGAAACTCTCTGTATGTCCTAGAATAAGAAGCAATGATGTGCTGCnCTGAmTTCnGCATTnAAATTCTCAG^ 
TGATATCACCATGACTTCACAGACATGGTCTAGAATCTGTACCCnACCCACATATGAAGAATAAAATGTnTAAAA 

>ncrc5458.seq 

AATTGCmGAAGCATAGCTACAAmGTTTTTGCAmTTGTTTTGAAAGTTTAACAAATGACTG 

TTTGAAAAnGTATACCAATGTGnnCTGTAGACTCTAAGATACACTGCACTTTGmAGAAAAAAAACTGAAGATGAAATATATATO 

TCnGAAAAAGATGGCnATGTCATCAGTAAAGTACCnTATGnATGAGGATATAATGTGTGCmATTGAATOGAAAAnAGTGACCAnAnCACAGGTG^^ 

TAATTATANGA 

>ncrc5460.seq 

ATGGGAAGAAnGA ATACTT ACATGnGATAACTAAmCAGTTTTTAAAAGCTCTGATAGGTGAAACAGAACCAGCmCAGGGTGCA 

GCTnAAATGGTnATTmAATCACAATAATGTAAAAATAAATAAmAAGTATCAGAATTTTAACT^^ 

GTCAGCGTATGGAATAAACAGTGGTAnGAG 

>ncrc5461.seq 

GTCTAGCnAGAGCAGGAAnGGCAAATOTGACCCTCAGGCCACATATAGCCTGCAACCACCTGTTmGTAAGACCGAAAGCTAAGAATGGTCTCCTCCATATAT^ 
TnTTAAATAGGTGAAAAAGTATCAAAACAAGAATAATATTGTAGAACATGAAACATACATGAAAnCAAATGTCAGTGTCCTTGAATA^ 
TOGTAnATGTATGGATGTmCATACCACCACAACAGAATTGAGTAGTAGCATCAGAGACAGTATAGCnGCAAAGCTGAAAATT^ 
AGCTCTGGTATGGAGAGAGGAGTATTGAATTTGTCAGAAATACATTAAGAAAGAGAG 

>ncrc5464.seq 

GGCGCGTCGCTAGCTAGTCGnCTGAAGCGGCGGCCAGAGAAGAGTCAAGGGCACGAGCATCGGCCATGCCmCTTGGACATCCAGAAAAGGnCGGCCTTAACA^^^ 

GTTGACAATGGAGAGTGGTGAACAGCGCTAGAAGATGGCTGGTCGATGGCATGCTmGAAAAAGAATGGATAGAATGTGCACATGGAATCGGTOTACTCGGGCAG^ 

AAGATAGAATATGGATGAmCGTAGAGTGmGCTTCGGCAGAAAACGATGAGACGTGCAGGTACCATCAGGAAGCAGCGGGATAAGCTGATAAAGGAAGGGAAAGTACACCCC 
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CACCTCACCACAnGGCMGGGGGAGCCTCGGCCCTGMCAGAGCAGCTGCTGATATCTGGAGGCTGATm^^^^ 
HG 

>ncrc5469.seq 

AGCTAGAAACAGATCmGTATAAAAAGAAmAATATGATCAGGAGGCAnGTAGACTAATACGAATGGGCAGATTAT^ 
TCnCTCTGGAATnTAAATCCAAGATAAnGTTAAGCATAlTT 

>ncrc5470.seq 

GCTGGTTATTAAGTGAAAAGTCCCGAGTCCTGnGGCAmAACATCACAGAAGGAAATCCCCAGAAATGCTGATTTCmGGGAmC^^ 
GAAAAGGCCCTCAGGTCCATGCCCnCCTCCTCCATGACTCTGGCCCCTGCCTCAAGCCCCTCCCCCACCnGGACCTGnnTCAAAACCACCAGCTGTC 
CGCTCnCCnGACAAGGGGGCCCACCCTGGGACnAGGGGAGTTmACTTGGGTCTmAGnGGCmAGTGTnCACCCAA^^ 
GTCAnCAGmACnGACTTTAGACCCTTCATCTGGTAGCAATGCTGAATGCTAATGCnGATTG 

>ncrc5472.seq 

ATCTGAGAAGGCTTnCCGCmCGGCAAATGGACTTTGAAmGCTGCCTGGCAGATGCTCTACCTGTTCACATCCCCACGGAG^ 

AAGGACCAGTGGGCGAGAGATGACCCTGGTnCTTGGTCGTGnAAGTATCTGGGTGTGTGTGTCCACTATAGGAmGGCmGTGCTGGAGATG 

TCTCCTTTGGGTTGTACTCATAGAnGTGnAGGCGTTGGTGTTCTGATAGCAACTTTAATGTGGnCATCTCTA^ 

TG 

>ncrc5473.seq 

AACnGGGAGGCTGAGGCAGGAGAATCTCnGAACCCGGGAGGCAGAGGnGAAGTGAGCCGAGAnGCGCCACTGCACTCCAATGTGGT^^^ 

^ncrc5474,seq 

GAAAAATAnAGTNNAGnAAGGGGATCTGAGAGCCAAATACAAGATTCAACGTAAAAATGGAATCCTTGGGCTAGGCGTGGTGG 
GAGGCAGGGGGATCACGTGACCTTAGGAGTTCGAGACCAGTCTGGCCAACATGGTGAAAGCCCGTCTCCACTAAAAATAC 

>i!c^c5475.seq 

tacnAAATTNCATAAATACATGAAAATTAAAGAACmCTGCTGAGTGACTTTrGGGTAAACATCA^ 
AACATACCAAAATCTCTGGGATGCAGCAAAAGCAGTGTTAAGAGGAAAGATOCAATGCTAAGCACCTCAATATAAAGAm 
A®^AAACAAACTAAAGCCAAAGCTAGTGGAAGAAATGAA^^ 
d#rGAAAGGATAAATGAGATTGATAAAGTGGTTGCTACATTAAAAAAGA 

>a(^c5481.seq 

QljAAGGCAGGTATGGTGAGAGCTAAAATACAATCAGACTTCCATAAAAGAGGTGAAGGGAGACGAGAATGATTATGATTGm 

/l^fTAGnGTCCCAAAAGGTTnCTGAGCnGmCGGAAAGGAAGACTGGACTmAGCAGGTGAATAT^^^ 

Cl©]3GCATTTTCAGGATAT 

>7!iac5484.seq 

ATgATTTTTAAGAACATACTAAAGCCTGAAAAGAnATmGAAATAATGCTGTA^ 
TiisAAmGmAAACAGTATAAACGTTCTTCCCAAACTGCTTCCCAA^ 
r^AGTCACAGAAGAAGAAAAAGGGAnAAAAATmnCTAGCTAAmAGAAAATAATAAA^ 
T^CT 

>!rRarc5487.seq 

OTTCTAAATACTAATAATAAACTCAGNAAAAAGAGATAAAACCATC™mACAATAG 
/WGAnGATAACAATGGAAGAAACATAAATAAATGGAAAGATATTCCATGnCATGGATTGGAAGAAnAATGTO 
AnCCTATCAAAATCCAATGACAGTmCATAGAAATAGAAAAAAAAATTCTAAAATTCATATGGAACCACAAAAG 
TGGTAATTAAAACAGTATGGTAGTGGCATAAAAACAGACACACAGACCAATGGAGAATAGAGAGTCCAGAAGTAAACCCAAACGC^^^^ 

>ncrc5488.seq 

AGCAAAATAAATTCGTAGTACAACAmGCAACAAAACTAGGTGACAAAACATTAATCCCAAAGTACAAGCAGTO 

AAGGAAGCAATAGTGTAACTTCTAACTTGACCTGAGAACAGGAGAACCCCAAATAGCCAACTGGTGnCACTGGGAAGCTCAGTGGCCCAAmGAGA 

GGTGTmGCCCACTCTAACACCTGGTAAGTGCTAAGAGCTCGAGATAGGGGGGAmGAGGGCTGACCmGAACTCTCAAAATTGACCTGCCAGCACTC 

CTATGCTTAGGA 

>ncrc5489.seq 

AnTGCAGAAACmCAAAGGCAnTGAnAAACCTCTTGGCAGTACAGTATTCnGTAmGTTAACGTGTGTGmAGGTAGTGGTACCT^ 
TTAAAGTGAAmATCmAGTATGATAGTTATATGAAAAnATAGGATTTGTGTGCAGAGAATI 1 1 1 1 lATAAAGTG 

>ncrc5491.seq 

GGGnAAGCCGACCCCTAAGTGACCCTnCCTCnGTGCCCTAncnCTCAGACCCTCAGAAAGACATCCAATmmAAATCCCTGTAGCTCCAAGCCTGGTGTC^ 
GCCAGGCTCATCGTGTGTATACCACAmGTGCCCCACTGACCTGAAGGTTCCATGTAACTGTATACAGATGAATACnAAATGCCAACAm 

GAG 

>ncrc5492.seq 

GTATGAnGGAATGTCAAACTCCTCAAAGTTGACCAGGACAGCGCTTTGCACAACGATCTCCAGATCCTCAAAGAGAAAGAAGGAGCCGACnCATTCTACnAAC^ 
TAACmCCCmGACCCACCAmGTCAGGGTTGTGTCTCCAGTCCTCTCTGGAGGGTATGnCTGGGCGGAGGGGCCATCTGCATGGAACnCTCACCAAACAGGGGTGGAGCAGT 
GGCTACTCGATAGAGTCAGTGATCATGCAGATCAGTGCCACACTGGTGAAGGGGAAAGCACGAGTGGAGmGGAGCCAACAAATCTCAATACAGTCTGAOAAGAGCACAGC 
TACAAGTGCTTGGTGGAGATCGACGAAAAAAAGGGCTGGTACACACCCGCAAAAGAAGACGGGTAACGCTGGGGTATGAGCGTTGCTCGGTGCGGAGGCAGCACTGGA^ 

>ncrc5493.seq 

AGCCTCACTTTTAATGAACAAATGGCCmAnAAAAACTGAGTGACTCTATATAGCTGATCAGTrTnTGACCTGGAAGGAm^ 
TnGTTGAGAGTGTGACCAAAAGTTACATGmGGAGGTnCTAGnGAAAATAAAGTGTATATTTTTTC 
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>ncrc5496.seq 

GCAGNACCTGGGGGTGMCCCAGTCCCGAGGCACTACTGGCCAGTCCTACMCCAGTATTCTCAGAGATACCATCAGAGM 
GCCmAGATGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCmCCAATCCAGAGGAACAAGCATGTCTGTCTGCTAAGATCC^^ 
CAGCnAGAGnCTTCmcmCTTAAGCCCmGCTCTGGAGGAAGTTCTCCAGCnCAGCTCAACTCACAGCnCT 
ATGAGGGCTGCACAnGCCTGnCTGCnCGAAGTAnCAATACCGCTCAGTATmAAATGAAGTC^ 

>ncrc5499.seq 

GTGAGTATAAnACTTCCCTCCTTTnCCCTTTCCGTCTGTCCGAGnGTGTCCCTAAAGGATCGTG^^^^ 

ATGAGAGCATGGGTGATGTGGmGGATTGCnGAGGCCAGGAGATTGAAACTAGCCTGGGCAACATAGTGAGACAAACCTO 

ACACTAAGTGAGGTGGTGTGTGCnGTAGTCCTAGCTGCnGGAAGGCTGANATGGGAGGATTGTGCCCAGGTGAa^ 

>ncrc5500.seq 

ATAAAnAAAGATNATATGCAGAGNATCAATnATGnCnGTAATAAACnAnAGAAATTGGT^ 

GCATAGTTGAACCTCTGAATATGGGAAGGTTGTAnCCCAGATTCmCCTGAATAGATnGAAmAATGTCATTTGGGAACT^ 

CC AATAAA TATGCATATGATCTTTAAnATTGAAGAAAATAAAGTGAGGACTTAAAACAAnCATGAAAGTGGACCm 

TTGTTmAGGAGGAGATGTTAAAGTAACGCATCnGCAGGACGACAnGAAGATTGGTCnCTGnGATCTAAGATGA 

>ncrc5501.seq 

AACAmATACATGGAACTGGAGAACA nGTGC CAATAATCAmAATATATGCGAAATCmCACGTCTACTGTAAACTGCTGTAA^ 
TCTTCTGGGTAAGAGCTCTTGGGGTGGTTmCAGAGCAGAGTTCTTGTTGTGGGTAGACTGTGACTAGGTTCACAGCCTTTGTGG^^ 
ACTAGnCCTATGAAAGAACCAGAGCTGGGAAGATGGGTGGGAAGCCAGGCCAAAGTGGGGGCAACAGCTTGCnCTCmCTCTTCTCACC 
TGTCCTCTCCACTTTATCCCACGATATCT 

>ncrc5502.seq 

GGGAGGCCAAGGTGGGCAGGTCACnGAGGTCAGGAGmGAGAGCAGCCTGGCCAACATGGCGAAACCCCATGTCTACAAAAAATACAAAATTAGCCAGGTGTGG 

TATAGTCCCAGCTACTCAGGAGGCTGAGACAGGAGAAACACnGAACCCAGGAGGCAGAGGnGCAGTGAGCTGAGATCGTGCCACTGCACTCTAGCCTGGGCAACAAA^^^ 

7STCTC 

>f{(ic5503.seq 

Cl^CGGNAGCGTGAGGAAAGCCGTGCGnGCGTTCCAAGGCATCTGTGAGCCCGCGGAGTATACACCATGAGCAAAGCTCACCCTCCCGAGnGAAAAAATTT^^^ 
AiiATTGAAATTAAATGGTGGCAGACATGTCCAAGGAATATTGCGGGGAmGATCCCmATGAACCTTGTGATAGATGAATGTGTG 
TipGAATGGTGGTAATACGAGGAAATAGTATCATCATGTTAGAAGCCnGGAACGAGTATAAATAATGGCTGnCAGCAGAGA^^ 
WGTAAAAATOGGTCATGTACATmCATATTAGACTTmGTTAM^ 

>li&5507.seq 

Q^FGAATTAAGTAGAGTAATAGCACTAGAAGAATTTTTCTGTTGTGAAAmGAAGTGGAGTTGGTT^ II 1 1 { I i lA ATATGAAAAGTACTTAGCTGGGAGT 

GGtGGCAAGCGCCCTTGGGTCCAGCTACTCAGGAGGCCAAGGTGGGAGGATCACTTGAGCCCAGGAGmTAG^ 

MAAAAnAGCCAGGTGTGGAGGGGCATGCCTGTGGTCTCAGCTATTCAG 

qmCACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTTT 

>||fc5508.seq 

dSGTmGGCTGGGATCATCCGCGGCGGCCGGGCTCGTGGGGCGCCTGGAGTGAGGGTTCTGGTTCCCGCCGGCGAGGATTGTTAA^ 
Alin"CTTAAAGCAAATCATCGGACGACCAGTTGTGGTAAAATTAAATTCTGGAGTGGATTATCGAGGGGTCCTGGCTO 
AiSATATGTAAATGGACAACTGAAGAATAAGTATGGGGATGCATTTATCCGAGGAAACAATGTGTTGTACA 
TifpATAGTTGGATATAI 1 1 i i I lATGA 

>ncrc5512.seq 

AGCCCAGTmTCAGCACCCAGNAGCCTTCCTGCAGCAGCCCCCCTTTTCTCCCCAGCCM 

GTCACCTTTTmCTGGTTGGnCTGGGGCAGATGCCACCAGGCTGCAGAGGCAGTCTGTGTCTGTGGGGCTCACCAGGGC 
mTGTCTGTGGTTCTAAGGAGACAAGTAGGTGGCACACAAAAACAGAAAATGAAAGAACCCATCCCTCCAAAACCACACACAC^ 

>ncrc5513.seq 

GCTmAncnGTCTGTTCTGCCTCACTCCCGAGCTCTACTGACTCCCAAAAGAGCGCCCAAGAAGAAAATGGCC 
TGATGAGCGCTCAGGAATCATGGACTATCAAAGAAGAACATGTGATCATCCAGGCCGAGTTCTATCTGAATCCTGACCAATCAGGCGAGm 
nCCATGTGGATATGGCAAAGAAGGAGACGGTCTGGCGGCTTGAAGAAnTGGACGATnGGCAGCmGAGGCTCAAGGTGCATTGGCCA^ 
GAAATCATGACAAAGCGCTCCAACTATACTCCGATCACCAATGTACCTCCAGAGGTAACTGTGCTCACGAACAGCCCTGTGGAACTG^ 

>ncrc5515.seq 

GGACGCTCTCnCCTGTCmGTGGCTCCGGAAAGGCGmGGGATGCCAACGATGAGGCTGCTGTCAmGTGGTGnGGCTCTATTTGCTGTCACTCAAGCAGAG^ 
GGCTTTTGGCnCCAAATCACTGCTGAACAGATACGCCGTGGAGGGACGAGACCTGACCTTGCAGTACAACATCTACAATGTTGGGTCAAGTGCTGCA™ 
TGAnCCTrCCCTCCAGAAGACmGGCATTGTGTCTGGAATGCTCAATGTCAAATGGGACCGGAnGCCCCTGCTAGCAATGTCTCCCACACTGTGGTCCT^ 
GGTTATnCAACTTCACCTCGGCAACAAnAC™CCTGGCCCAGGAGGATGGGCCCGTTGTGAnGGCTCTACCAGTGCACCTGGACAGGGAGGAATC^ 

>ncrc5516.seq 

GATNAGCTCCTACCACAnGGGGAAATACCAGTGAATCATCTCTGCnCTTCCTAAATGTCACATCCCTTAmGGCTAAGTCCTAGTTGTAG 

TCCTCCTnAAAAAAGTGAGAGGTGGCTmcmCAAAGTAAGTTTCAGTCGCAATATCTAAAAAGTTGGAAAGCCCAACCTGTAAATG 

ATTnAAGAACACCAAAGGACTCGTCATAGCCCTAmGTATGTCAAGAATAGAAATTGTGAACAAnCCTAAAACTACT^ 

>ncrc5518,seq 

GGACGCCTCGnGGGnTTGGAGGCCGTGAANCAGCCGTnGAGnTGGCTGCGGGTGGAGAACGnTGTCANGGGCCCGGCCAAGAAGGAGGCCCGCCTGnACGATGGTGTCC 

ATGAGmCAAGCGGAACCGCAGTGACCGGTTCTACAGCACCCGGTGCTGCGGCTGTTGCCATGTCCGCACCGGGACGATCATCCTGGGGACCTGGTACATGGTAGTAAACCTAnG 

ATGGCAATmGCTGACTGTGGAAGTGACTCATCCAAACTCCATGCCAGCTGTCAACAnCAGTATGAAGTCATCGGTAAnACTAn^ 

CTTTTTGCCGTCTCT 
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>ncrc5519.seq 

GGACCAGGGGACTCAGMGGCCMGCAGAMTGACCATGACCATAMGCCGCTAGACAGGGATAGMGCAG^^ 
GAAGAAAACTAATTTTTAC 

>ncrc5520.seq 

ATCACAATCnGCTGAAGTOTTCCTGGTCAnCTACTGAGAATCnCGTAmGCCTCACAATACTAGAATCT^^ 
GAATACCAAGAAATAAGGCAGATGAAGnATTnAmAATAGTAACAGCAACAACAACAATAAGGCCA^ 
CCTGGAGGGAGAGTGGGAACGTGAGTCTGGAATTGAATOTmATmCTCCGAGAAACCACT^^^ 
TATACTGATGGATGTGGAGAATAAnGTACACTGGATGAGATTTnGTGGAAAnGATACCnACCnAC™ 

>ncrc5521.seq 

CAATTGGGGGCTACTAATTGAmGTTGCTTGGAnTCCTGAGAAmCTCTAmGTAGGAGGGGmmCTT^ 

TGGTAGCCAAGGAATCTGTTGGGGAAGnCGGAAAGAAACCTmcmCTmAnCAGmAAAGTAAACTnATCCT^ 

AGAGAnAAGCTGACnGGATACAATATnTCTTTTGAAAATGAATnTCTTTnCATTTGTGA 

>ncrc5523.seq 

GGTTACTGCGCATCAAmAGAGGTATCCnAGCTACTCAnCTCCCAACTnCAGGGTCAAACTTnACTCTGTGTGmcnnATG 

AATAAAACTATTCimTGnmATGGGGACTAGAAGCAAGAGAAAAATGGAGnGGGGGAAAnAAmGTATACTCTACT^ 

CATTATGAATTmCCTCnCCAGAGAACCAAGAACCnCTCAAGGGACAAAnACTAAATATATAACTCmCTAACAATGTATAA^ 

TGCTAACTACTCAmGnAACTTGTATAGAAACTTCTGTTATTCAACGTAGTCCmTATTCCTAAATGGATAAGCAnAAM 

GC 

>ncrc5524.seq 

GCTCTCTCCGGTCCGTGCCTNCAAGCATGACAAAGAAAAGAAGGAACAATGGTCGTGCCAAAAAGGGCCGCGGCCACGTGCAGCCT^^ 
CCCAAGGACAAGGCCAnAAGAAAnCGTCAnCGAAAGATAGTGGAGGCCGCAGCAGTCAGGGACAmCTGAAGCGAGCGTCTTCGATGCCTATGTGC^^ 
ApCTACATOCTGTGTGAGTTGTGCAATTCACAGCAAAGTAGTCAGGAATCGATCTCGTGAAGCCCGCAAGGACCGAACACCCCCACCCC^^ 
GeT^CCCCACCAAAGCCCATGTAAGGAGCTGAGncnAAAGACTGAAGACAGGCTAnCTCTC^ 

>iSc5525.seq 

(%fGGCAGATCACGAGGTGAGGAGnCGAAACGGGCTGAGGAACATGGTGAAACCGCGTCTCTACTAAAAATACA^ 
A(y:AGGAGGCTGAGGCAGGAGAATTGCTTGAACCGCGGAGGCAGAGGTTGCAGTGAGGCGAGATGGCACGGCTGCA^^^ 

>n|rp5526.seq 

GA^GGAAATGACAnGAGCTTGmCAAATTCAGCGGCmGAnCAGOAAGCCACAACAGnAAAAACAAGGATATCAGGAA^ 
GWCAGCAGGCTGATGAATAAGATCTAAGAGTTACCTGGCTACAGAAAGAAGATGCCAGATGACA^^ 

>nfcfc5528.seq 

G^TnCGCTCAGGCGCGTGGCGCCGACAGGTATGGGCAAGTGTGGTGGACnCGTACTGCrAGGAAGCTCCGTAGTCACCGACGAGACCAG^ 
AgSTCAmGGGGACAGCCCTAAAGGCCAACCCTmGGAGGTGCnCTCATGCAAAAGGAATCGTGCTGGAAAAAGTAGGAGK^ 
TffpTAAGGGTCCAGCTGATCAAGAATGGCAAGAAAATCACAGCCmGTACCCAATGACGGTTGCTTGAACmAn 
A|gGTCATGGTGnGGTGATAnCCTGGAGTCCGCTTT 

>ai|)5533.seq 

Gi5jGGAmGCAAAGTAAATAmCAATAAGAAAAAAGCGAGATCmGGTGACCCTCTCGG 
>i|||5534.seq 

TGTACAAAGTAGTTGTTCTGACTGAAGTnNCTGTCCCATAGGATGAGGATnGGGCAGTGGGATAAAGCAGCTGCTTCAGTAGACG^^^^ 
CnCCAmCTGCAATGTGACCTTAACAAACATGACATCTGTTGAATAGTnCAGCATGCAmCCAGATGGTCATTAAGAGGAT^ 
GATAnGTnGTGGAACAAAGATACTGGTGTTTATGAAATGAATATGAAAGCCmGAAAGTCTACAAATA^ 
GTAAATGCATCTnACATCACAGGAATAnCTAAAATATTGAAAACTACACAGAATGATCmGGGAAAACTO 

>ncrc5536.seq 

GCGCTCTTCGGCACCTTTTCCTGTCTCAGGNATCGGAATGCGGGGTCGAGAGCTGATGGGCGGCATTGGGAAAACCATGATGCAGAGTGGCGGCACCmG 
TTGGGATGGGCATCCGATGCTAACGATGGTTGCGAACTACATCTGTCCCnCCCATCAATCCCAGCCCATGTACT 

>ncrc5537.seq 

GCTmCCGGCGGTGACGACCTACGCACACGAGTAACATGCCTCTGGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAGGAGGAAACACAAGAAGAM 
CCCCAATTCCTACTTCATGGATGTGAAATGCCCAGGATGGTATAAAATCACCACGGTCTTOGCCATGCACAAAGGGTAGTmGTGTGTTGGCTGGTCCACTGT 
CAGGAGGAAAAGGAAGGCnACAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTGTGAGTCAAGATGAGTGGGAAAGCATCTCAATAAA 

>nCTc5539.seq 

ATATATAAATATATATATATATACnCTAmGTGGGTACmAGGAAAATGGGGmGGTGAGTGTAAATATGAATTGTC^^ 
GCTATCAGCCTCCCTGAACGATTAAACAGCTCCTCCCAGC 

> ncrc55 40.seq 

GTTTTGAGACTGTnATTTnGCTCCTCAAATmGGCTAGGTGGGCAAAnCAGTGTAGTGTAGAGAT^ 

AATCAmGTGAAGTGGATAGATGACCATCTTCCCCCCTTTTmGGTnCTGTGTTCTTAAAGTCTGCTAATCCCAGGGTCGAACTGn^ 

AATAAAAGAGATTGATGAGAmGATGAATGAAATAAAGAAACmGATCATTAACACAAmAAAATCAAAGGTCnTATAC^^^ 

TAAATAAAAGGGGAAATATAATCTGAATGnACAGAACTAAAAAATAAnATGAAGAAAACACTTCAT 

>ncrc5542.seq 

CTTmGAGGAAGACGCGGTCGTAAGGGCTGANGATTmGGTCCGCACGCTCCTGCTCCTGACTCACGGCTGnCGCTCTCGCCGAGGAACAAGTCGG^^^ 
AAGAGGCATGGCTTnAAGGATACCGGAAAAACAGCGGTGGAGGGGGAGGTGGGAATTCACGGAATTCGAATGACCCTAACAAGGCGCAAGGTAAAATC^ 
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GACTTGATMGAGGCGCAAMGAAMGMTCTCAMGTGAMGGACCAGTTCGMTGCCTACCMGACm 
GGATCGmCCAGATGAGAAnCACAAGCGACTCAnGACnGCACAGTCGlTCTGAGAnGnAAGCAGATOCnC^^^ 

>ncrc5544.seq 

GTTAACATACCCTOGTATGTGTGTATGTAnGTGCCCAGNATTATACACATACCACTGTAATAAT^^^ 
>ncrc5545.seq 

gggggcggtggcgcgtgcctgtagtctcagcctcccgtgtagctggta™caggtgcccaccaccatgcctggctaatttt^^ 
tctgngcagcaacaaaaactgggtatacacacaaaataattgaaaacatgatamatacatctagggtgatgtgagg^^^ 
canggaaaaataaaatatggtgtgtacagacactggaatgnancagctgtaaaaaggcatgatattctgatacatgctatggcatcaaagatc^ 
taagtgagacacgggaaaacacatgttttgtgattttaattatat 

>ncrc5546.seq 

GGTCnCCTnCTCCGCCTCGTGGTGTGnGTTGACTCCGCTGCTCGCCATGTCnCTCACAAGACmCAGGATTAAGCGATTCCTGGCCAAGAAA^ 
CCCAGTGGAnCGGATGAAAACTGGAAATAAAATCAGGTACAACTCCAAAAGGAGACATTGGAGAAGAACCAAGCTGGGTCTATAAGGAATTGCACATGAGATGGCA 
GCTGTCTGAAGGTCACGATCATGnACCATATCAAGCTGAAAATGTCACCACTATCTGGAGATnCGACGTGnnCCTCTCTGAATCTGTOTGA^ 
AATAAATATTGTAAGGCCTTTCTTTCT 

>ncrc5548.seq 

AATGAAAATAAGCTCTTmAATGATGTCACTGmGCAAGAGTCTGATTCTTTAAGTATAnM 
>ncrc5549.seq 

AACTOTAAATAACATAmCTTCAGACTAACATCTTAAAACACTGAGCTCTATGAGGTAmACTGTGCAATAACTGATTCAT^ 
CACTGCTGTTAAnAATGTCACTTCCAAGAAGAAAAACTGTTCTGnGTAAAAAATATAAnGCTCnAATTCnGGGGAGG™^ 
ACAACTACnAATGTACnACACTGTAAGCGTTGnGCmACCGAAGACAAATGTAATmATCAnGCmTGTAGTATn 
TTAGTmTGCATTGTCCAGACnCTTOTOGATGGGAGATGTnCTTTTTCTGTCTTCTAGACTAAATAGAG^^^ 

>igc5550.seq 

GydATTCAGAATTAATACnAAACTGTGTATGnAAACAGGnTTCTGCAGAnGCAmGGTGncnCAmACT^^ 
TT^AGAAGGGGGCCAGnAAGGGCnAGGTGCAAGGGATGCATOGACnACAACCnCTATCTTTGGTGTATGAGAAATAGnCAAT^^^ 
CimsCTCACTCTCCTGCGTTCAGGCTAGACTGGAACTGAACTGTTTTAATGTAATATGGGAAGGATGGAGGGGCCAGGAAGATAA 
A|^GATTCTCTGATAGTCCCACATAAGGAAATAnTCGTTATATCTAATGTAAATATTTATGC 

>nctfc5551.seq 

GSANCNCGGTTTGTATAGCAGATnGTACAGNTmGATGGTnGCTCATATCCATGGCGCAnGAACTCAAC™n^^ 

GglTCCTGGGCAACCCCCCACCATCATGCCCACAGAAAGGGGAGTTCAGAAGTGCTGGAAATTGTCCTT^ 

AACTTTTCTCAGTGATTTnTGAGATA^ 

T€GAGTGGGTTCCTTGGCAI i II 1 1 IGTGAGTTAGTTATTCCTCCATGTGTATTCCATGGGATCACCTCTGTGATAAACTACnGCCACTGAATATnGTCTCAGGGG^ 
A||CCAGACCA 

>ijctt5552.seq 

GlIICGGGGGTATACTACGGTCAATGCTCTGAAATCTGTGGAGCAAACCACAGTmCATGCCCATCGTCCTAG^ 
AlfpCACCCCCTCTACCCCCTGTAGAGCCTA 

':rss- 

>nspc5553.seq 

G||f\CACGTGCAAAAGATGCCACAAATGTGGCANCAGCCTnGAGGAAGCGGTTGGAAGAGTTCTTGCTAGC^^ 
ACCGAAAGCCCAAGCCTAGCTCATCnGCTGTTGATTGTOGATTGnGATGCATTCTAACCAACTCACACATATACACAAAATCM 
GCAGTGTATCATCTACTAATAAAATTAAACTAATGTTGCTGCnCATTAGTTGGTGGGAGAAGGGACACATCCACTCnGGAGGM 
ATTGTAACAGnGTCTAATAACGTTTCnTAATTTAAAT 

>ncrc5555.seq 

AGGGGCAGAnGACACCTCACACGGCTGGGTACGCCTCTGAGAGGAAGGTTCCAGAGGAACAATCAGGCAGGAACATTTGCTGTOAGCAATATTCGCTGnCT 
CTGATACCCAGGCAAAGAGGGTCTGGAGTGGACCTCCAGCAAACTCCAACAGACCTGGAGCTGAGGGTCCTGACTGnAGAAGGAAAACTAACAAACATAA^ 



>ncrc5556.seq 

TGTGCTTCCTGGCAGTGGTAnAACAAGTAAGAAGGACAAGTGAATGATGAGAGAGCGAGAGAAGCAAAAGGGAGAGGGAATATCmTAAA^ 
AGmTCACTACTGGAATAAATGATTATGmGTAGCAGCAAAAAATCAAGTnAGGGACATnGGCTGGTTmG^^ 

>ncrc5557.seq 

GGAGAGGACTTCCAAATGTGGTTACCTCAGCTATATCAGTGCCCAACATCAGAAAACCTGACGGCTATGATTAGTATGCCTnTGTAA^ 

GAACAGCAAGAGCAAnACTACTGGTTCTGGGCAGACCnATCGAAAGTCTGGTACAACTGTCCTOGACTGATGAGCAAAGGAGGAGTCAACTA^^ 

GACACTGAAAAACATTTTATTAATAAAGAATATTGACATGAGTTA 

>ncrc5559.seq 

AAGATGGGTCACCAGCAGCTGTACTGGAGCCCCCGCGAAAATTCGGCCAGGGTTCTCGCTCTTGTCGTGTCTGTTCAAACCGGCACGGTCTGATGCGGAAATA^^ 

GCGGCGAGTGmCGGTGAGTACGCGAAGGATATCGGTTTCATTAAGnGGACTAAATGCTCTTCCTTCAGAGGATTATCCGGGGGATCTACTGAATGAA^ 

ATATAAAATAAACATTTG 



>ncrc5560.seq 

GGGAGGCTAAGGCAGGAGAATCACTTGAACCCAGAAGGTGGAGGnGCAGTGAGCTGAGATTGTGCCATTGCTCTCCAGCCTGGGAGATGAG^^^ 
>ncrc5561.seq 
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AGCAGGTCACTATGCCATGATGANAGGAGnTTAGGGGMTGGGAGGAMCAGMGCAGMGCCTGTMACCAGnGGTGTGMTGGGTGAGGGGCCA^ 
ACnCTCAAGATACGTGGTGG 

>ncrc5563.seq 

GATGGCTCAACATATGAAAATCAGTCAATGTAATGTGCCACATTAACAAAATAAGGAACAAAAACTAC^^ 

CATGATAAAAACAATCAATAAAGTATGAATAGAGGGAAACTATCTCAACACGATAAAAGCCATACACGAAM 

GATCAGGAACAAAGCAAAGATGCCCATCCmCCACTACTATTCAACATAGTACTGAAAmCCAGCCAGAGCAAn 

>ncrc5564.seq 

AACATCCCAAnGCTGCAACTGAAGAACTGCNTNCAAGCACCnAAnCCAGGAAAGCACAGAGGACAAAGTTAATTCAA^ 

CTGTTTACAAAAAGAATCAAATACCACTATGAATAAGGAnCAGGGGnnTAATCTACTTTCCATA^ 

ACAGAAACAAGCTACTCTGACATTATGGGAGCTTCAAAATTGTATCATGATACAGAAACACTCCTTAGCACTT^^ 

GTAGGTAmGGGnCATTAATCTGCTCACTTGAGGACmGTmGAAAAAGTACCnCTGTGGACAAGGTAn^ 

CCTGAGTGAATC 

>ncrc5565.seq 

ATATGATGCmCTTAACGnGAAAnGCACATTCACATTGGACTGAGACmGAA^ 
TGTAATGTTmAAGCCnCTATCTTTTTAGGACACAGTTTGTTTAAGC 

>ncrc5566.seq 

CAGCCTGGTATnACAGCCTTGATATCnGAAACAGAATCACTATGAnCmGGCATTTTATCACTGGAGCTACCAGT^ 

GGCATGGAmcnTAGAGAATTCAAGCAGAGATCTCACCATGTCAAGGAACCACAAATATGGTAAAGTGGAGAGTGAGTGCAnATAA^ 

GTTAAGTGCmCAGAAGnGnGTTGCTGTmAAmCCATGACTCAATATATTGTGTAGAATATAnCAGTAG^ 

ATG 

>ncrc5568.seq 

A&fiiTGGGTAGATGAAGATGCAGCTTGCAAATAGAGAAGAATAGATAGATGGAGGTTTGTCTGGACATCTGGGTGAAGT^ 
A^gAAGAGGAAGAAGATGGGGAAATGAGAGAATAGCATGmTGTGGGGGATTTTTmATATAT^^ 

>fefc5569.seq 

AfliBTCACTCAmAGGTAAAAGNAAmCTAAmACTGnGCCCATTGCACTTACATACCACCACCAAGAAAGCGnCAAGATG 

ArSTTACAIGTAGAAAAATACTGAmTAAATAmTCCATATTAACAAmAAGAGAGAATC^^ 

QC^CAAGGGAAAGnATTTTTCAGACATATnGAATGACTGCTGTACTG 

>&5571.seq 

G^GGAAATGGCATCAnATAAGGTATGAGnGAAATGnCTGTCAAATGTGTCTCAGATCTACACGTGGCnGGAGGCnn^^ 
A©^GCTTAGAmCCCTAnGTGACAGAGCCATGGTGTGTrTGTAATAATAAAACCAAAGAAAC 

>fip^575.seq 

GMTGAGTCCCTGGNAACGGCAGNATGGGTGAAATGGAAGAGAACmGCCGTTGAAGCTGCTAACTACCA^ 
Gg^ATGGTTCGTCACCTTCGTGAATACCAAGACCTGCTCAATGnAAGATGGCCCTTGACAnGAGAnGCCACCTO^ 
crmGCAAACTmCCTCCCTGAACCTGAGGGAAACTAATCTGGATTCACTCCCTCTGGnGATACCCACTCAAAAAGGACAC^^^ 
GipTGAACGAAACTTCTCAGCATCACGATGA 

>neFb5576.seq 

A|t|3TCCTCATTGCATGTGTAGmGAGGACAGTATGCCAAACCTTACGGCCAAGmCTTCTAGTATG^^^ 
TATAAGT 

>ncrc5577.seq 

GGCTCTACCCCCTCMAANGGTGGATGCATCTGCTTGTGmCTTGGGGTGACTO^ 

GTATCAGTACI I II II ITAAGCTCTGGCACATTGACCTCTATGTGTOCCAGTCAnAATGAGCTGCTGCAGAGGTGAGTATTTGTTTTACT 
>ncrc5580.seq 

NAAGGANCCCTGTGCTGATCTGCCGGAAGATNGAACTTGGAATGGCAGNGCACCATGCTGCATTTCAAnGAATGTGAGTTGGCTACT^ 
AGACTAAGCATGGGAAGTGCTGTGCAGTATAGCTGTAAACCTGGACACAnCTAGGAGGCTCTGACnAAGGCmGTCTAGAGAATAGAAAGTGGAGTGGTGC^ 
AAGCCAmCATGCAAAAAGGCAAATCCAGTCATGAATGGATCCATCAAAGGAAGCAACTACACATACCTGAGCAGGTTGTACTATGAGTGTGACCCCGGATAT^^ 
GAGAGGAGAAGATGCCAGGATGACAAAAAGTGGGATGAGGATGAGCCGATITGCATTCCTGTGGACTG 

>ncrc5581.seq 

CnGGnGGATAGGTAAAACTGTAGTGACANAGGACAGATOGTGGnATOGTGGGTAGGGGTGATAGGTGTGATGATAAAGGATAATGCAAGATA 
GTATGTTGATTATGGTGGTGGCTATAGAAATTGAGAGGTATAGTAAGATTCGTAGAAGTnAG 

>ncrc5583.seq 

GATGAnGGGGGAAGTAAAGACCAAGTGCmGAAATGACGATTGCACAGTTTCAGAAmCTACAGACAGnCAAGGAAATTGCTGCAGTTATTG 

GGTTGATAAATTGCTATCATTCTAAAGTCATGGACnGACTnCGGGAACAAAACTAAATAAGGATGGAACAGTTAnGAATGAAAAATC 

AAATCAGAGAAG 

>ncrc5587.seq 

CTGTGTGAAACTGTmCCCTGCAGCACGGAAGGCTGTGTGATGTCTGAAAGATTTAATGATTAATTTAAAAAGAGAAGCTTA^^^^ 

ATGCAAAAAAGAGGTTGTGTAGGCAGGAGAATGGTAAGGAAAAAGAATAAAGGTGGAGGGATCAGGGTATGGTAGTTAAAAGTATACTATM 

GTGGTAGAAAAAGAAGGATATAGAG 

>ncrc5588.seq 
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MGACANGGAMGGCATCCCTCCTGACCGCATAGGnGATCmGCTGGGAMCAGCTGGMGATGGACGCACCCTGTCTGACTACM 
TGCTCCGTCTCAGAGGTGGGATGCAGATCTTCGTGAAGACCCTGACTGGTAAGACCATCACCCTCGAAGTGGAGCCGAGTGACAC 
AGGAAGGCATCCCTCCTGACCAGCAGAGGnGATCmGCTGGGAAACAGCTGGAAGATGGACGCACCCTGTCT^^ 
GTCTCAGAGGTGGGATGCAGATCTTCGTGAAGACCCTGACTGGTAAGACCAT 

>ncrc5589.seq 

CTGGACTGAGGCTAAGCGCCGTGATGGCCGCAAACTGGTGCCnGGGTAGACACTATTAAAGAGTCAGACAmTnACAAA^ 
AAGTTGTTCAGACmACGATCCCTGTATGCCGCCAAGGATGGGACTTCCAGCTAATGAATTTGTAC^^^ 
AACAnCTGGCAAAAAAAAATCAGTTnATGAAGAGTAAGTGGAACCTGGGATGCAGGAACAAAAGAAGGAAATGTTG 
ANAAACAGAnCTCAGTTCATTTnACTCCCACTGTATOTAGmAACAAAAAnGmATCTTG 

>ncrc5591.seq 

gaaaaaagataca™caactgttgccacagtaaatacaagaaatcatcagagactattatgaacaactat^ 

>ncrc5592.seq 

AAAAGCACAGGCTimCCACCGGCATCATCANTGCTATCATCAnAACAGCGTAATTATACAAGCATATnAATGCTGAG^ 

ACCCACAACAACTGTAGmCTOCTTGGCCAAGAGAATGCTTATnAAGTGTTAGACTTCCAnCTGGCAAAATCTTGCCTTATC^ 

TTGGTCTTCTACTTAGAAAAACGTAnGCAGTTAGTTOTCTTGTAGTAnCATCmGTATTCTGAAGATAAGGmGAA^ 

aatgtgaa™taaatgaga 

>ncrc5593.seq 

GnCATGATnAAAAAAAATACCATGAGAATCNTmACCAAGTAAnTACTnATACAAATAATTAGAAA™^ 

TCATAAAATAGAATTGGAAAAGGCGGGTAAATCAACATAAnGGTAACTGGCAAAAGmCAAGCATTCTGCCTAAGAAGTGGA 

CAATTTAGTACTGGAAGTCTTAACCAGAGCAATCAGG 

>ncrc5595.seq 

d^AAATGCCCCATGCCCAGCTAATmGTGTnTOGTAGAGACTGGGmCACCATGnGGCCAGGCTGGTCn 

AgGnGAGAnACAGGTATGAGCCACTGCACACAGGCACACTnGTATCAnGTACATAGCCnAAACTATCAT^^^ 

A|S|AGGCAGAAATGGAGmGAnTACATAGTAGGAACTATAGGATAAGAACCACAGCTGTTAAGCTA 

>!^597.seq 

A?^GGTGTACATGGTGGC™TGCCTGTAATCCCAGCTAnCCTGAGGCTGAGGCTGGAAGATCACTTGAGCCTGGA^ 
AeQTAGTGAGACGATGTCTCTTTTC 

>ji®:5601.seq 

CIV^TGAAAATAAATAAGCGCTCAGGAGTTCCTGCCTCTGCGCGAGTATTGAGAATGGGATAGCnGGTTCT^^^ 

AmATAA GAGCTAG GATAGTAATTTTAAGATCTAAAGATAGCATAGmGTGGTGAAACCTTAGAAAAATCTAAAT^^ 

mATAGCCi 1 1 11 1 iCCATACACnGGAGCATATAACAAACCTAAGAAAGTnAAAAGTAnCCAAAGAAAGCAGAACTTAGCTAGGAGAAm^ 

>0i^6O3.seq 

GlIfCCTTGGAACGCCATGAAGTmCTGCATNATGGAGACTGGCGAGACnGGGTCTACCCCAATC^^ 
AAO^CATCTGGmGGAGAAACCATCAATGGTGGCnCCATnCAGCTATGGAGATGACAATCTGGCTGCCAACACTGCCAACGTC 
A@CTCCCAGAACATCACCTACGACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTCCAATG^ 
C^GGGGAATAGCAGGnCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTG 

>|li5604.seq 

AATGATNCCTATGGmCTAAAATTCmnGTCTAAAATCATGAAGATGGCAGATGCACAAAATAATAGATCT^^^ 
AGGCTGAGGCAGGAGGATTACTGGAGGCCAGGAGTTCAGGAACAGCCTGGCAACAAAGTGAGACCCCATCTCTGCACACATAC 

>ncrc5605.seq 

GmGTCCTCCTGGTACTCATGTATTTirrmNCGATCTCmCCCCAAGTTGCTAnG 

GTAGCTATAAAGCAGCTATAAAACAGAAATACATGCATAGCTGCAGAAACCATGATAGGTAGAGGACnnCTmGGTm 
GAGATTTTTATTAC 

>ncrc5607.seq 

GAAGCNATGGAGCTCCTCACTGGACTCGCCTTTCTCCTCTCCTCCCCGCAGGAGGAACTTGAAAGGAGGGTAAAAAGACTAAAATGAGGGGGAACAGAGTTCAC 

AACTGTCACCAAAAnCATAAAAAACAATAGTACTGTGCCTCTTTCnCTCAAACAATGGATGACACAAAACTATGAGAGTGACAAAATGGTGACAGG 

ACCATGAAGGTTGTTnGCTTAnGTATAmGTGTATGTAGTGTAACTATTnGTACAATAGAGGA^^^^ 

>ncrc5608.seq 

GGACCCCCAAGCTCnCTAAAACAAmGATCTCCTAAACCACTTGAATGCTGACAAGTnGAATCCACAGATTTAGATATGCTAATC^ 
CAAGACTCGTCATGAAGAATTTAAAAAATATGAAATGATGAAGGAACATGAAAGGAGAGAATAnTAAAAACATTGAATGAAGAAAAGAGAAAA^ 
GAAGAAAAAGCATGAAAATCACCCTAAAGTTAATCACCCAGGAAGCAAAGATCAACTAAAAGAGGTATGGGAAGAGACTGATGGATTGGATCCTAATGA 
TCAAAnACATGATGTCAATAGTGATGGATTCCTGGATGAACAAGAAnAGAAGCCCTAmACTAAAGAGTTGGAGA^ 

>ncrc5609.seq 

AGGAGCCCAAGnGTAGTACACnTAAGTGAAnTATATATACACAGAATAGnTTCAAAAGGTCAGATGATAACATATGmGTACn 
>ncrc5611.seq 

AAATATCAAnCmAATCTCCTACCAACTNTACTAAGTAGCAGTTAmiCTCTATnTACAAATAAGGAAACCAAGGCATGGAGAGGCT^ 
ATCTGGCTAAGCTGGGAmGAACCCAGGGGAmGGCTCTAGCATGTGTACTCCTGGCCACTACATTGTGCTGATGCTTCTGATGACTCCTGTTATAGGATAn 
GTGnAGAAAGAAAAGCATGTAAAACATAACTAATGAAGGTATAATAGATAGAATGACATGCCATAGGAGGTAGGGACTCTGTGTGTCCnCATGACACTGGCTGCACTGGGG 
TGTCCCCAmCTCAGGTGCATGTATGAAGCAGAAAGGGCATGCATTTGCTATCAAGAnGTAAAGATGAAGAAAnGAGGCTCAAAGTGGTGAAGTC^^ 
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>ncrc5614.seq 

GGACCATGTACnAAGAGTTAGTGTATATGCGTNATGTCMTTGAGAnGGCTnGMCmGTCTGGGTGGGG™^ 
TnAGCTCAGACTTncnCAGAGACnGTGTAAGTAGGCTGTGGTCmGCAGTCnCCAGGTmCAnGAATGGTC^ 
TGGAACAGAGAAAAATTGACTCTCCAGAAATCmGAAAAGGGCAGAGGCTGAAGTATACAAACTGAAAGCTGA^ 
ACATGTCACTnAAAGGTAGGAGACATCTCCCATCTAAACATCACAGCTGGnCTATGTTm 

>ncrc5616.seq 

GCAACTCGGTGGTGGCCCTGCGCAGACCTTNCnCGCTCGTACTCGTGCGCCTCGCnCGCTmCCTC^^ 
AAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGC^ 
CTGTACATTCCACAAGCATTGCCnCTTATTnACnCTmAGCTGnTAACTnGTAAGATGC^ 
CTGACAACGAAGGCCGCGCCTGCCTTTCCCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAA 

>ncrc5619.seq 

AATCANCAGCAATCCGAAATmTTGGCCCTNGATCCTACAGCmAGCATCmCTTGTACmACTGCTCTTATACTA^ 
CACACCTTCTTCTGTTAATGGTAGCCTCTGGGAAGCAGGAATTGAGGAACAGATTCTCCAGCCATGGATTGTGGTGAATCTCGTGGTGGCTCTO 
TGCCmTAGGCCAGGCATGGATCnAGTGAAGAGnAATGnCTCCTCAGAGGTGGAAGAATATCCTGATAAAGAGAAAGAAATCAAAGCC^ 
GGAATAATGACCCAGTAmGTCCGATTnTGTTTnAAATGTATTm 

>ncrc5621.seq 

AGTCCACATAGnATGAGACTGAACACCTGANnAATAGATGTTCCATAAGAAGAACTAGGGAAACACGATGnATACAAGCAACCTOGGA^ 
AGATAAGGAAACTGAGnCAGAGATGTGAAGTGACTTGCCCAAGAnGTGACCGnCATAGCAAAGCTGGACCTATAAGCTATGTnAC^^ 
AGTTGTAAACTAAAAnCAAAGGAAAAACAAAAGCCCTCACCTATmATACmGnGGGTGTTTGTCTGATGGATCTGTGAAGTGTGGAAGGC^ 
AGATGTAGCGTTTTCCTTGATATAAGCCACTGCTGTCATTTAAGCGATTAT 

>ncrc5625.seq 

AAGCTTTGTGGmGAGATTTGCAGAGNAATGGGGGGAGTAGAmCCTCTTCCCATTCATTGTCATAATGGATCTAGATCACTGAT 
T^mTAAAAGACACTTTAAAAAGTAAAAGGCCTAGAGATCnCAATGAAGTGTCCCTmAGCCAAA^ 
(^CAGAATOCCCAAGGGTCACACATTTTGTATTCATTnCTTATAAmGCCCAAATGAmGAAGTACAGCAAAACCTGA^ 
GgAGAGTGCTCGGTGACCCACnCTCCAGACCCTGTCAACCTGTGAAAATAnGGCCTnAnCAGATCT^^ 

>®:5626.seq 

APAATGTGGCCCTGAGTGTAAAAGATTTTGATTmCAGGAGTAGGCAAAATCTAGAATATGTGTAATGATCCnCAAW 
Aftfe^AGTGATTAAAGGTCTGTAGAmTATCATAGGTAAAnATATCATAAT^ 

G/^AGTAAAACTATAAGGCAAGAAAAACmCCTTATAAAGTTGGCTCAAGGGAAGTCTGGAGCACATATTAAGATTGAGA^ 
AqiSsGCCmGAAATCCnAATGAATTAAAATGACTAAGGATmCTGAAGGCT^ 

>ncrc5628.seq 

GfeCCCCTCAmACATAAATATOTACTAGCATmCCATCTCACnCTAGGAATACTAGTATATCGCTCACACCTCATATC^^^ 

CprATAGCTAGTCTGATAACCCTCAACACCCACTCCCTCTTAGGCAATAnGTGCCTATTGCCATACTAGTCmGCCGCCTGCGAAGCAGCGGT 

T||PCAACACATATGGCCTAGACTACGCACATAACCTAAACCTACTCCAATGCTAAAACTAATCGTCCCAACAATO 

>^ljt5631.seq 

Gi^AACTGCGTGGGCTGCCGGGCTGGCCCATNTOGGGTmCAGGAAATnGGAAGCTGCCGCAGTAGTTGGAGTCTAAGGACTCGTC^^ 
A0^GGAGGATGCCACTGGAGTGATGCTCnCAATGCCACTATCCTTCCCATCTCTC™CCCTCAGTACCACACAATACTAAGCCTO 
G|||ATGAAGTGTAncnCACTGGTTTGCCAAnGGTCAGGTCCCCAGCGTGAACGmCCTAGAGGACCTGGTAGCTAAGGCAG 
T^SAGCAGCTTAGTGTGTCTGGGGCAGACCGACCACCnCTATCTnGAGTGCCAGCTACATGTTTGGGATCAGTG 

>ncrc5633.seq 

AACCTAATGGTCTGCAACCTGGCCTACAGCGGGAA GCTGG AAGAGnGAAGGAGAGTAnCTGGCCGATAAATCCCTGGGTACTAGAACTGACCAGGACAGCA^^ 
TGGGCATGCTCAGCTGGACATACAGAAATTGTTGAATTmGTTGCAACnGGAGTGCCAGTGAATGATAAAG^^ 
GGATGAGAnGTAAAAGCCCnCTGGGAAAAGGTGCTCAAGTGAATGCTGTCAATCAAAATGGCTGTACTCCC™CATTATGCAGCTT^^ 
TACTGGAAGGCGGGGCTAATCCAGATGCTAAGGACCAnATGA 

>ncrc5635.seq 

AGAAGCGGTGCATACCTCAGANCCTGGATAAATAACAGACTATTGAACCTGGAACTGGCmGACCATGAAACTGTGAATGGCCCTAACnCA^ 

GGCCCAATGGCGAGGAGAGGAAAGGCCAAGGGAAGAGAAAAGTCTGCGTOGTCTGGAGAAGnGGACTAGTGAGGTAATGGATGTCATCAATC^ 

CTCTGAGCTACTACnTGCATCTGTACTG 

>ncrc5636.seq 

ATCnCCGTACCGTACCTGGGAGGGCTGAGTCGACGAGGCGGTCGTGCTCACTCACTCTCCAmGTGCnCTAGCTGCTGACCTCTGGAGTGAATlTTTCTGCAG^^ 
GCTCCCCATGTGTGCACCTGAAGAGTOTAGAAAGCCCTGrTCACGmCTTTCACACATGTCCTTOTGTCATGGGCAACGTGTGTTCAnGAAAT^ 
TGTATAATmCACTGTACAAGAAACmTATACnAAAACATCnCCAGTGTOGGCCTGGTGCGATGGCTCATGCGTGTAATCCCAGCACm 
CTGAGGTCAGGAGTTTGAGACTAGCCTGACCAATATGATGAAACGCTGTGTCTACTAAAAATACAAAAATCAGCCGGGCATGGTG 

>ncrc5638.seq 

AAGGTAANAAGGAGGTGGGAAAAATTTTAAAACnGAGGGTAAAAATGTGGAAAACAAACCCTCCCATCCCTTGTAGATTGTAAATAA^ 
TCTnAATGnACmAAAAnGCTATGAnGTAnGTAGGmTnAATGTCTGATTGAAACACAAAmACATGCATGm 

>ncrc5640.seq 

AAACCTNTTTTmAGGCCCAGNATTGTAAATAnTTAGmTTCCAGnAACTAGAAATATCAGTA^ 

ATAATGATTGAGTACAACTTAATTGAAGTTCAAGGnGCTATTCGTTGTCATCAAAATTGACTGTAAATGnCATCTGnAATGCTGAm 

AGAAAnTmAAACAAATAGGTCCTATGAAATACTGATACTAATCCATAAGCAAATGATmAATTGTGAATATCAATC^ 

TGTCCATATCCTAAnCCCAGAGGnATGAATGTTACTTCAGATGGTATGAGATATrTACTGGTG 
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>ncrc5643.seq 

CATATCTGnGAMCACTCnGMTCTCCAGTMTAMGACTACmATTATGGGAMnAACTT^ 
nCAnAGGATATTGGCCTGTAGTTCTCTGCI 1 1 1 ITTTGni I II I if I 

>ncrc5644.seq 

GAATGTGCACmCAAAACTCAGCACAGAnGCTAAAGCTCTGGnAATGCACAAGTGGAmCCAGGCAATG^ 
CACTOTACACCCACATGACCCACTTCCTAAAGCAGTGmCTCmGTCAGACTAAAAACGATGCAGATGCAAGCCTGT^^ 
TGCnATmATm™TGnGTAAAATGCTAGTATAAACAAACAAAnAATGTTGnCTAAAGGCT^ 
GGTACTCTGTGAAAGAAGAG 

>ncrc5645.seq 

GGAAGGCCAGAGGAAACCTGGAGCTTAGGCCTGGGGGAGCCCATCCAGGAACATGCAGTCCCAGCAGACCAGGCTCCTGAGAAGAACmCAGCCAATAAAG 
>ncrc5647.seq 

AGAAATTGGAACTTnAAAATmGAAATGTTTANGAATGTAnAGAAAATGCATGCTTTATGT^ 

GCATGGGCACAAACTTAATCAGAAACATmGTGGAG™CATTTCCTC™™mATCAAGGnCAGTAnGATCmGAAACCnG 

TGmTATAGAAATGCCTAGAATmGAGACTAATAGTAGnATCCATTAAGGnCCAAAAGnnGTGCTTTnAA^ 

ATGGCCACAGTGTGTACTGCTGGAATGTTCCATGCAAAAGATGTAGGTTCAGAAGCACAGTGATTGCCCCAGGGTCGATGAGAT 

>ncrc5648.seq 

GGGAATNAGAGGAGGAAGCGGCTGGGAAGTGTGGCTGGAACACTTGCTACTGGATAATCGTAGCTTnAATGnGCGCGTCTTCAGGTTCn^ 
TGTACACGnTGGAAAATAATCTGCAGAAACGAGCTGTGCTTGCAAAGACTTCATAGTT 

>ncrc5650.seq 

GAAACCCnGTGGAATTGCCTCAGCAGCCAGNTACCCGACTGTGTGAGCTAGTGGACGGTGATGAGGAAGGACnGACTGGGGATGGCGCATGCATGGGAGGAAnCATC^ 

TACCAGCCCCCGCTGTGTCGGATACACACTCGAAT CATTGA AGATCCGAGTGTGAmGAATTCTGTGATATmCACACTGGTAAATGTTACC 

Tt^ATAnAnGAnCACTTACTGACmGCATmCGTTTnAAAAGG^^^ 

>FSD5651.seq 

NlrfAAGAAGAAA TCTGCAC AAAGNAACACGAATATACA^ 

Tl©3TAAGCCTCTTTTmGAGAGAGAATCTCGGCTCTGTCATCCAGGCGGAGGlTGCGGAGAGCCGA 

Am 

>nfe652.seq 

CiSAGGNGACAGTCTGGTTCCTGGGCATAATTCTCCAAAAACAACAGGGAAATAACTATAAATATAGGTTAACAmATO 
AgpACACAmAATCTnGCAATGAnGTATGAAATAAAGGTAnAnTCCATmACAGATGAGGAAACT^^ 

GmGAATATGAACCATAGCAGTCTGGCTCCAGAGCCCTCTTTCTCAAGCACTATGCAATAnGCCnACAAAAAACCAAnAAGGATAGATCTC^ 
Cf^CAGCTCAGTAGCAGTTCAGTGCTnGGCmGGAGTCACAGCCAAGTTCAAGTCATGGnGTGTGACmGGATm 

>Bef?5653.seq 

GlMGACCNCAGCGACTnAGGCTGGATAATATnAAAnCTTACCTCGCTGTTTCAGTGCTAGTAAGATCA^^^ 
C^^IWVGAAGAAGTAGAGAAGATAAATCCTGTCTTCAATACCTGGAAGGAAAAAC 

GillrTACACAATGAAGAAAGTACATGCACmGGGCnCTGTATGCCTGCTGCTTAATCTTGCCCCTGCCCCTCT^ 
T^GAGnGCCACCACTGAAACTTATGGATTGATmGTGCAnCAAGGCGGATGATGGCGCATGTAAAGCAATCATGAAAAGATT^ 

>|li5655.seq 

GGATATAGnATAATCTGATGGGCCTGGGTGNGAGTGGAAGAAGGGAAGCCTmGCAAATAGTAGAGTGTCAGTO 
ACAATAAAGCATnTGCAAAC 

>ncrc5656.seq 

AATGTCAAGGGCAGCCAGAAAAGNAAAGGTCnNTOCCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTGCAGAAGCCCTACAAGCCAGAAGA 

CAACAnCnAAAGAAAAGAACTnCAACCCAGAAmCATATCCAGCCAAACTAAGCnCATAAGTGAAGGAGAAATAAAACCCT^^ 

TACCAGGCCTGCCTOCAAGAGCTCCTGAAGGAAGCACTAAATATGGAAAGGAAAAACCACTACGAGCAACTGCAAAAACATATGAAAATGTA^ 

GCATCAACTAACGGGCAAAATAACCAGCTAGCATCATAACGACAGGATCAAAnCACATGTAACAATAnAACCTTAAATGCAAmGGGTAA^ 

CAAATTGAATAAAG 

>ncfc5659.seq 

AAGCCTGGAAGncnGCTGTGCTCCTTGATCACCTGAGCTGCCTGAGAnCCATnGGTGCTCTGCTTCGTGGAAGGCTTCCTmATGTmGTm 

TGCAGTGTGTAGGGGnTGAGCGGCTTGTTCATTCTCGnGGTnTTCCTCCCGCnCCCTCTCCATGAAGTGATTGTGnGAGAATAATGTATAGT^ 

CTGCAGAAAmCTCTGGGGTnnTCGGTGnAGAnCAAGAGTGCGCTAAAGGGGGGATGTTGCAnGAATAAAAGAGCAGTC^^ 



>ncrc5661.seq 

GGAATC™TGTNAGAAATATAAGCAGCTATGTACTOGAATAGGmTGAATGGGAGAGGTAGAACAGAGAGAGAATTAAGAAGGGATCTGAC™TAA^ 

AGTGATAGAAGATACGAATGnAGCAAGAAATTGACAAGCTGGTGGGnTAAGGTTATGCAAGTGGTAGTTGGGAAAGTAGGAGGTGTGGAAGAGGGmG^^^ 

GGAAAATGAAGGAGGAAGCCTGGTCTAAGAAGATAGTGTCmCAATAGAAATGATTTGTAAACTGCTACAGATTA^ 

>ncrc5663.seq 

CTCGAACTCGTGGCCTGAAGCGATCCTGCGANCTCGACCTCCCAAAGTGGTGGGAmCAGGTGTGAGCCAGCTGGGGTGGGGGGGCTTCTCCATATGCCTCGAAAAAGATGTGGCT 
GGAGAGTAGCCTGCTCCCACACTGTCACTGGATGTCATGGGGCCAATAAAATCTCCTGCAATTGTG 



>ncrc5664.seq 
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TGGATACGGnTTGGATGACCTTGAGAMTTAMTGGMTMCAGMGGAGAAAMCAGGTATAAMGGTCTMG^ 

AnCAGCATAGTCCTGCCCGCAAAGAmmAmACnCAAGAGnAAGAGTGGCAGmGGGGATAGCACCAGGAGATATCAGCTGT^^ 

AGTGTAAACAAGAGCAGGGCGTGTATGAGTAGTTGAGAACGGTGAATAGGAGTATGACTAGACAGAAGA 

>ncrc5667.seq 

CAGGAGAAGnGGATAAAGAGGTAmGTGAAGTGCGTACTATTTTnCAACTTCT^^ 
>ncrc5668.seq 

CAGACTACAGGTGmAGAGGCACAGAAAAAGGTGCAGnGGGnCTTAATGTGAAATGATGAGAAGCACAACTCCAGTGTGTCTCm 
AGATGTGCTGGATCATGGGAAAGCATTTGCAmGTTACTAGAnGnCAGAAGTTnAAmATC^^ 
GGAGGATGATCTGAGGCCAAGAGTTCAAGATCAGCCTGGGCAACATAGTGATACCCTATCTOTAAAAAAGAAGAAGm 
AAATGTCTTTTGTGCGTCrnTGAGATGA 

>ncrc5671.seq 

CGCGGTGGCGCGTGCCTGTAGTCTCAGCGTCCCAAAATGCTGAGATTACAGGCATGAGCGACTGTAGCCAGGCTnCCTTATAAAAnCAAAGAG^ 
AAATAAAACAAGTGCTCAGTTCTTACCGTGGCCTTGCAAGGTCTATATGTAAAAGAAATCTGAAATTTAGCTGTGG 

>ncrc5672.seq 

GTTCTCTGCAGTGGGAGCAGCTCTCCTGCCCAGCTCCTCACCCCCTGAAAATGTTCGCCTGCTCCAAGmGTCTCCACTCCCTCCnGGTGAAGAGCACCTCACAGCTGCTC 

GTCCGCTATCTGCAGTGGTGCTGAAACGACCGGAGATACTGACAGATGAGAGCCTCAGCAGCTTGGCAGTGTCATGTCCCCnACCTCACnGTCTCTAGCCGCAGCnCCAAACC 

GCGCCAmCAAGGGACATCGACACAGCAGCCAAGnCAnGGAGCTGGGGCTGCCACAGTTGGGGTNGGCTGGGnCTGGGGCTGGGATTGGAACTG 

>ncrc5673.seq 

CGGAAAAAAGGAACCmGGATACATAGGTATGGTCTGAGCTATGATATCAATTGGCTTCCTAGGGTnATCGTGTGAGCACACCATATAnTACAG 

AGCATAmCACCTCCGCTACCATAATCATCGCTATCCCCAGCGGCGTCAAAGTATnAGCTGACTCGCCACACTCCACGGAAGCAATATGAAATGATCTGCTC 

TAGGATTCATCTnCTTTTCACCGTAGGTGGCCTGACTGGCATTGTAnAGCAAACTCATCACTAGACATCGTACTACACGACACGT 

>liiSp5675.seq 

AlScCAAGGGCTAAAGCTGGGAGACTGAAAAAATGCAGACCGCCGGGGCATTAnCAmCTCCAGCTCTGATCGGCTGTTGTAGCAGGGGTCTAATCAGGCCTC 
CJS3AATAGCCCAGTGAATTCATCTAAACAGCCnCCTACAGCAACnCCCACTCCAGGTGGCCAGAGGGGAGnCCA^ 

TmTTGGTGCTGGGGCAGCCACAGnGGTGTGGCTGGTTCAGGGGCTGGGATTGGAACCGTGTnGGCAGGTTGATCAnGGCTATGCCAGGAACCCGTC^^ 
Tf||"CCTATGGCATTCTTGGCTTTGCCCTGTCTGAGGCGATGGGGCTTTnCTG 

>oBj5677.seq 

Al^CAGGTCCTAAACTACCAAACCTGCATrAAAAATTTCGGTTGGGGCGACCTCGGAGCAGAACGCAACCTCCGAGCAGTACATGCTAAGACnCA 
AGiPAAnGATCCAATAACnGACCAACGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTArrCTAGAGTCCATATCAACA^ 
CCCAATGGTGCAGCCGCTATTAAAGGTTCGmGTTCAACGAnAAAGTCCTAGGTGATCTGAGnCAGACCGGAGTAATCCAGGTCGGmCTATC^^ 
G^GGACAAGAGAAATAAGGCCTACnCACAAAGCGCCTTCCCGCGTAAATGATATCATCTCAAC™GTATTATACCCACA^ 

>i|5ip5679.seq 

CllSATTTGAGTGATCAmGGGCTGAGGTCTGmCTCTGGGAGGTAGGACGGCTGCnCCTGGTCTGGCAGGGATGGGnT^ 

GOgCTGCAGTCTGGCAGCAGCCCCGAGTTGTnCCTCGCTGATCGAmcmCCTCCAGGTAGAGTmcmGC™ 

TlfpAATCGTTTCrnTAGTTTGTCTG 

>i!gp5681.seq 

Gt^AGTGGGTTGGCTGGAGnCATTGCGGAGCATGAGGACGTGTGGGGGACAATAnATCnATTCT^^ 

AGTGACCTCCAGGATACATCCAACAGAGTAACAGTCAAGAGCCnGAnATAGTAGGAAGCTGAAAAATGTATOGnACCAmACTGGCTC^ 
CTACAGCGGAACGACACTAAACCTGAAGGAGTTTGAAGGATTTGnGGCTCAGAT 

>ncrc5685.seq 

ANATTTnAATGTTmATTAAGCnTTGAmTGTGTCCTGTGAAGTGTCTATCAT^ 
>ncrc5688.seq 

GAGCTmAAAAATGmGGmCAGGTATTTTTATTCATGTGAAGTGTATATGATTCTCTTG^^^ 
GACAGGGACmGCTGGTGTAGTCTTTTTATAGGTTnrATAAACCACnGAGCGGG 

>ncrc5689.seq 

AANTCAGGATCTGCAGmCTCACAATCTTCGGTGAmCTCTGGTCCnAAAGmGAAAAGCTGCCTCGAAACAGTCCTTCCTA^ 
GTAAAnGmAAAGTAATCCGAAATGCAACTCAAATCTACAGAATCCCAGGTGAAGCTCAGTAATCTGTATTTTTATCGTTCTC 

CACTGGTnAAAGAAAATGGATACTCCCCnACCAAGCAGAAAGTAGGATTTTGGAAACTGATGCAAGGGAAGCAAAAAAGATGCCTCAGGAGGCACGA^^ 
AACGGAAGCTGAAGCnAACCAAAGAGATTAATATAGGCCCACAAAAGAAAATGCTAAGGAAGTCAAGTGGTCTGGATGAATTCTGAAGAA^ 

>ncrc5691.seq 

CAGGAGACTAATAAGCAGCCCCCCCAGTCGGTGAAGCCAATTGGCCATCTCCCAGAAAGTnAACAAAACCCGACCAGGTTGCCCCCTTCACCTTCmC^ 
CAGGGGTCCTGTCCTCCACTCGAGATCATTGCmAGmAGAGCTGGGCAGTGAAGTGGATATCACTGAAGGAGATAGGAAGCCAGACTGCACTGCTTAGGTTGCCATGATCCCTCA 
GTGCATAAAGGAGGAAGACACGCCTTGAGATAATGATAGTGGCATCTGTATGAGCCCAGAGTGCTATCTGGGGTCTGCTCAGCACAGCCCCTCTACCAGGGGCTCTCCAAATAGGAG 
GCTCCCATGTGCAGGTGnGTCTGTGGGTCTGCCGGTGCGAAACCmCGATCCTGCTGGAGAGAAAGATGGTAGCAGGAAAAGTAAAGGGTGAGAAACTGGATAAGAAGCT^ 

>ncrc5693.seq 

NNTTCTTAATGTCTCAGTACnACAGTGTAAGGAAATCCTATGAAGGAGTGAAAATAAAAAGnGTGGTTTACTCAAAAGTTTTAG 

GGAGTTGAAGAGAGCTGAGGTCTGTAGGGAATGCmGGTATAGAATAATACCnANGAGTACTAmGCTTAGAGnnAAGGAAGGAGAATAGTM 

ATATTTATAACATGGAATGCTAAAATGATCAAGGGGCTAAACTTTCACTGCCCAAACATAACACAAAAT 

>ncrc5695^ 



4 
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NANACmMGGTGANACANCCGNATNATmAGGGnCGAMTGTGAGTGGGAMTNTGCCTACTAGCT^^ 
>ncrc5696.seq 

TATAmGGTAGAAAAATAAGTCTCmGAGATTCAATGGAAGGCCTmCTATGGnAGnGAAAGGTCAm 

AAAAAATATCAGCTCACAGAnGTTCTCTGTGCTGATTnACAGCAGTOCTAAAnCCAACGAATGCAT^^ 

AAACAATAGGGCATCATCAATTAGCCATCTACAGGATGTGTCCnGCAGACTGGCCCCTnGTAGG 

>ncrc5699.seq 

AGTNAACAGTGGAnCCTGGAGnATGAAAAAGAAGCAAGGGnTTCTGCCCCnTGGAAGAACAGAATATCTGCT^^ 
CAGCTGCmcnGAAGCCAAAGCTATAnAAmCAGTATTnCTCATGTCATCTTTGGCCTATGAGCnGGGTATC^^ 
TTACCTGGAGTTAAmGAGAACCAGTATACAATACTTGAGnTGATAAGAAmCCCAGTCTAAnnTmCnCCCTCTCA^^ 
AGTGAAAAAATGAATGACACACAGCGTTTATTGCTTTCTAGGTCnGnGCClTTAAGAGAAGAAT 

>ncrc5700.seq 

AAGATAACTGCTATAGATGCCTGTATGTAAATGGTGCTGTCTCCAGCAACTGGCATGCTGAAGAAGAATTGATTCACGGGGTATAAATGn 

ACTTGTTGATACAGGAGCAGAGAGGTGAGGCCGACTGCTGAAGACAGCTCGCCACCCTCCnGCCTCGACTCCAATCCAGGGGCTGGGGCCACATTCTnGCCnCA 

GATCAGGTGAGATCGACAGGAGGTGmGATGGCAGTGCCAGCAAnAnGCTAATCCGTnGCATCCnATGCATAGATCTGAAnCAGAC^^^ 

TATAATAG 

>ncrc5705.seq 

CAGACTGAGCGGTGGACCGAAnGGGACCGCTGGCnATAAGCGATCATGinCTCCAGTAnACCTCAACGAGCAGGGAGATCGAGTCTATACGCTGAAGA^ 
GACAACAGACCTGCTCAGCCCATCCTGCTCGGTTGTCCCCAGATGACAAATACTCTCGACACCGAATCACCATCAAGAAACGCnCAAGGTGCTCATGACC^^^ 
CCTCTGAGGGTCCCnAAACTGATGTCmTCTGCCACCTGTOCCCCTCGGAGACTCCGTAACCAAACTCTTCGGACTGTGAGCCCTGATGCCTT^ 
TCCAGTCTCTCGTGGCGATTGATTATGCnGTGTGAGGCAATCATTGGTGGCATCACCCATAAAGGGAACACAmGACTT^^ 

>ncrc5706.seq 

tI56cccctaaagtcagggagtacngctgancgaaantggntagagngcactggggcccag6Gtaaaaaaatnggggccctagagtgnaagacc^ 
tftpgangaaagggagtaccmcctccccanctgactgatganctgggaaaanacttncaggggagaattgaaggggttaaa 

A^Sv^GACAGCGCAACTnGAATGCTnCTOCnGTmGTGACCTAAnNCGGGGGGAAGAATGG™ 
Aj^TTGAGCTGTACAGATAnCTmTGATnCAAnGGGAACATTTGGGAAGAACAACAGTCTOOT^ 
CW3 

>Rcrc5708.seq 

A/SfCGTGGTAGAGCnAAGGCCCTGTCnCGNCCCCTCCTGACGCGTATAGTGTGCCACAGGACCTGGGTCGGTCTAG^^ 
CigrrGCTGCTAAAATAGATGTTTCATTTTTCTGC 

>nbfc5710.seq 

AeCAmGCATTGCCGnACTCTGTGTCCAAGATGTCAGGCAGTAAAGAGCAAAATAACAAGCAmATGTACnGA^ 
T®3ATATTCAnGTGGGACAGATTTAAnAGAAGCTTGTGAACAGGATTTTTAGCTnTO^ 
Ar^GmGATGAGnCGTTmATACTGTCmCTCCCnCACCCTTATOTCATAGATO 
OpJpCTGTTGGAGGTAGGGAAAAAGTGAACCATAAGTGAACCTTAAGAGATGAAn^ 

>iip5713.seq 

G#^GAGTACATCGTCTAGTGAGGGACAGACCAAGCACGCAAAACAAATTGCAATATAATGT^^^ 

AteCAGCATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAmAATCTnACAACTCTCTTGCAAGGTO^ 

A^CCACTATCATCCTCCTCCTGCnGCACAAGmCCTGGGCTGGACCGTTTCAACAGAGAGGCnATnGACTTTATGCTAGA^ 

TGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGCCCCnCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGTTCTGAmGGGGTC^ 

>ncrc5716.seq 

CAnCTCGGAAGAGAACCTGACCCGGGGGATCAACCTGAGAAAAATTGCTGAGCTCATGCCAGGAGCATCAGGGGCTGAAGTGAAGGGCGTGTGCACAGAAGGT^ 

CTGCGAGAACGGCGAGTCCATGTCACTCAGGAGGACmGAGATGGCAGTAGCCAAGGTCATGCAGAAGGACAGTGAGAAAAACATGTCCATCAAGAAAnAT^^ 

AGCCTrTGTGTGTATCTCTCCAATAAAGCTCTGTGGGCCAAGT 

>ncrc5717.seq 

CAGGCTAGTGAGACTACTraCAGGGAnTATAGTAGCTAAACAGTCTAGCACTTATGAATATGGATmGGAGTCAGCCTGGTAGCTAAAGTGCCCnGCATGTA^ 
TCAGCnCCATGTCTACACAACAGGGATACCATATCCCCTAGCCCATAGGGnGCTGAGAGGAGCTGAGATAAAGCAAATAAAGTGCnGGA^ 

>ncrc5718.seq 

GACCTGGCTGAGGCTGATGACGAGGGTGAGGCTGAGGAGGGAACTTCCAAAGATGAAGAGGGCAGGGGCAGCCAGGAGGGACGCCCAGGTCGAGAGTGACCCCATCCCCATCGCC 
AGGAnCCCACCTCCTAGTGAATCCAGAGTTGTAGTAAAGCCTAACTGCTGCAACTCTGTCATCCTGTCTGCGAGATCACAGACACAGGAGCGAATTGGTCTGTAGATGCGCAGCT^ 
AGATATAGGAGTTTAACGCAGATTGAGGGGCGAGnACGAGTACACAGAGAGACAGAGACACAGAmGGTGATAGAGGTGTNGGGCCCAAGAGTGTGCATTCGATGTAAA^ 
GAAmCCATTCTCAGAGCAGACAGCACACATGCmCTCAGAAGCACCGATGTATCTTACACCCACATAATATATACACATTCAGTGATGCACCTCGT^ 

>ncrc5719.seq 

CATCTGGAGAmAATGAAACTGAGAGACAGAGGCnGmGCnTGCCCTGTTTTCCTGGTGACCCCGACTGGGTACCCCTGACTCATATATAC l 1 1 1 1 1 1 1 1 1 1 1 NGNTTAAAGANG 
>ncrc5720.seq 

CAAnGAAGCAGmAAGAnGCCAAGACAAAATAGTGATGGTGGTCAGAAAAATAAGCCTCGTGAACATATTATAGACTGTGGAGATATAGTCT^ 
TCCAGAAAAAGAGAGTCAGTGTGTAAATATAGAATGGCATCGCTTCAGAmGGACAAGATGAGCTAGnCnGCTACAGGGnGAAGAATGGGCGTA^ 
GAGGAAAAGTGGTCCTTAACTTGGTAGATCATACTGAAGTGGTCAGAGAnTAACTmGGTGCAGATGGAAGCTTGATCGTGGTGTCAGCn 
GAGGTGAAAGATGATGGAAACATGATGAAAGTATTGGAGGGGGGATGAGA 



>ncrc5721.seq 
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GAGAAGCGAGTATGACGAAGGGAACGTCATCGTnGGAAAGCGTCGCAATAAGACGCACACGTTGTGCCGCCGCTGTGGCTCTAAG 

AAATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGCCAAGGCTAAAAGAGGAAATACCACCGGAAGTGGTCGAATGAGGC^^ 

GGCATGGATTCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGnGCAGCATCCAGnCATCnAAGAATGTCAACGAm^ 

>ncrc5722.seq 

AAATCGGGGGGTCTCACTGTTGCCCAGGCTGGAGTGCAGTGGTGCAATOCAGCTCACCACAGTCTCAM^ 
GACTATAAGTGTTAGCCACCACACCTGGACTAGTnCCACAATmnGAACACAACTGACAGTOGA^^ 
AAATAAAAGmGACACAGTATGTGTGCAATGCACTCTGATATmCTATTATGTTCnGnCATGGTTmCGT^^ 
AAAAAAATGTATATAT 

>ncrc5724.seq 

CATGTGAATTGGGnGGCAGAGAAGACTGGTAGAATGCCGAGACAnAATGGACAGCCTGCnCCGAGTGTGGAAAGGAAGTGAAGCCAGCCAG 
CCTGCCCCCAGTGGCAGCTGGGGGAGTGGTGATCATGTTCTAAGACCTGTGGGAAGGGnACAAAAAAAGAAGCnGAAGTGTCTGTCCCA 
GCTGTGATCCTnAAAGAAACCTAAACAmCATAGACmTGCACAATGGCAGAATGCAGTTAAGTGGmAAGTGGTGmGCm 
CAGGGAAAGCAAGAAGGCTGGAGGGATCGAGCGTATCTTGGCAGTAACCAGTGAGGTGTATCAGTAAGGTG 

>ncrc5727.seq 

AmAGTGAmACTAATTACTAAAATGAmCTAGACCAGGTGCAGTGGnGACGCCTGTAATCCGAGCACmGGGAGGCTGAGGCGAGAGGATGAGTO 
TTAGCCTGGGCAACAGGGTGAGAGCCTGTGTCTACAATGAATGGAAAAAmGCTGGGTATGGTGGTGCACGGnGTGGTCTCAGCTAGTCAGAAGGCTGAGGTGGGAGGATC 
GAGCCCAAGAGnTGAGGGTTGCGATGAGCTACGACTGTGCCACTGCACTCCAGCCTGGGTGGCACAGTGAGACCCTGTCTCAAAAAAACAAATAAAATGAnTCTAAA™ 
CTAGGAATAAGGAAATTAITTGTGGAATAAAGGCCTGAGATACAAGGACTAATGAGCAAAAATAC 

>ncrc5729.seq 

ATATTnAAATATCCCAGTACTCACTmTCCAATGATCCTAGTAATTGCCTAGAAATATTCTTTCTC™ 
AAAACACnAGTATGCAGTTGATAAGAGGAATnGGTATAAmTGGTGGGTGATOTTTnTATACTGTA^ 

ApAHCC 

>ft5731.seq 

CWGTGTGTCTATCCAACAGGGAGCCCAGTATTTAAAnGACCAACCTAATGnACAACTACnTGAGGTGGCCA^^ 
AgfTAGCATCAGTAGTTCAATAAATTTGGATTGCCATGCAAGGGCTTGCATTATG 

>|i||j5734.seq 

A&j\CAAATATGAAATATAAATAmGGTATATTTGATTAGTCnCCCnAGTCTGTAAACTCTGAAAG 
AASAAATTTAGTAGACATATAATGAACAATCAAATGGTGACAATGACCTAGGCmCATnGATTCCTAGAAAACAACCT^^ 
>MiiAATACTCTGTATACTACTAGGCATGTGCTATCATCCAGTCCTTATATTACGGCTTnCAnTAGAnGAT^ 
G^TACAAAGTATGAGGTGTCATCAAAGGTATnCACGTTGAGACTGATGTTGAGATGTTTCTAT 

>ifcrc5735.seq 

AprCCl 11 1 II iTAAAATmmCTGTCGTTAAGCTAGCAnGGCTACTAAATCAAAAAAAGTGTTGGGnGGGCATGGTGGCTCATGCCW 

ASI^GAGGGTCAmGAGACCAGCTTGGGCAAACATAGCAAGACCCnACmACAAAAATAAAATAAAATAAAAAA™^ 

AfgAGTCTGAGATGGGAGGATTGCCTGAGCTCAGGACnCAAGCTTGCAGTGATCTATGACTGTACTACACTC^ 

>i|l;5736.seq 

(^TTnGTCnGATAnACnGGCnGTATACCmGCTCTAmGCATGCTGGCCTOCTCTGCCACTGACAGGCTGTCTGTA^^^ 
TffiATCCATACAGTTTGTNAT 

>ncrc5737.seq 

GAGGAAGGGATCTGCAATCnGCCTTATAGTCTGnAmGnGAGATGnCATGAAAGGCCTTTTnAGAAAT^^ 
GAAAGGCCAGATAGTAAATGTTCTGGGmGGTGAACCATATGGmCTATTGTAACTATTCATCTCTGCCCnGGAGCACCAGAGCA 
TTGTGTTCCAGTAAAGCTTCATnATGGATACTGAAATTTTAAAGTTCATATAAl I I I II I I 

>ncrc5738.seq 

GACNAGTCTGAGGCGGAGGGAGTAATGGCAGGACAAGCGTnAGAAAGmcnCCACTCTnGACCGAGTATTGGTTGAAAGGAG^ 
TGCTTCCAGAAAAATCTCAAGGAAAAGTAnGCAAGCAACAGTAGTCGCTGTTGGATCGGGnCTAAAGGAAAGGGTGGAGAGATTCAAC 
TCTTCTCCCAGAATATGGAGGCACCAAAGTAGTTCTAGATGACAAGGGAnATTTCCTATnAGAGGATGGGTGACAnCTTGGAAAGTACGT^ 
GCATCAACATGATGCTGCCCATTCCACTGAAGTTCTGAAATCT 

>ncrc5739.seq 

AGGTTAGTTTCCCTCAGTACATGTGGGCACAGTTnCTTCGCTTAAGGGAAATCTTAGGAGAGGGACATTGATACTmACTTG^^ 

AAATAAAGTAGATGGGATGAATGCCCCAAAAGGCCAAACTGGGAACTCTAGCCGTGGTCCAGGAGACGGAGGGAACAGAGACCACTGGAAGGAGTCAGATAGGAAAGATG 

AGGATCAAGACTCCAGATCTGCACCTGAGCCAAAGAAACCTGAGGAAAACCCAGCTTCTAAGnCAGTTCTGCAAGCAAGTATGCTGCTCTCTCTGn^ 

AGGGGAAN 

>ncrc5740.seq 

ACCTGAmATACTCGTmcmnTTGTAGAGACAGGGGTCTCACTATGnGCGCAGGnGGTCnGAACTCnGGGCTCAAGTAATCCTCCCACCTGGGCCTC 
AnACAGGCGTAAGCCACCGTGTCCAGCCTGATnATAATTTTTAAAAATCACTCGGGGGTGGGCATGGTGGCTCACACCTGTAATCCCAGCACTTT 
CACnGAGGTCAAGAGmGAGACCAGCCTGGCCAATATGGTGAAAACGCCACCTCTATTAAAAATACAAAAATTAGCTGAGCGTGGTGGCACATGCCTGTA^ 
AGGCTGAGGCACAAGAATCGCTTGAAACTGGGA 

>ncrc5744.seq 

GCTCAAAGTGGAATCTGACCAGCATGAGAGAGATCTGTCTATGGGACCAGTGGCTTGGATTCTGCCACACCCATAAATCCTTGTGTGTTAACTTCTAGGTGCCTGG 

TCAGACAAATCTGCTCCCTGGGCATCmGGCCAGGCTTCTGCCCTCTGCAGCTGGGACCCCTCACnGCCTGCC 

CTCCCTGCCAATACTTTTTTTAATTTGCATTTTTmCAmGGGGCCAAAAGTGCAGTGA^ 
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>ncrc5745.seq 

GAnGCAGATMTTnTAGCnAGGGCCTGGTGGCTAGGTCGGnCTCTCCmCCAGTCGGAGACCTC^^ 
AGCnGATCCCCCTCmGTAmATTGGAACTGGAGCTACTGGAGCAACACTGTATCTCnGCGTCTGGCATTGTT^ 
GAACAAACTGGGTCCCAATGATCAATACAAGTOTACTCAGTGAATGTGGAnACAGCAAGCTGAAGAAG^^ 
TGAAGGTCnCCAGAAGCCACATCCGCACAATTTTCCACnAACCAGGAAATATnCTCCTCTAAATGCAT^ 

>ncrc5746.seq 

AmAATAAAAACTACCAATAAAGTACAATAAGATACACCATnAATTTmCACCnAAATm 
CTGAGAGTCCCAGTGATAGATCTGTmA™CTGmGmCAATAACCAmCCTGTCTCCCT^ 
AGTGGCACTGAAGCATGACGTACTCATCTTCAnCTCCTCTGGGCCTGGTOCCACCAAAGCACAAAAGCCCAGCTC 
GGGGATGTATTG 

>ncnc5748.seq 

GACTTGAAATTATGTGTGAAGGAACCTGGCCCACGGAAGTTGCCCTGTAAATTCAGAnCACmCCCTTGGACATATGGATC^ 
CCAAATATTCmAAGTTCnCTCTOTTnCCCnTAGmGTAGTCATAinCTTAGncnATATCAGnGGGAnCC 
TAACTGAGTTCCAGTGATATGACAGGCTTTCAATTCTCTAATCTCACAGAAGnAGAAAAAAAGTAGATAATCAAAATCCAGAGAM 
TCAGGTATCCnAGGACCTCAAGAAAGCTGnCTCTCCTGGGCCTGTAGAGAGTTCAAGTGCCAGGAATCTACGACAAAGTAGCCGGGAGGG 

>ncrc5751.seq 

AAGATGTAGCTGTGTAGTCTCCnCCTAGCTGCTCTAAGGGGGCTGGCAACATGGCTCAGCAGGCTTGCCCCAGAGCCATGGCAAAGAATGGACn^ 

CCmCTCCTGGACCAGACCACCAGCCACACATCCAGAnAAAAGCCAGGAAGCACAGCAAACGTCGAGTGAGAGACAAGGATGGAGATCTGAAGACTC^ 

CAGAAGTGAATGCCnGAAGGAAAnCAAGGCGTGCAGACAGTCTGTCTGCGAGGCACTAAAGTTGACAAGAAATGCTAGCnGCTTCAGM 

GAAGACTGCATTTCCAAAGGAGGAATCCTGGTOTCCCCAGGAACTCCGACGAAATCAACGCCCTCCAAGACTATGGTAAA^ 

A 

>Bcrc5752.seq 

d^^AAGCCTTGGCnCGAAGCGAAAAGTCGTAATAGTAGAAGAAGGCTCCATAAACGTGGAGTGACTATATGGATGCCCCCCACCCTACC 
AtgrAGACAAAAAAGGAAGGAATCGAACCCCCCAAAGCTGGTnCAAGCCAACCCGATGGCGTGCATGACTTTTC 

>6||l;5754.seq 

Al^TCGAGGCCTGAGCAGATATACCAGCCCAGTGAACCCAGCTGTCTTCCCCCATCTGACCGTGGTGCTTnGGCCATTGGGATGTTCTTCACCGCCTGGTO 

Aip-GTAGCAAGTAGACTGGTGATATCTATAAAGAGGTGGTGATCTCCTOGTGGGGTGACTCTTCATGGGGniGGAGTGCTCnCGTGCTGCT^^^ 

AC<^AAGGGTAACAACCAGATGGCnCACTGAAACCTGCTTTTGTAAA™CTT^^ 

>lll:5756.seq 

AOjrCGGGCnGTTCGGTGGTGGCGTCGGAGCCGAGGCGGACTGGTCAGGATGATCAGGGACGTGCAGCTCGCCATCTTCGCCAACATGCTGGGCGTGTCGCTCncn^ 

GtTGTCTATCACTACGTGGCCGTCAACAATCCCAAGAAGCAGGAATGAAAGTGGCGCmCTCCGCCCCAGGGTTCCAGGACATAGTCTG^ 

TeACACTTCACTTCATCCCnCTACCCATCACAACATACAAAGCAAGTACACCTGGATT^ 

>i|Srp5758.seq 

C|\&CTGAGTGTCCAAAGCCGCCAGCGTCATCAACCGGCCCTGTCCATGCCTGAGGTCAGCATCGCGCCACTGCTGGAGCTCACGGCCTACGA^^ 

AiekGGGGCCGGAGCCGGTGCCACTGGAGmATCCCAGCCCAGGGCCTGCTGGGACGGCCGGGTGAACTCTGTGCCCAGCACTTCACGCTCAGCTGACCCTGGC 

Al^TCTCAGCTGACCCCAGCCCACCTGTGAATAAATGTTTTTGCAGGAAAAAAAAAAn 

>flSl5759.seq 

Gltl^TGCCAGAGACAGCTGGAAAGGAAGGAAACAAAGTGTCGGGGGGCAACATCATGTCAAGGTmGCAGCTCTTCAGTC^ 

CmGAGGGGCTTANGGAGCAAGTCTCTCCTCnCTGGGGTTGGAGGCCTTATOTGCAGCCCTGAGGTACCTTGGnCTTTGAGTCAAATCT^^ 

AACCCGTCTGTAGCAGGCACTGAGCAAATGTCTGnAATTGAATCCATGATnAAATGAAATCTGGAGnGGCnGGAnCAT^ 

GAGGTG 

>ncrc5760.seq 

AGGGTTTGGACTAGGTGnOCCTGGTATTCTGTGATCTGCCTCnGCTGCCATrCTTTCTCTCCTCTGCTTGTCTGTATTm 

TGTCTGTAmCCGTGTGGnGTAGCAAGGACTCAGCC TCATG TAGCACGAATAGGGGTGTGGnCATGGCGTGTTGACCCAGCAGAGCACTCCCTCCCACT^^ 
GTAGAGTCTCCCCATTnTmAACGCAACCCTTTCCCCTTTnCCTACCCCACAGCTC^^ 

>ncrc5762.seq 

CACAGNAAGGAGGAATGACTCAAATGCCCAAAACCAAGAACACAnGCAGAAGTAAGACAAACATGTATAnmAAATGTTCTAACATAAGA 

AGGCmCTGAAAGGT^CTAGTGGTTCACACAGAGAGAGAGAGAGTACTGAAAAAGCAACTCCTCTTCnAGTCTTAAT^ 

AACCTGATGCTTTTmTANAACTCCnACTCTGATGTCTGTATATGnGCACTGAAAAGGnAATATnAATGnT^^ 

>ncrc5763.seq 

ACTGNGGATGAGGGATGAACAAGGGGATGGCnTGATCGAATGGAGCCTGGGAGGTGTGCCCAGAAAGCnGTCTGTAGCGGGTmGTGAGAGTGAACACm^ 
CCTOTCCTGATGTATGGTTCCAGGAmGGATmGATnTCCAAATGTAGCnGAAATnCAATAAACTTO 

>ncrc5767.seq 

GAAAAAAAGGAACTGGAGCATAATGCTGAAGAGACGTATGGTGAAAATGATGAAAATACTGATGATAAAAATAATGATGGAGAAGAGCAAGAAGn^ 

GCCGAGAGGAACACTACGAGGAGGAAGAAGAGGAGGAAGAAGACGGGGCTGCAGnGCTGAGAAATCACATCGAAGAGCTGAAATGTAGCGGCAGCCAATnCTAGACAACGCTC^ 

GCCAACGGATTCTmCAAGCTGCTCAAACATAAATCTGCCTACTGAACTCTAGGATAmAAnACAAAAAnAAGAAC™ 

TTATATGAATATATTTTGATAACGTAGGTCTAGAGCTTCTTTTATAT 

>ncrc5768.seq 

GnGGNGAATATGTGCGGCATOTCCACGAGNCAAACGGGTCATCGAGCAGCTCGGNGGGAAGCAGCTGGTCATGAACCACATGCATCATGAAGACCAGCAGGTCCGCTATAAT^ 
CTGCTGGCCGTGCAGAAGCTCATGGTGCACAACTGGGAATACCTTGGCAAGCAGCTCCAGTCCGAGCAGCCCCAGACGACTGGCGCCCGAAGCTAAGCCTGCCTCTGGCCTTCCCC 
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TCCGCCTCMTGCAGMCCAGTAGTGGGAGCACTGTGmAGAGTTMGAGTGMCACTGmGATmACnGGMm 
CAACAACAAAATAACATGTTTGCCTGnAAGTTGTAT 

>ncrc5769.seq 

CATGGCCAGmCAGAANCAGGGCTGTGCCTTCATCTCAGTGACTCCTGGAATACTAAATTGGATCTTTGTAGA^ 
TnATGGCATAATTAAAATAGCTCAGGAGTAAAAACAAAGTCCAGCCnAACAGCCTGnAAGTC^ 
TAACCGGAAAGGAAnAACATTTCAAGGCCTTGCCGCTTCnCCTCCTCnGTGATATGAACCANAAnGAGGGAAAATA^ 
GCTGAAAGACATTGCNTATI^NGCCTATTG 

>ncrc5772.seq 

GmCTCTACTGCAGTGTGACACTGTACTCTCTCAAGATTGCTGACmAAATGGCACCTCAGTGAGGCTTCCCTACTACn^ 
CTATCTOCGCCCAGCAGGGATGGCATTCTATACATGTGAACACTTTCCCAnCACAATCAATCCAGCATCTAGCACAGGAGGTC 
TGTTGnCTGAGATCAAGACCATCTCCTCCGTATAAAAGAGGTAAAAAGCmCTTGAAGACAATmATATATATGG 
GAATCTTG 

>ncrc5775.seq 

CATCGTTTTCCTGCCnGACCCCACCATCATCAAAGACTCAGnAAATATAAAnAACATTTm 

AGGAAnAATTCCTAAATACATAACGnGGTATAnGAAGACGAAAnAAAAnGTCCTTCAGTmGAGGCGATGTGTAAAGm 
AGCTAGnGACAGCmTACTTCTCAAAATOATAnGGTATGTACACAAACTAAGTTOTATATGTGAAGTOGT^^ 

>ncrc5780.seq 

TATGGCACGGGGAAGGAGGTCCTGGGTGACnTGGAAGTCGGTNGTGTCTCAnGCAGATAATnmNCmNGGCCTGGTGGCTAGGTCGGTTCTCT^ 
CTGCCGCAAAGATGCTGCGGGAGATCATCGGTCAGGGCAAGAAGCATCGGAGCnGATCCCGGTCTnGTAmAnGGAACTGGAGCTACTGGAGCAAC^ 
GGCATTGnCAATCCAGATGTTTGTTGGGACAGAAATAACCGAGAGCCCTGGAACAAACTGGGTCCCAATGATCAATACAAGTTCTACTCAGTGAAT^^ 
AGGAACGTCCAGAmCTAAATGAAATGmCACTATAACGCTGCTTTAGAATGAAGGTCTTCCANA 

>|ft^781.seq 

GjmGNAGCAANAGGGAAGAAAAGCAGCATCTTGCCTGGATGAGACCAGGGGACACAAAAAGAGAAGCCCACTATCTCAm 
ApATACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCTTGCACAAGTnCCTGGGGTGGACCGmCAACAGAGAGGC™ 
TefGATAGGGCGAGAAGTTCCTGATGACCGCGACnCGAGCCCTCCCTAGGCGCAGTGTGCCCCTTCGGCTGTCAATGCGATCnCGAGTGGTCCAGTGTTCTC^^ 
Cf»GTGCCAAAG6ATCTTCCCCCTGACACAACTCTGCTAGAGCTGCAAAACAACAAAATAACCGAA^ 

>ncrc5783.seq 

AddTGTAGGAnGTCTGTCTGCTCTGTGTGGTCCmGACGTOTCGTCGACCAGGGATGATGACAnTACGA 
T^CATAGTTGCCTTTGTATGTCTGTATGAAATAAAAGGTCATTTGnC 

>ricrc5784.seq 

CAGGGCACAGATTmAAGAAGAAAAAGAGncnGmCGTmAmCCCAAGGGAGATATCTCACnAACCAGATG^^^ 
Tp:CAGTCGTCCATCTAmGAmGCACACCATGAATAAAATAAGCAAAATGGATAAAGCnCTAATACTCGCAAnAAAAAATO^ 
A^PGCAmATCACCATA CTGTC TCACCATATnATTCGTATGCTGTTGTTnCTCAAGATACGnCAAnCAG 
A|||VGTCTAGGAmCCAGTTmAGAAAAACGATAATAAAmGAAGTGAACCTAW^ 

>ii^788.seq 

GffCCTAGTGGGAAATAmGACAGCCCAGGCATCTGCTTGGAGAGAAAAT GGGTGGAG CAGTGGATGGAGAGGGATGGAGAAGTATAAG^ 

C^TCCACCACACTmGCTGAGGACTACAGTCnGTCAGTGGnGCAAAGTTTTTmnGAGGNGGAG 

A^TGAAACTCCATCTCAAAAAAAAAAAC 

>ncrc5792.seq 

GAnCAAATNTAAATAACATGnCAAGATACTTAACAATTOmAAAATCTAAGAnGCTCTAACGTCTAGTGAAA^ 
ATACAGACAGAAAAnAGGGAGAAACGTCTAGTmGCCAATAGAAAATGCnCnCGAnGAATAAAAGnAmC 

>ncrc5793.seq 

ATCTGAAANA GTCAC mACAGAAACAGTGTGTACCAnCGGAGGnACAATGGTGGGGTTGGCAGGTGTGCGCAGGCGAAGCAATGGGGCTGGACACGAGGTC 
GAGTGCTGAATTTnGCTGCACATGCnAAAAACGCAGAGAGTAATGCTGAACTTAAGGGTTOGATGTAGAnCTCTGGTCA^^^^ 
GCCGCCGGACCTACAGAGCTCATGGTCGGAnAACGCATACATGAGGTCTCCCTGGCAGATTGAGATGATCGTTACGGAAAAGGAACAGAnGTTCCTAAACG^ 
CCAGAAGAAAAAGATATCCCAGAAGAAACTGAAGAAACAAAAAGnATGGCACGGGAGTAAATTCAGCATTAAAATAAATG 

>ncrc5801.seq 

GATNACCGTGCTATAATGTACTGAAACCACCATNnACAGAAATAmACTACATAmNCCGATCTGTAGmCTCAGAAGGGCTATGGATTAGm 
TGTGTGACACGCGTGCCCATTnGTGTCmAATTAACCAAGGTGmGGTGTGACTGTGACAAGTGnATGmTCCAGTAAAGTAGAAGTACGATATn^ 
CCACGTAAATGTAATGnGATTGCTGAAGAATGAAATGAAGGGAGTACAnGAAATATGTmGTATAAAmGTGATC^ 
ArnTGGCATGTTTCAGAGAGATCAGTAAATAAAATAT 

>ncrc5802.seq 

GACCACGCCTGGCCCATGAACCAAGTGTTmAAGGAAACAAAACTAnTTTnAATCC 

AGATATTmATAATACTGmGGTGAGTTAnGGATGAGTGAAAGATAATGATGnGGTmAATAGTGTCAATTmGT^ 
CATAGGCCACACTTTAATATGACAnATAAAGGGAAGGAGAGTCTTCATnCTCCTGGTTATTGGmGTnGTGAnAAAGATAT^ 

>ncrc5804.seq 

AGAGTOTGTCAmAGACTGmCTAATAACTGAGAGCATCTAACATrrnCmTGGAGTCTCATTmAmGTGCA^ 

ATAmGAAmACTAAGTACnTAAGAAGTAAAAATCTGAATATGAAAGAAAATATCAGAmGCACmAAATGAGC™ 

TTGGGTGTGGCmGTTGAAATAAATTTGTAAnGTTGCTGmGAAGATATCAGTACAGCTGTTCACAGAAATATATTCCC 

ATGnCCATTGTTCCGATAAGTAnTTACTTTnTCTCAGTACATCAGAGAGAGCGTGATCCCCCTACAGGTGTGACnCGAAATGTTGGTGTAGCAT^^ 
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>ncrc5806.seq 

AGCATCTGCMGMTGGTGCACCCATCAnATGTCmCCCACACnnACCMGCAGATGAGAGGmGmCTGC^^^ 
TGTGGACAnAATCCTTTGACTGGAATAATCCTAAAGCCNC 

>ncrc5807.seq 

GCAGTGGCTCACACCTGCAGTCCCAGTACmGGGGGGAAAAGGTGGGUGATCACCTGAGGTCGGGAGTnGAG^^ 
TACAAAAATOGCTGCAGGTGGTGGTGGATGGCCATAGTCCCAGCTACTCGGGAGGCTGATGCAGGAGAGTCGCnGAACCTGGGAGG^ 
CAnGCGCTTCAGCCTGGGTGACAGAGTGAGAGTCANTCTCAAAAATNTTTTTTAATA^ I II II l A AAAAAAG 

>ncrc5808.seq 

CGCGCAGCCTGCGGTGCGGGTCATGGCGCGGCTACCGAAGCTGGCAGTCTTTGAmGGAmCACTCTCTGGCCTTTCTGGGTCGACACGCACGTAGA 
CAGTGATGGAACTGTACGAGATAGGCGGGGCCAAGACGTCCGACTGTACCCAGAGGTGCCTGAGGTCCTAAAACGAnGCAGAGCCnGGGGTGCCCGGTGC^ 
CAAGTGAGATAGAAGGGGCCAACCAGCTACTGGAGCTCmGACCTCnCAGGTACmGnCATCGGGAAATCTATCCAGGCAGCAAGATC^^^ 
GACIGGAATTCCTTTCTCCCAGATGATCTTCTTTGATGATGAGA 

>ncrc5813.seq 

TGAACACAGTATGTCGTGCAAACTGTACTGTGANCAACAGnGGTnAAAATATGAGGGNCAAGGAGGAGGATGCAmCAAAAGCTTGATT 

GTmCAGATCAAAAACTGGnACCATTnTTGTCAGAGTGTCTGATGCGGCCACTCATTCGGCTCCCCAGAAnCCTAGACTG 

AATGACnGAGTCCAGTGAAATCTCATTAGGGmAAGAATATnCAGGGATCCTTAATGTTnGAT^ 

>ncrc5814.seq 

CTGGTCNTTCGTATTTTTGGTGGAGATGGGGmTACCGTGTTGGCCANGATGGTCTCGATCTCTTGACCTCGTGATCCGCCCGCCTCAGCCTC 
TTGCTAACCCTAGCACTATAAACAAGnACnGGCCTCATGnCTTCAnTATAAAAGGATGGGCnGGCCAAGGTAGAnGT^ 
TATAAATGTGCATTCCCTGAGTCTCATCCCAGAGAGATTCTGATTCAGCGGGGTCTWAATTGGGGCCAAGAATCTTGAnGnA^^ 
CTCTCATCCCACnCAAGAAACTOCTTGAAATATCTCCTAGTCAAGAAAAGAGAnGGAAGCTGGAATAGAm 

>ife819,seq 

CilGANAGTACATAnGGAGAAAAAAGTTGATTAGGTGGTTGTGTCAAACCGATTGGTGACATCTCCATGCTGTATTGTC^^ 
Ap^AGCTCAAGCGCTAAGAGACAACTCAACAATGGGnAGATGGGAGCAAAGAAACACG^^ 

ATmGAACGACAAGTCTGTGAAGGATCTGGTCATCnGCmATGAAACTGCGCTCCTGTCTTCTGGGnCAGTCTGGAAGATCC 
Aii^glSnGGTCTGGGTAnGATGAAGATGACCCTACTGCTGATGATACGAGTGGTGCTGTAAGT^^ 

Ai|i 

>ncfe5821.seq 

Ai&TTAAAATGATTCWm 

TTApTAATACATCTTTTnACTTATAAAAAATTAAnGACAGAAATGGTAATCAW 
>fec5822.seq 

GiSATAAGATCACCCCACTCTACnCAGCCTGAGTAACAGAGCAATACCCTGTCTCTAAAAACATGAAATACAGAAGnCCTG 
CriGa-GnCGATGAACATGAGCCTCTGTACrAGAACCAAGAATGAAGGGAAAGAGCTTACTGGCCnGGGTCTCn^ 
AlfACCCTGCATGAGCATAAATGAAAAATGGTAAAGCAAGAnGCCCCAGAGCTGGCACAGCCAGAGmCAAGGCCCAGAACCCAGA 
AA|AAAmCATCTAAAATAAG™cnCTGGGTGCTAATATATCTGAGGTTm 

>i3€a^823.seq 

TtjlTGATNAGCGAACTGGGCGATCTCGAGGAmGCTmGTGTATmGAGAGAATAGATGACTGAAAGGAGGCT^^^ 

Tl^^GTGGAnATrCTATAACCAAGAG AGCGCA CACACCAACACCAGGCATCTACATGGGCAGACCAACTCAGTAAGAGTTCAAGTnCC 

ATGTGCAAAATmGATOCTCAGAAACTTTmCCTATAATOGAAnGAnCTGGCM 

>ncrc5824.seq 

ACTGCCCTAACAACAACAAACTGACTAAGACnAGATGAAATTAAGTTAGTAGCTnCCTACATCCTCATTCCAGAATGC 
ATCAGACTAAGAGTGGTTTAAACAGATAGTGGm 

mATAACCTCAGCATTTmGTATGTTTTGTCAAAGCCCAATCCCTGAGGCmTATAmCCTC 

TTAATAAnCTAAAnGTCTCCCTAAGGGAGGAACAAGGTAAATAGAAAGGAGAAACAGAGAAACAGTGGCTAATTGTGATGCATAAA 
ACTCCTG 

>ncrc5828.seq 

TAnCNNTGTAGGATAnCCAGTACTOTAmACTOTOTGTAmATATTATATACTAmATATGmGTATATOGC^^^ 
AGGGGTAGATAAGAGATGATTAAAAATGGAAAGTACATTAGAAATGGTGAATGTGTATACAAGATGAATCATTCAACAATACAAnATAAAGGG 
AGAAGAAGCAAAATGAGTGAGAATCACTACCATAAGCGTCTGCCnGnCTTAAGAAATGTCCCCTAGCTAGACATGCACCCATGGGnACTTGGATT^^ 
AAGAAATGGACnAGGAGCAGCCTTTCATTACAGAACCTAACTTGGTGGTGGATAGAGGA 

>ncrc5829.seq 

AGGTAGAGCTGTGTCTAGTATGCTTCAGAAACAGACTGCTGnnCTTOTTGACAGnTTCCAGGCAAGGAAAAAAAAATCTCmGCATTCTCCTCTCCCA™ 
GmGATAGTmATTTATTOTTTmATTAAAAATnnmGGGGGGGACAGAGTCTCACTCTGTTGGTCAGGCTG^ 
CCTGGGTTCAAGCAGTTCTCCmCTCAGCCTCCTGAGTAGCTGGAATGTAAGGCGCGCCCCACCACGCCCCGCTAATTTTTGTATTm 
AGTTTANGCTG 

>ncrc5830.seq 

GACCAGNNGCAGGGAGGTGTTGTGAnCGTTCATAAATAGGGTAACCNTATAACATGCAAGnGGAACAGTmGAAAGCAAAAGTGGGCAAC^^ 
ATAAAGGTriTG 

>ncrc5831.seq 

AnCTTCGGCTTCAGTAAATCTTTTmCTTCCnCATATATATATACACAACACACACACACATATGTAW 
TGCGTGTGTGTATAGTmAGCTCCAAGCCAAGCAAGmGTGmGGATAGAGGGGATCTTAACTATTAACTACAAGTTG 
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MmCACAMGCCATAMGCGTGAMTTAGAGCTGGACTTMGACTCAnGGCCGACCATCCTGTGTCCTGGCGTGGC 
CnCCGAGAGTG 

>ncrc5831seq 

AAGTGAANCAGATmAGAAAGTACTTGTAGTNCAT GTGTG GCnCTGACTmGGGATGGCACCATm 
GACmGGACCTCAAGTATAAAATTATACGmATAATTTTmAAAAm 

CCTGAGTGGAGTGGAAGGTGGAGTCTOGGTTAATCAGnACTGACTCTACCCTCACCCTCmCAAnGAGGTAA^ 
TTTAnGCTGAAAAAAATCTCCATGACmACAGATAGAAnACAAACTAAATGATGTCnGTAmAGM 

>ncrc5834.seq 

AAGGACCCATCATCAGGGCATCTATGTACTTNTTGACAACAAAmCGCCTGCTOCTCAGATGTCTGCAGGAAAACAGTAmAGA^ 
CnAATCAGAGGTGGCnATCAAACnGGGAATAAAAAGTAnGTAACAGCTGAAGTGTCTTCAATGCCTGCTTGCAAAma 
CAAGGCTTCAACAGTGTAAAGAGATAAAnATTCATGTAAAAGTATnCAAGTAGTGATGATTOATTACATTGnCGATGmGTAC^^ 
GATCAAAGGAGATGAAGGGACAnCTGCCATGACATACACnAACCAAAACTATTCAAAATGAAAACCGGAmCAAATAACCAGACNCCA^ 

>ncrc5835.seq 

CGCGGGGCCCGAAACGTmCTTTGAAAAAATOGAGTGTTCAAAGCAGGCCCGAGCCGCCTGGATACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCT^ 
GGAACTGAGGCCATGATTAAGAGGGACGGCCGGGGGCAnCGTAnGGGCCGCTAGAGGTGAAAnCTTGGACCGGCGCAAGACGGACCAGAGCGAAAGCATnGCC^^ 
TTCATTAATCAAGAACGAAAGTCGGAGGTTCGAAGACGATCAGATACCGTCGTAGTTCCGACCATAAACGATGCCGACCGGCGATGCGG^^^ 
GGTTCCGGGAAACCAAAGTCTTTGGGTTCCGGGGGGA 

>ncrc5836.seq 

ATAATACCAAAGAnNAAnNACnATACTGGTCTCACnGCTCTCTGTCTGTCTCTCTCTCTCAGACACACACACAATTATAAGACCTACM 

AATmAAAACACCTCTCAGTAATTGGTGCAATCTAGAGACAAAATAAATAAGGATATAGAAAAmGAACAAAGTTAAT^^ 

ACAGAGTAGATAnCCmCAAGTACACATAGAATAmGCCAGTGTTCTCTAmGGTGAGTCATAAAGCAACTCnAACATATTGATGG^ 

AGTATATmCCAACTACAGTGACAnAAGCTAGAAATGAAnACAAAAAATATAAATGAAAAATCCCCATATGmAGA^ 

GTO3 

>ig5ip5837.seq 

AMTNGGCATTAAAACAAmGTTAAGAGTAGCTmGAAGCAGCAATGAAGGGGAANTATCCTACAnTACTC 

AOfts^CTCTAGGAGMAACCACAATCATAAGnnAATTCAGTAAm 

GS%V\AGAGATCTTTTmAAGnCAGTCACTmAAGGGnAGTCCnGT^ 

TMpGAACTGGAGGCCAGCAGGAGGTCAGGGGGCCTTCCTCAGTGAAAACAGGGATTGTTGGCCATGCACAACACTCCCT^^ 

>illK5839.seq 

Af^AGGCTGAAGTGCAATGGAGTATCnGGGTCAACATATGACTGTAGGCnGACCTnCAGTCTCAAGCAATCTTCCCACCTGAGCCTGCCA^ 
CCGCCATGCnGGCTAATmGTGTGTGTGTGTnGTGGGGGACAANGCTNCnGnGCGGGCNCCCAGGCTGGGTCTGAAACTC^ 

>l£lj5842.seq 

NWrGANCAAnGCmCACAAAAGACTGTATGnGTATTOnGGGATGTATATCAAGCTAnGATTGT^^ 

Gl^TGTGTTGAAAAAAAC CACTAT GATTGTGTAm GTCAAm GTACmACATTCTGGTAATTm 

CAIfcTTAnAGTTATGTmCTTTTTAnAmGCTCCCTTmATCmAmGTATO 

IB 

>nCTe5843.seq 

GCgfCGAGTATGAnACCnCAGCATGATTACI^TGTAnACCnCAGTATGAnACAGAAGTGCTACn^^ 
CftGGAGGGAAGACAGCAGAGTCATCAGTT 

>ncrc5844.seq 

AAGAAATGCGTnAGATCTTGGATGCAGANCmCAAAGGGTTAAAT^ 
ATGATTTTTATATATAAATATTATATAAATAATGTATAAA ACATTA AAAGnAACTATG^ 
GnAmACAnAGCTGCTTAAAAMGCATTGAGTTAATTTTmAAATA^^ 
AAAAACATTAAAnGTCAGTATTmGCAAGGnCCATmGTAAAGAGAATAATAnCAM 

>ncrc5845.seq 

CAGTGAAGAAGATAATGGAAAAGAAATACCACAATGnGGTCmGTAAATGTGAAATAAAAGTAGCCGTGTCGAAGGAACAATATCA 
ATnGCAGGAAGAGCTCGTGGAAGAGGTGGTGGCCCCAGTCAAAACTGGAACCAGGGATATAGTAACTATTGGAATCAAGGCTATGGCAAGTATGGATAT^ 
GGTOTGGAGGAGATGACTACACTGGTTACAACAACTACTATGGATATGGTGATOTAGCAACGAGCAGAGTGGmTGGGAAGGTATCCAGGCGAGGTGGTCATCA^ 
AACCATACTAAAmnCCAmGCAACTTATCCCCAACAGGTGGTGAAGCAGTATmCCAATTTGAAGAnCAm^ 

>ncrc5848.seq 

AAGGGGGnTCTGTTTAGI 1 1 1 II ICCAACCnGCCTGGGGCGGCTATGATGGAGACCCTCAGCCCCTAGGGACTCCATGTlTTGACCTTGAAGTGTGGCTCAAACATTCCCCTAAAAG 
AACGGGGGTGAGGGAGAATGGAAGG 

>ncrc5850.seq 

AAGTCTCCmGGCTGATGCACGGCGGGACNGGATTCGCCGGAATTGACTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGmGGATGCATCTACTCAAACCACCCA^ 

CACCAnGCAAATAACTTAATTGGCTGGATAATCGGGCGCCAAGGCGCCAACAnAATGAGATCCGCCAGATGTGCGGGGCCCAGATCAAAATTGCCAACCCAGTGGAA 

GGTAGGCAGGTTACTATCACTGGGTCTGCTGCCAGTAnAGTCTGGGCCAGTATCTAATCAATGCCAGGCmCCTCTGAGAAGGGGATGGGGTGCAGCTAGAACAGTGTA 

>ncrc5854.seq 

GCTCTCCCGGGGACGTTGTCTGCAGGCACTNTTAATGGTCCAGCGmGACATACCGNCGTANGCTTTCCTACAATACAGCCTCTAACAAAACTAGGCTGTCGCGA^ 

AGAAnGmACCmATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCGCAGGCAGAGnCGAGGGGnCGTGGTGNNAGACCTAAAGTTG 

CCAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGTTCCATGTGTGCTAAATGTGnCGTGACAGGATCAAGCGTGCTnCCnATC 



>ncrc5856.seq 
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GAMGCNNCnTGMCAGNAMTAAMTGAMCCGTMCnMTGAMmGTGGGGTNCCACTAGAGTTGn^ 
>ncrc5857.seq 

CACAGATATT nAAATG ATAGTmGAAGTmGTCATAGTATAGAAAAATGATTGGC^^ 
GCATAGAATGATTmCTCCCATTCTmCTGCnGGAAmTAATOTGCTm 

>ncrc 5863.se q 

AAGCTTmCTTmGAmATGTTnTTATGTCTTATnGAGA^^ 
TATCmATACGTGGTATGAAGTGTAAAGnCTACTmAATTTmGCATATT 

>ncrc5867.seq 

AANTCGGTNTOGGCCGGGTATGTGCCAGTCCACmGAGCTTCTGTGGAGGACTCTACCTAAGGTCAGAGCAGCGAGATACCCCACCTCCCTCAACCT^^ 

CTCTTCCCTCTTCCTTCCCTGCTGGGAAAGAAGTAACTACAGmGGGCTCCTATTCAACACACACATGCTTCCCm 

GGTTGTGAGGTGGGCGCCATGTTAACCCCTCCACTCTTTCTTTCAATAAAACGCAGNTGCAAACA 

>ncrc5869.seq 

CATTGTCATCCCATCCAAGTAGTGCTTTGCTTCTGTATCATATTGGTAAGTTGGGAGCAATACACTTCATOTGmGAATG^^^ 
GCTCCATGCCTGTAATCCCAGCACCTTGGGAGGCCGAGGCAGGAANATCACTTG 

>ncrc5871.seq 

CATGAACTCGTTCTGCAGGAGAAGAmGGTAnCCTGnGGATGACTGCAATGCCTTGGAATACCCAATCCCAGTGACTACGGTCCTGCCAG 
CCAGAGAAAGAACCCAAGAGAACTAAAGTTATGTCAGCTACCCAGACnAATGGGCCAGAGCCATGAGCCTCACAGGTCnGTGnAGnGTATCTG^ 
mCTGGAAAACAGGGCTGGTAnCCTACCCAGGAACCTCCniGAGCATAGAGTOGCAACCATGCnCTCAnCCCTTGACTCATGTC^ 
TGAmGGTCACTAAAAAGAAGAAAAGGACTAACAAGCnCACTmATGAACAACTATTnGAGAACATGCA 

>ncrc5872.seq 

CisK^CCCGGGAAATTCGGCCmTGGCCGGCACAGTGTTGGGAGAAGTCACAAGnAGTTATAGCAGGCAGTGAM^ 
TfTAGGCTTCTTG 

>tefc5875,seq 

CpCCTGGCCCTGAAAAACTACAGTGTGGTAAGTTCnAGAAGGAATGTAATTGACATGTTTGATCACAGACTGATGCTCCCAGn^ 

TflpGTAnAATCCATCCTnAGTATmCCAAGGTAAAGCTCAAGATCnAAAGTTGGGAA^ 

CjgrACCAGTGTTTGTTCAGTCTGTGGAGAGAAAAGACCTGAGC 

>i|ij5876.seq 

NAj3GACTTCTANAGAAAGGCCTGGTGCAGGCGGGTTGCTGGGGGATGTGAGCGCTCAGGACGTGATGAGGT^^ 

GTeTGATGGTGCAAGGAATGGAnCAGGATGTTGTTGGAGAAACAAGmGTGAnAGTCCTTAAAACTOGCTCCCTGGG 

CITTITCCCCCCACmTGAGAAATAAAAAAGCCTTAGGTAAATAAGTCArrCTCCCTAGC^ 

>i|qrc5877.seq 

CigiGATGATGCACGGCGGTTCCTACTCCGTGACCACCAGCTCCACCCACAAAAGGAGCAGCCTCCGCAAAGTGAAGGTC 
G?IS^CAGCTGCAAAAmCTTAAGGAAGGCACTGAAAGAAACACGGCGGA^^ 

TlfBBCGAATGCTGCnGCGAATGTGTGCGACGCCTTCCGTGTGATGGAAACACACTACCCCGTCGGACnCGAA 
>i1cit5881.seq 

ClS^GCnGTGTnATGAGGTACCATmGCTAAGAGGTGTGAGAGAAATAAAGGT^^^ 
TACTGCACAGACTGTACTGGACAAAATATATTTTAAGTGACGAGGTGAAATCTAAATCAGTmGmGM 

>ncrc5883.seq 

AnGTGGTCCnGTGGCTTCTCTCTCTAGCAGCACCTCCTGTCCCTTGACCnAACTCTGATGGnCTTCACCTCCTGCCAGCAACCCCAAACCCM 
AATGGAACGCAGAGATGAACATCTAACCCACTAGAGGAAACCAGmGGTGATATATGAGACnTATGTGGAGTGAAAAnGGGCATGCCATTAC^^ 
AGAATGACGTnACATATAAAATGTAATOCTOnGTAmATGTGTATATGGAGnGAAGGGAATAGTGTGCATAAGCCATOTGA 
TTGGTGCnAAAGnGTCACTATTCnGAATTAGA 

>ncrc5886.seq 

GTAAGAAGGAAGTGCCATGmCTTAGAAGACnCTGGTGlTrGTAGATTTGAGAAGGGAGGTGGGAGAGGAC™ 
TCTTTCCGGCATC 

>ncrc5887.seq 

CAATAAGCTGGGTGTCTAAAAGGACAGCTTCTCTTGCCTCAATATTGCGATTmCCAAAGAAACATGTTAAAAAAAAAAA™ 

GCAACCAGTCAAGAGCAmACACTAnTCTGCTGATATACTCACCnAAAACTGCTCANAACCCTGGGGCmATTmGTmAATCT^ 

AAATAGNGTAnTCGTGGATTACACATAGTATGGmCCTGAAGTAnCTGATAAATGNGTmnAAAACCTCAAT^^^ 

>ncrc5888.seq 

GATCCAGGATGCAGAmATCTGATTCGAAGGAGCTTGTCmCCCGAACATCTCTGGCTCCTmCTGAnCCTAAAAAGGCCAAATTCAGGCTGG^ 

TGGAATCGTGGGGTmCATGGAGAAATAAAAATGTTCTTCnATCCTCTCATCTTATGAACCCTCAGTGTGGCAGGTGCTATTGAGCACCAAGGTGT^^ 

CCACTOTTCTCTGCAGCGGCATTTmCCTGTAAGCATGAGGATCAGCATCTACCTCTAAGGATAATGTAAAGATAAATAA 

>ncrc5896.seq 

GCATTCCAGAnCTGGAAGACTTGGAAGACAGCAGGTGGTCCATAGACAmGTTGAATGTGAGTAGTCACAGTACCAACCTCGCTGTGTTGTOTGCAGGTGAGATGAC^^ 

TGATATACGCAGGGCAGTCGCAGCCCTGAGGAGTGTGGGCTGAACTATATnGAACACAGAGCGAGAGCTGGATCTGTGGAGCAATGGGACGTGGGGTGTCTCGGCAGGCCCAGGAC 

AGnCTGCTmAACCTGTTTCCTGGAGTAATTGCTAACAGTGCTTCCTiTCAGA 

>ncrc5897.seq 
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GTOCAAAAAAMGAGACTGGGGGAGMCCTGGAGATGGGTGCAATmAMGATGGGGGnGGGGTAGGCTTCAm^ 

GnAGCTAAGCAGTTAnTGCAGGGAAAACATOAAGGCCGAGTGAAGAGCCAATGTAGGGGTGCTGTAAGGAGCGGGCATGCTnGm 

CCAAGAGAnCAGGGAGACAAAAGTGCAAGAACCACnAGAGAAGTAGGAGAAGGGTAAGGGnGGAGAAAAACATATC 

>ncrc5902.seq 

ATAGCAGCTCCTCCAATGAGGAATGCTGTAAGTAAGACTCATCAAACAGATTnAACCCTTnA^^^^ Mill I CTTATCTGAGATGA 

ACmCAGGAGCCTATTTGAACTCCAGACTGGTGnCTGGGGCAAAGAGGTATOGCCAAACTGATTCTATGCAGGTC 
GCTAnCCAATACAGAGncmcnATAGGGCTATTGATATTGACACCAAATGGAGTGGCTTCTCAGCCTCT^^ 
TTAAAAAAGAAAAATAnCTTTGTAGCAAGTGTAAATTCTCGCATOTAACAGTGAACAGAGCTCCAGGT^^ 

>ncrc5904.seq 

AGACTGAGGCACGTGGATCATTTGAGGTCAGGAATTCAAGACCAGCTTGGCCAACATGGTGAGACCCCGTCTCTACTAAAAGTACAAAAAm 

AATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCTGAACCTGGGAGGTGGAGGnGCAGTGAGCCGAGATTGTGCCACTGCGCTCCAGCCTGGGCAACAGAGT^^ 

TCGAAAGAAAGAAAAGAAATGACTAGGACAGCAGGAGTAAAACCCCAAGGCATTAGGTCTCCGTAGCTAAGGTGGATGGCACTCA^ 

>ncrc5905.seq 

GAGAGTTAGGTATCATGGTCATCTmAAAATGCCCTCCTCACCGCACAAGGGGTGGGAGGTAGTGAGAAAGACGGCCAGGTGCAAGGCAGTGGGAC^^ 
GGTTTGCTTGGTGGAGTGGTGATG 

>ncrc5907.seq 

ATCATAGACCTGCAAGCAAACCCCCTCAAAGTGACTTGGCCAACACCnCCGTGGCmACTCAGCTCCAGACTCTGATACTGCCACAACATGTCAACT 
TGGAATAGTATGAGCTCTOTATAGACAAGGAAATGTGTCAAGGGGAAAAGAACCmGCAATAACACTGGGGACGCAGAAATGTGTCCTGAGA^ 
AGGTCTTTTGCAGTGTGmGTGCTGATGGmCCATGGATACAAGTGTATGGGGCAGGGCTCGTTCTCACTGCTTATGnCTTCGGGATTCTG 
TTCTGCniGGGCGACCCAGCGCCGAAAAGGCAAGACnCATGAACTAGATAGGTCnACCATTGACCTAAGATCAATCTGAACTATCmGCCCAGTC 

>0crc5908.seq 

Gl^TTGTGAlTGAAAATNTGAGCGAAGTGAAAlTGCCnGA^ 

GpAAAATTmGCCTAT CTAGTA TCnCAAAnGTAGTG TnGTA ACAACCAAATAACCTTTTGTGGTCACTC 
GMTGAATAAmAnGTATTTnAAmGAATGmGTGCTTmAAATG^^ 

G'fgGATTG 

>||ip5909.seq 

G&ifcCAAGTACTGTGAATCCCCAAGNCCAAGGTAGCTGAGAACAGAGAAAGTCAATGACTCCTGTAGAAGCATO 
G/5!fGAAAGGmGCTmTGGCAACACTGAAACAGAmAAATTCATATTGAAACAAATGACGCAAG^ 
AlSCAAACTGAACCCCnCCTTATACCTTATGCAAAAATOACTCAAGATAGATTAAAGACTTAAATGTAAA^ 
Gf^TAGGCACGGGCAAAGATnCATGATGAAAATGTCAAAAGCAATTGCAACAGAAGCAAAAATTGACCAA^^ 

>fibrc5910.seq 

GprAGGAGAAATACTmCCTTGTTTGACTGCAAAACAAGATGnAAGGTATGCnCAAAAAT^ 

G|!f AGnCAGCnGAATGTCTCTOGAGGGTGGGCTTTTGnGATGAGGGAGGGGAAACI I II 1 1 II I ICTATANACTTnrTTCAGATAACATCTTCTGAGTCATAACCAGCCTGGCAGT 

NT^TGGCCTAAATGCANANAAAACAGCTCCnGGNGAATTGATAAGTAAAGGCAGAAAANAmTNTGT^^^ 

AlMCATTATCTGCATATGCCAAAAAATmAAGCAAATGAAAGCTACCAAmAAAG^^ 

>nGic5911.seq 

NMCTGTN^MTACTCCnCCTAGCTGCTCTAAGGGGGCTGGCAACATGGNTCAGCAGGCTTGCCCCANAGCCATGGCAAAGAATGGAC^GTA^ 
TllfeTGGACCAGACCACCAGCCACACATCCAGAnAAAAGCCAGGAAGCACAGCAAACGTCGAGTGAGAGACAAGGATGGAGATCTGANGACTCAM 
TCAATGCCnGAAGGAAATTCAAGCCCTGCAGACAGTCTGTCTCCGAGGCACTAAAGnCACAAGAAATGCTACCTTGCnCAGAAGGTNNGAAGCAm 
CTGCATnCCAAAGGAGGAATCCTGGTOTCCCCAGGAACTCCGACGAAATCAACGCCCTCCAAGACTATGGNAAAAGGA 

>ncrc5912.seq 

NAAnAAAATGCTACTACTCGAACAmATATTmATATTAAACTmGTAAGTATAACCTGCnGG 
TAAAAGTGTAAGTTGTATGTAAAAGATTAATATCACAATCCmGAAATACTTTGCACCTTGGTAnGAATAAAGnGATGAC^ 
CTCTATGATAATGTTTTACTTCTAGAAAGTCAGTCAATAAGTAAAAACAAAACAGAAAAAACATAAAAAACTm 
CATCATACAAATGTATCAAAnATTGAAAnnGCATCAGCAGGCACCTCAGAGAnAAATATATCCnCAGGAAATCTAGCCTTATM^ 

>ncrc5914.seq 

AACATAATAACCGGCACAGGACAATGAGAAGATCAAATGTACAGAAATCGATACTAGCCTTGAATGTAAATGGGCAAATGCCGGACnAAAAG 
>ncrc5915.seq 

GATTCAGCAGGTGACAGCCCTGGGGGCAGCTCAGGCTAGTGCTAAGGCCTGAGAGTTTnGCAGAAATGGGGCAGAGGGACACCCmGGGCGTC 
TCTTGTGTTTTAATGCCAATAAATGTGCCAGCTGGGCAG 

>ncrc5916.seq 

GAATTTmGTGGGGAGGGCnCAmTGTTGTATATAAAATGTGAATGTGGTAAATGTCTAAAATGTGAATTGTGGGTGAAW 

TAGGCAAATnGATGTTATCnGAAmGnAATGnGATTTmCTAATOTAGTCATAAnCATAnCA 

AAGAAGAAACnCACCCATAATC 

>ncrc5919.seq 

TATTCATGGGACCmAATTTGTACAGAACACAGAACTTATTTCTGTCAGnAmAATACATTGAAAAmAGTGAAA 
TTAAAAATAGTCATTAAAAGATCTGnGTGATTAAAGA 

>ncrc5921.seq 

GNGGGAAnGGGCCTTATGGGCGGAATCTAAAnAAAAAAGAAAGAAATnGAAAAAACnTCTGTTTGCCATTTGTTGTTCTTCmm 
CACATCTACTTGCTTAAATTGTGGGCAAAAGAGAAAAAGAAGGATTGATCAGA 
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>ncrc5923.seq 

CTCCTGGGTGGAGTGGTACATGCGCGCCCGGCCCGAGGATGTCATCTCAGAGGGCCGGGGGAAGACCCACTGMGCTGGGCAGGACAC^^ 
CAGCAATGCCTGGCCTGGTAGCTCCGCTTCTGCmCACCAAGAGAGTGmCTTCACTCAACTCAG 

CTGCCAGTAGGGGCGGGAGGAAAGGCGGAGGCGAGCCCTGGAGGAGGGAGGCCACAACTCCGAGCTGCCCACCTGGTGCTGAGCTGGGGCCC^ 
GAGGA 

>ncrc5926.seq 

CAGGTGTCCATCTCCTATCTmTGTTCCATCnCTGTGAGTTCCAGCTAGCAGGCmACATCTGGGG 
ACCAGCTGAGTGAGAACATGAACTlTnGCACCATGTACCCATGGCTTACACTACTTAGAAAATCACCnTTCAGATAA^ 
AAAACTGTGAGTGACCCTTTnAAACAATGCTGAGCAGGCCCTGAGCTATAATCAACGGTGAGCmAATGTCTATGCTGACAGnAGGT^ 
CCAGCAGTGnTAAATCTAAATACGnGTGAGTCTGTTATCTGTCCTATCGCGTmnAAATGACTTmATTCT™^ 

>ncrc5927.seq 

ATNAAGAmTAnGAACTCTTAACTGACAAGGGAAGCAATACGATAATAAAGTTGATTCAAAGAGCAmGAGGAACTGGGATTTA^ 
AATCTAGTTAATGTCCTACAGAAAAATAAAACTGGGGnAmnCGTACTGGATACAAATCACTTGAATGTCTAACAG^ 

>ncrc5928.seq 

AmCTGGATGCTAAGTCCnCGTCCCCATCTCCGCTCGCAGAAnACTGAAGmGGGGTATTCCnCCCCCAnGATACTGTnTOCTAGGTGCATGTGAAGG 

TTAAGGAnCTCAGTACTGGCGTmACC AATGAT ATAAAAGATGCAGGGTACCCCAAACCAATmCAAAGGATnGGAG 

AAATATAAGAACTGGCCTGAATCTGTGTATTTTnCAAGAGAGGTGGCAGCATTCAGCAGTATAm 

CCAGTGTATGGAGAAACGACACAGGTOGGAGAGGTCGCmGAACGTGCTATAGGACCTTCTCAAACACAGACCATGAGAAnCAATAnCACCTGCG 
>ncrc5929.seq 

GAGAGTTTGTACGGAGAGAGTmGGGAACTGCTGCACAGAmCCTGCAGAATGATGGGGCAGCTCATGAAAAATGATCAAGATTGGAACGCAAAGCTGGTGG 

TATGGATGAACGGGACAAAGnCAGAAGAAAACAmACAAAATGGATAAATCAGCATCTCATGAAGGTTCGAAAACATGTGA^ 

Gj'^CTCTmAGAGGTTCTnCAGGAGATACGTCGCCCAGAGAAAAAGGTCGGATGGGT^ 

AlfpTAGTGAATATTAGAAATG 

>telj5930.seq 

CSSAAGAGGGAGGTTnGGTGTCCCTGGTCCTCTGGGAATAGAAGATCCAmGTCmGTGTAGAGCAAGCACGnTTCCACCTCACTGTCT^^ 

ClfMGAGACGGGGCAAATGTGGATGCAAGAAACGAGGGGCATGACCAGGTCCACTGTGGAGCAGCGA 

TC|(|3TGCTCTGTnCCTmGGAGmCTTCTCCACAmTCnTGnCGTGGGGM^ 

>iil5931.seq 

AITGAGGAAATCATTGGAGnAGGATACTGAATGTATTCGAGAAACTCTC^ 

CACACAGCACAGCCAGACTGAGTmGTGACTCCCCGCCACCACAGGGCAGGGGTGTGTCTCTGCAAAGAGGGAAGGTGCCCACCTGACCACCATGGCTC^ 

C?$TGAGGGATCCGAATGTGTGTCTGATCCCTGGGAGGAGAAACACACCTGTGTCTGTCCCAGCGGCAGGmGGTGAGTGCCCAG^ 

Ti33TGAAATACCGTCTGACGGA 

>d|fe5932.seq 

AftbCTAAAACmGTATAATTAAAAGGAAAACAGAAAAAGGAAAAGTAGGCAAATGTGAAAATAGmCAA 
TprGACTAAGTGCTAGAATTTATAGTTACAGGCGGNG 

>i5eff:5933.seq 

Ci^rrAAAGCGCnAATGTCTmAnGCTGTGACAATOGGTCCAAATTATmAAGT^ 

™CCCAATACAGTATGTTCACTCTCTGGGTGATGGGATCAATAGAAGCCCAAACCTCAGCATCATGCAGCATACCnGCAACAAACCAGCGCATGC 
ATGGAAATnTGTAAAATAAATAAAnAATTAAATAAAAnACCT 

>ncrc5934^eq 

AGCAAAGGACAATATCAAGAAAGTGAAAAGGGCTATGCAmGTCCATTGTGGCAnGCTATAAAGAACTACCTGAGACTGGGTAAnCATAAAG^ 

ATCTTCAGGTCATATAGGAAGCATGGTTGCAGAGGCCTCAGGAAACmCAATCATGGCAGAAGGTGAATGGGAAGCAGACACAGCCTGCATGGGTGAAGCAGGAGGAAGAGAGA 

AGGGGGAGGTGCTACACACnnAAACAACCAGATCTCATGAGAACTCACCATCACAAGAACAGCAAGGGGGAAGTTTGCCCCCACGATCCAATCACnCCCACCAGGCC 

AACAnGGGGGTTATAATTCAACATGAGATTGGGGCAAGAACACAAATCCAAACCATATCAGGGTGGGCACAGGGACTCATGCCTGTAATC^ 

>ncrc5937.seq 

ATCGCTCGAGGAGAAlTCTGCCTAAGCCACTCGAAAAAGCCGTACAAAAAATAAGCAAAAGCGTCCCAGGAGCCGTACTCTGACAGCTGTGCACGATGCCATCCnGAG 

CnCCCAAGCGAAATTGTGGGCAAGAGAATCCGCGTCAAACTAGATGGCAGCCGGCTCATAAAGGTTGATTTGGACAAAGCACAGCAGAACAATGTGGAACACAA 

TCTGGTGTCTATAAGAAGCTCACGGGGAAGGATGTTAATinGAATTGCGAGAGmCAAnGTAAACAAAAATGACTAAATA^ 

>ncrc5939.seq 

AAAGAGGCCGAGTAAGAACGTGGAGAAGAAAAnGAGAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGGCCAATAAAGACTGnAA^^ 

>ncrc5940.seq 

CAGnAGGACTTGTGTAGmGAAAGAAAAATCTCACCCAGCATAAAAAGAGAAAAGGGGGAATTGTAACAAATGTTAATCATAAG^^ 

GGCTGTGGGCAAAGAGGTGGCCTCGGCGGCTGGCAGCTCAGTGGGCCTTCCAAGTTTACTAAGCAGGGTCTTGTATmTAAATAAAATAGAGCATCAGACACGC 
AAAAATAATAAAAACAAGimGAAnAAGTHAAGACACATTAAGAATAAAACAAATCTAAGAATAAAGGGM 

>ncrc5944.seq 

GATTCACAAAATAmATGATGTAmACTCTGCACCAGGTCCCATGCCAAGCACTGGGGACACAGTOTGGCAAAGTAGACAAAGCAmGnCAmGGAGCn^ 
AATACATONGATAATGACACAATCAAATATAAAnGCAAGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTNACAGGAGGACACAGCA™ 
TGTACTGTTCCGTAGGGCAGCCACTACCCACATGTAACnmAAGGmAAAnTAAAnAGTTAACAnCAAAACGCAGCTCCCCAATCACACTAGC 
CGATGCATGAmGTGGmGCCTAnGAATAGGTTAAGAAGTAGAATGTTnCATGATCACAGAAAGTTCTAnGGACAGTGGTCTTCT^^ 
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>ncrc5946.seq 

CMnCTMGCAGAAAMGAAAAAAAMCACAAAAMTAAAAMCCCCTACAAAAm 
TAAGAAAAGCTGGNGACATAmATACGTTmGTGCAAAAATAAATGAATGGCAATAGATmAA^ 
TGCATTATTTTACTTGNGAGI II II lACTGAATTAATCTGAAATGTACAAGCCCTGGATTTGCT 

>ncrc5947.seq 

CACAACAGmAGAGCATCTTCAGGAGCACCACAAAAAAGCGGAAAATTGAGGAATTAGATGAACGTGAGCGAAACTCTCG 
GAAAAAGAAGAAAAnAAGAAAAAGAAGCnCCCAGnCAmCCAGCAGGAATGGATGTAGACAAATTm 
TAGGTGTTAAAAACTCATATCCCTTAAACTGAGTGTAGGGAATGGGATATOACAGAATCTGAAAGCATGACCTGGAC^ 
TTCTGAAGCAGCTTCCTAGTTTGTAAATAGACnACTTGGTATATTTTTA 

>ncrc5948.seq 

GAAATCNnGHAnGAATrn'AGGAAGGATTAATGGnAAGTGTATATAAAATACTAATATTAAGTAAACTTCATA^ 
TTAAGAAnAGTGTTTAACAnCCTAAAnGTmGAGTGCTTGAnATAAmGTAAAAAATGTnAnTO 

>ncrc5949.seq 

AGGGCTTGAmACCAGGTACAGGTGGGGATCAGAAATCTACTCGGGTCTCTGATGTGTTTCTAGCnCCGAA^ 

GGGAAG6A 

>ncrc5950.seq 

AACCGAAACGTGCCGGAGAnGGTGTGTACGCTGCCmGAAGCACCTCCTCAGTACGTmGCCAACCTATGAAATGGCCGTGAAAATGCCTGAA^ 
ACCTGCGTGAAGAAAnCTGCCmGACAATAAATCGTATAGCAGCTTmGmGTTTATGTTACAGAATGCTGCAAnCAG^ 
TGTnAAGCAmATmCAAACACTAAGGAGCTTmGACATCTGTTAAACGTCTTmG! (Mil I GnAAGTCTTTTACATTTTA 

>ncrc5951.seq 

AICCCAAGTCTTTTGAGTTTCTGTGATGAAATCCAGTCAmAGTnGGAAATAAGGTGTGAmGGTCTCATGTGCCGAnAAG 

Cl#TAGCATTG6CCAGAGAGGCGGCGATGCATCGGAGGCAAGAGTAGGGGCCACAAGGTGCCCGTGCCTGGCACCCC™CAGGTGTGAGCCACCGTGCCTGGCCAACAGTAAAT 

CIWATAGATACCTCAnGGTTACATCTGTGCAATTAAGnCCTGGGCACAGAAnGCTGGGCCAAAGAGATATGGACimAGAATT^ 

T|SrAATTTATTCACCGCCTTGTCCAGCAGTGTGCGAGAGTGCTCAnCGTGCCTAT 

>fijii^954.seq 

Aii^TAAAmAmATCTATGCCAACGGAGAAAATCGTCAGTGTTCTOGAAATAGCmnAAAm 

TTTAAATmGGGATAGTTGCmAGAnGCATGTGTAAATTAATATCnAAGT^ 

AmAAGTTAGAAAATTAGGAAAACAGTCATCATATGGAGAGAAC 

IS 

>0Grp5955.seq 

AlS^TCACATTGGAGACAAAAGTGTATCCAAGAAAATGTAGTGTGCGTOTAGAGAAAnCCAACTGGTCACACTCACCA™ 

CfGTCTTnGnCWrccnCAGCTTCCCATGCm 

TiaSTGmCTCTTTnCACTCTCTAAACTCTTmGTATA^^ 

At|TATTAATGTGATACAAAGA 

>l^956.seq 

CimGCGGCCTCACCGAAGCGGGAGCGGCCAAAATGAAGTTTAATCCCmGTGACnCCGACCGAAGCAAGAATC^ 
At^TGTCnCCGCTCTnCCAAAGAGCTGAGACAGAAGTACAAGGTGCGATCCATGCCCATCCGAAAGGATGATGAAGnCAGGTTG^ 

cMgtagtccaggtttacaggaagaaatatgttatctacattgaacgggtg 

S.? 5 
" 

>ncrc5959.seq 

AnGTCCATGACTACAAGGATATTmAAACAAGCTACTGAAGATAGAnAACAAGTGCAAAGGAATTGCCTTAm^ 
GAACTGGAACAGGAGG 

>ncrc5960.seq 

AAGTAACTTAATAATTTATTGACATCTGAGGCAmCTCTCTnCTAGAGCCTCAGACCAGAAATGATGGGAmCAGCCnCTmC 
AACTCTGGTTGTCTTAAGTGACCCAGATGAACTATTAATAGAAAAATAATTCTACTCAGTCAGTACnAAAAGCTTGACATGm 
TCTAAmCCTGGGCCTCACTTGACCCATCTGTGAAATGGGGCAATGAGCTCTmCGGCATGAAGGCAAGGAACTGTCCAGAAGACCTCTC 
GGTTCTGTGAGTAGTACAACTCACACCCAAAGTCTTAGTTGGAGGGCACTTTAGTG 

>ncrc5961.seq 

AGTTCATGACTAGATmGATTCGGAAATCTATACTGACCAAGGAnAATCTTAAGGATTGTATAAnCAnAAAGCTGTGGTCm^ 

AAGTCmmGCTGACTTmCTGTCATGAGTGAGATTGTTGAACAAACTGAATATATGGGCTATAGCAAGTAGCTTTACAGTACAGATC™ 

GTACGATTnnCTGmGGAGTAAGACAAAAAnGmTGACATAGGlTCCGTAGGGTAGACnGCTCTAGCAT^^ 

>ncrc5972.seq 

CATGATNAGAAAAGAGCmTGTACATAAAAGCGTGATGGAGGAACTGAAGAGAATAATTGACGACAGTGAAAnACCAAAGAGGATGATGCATTGTGGC 

GCCGGCAGGAGCTTGAAATCGTCATTGGAGATGAACACAmCTmACAACATCAAAAATTGGTTCCCTOTTGATGTCAATCAATCCAAGGATCCAGAAGGGTO 

ATCTTGTCCAGGAGCTGAAGTGmGGTCTTCAGTCTTATTGGAnACACTTCAAGAnAAACCAATCTAGACTGAATATTGGTGTGGACATGGGGGG 

>ncrc5975.seq 

TGAGNACGATGTGGGGmCCACTGTGTGTCTGTCATGACCTGTTCGTCTTTTTnCCTAACCCTGATCTCATACnGTATAGAGTAATAA^ 
GGCATATTTACCAATGTCATGTATTCTGAACAAAGGCAAAAAATACAAAnCCTACGATT 

>ncrc5977.seq 

GTGAAGTCAATACCTATAAnACGAAGCTGCTTTGGGTCTAAAAGAGGAGCTCGCTTATAAnTGnTCCATTAACAGCAATAAGCATmT^ 
CmGGTAGACACTnGAAGACCCCGTGTAAATGAATATGTGATTCGCAAACATAnGAGGTAnAATACAAAAAAGnAATGTCTATC^ 
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TCTCMGCAnAnCTmCTAMGTAMCACTCGCTCATGCAnCCAMGCMTGGTCCAGCCCCTM^ 
CCAGACCmGAAAGCATCCCCTGCTTTCAAGCAGCGACACTCTmCAGCTGCAGncnAACAGCCAAAACAT^ 

>ncrc5979.seq 

AAGACACAATATAnNAATATCmAAGGGTAGGGCCTGTGAACCTGTATTTmGAAGmTATGT^^^ 
TATGTGTGTGTGTGTGnCTAGnAGGGAGATGTCATATAGGTCAGATTAAAATGTGAGGCAGTGTGTGGnAAAC^ 

>ncrc6981.seq 

TNCAGTAATTTTTAGCCAATATGGCAmGTAAAmAAACmCTCTCATGGAAAGGGGGCTGGTAC^^ 
GAAGTAGACTCAAAGGAGATTACAAmGGTTGCTGGCAGCCATTCTGGGmcnGATmAGTACTCCAAAGAATAT^^^ 

ATTAAAAGGGAATCACTTATCAGTTnTAGCATAGGATGCATTAAGAAATATCAACGGATAACTGACATCGTmGnAA 
ATGGATGTACAACGAAAGAGATGAAAAATACAAAAGnATTAAGCCACGTGAnAAAAGAAAACCAATAmAAAGGCAm 

>ncrc5982.seq 

GAGTGTGTGAAATCTTCGAGNAAGAAmCTCmAGncmGCAAGAAGGTAGAGATAAAGACACmnCAAAAATGGCAATGGT^^^ 
AAAATGAAGAGCAGGAATATGTTCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTGAGCCCCTATCCTACCnCAATCCATCCT^ 
CATAATGGTTAAAGGTGTGGATGAAGGAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTCAACAGATCAAAGCAGCAW 
GAAACACTGAAGAAAGCCCTTACAGGTCACCnGAGGAGGTTGTnTAGCTGTGCTAAAAACTCCAGCGCAAmGATGCTGATGA^ 

>ncrc5993.seq 

ATATAAACnGGACAAAGAAACAAAAACGGGCAGATGGGGnACTGTGGGCTGCAGnCAGGCAGCACCAGCACTAGAGCGTGTGGGAGGGGGGGGGTCCG^ 
GATTTCCGCGGGGAAGCTGAGCACGTGAAGCTCGCTGGTTCTGTGCGAAGGGTATTCCTGGTGCTGAATAAAGGGTGTTGCTGTCAAGG 

>ncrc5996.seq 

ACAAATATAGTAAmCTATTTAnGCTCTAAGGAAGAnAAAAAAAGATAGGGAAAAGGGGGAAACnCmGAAAAATGAM 
GJ1[ACTGCATTTCTTGTGTTCGTACAAATGTATTAAAGATTGA 

>6S5998.seq 

At^GCTGGAGTGCTAGGCACAGCTCTAAGCCTCCTTAnCGAGCCGAGCTGGGCCAGGCAGGCAACCTTCTAGGTAACGACCACATCTACAAGGTOTCGTCACAGC 
GifMTAATCTTCnCATAGTAATACCCATGATAATCGGAGGCmGGCAACTGACTAGTTCCCCTAATAATCGGTGCCCCCGAW 
G#rTACCTCCCTCTCTCCTACTCCTGCTCGCATCTGCTATAGTGGAGGCCGGAGCAGGAACAGGTTGAAGAGTCTACGCTGCCTTAGCAGGG 
GpBAGCTAACCATCnCTCGTTAGACCTAGCAGGTGTCTCCTCTATCTTAGGGGCCATGAATnCATCACAAGAATTA 

>n,c[|^999.seq 

AmCCAAAATGniGGAAAGAGTATAAmGACAAAGAAAAATGATACTTCTCTTTTm 
AOT3TCTCAATGGNGCTATAATAAATAAACTTCAACACTCTTATGATAAG 

>nbrc6000.seq 

cfgAGTGAACmGTGnAGCCTGCGTCAGAAATGCCAAGTTGTGTnACTmCATTC^^ 
Ail^rrATTnAGAACACAnGTAnGGTAnACAACCAGATOTATTCnGACGnGACT^^^ 
Tlg^TAnGTOCAGGAAGCnGnACAnATATTCnGACCnnGGnGATAATCnAAATCTTAATGTAAm 
AC^TGCATCCAGATnACCAGTTGnATCAnCTGCCCGTTTTnAnGCCCCAAACCTGTO^ 

m 

>n6rc6003.seq 

TyCTGGAGGTTCnGGGGCAGAGGCTGGGCACGTGGTGCAnGCAAAGTCTGGAGGGCAAGTGCCATGGCTGAGATGGTGACCAGCGTCCTGTGGAGGGTAGA^^^^ 
ASSGnGGAGAGACCCTTCAAATGGGAATCACTGGCCTTAGAAATGGGTAGACAGAATCCTOGCCACTGGACTGGAAA™^ 
ACGAAGAATCAGmATAATGATCTCTGTGGTAmGCAATATCCCTAAAAGGTAACAAAGCAGCnCATCTCATAmATATC^ 
CnATGATCGAGAGAGATGCTGTTCAACTCCAAATCCCTGCGCTGGCTCTGACACAGGCTGCAAATAAGGCAGCTTCTCAnGTCm^ 

^ncrc6004 seq 
GCTTTGTTGGnGC^ 

TATTmGATCATTmAAAAAGmGTTCTTCTGGTGmGGTAGTTCCATAGTAGTTAGAM 

ATACAACATGAGAGAAAGACAGAGAGAGAGAGAGAAGGGAGAGAAGAGACATGTTCTTCmGACCAGGAGGAAAAAAAAAAAAGC 
>ncrc6005.seq 

CTCTCTAAAGTGCAACAAGGATGAATAGAATGGGCCAAGGTATGACAAnAATGGnCTGCATGACCTAGCCACTGCTGGGGGTmC 
GAAATTAAAAAAAAAGGAGTTACAAATnT 

>ncrc6006.seq 

CTCCAGTTCCCACCACAGTGTGCCTTGCGCCAGNAGCACGAGAGAAAGGCAAGCAGGTAAGAAACAACCAGCTACAATTTTAGGGCTAGTGTGACAGTATAAACCTCTTGGG 

CAGGCATACGGGGAGTTCACACTCAATTCACAGGCCAmTCCACATACCTCCCACCAGGTGCTCCCAGGAAAGACTGGAGCAAAGCAGAAGATTAGAAGCGCGCCGTCCCCCCA 

CCGCAGCCAGTTGCAGGCACACAGGAAAAGGCACAGGTAAACACGCACTGTGTCTAACGATGGAAGGGAGAAAGAAGATAAAAACGTACAACACnCTACCCACTGA 

GGAAATAGTCCAGAGGGGAGTATGCTGTACCAATCCAGGTAGGGAAGGGCTAGGAAAGTTCCGCATAAGACATGCAACAGATAAGTGGTGCCATGAAGAGAAGGAACAGAAA 

A 

>ncrc6008.seq 

GACACTGTTGAAGGATCTTAATTCTATGnGAAGATAAAGTGTACCnACAGGGTATAACmACATOGCAGATATACTAnGTACTATGGACT^ 
nCAAGAAAAGGAGAAATATCTTAATGTGTCTCGCTGGTTTTGTCACATTCAGCAnATCCAGGCATCAGGCAACATCTGTCTAGTGTTGTC^ 
CGACTAGAAGCTGTGCATGCCATAGAGAAGATCTAnAAAAATGmTAAATGGAAAATGTAGTGTAGACCACAGGACTAATGTAAAnAATAT^^ 
GATAGA 

>ncrc6011.seq 

TGGAGCCAAGTGCTAACATGCCnGGTTCAAGGGATGGAAAGTCACCCGTAAGGATGGCAATGGGAGTGGAACCACGCTGCTTGAGGCTCTGGAGTGCATGCTACCAGCAACTGGTC 
CAACTGACAAGCCCTTGCGCCTGCCTCTCCAGGATGTCTACAAAATTGGTGGTAnGGTACTGnCCTGnGGCCGAGTGGAGACTGGTGTTCTCAM 
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TGCTCCAGTCMCGTOCMCGGMGTAAMTCTGTCGAMTGCACCATGMGCnTGAGTGMGCTCnCCTGGGGACMTC^^ 
GnCGTCGTGGCAACGTTGCTGGTGACAGCAAAAATGA 

>ncrc6012.seq 

ATAACAAAAACAGTCTTAAAGAAGGTGAAGAACAACTTCAGACTCAGCATCAGAAAACTmATAGGAAA^ 

ATCGTGATCmGTGAGnAAATGAATGCGCmGGATCCTGGTGGCTAmCATTAnAATGGATCAGAAAAGGW 

GTTTAAAGTT 

>ncrc6015.seq 

GACACTAGAAGGAAGTCGTGCTACCCCCGCGGTGnGTCGTGTGnCTGGAnCATTCCGGCACCACCATGTCGAAGGTnCCmAAGA 
CGTACAAAGTACTCAGTGTTCCTGAAAGTACACCmCACAGCAGTCTTAAAGnTGCAGCAGAAGAAnTAAAGTTCCTGCT^ 
TAAATCCTGCACAGACTGCTGGAAATGmnCTAAAACATGGnCAGAACTGCGGAnATTCCTGGAGATCGTGTTGGAAGTTGT^^ 
CAGAATAAATATTG 

>ncrc6016.seq 

ATNATAAATTAAATGAGAAmCTGC™TCAGTATnTATATAAGCACTGTCTGGAAATTCTACnAGGACAATAmAAGTA 

TATCCTTGnAAnAATTAACTAAnAAGTCCCCAAAATGAGAAGAGAnCAATTACTATCAATAAmGTAGTAAAGTGACTGAAA^ 

TCAACAAGTTAGGACATACTTTTATmTAAAAAGTCTTCAC 

>ncrc6017.seq 

GCAGGCTGCTCTCGAACACGTGAGCTGAAGCTTCCCAAGGTGTAGGGAnGCAAGCGTGAGCCACCGTGGGGAGCCTCTACCCAACTGTTn 

ACGTGGAGAATAGCTAAAGCCCCAGCCTTCAACCGTTGCnAAGTCATAGAGGACTGCCATGTGAGTGAGGGAAGTCAGAGGCAAATTCTCAGTTAGCTGAm 

TGCATGGAGCAAAATGAGCCnCCCCATGAAGCCCTACCCAAAATACAGATATATGAGCAAAATAAATGAnGnGTTn^ 

>ncrc6024.seq 

CAGCACCCCAGNAAGTCTGnCCTTmGTAGTAAAATGAATCmCAAAGGmCCCAAACCACTCCnATGATCCAGTGAATATTCAAGAGAGCTA^^ 

TimCGCTGTAACACATGTGCCATAATATACAAACTTCTACmCGTCAGTCCTTAACATCTACCTCTCTC 

Af5|AGCATACAATAAAACTTAGTATGAAACnTC 

>iy:;6025.seq 

AgiAGGTATGGTGGCACACGCCTGTAATCCCAGCTAGTCGGGAGGCTGAGACGGGAGGATCAGTCGAATCCAGGAGm^^ 
Ti!^?a^AACACCAAGAAAAATTAAGATCCCCT 

>nM:6026.seq 

ClSACCGGAGTACCTTGCGTGCAGTTATGTCGGCGTCGGTAGTGTGTGTCAmCNCGGTTCTOGAAGAGTACnGAGCTCCACTGCGGAGCGTCTGA^ 
TSQTGTATATACTGGTGAGCGGGGCGCTGGAGTTGGGTOGTGTCTCCTCGTGGGGACCTTGCGGnCAACTCTnTCTCTCGGGCTTCATCTCnGTGTGGGGAG^^ 
GmTGCCTGAGAATACAGATGAAGCGACAGAACAAAGCGGAmCCAAGGCATCTCCCCAGAGCGAGCCmGCTGAT^ 
AenTGnGGCTGAATCAnCTCATTTACTTAAnGAGGA 

0 

>0fp6O29.seq 

Gien^CCGTGTCACATmGGTAATTCTCnAATATTCAAAAATATTCTCnGGTCAGTTGC^^^ 

G®AGGAGTnGCAACCAGCCTGGCCAACATAGCAAAACCCTGmCTACTAAAAAATACAGAAAnAGCAGGGCATGGTGATC^ 
GC^TGTGAATCGCnGAACCCAGGAGGCGGAGGTTGTAGTGAGCCGAGATTGGGCCACTGCACTCCTGCCTGGGCGACAGAGTGAGACTGCATCTC 

>/ieit6030.seq 

T|®CCCGGGTGGnGCTGCCGAAATGGGCAAGnCATGAAACCTGGGAAGGTGGTGCTTGTCCTGGCTGGACGCTACTCCGGACGCAAAGCTG 
GGCACCTGAGATCGCCCCTACAGCCATGCTCTGGTGGCTGGAATTGACCGCTACCCCCGCAAAGTGACAGCTGCCATGGGCAAGAAGAAGATCGCCAAGAGATCAA^ 
TnGTGAAAGTGTATAACTACAATCACCTAATGCCGACAAGGTACTCTGTGGATATCCCCnGGACAAAACTGTCGTCAATAA 
CCGACGGGAGGCCAAGGTCAAGmGAAGAGAGATACAAGACAGGCAAGAACAAGTGGncnCCAGAAACTGCGGTTTTAGATGC^ 

>ncrc6031.seq 

CTTnGCTTGGGCAGAGGTGGTGCTGCTGGGTGTGCAGCTGCCACAGACTCCAAAGGCGTAGAAGmGTGCGAACACAGGGAGTCATTCTGGCTC 

TGGCAGGTGCCCTCCnGGAAACTGGTnTGGCTCTGATCAGCGGnCTrrTTGCAGCAAAGCCTGCATCTGTGTTGACnGCAA 

ATGGTTACTACATGAmGTTCCCAGAGGmGAAACAnCAGTGAAACTTmAAAACmGAnGCATG^^ 

>ncrc6033.seq 

GAGAGAmATGGGTTGTGGTACTATGAGAGGGAACCTAGGTAGAGTCCAGGGAACTTCCTCAGTTGAAGAGATGAAGCTAAGGGTCAGGGGAGACCAAAGTGGCTGG^^ 

ACAGAATATCAGGGTGAAGAGAGAGCTGCACAGAGGATCCCTGAGATCTGCAGAGGCTTCCACTGTAGTGnCAGCAGAGCTCTAATCAGCCCATATGTGGAAACTACCTGAGGCTA 

AAGAATCATCCCAAAAGAmGATTGAACGGTACCTGGTGCTCAGATAGGGCTATAAGTAGTGCCnTTCTOCCAGGTAGACTGGAAAAACTCAGTTC 

CTGAGAT 

>ncrc6037.seq 

ATGNCTACGTGTTATGATGCCCmATGAAAAATACAAGAACAGGCAAAACTAAGGTATGGTGATAGAAATCAGGAGAGTGGTTGCCTCTGGGTAGGGGTTG^^ 

AGCACAAGGAAACTTTCTGGCATGATGGAAATATTCTGTAGCTTGACTTGGGTGATGGTAATTCAGTOTATACTTmGGGTAA 

TGCAAGACTAGTACAAAGAGCnCCGTATACCTTTATCCAGmTGCCAATTGmTATACAmACTCAAACATATTGATTGAAACT^ 

>ncrc6040.seq 

GATATnGGGTAGGnAAGCTGCCATACGTGnCAGTGTGAATAGTGTnAAGnGAAAATATTGTAAAAAAATTATATT^ 
>ncrc6041.seq 

GAGTCTGGCGGCTGCATTGCTGGGCGCGCCGCTCTCGTCTGATCCCTGCTGGGGACGGnGCCCGGGCAGGATCCmACGATCCCTTCTCGGTTTCTCCGTCGTCACAGGGAATA 
AATCTCGCTCGAAACTCACTGGACGGCTCCTAGAAAGGCGAAAAGATATTCAGGAGCCCTTCCATmCCnCCAGTAGGCACCGAACCCAGCAnnCGGCA^ 
TTTGCCAGGTGmGTTACCTTGAAAAATGGCTACTGGACAGGATCGAGTGGTTGCTCTCGTGGACATGGACTGmiTTTGTTCAAG 
TAAACCTTGTGCAGTTGTACAGTACAAATCATGG 
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>ncrc6042.seq 

GGATCCNNCGCCCAGG CCGGAG T GCAGT GGTGAMTCATAGCTTGCTGCAGCCTCTATTGCCCGGGCCAMGCMTCnCCCACCTC^^ 

CACCCnCCTGGCTAAGTTTmGATTmAGTAGAGATGGAGAAmCCCAGGATGGTC^^ 

GGCATGAGCCACTATGCCCGGCCACTGTATAACmGATTCTCCAAAAAmAACTACTAATAGTCTACTGn 

TATGTATTAT 

>ncrc6043.seq 

TGAGANAGAGAAAGATAAAAnTAACTOGGACTTTGATAAmAAGTATmCATTAATTmCTAGGGTAATATAAT 
CAACAmAAAACCAGCAGAGGAAAAAAAAGAAGAAAnAAAGAAAGTGAAACCAGGAAAAATACAACAAAATAAG 
AGTCCTGAAAGnATACGTCAAAATGGTCAGACTGGCnAGAAAAAGAAATACAGCTATGTGCTAmGAAAGAGACATCTAAAA 
AGAAAAAGATAAATACAGTGTACCA 

>ncrc6047.seq 

TGCAGGGCATCGGAAGCCGGnGGGGTGTGAGAGGTmCTCGCTCTAGGGAGAncnCAAGCAATCACTATGTCAACAGACACAGGTGmCCCTTCC^^ 
GGGATCAAAACTCAnCGAAAAGCTAAAGAGGGAGTAnCGTACGCGTTGGAATAGCGGGTTTTGCAGCAAnGTTGCATATGGA 
TGTCCAnCATGTGATCCACATGCGTGTGGCAGCGCAAGGCmGnGTAGGAGCAATGACTGnGGTATGGGCTATTCCATC^^ 
GAAGAGATGCTGTCTTG 

>ncrc6049.seq 

CAATCANCAGNACAACATATAGACACACATATAAACTGGCAAAGGCAGAGAAAGATAAATATGAGGGAGTCCATGAAAGGGGGGAGAGTTAAAG^ 

nGGCTCTGGAGCCTGGGAGTGAGGCTCAGAGCTGACACTCCTAATGGCCTmCTCACCTCTGCTCCTCAGGGCTGGTTCCAnTAAATGAAGGATGCAGTCCT^ 

GATOTGGAACAGAGAAAAAAACTATTAAAAAAAAACTCmCCTTnAGTACTTCCGTAACTATA^^ 

>ncrc6050.seq 

G.qTCTTGAAGGGGAGCCAGmGCCATTCGCTGGGGCnTATCCCTCTTGTGATTTACCTGGGATnAAGAGGGGTGCAGATCCCGGAATGCCTGA^ 
TgeGGATAAAGGATOTrTGGTCTTCTGGATTTGGAGGCAATCAGCGGACAG 

>nSp6052.seq 

AyAGAGTGGAGAnTAAAGTCAGGATGTGGCCTTmATmAATTATATACTTAAncmGAACAAGTAGA^ 

GpACnAAAGGCCAGATOnGCmGGAGCmCTATAGGTAGTAGCGATCCCGTCGTTAAATGTmCATGGATAmGAAAAGAAGA 

G|ilnTCTGCCTCGTGCTTTGACCTGGATTGCAnATTATTGTTTATGCGAAGT 

>ncp056.seq 

A&TGGTGTGCTOTCncmGnGCTGAmGAGAGCTGAGGTATGTACTATATCTGGAATGCACACAGCAGGCATGCTGCTGTG 
A^CATACCT 

>&c6058.seq 

CfeTTCACATGCTAnATGACnATAAAGTCAGCAACAGGTGAGGCGCACCAGGACACAGCnGCAmcnTAACGTCTGnCCCTT^^ 
AmCCTTGCGGTGTGGCCAGGTGTGAGGAGAAAGCAGCTGGCAGTGmGGACAmGTCCACCTTCAGCGCAGGGTCTCTGGCCGGGTCTGACTCAGAA^ 

>r5^i6059.seq 

amnggcggcgcggggctgaaggctagcaaaccgagcgatcatgtcgcacaaacaaamactancg^^ 

aI^catagccaagctggtccctaaaacccatctgatgtctgaatctgaatggaggaatcttggcgttcaggtgagtcagggatgggtc^ 

afeircngctgnccggcgcccactacccaagaaaccaaagaaatgaagctggcaagctacttttca 

>ncrc6060.seq 

GnCTCTGmCAAGTATGGAACTGCATAATGGnCAGTnGTATATAAGATAATAACTTTnTATTGA^ 

CTCCATTGnATCCTAGCCCCATAGATGnmACmGCCCTAAGmCTAAAGnmTGTAGGGnAATATGCAGTACAGTAATGAGGCAGGA^ 

AATGAGTCnGTAATnAAAGACAAAAGCTTGTmGAGAAGTAATATTCATATACCTGCTGTAACTGTGAATGTCA 

GTAAAGA 

>ncrc6062.seq 

TAGCGGGAGGGCGAAAGATGGCGGCGGCAGTACTGGGACAGnGGGTGCGnATGGATACATAACCTGAGGAGCCGGGGGAAGCTGGCCTTGGGGAAATCTACCACTGTCGGAGA 

CAAATAAAATATAGCAAAGACAAGATGTGGTATnGGCAAAATTGATAGGAGGAATGTCTATTGACCAGGCTTTGGCTCAGTTGGAATTCA^ 

GAGGTTCTCTOGAAGCAGAAGATATGGCAGNGAGAGACCATAACGTGGAATTCAGGTCCAAmATATATAGCTGAGTCCACCCTNAGGACGAGGNCAGGGGCTGA 

>ncrc6063.seq 

AGATCAGAAnGnGACTTGCAnCAGAACATAAATGCACAAAATCTGTACATGTCTCCCATCAGAAAGATTCAnGGCATGCCACAGGGGATTCTCCTCCTTCATCCTC 

CAATAAAAACCAAAnATGGGGCTGCTmGTCACACTAGCATAGAGAATGTGnGAAAnTAACmGTAAGCTTGTATGTGGTTGT^^ 

AATATC 

>ncrc6067.seq 

TCCGTATGGGTGCCTGCAGCCGCAGCCAGCGAGGTCCCACTACACCmGAAGGGGTGGGGCTCCCACAGGGTCCATGGAGTGTGGAGGCGCAGCTATGGCTTCCTGCTGCAGCCA 
GCGTGATGGCAGCAGCTACTGGGATCAGTAGCACmGGGAGGCCAAAGCAAGTGAATCACnGAGCCGAAGAGTrGGAGACCAGGCTGGGGAAAAT^^ 

>ncrc6068.seq 

AmGAGGGAGGAATTAATNCAAACGAAATCCCACCCTCGGGCCTCGTOGACAATCCGTCAAGGAGGnCAAATGTGCAGTGGCnCTCTACAGTCAAAnGTACnACAT^^ 
CnCCAGTGTCTCAGAAGAAAGCCAAAAGATTTnAmAATGAAGATnAAGCAGAAAAACAGCACCATCGAGTCAATATTAAAATCACCAG 
GAnCATATATCGGTCAnAGAGTTTTACCTnATGATTAAAAnAAAATOTGCATATTGTGATGTGGAGGAAAGnGACmnGACAm^ 
GCAGCCATTTTAATATTTGTATG 



>ncrc6069.seq 
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GCAGTTAGTCACGCCCTGCAGGGTTCTGACTACGCCTGACTCCnCTCCACGGGGGAAMTCCTGTGTAnCTATGGCCCAGT^^ 
GAAGTGACTmCCCTTGCCAGCCTCGGGAGCTGATAnATCTGTGTCGGGACCCCCGGCGCTCACCGCCCA^^ 
CCTAGGTCTGGCCTCGATATCI UN lAGGATGGGGAGGTGA 

>ncrc6071.seq 

GTCCAACTGGTGGTCTGGmCTGGTCTCAATGGTACCAAAGGGATAGTCACCACCTCAATCAAACTGAGATCCAAA^ 

GAGTCTGAAGGGTGACATAATCAACCACAAGAAAATGnACGGmAGCCTGGCACAGTGGTGCATGCCTGCAGTCCCAA^^^ 

CAGGAGnCAAGGTCAGCCTCGGCAATATAATGAGACTCTGTCTCT 

>ncrc6072.seq 

AAAGGAAGGCAGCAGCTGCACGTCCGAGGCTTGGGGAGGACCCAGGACCGTGTGGGmcmCCTGCCTGAGCCACCTCAGGGAATCnCCAGCC^^^ 
CnTGGGGTCATGCnTGTAGCAGTGTCTCCCTTGCGACCTCGCAATAAAnGGCCCCACGGGGTGAnnG 

>ncrc6073.seq 

GTCAGCNmGGGGACGCTGTCAGCTCTCGGCGCACGGCCCAGCTTCCnCAAAATGTCTACTGTTCACGAAATCCTGTGCAAGCTCAGCTO 
GTGCATATGGGTCTGTCAAAGCCTATACTAACmGATGCTGAGCGGGATGGTnGAACATTGAAACAGCCATCAAGACCAAAGGTGTC 
AACCGCAGCAATGCACAGAGAGAGGATATTGCCTTCGCCTACCAGAGAAGGACCAAAAAGGAACTTGCATCAGGACTGAAGTCAGCCmTCTGGCCAC 
GGCCTATTGAAGACACGTGCTCAGTATGACGCnCTGAGCTAAAAGCnCCATGAAGGGGGTGGGAACCGACGAGGAGTCTCTCAnGAGATCATGTGCTCGAGAA^ 

>ncrc6075.seq 

GACCACTGTGTOGGTCGGGmCCTGAAAGCAGGGCCTGAGATGGAGAnCACGTGCATnGATTTT^ 

>ncrc6076.seq 

GnGACnGTAGTTCAGAGGCGTACAACTAGTTGGCGAmGACnGnATGTGATGnACCAGCCTGAAATGCGATCACCCCATAGGAAATAA^^ 
>ncrc6077.seq 

amtgaaangggctgggcacgatggctcgctcctgtotccgagtgcmgggaggctgaggcaagaggatcacttgaggggaggagnccagaccagcctgggtaatgt^ 

gggcctgtctctacaagaagataaaaaaattggctgggtgtggtggtgcgtgcctgtgatcctagctactcgggtggcggaggtgaggggattgccg 

tgSagtgagctactgtgatcgtgcctctctactccagcctgggcaatagggtaagatcctgtctctga 

>iil6079.seq 

AMiATAAGnGTATGGTATATAATGnTGCCATCCATCCTCTCTnCTCAAAAAAATCCTAGCACAAATGGAATAATAM 

TfC^TTGTAAATAACATATAAGGAATGAGnGCACAATACCAAATATmAGACTGTGTTCGTTGTAAA 

AMTATTAAAAGGTCCmAATncnAmGGTTGTnCTTGGATATAGAGGAGGAAGAAAAAATAAAGT^ 

"IS 

>0Gr?:6O81.seq 

GmCACATGGGACTGTGCmATAACCTGGAAGTAAACGATGCAAnGTAACnCATAGGCTAAGGAA^^ 
A^lCCTGTCATCCnTTCAGAmCTAATTGGTCTAAACTATTTTGTnACTATT 

>i!iif5;6084.seq 

GfmANGCAGACAGCAACTACAACAGAAAAAACTNCCGAATCCAAAATAACAGCTACAACCACACA^^ 
AA]y:AACTACTCnGCACCCAAAGTAACTACAACAAAAAAGACAAmCTACCACTGAGA™TGAACAA^^ 
GlipTGGTAAAGCTCAAAAGCGAACCAAAGCACGCAAAAAACCCACnCTACGAAAAAGCCAAAAAGAATGCCTAGAGTGAGA^ 
AJgMCAATGCCAGAAnGAACCCTACCTCAAGAATAGCAGAAGCCATGCTCCAAACCACCACCAGACCTAACCAA^ 

>r|||6087.seq 

AAGAGGGGGAGCAGGAAGAGGGGCAGAAGGAAGAAGAAGAGGGGGAGGAGAAAGAGATAGAAGAAGAGTCCCACGAACTGGCTGGGTATACAGAAATGTCGAGAG 

GGmCAGATCACATGTACCGGATGGCAGnATGGCTATGGTGATCAAAGATGACCGTCnAACAAAGACCGGAAGCTATGAAGCAGATA^ 

AGGAGCTCTATGAACmGGGAAGAGTACGAGACCCAATCTAGTGCAGAAGCCAAATnGTGAAGCAGCTAGACCAATGTGAAATGAnCTO 

CACAAACCTGGGAGACTGCAAGACnCTATGATTCCACAGCAGGAAAAnCAATCACCCTGAGATAGTCCAGCnGTnCTGAACTTGAG^ 

CTG 

>ncro6088.seq 

GTAGCTGGGGCTGTGTTGCCACTGCTCTGGGATCCCnCCCCACCAGGAGCAGAGGCCnCCTGCCACAGAACmAATGACAGCCACATGAAGTGTCATC^ 
>ncrc6091.seq 

GACCCACGAATCACATGCGTATCATATAGTAAAACCCAGCCCATGACGCGTAACAGGGGCCCTCTCAGCCCTCCTAATGACCTCCGGCCTAGCGATGTGAmCACn 

CGGTCCTCATACTAGGCCTACTAACCAACACACTAACCATATACCAATGATGGCGCGATGTAACACGAGAAAGCACATACCAAGGCCACCACACACCACCTGTCCAAAAA 

ATACGGGATAATCCTAnTAnACCTCAGAAGTTTTTTTC 

>ncrc6092.seq 

TCATGCAGCnGGCAGATATCTGAGAAATGGmAATTCATGCTCAGGAGCTGTGTGCCnTCCATCCCTTCCGGCTCCCTACCCCTCACmCAAGGGnCTCTCTCC^^ 
TAGTGTCCTACATGGGGTTGTGAAGCGATGGAGCTCCTCACTGGACTCGCCTCTCTCCTCTCCTCCCCCCAGGAGGAAGnGAAAGGAGGGTAAAAAGACTAAAATGAGGGGGAACA 
GAGnCACTGTACAAAmGACAACTGTCACCAAAAnCATAAAAAACAATAGTACTGTGCCTCnTCTTCTCAAACAATGGATGACAC^^ 
TAGCTGGGACCTAGGCTATCTTACCATGAAGGnGTTTTGCTTATTGTATATTTTG 

>ncrc6096.seq 

AAACTAAAAAAGTAAAGTGATCATATCTTGGTTTAAATAnTAAGAATTCTCTGCTTGCCTCCAGTGTTAAACCAGTGTACCAn^ 
TCATGnAATAATrGTATTnCGTATATmAnGTAGTmAAAAATAAAGTAAGAmATO 

>ncrc6097.seq 

GTGGTCnGGGGTCCACACCTGCAGAGCTAAGTOCTGCCAGACGGCGACTTACTGTGGGCCACCCTCAGTGAACCGGGGTGTCCTCAGCTGGCCCTACAGAGCACnCTGTGCTG 
GGGATGAGTAGGAACTCTGGGCGAGGAGGGTGCCAGCGCCGCGCCTCGATACAGCCTGGCTCTGCGCTCTGGCGGTACTTATAGCAGGTGGGATCCCTGGCCTGCAnGCCTGGG 
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GATTGGCTGGGCTTGGGCCCGCCCTGCTGTGGMCTGGATGTmCAGGGAGCCCAGCCmCCTCATGTCMCACAGTO 
TAAACmrCAGCAACT 



>ncrc6100.seq 

AnGGTnATTAAACCTCCCAGTAGCCCACTOGGTAGCAACTATOGTCnATmACCAATAAACTGG 

AGTCAAATTGTAAAAACAGTGGTGGTGCACATCTATAATCCCAGnGTnGGGAGGCTGATGCAGGAGGAnACCTGAGCCCAGTCAm 

CCACACTCCAGOJTGGACACAAAGCGAGATCCTGTCTCCAAAATAACTAAAATAAATAATAACAAAAATAAAAC^^ 

GATTTGTGAGGCATAGCACATATCATAGGCAGAAATCATGAAGGAAAAGAGAAAAGATnGAATATGAAAGA 



>ncrc6102.seq 

ATGGncmCTTAATAATAAATOGAAGAAGTAGAAmCAGGGTCAAAAAGTATCCATmAAAGCTnCA^ 
GAGTGTCATTTTCTTGAACTTTATCATCAnAAAGmTAAAmGGAACACTGGCAAmGATAAGTATATOGGA 
GGGGAAAATGTAGTCATTGGCTAACACAATCTAAnTTGGmAAGAGACAAATCTAGAGTCTCAAATGATCTCAGAGTGTAATAA^ 
TACCmGCTCTAmGCATGCTGGCCnACTCTGCCACTGACAGGCTGTCTGTATGGTGTGGGAAGAGGACGGCTAGCATCCCCATACCTGCATCC^ 



>ncrc6104.seq 

CAGCTCAAAACGCTOGCCTAGCCCACCCCCACGGGAAACAGCAGTGATTAACCTnAGCAATAAACGAAAGmAACTAAGCTATACT 
CACCGCGGTCACACGAnAACCCAAGTCAATAGAAGCCGGCGTAAAGAGTGTTTTAGATCACGCCCTC 



>ncrc6105.seq 

TCGGCNCnNCTGGCCGGGTGCCCnGmCGGTGAACGGTACTAGGAnGAAGGACATGTGGTTAAATGGTAnGGGGTAAAGAATCTCCT^ 

AATTCGATTmCATAGCATTCmAAGGmGCATGTOGATGTCAGATAAAAGCmGGAAAGTGTGTAAA^^ 

AATTGATTAmGCGGTATTAACTGAATCTTAATACTnGTTTTCACAGGTGTCACCACCCCAATAAACmGACAATGATAAA 

TTTCTCnCCnGTCTCCCACTCTTTCTTCATATACGGNGnTCnATGTGnCCCTAAAACAATACnTGCTmTCCTAGGTO^ 

GGAAACCCACAACAGT 

>fe6109.seq 

QfgAATGAAACAGATTTCTTCTCTTAAGGGGATATTAAGACTGTTAGTTCCTAG^^ 

liiAACCACTAAAATAGAAAAACAAGTGGTGCTATTATGTCTCATGGCACCAGAAATGAGCTAGCACTTGGGmGTTGnGCTGTO 

c||j«\CnGAAG™TAnACAAAAATTCTAGAAGGTTGAnGAAGTATmTTTAGGAACTAC 

AfeCTCCATGTGGTAACTGGCTGCTGAGAAAACCCTTCA 

>Efcffi6110.seq 

TT^ATGTAAGCTGTGCTGTTTAGAAACAACATCTCAGNACTTTACAAAGAAATGACAAAGAAGGCAATTGCACTTnT^ 

TfeAGAGTGTGTGTCATTTTrAATOGAnCTTTCCCCTGCTGAGTTGGAAATTCCAGTG 

OJifATmATnCAATATGATAGAAAATnATCnGGTATGTCGTT^ 

AAnCCTACAAGGTACTCGAAAACCnAAGTGAAAAAGAmCTATCTTTTTATCTTAGCGCATnATGGAAAAAA 
>i&6112.seq 

TfeFCTCTAATGGNNGCNAATATAGCAnCCTmnGAAmCTACnTATAGAAnnCnCTAA^^^ 
CjfiTACCGAAAnAATTTnAAAACATiTCCTCAGATATACCTCCA 

is: 

>|p£113.seq 

AQiV^TAGGCAAATGTTGATGGCmGGGAAGTAGGGGGGATAAGGGATAGGGAAGAGCTAGAGTGAATGAGTCCCAGCnGA^^ 
T|gCCCAATAAGATCTATACCCACCTGCTTGTGATTC™nAAGTACGAATACTGTCTCACCTGAGTGGTTGAGAAGGTGCG^^ 

aI^ga 

>ncrc6117.seq 

GAAAATnATGTGATCTCTATCTATATATAGATGmGCTTGACTATGGmATmCCTATCmAT^ 
mAAAAAAAnATmATmATTmAGAGACATAGTGAGACCCCATCTCTACAAAAAAATGAGCCATGTC 
GnGCTGTAAATCCTATnGGAAnAGATnAATTAAATAAGAAATAnAACTGAACAACAACCTAAGTGAAGATm 
AATTCAGATCAGTAATOTTAATAACCTAGATGnAATGCTGACTAmGGTCTATCTCATnAATTC^^ 

>ncrc6118.seq 

GTGAGANAATGATAnGGATTTTGCTGAACAGGCCTATCTTGAACmGGTAAATTATTmGACAGAATACm 
GAAmCCAAATGCCATGAATTGCCACTGTGTGmATGTAGAAAATACAAATAAAAGmTmGATGGCTTAGGTTTC 



>ncrc6119.seq 

AGGCAGCAAAAGAGnGATGGAAAATGGACTAAAAAACTGACATGTTTGAATCAGTGCTAGAGGGAACAGATTGTGAAnTTGT™CAGCATCCAATATTO 
AAAGnATTTTTTTCTAnG 



>ncrc6120.seq 

ATTCCTGAAGGTnGATTTCAGACAAGACAGTGACATTAAAGAGCATGTGATCCAnmAmAnTTGACCAATTCTTCAAGCAGGGATCATGAm 
ACCAACTnAAAAnCACTGnCTimCCGTTmAAACGCTAGnCAATACTAACC^^^ 



>ncrc6123.seq 

AANGACCNTGCACTGGTGGGGCTGAAAGACCNAGTGAAAATGGGACCCACCGTCTCTCCCATCTGCCTACCAGGCACCTCTTCCGACTACAACCTCATGGATGGGGACCTGGGACT 
GATCTCAGGCTGGGGCCGAACAGAGAAGAGAGATCGTGCTGnCGCCTCAAGGGGGCAAGGmCCTGTAGCTCCTTTAAGAAAATGCAAAGAAGTGAAAGTGGAGAA^ 
AGATGCAGAGGCCTATGTTnCAGTCCTAACATGATCTGTGCTGGAGGAGAGAAGGGCATGGATAGCTGTAAAGGGGACAGTGGCGGGGCCmGCTGTACA 
GACCAAATTCTACGCANCTGGCCTGGTGTCCTGGGGGCCCCAGTGTGGGAC 



>ncrc6124.seq 
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GmGGCCnNTmANGCCTGTGnGCAGGTGCTGTTTGAnmCTMGGTAmnAGCCCnGATCCCCmGCT 

CCTGCAGTACCAGTGGATCGnCTTGATmGTmCAnAGTGTCAmCTnGTCATTGAGGACTm 

TGGGATTGTGAGCTAGTCAnCAGCCTGTGTAAGCATGTGGAAATAAAAAnGACGAGCAATGTATTATATGGACAACT^ 

>ncrc6126.seq 

GCTGCAGAmGTGGTGCGnCTGAGCCGTCTGTCCTGCGCCAAGATGCTTCAAAGTAmTTAAAAACAW 
GATAGGAATGGGGCTGATGGGCTTCATCGmATAAAATCCGGGCTGCTGATAAAAGAAGTAAGGCmGAAAGCTTCAGCGCCT 
GTACATGTGAAAGAAAACGTCAGTCTGCCTGTAAATnCAGCAAGCGGTGTTAGATGGGGAGCGTGGAACGTCACT^^ 
GGATCTGTGAGATGC 

>ncrG6127.seq 

AATTGCGGGCCTCACCATTGCATGCAATGACTATTnGTAGTACACATGAAGCAGAAGGGAAAGAAGTAGGCAGAAATGAGCAGTTGGCT 

TCGCTTAAGGAATCTGCCCCACAGCnCCCCCATAGAAGGAmCATGAGCAGATCAGGACACTTAGCAAATGTAAAAATAAAATCTAACTCTCAm 

AAATACCAGATAAGCmTGAnmGTATrGTTTGGATCCCCTTGCCCTCAATAAATAAAGTTCTTnnAGTT 

>ncrc6128.seq 

GAGAATGTTGATGCCTCAnCTAAAGGGATAGTAAAATGGATCGTAAGGATAAGCTAmGTGAnAACGAGGTTTGTGAAATGAAGAAGTGTAA 
AAAAAACAGGATCTCTATATGTGGCmCAAATTGACCTCACGGACCATCTGCTAAAnCGTTGnCAAAATATTCATACCCTGGCTGA^ 
TCTCGGCCCCTmGTCTTnGACCCTGCmTGATGAAnACCACATTATGCmGnAAAAGAACTCnAAnCAGATCm 
TGGACCACGTGmACmCACCATmGGATAATAGGATATGGGmCGGAACTTTCAGATCATAGAAGAAGATGCTGCTCTTGTAGAAATAG 

>ncrc6129,seq 

AGAGTGGGAATGGCAGATGCCAACAGCCCCCCCAAACCCCTTTCCAAACCTCGCACGCCCAGGAGGAGCAAGTCCGATGGAGAGGCTAAGCGTTCAAGAGACCCTCCTGCCTCAGC 
CTCCCAAGTAACTGGGATTAGAGCTGAACCnCACCTAGCCCCAGGATTACAAGGAAAAGCACCAGGCAAACCACCATCACATCTCATTnGCAA^^ 
CAGGAAGAGTCTGAAAGAGCCAAATCGGATGAGTCCATCAAGGAAGAAGACAAAGACCAGGATGAGAAGAGACGTAGAGnACATCCAGAGAACGAGmC 
GA^GAACCTGAAAGAGCAAAATCAGGAACGCGCACTGAAAAGC 

>SI^130.seq 

Ap-ACTAGCAmACNTCTCACnCTAGGAATACTAGTATATCGGTCACACCTCATATCCTCCCTACTATGCCTAGAAGGAATAATACTATCG 

C'lltiAACACCCACTCCCTCTTAGCCAATAnGTGCCTAnGCCATACTAGTCTnGCCGCCTGCGAAGCAGCGGTGGGCCTAGCCCTACTAGTCT^ 

cSfcGTACATAACCTAAACCTACTCGAATGCTAAAACTAATCGTCCCAACAAnATAnACTACCACTGACATGGCTn 

>iiy^131.seq 

Tt®3CCTmCTCTGCCnGCTTGCTTGAGCnCAGCGGAAnCGAAATGGCTGGCGGTAAGGCTGGAAAGGACTCCGGAAAGGCCM 
C^GCTTGCAGnCCCAGTGGGCCGTATTCATCGACACCTAAAATGTAGGACGACCAGTCATGGACGTGTGGGCGCGACTGCCGCTGTGTACAGCGCA 
ASGGCAGAGGTACTTGAACIGGCAGGAAATGCATCAAAAGACnAAAGGTAAAGCGTATOCCCCTCGTCACTOCAACTTG 
G^i^TACAAnGCTGGGGGNGGGGTCATTCCACACATGCACAAATCTCTGAnGGGAAGAAAGGACAACAGAAGACTGTTCTAA^ 

>®:£133.seq 

AII^GNGGTTTACACTAAAnmGAnCTGnGTATATAnTGCAnAGTATTATAAGTATCATM^ 

AtjATTGGCTGGCACAGACACACAAGTACACAAATCCmAGTGTGATGGCCTTGTGCnGTmGGTGAM 

C^^GGTCTnAnCnCTGCCCCTGGAGTOGGnAAGAGTATAmAnAGCCAGGTGCAGTGTGTCTCA^ 

Ti©\GCTGAGAGGnCGGGAGCTGCCTGGGCAACACG6CGAAACCGCGTGTCTACAAAAAAATACAAAAAnGGGCAG6CATGGTGGCnAC^^ 
A^iSAGGTAGGA 

>^likl35.seq 

AGTGAAnACTGTnACAAAATACACATACTGTGAACAGATATAAGTTTCTGTCTmATAAGGTTTGTAGAAT^ 

TAAATACTAGTAACTGmACTAATTmGmGGTCAAATGCTTGTAAATGTAGCTGAAAGAAG^^^ 

CACTACAGACATTTTTTTAAGGTGAATAAACAGnGTGATGTGCTGTACCTAAAATCATGmM^ 

CATGTGTGTGAnCAGTCTGAnCACAGAAnCTGAGAGTAATATGGAATAAAACAACTCCACnAGATGATAACTGAAGCA^^ 

>ncrc6136.seq 

CTNCATGTnGGCTACCGGACAGCTCCAGCTTCTACGTGGTCATGTGGAAGCAGATGGAGCAAACGTATTGGCAGGCGAACCCCTTCCGTGCTGTGGCCGAGCCTGGCATCCA^ 

AAGGCTGTGAAGTCTTCCACAGGCCCCGGGGAACAGCTGCGGAACGCTCTGTGGCATACAGGAGACACAGAGTCCCAGGTGCGGCTGCTGTGGAAGGACCGGCGAAAGGTGGGn 

GGAAGGACAAGAAGTCCTATCGTTGGTTCCTGCAGCACCGGCCCCAAGTGGGCTACATCAGGGTGCGATTCTATGAGGGCCCTGAGCTGGTGGCCGACAAGAACGTGGTCn^ 

ACAACCATGCGGGGTGGCCGCGTGGGGGTCTTCTGCnCTCCCAGGAGAACATCATCTGGGCCAACCTGCGTTACCGCTGCAATGACACCATCCCAGAGGACTATGA 

GCTGCGGCAAGCCTAGGGAC 

>ncrc6137.seq 

GAAAAATAAAAACGTAAACAmGCACCACTTGTGGCTmGAATATCTTCCACAGAGGGAAGmAAAAGCCAAACTTCCAA^ 

ATGGACAnGnAGGTGCTGACGTAGACAGAGATGAACTGAGGTGCTTGTmGTnTGnCATAATAGAAAGGTGGTAATTAATAGTATnCA^^^ 

GAAGAAmGAGAAGAAATACTCCTGTAnGAGnGTATCGTGTGGTGTATTTTTTA 

>ncrc6138.seq 

ATTTGCGTCTGTGTTAATATTTAAAAGCAAAAAGAmAATGAATATATGTTCAAATTCTTCAAGCTGAAATTCTTAM 
AGTTGGTAGTGCTAGGGATGCAnACGTGTCCTnGGCAAAAGTOCTGCmGTAnCTAACTATAGTGAmCnGCm 

>ncrc6139.seq 

GACmGTTGTNAAAGTNCTCCnAAATACACAnCCATTCTAATGTAGAAGGAAACGATCTTTnGAAAGAATATCCGnGAAAGAAATACA^ 

CCTCCTCCAATGTmCATATTTATTGCATACATCACAGAGTAAATAAATTAmGCCAGGACnGAACTGCAGAACAAAAATGACAAA 

CCATGTAAGACmGCAGTAmTCTCCGTAAACACAGATGAGAGTOGTGAGAATmAGCAGATnCAGmGATACTGTGGAGCTCTGAGGAC 

CTAmGGAAGTATTGGAGGATAAGGATTGGGAACGGGAAAAGAAGAATGAGGATGACCAAGTAGAAAGGATGCmTGGACTGTTGCG^ 

CTGGTGCGTACTAGGGAG 



* 
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>ncrc6141.seq 

GTMGNATmGAGAAMTGTACnGACATTTmGCAGTAAAMGMTTGTTTAm 

GAGAGAAAGCACACCnAmCCAGGGAAAGCTACAACAAGCCCAAGGTCAAAGTGTATOTTm 

TCTGAAATAGAATmAGTTCCTCTTTCCmCCTAAAATTGGGGAAGTACAGCCCATGCTGAC^^ 

CACCTGTAATCCCAGCGCmGGGGGGCTGAGGCGGGCGGATCGCnGAGCTCAGGAGnCGAGACCAGCCTGGACGGCGTGGNGGA^ 
G 

>ncrc6142.seq 

ATGCTnGAAATCCTAGCCTTCCTGTGGATGAnTAATTCTGATlTnGGAGATATGnGTGATGTC^^ 
AATAAAAGAGGTGGAAATGAATTTCTAATGAGATACATCTTTGTATCAACTGTGGTCGCmCCAAAAGAAATGTGCTC^ 
CTATATGTCAGGTACCATTCCAGATGATTGGGAAACAACAGTGAAGAAATAGAGTCCTATCCCCCTACCCTCCTATACTGC^^^ 
AGTAAATGATACGGTATGGTTAGGAAGCATAAGTACTATTGAAAnGAACACATAGAACAATAACCTTTTGGA 

>ncrc6143.seq 

GATGGNNTGTAAGCCTTAAAGGAGTTAATACTAATCTTGTACATACACAAATmCCTCAGGTTTTmATTTTA^ 

TGGCTTTGAAACTTAATATAGnmAAAAAGTGCAATGGGATGAGAnATGCTATTAGTATATTAAAAGCATGnTCTO 

CAACA 

>ncrc6144.seq 

CACAATAGCTCCTCCTGACACAATGGTATGGAGCAGrrTTGTGGGGGCTGTGAATGTTGGGAGGGAGTGCTTTGTGAGGTGAGGGAGAGAGTGATTGTG^ 
GGGTGTGTGTGTGmCAGGGGATGGGGTGTGATGAGATOTOGGAGCACCCAGGGCCCAGGCTCAAGGAGACACTTCTCATGTCCCTGTGGCCTmGAAGCTGA^ 
AGCAGGTGGGCACTGGTGTCAGCCCAGCGCCnCAGGAGGGTGCTCmCAAAATCAATGGAGGGCACAGTGCTTTnnCCAGAGAACAGCAnGACnCCCCACCC^^^ 
GTACATAAT 

>ncrc6146.seq 

TCAmGTGAAGGTGGCTmGCTTTATAGmGGCTGGGGAGCACnAATTCnCCCAmCAAAAGGTAATGTTGCGTGGGGC^ 

Ak^CCATCTGGGCAGTCAGGGGCAAGGACTGnGGAGGAGAGTTAGCCCAAGTATAGGCTCTGCGCAGATGCCATCACATCCCTGATACTGTGTATGCmGAAGCACCn^ 

G&^GGGAAGAGGGGATCmGGACTACGTTCnGGCTCCAGACCTGGAATCCACAAAAGCCAAACCAGCTGAnTCAACAAAGGAGCTCCGATGT^^^ 

cilAGGGCTCTTCAGAAAGCATCTGCATGTGAACACCATCATGCCTnATAAAGGATCCTOTOCAGGAAAAGCATGAGTGGGTGG 

>m:QW.seq 

CSGAAGANGAGGGCGCCTCCTCGGGGCTGCAGGCTGGCnGCCCGCGGTCmGTTCCGTGGNGACAGNGGNGTGTGGNGTCGTCTGTGAATGCTAAGTC 
c|(|ACTGCCAAATAAACAGCTAnTAAGGGGG 

>Sft:6148.seq 

;®5GATAGCAAAGTGAAACCCCCGTCTCAACTAAAAATACAAAAAnAGACAGTCATGGTGGCATGCTCCTGTAATCCCAGCTAGTCA^ 

CiSGGAAGCTGAGGTTGCAGTGAGCCAGATCGTGCCAnGCACTCCAGCCTGGGCGACAGAGCAACmCCATCTGAAAAACAAAAACAGAAAAAAAGAAAA 

t^GTCCACAAGAATCTGATTmGTCTCCCnGTCCmAAnACTCnCCTTGTCTCCTT 

>!|fK6151.seq 

CVn'GTTGAGnAAATAAGATGCTATATAATGGAGAAGAATnGAAAATGCACAAAAAAATCAATCT^^^ 

AlsiTGCACAAACTATGAGGGTCnGTATCCACGTAACACAGGTAGnACAAAAACATGnAnGTACTGTGTAAAGATGCATAGTCATCTC^ 

Tt®3CCnGGCTmGnGAACTAGAACCCTCAGCACATACTGTGTTGTACTmGTAAATGATrm 

A^^TAATTTTTGAAATAT 

>lllc6153.seq 

AGTCCCTGCAGGCCAACGTGCAGCGGCTGAAGGAGTACCGCTCCAAACTCATCCTCnCCCCAGGAAGCCCTCGGCCCCCAAGAAGGGAGACAGTTGTGCTG^ 
GCCACCCAGCTGACCGGACCGGTCATGCCCGTCCGGAACGTCTATAAGAAGGAGAAAGCTCGAGTCATCACTGAGGAAGAGAAGAATnCAAAGCCT^ 
CGTGCCAACGCCCGGCTGnCGGCATAGGGGCAAAAAGAGCCAAGGAAGCCGCAGAACAGGATGTTGAAAAGAAAAAATAAAGCCCTCCTGGG 
TGCTGGGTCTGCACGTGGTGTGnTCCGNGGGAACAAGTG 

>ncrc6155.seq 

CATCTAAAnAAAAAAGAAAGAAATnGAAAAAACTnCTCmGCCATnGTTGTTCTTGI Nil lAACTGAAAGCTGAATGCTTCCATrTCTTCTGCACATCTACTTGCTTAAAnGTGGG 

CAAAAGAGAAAAAGAAGGATTGATCAGAGCAnGTGCAATACAGTnCATTAACTCCTTCCCCCGCTCCCCCAAAAAm^ 

TCAACCrnGTAAGAAAACCAAAATAAAAATTGAAAAATAAAAACCATAAACATTTG 

>ncrc6156.seq 

GANTCCGCAAAGTTTTGATCTCTCTAAGAAGANGATGTCCGCCAGTATGnGTAAGANAGCCCnAAATAAAGAAGGTAAGAAACGTAGGAGCA^ 
TACTCCACGTGTGCTGCAGCACAAACGGGGGCGTATTGGTCTGAAGAAGCAGCGTAGCAAGAAAAATAAAGAAGAGGCTGGAGAATATGCTAAAGTm^ 
GGTAAGGAGAAGGGCGAGGAACAAAnGCGAAGAGACGCAGACTnCCTCTCTGCGAGGnGTAGTTCTAAGTCTGAATCGAGTCAGAM 
GATCAGACT 

>ncrc6159.seq 

GAGGTGAATTGGGACGAAGAAAAGGAATGTmGAAAGCCTCAGTAAAGAATGCGCTATGTTCTATTCCATCCGGAAGCAGTACATATCTGAGGAGTCGAC 
GTGAAGTGCCTGGCTCGATTCCAAACTCCTGGAAGTGGACTGTGGAACACAnGTCTATAAAGCCTTGCGCTCACACATTCTGCCTCCTAAACATnCACAGA^ 
CAGCnGGTAACCTGCCTGATCTATACAAAGTCTTTGAGAGGTGnAAATATGGGnAmATGCACTGTGGGATGTGTTCTTCmCTCTGTATTCCGATAG^ 
GTGATATACAAAGTGTAGGAACATAAGTGTTGGTAGCAGnAAGACTTATACTTGCCTTCTGATAGTATTGCmATACACAGTGGATTGA™ 

>ncrc6160.seq 

TCCCCCnCTAGTGATCTCACTGTAACTTGAGCATATTCCTCCTATmATCAATOCAGAAGTATGTAAAATmCGGCTGGGCACAGTGGCTOTGCCTGTM 
AGGCCAAGGCGGGAGGATGGCTCGAGCCCGGAAGnCAAGGCTGCAGTGAGCTATGATCATGCTACTGCACTGCATCCTGGGCAACAGTGAGACGCTGTGTCTAAAAAAATAGTA^^ 
AATAAAAATAAATAAAAATACTATACAAAAAGTTCCTAAGCAACTTGAAGGTTAATCTTAACTCATATTTTTGTATCCT^ 
ATGnAGGTAGGAAGAGCTGAAATAGAAAGCTCTTAATCAANACTGACTCmAAGCnATCATGAAGTAATAGGTATCTAAACGGTnAT^^ 
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>ncrc6161.seq 

ATGAAGGGGAAACACTAAmGGAAGGATCATGAGnGmCCACAACAGTATCCTGCTCTGGCCCTAAATAACCATGTATACAC^ 
CAGGGGAGCCAACCCACAGTCAAGGAATCAnGCACTCAGCTCATGGTCAGGGAmCTGAGTAAAGCACTGTCCTGCC^ 

>ncrc6163.seq 

CGAGGCAGGTAGAnGCnGAGCCCAGGAGTnGAGACCAGCCTGGGCAACATGGCAAAACCCTGTCmACTTAA^ 
AGCTACTCGGGAGGCTGAGTTTGGGGGAATCACCTGAAGTTGGGACGTTGAGGCTGCAGTAAGCCGAGATGGTGCCATGGCATAATAGC^^ 

>ncrc6164.seq 

CAGGTACATACAirmCCTTTGCNAGATATCTAACCAATAGAATTATTCATTAAATCAGGAGGTnGACTCATATCM 
CCTGTCCTGGGGCATGTCTCTAGCAACmGATCnAATGATCAGGAnATTCCCnGAAGGAmnCCnGTCTCAGGAATAGAmACT^ 
AGTAnAAGTATOGTATGGTTCTGTnGTGTCAAGAAATTGTTCnACATCmACAGCCATAAGTGTGGCTCTGTCAnGTO 
TGTTAAATGTAAGGAAAmCTGGAGnATCCCCATAmCAGAAGCTCTGAAAGGmGCAAAGATAnAAGM 

>ncrc6165.seq 

TACACTTTTGGGGTTTGGGTTTATAGTGCGAGCGTTI II ! i I IGTTmCTTGTATGTATACCTAAGTAGTCCTATGTTTTCACATGGTCAGAGTTTTGATAATAATACTCTACCTAGCnC 
TGAAGAGTnAATAATAGAmAATCCGTGAGAGGAAATACCCTCGAAAGTOCTATAGAAATAACACCnAGTATGTGGNGGCAm 
GGTTAAAGTAAmGCTATTATATTGTAAAATAGTAGAmGAGGCTCACTTATAAAAATTGGAAAACATCGAAATATA^ 
CAGGAAATTAATAGACTTTTnATGGGCCAnAACTAATAATACACTCAAAAAAAAGGTAC^ 

>ncrc6171.seq 

GACAmGCnCTGACACAACTGTGTTCACTAGCAACCTCAAACAGACACCATGGTGCACCTGACTCCTGAGGAGAAGTCTGCCGnAGTGCCCTGTGGGGCAAGGTGAACGTGGA^ 

GAAGnGGTGGTGAGGCCCTGGGGAGGCTGCTGGTGGTCTACCCTTGGACCCAGAGGnCTTTGAGTCCmGGGGATCTGTCCACTCCTGATGCTGnATGGGCAACCCTAA^ 

AAGGCTCATGGCAAGAAAGTGCTCGGTGCGTTOGTGATGGCCTGGCTCACCTGGACAACCTCAAGGGCACCmGCCACACTGAGTGAGCTGCACTGTGACAAGCTGCACGTGGA 

CCTGAGAACnCAGGCTCCTGGGCAACGTGCTGGTCTGTGTGCTGGCCCATCACmGGCAAAGAAnCACCCCACCAGTGCAGGCTGCCTATCANAAA 

CgATG 

>fi:6172.seq 

aftrATAGTAGCGGCAATAAGTAGTGCAAGTAACAAAAACACAGCAAACnAGGCAAAGTGTCCmCTnGAGATGCGAGTTCmCATGAGG^^ 
AfefGAAGCCnTCTTATCTATAGAGnCAGAnCTGCTTGGAATCCCACCGGCTCAAGAAGCACATGTAnGTGCAAnAAnGTCm^ 
AWrrGAAACGAGTGTGTGATTTATGGTCAGTGGGTTTAAAAAGAAATCCACATGCAGATCnTTAAGACnAA^ 
T|#3CATGTCACmACCTCCCCAAGCACCCTCGCAAACCnGTCnCCCTCnGTGnGCATCCmCGCTACCCTTCGGTGC 

>aM:6173.seq 

AiiSGCCGGGGGCATTCGTAnGCGCCGCTAGAGGTGAAAnCnGGACCGGCGCAAGACGGACCAGAGCGAAAGCAmGGCAAGAATGT^ 
(|§TrCGAAGACGATCAGATACCGTCGTAGnCCGACCATAAACGATGCGGACGGGCGATGCGGCGGCGTTAn^ 

GTrcCGGGGGGAAGTATGGTT 

Hi 

>pc6174.seq 

Ci^TsACGCAGTGGCTCACACATATAATGGGAGGTCAAGGCAAGACGATCATTTGAGCCCAGCAGTTCAAGACCAGTCTG 
y^fTAGCCAGGCATGGTGGCATGCTCCTGTAGTCCCGACTACTCAAGAGGCTGAGGTGAGAGGATCACnGAGCCCAGGAATTCGAGGCW 
aWCAGCCTGGGTGACAGCAAGACCCTGTCTCTAAAAAATTAAAAAnAAGAAATAAACnAATACCTAAATATCm 
AiicTCATACAAACACAGCnCAGAGGCnAGCAAAAAAAAAGTGTCCTnTCT 

>tec6175.seq 

AiiTAATmATGTOmACGAAAAGGAGAATCTGGCCAGTCATGGCCAAGGnAACAAAAGAAAGGGCAAAGCnAATTGGCn^ 
GATGATTCAGATGAAGACATGTCTAATmGATCGmCTCTGAGATGATGAACAACATGGGTGGTGATGAGGATG^^ 
CAGTGATGATGAAAAAATGCCAGATCTGGAGTAAGGAATATTGTCATCACCTGGATTnGAGAAAGAAAAATAAC 
TCTAAAGGCAGATATGCTGTAmGCCTACmAACCCATTmCAACCTGTnGTTTm 

>ncrc6177.seq 

TGTAATTAAmTNTGGCTCTTGCGAAGAAGAATTmGTGGTGATTAAAATAGTCCCnGCACATAnAGGTACT^^^ 
TAAGGAATCAGGGAATAAGnCAAAATTGCCmCAAGAAATTTnGGAACTCTCTTCTCACTAAGAAACTGTAAAGTC 
AGGIGAAHGAAGGl 1 1 1 1 1 1 1 1 1 ITATCAACAGTNGTTTTNTAAAATCGnNGAGGACT 

>ncrc6179.seq 

CATCmCTCTGCTCATCTTCAGGCTGCCnCTCTTCTGTGTGTCTGTGTCTTCTCCAGTCTGGGmCTTCACCAGCTGTGTTmTAAGTACnGTGAn 

GnATCTAGAATCATCTCCTnAmCAAGATCCTTAGGACATCTGCAAAGACCCTmCCCAAATAAGGTCACAnCATAGGnCCAGGGAm^ 

TmGGCCTACCACAGnAAAATGAGTAmTATAAAATAmCTAAAATATATTACTTATmGAAATTG 

>ncrc6180.seq 

AAGCCGGTNCCmNAGGACCCAGAAGTAGGGTTTTGGCCTAGGTAACGGGGCAGAGATGTGGTTCGAGAnCTCCCCGGACTCTCCGTCATGGGCGTGTGCTTGnGATTCCAGGA 

CTGGCTACTGCGTACATCCACAGGTTGACTAAGGGGGGCAAGGAAAAAAGGGnGCTCATmGGGTATCACTGGAGTCTGATGGAAAGAGATAGGCGC 

ACTATGTGTCAAAGGGmGGAGAACATTGATTAAGGAAGCATmCCTGATTGATGAAAAAAATAACTCAGmTGGCCA 

GCAATGTGTTATTGTAAGTGCT 

>ncrc6181.seq 

GAGGGCGGGTGGAGTCGCGGAGTAGTCCTCATGGCCGCCCCGCCGGAGCCCGTCCCTTAAGCTCCTAGGATTnTAGATGTTGAAAATACTCCCTGCGCCCGGCATTCAATAnGT^ 
TGGnCATOGGATCTGTTGTGGCTGGCnTGGACAmnTGnCACTAGTAGAATTAGAAGATCATGTGATGTTGGAGTAGGAGGGmATCnGGTGACmGGGA 
TTGTAGGTATAATTATGCAAAGCAAAGAATCCAGGAAAGAATTGCCAGAGAAGAAAnAAAAAGAAGATATOTATTGAAGGTACCCAC^^^ 
AGCAGCAAnGAACAATCnGAGCATAGAAAAGAAGTCAATGTAAACGAAGnAAGATCAACCACATAAAACATnCATGTGCAATAAGCTCTCAA 



>ncrc6185.seq 
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GAAGAGAMnACTGGAMTTCTCTCTCCTGTCGnACCCTAAAMCCAGCTCCAGCAMGCCAm 
TmATGGACAnAAAATCTCAATTAATACTATTGCGACTAnGAATCAAATATAAATTGAATTAAAT^ 
mCACTATTACTTCTGAGGTGTAAACCAAATATAATACTGGCATAAAGAAGGAAAAATATCTCM^ 
TAnACAAAAATAACATOCAACAATAAAGCAAAATAATAmAAAAGAAAGAAAAAACAAAC^^^ 

>ncrc6187.seq 

ATnNTNGANNCTGNGNAGTGGAGGTNGCTGTGANTNAANAnNNNNCNACCTGCCACTANI^GTNTNAAGNNACTGATCG^^ 
CAGNAGCCCCGAAnGTAAGCCAGGATACnCACCAAAGAAACATAAAATATAAACACCCACCCCCCAACTCnCAACTCAn^^ 
TGGGAAATGGAGTAAGAACCATAGCTTAAATCGmAAACTCATATGGGACAAAACGATGAAAATATGCAAGAGGGAACA^ 
ATCTTmATOTnCTTGGGAGAACCTGTATGmAAnCATGGAATTCTTCACTGmCTATGTTGAAAT^^^ 

>ncrc6188.seq 

AGTAAAACATAGGAAAAGGCTCACATCTGGAATCACAGCACTTTGGGAGGTTGAGGAGGGTGGATOTCTGAGGnAAGCGTCCAAGACCAGCCTGGCCM 
CTCTACTAAAAATACAAAGAAAAnAGCTAGGCATGGTGGTGCACACCTGTAAnCCAGCTATTTGGGAGGCTGAGGCATGAGAATCGCCT^ 
AGCTGAGATCGTGCCACTGCCTTCCAGCCTGGGTGACAGAGCAAGACTCCGTCAAAAAAGAAAAATGGAATATATGAAGGGAATAAACTCm 
TGAGAATGGnTTAAGATCGTGGAAAGTTAnCATAGAATGCATOGATGTAATGGAGAACCAAAAGTTAAAATCCAAAGGTGm 

>ncrc6190.seq 

ATTCAGATGTCGGATGATATTCTGAGAGAGAGAGACAGTAGGCCATAATAGCCTTGGCCATAGTTTTGGCCCATAGGGTGmATGGGTAGGATAGCCCGA 

CCGTAAnGAmATAAATTCAGTGAAACnTAACCAAAATCCCAAAGGAAnmGTATGAAmGAGAAGCCTATAA^ 

CGAGACnATCCCACCAGCTAnAAAATTTAGAAACTACTATAGTTAAAATTnGCAATTAnAGCAAAAGAACAAATAGATA^ 

CATAGTGCAAAAGATGGCAmGGnGGGAGATAATANNTCAAAAAAAAGnCCTnCTACAGCAAGTCACAAnTGAGGACGATAGTT^^ 

>ncrc6191.seq 

TCCCACCCTCCTGAGCCCCAACnCTCCATGGAAGAAGGTTCCCCTCCCTCAGAGATATTGGAGCTTGTCACCACGTGCTGACAnGCAGTCATOCCACT^ 
TCTAGGTGCCTGGGGCACTAGAGAATGGAGAACAAAAGAGAAGAAATTGGCAGATnCTCCCACACTCTCTGAGTATTAGGAGATGCTmCCTGCTCGTO^ 
dfTCTCGTGGGGCTCTGTCTGTCTGTGCGTATTCTGAGmCAGACTGCCTTATnCTAGACTGAGGTTCTGATAGGGAAA^ 
Tl^TTCTAGTCTTmCCCCAAnCACTTGGTACTTmATCTTTCAGTGTCCCCAAGT^^ 

>fSc6192.seq 

dA^GnCGTGAATACCAAGACCTGGTCAATGTTAAGATGGCCCnGACAnGAGATTGCGACGTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAmCT^^^ 

TlilCCTCCCTGAACCTGAGGGAAACTAATCTGGAnCACTCCCTCTGGnGATACCCACTCAAAAAGGACACTTCTGAnA^ 

A^TrCTCAGCATCACGATGACCTTGAATAAAAATTGCACACACTCAGTGCAGCAATATATTACCAAC 

>IM:6193.seq 

Q^CTGCATAAmGTGGnGGGGAGAGGGGACCGATGTGCCTCAnGmAGTGGTGAnACAAATATGCTmCTGGATAM 
>!krc6195.seq 

GMTATGGACTGGGTAnGAAAAGCCCTATGGAAnATOnCTTTTmTAGnGTGAT^^ 

OlllTGTAGAAATGACGTGATGTCTGGGCTGAGGnAGGATTGGGGGAGAAGGACCAGAAAGATCAGGGCCTCTGCGCTGAGACCCAAGCA^ 

/#TGACTATCTAGGGAGTGAACCATGCTCCCTCTGCACAGGGCTGACAGmGGGGTAmcmAAAATGCCTAAAAm^ 

d^AACATGGCCCCCTGGGGAGTTGGCCCTGGTTGATCCATCTCACCCCCTTCCmCCCATAATACCTGnCACTCA^ 

>?icfc6197.seq 

CStCTGCGAAAWATGGCTGTAGCATTCGTGCTATCCCTGGGGGnGCAGCTnGTATAAGTCTCGTGTGGCTGATCA^^ 

d^ATGAAAGATTTTGAGGAGATGAGGAAGGCTGGTATCmCAGAGTGTAAAGTAATCTTGGAAT^^ 

CTGAACTATGACACATGAATATGTGGGCTAAGAAATAGnCCTCnGATAAATAAACAAnAAC 

>ncrc6198.seq 

CAGATTGAGGCTmGmGAGGAGTnGGCnCCAGTCCCCAAAGAAGGmAAAATGTACTAATAAAAACTGGAGAAAT^^ 

GGTTAGTGTmAmACCTGACAAATGGAAGnATAGGAAGTCCAATAATGTTAAGCACCAGTAATOTAGTATm 

ACTOAGGATmAAGTTCCATAAAGTAnGAACCAACTCTAAAATGTTAACTCCTTAATAAACAGAnCTCAGTAAGC 

>ncrc6199.seq 

ATCCCTTTmAAAATGACAGATGATmGTTCAGGAATmGCTGmTTCTTAGTGCTAATACCnGCCT^^ 

GTGCCnAGGAGACTGGAAGnTAAAAATGTACAAGTCCmCAGTGATGAGGGAATTGATTnnnAAAAGTCTT^ 

TGTTGTGACAACAATGACCTATTTATGATCTTAAATCTTTTCT 

>ncrc6200.seq 

ATAGTCTCAAGATmAAGTAATGAATAmGCTGCTTTTGTAACAAGGAAAAAAAAGATTTTTTTTTAAn 

TTCTGnAATTTGnTCAAAnGTACTAGGnGGAAAAAnmTAATGCmCAGATAGTAAGGGCACnCAATAGAAGAATGCTAATGGAnCAGGA™ 

CnAAGTATGGTACTTAAGGAAATTnCTTCTTCCAGGGGAAAAAAAGAGTATGTmAAAAGTAGCmAAM 

ACAAATTGCTGTTTCATAAATACAnGGTAATmACGTGCCACCATGTGGCnCTCCCTCAGGAGCmNAANAGGCAGGGTGGn^ 

>ncrc6202.seq 

GACTGAGAGTGGGGGATGAGAAACGAACTCCGTCCCCTGCACAGTCAGTGCCTTCG GGGGC TCCACCACCGCGCGCTCCCACCCTCAAGGTCTGCAGGACACACCAAAGAACTCGT 
CCAAGTCACACAAGGGAGAAAATTAACTTCAnGGCTTCTATCAGGAAAGCTAI i 1 1 II 1 1 II I CCTNTTNTTTCCTGCAAGTTTCCC 

>ncrc6203.seq 

AGTTTAGCTACGGCAATGCTGAACnCCTGAAGATGTCCnGATGTGCAGGTGGGAnCCTTCGACTTCTCTCCAGCCGAGCTTCCCAGAACATCACATATCACTGCAAAM 
GCATACATGGATCAGGCGAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAATGAAGGTGAAnCAAGGCTGAAGGAAATAGCAAAnCACCTACAC 
GGnGCACGAAAGACACTGGGGAATGGAGCAAAACAGTCTnGAATATCGAACACGCAAGGCTGTGAGACTACCTATTGTAGATAnGCACCCTATGACAnG 
AAmGGTGTGGACGTTGGCGGTGnTGGTTmATAAAGCAAAGTCTATCTGAAATGGGAAGAAAAAAAAmAACTGGATATC^ 
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>ncrc6205.seq 

ATNCATAGAGCCCAGTAmACCCACCAATCCTCACAGCCTGGAMGAMGGMGGCAGCTATAGTAGTCmC 
AGTTCAAGAATCACAGAAGCCTCCAACTCTAATACCCGAACCAAAAGACTCCCAGGCAAATmAAGAGnCnCA^ 
GCAAAGAGAAAACTGAATGGCATGTGGAGAAAAGCAGCGGAAAGnACAGGCTGCTATGGCATCTGTCATTGTGCGTCCATCnC^^ 
GnAGCnCTAAAGATCGAGnAGTGAAAGATCnCAGCTGGGGCACATAAAACAGAnGCCTCAAACTAGCAGAAGCCGGAGAM 

>ncrc6211.seq 

ATGTAGTTGAATTOGTCCTTACGGGTAAACAGATTGAGCATGGCTCTCTATTCCCTCAGCCTAAGAAACACTCATGGGAATC 
GAACATCTCACCTTmAAATCCTAAAAAACACTGGCAGTTATATmAAAmGnmATTm 
AATCAAGnAmCOTTTATAATACmTCnCCCCATGGAACAAATGGGATCAAnTGTGAGmmCCmAATGAT^^ 
TATGAAATATTTCTTnAAAAGGCGCAGTCTCACCTACGAAATATGAAGAGCAAAAGCTGATm 

>ncrc6212.seq 

CAGGTAATGATTAGGTTCCnAGTATAGmACNACTGTACATGTGCGACCTAGTGGATGGAGAmTCCGTAGATAGTGGCTACAGATGAAATCGCOT 
TTGCAGnGTCCCCAGCTnCTGACTnGGTGCATmGTGACCAAGTGTCAnGCCTGTAT^ 

>ncrc6213.seq 

CATAAAAGACAGATGTCCCCAGAGCAGCCATTTCAGAGGCCTACCCCTGGGAACGCAnCTCmCTCAGGGATGTCCCTTGCTGAGAAAA^ 
TmGAAAGAAAAGAAATATGGCTCTGTTCCGTCTGGGTCTCAGGCAGCCAGACCTAATGGTTATCTCCCnGnCCCTGAACATC^ 
mCATAnGmAAACAATnGTGCAGTTAACGCAATCATCACAGGGTCCTGAGGTGAGATACATCCTCAGCmCGAAGATGACAGGAT^^ 
AAATCACAAGAATATTGAnGGGGGGAAGTGAnAAGTGTCCATGAAATGTTCAGAAmATGnCAGAGATGGCAGTAM^ 

>ncrc6214.seq 

AGGCCATAACCCTGCAGTGTCCTCTGTGGGTCATGTGAAAGGAAGGGnACATGTGTCACmACAATAGCTAGAAATGAnAAGCTnGCAAGGAACG 
CAAAGGAAAAGTTTnGAAGGAAAnAAAAGGGCTGGTCCAGTGAACACATGATAAGATOTACTAAGATATT^ 
TGTAAnGTAAAnAAAAAAAGGTTTmTCCGTAGAGATGGGGTCnACCATGnGCCCGGGnGGTCTAGAACTCCTGGCC™ 
dSlnACAGGCATAAGCAAAGTGACnGCACAATTGAmGCTGCTGGCACCnAGCACAAATCAAGGnAGTGGT^^ 

>i«^216.seq 

A^SGTTCTnNCCAGTAAAnGTGGCAGTTGATAGCAAAATGGAGAGAACATTTTTAnCmGGCAAAGAGAAAA^ 
dTlATmGGCTATAAAATmGGnAGATnAAATA^ 

>ix§c621 7.seq 

QC£GTGnAG™6GAAAnAmAnAATnACAAGGCAGGTmATCTCAGCCAAGGNGGGAA^^ 
(SieGAGTCTCTGCGCTGGTGTTTAAGTCATTAAAAAGATAnCGAAAAAAGAAGTCTCTAAAT^^ 

Ai^CACCCATAnGCAGGATAGATTTCTTCTGGTGGCTGACGAGCATnGmATAAGTCGGCCnGACTCTACTCTACCACAAnTATA^ 

>flcrc6220.seq 

dScTAAGAnAGTTGAAATGnCCAGCAGCTTAGTAGCATAACCACAAGACAGTGnGGGTnGCCAGGTAATATACAGTATACTAAAA^ 

AiAAATAAnmAGGATAAGTATATCCCATGTGATATACmGGGACATACnATACTAA^ 

d^^eTGAGGTAGGCGGATCATGAGGTCAGAAGATCGAGACCATCCTAGCTAATATGGTGAAACCCTGTCTCTA 

>t^221.seq 

qAj(5GCAACTGACACACTCCTGTGTGTTCACACCnCTCTCTGA6GAGCTGTGGTTCTCAGCTTCTGTGCCAGGCAT^ 
®GAAGAATCACTTGAGCCCAGCAGTTTGAGACCAGCCTAGGCTACATAGTAAGATCTCATCTCTAC 

>ncrc6222.seq 

AGCCAGCCCGCTGCTCACmCACCCTCTCTCCCCTGCCTCTGGCnCTCAGGCCTCTGCTCTCCG ACCTC TCTCCTCTGAAACCCTCCTCCA 

CCTCCTAGTCTGTCCTGCGTCCTCTGTCCCCGGGmCAGAGACAACmCCAAAGCACAAAGCAGTTmCCCCCTAGGGGNGGGAGGM 

GTGTATAATAAmGAGATGTTTnAAmTmGATTGCTGGAATAAAGCATGTGG^^ 

>ncrc6224.seq 

ACCCCGGGAATTCGGCNnATGGCNGGAGTTTCNAmnAAAAATGTTGAGGTAATCmCCCACCnCCCAAACCTAATTCnGTAGATGC^^^ 
GTCTCAAncmGTATATGCAnCTTTTCAGATGTAnAAACAAACAAAAACCCA 

>ncrc6225.seq 

ATCCTAGACTCATTGCCCAGGAGGAGGACTATGAACAnCCAAATGAAGAAAAACAGTGGCTCCTAGACTCATTGCCCAGAGGAAGACTATGAACATTCC^ 
GCTCCTAGAGTCATTGCCCAGAGGAAGACTATGAACAnCCAAATGAAGAAAAACAGTGGCTCCTAGACTCAnGCCCAGAGGAAGACTATNAACATTCCACATGAAGA^^ 
CTCCTAGACTCAnGCCCAGAGGAGGACTATGAANAnCCACATGAAGAAAAACAGTGGCTCCTAGACTCAnGCCCAGAGGAAGAGTATGAACAnCCAAATGAAGAA^ 
CTCCTANACTCATTGNCCAGAGGAAGACTATGAACATTCCAAATGAAGA 

>ncrc6226.seq 

AGCAGGGTCCGAGGGCTGTGTCAGAAGGCTGGGCAGCCATGGCGTCCTATTTCGATGAACACGACTGCGAGCCGTCGGACCCTGAGCAGGAGACGCGAACCAACATGCTGCTGGA 

GCTCGCAAGGTCACirnCAATAGGATGGACmGAAGACTTGGGGnGGTAGTAGATTGGGACCACCACCTGCCTCCACCAGCTGCCAAGACTGTGGTT^^ 

AGTCATCAGAGGCTCTCAGGCTGAGCTCAAGTGCCCCGTGTGTCnnGGAAnTGAGGAGGAGGAGACTGCGATTGAGATGCCnGCCATCACCTnTCCAnCCAGCTGCATTCTG 

CCCTGGCTAAGCAAGACAAAnCCTGTCCCWGTGCCACTATGAGCTGCCCACTGATGACGACACmTGAGGAGCACAGACGAGATAAGG 

CTG 

>ncrc6228.seq 

GTACGAGTCnAGCGGTGGATCACTCGGCTCGTGGGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACACnCGAA 
GCCCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTGGCnGC 



>ncrc6229.seq 
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GTNCTAGTAAMTAGACCCTGTCTCCnGTNCTnCMmAnCnCATATCnMTAAAMGTC^ 
AGCnGGAACAAACTCnAACACAATGAGCAnAAACACnATGCTmGAATGmGAAAAAGGTTGAAGGCCCAAGm 
TCTmAATATGTCACmTTGnAAATAACATCAGACCCCTGTATGCAGTCAGTAAAGTAAC^^ 
ATAAACTGGCTTTCACTT 

>ncrc6231.seq 

TCTGCACAGCAAAGGAAACTATCAACACAGTAAACAGACAACTCACAGAATGGAAGAAAATATTTGCAAACTATGCATCTGAC^ 
TAACAAGCAAAACACAAACAATCCCATTAAAGAAIGGGCAAAGGAAATGAACAGACATTTTmA^ 
AGAGAAATACAAATCAAAACGACAATGTGATACCATCnGCACCAGTCAGAATGGCTATTGnAAAGTCAAAAAATAAGAGAT^ 
ACTGTAGGTGGGAATGTAAATTAGnCAGCGACTGTGGAAATCAGTTGGCGATGTCTCAAAGAACnAAAACAGAGCTAGCTmCAC^^ 

>ncrc6232.seq 

CACCAAGAGCGTGTCCAGGTACCGAGGTCAGGAGCACTGCCTGCACCCCAAGCTGCAGAGCACCAAGCGCnCATCAAGTGGTACAACGCCTGGAACGAGAAGCGCAGGGTC^^ 
AAGAATAGGGTGAAAAACCTCAGAAGGGAAAACTCCAAACCAGTTGGGAGACTTGTGCAAAGGACTTTGCG 

>ncrc6234.seq 

ATAGAAGAGGTGATATGncnTACGGAnGCnGACAGATAACAGTGmGACCAGACAAAnCAGTTACAGATATACCTGTAGAAAGAGTTGAAAACATGAA^ 

CnCAAATGAACTGAATATnAGAmATCACCTGTnAAAGATACCTGATGGAGATAnGCAAGTAATACTAAAAnAAAm 

ATACTTTTGGAATCCCCC 

>ncrc6236.seq 

CATTCACAAACTmGGTATATGATGGAGAATGAAAAACTAGAGTCAGACAGCnTAATTGACAnGTCAACACCTCCAGTTATCAGGA^ 

GTAGAATATGCATCAAmCnGAAGGAGAnCATGTTmATAAGAAnnCATGTAATTAnGCAAnGTGGTCAAATAAGGA^ 

GTGAGATGmCACCATmCAGGGAGTGTGTAATTCTAnGTAATAAACTGGCAGGTATCTTTGTAACTATAAATAGTGCAT 

TGmGACAAGGACCATAAnAACATCACTTAGTGAATTGTGATAAAGAAAAAAAAGCCATGAmAnCG^^^ 

>ni5'c6237.seq . 
dfScCAAACACTGCCTTGGCGAAGTGACCCTTAATGGAGGTAGGTAAAAGATCAGCTGTCATGTCTGTGCncnCCATA™ 
(FmGGTmGGnCAGATAmCAGAGACAGTCTAAAGTAAAmTGGCGAGTGmGTTCTACTn^ 
AplnTACATGGTGAGCAGGTAGTAnGAAAACnGGGTAGGCATAAnTATnGCGAGTTnAnATGmT^^ 

>Hclc6238.seq 

AQAnCTGAGGGGTnAGTCTCCTGGACTTnAGCTGCATAmCCAGACCnACTCTmATAGAGAAGTG™ 
C^CGTTTmATGAGGCAATATGTAGGCCAGCTAAAAGGGAGGGGGGGCACCTATmAGTCGAAAGAT^^ 
d#ITAAAAAGnAmAAAAGAAATCAGGCTGGGCGTGGTGGCTCATGCCCGTAATCCCAGCACnTGGGAGGCCA^^ 
CyGCCAACATGGTGAAACACTGTCTCTACTAAAAATAC 

>jpysrc6239.seq _ _ _ 

r^eCTTTTNGAATNTClTITGAAGCmCTGTTGATGTOACTGA^ 

TfllrTAATTTCGAGGAAAAAATAAAAAGAGTATGAGTGTTCTGT 

>K&c6240.seq 

dSTGAAAACCCTCGATGTTGATGGAATTGGmAAACTmATGCGCAAATAGAAAATGATTGTGT^ 
mACCTTACCAAGTTGGTCnAGmGnAAmATCTGnGTCCCCnCCTCTCCTCTGCCCTGCGTTCnGTGCC 
iJfSGTCmGGAAAATTCAGATAATGGTAAmAGTGTATATGTGATmCAAATATGT^^ 
TWrCAnACCTGTAGCmGGGCAGAmGCAACAGCAAAnAATGTGTAAAAnGGATTATTACTAC 

>ncrc6241 .seq 

AACTGTGGGGCCCTGGAGTCTGATAGCCTCAGGAGAAATnGAAGACCAACTGCAAGAAGTCTTAAGGAATCTTGTT^ 
GCAGGGCTGAmCAGCAGCCTAAATCTCCTCGTTGGATAATGlTAATATTATTATTATTAnAAGAAAAAATATATAT^ 
GCmGGTGTGTTAATGGGATGTCAGATAAmGmTTCGAGAGAAGAGAGGTCAAAGAGGAAnGGGAAAAATAAATTGAACT^^^ 
ACAGATATGAnGTGTTTGAGGGAAATATGTCCGTAGCAGGAAAAGAATTGAAAGA 

>ncrc6242.seq 

GTmAAGAGGAAATGGAAGACTAAGGnGTmAAGGAGTACAACTCTGAAnCCmTGCTnmACC™CAGTTTTTCTC 

GTGTTTTCAGGATCCGTGGTGAGGGCATTGCATGAGCnGnCCAAACCTGCAAAACTGGnnCGATCAAmCTACGATTTmm 

TATTACTACTACAAnCAAAGCATGTATAAGAACATTGTAAGTGTAGATCTGGTGTGAGGGAATACGTCTAGCCTATGAATAGATGTmGA 

>ncrc6243.seq 

ATACAGATGGGACnGGCGACTCTCGGAAGTACnGACTCTGGCAAGCCTGAGGAAGGAATTAACCAGAACTGAGAGAAGCTGTTAAGATAAATGAAAAGTCACTGA^ 
GAACTGCACCCAAGTCCTmGGAGAGTAGAAGAAmGGCTGAATnAGAGTTTTCGCAATTmCATATGAATGGTGCATGTGGGACTC^^ 
CTGAGATCTAACTCATTGCAGTTCTCCTGGGAACGTTGCAAGATmCTGTGATOGnAAGCCTCATAGTGAGAAGCGCAAAATATGAGCGACCGAGT^^ 
CTAGGGCmATTTmAAAAAGCTTTTmGmTATGCACTnCTA^^ 

>ncrc6247.seq 

AAGATGAGGTCTGTGTATGCTCACTTCCCCATCAACGnGTOTCCANGAGAATGGGTCTCnGTNGAAATCCGAAATTOTTGGGNGAAAAATACATCCGCAGGGK 
ANGTGTNGGTTGnCAGTATCTCAAGCCCAGAAAGATGAATTAATCCnGAAGGAAATGACATTGAGCnGmCAAATTCAGGGGCm^^^ 
GGATATGAGGAAAmTTGAATGGTATCTATGTCTCTGAAAAAGGAAGTGnGAGCAGGCTGATGAATAAGATGTAAGAGTTAGC 
GACCTACnGTGATATTTAAATGATGCAATAAAAGACGTAnGATTTG 

>ncrc6252.seq _ _ _ 

TnCCCAGATAAAAAGCTAAGGTGTATGGTGTCTACTGCTTCAGAGCATACAACTGAATGTGCGCnAGAGCGCATCAGTnTAAAGTCA nAAGAA CATGTGAM 

GCAATATGAAGTCATGGAAGTTNGGAAAACTGGGATAACCGnTTnACTTAGTGNAAANAGTGAmTCATAAANATGAATTGATO 

TTATAAATT 
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>ncrc6256.seq 

ATCGACTC™CATmCTCCmATTGGAmGCAGATAAGAGCTACAAAnCAAATCTGm 
AATGAAAACTAACAmACTGAATAmACmCTACAGAAACCATACmGCCAGGCATGGTGGCTGACGCC^^^ 
GCCAGGAGmGAGACCAGCGTGGCCAACATGGCAAAACCCTGTCTCAACTGAAAATACAAAAAmGCTGGGCATGGAGGTGGGCAC^^^ 
ACAGGAGAATCAGnGAACCCAGGAAACAGAGGTTGCAGTGAGCCGAGATCATACCACTGGACTCGAGCCTGGGGAACAGAGCAAM 

>ncrc6257.seq 

GAGAGCNTmGGTAmTGGCmAAATAAAAAGCCTCCmATCTGGCTGTGCAGCCnGCTGTGTGGCTTnCCCAAGA 

AGTCAGTTGCnGCmTTTmCTGGATGAGTCTGGGACACACTGTAACTnAACACATnAANAAGTAGGTGTGTGGCCT^ 

ATmATATCAGCAAAATAAnCAATmGCAGGnGCAAACAAATATAAAACCTGmCTGm^ 

>ncrc6261.seq 

CATCTGGCAGGTGCCCCTCTGGGATGAAGCTTCCAGAGGAAGGATCAGGCAAAAGTCmGCTGnCTGCAnCTCTGCCAGTGATAGCCAGGCAAACAGGGTCTC^^ 

CAGCAAATAGCAGCAGACCTGCAGCAGAGGGGTCTGACTGnAGAAGGAAAACTAACAAACAGAAAGGAATAGCATCAACATC^^ 

AAGGTCACCAACA 

>ncrc6264.seq 

AnGTGTCTGCAnGGTNAAGATCCTGGAGGCCAACATGGACATCGTCTACAAAGATATGGTCACCAAGATGCAGCAGGAAATCACTTTTCAGCAAG^^^ 
GAAAAAGGATATGAnATmGGAGAAGAGTGAAlTnCAGCCCTCAGAGCAGAAAATGAGAAAATAAAACTCGAACTAC^ 
CCGAACAGATAGCAAAnAGACTTCAACCTAGAAAAGAGGAGAGTAAAAGAATTGTAnCAnGAACGAAAAGAAGCTGCTGGAATTGAGAA^^ 
AAGATCGGGCGCTTACCCAGACAGACAGGAAGATCGAAACTGAGGTTGCTGGCCTCAAAACCATGCTTGAGTGAGAGAAGCTTGATAATATTAAAm 

>ncrc6265.seq 

AACCTAGAGGCAATATAGCnAAGTAGCAAAATATTmTTACAGTAAGCnCAGTCATCCATAGTCACTATAAGTTGGTTATCATCTC 
GGGGGTmCGGAnTTGGAATATAGTCAAGCATGGCnAACCACAGGGATGTGnCTGAGAAATGCGCTGTCAGGGAGTTrnCGTGTGAACACC 
/^CAGGTGGTGGAGCCTCCTCGACACCTAGGCTATATGGTGTATGTAGCCTGTTGCTCTAGACTGGAGGGCACGTOCTGTAGTGATACTGT^^ 
TglGTATCTGAACATAACATAGTAAAGGTACAGTGCAAACTGTGTT 



dMCATGMCnGCAGGAAAGAANANTCCGGGAGCAGCACGGGAAGCTGAAATCAG 
dftrTGTACGAACACTGGAAAAAGAACAACCCG^ 

>ndrc6272.seq 

dMTACGGTGTGmCTGAGAGAGTGTGATGTTCAGCTGTGTAGCATATGGAAACTnTTCTTTTmC 
aMTCGAAAACmCTGAAGCTGATAATAGAAAGATGTCTCGGAAGGAGAAAGATGAAAGAATCnGTGGAA 
TAACAACACTCTGnCCTGGTCGTGGTCAnGnGCnCCTTCnCATAnGAAGAACnCAAGCCCACAGTGAAGTACATATT 
dteTACTGGCTCCAAATAGACCATGTCAGCnCACCCCCTGGCmGTGTCTATGGGGTGGCCTGTGGTATATGGGAA^ 

>tl:fc6273.seq 

dSMCATGGCGACTCAAGTGTGGCTGTGTGGAGTGGTGTGAATGTGGCAGGTGmCTCTCCAGGAATTGAATCCAGm^ 
dMTAAGATGGTGGnGAAAGTGCCTATGAAGTCATGAAGCTAAAAGGATATACCAAGTGGGCTATTGGAnM^^ 
TilTCCCGTGTCAACAATGGTAAAGGGGATGTATGGCATTGAGAATGAAGTCnCCTGAGCCTTCCATGTATCCTCAATGCCCGGGGAT^ 
Q/^TGATGAGGTTGCTCAGCTCAAGAAAAGTGCAGATACCCTGTGGGACATCCAGAAGGACCTAAAAGACCTGTGA^ 

>lfec6276.seq 

CTGGCTGnCATCAGAATTAAAAAATCGAATGGAATATGCCCTGAACATGCTCnAGAAAGATGTAACTGAAAGACTm 

GTACAGGGAACCCAAAAGAATGATCTAGAGTATGTTGAAGAAGATGGACATGTGGTGGTACGAAAACAATTCCCCTGTGGCCTGCTGGACTGGGTGG 

TACAGnGTTGACmGGACAATGCAAGAGTGAACCAGAATGCAGTTITCCnGAGATACCTGmTAAAAGGTT^ 

TGnGAGAGCAmGAGCCAGAGGACTnGGAACTGTGAATATAGnCCTGAAGGGGAGGGGAGAAAGGGAGGAAGCTCGGATGnGm 

>ncrc6277.seq 

CNnAAGCTGTCATGGGTGGGTCCnGGGGAACATGGAGATTCCAGTGTGCCTGTATGGAGTGGAATGAATGnGCTGGTGTGTCTCTGAAGACTCTGCACCCAGAm^ 
TAAAGATAAGGAACAGTGGAAAGAGGnCACAAGCAGGTGGTTGAGAGTGC™TGAGGTGATCAAACTCAAAGGCTACACATCCTGGGCTAnGGA 
GAGAGTATAATGAAGAATCTTAGGCGGGTGCACCCAGmCCACCATGAnAAGGGTCmAGGGAATAAAGGGATGATGTCnCGlTAGTGnGCTO 
TCTGAGACCTTGTGAAGGTGACTGTGACnGTGAGGAAGAGGCCCGTnGAAGAAGAGTGGAGATACAGTrrGGGGGAT 

>ncrc6280.seq 

AGGGTGAGTGGCnGCTTGGTGGGACCTGACGAGTTGGTGGCATGGGAAGGATGTGGGTCTCTAGTGGCTTGCCCTGGCTTAGCTGGAGGAGAAGATGGCTGGCnCACnCCCCC 

CAnGAGCTCTGCTCCCTCTGAGCCTGGTCTTrTGTCCTTmTATmGGTCTCCAAGATGAATGCTCATCnTGGAGGGTGCCAGGTAGAAGCTAGGGA^ 

GGAGGmGACGnCGAGTGTGCAGAAGTTAGAAGGGTGTGGGGGGGGGAGTGCGnACACATGCnGAnCCCACGCTACCCCCTGGCnGGGAGGTGTGTGGAAT^ 

GH 

>ncrc6281.seq 

ATTCCGTGACTAAATTCTGTAATTGGAGTTCTTTGAAGATAAATCCTGAGTAATGACTCCATGTATTGTAGAmTmTAAGCCATTAG 

AGTCTATATGTGACCAAGCCCTCAAATCCAAATGACTGACTCATACTCTTGTCATGnAAATGCmATACnAAGAATACTTGGAAAATAm 

CTCAAAGATAGAATATGTCTGCnGCTGTCTTCnTnCAATTACTmACnCAGACmTmCCACAGCACAGAAATGTATGTCn^ 

>ncrc6283.seq 

AAAAGAACCTTGAAAAAmGAGAAGGAGGCTGCTGAGATGGGAAAGGGCTCCTTCAAGTATGCCTGGGTCnGGATAAACTGAAAGCTGAGCGTGAACGTGGT^^^ 
CTCCnGTGGAAATnGAGACCAGCAAGTACTATGTGACTATCAnGATGCCCCAGGACAGAGAGAGnTATGAAAAAGATGATTACAGGGACATCTCAGGCTGACTGTGCTGTCGT^^ 
nGnGCTGCTGGTGTTGGTGAATnGAAGCTGGTATCTCCAAGAATGGGCAGACCCGAGAGCATGCGGnCTGGGTOCAGAGTGGGTGTGAAAGAACTAATO 
AATGGATTCCACTGAGGCACCCTAGAGCCAGAAGAGATATGAGGAAATTG 
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^ncrc6284 seo 

GTTGGCCCAnGTOCATCATCTCTGTGCCTTGGCTTCCTGGmTMGCCTCTGnGGGMCCTC 

GCCAGTGACmATGTCTGGACCTCAGmAnCATGTGAAAAATGGACAT GATAG CAATAGTCAnAGATGGTAGGGT^ 

GGGCCTAAAGTAGGCACTCCATGCATGAGAACTAGCATCACTGTTCAnAATrrnAAmAT^ 

>ncrc6287.seq 

ACTGAnTTCCCCGGACCTGCCGCAACCGAAGTnTCACTCCAGnGTCCCCACAGTAGACACATATGATGGCCGAGGTGATAGTGTGGm^ 
TnCGCAGACCTGACATCCAGTACCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAGCGAGGAGTTGAATGGTGCAT^^^ 
GCGCCTTCTGAnGGGACAGCCGTGGGAAGGACAGmTGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAAGCAGTO^ 
GATGAGAGCAATGAGCATTCCGATGTGATTGATAGTCAGGAACmCCAAAGTCAGCCGTGAAnCCACAGCCATGA^ 

>ncrc6291.seq 

ATAGGGGGATGGTTTCGGGATGAAACTGnCCCACTCAGATCATCAGGCAmGAGTCTCAGGAGGAGCGTGCAGCCTCCATCCCTCGCGTGTGrc^ 

TCTGTGAGAATCGTATGCTGCCGCTGATCTGTCGGGGGAGAGCTTGGTGGGGATGCTTGmGCCTGCTGCTTGCGTCCTGCTGTGCAGCCTGGTTCCTA^ 

ACTGCCCCGGGGTTGCAGACCCATTGTAAAGGATAATTGCGAAGAATACAGATGAGGGCAAGCACGGAACAAGGTGTGGG 

>ncrc6292.seq 

GTACAGAAGTmAGTGTCnGTGCGTTGACTGTCAAGAAACAGCCACAAAGAGGTTTCTGTnCGTGTGGTAATGATA^^ 
AACTTCTCG 

>ncrc6304.seq 

GACnGAAGAACCGTGACnTGmCTGCAAAGGCACGTGCATGTGTGTGTGnCnGTAGGCATAATGTGAGGAGGTGGGGAGAGGACCGCACCCCGATGTCC^^ 
CCCACGCTGACCTGTGCTCCCTCCCCAATCATCmCCTGTTCCAGAGAGGTGGGGCTGAGGTGTCTCCATGTCTGCCTCAACnCATGGTGCACTGAGOTGTM^ 

AnAAAATTAGAACCTGAGTNT 
>ficrc6305.seq 

(lAtCGCAnGAAAACATTGATACCTGGGmcmAT™TCGACTGTGTCATGAGAAGGAAACnACAAAGTGCAACGCAGAG^^ 

AfftSTnCGCAAnCGGCATmGAAAACAAAmGCCGTGGAAACmAATTTG 

/s^GTGCAGTGATTATITrTTAAA^ 

>?^c6307.seq 

/silAGATGGCGCCGAAAGCGAAGAAGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCnTAAAGGCCAAGAAGGCAGTGnG 
MC^AAGATCCGCACGTCACCCAGCTTCCGGCGGCCGAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCCCAGGAGAAACAAGCnG 
C^CAAGTnCCGCTGACCAGTGAGTGTGCCATGAAGAAGATAGAAGACAACAACACACTTGTGTTCATTGTGGATGTT^^ 
TlTATGACAnGATGTGGCCAAGGTCAACACCCTGATTCGGCCTGATGGAGAGAAAGAAGGCATATGnCGACTGGCTGCTGAnACG 

S , : 

diGGTATATGATGAGTGTAnGTCTTTGCACACACATATAGGTATAnCTGAAT^^ 
4aTGATTGmATATGTGAAGCACATGnGCTGnGCCTTATTmGATGCTTTTAnCAT^^ 

w 

>lMc6309.seq 

dftGGCCCATGGGTCCCTTACTAGAGAGGnGAGTGAAmGCCnCAGTTAACATGGGACCnCTGTnAACn^ 
GACCTGTGGTAACAGTGGCCCAGACGCTGCTTTGTGCTAAAAGCATGGGAAATGTAAAGGCAGTCmCTCTGGGAM^ 
defcTCATTTAGAAAGAAAATCCCCTCAGAAGGCTGTCTGGCACCCAGTGTCCTAGCGAGGCCAAGTATATGAGAAAGGGT^^ 
i(leACTGCTGTCCCTCGGTCCCTTmCCTAAACG6GTnAGnCTGTCTTm 

> ncrc63 1 0 .seq 

GAGnTTGTnCTCAGGAGTGAGAAGTGCCAAATTGGCGnAAAATGATOGTCCTCCTGACAACATAGAAAATGGTGATGn 
AATAATGAGmAAGATTAATCTTAGmGTATCmGAGGATGTTGAATGGAACTCCTAGCCTTTGGCAGTTATCAGTGGCTCGG^^^ 
GACTGTCnAAACCTAAmGAGGCGATGGCTAATAGAAGAGGAGATGACCTAmCGGCCAAAGGGTAGAAAAATATTTGCCCAAGAT^^ 
AAATTGATAGGAAGTGGGCTTCATCmCCTTTGCTTTCTGnCCAnCTTTAAACGATCAAAATOnTO 

>ncrc6311.seq 

GATTGCTGAAGCTGACAGCAnCGGGCCGAGATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGTACTCCAAAG^^ 
TACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGGTnCATCCATCCGACATTGAAGnGACnACTGAAG^^ 
TGGAGCAnCAGAGTTGTCmGAGCAGGGGAGTGGTCmCTATGTCnGTACTACGCTGAATTGACCCCCCACTGAAAAAGATGAGTATGGCTGCCGT 
CACAGCCCAAGATAGTTAAGTGGGGATGGAGAGATGTAAGCAGGATGATGGAAGGTTGGAAGATGGCGGAmGGATTGGGATGA^^^ 

>ncrc6312,seq 

AGACTNTGTAATGGATTCATmmGCTAmCTATGTATTGTCTGTCmCAmCTAAATGTAGTTAAATGTAATACAAGGACAGAAA^ 
GAGTACCTGGAACATAGTAGACATTTGATAAATTAnGTTGAATGAATACTGATAGGCTOTTACTAAGTTAGAAGATCCnGTCnA^ 
AAAAATATGAAAAGTAAGAATGTGATmGTCnAnTGTGmTTATAGGTGGCTnTCACACAnGCAGnGTTAGGAm 
nGACACAGCACATGTGTGnATGGCnCCnGATATGCTCnGACGGGTAANGGATTCAnCTTGTATAACAATACTATAAAA^ 

>ncrc6315,seq 

AAGGAGGAATGAAATGTGTGAAGTTCnGCTCTACGTCCTCCTGCTGGCCTmGCGCCTGTGCAGTGGGACTGATTGCCGTGGGTGTCGGGGCACAGCTTGTCCTG^ 

TAATGCAGGGGGCTAGCGCTGGGTCCCTGnGCCAGTGGTCATCATCGCAGTGGGTGTCnCCTCnCGTGGTGGCTmGTGGGCTGCTGCGGGGCCTGGAAGGAGAA^^^ 

TTATGATCACGmGCCATCrrTCTGTCTCTTATGATGTTGGTGGAAGGTGGCCGCAGCCATTGCTGGCTATGTGTTTAGAGA 

GMGTAGC^^^^ 

MCAAAATGTGTGGAAGGGnAATGCGGCAAAAGTATAGAATAnGATGAAATCAAAGATGACCTACATAAATGGAGAGAAATACTCTGnCATGGA™^ 
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ATGCCACnCTCCCCAMTGGACCTGTAGATTCMTGCMTTCCGMCAAMTCTMGCAGGATT^ 
AAACAATTTTGC 

>ncrc6317.seq 

CATTACTCACTGACCCTCnCCTGTATATATATATCACCTCCATCACAGAATATACCACCnGTTAATnAACT^ 

TTAAAACAAGnATATAAGATCTGAGCAnCAGGCCAGGTGTGGTGGCTCACAGCTGTAATCCTAGCATnTGGGAGGCT^^ 

GCCAAGGCAAAATAGAT 

>ncrc6318.seq 

ATGGCAAAAGAGAGAGAGAGAGAAACACCTAGAGTCCAGTGGGGGTCATCACATTGCAGGAGGAGGATGGGGGCATGAAGGGGGTCCnGGAGAAGTOTGGAG^ 

AGACAAAAAGGAGATGAAGTOTGGTCAAGCCAGAGAAGACGTTGGAnAGCACTGCATGCATGATAAAGCAGCCATGCTACTAGTATAATTCTG 

CATGAAGAATAAATGGTGTCTGTATmCTCAGACAATGAAnTGnCAAAACAAnGAACTCATGGAC^^^ 

TGTGGAGGACAGGTG 

>ncrc6319.seq 

GTCTAAACATATGACATAAACAGAAnAAAACGAAAAATTGTATAGTCATCTCAATAGATGCAGAAATAGCmCGACAAAATCCA^ 

GCAnGAAGGAATATACCTCAAAATGACAGAGCCATCTAAGACAAACCCAGAGCCAACATCATAGTGAACAGAAAAAAGCTGGAAGCA^ 

ATGGTAGTCTGACCGCTTCTATTCAACATAGTACTGGAAGTCTTAGCGAGAGCAATTAGGGAAGAGAAAAAAATAAAGGCAT 

>ncrc6320.seq 

CnGGTGGTACACGCCTGTAGTCCTGGCTGCTCGGGAGGGTGAGGCATGAGAAnGCnGGACCCGGGGGACAGAGGTTGCGGTGAGCTGAGACTGGACCATO 
GGCTACAGAGCGATACTCTTT 

>ncrc6321.seq 

CnTTTNGAGGTAATTCCTTOCCTCACCTCmGTAGGGTCTATAGCnTATGnCACmCAGCCAGTACTAATCAAATCTGnGAA^ 

AAmTCCTGAATGACnAAAAGATnGAATAAATGGAAAAAAGTGCCATAnCnAAAAAGGTCAATATTGTnCTTAAGTGATGTm^^ 

GfSGATmGmGTTGTTATTTATTAATAAGACAGnCATAAATAACTGAAGmAT^ 

ApWV\TTTATGAAATTATTAGTA 

>fgc6322.seq 

d^CCGGmCTTmGCTCGCCCCTGTTTmGTAGAATCTCTTCATGCnGACATACCTACCAGTATTAnCCCGACGACACATATAC^^^^ 
(MGTCAGCCnCACAAATGTCATTGTCTACTCCTAGAAGAACCAAATACGTCAAmCTGTnTTGAGTACT 
GGAAAATACCAGTGnGGGI I i 1 1 1 1 i lAGnGCCAACAGnGTATGTTTGCTGATTATTTATGACCTG 

>fifc6323.seq 

TSgAGTGCCTACACCTGTAATCCAGCACmGGGAGGCCGAGGCGGGTGGCTCACGAGGTCAGGAGATCAAGACCATCCTGGCCAACA 

>ricrc6324.seq 

AyCNNAAACACAATAnCCCTGGTATGCnCANNGCTTGATAnGGAACTGGAAATGGTGTmCCTGGTTGAA^ 
afr€TGCAAnCAGCTnCTGGAAGTATTATAGAAAAAGAAGGTnATCTAACAnAAGnAAAG 

y^GGGACTnTGATGCCATAAGCCnAATCCTGACAATGCAAnGAGAAGAGGAAGCAATATGTGAAATCTCTCTCCAGGGTG^ II 1 1 1 ICTAATAACGTCATG 

T|garnGGACCAAGGAAGAGnGCTAAATGAATTCAGTG^ 

>ifCte6325.seq 

dpAATATGATGAAACAGAGACCTGGTAACnGGTGACACTGnAAACCCTTmGGGAT^ 
TyAGAAAAATAAATGTAATTTTGGAAGCG 

>ncrc6327.seq 

CACTGACATACTTCCTCAAATAAAAAAACATAAGAAAGAGAAACTAmCAAAAGAACCAAGTGGAAAATCTGCAGnGAAAAGTGCA^ 
AACAGTAGAmGAGCTGGCAGAAAAAAAGAATCAACAAACTGGATGTACATAAAGATAGAATATGTAACnGAAGAACAAGAGGAA^ 
GTCAGACACCAmACTGCACCAACATACCCATAATAGAATAGCAGAATGTGAGGCAAAAGAGAAAGGGACAGAAAAAATATTCAAAGAW 
GAGAACAnAACATACATCCAAGAAATGCAACAAACTCCATGTAGGAAAAATAC 

>ncrc6330.seq 

GCTCTCTGAAAGAACTGGTGCTACAnACCAACACACCTCCCTTGTGCAGCACAACGACTCCCTCAATGTCACACTAGCCTACCCAGTATATGCACAGCAGAGGCGATGAAGC 
CTCmGATCCnCTCCTGAAGTTCAGCCACCGTGAGGCCTCTGGAAAGCAAAGGGCTCCTCTCCAGTCTGATCTGTGAAnGAGCTGCAGAAAGGM^ 
ACTAGAGCmCmCACAAAAAAGAAGTAGGGGAAGACATGCAGCCTAAGGCTGTATGATGACCACACGTTCCTAAGGTGGAGTGCnATCCGnCTT^ 1 1 1 1 1 iCTTTGGTTTA 
AnTAAAGCCACAACCACATACAACACAAAGAGAAAAAGAAATGCAAAAATCTCTGCGTGCAGGGACAAAGAGGCCTnAACCATGGTG 

>ncrc6331.seq 

GTCmCCTGGGTGGGGTTTGTGAAGTCGTGGCCCGnAGCAGGAAGCCTAACAGTCGCCCCGACGCTAGTGAGGGACCCAATCTGAGTCCGCGGCCAGCCGAATCCAAGCCGTGT 
GTACTGCGTGCTCAGCACTGCCCGACAGTCCTAGCTAAACTTCGCCAACTCCGnGCCmGCCGGCACCATGCCCAAAACGGATGTCTCTCTGTTGCACAGGATAGAGTGCAGTGG 
CAAGAlTTTGGGTGACTGGAACGTGTGGCTGGTGTGnGAAGCAAGCGAnCTCATGCGTGAGCCTCCTAAATCAGTGTGCGCGTGACCAGCATGGATGCAGAGC^ 

>ncrc6332.seq 

AGCCTmGTTATGTGAATAGGTTGTnAAGnCTAAGAAAGGGCTAGTAAACAAAGTGTnAGCATGCnGGTGTGCAACAGAGAAATTGC^ 
TTTmGAACATATAGTGTAAmGCmAATGAAAGTGACTCTGGTmAnCATCAAAnGCnTG ATGGTG GAM^ 
AGGmGCACAATGTGmGTTGATTGGGmGnATAGTTnGAGnGGGTAnnATGTTCAnGGTTmC 
TTTGTAGGCTGGAAAGTGGAAAATGA 

>ncrc6336.seq 

GGTTCAGTCAGGGTGCACATmGAGATCGATCAGAGAGTCCACACTGGAGAGAAACCCTACAAGTGTGATGTGTGTGGTGAGGGCTTCAGCCACA^ 
GAGAGTCCACACAGGAGAGAAGCCATACAAGT 
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>ncrc6339.seq 

GGGTTGGTMGTAMGGGGTATGGCTMGTAGCCCGCCMGGAGGATGACATGTGCACTMGCTGATACn^ 

AGCAAAGCTTCAmGACCTGGGCGTGAAAGAATGTGCAGGACTGTGGTAAGCAAAGGAGACAGGTGGCATnCA^^ 

CACAAAATGGCCTGTTACAATAGnAAGGCAAGAGATGGGGAAACCTTCAACCTGGTCACCAGC 

>ncrc6340.seq 

AAGGTAGCACGTAGCTACATTAAAAAGAATGTACAGAAGCCTAGCTGTGTCTCCATAGCCATGnGCTAAGACmGGCTGAATTC^^ 
mGGTGTATNCTAGATGnCTGCAAAGinCAnAAnTGnGAGTGAGAAAATAATAAACACTGCCGTGnCACATCAlTA^ 

GGTGTAGTCAATCACAAGGGCTAmGTAGAGACAGCTCCCCGCTGTGAAGCCAAGGAGAATCCAACCATGAAGAGAGAGGAAATAnACTAAGCAGAA^ 
GGCTGTTGGGCTTGGCACTGmCTGAAGAAGCAAGTTCAGAAACATTTGGCAGTCCGTGTCATCGCCTCTCATAAA 

>ncrc6345.seq 

GAGAGTGCCAGAGAACCGlTGCnnCCGAGTTGCTCnCTTCCAGGCTCCGnGGTGGTCGGCATGGCCCGTGGAAATCAACGAGAACTTGCCCG 
CCAGGAAAmGCAAGGGAAAGAGGAAAGAGGATAGCnGACTGCCTCTCAGAGAAAGCAGAGGGACTCTGAGATGATGCAAGAAAAGCAGAAGGCAGCTAATGAGNM 
TGCAGACAAGAGAAAAGTGATGACTGGCTATTTGGAAAAGCTGGGTGCTACTGCCAACTGGGTGTATCATAAGCTCTAAGATCAAGAT^ 
ATAACTOTCCmAAAAACTATmAAACTTTATCCTnCGGCTnACnAGTGCGATGTmAGAAAGCAGTCTO 

>ncrc6347.seq 

ATGAATAGATATGTGTAAGATAAAGGATnGAAAGTTAAAATACATGAAGCAAAGCTAGGAnTTTTm 

GTGAmCAGGTCACTGCAACCTTGGGCTCCCAGCTTCAAGCGATTCTCATGCCTCAGCCTCCCAGGTAGCTGGGAnTCAGGTGTGGAACC^ 

TTGGTAGAGATAGGGGmCACATGTTGGCCAGGCTGGTCnGAACTCTTGACCTCAAGTGATCCACCTGTCTCAGCCTTCCCAAGT^ 

GGCCAAAGGTAGGATTTAANTAAAANnTGGNCTGA 

>ncrc6348.seq 

AGAAANACTACTGGAAAGCCTGGAAGGCATCnCATGAAGCGCAGTGAGnGTTGAAGGCAGAAGGCCAGGATGCAGAGCTGTGAATGTAGAGGCTCTGAGCGACTGn 

ArgTTCACAGACATCTGTTGCTGCCTCACCnGGGATCCCTGCCACAAGTTCCnGGGCAGTGGCCATGTCACCATTGAGGATGAAGATATACM 

AfecTTCAGCCCTNGCNACAATTTGAAACTT 

>itflc6352.seq 

AJBACTGGGGACTAGATANGCATNACATNCNNATNCTAAANNTGCNCCNCGGGAANANNNATNNANAANTGAGGTGCACNGNAGGCNCN NAnG NACACNGGATGAG 

T#rGCTCCAAGCCCmCGTACAGTAGTCCCCTC™TnGCAGm 

cillATAACmGNTANCCCGGGATTATTG 

>fMc6353.seq 

A^eTCGGCCCTNTNTGGCGGAGAGNGCCTGCCGGANGATGAAATGGCCTGAGGCTGAGTGGCCGAGAGATTGACGTTCGAATTGATAG^^ 

ysi^CGATACGAGACCTCTGAArnGTATTTTnCTTGnAACCATm 
TjpACTGGGGTTCCATTTGACTGTTTGCAnGAGATTGCAATGTGCGCAATTT^ 

>heh6356.seq 

CtMCCCTCCNNTGGGGACTAAGCCTAAGCCTGAGANNTCTTACTNACTGANGAGANCNCnACTCTGCANU^^ 

iS^CCGGAATCTACCNCTmAAAGTOATTGCnGTGAAGCTACTAACCCACAAAANTAATC^ 

d||AAGCAGAATAAAAGT 

>rac6359.seq 

aI^^ggagtccaccctgcacctggtgctccgtctcagaggtgggatgcagatcttcgtgaagaccctgactggtaagaccatcaccc 

mgtcaaggcaaagatccaagataaggaaggcatccctcctgatgagcagaggngatcmgctgggaaacagctggaagatggacgcaccctg^ 

agtccactctgcacnggtcctgcgcnganggggggtgtctaaanmcccctmaaggnttcaacaaaamcanggccct^ 

>ncrc6360.seq 

AAAACGNNCCCCTCTACGTACTCCCTGTGGAGAAAAGCTAANAACCnTAAGAACTGTGGGTGGTATTGGAGAAAGAAGATGAAnACTAGCT^^ 

AGCCmCTGnCAGATGTGATCTATAAAAAATCCTAATnGGGGAAAGmAAGCAAATCTGGCmGTAGTCCTGATG^ 

TGTTATAGAATGCnGGTAnAGAAAAACCATGCCATCAnAATGGCTAAGAACACGTAGGGACnCATGTCATGTCAAAGATAGCTCTTTGCAA 

TCATCGTTTAACCCAAATATCTGAATGGTCATCTGGTAACTATGGGGNTTTTnGGCCTCATAAAGATGGTCCACnCTGTACACA 

AACCGnGGCAAGGTGTA 

>ncrc6363.seq 

CACTTGAGGGTAACAAGCGAATAACATGTAGAAATGGACAATGGTGAGAAGCACCAAAATGCnACANTCCGTGTGTAATATGCCGAGAAAnATGG^ 
GTGGACGGCCAAACAGAAGCmATTCGAGAACAGGTGAATCAGnGAAmGTGTGTAAACGGGGATATCGTCTTTCATCACGnCTCACAC^^ 
AACTGGAGTATCCAACnGTGCAAAAAGATAGAATCAATCATAAAGTGCACACCmATTCAGAACmAGTATTAAATCAGTTCTCA^ 
ATTCATACGTAAAATmGGATTAATnGTGAAAAATGTAAnAnAAGCCTGAGACCGGTGGCTCTCnCTTAAA^ 

>ncrc6367.seq 

TNmNGCCGGGGTGTGCTGGCGCmGCCAGCGTGTTGGAGAGTCCGCTACCGGTGAANCCAGCGCGGGTTTTTGGGACTTGGGGGTCGTGCAGATCTGCTGGNT^^^ 

GGAGTCTCAGTGATGGTCTGAGCCTGGCCGCGCCAGGCTGGGGTGTCCCAGAAGAGCCAGGAATCGAAATGCTTCATGGAACAACCACCCTGGCCTTCAAGTTCCGCCATGGAGTC 

ATAGTTGCAGCTGAGTCCAGGGCTACAGCGGGTGCTTACATTGCCTCCCAGACGGTGAAGAAGGTGATAAGAGATCAACCCATACCTGCTAGGCACCATGGCTGGGGGCGGAGCGG 

ATTGGAGGTTCTGGGAACGGCTGnGGCTCGGCAATGTCGAATCTATGAGCnCGAAATAAGGAACGCATCTCTGTAGCAGCTGGCTCCAA^^ 

TACAAAGGCATGGGGGGCTGTCCATGGGCACCAT 

>ncrc6369.seq 

ANTGATnCCTGAAGAGACAAAAGACGGGAAGATTCGCAACTGCAGAAGAAATAGCCNTGCTCTGCGTGTAnTGGCTTCTGATGAATCTGCTTATGTAA 

TGATGGAGGCTGGAGCnGTGATTnAGGATCTGCATGGTGGGAAGGAAGGCAGGCCCnCCTATCCACAGTGAAGCTGGTTAGGAAGAAAACTCAGCAAT^^^ 

TCACATGnAATGAAAATAAGCTCTnTTAATGATGTCACTGmGCAAGAGTCTGATTCmAAGTAT^^ 

AACTGGA 
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>ncrc6371.seq 

GACTGCmCTTGGGMGATGGCGGCTGTGTCGGTGTATGCTCCACCAGTTGGAGGCTTCTCTmGATMCTGC^^ 
TACAAGCnCCAAAGGTCCGGAAAACTGGCACGACTATCGCTGGGGTGGTCCATAAGGATGGCATAGncnGGAGC^^^ 
AACTGTTGAAAAATACACTTCATATCTCCTAATAmAnGmGTGGTGCTGGGAGAGCTGCAGACACA^^ 
CACTGGCCGTCnCCCAGAGTTGTGACAGCCAATCGGATGCTGAAGCAGATGCTTTTCAGGTATCA^^ 

>ncrc6373.seq 

AGCCTGGCNAACATGGCGAAAACACCGTCTCTACAAAAAAATACAAAAATOGCCGAGGGTGGCGCACACCTGTAATCTCAGCTAN 
AACCTGAGGGGGTAAGAAGGnGCACTNGAGCCCGAGATTGCATCACnGTACCTCCAGCCTGGTGACAGAGCGAGACGCTGTCTCAGAG^ 

>ncrc6375.seq 

CTNGNAAANNCNGTAAAACTNCTTGTACTGTOnAGTACTnGATTCCTTACnGAGGTCCTANmGCTCTGCTAGGCACnCTOGATC^ 

AGGGAAGGGGGATGTACTAAAGCAACATAGCmCTCACTTTGTGATnACCTCCCAGCmGmACTGGCAACACAGCCAAGGAG 

TATnAAGGAGTOnCATTAAGGGnCTACTTCTTACACATAAGACTCTTAATATATnNATAnAAAATT^ 

GAGGTCAATACCATGTATAnATTCCAGATCTAAAACAACACATATTAnGCCACAAATCTTCCCAATGCCA 

>ncrc6376.seq 

AGGGAAGTAAACCTACAAATATmAGGGAGAAGCTCACTTCTTCCTTnCTCAGGAAACCAAGCAAGCAAACATATCGT^^ 
GAATTTGCAACTGTCATAGGmATGGATATTGCTGTGGAGAAGCTCAATmCAGTGTnGAACTGAACCCnTCTT^ 
AAGCATAACCAAAGATCATCAGGAGTGAAGAATCTAGGCTGTGGCTGAGAGAACCAGAGGCCTCTAAAATGGACCCGAG^ 
TGTGGTCACACAAATCTGTAAATGGGAACAnGTACATTGTCGAAmAAATNTAmAAAnm 

>ncrc6377.seq 

ACTGGGTCTAATTTNTCNGACTGATAGATGTGGTTAAGnGTGTGGTAAAGCAnAGGAGGGTCAncnGTGACAAAAGTGCCACTAAAA 
TCTAAATCTCAGGmATCTGGGCTCTATGATATAGACAGGCTTGTGATAGTnGGAACTGTAAGGAGAAAGCTACATATAGnAAA^ 
TpXGATATAAAACATGCCACAGGAGAATTCGGGGATTTGAGTTTGTCTGAATAGCATATATATGATGCATCGGATAGGTCAm 
CfSlnCATTTTAAATATCAGATATTAATTT 



T^gCTNATGCNCTAAAAAnGCTTCnGCCTGTTCTGCGAATCAGAATACCACATCCCAATCTGAAGCACnGCCCTGATCTCT^ 
cKfAAAGGGCCAGAGAAAGAAGAGGGGTCTCCTGACTCAGTGTACnTGGTCCTGGCCACAGGTGGGTTGCATCACACTATTCmTGTCTCATAAG^ 
TifflGGACTCTGAAGGACATCTCAAGTGnCnCATGTTTnGGGTCAGTnCCCCTTTAGCCTTnGACTGAAAA 
A%3AATAGmAATAANACAAGTCCCCnACTGAAGTCCATCCATGAACCmGGATAAGAATCCnGGAAGCTAGnCGnGAACTG^ 

^M:6380.seq 

cSlGCCGGGGAGNGCGGAGGTGGTGGCGGCGGAGGCmGGCAGCTCGGGACTGAGTGCAAGAATCAGGATGAncnCAGAGGCTCTTCAGGn 

qetCTCAGTCCATmGCGGAGGAACAnGGTGTTACAGCAGTGGCAmAATAAGGAACTTGATCCTATACAGAA^ 

AbATCTGGAGGACCTGnGATGCTAGTOAGAGTATCAGCAAGAGCTGGAGAGGGAGCnrn 

TiSfeSAGATCGCAAAmGAAGTCATCGAAAAACCCCAGGCGTGAAGAAATAAAGTA^ 

Af^^CCATGCNTTTTCCT 



difGCCAGAAAGGCTGGATGGTmAAGAAGANGGGTCmCTCTOCCTCnATGCTTCAA 

Q^i^CCnACAAATACAmATATATATGnGCTGnGGAATCTATCTAAATGCCACTCAmGGTCCTGCGCATA A^ 

l^GAAATGGAnACGTGTGGACTATTGAGATTAAGATGACTCCmCTC™GTGGGCTACTAmAAGACmGT^ 

/IsAAAGCAGTTmGCACCAmAGAGGACCmAAAATnGTATAAT^ 

TCTTAnATGCCTTTAAAAATGA 

>ncrc6383.seq 

CNCNGGGCCGGGGTCTTmGnGnGTTGAAANmGGGTGTATANTTAAAGGTAGmTTACCCAGATCTTATATGTGTAATAG 
CCACCCAAnGCCATOGCTTCCTAGAGGGTGATTTAATAAACTATCnCTnAAAACTCAmAAAATTAGAGAGATGmGCATACAATGGAn^ 
AAGTCTGCTGCACmCTmGTAGGCCTAACAnCAnTCATATGGAnGATTATTAmGTTGAAGnGCATTAATTACATGGTGCATA^^^^ 
NGATTTrnAnGGTAATTmAAAAGGGGCCTGGGGGTTGGGGGAAnNAAAATTAGGCTGCnGATTTATA 

>ncrc6384.seq 

TATCAAAAAAATTAAGATCTATAAAnGCCTGGCAAAnGCCTTCAAAAGAATTGmTAAGGGAACAAnCATTAAGTGAAn 
GATATCAGAAAAAAATACACGAGCAAAATAAAAAGnCAATAAAGAnTAGAAAnATGAGCGAAACCAACAGAAAnCTGGAGGTGAAGA^ 
AGTGTCATCAGCTGCCnCATCAAACAGAAATGATCTGTGAACnGAAGATATATCATTTGAAAATATTCCATCAGAGATAAAAAAGAA^ 
AACATTTATGGAACAATATCAAGAAAGCAAACGGTCACTGTATGGGAGCTCCAGAAGAAGAGACAGAAAAGGAACAGAATTCnAm 

>ncrc6385.seq 

gtattcctgg™cttgggaggctgaggtgagaggattgcctgagaccaggaggttgaggttgccgtgagccaaga™taccactgcactgga^^^ 

TC 

>ncrc6387.seq 

TGTGGGCTGGGAGGTCTGGTAGGGCTGAGCTTGCAAGAGGATCAACATGCCmGGCTAGAGAmACTACATCCGTCCTTGGAAGAGGAAAAGAAAAAACATAAAAAGA^ 
GTACAAAGTCCAAATTC™CTTTATGGATGTAAAATGTCCAGGTTGCTACAAGATCACCACGGTmCAGCCATGCTCAGACAGGGGTTCm 
CCAGCCTACAGGAGGAAAGGCCAGACTCACAGAAGGGTGTTCATnAGAAGAAAGCAACACTAATGATTCAAACAGCTTCCTGAATm 
TTCCATAATTCTAAnAAlTTACGAAGATAATGNATTCATT 

>ncrc6388.seq 

GTATOGTCTGTTCTCACAGTGCTCATAAAGATATACCCAAGGCTGGGTAAmAAAAAGGAAAGCTGGCCGGGTGTGGTGGCTCACGCCTGTGGTCCCAAG 

GCAGGTGGATCATGAGGTCAGGAGnCGAGAGCAGGGTGACCAACATGGTGAAACGCGGATCTGTACTAAAAATACAAAAATTAGGCAGGCGTGGTGGTGGGC 

CTACTTGGGAGGCTGAGGCAGGAGAATCGCnGAACCCAGGAGGCAGAGGnGCAGTGAGCCAAGATCATACCATTGCACTCCAGCCTGGGTGACAGAGCAAG 
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>ncrc6389.seq 

ATCTGGCATTTTmCNTTGTCAGGCGCCACCCTCATGCTGMCmCATCAGGMGGCACG^ 
GCTGCTAACCCACATGTGCTmCCGGGACCAATCCACCCAGGATTAATCATGCGGCCAACAAAmCCCT^^ 
GAGTTGTTAAGAGGTTmGnGCACTGAAGGCACnAATAAAGATCAGGTCTGTOGAGGCTnGTGAGGGAGGa^^ 
ATAGAAAAGCACAAmAAAAAATGTGTCCGGGCATGAGAAGGCTAAGTCTGGACGTGGCCAAAGGGACTAAACTCCnCCm 

>ncrc6391.seq 

ACTGTACTCTATTAATAGCATOTGTCTGTAAAAACAATGTACATATCTGGCCACACGTGGTGGCTCATGCCTGTAATCACAGCACm 

TCAGGAGnCGAGACCAGTCTGGCCAGTACAATGAACCCCTGTCTCTACTAAAAATACAAAAmAGCCAGATGTGGT^ 

AGGAGAATCGCnGAGGCTGGGAGGCAGAGGnGGGGTGAGCCTAGATAGTACCACTGCACTCCAGCCTGGGGGACAGATAGCA^ 

>ncrc6392.seq 

ATAGGACCTCCTCCnCTGGTGGCACnCGTTCAAATGGAAATmAAAAATGTAACACAGCAAAACGTGATAAGTAGGCCCATGT^^ 
GAAAAAGTTGmATTAATCAACTAGCAAAAACAAGCATGGTTAmAAGAAAATCTGTTAGCAnTACAAATACTCAm 
GmGACTGTGTATAGAAGAAACCGACAGACACATAAGAACACnTAGAnAnGCAAGATGmCCAGAAGCCCACATACTAGAAATGTGGAAACCA^ 
TAC™CCACCGmGCACTTCCTTCTCnnGCCACGGGAGCCCCCACTGCCATCTCTGCCTGACTTTATGCGCTAGAGCAAAGAGAAGACM 

>ncrc6393.seq 

CACGGTGGTOTGCCTGTAGTCTCAGCACmGGGAGGGATCATGAAGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAAACCTGTCTCTACTAAAAATACAAA^ 

TGGGCATGGTGGCACGCACCTGTAGTCCCAGCTACTCAAGACGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGTGGAGGnGGAGTGAGCCGAGAnGTACCA^^ 

CCTGGGCAATAGAGGGAGACTCCGTCT 

>ncrc6395.seq 

CAGGACATCGCAATGGTGCAGCCGCTAnAAAGGTTCGmGTTCAAGGATTAAAGTCCTACGTGATCTGAGTTCAGACCGGAGTAATCCAGGTCGGTTTCT^^ 
CGCTGTAGGAAAGGACAAGAGAAATAAGGCCTAGnCACAAAGCGCCTTCGCCCGTAAATGATATCATGTCAACTTAGTAnAT^^ 

>i[i3c6396.seq 

Q^ACTTGTGCTGTGAGAGTCATCCTTGCTGTGTGTGCGCGAAGCTGnCAmCCnGCTGTATAGTGGAGCAGAGGCGATCTCAGCTnCCGGTGTCTACTC 

AglCGCTCAGAGAGATACGTGGGCACCCGCGnCACAGCAGCATTACCCACAAGAGCGAGAGGCTGGACAGTACCAAGGGTCTGTTATGGTTGAAGAGATAA^^ 

A|#GGGGTGTTAnCAGCCACGGAAAG6AAAGAAGCTCTGAGTCACACCGCAACATGCCCTGGAAACTGTGATCCAATCATAA^ 

>HQlc6399.seq 

AGSACAACTTCmAAGGATAATATAATACCAAAAATTACTACTTTTAmTGTTATATOnGC 

AifGTCTATAATmGTAATCTAAAATGTAAATAAAATACCGGAGATAnAAAAACAnATGGGM 

dMAATGTGTCTTATCAAAAnG 

>ik!:o6401.seq 

>^AAGACTAATGAATAAGCTTCTAAAAAAAAAAATGCmGTCATAAAACCNnGTAGACCGTAACTm 

ysftfCTCCTGTNnGGTOAGTCTACrnTGGAAGCAAGCAAC 



^ATTTTTnGmGmCNAGAGAACATTATTAAmAGAnATAnAAAGACTTACATGGCAG 
Q^GAGCGGTGGCTCATGCCTGCAATCCCAACACTnGGGAGGCCAAGGCAGGCAGATCACAAGGTCAGGAGnCG^^ 

m 

>rfefc6404.seq 

ATAGATGAAACATmGAGATAAnAGAATTGTOnATOTGATGGCCAAAAGCACAAOTCCTmGTACCAACCTAA^ 
TGnAAAAAATGAAATnCTCTmCAAAATACCTGCATAATTTCCTCCAACAAGCACAAAAATACCATTGAGn^^ 

AGAAGnCACCAAGnCACTGGGnGTAATAACACnGCTTATCTCmGAGnGCmCAGATCTAGGAGCTAATAGTAGGGAGGAGTACCTGGT^^^ 
CAnAGGTGATAGTCCAGAGGGCAAACCAGCTAGCTGAGCATAGGCAGAAAATTGCCTCCCAGTTGGTATTCATAATATTAATAC^^^ 

>ncrc6405.seq 

TGAGGAAACAGTACCGAAGTTCnTnCmTGGCAmGTATOTAAAAACnGGTGTGGGGGAGGAGCACAAAACTCC^ 

AGGnACATCTGGmGTGTCGTGGGAAAATGATTmATAGAGATGGCCTTCCAAGTGGTmAAAA 

TGnTATCCG 

>ncrc6406.seq 

AGTGAGAGGAGAAAAAAGACAAATAATATCAAAATACTGGAAAGTTAGAATGATAGCCCCTAGGAACTAGGGGnGGGAGTAGGGTTGAGGG^ 
GATAATAAATGGTGnGGTAAAATCAGGCAAAAAATAAAATAAATTCGACATGGATGAAAACTTT 

>ncrc6407.seq 

GTGTATAAAAGGAATCAAATmGAGTAAACATGATGTATOCATCATCTTCGAAAATAGATATGATGGATTCTAGTGAAGACC^ 

CATTGTAAATATGTATTTACATGTTTAnACAAAGACCGAAATGAAAAATmTAGTGCATT^ 

TAAAACTGGmCTAATTATAACTTAAGTCCATTAAGTAAAATCTGTATTGCCACTTTAG 

>ncrc6409.seq 

CAAGTGGAAACATTAACTAGTCTAGCTAGCCTTCTGGTGTTTTCCnGGTTAATTCACAAAGAGCATCGCACAGTGGAnTTTACGTAGTAGTAACAAm 
GAGGATATGACCGTAGAGmGTCTTCTGTGTCTCCAAACTTACTATCCTGTACATCTTGACTCAmTATTCATTTTTCACTTCATTAM 
TTGGTATGTTTTAnGTGTGCTAGTGGTCGmGTAATGGCATATGGTTGCTGGCGAGCTCGACnACAAACTTACTCTmTGCn^^ 
TGTGGTACAGGTCAAGTACTTATGGAGTAAAGTTAAGGGGAAT 



>ncrc6411.seq 
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CGGAGGTAGGGACMGATGGTGCCACCGGTGCAGGTCTCTCCGCTCATCMGCTCGGCCGCTACTCCGCCCTGTTCCTCGGTGTGGC^^^^ 

AACCTCGGGCAGAAGAGGAGAGGAGGATAGCAGCAGAAGAGAAGAAGAAGCAGGATGAACTGAAACGGATTGC^^ 

CTGCGACCCACTCTTTGGACCAGCAGCGGATGAATAAAGCnCCTGTGTTGTG 

>ncrc6414.seq 

CCCnCNAAGnCCGCGAAnCCTOGTCTGACAACnnCTCAAnCAGAAAGANGTGmGGTAACATATATTAAAAGGC^^ 

TTATGTGATAAAGTGAAATGCTCCTGCAGTOGTTATTGAACATGAAGGACCTCTCTAAnCTTCAGAGAAACTGTGAG^^ 

GAGGAAAAGTAGAAATACGCACGAGTGACAAAAGCN 

>ncrc6415.seq 

AACGTGTGAGGAAnATATGGTCTAmGTAGAACTATACATAGAACACnGATCGTGClTCTCAGAATAAGACAAAGGCCTGTA^^ 

AmAAGCAAGCCAAGGAGTCAGTGAGATGTCCCCACAGGATCCGATGGTTAGTGGGAACACCGmAACACCAAATGATCAAATTGTA^ 

ACCATGTTCTCTACCATmTAACATGACAGAGTGTATACATTAGAT 

>ncrc6416.seq 

AGTAAGGmGGGCCCAGAAAGTATAnmATCATGGAAAAAmCAAGTGCTCAAGCCGTAATGnGAACAGAATTGGAGTATTnOT^ 

TATOTAGAATGCATGTAmTCmTATCTTTGGAAGATCAGCACGAGTATAnGGTGGGAGCTAnGTAnAAAAAATAAAGTAT^ 

CATGAAAATAAAGAACAACnGGGGTGN 

>ncrc6417.seq 

GnCCCTACAAAAACTGAAACCTCGCTCCTCmAACAAGTTGGCmTTAAAAGCACGTAATTACAAmAATGGTAnCTGTAAAGTGGT^ 
GACTATAmCTTCAAAACnTGAAAGAAAAATGTGTTCTnnGCTGCATCCTnGTAAGAAGACTGCCAACAGAGGAAAAAGGACnTA^ 
CAAAGATGAGAAGAAATCATGGTGnAGGAAAGGATCCTOGAAGAACAGAAGAAmGAAAGCCGTTGGTGGTTATGACTAGTATAm 
TCTGCATmGAGCCTGCTGACTTTCAmAAAAGGAATGAAAGGCTGAAAATCCAGGCTGCTGTGTCTGTAGATAAAGGTCAAA 

>ncrc6418.seq 

dWAAAGGAATGGTAGAACAGTCCnCCTCGGATCAGAGAAAAATGCAGACATGGTGTCACCTGGAmnTTCTGCCCATGAATGTTGCCAGTCAGT^^ 

TOrTGGnATGAATGTTGGGGnACGACGTGCAmAGGGGAAAATTGTGnCTGTGCm 

(^IGmCTTTTATTGAACTmAACAGTCTCmAGTAAATACAGGTAGTTGAATAA 

>f^yc6419.seq 

cmgcaactmaaaatgtmggtatttatgtcntcatantaccatctaaaatcacaaacacaggat^ 
t<:agaagtn 

>iftfc6420.seq _ _ 

TigCTAAATAAATAAATAAAAATAACTNAGGAAAATATCCCCmAAGTATTCTTGAGAAGGACTAGAGTAA^ 
AAATGACACnGCmTCACTmAAAACAATAACTATAAAGTTnAAGAAATGAACTGTCnCCAGT^^ 
f|CACnCCACAGATATAACAGAAAAAACATGAAATTAAAmACAGCATTCCTAGAAAGCGAAGAATCAT^^ 

>t|jrc6421,seq 

GltAACmGCCGTTGAAGCTGCTAACTACCAAGACACTATTGGCCGCCTGCAGGATGAGATTGAGAATATGAAGGAGGAAATGGCTCG^^^^ 
At^TTAAGATGGCCGnGACATTGAGAnGCCAGCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGAmCTCTGCCTCT^ 
rfilGGATTCACTCCCTCTGGTTGATACCCACTCAAAAAGGACACnCTGATTAAGACGGnGAAACTAGAGATGGACAGGn^^ 
/s^A^TTGCACACACTCAGTGCAGCAATATA^ 

>IMc6423.seq 

AncmACCGTmGAAACACmGAAATATCCTAAGGTAACnGGAAGCTGTGTAGTATATCAAAnA^ 

GGTGAGACAGAAAATGAATCTGnCTAAAAmGTAAmGCTAACnGAmGAGTOGTGAAAACTGGTACAGTG^ 

ATAAGCATAT 

>ncrc6428.seq 

AATCGCGCAGGCGCAATTGTGCCCT6GTTCGCCAAGATGTCG1TCCCAAAGTATAAGCCGTCGAGGCTGCGCAGTCTGCCTGAGACCCTCGAGCCAG 
GAAAGCCGGCGGGGGCAAGCCGAGGGGTTGGCCATAAGAGCGCAGCTGAAACGAGAGTACCTGCTTCAGTACAACGATCCCAACCGCCGAGGGCTCATCGAAAATCC 
TCGTTGGGCCTATGCAAGAACAATAAATGTCTATCCTAAnTCAGACCCACTCCTAAAAACTCACTCATGGGAGCTCTGTGTGGGAmGGGCCCCT^^^ 
AAACTGAGAGGGATAGGGAAAGAAAAAGTOTGGAGGAAGGAAAATTGGATCGAACATnCAGCTCTGATAnAAGTGTGGCAATGA^ 

>ncrc6433.seq 

ATCmAGGTTGAGCAGGTCCTACAAGTGATCAGGACAGTGAATGAAAAAGATCCATACGTAGGCATACCCCTGTGAAATmAGAACACGGGGGTAGTGGGGGTC^ 

AGAAnATGAATCAGAATGGCCTAAGACTGGTGAGTAACAACGGGGGAAGTTGAAGACAnGGAGAAACATGGTGAGGGTGGTGAGTGAAAATGTGTCTC^ 

CATTnCAGATATACAGGGTCTCAAGTGAmATCTCCCACGGGCClTTnCTCAGGAAACTCG^ 

>ncrc6434.seq _ 

ATGAGGACTGCGTCTmTCACTGACCCTATGAmCACTGTGAGTAGGGTGAACTGGACTGCATATOGTTTATnGTTGCCATAATC 

TTAAGTAAGGnGTTTTTGCATTGCATGCTATATTCTCAGTTACTTTCmTAAATGGmTACCCTTTCCnCTAmATTCATM^ 

GTGGTCAmGTTGTGTCTAAAAGGGTACTAATTATAGCCATATGmTGTACAAAGTTGAAAnATAGCTGCTGGTAAA^ 

GAGAGGCATTAGTTTGGTTGCCATAATTACGTGATGTGA 

>ncrc6435.seq 

AGTCTCCCTGAGnGGGAGAAAATTGAACAAACAAGATGAGmGGTGCmGGAAAGTGTGAAAGCTGCTAGTGAACTCTATTCTCCmATCAGGAGAAG 
CTCTTGCAGAAAATCCAGGACTTGTAAACAAATCnGnATGAAGATGGTTGGCTGATCAAGATGACACTGAGTAACCCnCAGAACTAGATGAACnATGAGTGAAGA^ 
AAATAGATAAAATGTAnGAGGAGTGAAAATGGAAGTGGTAAATAAACTAGTATGAAATAACGCAAGCCAGGAGAGnGTCTTAAAnAGT 
mAGTATTACGGATGGGGAAAAAAAAACTAGTGnAAGAGTGGTAATGAAAGAAAATGCCGmAACmGTAATGAnAT^^ 



>ncrc6439.seq 
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ATCCTGACGTATGGTMTTCTCCCTCTGTCCTmMGMnAmTACCAGmTGTGTATMC^^ 
>ncrc6440.seq 

TCTnCTCnAACCTGTTNmACTCANTTTnCCCAGTATTmCTACGGAAAAAATTGTAm 
ATTTTnATACTGTATGTGCCAAAGCmACTACTGTGGAAAGACAACTGTm 

>ncrc6443.seq 

CATGAAATGGATACnATATGGAAAnCTGCTCAGATAGAATGACAGTCCGTCAAAACAGAnGmGCA^ 
TGGTAGCCTCACTTTTAATGAACAAATGGCCTTTAnAAAAACTGAGTGACTCTATATAGCTGATCA GTT^ 
GmAmGTTGAGAGTGTGACCAAAAGnACATGTnGCACCTTTCTAGnGAAAATAAAGTGTATAl 1 1 1 1 i i 

>ncrc6444.seq 

GTACCTGGAGGGATGCAAGACnCAAnACCnAGCAGCAACTGTmGAGATCACCGTGGAGCnANCTGTGAGAAGnCCGACCTC^ 
ACAAAAACTCCGTGATTAGCTACCTTGAGCAGATAGAGCGAGGAGTTAAAGGAmGTCCGAGACCnCAAGGTAACCCAAnGCGA^ 
CGATGTrACATCCGCAAAGGATGGTGATTACTGGGAGAnGCTTATACCTGGAAACTATAAACmCAGCCTCAGCTCCAGGCTATCTGGCAATAACA^ 
AGCCCTGGTGCTGGGGTTGATTnGAACCTGGAGTCAnTTCTGAAAGGAAAGAAGAGGGAGAAAGGAAGAAnG 

>ncrc6449.seq 

ATNATAAAAATAAACAmTGTTTnCTAATATCTTAACATATCCTCCCCmAGGAGGAAGAACGTGCAAAACGTGAGGAGCTAGAGCGAATA 
AGAAGCACAAGCCAAAOTGGCCGAAGAACAGTTGAGAAITGITGAAGAACAAAGAAAGATTCATGAGGAAAGGATGAAACT AGAAC AAGA^ 
AAAATOTCCTGGGCAAGGGGAAGTCCAGGCCAAAACTGTCCTTCTCATTAAAAACCCAGGAnAAAnGCAAACTCTGA^ 
TTATGnTGAAGTGGrrTTTTTG 

>ncrc6451.seq 

CNAACTGTGGGTGTAAGGAAGATGTAGGATACCnAAGCTTGTTnCCTATTTGAATTGAATTCCTACTTGTAGAAGTATGAAnCCCTTTGA^ 

CJGGTmAAmTAGGTCTAAGAATnAGTCAmGTCAAAnAAACCCAAGCTGATATTCTCGGAACATATATGTATGTATT^ 

ApAAAAGCCATCTAAAAAAGAATGTATTTTmAAAAGATAGmATAGCAG^^^ 

dGlAGTTTTTTGGGGGGTG 

>ific6452.seq 

d^CATGnGTTGnGAAGTGTGGAGTTGTAACTCTGCGTGGACTATGGACAGTCAACAATATGTACnAAAAGTTGCACTATTGCAAAAC 

TfSrriTGTACTGCTGGTCCTGTACCAGAAACATTnCTnTATTGmCTTGCnmAAACm 

GBTATrrGTTTTCCAATAAAAAAAnACAATTCG 

's 

m 

>ih^453.seq 

C|#GCAGGGAAAnCGGCNTTnGGCCGGGCAGCAAAAACTGGmTGTCTACAACAGTAGCCCmACTAAACTCm 
QACAAAATGCCACACTGAACAAGAGAATGGGATTCAAGGAATTmCTTCAGGnCATAAATTAAGCATCTCATAAGG 

ll^GnCATGCCTGTAATCCCAACACmGAGAGGCTGAGGCCGGGAGATTGCnAAGCCCAGGGATTCGAGAGAAGCCTGGCAACATAGGGAGACCCCGTCTC^ 

aQagttagccggacatcgtagcgcatgcctgtggtcccagctacttgggaggtaggatgggggaggatcactoggcctg^^ 
c^cggcactggcaacctgggcgacagag 

>T]Gfc6455.seq 

/®CTNAACTNTCTAACAATCTGCATAAGTCTGATTCTGTnCTCTGACTnGAAmAGAATCACnA^^ 
T0GGTGTCTGTACATmGTGGTGTAAAATATGTAATTGAAGAnACTATmAAGAAG 
/i^ATAAAATCTATAAnCTATATGAATATATAGAGATATAGAAACATCTGAACTGGTAAA^^ 
AWAnGNmCAGTAnCCATGTAAAAATTTTATAGCnAAATGTAGTCAGGGGTTTG 

>ncrc6456.seq 

AATNAGGCTTATCATCAATCCCATGCmCCGATGAGACCAATATATGCAATGGTAAGCCAGTAGATGGACTGACTACmGCGCAATC 
CTGGATGCTAAGTCCATTCAGTCCACCATCTCCAGCTCGCAGAATTACTGAAGmGGGGTAnCCTTCCCCCATTGATAGTGTnnACTAGGTG 
CmAAGGAnCTCAGTACTGGCGTmACCAATGATATAAAAGATGCAGGGTACCCCAAACCAATmCAAAG^ 
CTAAATATAAGAACTGGCCTGAATCTGTGTATTTTrTCAAGAAGAGGTGGCAGCATTCAGCAGTATAm^ 

>ncrc6457.seq 

AGCCAGGGAACGGGCTTGGCGGAATCAGCGGGGAAAGANGACGCTGnGAGCnGACTCTAGTCTGGCACGGTGAAGAGACCTGAGAGATGAAAGAAAAM 
AGTGTTGTTnAACATGnAACTGAGCTGGTAAATGTATTACCTGGGGCCCTAACTCAACACATTCCTGTACTTGTACCAGGAATCAT^ 
mGAAGATCGATGCTnGTCATGTGTATACGTAATGCTCTGTAACCATTCTCCTCAAGTCTTCCATCCTCACGTTCAGGCmGGTO^ 
TTTTACAAAAnACATCTGAAGCACTTCnGTTACAC 

>ncrc6459.seq 

ATCACTTAAGAGGCAGGACTATGAAATGGCCCTCAAGCACTGCACAGAGGCCCTTCmCTCTTGGCCAGTACTCCATGGCAGACTTCACAGGGCCTTGTC^ 
ATCAAAATCGAGAGTCnCTCTACAGAAnGCCTCAmTTGCAACTGAAAAAnATATGCAAGCTGATGAAGATTGTAGACATGTGCTGGGGAGAANGACT^^ 
GCCTTTCGGGCAGTGCTTTGCTGCATGCAGCTGAAAGGGAAGCTCCAACCTGTATGCACCATTCTTGCCAAGTGACTCACAGGAGAGTCC 

>ncrc6460.seq 

GTCCCTAGCAGGAAAAGANTTGAAGAGGTTCAAAGAATATGTCACTTACTCCTACTTGCTATAGGAATAACCTOCTGATAAGAAA^ 
TTAATTGATCTGTCCAACTCTGAGATCACnGGTAACTGGmCATGTGTATCCAAAAATCAGCATnGGATnAAGCTnCTGAAmGGTA^^^ 
GTTTTAACTCATGTGAAATAATGATmCCACCAGCTCTGATGCAAAGAGATATAATTTTAATGAACGAmA^^^ 
TnGTACATGCAGAnAAAGmTCGCAAACCTAmCGATTTTCTTTTGTAAGC 

>ncrc6461.seq 

GATCTGGGGGAGANNAGAGGCTAAGGGAGGAAGGGGTGAAGGATOAGGAGnGGAGAGAAnGGAACTGGCCAGACAGGGCTAmGAGCnCACACTACCmGGGTATTGGn 
GCTGAATTAATCGTGGAGTGTAAGTGACACnAGACATGGCTAGGTGTGACTCnGGGGnCAmACniACTACAGGGmAATCTCTGCGCATm 
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CATGGGAAGGAAGAAAGCAGGTGCTCTGTCTCCCTTCCCCACCTCnCAnGTCCTCAGnGCA^^ 
TGCAGGGATTATTTGCTGACATAGACCATGGGTCCTGCAGCCAGCCCCCTGTGTATG 

>ncrc6462.seq 

GGGCCTCCTCTOGTCCGCNTNTAAnCTCAGACCGTAAATCTGGCTTCACAGAACGGTAGGAACTGTGAGTAM 
TAGTCmAnGAAnATCATTGTAATTAATCTTOTmATGTCCAGAGGGnCTTACATAGAAnCAAGAGC^^^^ 
TGTGAGTTCTCAAAAATAATTAAAAACATATATCTACGGATGGTAAGATGTGGGGAATAAnATGCAACAGGAATTAT^^ 
AAAGTCCAACACAGGAGAAGATGAGCAACTTTGGTTGGATTTTGAAGGCCAGAAGGGCAGAGCTAGATT 

>ncrc6465.seq 

CnCTAAGGGTmATAAmTAnAmATATTTAAGnGCTGACCCATmGAGCTAATTTTTGOT^ 

TTCAATACCGnTGnAAAGAGAGTAnGTncnCAnGAGTGGTCTTGGAAGCCTGTCAACAATCTATTGACCACAGACATAAGGGmAT ^ 

CTATATGTCCmTACCAGTACCACAGTGTCTTGAnACTATCACmGTAACAAATATCAAAAmGGM 

GGGACCCTTTTAATTTTCT 

>ncrc6467.seq 

AATGTCCAAGTGTAACnTAATGnATATmGmNAACCCTGTGGTCTAAGAnAlTGAGAAAGATGmnTCCTCCTGGCTGAAAT^^ 

nCCATGCTTTTCAGGAACTGTAAAAATTAmCAAAAAGATATTTGAAAAAGTnTGTCTATTCTGGACAC^^ 

nAAAAAAATATATGTAGTAGTATGTGCTATGAGATATTCAGTCTCTAT 

>ncrc6468.seq 

ATTGCATCGAGCTTnAGTGTGTTCnATTNAGACGGAAAATAAGCTTCTGCTACAGCAAAGATCAGATGGTAAGAnACCmCGAGG™ 
GTACATTAAmGACTmTATCATTGTGAAnCTTGGAGCCAAGGTCACAAAGGGAAATCCTGTGAATGGCATAAnTTATATO^ 
ATACAAGAGGAAGAAAAAATAAGAAGTAGTAAGCAAnGGGCAATAGGTATAAmACATATnATGTGTAATCTGTAnATGTAGACTTT 
GAACCTACCTACAAATGTAGTCTGmCACAACATAAnACTGATAGCGCAnATAACCAATnTAAAATCGnAAAATAA 

>iSc6469.seq 

I^TnAAAATATATOTTnAATAGGAGATGAAATOGTGAGGAAATAGAAnCATGACACAGAAAmCCTnGAAGTCA^ 

(^TCTCTCTTTTTTTGTTTnTGTTTmGmmGTT^^ 

G^CAAGCAATTCTGCTGCCTCAAGCTGCTGAGTAGCTGGGAnACAGGGACCCACCACCACATGAGGCTAATTmGTAnm 
CSGTCTAGAACTGCTAACCTCAGGTGATCCGACTACCTCAGCCTCCCAAAGTGCACGGATTACAGGCATGAGCCACCGTG^^ 

>tKjlc6471 S6Q 

CJ^lCGTGATCCGCATCAACAAGANGTTGTCCTGTGCTGGGGCTGACAGGCTGGAAACAGGGATGCGAGGTGCCm 

AitrATGATGTCCATGCGCACCAAGCTGCAGANCAAGGAGCATGTGAnGAGGCCGTGCGCAGGGCCAAGTTCAAGTTTCCTGGCCGCCAGAAGAT^ 

CyCAGCAAGnCAATGCTGATGAATmGAAGACATTGGTGGCTGAAAAGCGGGTCATGGGAGATGGGTGTGGGGTCAAGTAGATC^ 

qpCGTGCACTCATGAGGGCTTCGAATGTGGTGCCCCCCTCTTAATACTCACCAATAAATTCT^^ 

^$ifilc64'T2 S6CI 

GWITAACmTTGCTAAAATGAGAGnGTGTCCTAGCGCATCAGACAGCTATGTAAGCTCTGGAGTACCCCTTT 
C^TGGTTTCCAmCTAGATGAAAGGATGGCCTAGGACATAGGTCTCAAAGACTCnGGATCAGAATCAGGAGATOGGG^ 
ggAGACCTCTGTCCmAGCATGTGAGGTGnCTGGAncmGTGGGGnAATTmGATm 
C^CCAGGAAATGAATmGCAATTGGGCCAGATGCTAATnGCACGTTGAnCACCTTCmGCCmAA^^ 

>Kc6473.seq 

/fii^CTGAAATNGAGAAAGAAGTACGTGnnCCCCAAAnCAGACAnGAAATATAGAGACAAAGCCnG^^ 

GGATGCTTGAAGTTTAATCAAGTGGmcnAmGTAGGACAGATGCnCCTAAAAGAAAGmCATAAGCnAGGGTGTCAAGAn^ 

ATGATCAGAAATTAGGAAACACTTAAGGAAATCTCACATAAGAGnAGGA 

>ncrc6476.seq 

GTAGGAAAATATOCTCCTATOCTGTGATGAACATmGAGACTCCGTCAGGAAGnACTGGGATCACATTCAnGCACACAAGATC 
ATGTOTTTTGCTOmGGAAAATGGATATAATCAAAATTATGGAAGAAAGmGTACAGGGTAAATCTATAGACGnGCCT^^^ 
AGmCATGTATGGAGAATGGCTGGTCTCCTAGTCCCAGATGCATGCGTGTCAGCmACCCTCTGAACnCTGATCGAAGGTCATCCCTCTCCAG^^^ 
GGGCCAAT6GAACTAAGTTTGAGTCTTGCCAGGTCAATACTTGGGTCCTGAGTATGGNGACNGGAT 

>ncrc6478.seq 

GATTCnCGCCTCTCTACAACCCTCTCTCCTCAGCGCnCTTCmcnGGmGATGCTGACTGGTGTCATGGCGTGCCCTCTGGAGAAGGCCCTGGATGTGATG^ 
ACAAGTACTGGGGCAAAGAGGGTGACAAGTTCAAGCTCAAGAAGTCAGAAGTAAAGGAGCTGCTGACCCGGGAGGTGCCGAGCnGnGGGGAAAAG^^^ 
AGAAGGTGATGAGCAACnGGACAGCAACAGGGACAACGAGGTGGACnCCAAGAGTACTGTGTCnCCTGTCCTGCATCGCGATGATGTGTAACGAATT^ 
TAAGCAGCCCAG6AAGAAATGAAAACTCCTCTATGTGGGGTGG 

>ncrc6479.seq 

AACTCACAGnAAATAmGGATNAGAGnGCCTGTCTGAATAAAGGCAGATGGCGTCACAAAATGGCTGTCCTCCnGGTAAAGTATATGnGTCGGTGGCTATGATGGGC^ 
ACTOGCAGCGTAGAATGnATGATTCCTTTTCAAATCGATGGACTGAAGTTGCTCGCCnAAGGAAGGCGTGAGnCTCCTGCAGTGACTAGCTGTG^^^ 
GTGGAGGAGCTGATGATAATAGnGTTGTGATAAGGnCAATGTTATGATGCAGAAACCAATTCTTGGCTACnCGTGCAGCTATCGCA^^ 
TAAACAACCTGATCTATGTTGGGGGTGGACTGACCAAGGGAATATACTGnACGATCCAGnGAAGATOCCTGGATGCACGTAGAGAA^ 

>ncrc6480.seq 

AGGAAmGGTGCTGnCTGGCTCAGTCTGTTAATCAGGGTmGAAGCCGTGTATCAGCTAACTAGAATGTGCACCATAAGAATGAGTTnGTGAAAGGGTGGGGAGCA 
AGGCAGAGGGTAACAAGTACTCGTTGCTGGAnGAAGnCATCTGAATGGACCTCTACAGTGGnGGACAAAGTAnAACTCAGATGGGACCCGCnCAGTGCGnGCTCAAGGATC 
GATAAAGCTTCACCAATGAAGTCGCATGAAAAGACTTAATGTAAGAACTCnnGTCATAGCAnGTGTGTGGTGCGTATGGACTGmACTATGC 
CTTGAGGTCTCATCAATTAAAGCACGnGT 

>ncrt6481.seq 
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ATAGTAMGCTGTATTGMCCAAMGCCTGCCAGAAMGMTTCTATAnGAGATGGAM^ 
GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTNNC 

>ncrc6483.seq 

AmACNAGTGTCCTAGGAGCAATGAAACCTCACTGCTGAGCAGACAGAGAAACAGTAGCCnGCAATAGC^ 

TGTCTTAAGATATAnCTCCACCATCCTnCTAGTATTCCTGGACCCCCCAGACATGGGAGGTTGTGTGGTGGT^^ 

ATTTAGAGTATTATCTT 

>ncrc6484.seq 

ATACCCAnGACTNCCTOTCCAAGCAAGTnCCTGTGAATCGGCCAGTTCnCTATATTCATTGGATCAnGCCTCCTTCCm^ 

CCTnTAGATAGTAGCTTmGATGCTCAAAACATCACAmAAATmGmAAAAATTTmAA^ 

TATAGAAAACACCATrnGAnCAGGTAnATTmCATATnCAGGTHGACnGnCTmCAGA^ 

TACAGACAAGCTGTGTGAATGCATAGATGTAATCnGTCTCAAATACTAATACAGTGGAGAni 

>ncrc6486.seq _ ^ 

AGTAAAAAGAAGTGGTTAATGATAACAATGCATCGTAAAACCTTCAGAAGGAAAGGAGAAATGTmGTGGACCACmGG^ 
TAAAATCAGTACnmAATGGAAACAACnGACCAAAAAnTGTCACAGAATmGAGACCCATTAAAAAAGnAAATG 

>ncrc6487.seq 

AACmAGCAAGTCTCAGGATACAAAATNAATGTGTAAAAATACATGCATTGCTAATACAGCAAT^^ 

GAGAATAAACTATGTAGGAATACAACmCAAGGGTTGTAAAAGAGGTCTTCAGGGAGAAGTACAAAACAGTGCTGGAGGAAAGAAGAGM^ 

ATGGATAGAAAAAAATCAATATTGTGAAAATGGCCATACTTCCCAAAGTAATTOTAGAnCAATGCTAnCCCATCAAGCTA^ 

AATTTCCTATAGAACCAAAAAAGAGCGTGTATAGCCAAGACAATCCTAANG 

>ncrc6488.seq 

dijTCCTGAAGCTGACAGCAnCGGGCCGAGATGTGTCGCTGCGTGGCCnAGCTGTGGTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGTACTCC 
TigTCAGGTGATCGAGCAGAGAATGGAAAGTCAAATnGGTGAAnGCTATGTGTCTGGGTTTCATCCATGCGACAnGAAGTT^ 
QS^GGATTCAGACTTGTCmGAGGAAGGAGTGGTGTTTCTATCTCnGTACTACACTGAAnCACGCCCACTGAAAAAGATGAGTATGCCTC^ 
ApCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmTGAAGATGCGCGC 

>t]^c6489 seq 

Aijgp'GTAAAAAGAAAAAAAACCGACTmCGACAAACCCmGTATO^ 
AflrGAAATCG 

>klc6492.seq 

AGGAATAAACCCGCACAAATGTGGTCAmGAnmGAGACAGGTGCAAAGACAAnGAGT^ 

caergggcgcggtggctgatgcctgtaatcccagcacmgggaggcggaggcgggcggatcatgaggtcaggggttgaagataagcctgggcaaaatggtg^ 
(ISaaatacaaaactogctgggtgtggtggcatgcgcctgtaatcccagctactccggaggctgagacaggagaatcgcttaaa^^^ 

QilJATCGCACCACTGCACTCCTGGGTGACAAGAGTGAAAGTCTGTCTCAG 
>Wc6495.seq 

dligCAGAGGGAGATACAGAAACCGACAGGGGCCAGGCGCCCGGTGGCTCCGAAGCGGGGAAGTGGGACAAGATGGmACATCTCGAACGGACAAGTGTTGGACAGC 
QfiPTCCATGGAGATTATCTnGATAACAGATnCTTCTGGGGAATAGCTGAGmGTGGm 
Af^TGATTCCAGATATGATGATGGGAAGAGGGCCACCAGGAAACCCTCCCCGAAGAATGGGTAGAATCAATC^^ 
ylfeGAAATGTCTGCTCTAAGAAGCAGACAACCGGACATGCGCAnCATAGCAGAAGGAAACCATCAAGAAGTGGAAGGCTC^ 

>ncrc6496.seq 

AGTATGAGAATGAGTATCTGAAGAnAGCTGTGAGAGAGGGCAGAGCGATGGAGGGAACAATGTGGGACAGTGTGAAGGATGTGATCCAGGGGCCNCAA mil iGGTAC 

>ncrc6497.seq 

GTGAGATTTCCATCnGGCTGGTCACTCCCTGACTGTAGCTGTAGGTGAATGTGTTmGTGTGTGTGTGTCTGGTm 

AAACCCmGGGTGGAGmCGTAAmCGCAGACTAniTCAAGCAACCTGGTCCACCCAGGAnAGTGACCAGGTTnCAGGAAAGGAm 

GATmATTnCTGATGAAAGGCTGTATGAAAATACCCTCCTCAAATAACTTGCTTAACTAGATATAGATTC 

CAAATCTATATTATACTG 

>ncrc6499.seq 

AACCCGGAAATGTAATAAATTNTOTCmGGGTGATCTGCCCTGCCAATCAGACTTTGGGGAGATGGCGATnGATTACAGACGTTGGGGGGGGTGGGGG 

GAGATAATACAGmGCTGGTATCTGGCGGTCCTATCTAGAGGCAACACTTAAGCAGTAAnGCTGnGCnGTTGTCAAAAmGATCATTGTTAM^ 

TTAATTTCAGCC 

>ncrc6500.seq 

GGATTGCAGAAACTGGCCTTCCATCTCTCTCAGACACCAAGCTGCAGATCCAGGTCACCACCTAGAGGGGAGGAAGACCTCGCmGGAGAGTGGGAATAAAACGCTCGTGG^ 

GGTACACGCTmCTGGGAAAGTGAGGCCACCATGGCTCTGGAGAAGTCTCTTGTCCGGCTCCTTGTGCnGTGCTGATACTGCTGGTGCTGGGCTC^ 

AGGAATCGCGGGCGAAGAAAmCAGCGGCAGCATATGGACTCAGACAGTTCCCCCAGCAGCAGCTCCACCTACTGTAACCAAATGATGAGGCGCCGGAATATGACACAGGG 

TGCAAACCAGTGAACACCmGTGCACGAGCCCCTGGTAAGATGTCCAGAATGTCTGTnCCAGGAAAAAGGTCACCTGCAGGAACGGGCAGGGCA^ 

GCATG 

>ncrc6501.seq -^-r-r 

CAGATCTCAATATTGmATGAACTGAAATAAAAGTAGmGCCAACATGTCTATmGACAAGGCTTGTAACCCnATATGTATA^ 

CTGATnGTTmCTTGGATGTTTGAGCAATTGAGmCAATATGmATATGTAAGTATmAAAGAATGmTC 

TATTTTTCTGAATCTATACmAGAAAACAGTGAGATAAGCCAATAGTAAGATGGTAGACGTAGAAGTTAAATCAAAATAATCCA 

TTAAAAACTCAGATTGAGAGAnGTGTTmAAAATATGGAGCTATGTGTGAmAGAATAAAACATATATTGAATAAAAGATAAGG 
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>ncrc6503.seq 

GGACCCAGGCGTGCAGCAnCGCCATGCTCCGCTCACGCGTGGGAGACTGGGCTGTGGGGTACCGGCCCGGAMGCACGCAGCCTO 
TGACCnACTGCCCTCCGTCTACAGGCCnGTACCTCTCCAGGCCGAnTnCCACAATTTAAATCTCAG^^^ 
GGCGCCAGGCGTCGGCnGTATAACCTGAAAACGCTCCTGTTTnCTCATCTGTGCAGTGGGGTmG^^^ 
CCTAGCAACAGTATTCTCAnCCTAAAGAGAnAATATGCAGATCTGGCAGAGGACGGAAAnNAAGNGGGAGACC^^ 

>ncrc6504.seq 

ATCTGAGTTNAAAAAAnACmGAATACCTTAATAmGCTGCATmmCCGTATATATAACATGTCnCm^ 
GnATCTTTATATGTCAAACTGGTTGAACACTGTAATGAGAATAAACTGCACAGAGTTT 

>ncrc6505.seq 

GGGACTCTCCnCCGAACCTGGCCCAATTTGTCCGTAACCTTGTGGAGAAGACCCCGGCGCTGGTGAACGCTGCTGTGACmCTCGAAGCCTCGATTGGC^^ 
GCCAAGGnGAGCTGGTTCCTCCCACCCCTGCTGAGATCCCTAGAGCTATTCAGAGCCTGAAAAAAATAGTCAATAGTGCTCAGACTGGTAG 
GCTGTGCTGAATGGGmNGGTGGCCACTGAGGGTTTGATGTGGnnTATGTCCGGAAAAGATTATAGGCCAAGCGGGGCATCAnGGCTATGATGm 
TCTGATTATATTTGATTTAT 

>ncrc6506.seq 

CAGTAAGGGTNAGGGCTTTCAmTAAGCAGTGCCCnCCCCCACAGAAACACCTACTATGTGTGAGGGTCTGGGAGCATCAGAGGAAGAACC 
AAAAGAAAAACAAGATGAGAATGA 

>ncrc6507.seq 

GCTCTCTCGCCAGGCGTCCTCGTGGAAGTGACATCGTCnTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGACAGGGCGACCTGGAAGTCGAACT^ 
TCGTTAAGATCATCCAACTATTGGATGATTATCCGAAATGTTTCATTGTGGGAGCAGACAATGTGGGCTCCAAGCAGATGCAGCAGATCCGC^^^ 
GCTGATGGGCAAGAACACCATGATGCGCAAGGGCATCCGAGGGCACCTGGAAAACAACCCAGCTCTGGAGAAACTGCTGCCTCATATCCGGGG 
AGGAGGACCTGACTGAGATGAGGGACATGmGCTGGGCAATAAGGTGCCAGCTGCTGCCCGTGCTGGTGCGATTGCCCCATGTGAAG 



>iSc6508.seq 

/\mGTACCTAAATATGAAACTAACTAGATTTATTGGATATCANTACnTGAGAG^^ 
CitfrGTAAGTATAGnTATATTGTAGAAAnGCnCGAAmTGTTGGTAAGTTGATGAAGGT^^^ 
yli^ATATCTTCAAACTAAnAGGGCATGGGmCTCTTnACCmGGAAAGCACATTACATGGTC^ 
yspMAATATCA^ 

>rSc6509.seq 

d^GCGGAAGTGTCCncmCCTTmGCTGTAGGCCCGGGTGGTTGCTGCCGAAATGGGCAAGTTCATGAAACCTGGGAAGGTGGTGCnGT^ 
qgJ^GCTGTGATCGTGAAGAAGAnGATGATGGCACCTCAGATCGCCCCTACAGCCATGCTCTGGTGGCTGGAATTGACCGCTACCCCCGGA^ 
AGAAGATCGCCAAGAGATCAAAGATAAAATCirnGTGAAAGTGTATAACTACAATCACCTAATGCCCA^^ 
TtrrCAGAGATCCTGCTCnAAACGCAAGGCCCGACGGGAGGCCAAGGTCAAGmGAAGAGAGATACAAGA 



^iGCCCCAACTAAATACTACCGTATGGCCCACCATAAnACCCCCATACTCCnACACTAnCCTCATCACCCAACTAA^ 

>ffic6511.seq 

(MATCTGTnGGATACCCCATGTCnCCCCAGTTGTCCCCTGGAGmGGGGGGACATCCCGCCTCAGGCATCCTTCTCAAGGGGAAGCCM 
tIaGAnGTGGCAACGmGCAACCGTTCACGATTCAATAAATAnGGATGAAmAACCG 

'iU 

>ncrc6512.seq 

AGAGTNAAGTNAGCCTGTATCCGTGGGGTGAAATrAACAGACATGTGGGAAnGAAa:nAAACATTCTCAGmCACTAGGAACCTAAAA 
TGAAAnTACCTTGmCCATGGAAATmGAAnCAAAACAmAATGTGTAAAATATCAGTAGTAAGAGGGCAC 

GTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCACAATGTGCACATGTACCCTAAAACnAAAGTATAATAAAAAAAAAM 

>ncrc6515.seq 

GGTGTGCTTCCGGTGGGGAGGTCAGGGGCAAGATGGTGCCACCGGTGCAGGTCTCTCCGCTCATCAAGATOCCTAAAACCTCGGGCAGAAGAGGAGAGGAGGA^ 

GAGAAGAAGAAGCAGGATGAACTGAAACGGAnGCCAGAGAAnGGCAGAAGATGACAGCATATTAAAGTGAGTGACCCTGCGACGC^^^ 

CTTCCTGTGTTGTGTGAT 

>ncrc6521.seq 

GGGGAATGTACTATTAAATGGGGATCnCCTGGTCTACTATCAmGGACAAGTAACAAGCTAAAAATGAAGTCTCnGAATCTTTCCATCCCCAAG^^ 

TnCTGGTACTTAAAGCACTAATATTATGnGCTGCTCTGCGAAGAGCCCAGTAGTCCCATTTGCTTCGACACCAAAAAGTGnAAATCAA 

mATGTNTGTCnGCCCmTmAGCACAAAAAAAAnGTACnmTAnGTCGAAnGTm 

>ncrc6522.seq 

CATCCTCnCCCCAGGAAGCCCTCGGCCGCCAAGAAGGGAGACAGnCTGCTGAAGAACTGAAACTGGCCACCCAGCTGACCGGACCGGTCATGCCCGTCCGGAACGTCTATAAGA 

AGGAGAAAGCTCGAGTCATCACTGAGGAAGAGAAGAAmCAAAGCCnCGCTAGTCTCCGTATGGGCGGTGCGAACGCCCGGCTGTTCGGCAT^^ 

CCGCAGAACAGGATGT 

>ncrc6523.seq 

CAAGTCGGAACAGCAGATAACAATGCAGCAAGGCCCTGCTGTCCAATCTCCATCTGTCAACAGGGGGGTGAGGTCCCAGGAAGTGGCCAAAAGCTAGACAGATCCGCGTTGCTGAGA 
TGACAGCAGGCTGGAACACAAGGCTCCAAGACGTAGGCTGATGGACGAGATGGGGAAGGCACAGGGGAGAAGGGATAACCCTGCACCCAGACCCCAGGCTGGACATGCTGACTGTC 
CTCTGCGCTCCAGCCmGGCCTTGGCnTTCTAGCCTAmACCTGCAGGCTGAGCCACTCTGTTCCCmCCGCAGCATCACTCCGGAAGGAAGAGCGAATGm 
CGTTTCTGCCGAGCGCTAGnGGCTGTGGTGAGGGAAGGTTGTTATGAGGTTnGAGGGCGATGGTTCAGATTAGAATGAAAAGGT 



>ncrc6524.seq 
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CATmGAMCMTNCATGGAGACMCAGTAMCAGAGTAGGMCTMCCGTACTGAnAMTACCTGTA^ 
TCCTGCGACCATGTACAATGTGTACTCCACCTTAGT 

>ncrc6525.seq 

CAACnCTTAGAGGGACAAGTGGCGnCAGCCACCCGAGAnGAGCAATAACAGGTCTAGAAAACCAGCTTGGGA^ 

nACGGCCAACCTCATmAGnGCCTAAGGAnGCCTGGCCTTCGTGTCTAGTCTCTCCTGTAAGGCA^^ 

ACmGCCTCCTGTGTACTGTGTCATAAACAGATGAATAAACTGAATTrGTACTTT 

>ncrc6526.seq 

GGAACATACGATGATGGAGCAACGAAACTGAATGATGAGGCACGGGGGCTGATTGCTGAmGGGGAGCACATCTAnACTAATCnGGTm 
GGAAGGGGAnAAGACAAAAAGCCCTmGAACAGCACATAAAGAACAATAAGGATAGAAACAAATATGAAGGATGGCCTGAAGTO^ 
AGACTAATGGAAATGTGGAGAGAAnGAAGAAAGCGCAGTTTCAGTCTTAATGGGAGAGCTATAAATGGCAGAGCTATGTGTAAATAT^ 
GCATGAAGTAnGIGTCTrnGATATGAGGGATOTTrTAlTTGCTAAC 

>ncrc6527.seq 

ATGCAAATTNAGTnATCTTCTTGAAATCTGCTAAATGAATATATGnCCATATmATCTGGnGTATGTATTCTAATTGATCCC 
TACCATCTTCTACCmGATCAnCCATTGCTGTATCATCCATCTACmCCTmAACTAACCAGGTAAGACTAATCnAmAACATGCAAA 
TGTAGTATCTATGGGGTGGATGTCAGTACGAAGAAAGGCAATGGCAGnTGAGTATATCTCAGTAATGTTATGTGATAAAnCGTm 
GCTGCmGTGCnGTATATGGCCAAnCTCnGAAAGGTTAGTAGATmAmGATGTACAGATGTAAGTAn^^ 

>ncrc6528.seq 

AGGGCAAAAAGGAAAGAAAATNTCAGCATAATGAnAAAAnGGCAGGCATCCTACAGGAAACAAACATCAAGTGTGATTACAGAATnACTGGGAA^ 
CTGGCinGGTAAACTCAGAACTCTATGCCCAGTCTTGAAATGGCTAGAAAATmAGTGTCTTGGGGAGTCTAAGTAACATAGAACCAATGCA^ 
AGTAAAAGGmGATGATGnGTAGAAACGAGTGAAGGAAATAnCTTGGTACAAAAATAAAATAGGAAATGAAAATC^ 
AGTAAAACCnCAAAATAAATCCnTmGGTTTnCCTGGGATTCTCTTAATATAAATGG^ 

>hcfc6530.seq 

dBAATNAGAAnCCTATTCTGTACCTTTCCTCTAACnCTCAGAmGTAAnCTTCTm 

G^lTGCnCTTGTGmGTGTCAnCTGTCCTGAGAAATGAAGTCATCTGAAAAATAAAATGAAAGAAAC^^^ 

Al^TTAATTTTTACTCCAGCACAAGTAnTAATGAAAGAAAAGAnCATACATGTGAAA^^ 

>illc6531.seq 

GBAACTAGNAnCTTAAGATTATnGAACCmGAGATGAAGmACACTCAACTAAAATCATTCCATre^ 

ACShTAnmAAAAACCTTGTATAGCAAAATAACTrAAAACCCmGTGATATCATCT^^ 

^SACAGCTATmCCAAnACTAAmGAnATACTCACTCAAGGCAGTGCAAGATCn^^ 

>rtcrc6535.seq 

CteATAACAAACCTATGGTTAACnGGATAAGCTGAAGGAAAGAGCTCAAAGATnGGmGAATGTC^^ 
dSICGATTTGGGATTGTCACAAGnCAGCTGGAACTGGAACCACAGAGGATACAGAGGCAAAGAAGAGGAAA^ 
TlimGnCTCCAGTGTmCCAmCTCTCCnCTTCnGGTCACATATATGCCTAAATGCACAG 
fll^ACTGCGGCAGCAGmGACT 

:^c6537.seq 

Q^GAGTGCTGCCCCATCTGCCCAACTGACCTCGCCACTGCCAGTGGTTGTAATnAmATnCCTGTTCAACATAAATAAATOCTTGC 
dKGTCGTCTCTGCAAAGCAGAGGGGCTAGnATCGATGGGACCTGGTAGCTGGGGTAGAAAGGAAAGGCCACnCTCACnGCAGG^ 
/ISAGGGGTCCncmGCCCAACATCTCCAAAAAGAmGCTTCCAAGACACATGAAGGAGAGATGTGATTCTAT 

>ncrc6539.seq 

AATTGAGAGCAGTATCAACCCCAGGAAAGCCGATnCGCTACAATOTAATGGTGnGAAAATACmGTCmGTGTAAACAT^^ 
TGTGGGAAACATTmAAAAATTCTmACTnGCACCTGTACACTACTTCTCnCCAAGAATAmAAGCmAAGCACm 
ATAATATGAAGGAACTGAGGCAAAAAGAGCCAAAAT^CAGAA^AAAAAAAAAAAG^GATAAGATGA^MATGTA^CCTGGCTC^ 
GCTAGGTTGATGA 

>ncrc6541.seq 

CGGGAANTCGGNCnAGGCGGGGGGTCTCTTGTTGAAATCCGAAmCTTGGGTGAAAAATACATCCGCAGGGTTCGGATGANACCAGGTGTTGCn 
AAAGATGAATTAATCCnGAAGGAAATGACAnGAGCTTGinCAAAnCAGCGGCTrTGAnCAGCAAGCCACAACAGn 

>ncrc6544.seq 

AAGAAGCAAGmGGTCnGGGAGACNAAnTmAGTACCAAATGTGTCCAnCCTGTGCACCTGGNCTTGGGAGGTGTANGGNCATNTCTGGGAGAGGGTGCCTCAAAC 
AAGTCAGCTnCCTTCTTCCTGCCAAGAGAGGGCAnAATTAAATACAGCGCTATCATmGGACAGTGTAAATTCA^^^ 

>ncrc6545.seq 

GACAGmAGCAGCTGGAAGGAAGATGGCGCCTGGTGGACAGCAAAGGCmGATGAATACATGAAGGAGCTAGGAGTGGGAATAGCTTTGCGAAAAATGGGCGCAATGGCCA^ 

CAGATTGTATCATCACTTGTGATGGTAAAAACCTCACCATAAAAACTGAGAGCACmGAAAACAACACAGTinCTTGTACCCTGGGAGAGAAGTnGAAG 

AGAAAAACTCAGAGTGTCTGCAACmACAGATGGTGCATTGGTTCAGCATCAGGAGTGGGATGGGAAGGAAAGCACAATAACAAGAAAATTGAAAGA 

>ncrc6548.seq 

AGAAATAAGCTGTTCTmGAAGnGAAATACCCAGTAAAATGnGAAGAAGGATGGAGGAmCTOATATCTGACGm^ 
TnACCATGATTnCCTTAGTTAGTGCAGAACATAGAGAAAAATAAAAGCCTAACGAATAGCA 

^ncrc6549 seq 

ATGATATATGAATOTATCTCACTAGAGCTGATAAAAAnATATGTGACAGTCAGATATATTTCnCCATATGCTCGCGAAAAT^^ 
AGAGCTGTGAAAAAAmTCTGGAAAmmGTGlTTCGTTAAAAAATTATTTTC 
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>ncrc6552.seq 

GGAGGGTGCrrTATTGGGTGGAGGGCACCATGTCCCAGGGCTATCAMTAAAGAATAGTTTGGI 1 1 1 1 II I i lAMTAMGGTmATTANCATTTGCCCAANAAGGCAGATCCTTTC 
>ncrc6553.seq 

ACATGTGACTGGCAGTATTAAGTGTGCTOTmAAATGTTACTGGTAGAAAGGCAGTTCAGGTATGTGTGT^^^ 
CnCCAAAGGTCATCCnAATAACAACAGATCTGCAGGGGTATGTTnACCATCTGCATCCAGCCT^^ 
CTCnAGCACACTCACAGATGTTTGAGGCmCAGAAGCTCnCTAAAAAATGATACACACCmCACAAGGGCAAACTT^ 
TCAGTAGACCTAATGACAnTGTATTnATGATCTTGGCTGTATnAATGGCATAGGCTGAGTm 

>ncrc6556.seq 

GATTTmGAAAmAATNGTANCAGTCACTGCCTTCTGAGTmCAAATAGATAACCACCmAAT^^^ 
ATACATTGGCnTGTCATATOGnTmnGCAAGTAGTTATGTAAAAGAGATAGATAATAAAATAn^^ 

>ncrc6557.seq 

CTGGAGGTGGAGATGAACTCGGNACCTGAAGGCTCAGCTCAGGGAGCTGAATAmCGGCAGCTAAGGAAATTGAAGTTGGTGGTGGTCGGAAAGCTATC^^ 

CCTCAACTGAAATCTnCCAGAAAATCCAAGTCCGGCTAGTACGCGAATTGGAGAAAAAGnCAGTGGGAAGCATGTCGTCTnA^ 

GAAAAAGCCGT 

>ncrc6560.seq 

CAAGGTGGTGCGTGTGAAGCCTACAAGAAANmGCGTATCTGGGGCGCCTGGCTCACGAGGnGGCTGGAAGTACCAGGCAGTGAGAGCCAGCGTGGAGGAGAAGAG 

AAGCGAAGATCCACTACCGGAAGAAGAAACAGCTCATGAGGCTACGGAAACAGGCCGAGAAGAACGTGGAGAAGAAAATTGACAAATACA 

TGGTCTGAGCCCAATAAAGACTGnAATTCCCC 

>ncrc6561 .seq 

GCTAGCAAGTCAATCAGAACTTmTTNCCCCGTCTACAATATTnGTAmATAACTGTAAAnAGTGTATAGTGmCACTCCAGAGACnCAAT^^ 

ACAGAmCAGAGAAAGACAAAmAGAAGACGGAGGAnCTCTAmTGTGCTATCTGAGAGT CAGTA TGAAATGTCAAATCCAAAAG 

AttTGAGCATAGmCTCCACTGTCAGAGACGACTGmTmATTnCAATCAAAnAA^ 

>iSc6564.seq 

@TCTCACAGGCTGAGIWVCTCGnCCCTCCAAGCATnCATGAAAAAGCTGCTTCTTATTAATNCT^^ 
>ficfc6565.seq 

QgTACTTCTAAGGCGTGTATGmCTGAnGCAAGGTGGGATCTATTmGCACTTmAA^ 

ci4iGGTGGATCGCnGAGTCCAGGAGmGAGACCAGCCTGGGCAACATCGTGAGGCCCCCGmCTACCAAAAAAATACAAA^ 
Cfg^AGCCTCCTGGGAGGCTGAGCTGGGAGGAT 

>licrc6567.seq 

CtSTGAGCCCnAAGCAATTAATNAGACCCAAAGAGGAGAATGTGGAAACCCCAACTrGAAGCCAGnGGTCAGAAGnCTGGAGGC 
C^(lTCAGTCnGTGGGACTGGGCCCTCAAACTGTGAGATCTGATGCTAmCCGGGTGGAGAGTGmGAAnGAATT6GAGGACAC 
(|(p^TCCCCACACGTnGGTCTGGTCACACAAGTCTOTGTGTTGATGATGATGGTTGTGATGTC^ 

>^c6568.seq 

CMGAGGACAGTCTGAACAAAAGCATCATTAAACCAGGGAAGGACCAACCTCTAAGCCAAAAACTAGGCAATOTATGAATC 
dllACATCCGTAAATCTCATAGTAAGGCAGGACAGGATAACCAGAAAAAAACAATGTCCAACTGGTGGTCTGGm^ 
A^GAGATCCAAAACAGCAGCTGCmCCTACAAGGAAAGACATCAAGAACTACTGAGTCTGAAGGGTGACATAATCAACCACAAGA^ 
CATGCCTGCAGTCCCAACTACTGGAGAGGCTGAGGTGGGAGGACTGCnGGGCCCAGGAGnCAAGGTCAGCCTCGGCAATATAATGA^^^ 

>ncrc6572.seq 

ATCTCGAGGGACTATAACCTGAACGACATACnCTCCAGCTGGGCATTGAGGAAGCCnCACCAGCAAGGCTGACCTGTCAGGGATCACAGGGGCCAGGAACCT^ 
GTGGTCCATAAGGCTGTGCTTGATGTAmGAGGAGGGCACAGAAGCATCTGCTGGCACAGCAGTCAAAATCACCCTCCTTTCTGCATTAGTGGAGACAA 
ACAGGCCCnCCTGATGATCAnGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAGTCACCAATCCCAAGCAAGCCTAGAGCTTGCCATCAAGCAGTGG 
GGAACnGAAATGCAAGCTGGATGCCTGGGTCTCTGGGGACAGCCTGGCCCCTGTGCACCGAGTGGCCATGGCATGTGTGGCCCTGTCTGCnATCCTTGGAAGG 

>ncrc6574.seq 

GAACTCGGTGGTGGCCACTGCGCAGACCAGACTTCGCTCGTACTCGTGCGCCTCGGTTCGCmTCCTCCGCAACCATGTCTGACAAACCCGATATGGCTGAG^^^ 
TAAGTCGAAACTGAAGAAGACAGAGACGCAAGAGAAAAATCCACTGCCnCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGGGAATCGTAATGA^ 
ACTGTACAnCCACAAGGAnGCCncnATmACTTCTnTAGCTGTnAACnTGTAAGATGCAAAGAGGTTGGATCAAGmAAATGACTGTGCTGC^ 
ACTGACAACGAAGGCCGCGCCTGGCTTTCCCATCTGTGTATCTATCTGGGTGGCAGGGAAGGAAAGAACTTGCATGTTGGTGAAGGAAG 

>ncrc6575.seq 

GTGTTAGGAATGTCAACAGAGCAAGGAGAAAAAAGGCAGTCCTGGAATCACATTCTTAGCACACCTACACCTCnGAAAATAGAACAACTTGCAGAATTGAGAGTG 

AAGTGTAAGAAAGGATAGAGAmGTTCGTATnAGAATGGGATGACGAGGAAAAGAGAAGGAAAGTGATTTTnTCCACM 

ATG 

>ncrc6576.seq 

GGTmCTTTnAmAACCCGCAGCCGACATGGTAGTTTCnGTmGTmGTmACA 

GTCTTmATGAATTAGGCTTnTGAACATCCTGTGnGGGATTnmGTTmCAATTGGC^^ 

ATGTATmGTGGAAATACTAGAATTTTTnCGTGAnTTGGGATTATATGGAmGCTATmnGAnAATGGA^ 

>ncrc6578.seq 

TGCCANTCTCTGTGTGTATGTGCATAGCACAAAGGAAAAAACAAACTCCTGCmGCTTnAnGAAGGGTTTCCAGGACTG 



>ncrc6581.seq 
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GGTGTCGCTCCGCCCCAGGGMGMGCCGGCGCTACCATGGAGGAGTACCATCGCCACTGCGACGAGGnGGCnCAATGCTGAGGMGCC 
ATGGGGTmAGGTGGTGAAGATTATAATCACAACAACATCAACCAGTGGACTGCAAGCATAGTGGAACAATCCnAACA^ 
ACCTGTGCAGTGGTCCAGAAGAGCGCATATGGCmCACACAGCCAGCTCCTGTTmGGGATACCACATC^^ 
TTGTCAACGTTmGGCAnGCTATTGnCmAACTGACTAAAAATGTTGGGCTAAAGCCAn 

>ncrc6582.seq 

TGTmGTGCCmGTGTTCATGTmCGGTmAGTmAAmTCTCAAAnCTTGAAGTGTnAT^^ 

GTATTGCTCAGAATCnCAAGAATATAGGAGAnnTCAATGTGACAGAAGGTAAAACTTTGTCWAAAAAAGAAAA^ 

TGnAUT 

>ncrc6584.seq 

CAATGTGTAAATACTmAnATCTAATACTATCTOCGTCTAATTAGTGTAGCATTTAGAAGAAAGAAAAATTA^ 

ATC 

>ncrc6585.seq 

CGGAATTCAGTGAGCATCAGnATTCCGCATTTAGAGGTAAGGAAAACTCAGGGAGAATCnGTGAATCTCAGCTTTGTGCTAGACATATA^ 
TnAAGCCCTTGACTGCTGTGATGTGAGACGACACCCnACAGTGGCTGCCnGTATGTGAAACCTACCCTTAACTAACCCCCAmATGGCTGTAGG 
GGGGACTGTGTTGGACTCTTCTGATGGGGGCnmGGCTGTGACAAGCCmGAmGTGTTGGAAGAGAAGGACAATTGATTCCCTCC 
CTTTTAATGGTATCATAGGCAATAACCACTmAAmGCAGATGAncmCTCAACCAGTAGATG^ 

>ncrc6586.seq 

GAAAGGGAATCCTGGnnGnGCGAAAATGAAAGGCCCGGGGTTGGCGCTGAATCCCACAACTGTGTGATnGCnGTTGAGTTnTTGTO^ 

CCAATAAGAATGAGCCTGAATGTTGGTGGTTmGAAATCCTGACnGGAGGTAAACCTGGAGGAAGGAAAAAA^ 

CTCATTTC 

>nQrc6587.seq 

Ar^GGAATATmAAGCCTCCCnAAGAATGAGGAAnAGATGTCTACTATGTATGAAATTGTTGATACm 
ASiGTGTAAAmAAAAAGTAATGATATGGnCCCGTAnTATmAAAGArrACAnCAAAACAAGTAmA^ 
AiSlTAGAAGAACGACACCTCTTnGGAATATAnAAAAATAGAAAAmGAAAAGCAGAGAATTCGAGAAGAGA^ 
Ci|eGAAGAGGAAAAAAGAAGAAGAAGAGAAGAAGAAAGATGCAAAAAAAAAGAGACAGATAAACAGM 

>lilk658d.seq 

A4Tk3CAAATAACAAAACTGCAACACTATTmAAAAAGATAAATATCTGAGTTAAA^ 
AQfGGGCAAAGTGTTCAAGTATTTTTmAAACCTCCCTGTATAGAAAAAA^ 

/feGCAnGAAACAAATGAACAAAAAGTAGATACTmACTATACAAGGGTGCTGGTGCAGAAAAAAATATATATAT^ 
>hcrc6589.seq 

d&GGAATCCAATATOTGAATATGAAAAAGGGGGCAATAAAAGGGTATGTAAAATATGTATGAAGAAAAGGT^^ 
dGACAGAAAGCCGCTAAATAAAATCTTTGCANnG 

m 

>heic6591.seq 

dgrrgccctggcaaagggtagaagagcagaggatggctctgtcangatotgaactgangaccaagatgctcgggatctctatgatc^ 
tiscaagtggatgagcatcatgaccgaggggagcgtgccccacctccagaaagtamgataggtacaagagnacagcccnatgacatc 
g©e^gacctggaaaatgctncctgaagctggncagtgcancagaacaagcccctgtatntgctgatcggctgtat^^ 
aM3>gaatcatggtctcccgcagtgaagtggacatgttgaaaa™ggtctgaattcaagagaaagtacggca^ 

>ncro6592.seq 

CATGGAACTGCCTTCCAAACACnACnCACAGTGTTAATCGGAGGmGGTAGTAACAACACTTCTGGATCnAAGGCTTCATAAAm^ 

CCTGTAAACATCACAGAGTGGCATCAmGTATAAnATATGCAnGnGTAGmGCACCTGnGGTmAATGTGCATGTGAATGG 

AATAAAIGTATTTAAC 

>ncrc6595.seq 

GmGAGATACAACCGTCTTGGTGGCAGGGGCATAGAGTGGTCAGTCTGAAAGGGAGGCTCTCTTAAGAGCTATGTGCCnCCACCCAGAGGGAGACCCAGTAGAAAGA^ 
CTGGGAAATCCAGCTACCATGGCCCTCCCAGTGGAGGATCTTACANATTONGNGAATACmCAAAGTATCCTCAGAAATGTAnCTGCACCCCCGGCCCCGCCCA^ 
GNGGGGGAGCAGnGCCAATAmGCACCATCnCACATTGCACATGTTGCAACAAGAGCnCTGGGAAGGTAAGCGGCATCGGAGCTAGATCACGm 
mCCGNGmATTTTGCACTTTAAAAAAANANAGAACGCATGCAAATGA 

>ncrc6597.seq 

GGCTGCCCCGGNGCGCACAGCTGTTTTNTGNNNCAACNNCATGTTTNCTNNGGGGCTGNAACCTGGAGANNTNTNTNCNAATCCACNNNCTTNNCCGGGGNGGCCT^^ 

ATAGGGATGAGGATGAACTTGAGATGCnTCTGAAGCCAGAGCCCGCTTGGCTAATACTCANGGAAAGAAGGCCAANAGGAAAGCAAGAGAGAAACAATO 

nGCTGCCCTCCAAAAAAGAAGAGAACTTCGAGCAGCTGGCATAGAAATTCAGAAGAAAAGAAAAAGGAAGAGA 

>ncrc6600.seq 

CACGTCCCAAACATAAAACCCGCCACGCCCAGTAGAGACTGCAGACCAAACTAGACTnGGACCTAmCTCCTGGGACATCnCAGCTCCAACAACAACAACAAAAAGAA^ 
TCCACATCCCAAACCTAAAACCACGCCCCATCCAGAAGTACCTCAAACTAAACTGGTTCCTGCCACAATCCTCGAACCAGTTCmGAACTGAGGCnCAGGGACAACAG 
AAAGTGCCTCAACGAACTCATCGTCCAGATCCCAAACCTAAAACCACACTGAGTCCCGAAGAGCTTCAGACTGAACTGGnCCTGCTACAATCmGAACCAGm 
GGCTCCAGGGACAACAnCGTTCCTGnACAGACCTCGAGCCTGnACTTTTAGAACTGAGATCCCTGCAACAACCTTAGCTA 

>ncrc6601.seq 

GGTGGAGCTGCCAGAGTAAAGCAAAGAGAAAGGAAGCAGGCCCGnGGAAGTGGTTGTGACAACCCCAGCAATGTGGAGAAGCCTGGGGCnGCCCTGGCTCTCTGTCTCCTCCCA 

TCGGGAGGAAGAGAGAGCCAGGACCAAAGCTCCTTATGTAAGCAACCCCCAGCCTGGAGCATAAGAGATCAAGATCCAATGCTAAAGTCCAATGGrrCAGTGACT^ 

TTCAAGCCAGCTGATACCTGTGCATACTGCAGGCATCTAAATTAGAAGACCTGCGAGTAAAACTGA 



>ncnc6603.seq 
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ATNAACACACTGTTAAMTCTGCGAGTGGGGACAGCncnCCTAGGTGAGGMMTACAGGTCATGMGTTCCTC 

CACACCCTGGTGAACCCCGGGTGCTAAGAATGAAAATAACCTTGGTGAGnGTACAAATTAAAGACAAAGAACT^^^ 

CTGnGCTGAATAATACTAGGirnTATGGAATAGGATGAATGCT 

>ncrc6604.seq 

GTAAACATGTATGTGCTGTACAGAAGAAGACGCGTGTGGAGAGAGCCGCACACCAGCGCCACCCAGGAAAGGCGGAGCGGnACCAGTGTm 

CCCCTGTmCCTATAAATTTGCTTCGTGTAAGCAAGTACATAAGGACCCTCCmGGTGAAATCCGGGTTCGA^ 
AGCAGACAGCmAGCCGnCCGAATCCnAGCAATGCCnAGCTGGGACGCATAGCTAATACTnAGAGAGGATGACAGAT 

CATGTGG 

. >ncrc6605.seq 

ATGGAAACCTOTATATGACAGAAAGCAnACAAATCAGTGGATAGAATGAAGTCTTCAATAAATCAAACTGGAACAATGTGGGGA^ 
TTGTAGnGGGTTAAAAACCTAAGTGCAAAAAAGAAAGACTCTAAAACTCTGATTT 

>nGrc6606.seq 

GGAGTAAACCATGTATTCCCTOTCTmACTTTTTnCTGTGACAmATGTCTCATGTAAmGC^^ 
TCATATACTATAAnGTAAATATmGATACAAATGTnATAACTCTAGGGATATAAAAAGAGAnCTGAn^ 

>ncrc6610.seq 

GTGAACTCATmCTGTnACTCTTGAAAAAGTTAATTGCCGTTTGGTTTGGCTAAGACCTAmGATAACAGATGC^^ 
TnGmGCAAmAAAAAAGTTGAAnCTTCCCTAGGGGNCGCCCCCTTTmAAAGAnAAC^^ 

>ncrc6612.seq 

AGAGACACACCTACCCAGAAGCCTGTAAGAAATATTGATGATGGTGCTAAAGAAAATGTGTGAAGAAACAGnCAGAAAGACTGTCGTG 
CACG 

>f^c6613.seq 

(Ig-GTGGTCGACGGGTGGTCCAAGAAGnTGGGGGGGGGACCGGAGTACGnGCGTGCAGTTATGTGGGCGTCGGTAGTGTCTGTGATnCGCGGTTCnAGAAGAG 
d^^CTCCGCAGGGTCTGAAGTrGCTGGACGCGTACCTGCTGTATATACTGCTGACCGGGGCGCTGCAGnCGGTTACTGTCTCCTCGTGGGGACCnCCCCnC 
di&CnCATCTCnGTGTGGGGAGmCATCCTAGCGGmGGGTGAGAATACGGATCAAGCCACAGAACAAAGCGGAmGCA^ 
C^fmGCCAGCACCATCCTGCACGTTGTTGTCATGAACmGTTGGCTGAATCAmTCAmACTTAAn^ 

ir f ^ 

>ncfc6615.seq 

AtECCGCTCTCGATGTGAGAGGCACAGGGGAAATGGCAGCTGAGTGTCTGTAAATGAATAGCTACTGGGATGGCACAAGGGGTCCTA^ 
dflGTCAGGAAAGCTACCTCAAGTGTCTATTTAnGATACATAAAGAnGACTATAGGGGATATCAAG 

lij 

aIS^cgtg/^^^ 

d^GATmCGTGTACCCATTCTGmCAGGAGCTCrrCTAGGTAAAGCTGAGATCACAGGAACAGCAGGTGACAGGGGTAGCTAT^ 

amCAGCCATACCACAAGGTACGTCCAmGGACTACAAGAAGAGCnCCmAAAGTTCCTAnTCAGCATAAAGAGGGTGTCCm 

c|gTGTGGGAGGCTGAGGACTGCAAGAGGAGA 

:)^c6619.seq 

a^^CAAGCACCAGATTAAACAGGCTGTGAAGAAGCTGTATGACAnGATGTGGCCAAGGTGAACACCCTGATTCGGCCTG^^ 
T^GATGCTnGGATGTTGCCAACAAAAnGGGATCGTCTAAACTGAGTCCAGCTGCCTAAnCTGAATATATATATA^ 

>ncrc6620.seq ^ 

GGAAAAAAAAAACCTmAAACTGGAGAGACnCTGACAACAGCTnGCCTCTGTNnGNGTACCANAATAT^ 

GATCTNC 
>ncrc6621.seq 

GCAACGTAAAAACGTATGTGAAGCCTCTCnGAAmCTAGTTAGCAATCTTAAGGCTCnTAAGGnnGTGCAATAnAAA^ 
CAACAAAAAACAAAC 

>ncrc6623.seq 

ACAAAGCAACCAGAAGGACCCTGGTGTCCTTGACCGCATGATGAAGAAACTGGACACCAACAGTGATGGCCAGCTAGAmCTGAGAAmCnAATCTC^ 

GCnGGCATGACTCCnCCTCAAGGCTGTCCCnCCGAGAAGCGGACCTGAGGACCCCnGGCCCTGGCCTTCAAACCCAGCCCCmCCTTCCAGCCmCTGTCAT^^^ 

GCCCACCCATCCCCTGAGCACACTAACCACCTCATGCAGGCCCCACCTGCCAATAGTAATAAAGCAATGTCACTnTn 

>ncrc6626.seq 

CATAAAGAACCTAmTGTCTATATACTATTCTACATGGGCAGGAGTAnmCTAGAAGACAnATTACATATAAATCTACAGTGACAATGCACCTGC 

ATGCTAAATAAAAGAAGCCAGCCATCTGGGTGCGGTGGCTCACGCCTGTAATTCTAGCACmGGGAGGCCAAGGCGGGCGGATCAAGAGATCAAGACTATGCTGGCCAACAT^ 
AAACGCCGTCTCTACTAAAAATACAAAAATTAGCCAGGAGTGGTGGCATGTGGCTGTAGTGCCATACTCGGGAGGCTGAGGGAGGAGAATTGCTTGAACTO 

>ncrc6628.seq 

CACATGCAAGTmGAATAAGGATGGTATAGAAAACAACGCTGCATATACAGGTACCATmGGAAATACGGATGCCmGTGGGGGCAGAATCACATGGCA^ 
AAAGATATAAGTTGGTGTGGCTAAGATGGAAACAGGGCTGAnGnGATTGCGAATTCTCAACTCTCCnnCCTATTTGAAmcmGGT^ 

>ncrc6632.seq 

ATGGAnCAGTAGTATCTGTGTTAACTAACTGCTGAGACnGCnCATCTTGCnTGCACnCTTAATnCATGTAGAGTCTATGACAGGAGGTAGAGCTGGnAAAGC 
GAATAACACGAATTAnCAGTCTACCAGCmTOCCAGCCTGAmTTGTGCAAGGGCATCTTCTTGAAGCTGAGCCCAGTTGTCCTGAAAACn^^ 
TTAmCAACCTCAGTGGTGTCTGGTTCAAACnAAATGATGCCTTmACCTGGGGTCAACAGCTTGTAGGCCCTGCnC 
GATGGTCTATGCTGGGTTCAGGTCAnAAAATAAAGA 
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>ncrc6635.seq 

AGCAMGTACAAAAATnAAAGCAnCCTncmMTnTGTMnCTnACTGTGGMTAGCTC^^ 
TTGGAnATAAAATTCTTGCTTTAATAAAAATT 

>ncrc6636.seq 

AGCACmGGGAGGCCAAGAGGGGTAGATCTmGAGAGCAGCCTGGCCAACATAGCAAAACCCGATCTCTGCTGGTA^^ 

TCCCGGCTGCTCGGGGGGCTGAGGCAGGAGAGTCAmGGACCCGGGAAGTGGAGGnGCAGGTGGAGTGCAGCTGAGATCCAGCCTGGGTAACAGAG 

AAAAAAGAAAAAGGnGCCATCCTGAGmGATAGCCTACAATGAGCTGGACTCCAAGCTAAGTGCTTTTAATG 

GCTGGAGTGCAGTGGTGTCATCCTGGCTCACTGCAACCTCCACCTCCAGGAGAGTCATTTGGA 

>ncrc6637.seq 

GAGTAAGNAAGNACTGTTAATTGCTCGTATAGGTAAAAACTAGTCGCGCAAGGAGCACAGAnAAGAAATCAAA^ 
ACGAAATCAGACAAATAAACTAGTAGATGATGGAAAAAAGAAACCAAGAAC 

>ncrc6641.seq 

AGTTACGGCCCCTGCCCTAAATGNACGTGCAATCTCACCGGGGAAAGGAAGGGGCATGGACTACCTGTATGCAGGTCAGAAAGTGAGGAGTGTTCCGTC^^ 

CTGCTGGCGAGAAGCAGTGAGAATGCTGTGCATATATCTACCCTAGGGTAGATCANGAAAAGGTCTCATGAAAGTGGAGATACTGGAACTGGGTmCAAGGATGGA 

CATGGAGAAGTAGGAGAGAGACAAGTGGAATCACAGAACAAAGACACTTGTGTGGGAGATCAGGAGACATGAATGGGAAATGGCATANCnGGCTGGAGTG 

>ncrc6643.seq 

GACTGCGATAGGAATCATGTCTGGTCGCGGCAAAGGCGGAAAAGGCnGGGGAAGGGTGGTGCTAAGCGGCATCGTAAGGTGCTCCGGGATAACATCCAGGGCA™ 

CTATTCGCCGTnGGCTCGGCGCGGTGGCGTCAAGCGGAnTCCGGTGnATCTATGAGGAGACTCGAGGTGTGGTTAAGGTmCTOGAGAACGnAnCGAGACG 

TACGGAGCACGCCAAGCGCAAAACTGTGACAGCCATGGATGTAGTATATGCCCTGAAACGTCAGGGGCGCAGTCTGTATGGCnGGGCGGCTGM 
AGAACTT 

>ncrc6644.seq 

/i^lGACCTAAnTATTAATCTGAAGAnAACCAmnTTGTC™GAATATCAAAAAGAAAAAGAAAAAGGre^^ 
mnmATGnTTCCAAAATAAAmGnAATGATACATOGAAAAATAGATTGACATGAGCGTGATOG^^^ 
A^lilAAAnGTAGATGCTTGCmnGTTmTCAATCATGGCCATAmTC 
T^TGTATCTAnACTCTTlTACTTTGGTTGCTGTTGTGGTCTrGTAAAAGA 

>|iipfc6647.seq 

C^epAAGGTGAGGGATAATAmGGAGAAATACCTAATATAGATGACAGGnGATGGGTGCGGCAAACCAACATC 
TOgCAGAAGTTCAAATATAAT 

>ncK6648.seq 

d/McANGTGAGNAGGCTATGACnCAAGGCTGACATGTGGAGTmGGAATAACTGCCATTGAATOGCAACAGGAGCAGCG 
TGACmGCAAAATGATCCACCCACmGGAAACAGGGGTAGAGGATAAAGAAATGATGAAAAAGTACGGCAAGTCCmAG^ 
y^GGTAAGTGAAACTOGTGGATGAGnAATGACCTGGmGAGCCATGACAAAGCTTTGTnGTAGATGGGGAAAGGCmGTGAG 
C^:QTGGTGTGGTCCGCAGATnCCAACCTGTTAGTGAAAGAGGGTGTGGGTCCAAGAGGGAAAGA 

>i|lc6649.seq 

A^GAAAAAGGTTGGAGTAATACCCCCTAAGAAGTTCATCACAAGATTACGGAAAGAAAATGAGCTm 
A|J^CAATTGGTGATATTTT 

>||b6651.seq 

AGTGAGAGGGCAGAGGAAATACTCAATCTGTGCCACTCACTGCCnGAGCCTGCTTCCTCACTCCAGGACTGCCAGAGGAAGCAATCAC 

GCATmGGGAATGGCCTGTGCmGTCAATGAAAAATnGGATCGAAGAGTCAAAATAGAGGAnCTGAAGAAAATG 

CCTACTTrnATCCTCAmAAAACGATTTTGCAGTTCANGGGCAGTA 

>ncrc6652.seq 

TCGGAAAAGTAGAAACAGGAGGAATCAGTTGCCAGAGTCATAATATmCTTATGTGGGTCmTGCTTCGATTAACAAATGCTCTGTC^^ 
TGCTnACCAAGGGGAAnACTGAAAAAGGTGAnACTGGTGAAGTGAGTTnACACGAACTGAAATGAGCATGCAnncnGTATGATAGTC^ 
CATGGTGCATATAAATATAmAACnAACCCAGATTTTATTTATATCTTTATTCACCTmCTTCAAAATCGATATG 
GCCATATCCCTGTGGTATTCCCTTCCTGCmGGGGCTnAGAATTCTAAnGTGAGTGATTnGTATATGAAAAGAAGn 

>ncrc6654.seq 

TATCTTTnAAATGTCTTTGATACATnAAAnGTTCCAATAACTAimAAC^^^ 

CATTCnGCTTAATmAmGACGGCAGAGATGAmGATGCCAGACATnAmGATGCCAAAATGCAGAAAATm 
GTGTACTGGATATOTTGTAmCTGTATGTGnCGTGAGCTCTGCTCTGGGAnCGGnAAATGATGTGGATAAAAn^^ 

>ncrc6655.seq 

ACTGAAAAAAAACTGCAGAGNATCAAAGAAGGTAAAAAnGATAGAAAAAAACTCACAACGATmTTTTCCCACAAGA 
TTGCTAACATGTCAGTTCnCCCAAAnGAnTATAAACCTATGTTnCTATCAGGATATTOCATATATTAAmACCAAnATO 
AmGGGAAAGGAAATGATGCAAAnGGAGAACTTCCACTGCGTGATTTCAAGACTGCCATTAAAGCCACAAAAATTAAAACATGGC^^ 
ATGTGTAGCTnGGAAAATAATGTATACTAATATGACTAATGTCCCAGATCATTrAATGAAAAGACnCGCAT^ 

>ncrc6656.seq 

TCTmCAAGGmTnGGAGGCTCNmGTAAAnGTGATAGGAACmGGACCTTGAACTOTGTATCATGTGGAGAAGAGCCAAm 
TGGCCAAAACTTTGGGAAAAGGAGGnCTTAAAATCAGTGTTTCCCCTTTGTGCACnGTAGAAAAAAAAGAAAAACCnCT^ 
GTGAnATAAAAAAGGAAGGTAGCTGCTGTAGGGTCATCmGCTTAAGAGTATACTTTAACCTGGCTnAAAAGCAGTAGTAACTGCCCCACGA^ 
CCTATTGCACTGTGTTCTCCTACTGCAAATATmCATATGGGAGGATGGTTrTCTCnCATGTAAGT 

>ncrc6659.seq 
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GACnGCGTCCGCTACAGTATGTCAATCGCnGCCCCAGCACA6CTGTCAnCTTCTCTACAGAAC5AGCnCTCC^^^ 

TGCTCTTmCTAAAGAGGTTAAGACTACAAACTGTAAAGTCTGAAAATAGnGCATTAGATGm 

GGCCCAAGACTCTNCCTTCCTAAnTCATGCAAAAGCCCnTAGTACCCGCTGGAAGACCCCCCNGAATGGNG 



GTGGTGTTGAAGTGCTGTCTAGTGTGACTAAGAGCAAGAAAGCTGTGATGTACCnATGGAGAAAAT^^^ 
TCAGTATTAATGAATCAACATTATCGTACA 

>ncrc6661.seq 

GAAATGNNGCTCTGCCATGTTGGTGGmmr^TGTCGTGAACAAGAGCTCAGGCCTGGTnCCAGGTGTGACm 
AAATACCACAATAAGTGTTTCTmCTCTmGAGATOTGTAAATAATACTTGCCTCCATGCTGTTA^ 

CCACCAGGTATCCAGTCACGCAGGCnGAAGCCAGGTTCnCCGAGCTTCTCTCTCGAGCCTGCCGATCCCTGTGGATGTAGCAGTGACGAGGTCGTATCGATW^ 
CGGAAGCCTCAGGAATGGGAGCCnCTGAGTCAGCACATCACCAGGAGCACGGCCTGTGGCCAGGCTGCTCAGGGGCTGGTGATG 

>ncrc6664.seq 

TATGGCCCGGGGGGAGGCCGGGGCACGTGGATTGCnGAGGNNAGGAAmGAGACCAGCCTGGGAAAGATGGTGAAAGGTGGTCTCTACAAAAGTACA^ 

GTGGAGTGCACCTGTAGTCCGAGCTACnGGGAGGCTGAGGTGGGAGGATCACTTGAGCCTGGGAGGnGAGGCTGCAGTGAGCGGTGAnAAGCCATTGU^^ 
ACAGAGTGAGACCCTGCCTT 

>ncrc6665.seq 

TCACCCTCCTGAGTAGCTGGGATTATAGGCCTGCGCCATCACGCCTGGnAAnmGTGTTmAGTAGAGATGGGGmCACCATGTTGGTCAGGCTGGTCTCG 
GTGGTCTGCCTGCCTTGGCCTCCCAAAGTGCTGGGAmCAGGCATGAGCCACTGCACCGGGCCTATGGmTCTTTTTmCTGGCG 
TCCCCAATGCATGCnTTGTGACATGATCCGnAATCACTTGGAAAATACTGGCTGACTGAGGTATGCAGATCTmAAATGTO^ 
ATCTCATTAGAAAAGTCTTTATrGCAGCCTTTTATGCnCTTAGTGGCAGATACAAATTTTAAGA 

>ncrc6666.seq 

ApCATTGACAATCAAAAmCCTGAATTTOTATTTTmAAAGmTGTTTTTAC 

T^CACAGTCTCAGCTCAGTGCAACCTCTCCCTCGTGGGTTCAAGCAATTCTCATGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGTC 

TmAGAAGAGACAGGGTATCTCGTGTTGGGCAGGCTGGTCTAGAAGTCCTGGCCTCAAGCGATCTGCCTGCCnGGCCTCCAAAA 

CGSGCCTTATnAAnAATTCACCAAATAAAG 

>n^667.seq 

ATtrGGCAAAGCGGTCTGCCCCTGGAGGTGGTTNCAAGGnCCACAGAAAAAAGTAAAACTTGCTGCTGATGAAGATC^^ 
TG)^TGATGATGATTTTGATGATGAGGAAGCTGAAGAAAAAGCGGCAGTGAAGAAATGTATACGAGATACTCCAGCCA^ 
CfipATCAACACCAAGATCAAAAGGACAAGAATCCTTCAAGAAACAGGAAAAAACTCCTAAAACACCAAA^ 
Gf^GGTGGTTCTClTGGCAAAGTGGAAGCCAAATTCATCAATTATGTGAAGAATTGC 

>Rerc6668.seq 

CMSGCAGTATGTGACAGCAAGGGCCACCACCCCTGCTCCnCGGAGGACGTGCCCTCACCCCTCACTGGTCCACTGGCnGAGACTCAGCCCGTCTGCCC 
C^pAGCC 

>rp|6670.seq 

A#^CTNGCGAGGAGGAGTTGAGAGAACGGATCGGACGCCATGGCGACCAACATCGAGCAGATTmAGGTCmC 
T(3mGGAATGAAGGCCAGCTGAATGGTGAAACAAATACACCCATTGAAGGAAACCAGGCGGGTGATGCA^^^^ 

A^GAAGTACmCTGGGGTCTTAGATACAGAACTACGATATAAGCCAGACnGAAAGAGGGCTCCAGAAAAAGTAGATGCGTAT^^^ 
C|j^AAAGTCAAAGAAGCATANNAAAC 

>ncrc6671.seq 

GrrAAGCACTGCTGAAGAATTATTTTTmCTmATAATAAGGAATAAA 

TmCTTnGCCATGACAACTTCTAAnGCCATGTACAGTATGnCAAAGTCAAATAACTCCTCAnGTA^^ 
G 

>ncrc6672.seq 

GAAACTAATTGGAACAAAGATACAACATACCTTAATCTCTGGGACACAGCTAAAGGGGTGCTAAGAGGAAAGmATAGCTGT^ 
ACAACATAACATTTCACCTAGAGGACCTAGGGAAACAAGAGCCAACCAACCCCCAAGCTAGCA 

>ncrc6675.seq 

TAGGGGGAGCCGCATGAAGGCTCCCAAGGGAGAGGANAAACTTGCCGCTCAAAATGGGCACCAGNTCCCACACTGGCnAAnTATATAACTGCnGGCTGT^^ 

nAGAAGCAAGAAGCACTTCATTmAAAAGAGATGnACTATAATAnGCTTAAATGCmAGCAGnGGACTTCTO^ 

CAAGCCAAGGAGTnGTGGnCAGCCACAACTACTGTTTCCTAAGACTATTGATGTGAAGGACTTAGTG 

>ncrc6677.seq 

CCGGCGGTGACGACCTACGCACACGATAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAGCC 
TCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGmTGTGTGnGGCTGCTCCACTGTCCTCTGCCAGCCTACA 
GAAAAGCATGGCnACAGAAGGATGnCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACAmTGGAT^^ 

>ncrc6678.seq 

CATTGCTTCACATGCACCGTAACTGGAATAmGCACAGAGTGTGCTCAAGAAGGGGAGGAnCCCAGCACAGAGGATCTGATGCGAGGAGCnCTGCTGAGGAGCTCnGGCGCAG 

TGmGTCGAGCAGTCTGCTGCTGGAGAAAGAAGAGAACAAGAGGnTGAAGATCAGCnCAGCAATGGTTGTCTGAAGACTCAGGAGCAmACGGATnA^ 

TCTTCCTCAGACTCTAGTGTCTCmCTCACACTATTGAACCTGTGATGAAAACATCTGTAACTACTAGCCCACAGAGTGACATGATGAGGGAGCAACTGCAGCTC^ 

GAACGTGTCTAGGCGAACGACTAAAGCACCTGGAAAGGCTGATCCGGAGTTCAAGGGAAGAANGAAGnGCCTCTGAGCTCCATCTCTCTGCGCTGCTAGACATGGTGGA^^ 
GCAGCCTGACCTGTG 

>ncrc6679.seq 
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AGCnMGMTTGCTAGGAnAMTTMGGAMGTAMGCTACTCAGAGCAGCAGGnCCACMGCACAMCm 

GCAACACATnGAAATACAGGCTTCmACATAAACTGAGAGGnATACAAAACTCAGmCACAAGGGAACAATC^^^ 

TATTTTACTCTTTAAAATCCTGCCTTTCTGAT 

>ncrc6680.seq 

AACAGTCCGAGTGGAGAGAGCGAGCnNGTGGnGTGTGGTCGCGTCTCGGCAACCGGTAGCGCTTGCAGCATGGCTG^^^ 
GCTTTTTCACTAmGACAAAGATGGTGATGGAACTATAACAACAAAGGAATTGGGAACTGTAATG^ 
AGTAGATGCTGATGGTAATGGCACAAnGACTTCCCTGAAmCTGACAATGATGGCAAGAAAAATGAAAGACAC^^ 
AGGATGGCAATGGCTATATTAGTGCTGCAGAACTTCGCCATGTGATGACAAACCTTGGAGAGAAGnAACAGATC^ 

>ncrc6681.seq 

AAGAAAGCTCAGCTGGTGGTGAnGCACACGACGTGGATCCCATCGAGCTGGTTGTCTTCnGCCTGCCCTGTGTCGTAAAATGGGGGTCCC™CTGCATTGT^ 
AGACTGGGACGTCTGGTCCACAGGAGGACCTGCACCACTGACGCCTTCACACAGGTGAACTCGGAAGACAAAGGCGCmGGCTAGGCTGGTGGGGGCTGTCGGGACCAATO 
TGACAGATACGATGAGATCCGCCGTCACTGGGGTGGCAATGTCCTGGGTCCTGGGTCTGTGGCTCGTATCGCCAAGCTCGAGAAGGCAAAGGCTAGGGM 
GTTGAATGTACAGTGTTGAGTnrCTGTACATAAAAATAATTG 

>ncrc6682.seq 

ACAGGTGTTAAGACTAAAATmGCCTATACCTTTAAGACAAACAAACAAACACACACACAAACAAGGTCTAAGGTGGTGTAGGC^ 

AGGAAACAAAGGGTAAACAAAAAACTAAAACTTATACAAGATACCAmACACTGAACATAGAATTCCCTAGTGGAATGTCATCTATAGn 

GAAGTATGACAAGAnATAATGGTmGGCnAGGTGGAGGGnGCAAAGGGATGAGAAAAAAAAAATGATAATAAAGCnT^^ 

>ncrc6683.seq 

AAGTGTCATATAAAACAGnGmATGATCGTNnGCCTGACCnCACCAACCATGTAGAGAAAGCAGACGGGACAGATGATGnAnAATCGTnCATGGGCCCCCn^ 
TAAAGGCTGGTCCTTGGCACTGCTTOTGCCCATGnCCGTATGCTGAAGCCATGGTCCGTTAGTCCTTGAATACACCGTGmGnCAGTTCTGTGCCTTCG 
CTTGGAGTGACmATCTCnGTCnCCTAGTCAGCTCTTACATGGCTTnGAAAnCATAAAimACnTCTCTGGGTAGC 
CjrrATGTTCTGnAGGCCATAGCACnTTGAAATGTTTCTAmATAGCACCTGmTATCACTGTAACGTGW 

>il|D6686.seq 

AMAAAGCGGAGGCAACAGNATAACAAGGAGAAAGTAGAAAnAAGGGAAGAAAATCATATGCGAGCGAAGTGGAGAGAAACATAGATCAnATAG 
AfeCTGTTCTCTGACAGCCACTATACTAATAAAATCTCTATAnAAAACCTAATGAATTGAGATAAGAGCTGTGTAAAT^^ 
TWACnGnCAGAATATTTAGAMTGAAAACTAGGnGAGAATCACAGAGAACTTOGACATCTAAATM 
G|||AGAGTTCAATACAGTAGTTTTrCTACTGTATAGCATACATTCTGGAAAGACAAATTGCT^ 

>n^^687.seq 

a|Sgcnggactagcaaaggaaaattgcactattgcacatcatattctattgt™ctataaaaatcatgtgataactga™ 

CA^eCCCCmGTAATGGTTTGGGGGCAGACTCTTAAGTATAnGTGAGmTCTAmCACT^^ 

CCTCTTTGCTGGAGTCTCCAGATGnAAmACTTTCTGCACCCCAATTGGGAATGCAATATTGGATGAAAAGAGAGG^^ 

TeTGCCGATCTAATTACAGCCnATTmGTATGCCTmGGGCAnCTCCTCATGCTOGAAAGnCCAAATGm 

>@iK:6688.seq 

CttjAAGGTGGAGCAAGAGAAACTGTGTGTGAGGGGAAGAGGCCTGmCGCTGTCGGGTCTCTAGn^^^^ 

Cra:CTTCnGCAGAAGGGAGGGGGAAACATACATnAnCATGCCAGTCTGTTGCATGCAGGCTTTnGGCTO^ 

CCgCCCACAGAGAGTCCTGGAGCCACAGTCTmnGCmGCAnGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCGCTnCCTGA^ 

A|terGcncA 

>|iJ:6892.seq 

GCmCCCTGTGGCAGCAGCCGGGCTGAGATAGCGTGGCTGTCTCCTCTCTCCGGCNTGGCGTGTGCTCGCCCACTGATATCGGTGTACTCGGAAAAGGGGG^ 
AATGTCACTnGCCTGCTGTAnCAAGGCTCCTATTCGACCAGATAnGCGAACmGTTCACACCAACTTGCGCAAAAACAACA 
TCAGACTAGTGCTGAGTCTTGGGGTACTGGCAGAGCTGTGGGTCGAATTCCCAGAGnCGAGGTGGTGGGACTCACCGCTCTGGCCAGGGTGCT^ 
GCCGAATGmGCACCAACCAAAACCTGGCGCCGnGGCATCGTAGAGTGAACACAACCGAAAAACGATACGCCATCTGTTCTGCCCTGGCTC^ 

>ncrc6693.seq 

GmCCTTAGACTAGTAAATOTCATACAGAGTmATmGAGmnCTTmGTGCATTGT^ 

ctatatcgaagtgaggtaggtgcggtattaaagtgaaagggaaggtgatgcat™ttctgggttatgcttgaaatg™gatggctaagtatta^ 
agtcagaacacngcncactagaatatgccaactgccaatcatgnggactgagctaantgncctcntctgaaactanaaggtaaataatt^ 

>ncrc6694.seq 

ATTTCTCTTAAGATTAGTGATGTTGAGCACCTmCTATACCGGATGGCCATnGTATGCTTmAAAAAATGTCU^ 

GGGAGGCAAAGGCGGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACGTGGTGAAACAACATCTCTACTAAAATACAAAAAmGC 

TTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCGGAGGnGCAGTGAGCAGATGCACCAnGCACTCCTGGCTGGGTGACAAGTGCGAA^ 

CGTCTCAAACAACAACAACAACAACAAAGTGTATTCAAGGGTGGGTGCGGTGGCTCATGCCTGTAATGCCAACACTTTGGGA 

>ncrc6695.seq 

CAGAGTCTCGCTTCCCTGAAGAACTCACTCANTACCTTCATGAGCTGCAATGTCATGACTGGAATGTTCCAGCGACTGGACAAGCTGAGGAAGAATGCCnCGCC 
TGGAACCAACAATAGCAGCTCCAmCTGGAGTCTGGGTCTTCCGAGGCCAGGAGCnGCCmCGGCTGAGTCCAGATTGGCAGGTGGAGTACGAGTCATACACATGGCGGA^ 
GGATCCTGGCAGCGAGGAGACCCAGACGCTGGnCGAGAGTACTmCCTGGGAGGGGGCCnCCAGCATGTGGGCAAAGGCTTCAATCAGGGCAAGATCnCAAGTG^ 
TGCCATCACCTAGGTGCGTGCAGCTGCCCTTCAGGGAGATGGGGGTCAn 

>ncrc6697.seq 

GTTCAGCCTGTGGCGGTTGCTGGTCAGTAACANNCAAGATGCTGCGGAATCTGCTGGCTCnCGTCAGATTGGGCAGAGGACGATAAGCACTGCTTCCCGCAGGCAmTAAA^ 
AGTTCCGGAGAAGGAAAAAGTGnCCAGGAGGATGATGAAAnCCACTGTATCTAAAGGGTGGGGTAGGTGATGCCGTCCTGTATAGAGCCACCATGATTGnAC 
GCATATGGCATATATGAGCTGGCTGTGGGnCATTTCCCAAGAAGCAGGAGTGACnCAGTCATCCCAGCAATCGCTTGGTTCAGmCAnCAGCTCTCTATGG^ 
AAATAACCGAGCTGTTCTTTGGGGATCAATATTTATTGACTTGTAGTAAC 
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>ncrc6699.seq 

ATTCCCNCTMTNGTGmTTTCmGTATmACTGCTCCCnCTOTCTAMTCCACCATCM™ 
AGAAGAATAAAACCAAAATAAGTATGnrrAGATAAATGTTAATATGTATATAnGAGTCACAAGGTATTAATC^^ 
AAATCTTAGGmAGCATTGACnCTGATTTCTAGAACCTCACTCTATCTGTAAATTGTT^^ 
AACGCATAAGTTATGAGA 

>ncrc6700.seq 

ATGGNGCTGTACTnCTGCAGCACAGAAAGCCACCTGTTATCCCAGnCTACAAGAGATCTITGATGGA^ 
TAAAACAGAAGAACTGAAAAAGCGmACCnCACTTGGAAAGAACACAGAATCAnAGGGGAGCmGGCTGGG^ 
AATTAGCAnCGGCAGAAAAAGCTGnGACAACnnGAGAAGCAGTGGACnCCAAGTGCAnGCAATTGA^ 
AAATGACCAAmCATCATGAAAGCAmATCAATGGAAGGAAACTTmGGTACCCCT^ 

>ncrc6703.seq 

CAATGANACAGAAAATTAACAAGAATAnCAGGACTTGAACTCAGCTCTGGACCAAGCAGACCTAATAGGCATCTACAGM 
CACCACATCACGCnATTCTAAAATTGACCACATAAnGGAAGTAAAACACTTCTCAGCAAAT 

>ncrc6705.seq 

CANAANCCTTGCCTGTAGTGTGCCCTACAGNnGCAGACTACATATGTTCATGGTTCCCATCmGTAAACmAAAAGAAAGCTCn 
CATTCTGTAAGTGTGTGAGGTAATTACTGTGAGTGAATAnAGAGTGAATGAAGCAAAGAACNTNNCAAGCCAGGAGATCCGCCTCGTAGTCCAGGTGn 
GAAnnCACAAAGCCCnATACTTGTGAGACCAGnGCCATACGTGTGAAAAAAGAGTrGGATTAAATGAmGTGGAGTGCCGTOA 
ATATGTCAGATTGTATTAAATAAAGGTAGGATTGCT 

>ncrc6707.seq 

ATCTAAACTGGAGTGATGmGCACCACCCAGCTOGAGTTCTTCTnCTnCTTAAGCCCTTTGCTCTGGAGGAAGTTCTCCAGCnCAGCTCAACTC^ 

CTGGGAGnTCCTGAGGGTTnCTCATAAATGAGGGCTGCACAnGCCTGnCTGCnCGAAGTAnCAATACCGCTCAGTATmAM^ 

ATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGTTrTGAAATGATATGACCAAAATTTTAAGTAGGA 

>ijgp6708.seq 

gilgacncaagnatggcggacagtggggaactntngcaaatggttatgagccttagagtnctgaactccaagtactgttgggctacgccgggag 
aMttctcacaaaagccctgcatttgctaaaggctggctgtagtcctgctgtgcaaatgaaaattaag 

glscatcgccaaggtagancaagtcctatgccagcaacmgtctcgatgtagcancgacaagtcagttacgatggtcaccctgcatcatcgccamctcc^^^ 
aegtaaacatgaactggaagtgggacatcttacatgagctcncagggagtggatgcggatataaaagttcaaaaatoccat^ 

TCjIVGCAGAAAnA 

>ii^709.seq 

Gf^GTGCAGTGGCTGATGGGTGGAATGNGAGCACmGGGAGACGGAGnGGGTGGATCAGTTGAGGTCAGGAGmGAGACCGGCCTGACCGGTG 
CWAAAATACG 

>ii@;6712.seq 

CfeACAGGGAACNTCGGnNTTATGGGCGGAAGGAAGCAACGCAAAGCTGAGAACATGGACGTTNATATCGCCCCACTCCGC 
Tt$!^CCGGCCGGACTTCAGGGAGAmCCAAATGGAACAACCGCGTAGTGAGCAACCTGCTCTA™CCAGACCAACTACCTGGTG 
T|lj3AGTGCCnCAACATGATCCTGGGAGGAATCGTGGTGGTGCTGGTGTTCACAGGGmGTGTGGGCAGCCCACAATAAAGAC^^^ 
GfgGnCGmTGGTGGTCATGTTGGGGAGCTATTTCCTTATCTCCATGTTTGGAGGAGTCATG 

>itf|6715.seq 

cMCATGTGGCTGTGGAmCACCCAGGNAGGTAGTGGCGGCAACTGGACCCTGATGAGAAGATAACATACGGGGATGTGATGnGGAG 

TATGAGGTGGCAACATCTTGTACnCGGAGAnCTGAAGCCGAGCAACnGCCCAAGTCCTTCTTCTmCCCAnAACAAGAW 

AGCAGGGAGAGGAGCTGTGGATAACGGGAGGTGAATTTCCATGTCAACATAGTCCTGGTAAGTTAGTAGAGTACCA 

>ncrc6716.seq 

ATATCAATGTTGGGAATGTAAAATGGTGCAGTCACTTTAGAAAACAGmGGCTGnCTCAGGCCGGATGTGATGGCTCACGCCTGT^^ 

GGATCACCTGAGGTCAGGAGTTCGAGACCGGCCTGGGCAACATGGTGAAACCCAGTCTCTACTAAAATAGGAAAATTGGCCGGGCATGA 

GGGAGGCTGAGGCAGGAGAAnGCTTGAACCTGGGAGACGGAGGTTGCAGTGAGCCAAGATCGTGCCATTGTGGTGCAGCCTGGGCGACAGAGTGAGCCCGTCT 

>ncrc6717.seq 

TGACAAACCATTTCCACAGCAACACAGCCACTAAAATACAAAAAGGGGGATTGGGCGGAAAGTGAGAGCCAGCAGCAAAAACTACATm 
GATCTATGCCmCAACTAGAAAATTCTAATGATTGGCAAGTCACGTTGmTCAGGTCCAGAGTAGTTTCTnCTGTCTGCnTAAATGGAAACAGAC^^^ 
GTCAAGGCCAGAAAGTGATAAGTGCAGGGAGGAAAAGTGGAAGTCCAnATGTAATAGTGACAGCAAAGGGACCGGGGGAGAGGCATTGCCnCTCTGCCC 
GTTGTCmGAATCTGAATCAGGCAGTGTCAGATGCCGCAAAGTTTGGGTTCCTATGAGCCCGGGGCATGATCTGATCCCGAAGAGATG 

>ncrc6718.seq 

AGGGAACCTACAGGTTACAACAGNATTTGTGATGTGAGCCAAGCAGAGTGGTGGCAGGGCCTAGCTGGTACAAAGAAGACATGTmAGACAAATACTCAT^^^ 

GTCGAGGACTGTAmGTGACTAATTGTATAACAGGnAnmGTTTCTGnCTGTGGAAAGTGTAAAGCATTCCAAGAAAGGGnnAATGT^^^ 111111111 1 GGCCCCCATGCT 
GTNGATNG 

>ncrc6719.seq 

TGAGACAGGGTCTTGCTGTGTTGCCCAGGCTGGAGTGCAGNGGCCTGGTCATGGCATCAAGGCTCACTGCAGCCTGGACCTCCTGGnCAAGTGATCCTCTTGTCTCAGTCCCCTGA 
GACAATCCCCCACGCCCAGCTACATATTTTnGTGGATACAGGGTCTCATTCTGnGCCTAGGCTTGTCTGGAACTCCTGGGCTCAAGGGATCn^ 
GGGATOTAGGCATGAGTCACTGTACCCGGCCTGCTCTACCGCmTAAGGACGCmTGATCACAnGCGCCTAGCCAGAGAACGCAGGTGGTCmCTAT^ 
AGCCACCmGnCCATCTGCAACTnAGTTCCCACTGGCTGTGTAACCTAACATAGTCACAGGCTCTGGGGACTGTCACGTGGACATCTnGGGA 

>ncrc6720.seq 

TGCAGACGAAGCGGCGGGCTCTGGAGAANAnGACCTOAGnCAnGACACGAGCTCCAAGmGGCCATGGCCGCnCCAGACGATGGAGGAGAAGAAAGCATTCATGGG 
TGAAGAAAGAGCGAATTGCAAAGGAAGAAGGAGCTTAATGCCAGGAACAGATTTTGCAGnGGTGGGGTCTCAATAAAAGTTATm 
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>ncrc6721.seq 

GCAGCCTTCTGMTATCnATMlTTTTnGTGACATGCTCTTCCCCTAGTGGG 

CCTCTACAAGCTATGGGGACGGCCTGCAnCnGCCTACGAAGCTGCAGCTAAATAGAAAAAGCACATCCAGAATC^^ 
GAAT 

>ncrc6722^eq 

GAGTATTmAACGACATCTCTAATAnNTGCTGATGCATmGATGCmGTGCAnCATnC^ 
mAGGAGTGTnACAGCCTTmCATACCTAAATAGGATGAACAGTGGATATAAACnGCCAAGGCAGAA^^ 
GGTTGCAGCTTGCTAAATAGGCCAmAGGAATCnCTTTCAATGCTmTTCnGAGCACTGCCTGGGGre 
AGTGAAGAGGCCMGAGGAAGGCCTCCATCnCCAAGAAGAGCGATGGnCTGGGACATATACTAAGTTGCAGAATAC^^ 

>ncrc6723.seq 

ATGAAGTCTAAGGAAAj^CCTCTTCATATATnCCAniATAAGCG 

TCACAAmGCTGTTTTmCAGGAGGAGAAAGGGAACCTCCmACTATTCTATATCCTAAAATCTACn 

TnAAGAGTTCAGATATATGCCAGTGAATATTmGCTGTAGAGGAGAAAGTAAAAACTCCACAGCGGGGATCTTTTTCTTTG 

CmGCGCMCTGTACAGGAGAGTGGCCTnCTACAGCACATmCAGTAATCCTATAmAGTCAAAATG 

>ncrc6724.seq 

ATTCCCATGAAGGATTCTTTTmAAAAAAATGTGAAATGTCATCTTGTACmCACCm^ 

CAAATGACCmnACAAAAGAAATGCAGTGGTCACnCAGTTGAGAGTGACTTTTTAATACAACAAGATCAACTAGAAGAAn^ 

GCAAnCCAAACmGmGAGGGACTCGTTATCCAGCTCnGGTAGCCACACCTGCAATGTAAAATGGAAGAAAATGCA^ 
C 

>ncrc6728.seq 

AGAGCTCTAACmCTACTGATCTAGCTAAnGAAATNAGTATATTmAGAAAATAAACnGAAATATGACCAAGA^ 
T^TTnGAAAATCATAGCATACATCAGAAAAAATAGGATTCATGACCATTGAAGTTCTAGGTAAGAATCinA^^ 
T^TAAAGAAATAAATTATGAAAGAAGATAATACAATATTAAAAGCTGTAmTCTAGAGCTCCTGGAA^ 
T^^AAAGTmGAATATGTAAnCAACAGGAAACAGAAAAATTTmGT^^ 

>^ii;6729.seq 

T|gACAnGGCTGCTCACnGGGGCCTGCCCTGGGCTAC™CTACTGAGGATGCACAAAGGATCnCCCACCACGGACTAGGAG^^^ 
Gp^GGTGAGGGATGGGTCTGAGTACATGATAAATCCCTGGGCCCCATAAGAmGACTAGGAGGGGTAAGGGCCTGGTGAACTGCT^^ 
AC^^CmCTACTATGAGATACTGCATTCCCTGCTAATCATACnGTGCTCTATCT^ 
ATITGTTCTCAATAAATTACATCTGCATCTGGATAC 



>rifcrt6731.seq 

TSAATGTGAACCGTGGCGTGAAGAAATGGAGAGTAAATGGTGATGAGGTATTGCCGTAAGnGTGTmC^^ 
TipVTATATGTGTGCTGGTnCTATTCGTGATGCTGAACTGTOGnnCTAATAmAACTm 

>iMt6732.seq 

ClIlw^GGAGTGAGTGAAACTCCCACCCTACCCCCTTTTnATATAATAAAAGTGCCnA 
TQIgAATAAAGAGAACCATGTGCG 

>rfc!l6735.seq 

Ct|fTAAGAC™CTTGCAnGCTGGACTAGCAAAGGAAAATTGCACTATTGCAGATCA^^ 
TCGGCTTCTCTCTTCTCTCAACCCCmGTAATGGTnGGGGGCAGACTCTTAAGTATATTGTGAGT^ 
ACATGCTGTTACCAGAGCCTCmGTTGGAGTCTCCAGAT GnAA mACnTCTGCACCCCAATTGGGAATGCAATAnGGATG 
TATGCCnAAAACATACTCTGCCGATCTAAmCAGCCnATTTTTGTATGCCTmGGG 

>ncrc6739.seq 

ACTCTGGGnGAGATTGGATGGAGCCAGnATGGAGCCmGCAATGTGCTOCTGCAAAAAACCCTCTGTmCTTCTGCCCC^^^ 
ACCAAGTGAATAGTAnGGCTATTGAGTmCCCAnTATAnACTCATnTTATTACTCCmCATTACTCAAGGAC^^^ 
CCCCTGAGTGGATGGAAnCCACCTCCTTAAGAAGAAAAAAAATGTTGmiAGATAGCTTGAACAATGATm 
AAGCCCAAGGAAGTCAnGCAGCTCmAAGCAGAGAAATAGCATGCACTGTGAGCATACCATAAAACTGTCCATATT^ 

>ncrc6741.seq 

AGGCGAGGCCAGGAGTGATGATGATGTCTTTCGTCTGCTAAACCAAAACCAGCAAAGAAAACAAATCCCnTCCTC^^ 
GAAGAATGAGAGAAAATGCAGTAGTCAGGAGGATGTCATATTAACAACACAAGATATTmGAGGATGATATAmGCTACGGA^ 
AGAAAACAnGGAATCTAATnAmGATGATAACAnGATATCTnGCTGACnAACTGTAAAACCAAAAGAAAAGTCCAAAAAG^ 
GGATGACATCTTGTCCACTGGTATCCAGGCTAAGACAACCAAACCAAAAAGCCGATCTGCACAGGCCGCACCTGAACCAAGGmGA^ 

>ncrc6745.seq 

TACTGTTNAAAAGGAATGCCCCACAAGTGTTACCATGGCAAAACTGGAAGAGTCTACAATGTTAGCCAGCATGCTGTTGGCATTC^ 

CAAGAGAAnAATGTGGGTAnGAGCACATTAAGGACTCTAAGAGCCGAGATAGCTTGCTGAAACGTGTGAAGGAAAATGATCAGAAAAAGAA^ 

GTTCAACTAAAGCGCCAGCCTGCTCCACGCAGAGAAGCACAGnTGTGAGAACCAATGGGAAGGAGCCTGAGCTGCTGGAACGTAnGCCm 

>ncrc6747.seq 

ATTGTAAGTCTGTGTACATCCGTGATTGnnGGmCTGTTCCCTTTGTGACTGCCCAAGGGGCTCAGAACCCCAGCAATCCCnCCmCACTACCTTC 
ANGGACTGAAATTGTGGGGGGAANGTAGGAGGGACATCAATAAAGAGGAAACCACCAAGCTG 

>ncrc6748.seq 

CACAG^ 

TTTTTTGCCCTAT 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page668 of 776 



>ncrc6749.seq 

AGGCGGTCGGGATCCGCTGCGCGAGCTGTCTCGGTCCCACGTGTGCGAGnGCTACGATGGMGTTAMGGGAAAMGCM 
AAACAGATnCATAAAAATAGTGATTCTGGnCnCAAAGACAmCCAACAAGGAAAGTTGCTAAAGM 
TGGGAAAAAGGGTGTAAAGCAGTTCAAGAATAAGCAGCAAGGGGACAAATCACCAAAGAACAAATO^ 
AGCGATGAATCAGCAGCCAAGAAGCCCAAATGGGATGACTTCAAAAAGAAGAAGAAAGAACTGAAGGAAAGCAG 

>ncrc6753.seq 

TATAGAAGCAmGAACCTCnGCGTAGGGGCTGGGAACACTGAGGCTGAGACCTGTTGGGCTCCAnCCTAGGAG 
GCAAGATACAGGTCACAAATACGTTGCTGATAAAACAGGATACGGTAAAGAAGCTGGCCAAATCCCACCAAAAa^ 
TATAAGTTAATOTAAnCATOGCATGCTAAAAGACACTTCCACCAGCGGCATGACAGmAGAAATGCCATGGCAAGGTCCA 
CGTCAGnCTGGGAATTGCCTGCCCCTnCTTGGAACACTCATGAATAATCCACCCGTTGmAGGATATAATAAAGAAA^ 

>ncrc6 755.se q 

GGTGATmGAGGAAGAATAAGGGGTGGCAACTAATCGTAGCACATAACAATAATTTnAAAAAGTOCAGTA^ 
GGAGCAAACAGCTCAGAAAGAGTCAGACATATATGGGAAAGTTGCTTTGTGGTAGAGGTGACATTmGATCAATGGAAAAAGGAA^ 
AmATATGGATATAAAGTGAAAnGAATTCCTGCnGACAATATAACCAAAAACTATTCTAGGTCAATTTAAAACAAAAA 
ATTTTTCATGGCmAGGGTTGGGAAGGATTCCTGATGCAAAACACAATAAGCACAAAATCTAATAAGAA^^ 

>ncrc6756.seq 

GAGTGCAATCTGGGCGATCGCTTCCTGGTCCTCGCCTCCTCCGCTGTCTCCCTGGAGnCnGCAAGTCGGCCAGGATGTCTCAGGCTGAGTnGAGAAA^ 
GCACCTTAAGACCAAGCCATCGGATGAGGAGATGCTGTTCATCTATGGCCACTACAAACAAACAACTGTGGGCGACATAAATACAGAACGGCCCGGGATGTTGGAC^ 
GGCCAAGTGGGATGCCTGGAATGAGCTGAAAGGGACTTCCAAGGAAGATGCCATGAAAGCTTACATCAACAAAGTAGAAGAGCTAAAGAA^ 
GGTOCTGTGCCATGTGTTTATCCTAAACTGAGACAATGCCTTGmmTCTAATACCGTGGATGATGGGAATTCGGGAAAA 

>ncrc6757.seq 

(I^CCCATNGNCTGNTCTGATTAAGACGGnGAAACTAGAGATGGACAGGmTCAACGAAACnGTCAGCATCACGATGACGTTGAATAA^ 
AgpAGCAGCAAGAATAAAAAAGAAATCGATATCnAAAGAAACAGCnTCAAGT^ 

Al^fiCGACACTCCTACAAGAmAGAAAAAAGTTOCAACATAATGTAGnTACAGAAAAATCnGTGCTAGAATAC^ 
G^GTATCCAACCAACTTGGTTCTGCTTCAATAAATCnTGGAAAAC 

>0©ip6759.seq 

GKcGGCGTGGGCATTnCGnGGTGGTGnGAGTTGTGGCGGTTGCTGGTCAGTAACAGCCAAGAC 
ClgCTTCGCGCAGGGAnnAAAAATAAAGnCCGGAGAAGCAAAAACTGTTCCAGGAGGATGATGAAAnCCA^ 
CI^ATGATTGmCAGnGGTGGAAGAGCATATGCCATATATGAGCTGGGTGTGGCTTCATTTCCCAAGAAGCAGGAGTGAC 
mpTCTCTATGGACCAGTAATCTGATAAATAACCGAGCTCTTCmGGGGATCAATAmTAT^^ 

>Rcrc6760.seq 

G^TMACAGGGTGACATCGAACTGnACnGCCTCAACTTGCCmGGGGATCAAGAAGGAAGTTCCCCCGGG^^ 
GggTTCTCnACTGTCTCTCACnGGCCTGAATGATnATGACGCGATCAGnGCAACTGCCA^^ 

A^TAAAGGTAGAGAAGACAAAAGGGTGAAAGAGAGGGCTAACGACTGGG u^:,nft^«unAMu 

>ij(^763.seq 

ApBACCGTGTGmCCAAATGGCGGCAGCGATGGATGTGGATACCCCGAGCGGCACCAACAGCGGCGCGGGCAAGAAGCGC 
G^CTGGGATATTGTGGTTGATAACTGTGCCATCTGCAGGAACCACAnATGGATCmGCAT^^ 

ACmnCCATCAAGCnAAnGTmGTTAnCATnAATGACTnCCCTGCTGTTACCTAATOCAAATTGG v^^^mmmm^ 
>ncrc6768.seq 

GACTCTAGCGATGGTAACnAAmTATAmAAAAATAACATAGAGAATGTAAnGGAnGTnGTAACnAA^ 
TATTTAACATTGCATGTCTGTATCAAAACATCTAATGTACCCCATAAATATATACACCTACTATGTACCTACACAA^ 

>ncrc6774.seq 

ATTCTTCnAACCTAACAAGAANCAGGTCTGGGCTCTTCAGGTGAGCAGmGTGmGTACAGGATGAGGCAG 

TTCTGGTGATGGGCAGTCAAAAGAnCTGGGCCCGTTCCTCAAGTGGAAAAGAAGCTCAAGTGTACAGTTGAAGGTTGTGACCGGACAmGTAT^ 
CTCAAGACTCATCGAAATGACCGCTCCTTCATCTGTCCTGCAGAAGGnGTGGGAAAAGCnCTATGTGCTGCAGAGGCTGAAGGTGCACATGA^ 

>ncrc6776.seq 

GATCGCGCCACTGCACTGCAGCCTGGGCGACAGAGCAAGACTCCGTCTCANAAAAN v:'moouv5m 
>ncrc6777^eq 

AATATGATTGCTAAAAGTAGTCTnTACmTTTAGCTAGncnTrnTTATTTA 
>ncrc6778.seq 

ATATTCNGCTTmATATACTATAmCAnTATGAAGAAATTGAimCTm^ 

CTGACAGAGCCCTGGCmGACCTGCTCAGCCCTGTGTGnAATCCTCTAGTAGCCAAnAACTACTCTGGGGTGGCAGGTTCCAGAGAATGCAGTAGACCT^ 
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>ncrc6782.seq 

CGGTGGGCCTCCATCAGCMGCTCCAGTGCTACGTGTCCCTGGCATmAGGTGTCGGTTGGGTAGGCAGTCATGGATCAGGTMTGC^^ 

AAGGACTCCAnCGGCTGGTTAAAAGATGCACTAAACCTGATAGAAAAGAATTCCAGAAGATTGCCATGG^^^ 

ATTGATCCATAnCCTAnAATAACATCATTGTTGGTGGCTGAATACATTnGGAAGAGAGTm 

ATTTGCCTGTATGTTTTGTG 

>ncrc6783.seq 

GTAAnAAAGCTGTACAGNACTAACATAAGAATAGATATATAGATTAATGAAATAGAATTTANAGTC^^ 

CAAGACAAnCAAGTGAGAAACAATAGTCTCnCAAAAAATGGAGATAGGACAACTGGAAA™^^ 

AAGTGATCAATGACACAAATGCAACAGGTAAAACTATCAAATCCnAAAAGAAAACATATTCGTGAGCR 

>ncrc6784.seq 

CATCTCTATAAAAAATAAAAAAATOGCCAGCCATGGTGGCATGTGGGTATAGTCCGAGCTACTGAAGAAGGTGAGGCAAGAG 
CCCATGATTACACCACTGCACTCCAGCCTGGGTGACAGAGTGACACCCTGTCT 

>ncrc6787.seq 

ATAAGAGGGGGAnAGAATGGAGAAAGAGTAAnCACGCAGAGCCGGCmGCAGAATTTCCTGAAAAGATACAAAGGCCGTTCTGACCATTGG 
CATCGCAmGGAAATGGACAGACAACATGGAATATAACATGCTTGCTATCAGAGGAGGTGGAGAATGTGCCnCCTGAATGACAATGGAGTCAACAGTGG 
GAAAATGGATTTGTAGCAAGCCAAACAAnATGTCTACAGTTGCCAGTTATGTCCCCACTGGGATACTACCTAGTAGAGCTC^^ 
GTGGAATCATCAGCAGCTTCCACCATGCCCCTGGAAAAACTGCAAGTAACAGACCTGGACATGTATCCCCTAGATCTAAAATAAAAGnGGAAAA^ 

>ncrc6789.seq 

CTAGAAGGGAGGACnGAAATGTTCCTAAAACATAGACATGATAAATACATCAGGTAATAGGTACCCCCAAATAACCCTGACnGATCATO 
TAGCCCCTGTACCCCATAAATATGTAAGATATTATGTATCAATAAAAAGTACTCAGGGCTGGGCACGGTAGCTCAGACCTGTAATCCCAGCACmGGGAGG 
ACCTGAGGTCGGGAGnCGAGACCAGTCTGGCCAACATGGTGAAACCCTATCTCTACTAAAAATACAAAAAAATOTCTGGmGGTGGG^ 
AGGTTGAGGCAGGGGGAATTGCnGAACCAGGAANGTGGGA 

>pe6:;6790.seq 

AlffAAAAAGAAAnTTGCCTGCCr^ 
T^^AGTAAAGCTTTTCl MM lAATTTGCAG 

>a|H£794.seq 

AgimGTAGTAAAAGACTGGTTAATGATAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGT^ 

AGjrmAAAATCAGTACTTmAATGGAAACAACnGACCAAAAATnGTCACAGAAnnGAG^^^^ mm^ ■ im . i 

>^"crp6795.seq 

A^GGCTCGAGGCTGGAAGAGGATCCTGGGCGCCGCCAGGnCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGGCTGCTGCTCGTC^^ 
GSCAnCANGTCATAGCCTGCAGTGCTACAACTGTCCTAACCCAACTGCTGACTGCAAAACAGCCGTCAAnGTTCATCTGAT^ 
GI^TAAGAAGTGnNGGAAGTTTGAGCATTGCAATnCAACGACGTCAGAACCCGCTTGAGGGAAAATG^^ 
A^GAAAATGGTGGGACATCCTTATGAGAGAAAACAGnCTTCTGCTGGTGACTCCAmCTGGCAGCAGCCTGG^^^ 

>rj|t6796.seq 

A^JA^GTGGCnATGTTmCATAGTAAn 
C|gTmAATGTAATCnGATnT^^^ 

>rfa66798.seq 

GAGAGAGAATAGGTACTTGAATATAAAATATTAGTTCACCmNAAATCAATCCAGTGTGA^^ 

CCCTTTCmGATGnCAmGAACCATAGCGTTGTTGATATTCAGAGTATmGACCTACAAACATAAACAnn^^ 
GATGAGTACAGmCAATGCTAATAGCAAATATmACTOTmACTTTCCTGAGCACTTTACATG 

>ncrc6800.seq 

AGNATTCAATGCTATOCCAnAAACTACCAnGACAnCTTGACAGAATOGAAA^ 

AATCCAGAAATAAGACCACACACCTGCAACATCTGAGCTTTGACAAACCTGACAAAAACAAGCAATGGGGAAAAATTCCCTAmAG 
GCAAAATAnGAAACTGGACCCCnCmACAGCTTATACAAAAATTAAGTCAAGATGGAnAAAGACTTAAATGTAA^ 

>ncrc6801.seq 

TCCCAAAAAGCnATTGGTCATTmGGGAGTTTGCTCAGGTATGAACTCAGTCTTCCAAAAGTT 

>ncrc6803.seq 

CTCCTCTGTC MM GGAG 

>ncrc6804.seq 

AAGGGAAGCTCTATGTAAGGAGACmGAGCCAAACTGTTTAAGCTGTATCATCCCAACAAAGTATCCmCATGAACGGGGCATGCAATAGC™ 

ATAAACTGAGAGGTTATACAAAACTCAGmCACAAGGGAACAATCTATACCmCTAAAAGnAATAm 

C 
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>ncrc6805.seq 

nCTC™TACCCGGGCCTCAMCAGTCCnGACAGTGGCTGCAGTGGCCT(>WTGGGGGCAGGCMGAGCCTAAMTA(^^ 
> ncic681 0.seq 

CAAGTCACTGCCGAGCTTCTGAGTCTGCATTGACACTGCTACTGACTCACCTCTCCnCCCTGGAATAAGGCT^^^ 
>ncrc6811.seq 

>ncrc6813.seq 

U I AAbTATCAGG 
>ncrc6814.seq 

^1119^'^^^'f'A^C^CTCmAAmGGCATAAGACTAACAGATGAAGTCTCTCAm 
>a6|c6815.seq 

gWctcccaacatggcggcctcagcaaaaaagaagaataagaaggggaagactatctccctaacagactttctggctgangatgggggtactggtggaggaa 

AlCCNGTCNGCTGGGCTGATGATAACGGATGACCTGGAAGGAGATGnNCGACCACnGGCACANTNACGATGACGATGTGTA^^^^ 

^^^ctccacgggctgctcgggaacc 

Ai^CTTTCGAGGATTAAATATCAGTGCAGTGCGTTTACCACGTGAACCCAGCAATCCAGAGAGGnG v.o.«iu«iuMMOAi3/*Mi3fti,iUAAi iAAbt. 

>rte6817.seq 
^ffi^T^^TOACT^^^^^^ 

^^5LCCGACTTGC^^^ 

CrmCATCmGGNAAGmTCCCAGAAGCAGCCCAGAACAATCCAGGGGAAGGAAGTCACAGAAAC^^ 

>IM6818.seq 

>rfcr56819.seq 

AGATAACTATTAAAGGTOGTTAAGATGAAAGAmACTGTTTCTTTGTOCTCGnGGTACAGCTG 
>ncrc6823.seq 

>ncrc6825^ 

nGATGAACGnATATTGGTTrTTATOCAGAmAATCACAAATCAnTmATGAATGAnGAGTGAAAATAGTGTn^ 
>ncrc6827.seq 

*^^J^^^ir<^^^^^C^^G™CAACAGCACAAAGTGTCmCATTTTmGTTGGTmCT^ 
>ncrc6831^ 

>ncrc6832.seq 
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^GGCGTGGCTTCnCAGTGGACNAGCTGCMTGCAGTAnGACnGACAGAGCCTCTACTTCTGTCTCAA^ 

>ncrc6833.seq 
>nc(c6839^ 

>ncic6840.seq 

>ncrc6841.seq 

CCCGGGGACCNCGGCCCCNCCGGGCCGGGGCCCCNTGGNMCNTCCGCCNNNCNTGCCCNTGTmGACCCCCNTMGCTCNCTGmAGACGCGGTCCTm 
>ncrc6843.seq 

GgnAAAAGGTTO^CTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCCTTCT^^ 

>ig«844.seq 

AtecfcSMCCTra'^^^^^^'^^^'^^^^®^^^ 

>||p846.seq 

™^TGCCAM^^ 

T^CACTOTCTTCTGGAnAGAATGCCGGTTAAAnCCATATGCTCCAGGATCmGACTGAAAAAAAAAAGAAGAAGM 

>iM«6848.seq 

>ncrc6849.seq 

J^I^I^^^°^^'^™^'^^^^^^^^™CA<^STAATCGTATCAnGCATGTCCCTmGT^^ 
GTAATCCCAGTGCmGGGAGGCXJAAGGCGGGTAGATCAmAAGGTTAAGANmGGAGACCAGCCTGGCCAACATGGG^ 

>ncrc68S2^ 

TATTCATTTTrAAAATATrTGGGGAAGGNCTGAGCnGTGAAAAGAAAGTGGGTTQQTCTQANG .i.ioimm.«V31 wvw^,: it,blAI I lAAOAl I 

>ncrc6853.seq 

GAAnCATTTTnGGACCTTTmCAmCCAmCTACmGTATGCCTCAATTTGCTGGATTTAAGCACTGCTC^^^ 
>ncrc6856,seq 

^^?II^H™GTC^CATATGCGTGACCGTTAAGATATTATCAmAGGTGAAGGmCAACTCAAAACC^^ 
CGmAGAGTTGGGATATACATTTAAACATTnCCTGGnAAGGTTCCCAAGAGAGTGTAAAGGTmAGCAGAAAGCAA^ 

>ncrc6857.seq 

°^ATTTOG(^TGGCCTGTGCmCTCAATGAAAAATTTGCATCGAAGA 

CCTACTmATCCTCAmAAAACGATnCCAGnCAGGGCAGTAGTGACTCATCCGAAGAAAATGGAGATGACAGTTCAGAAGAGG^^ 
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>ncrc6859.seq 

MGAAAMTAMGMCV^GGCTGCAGMTATGCTAMCTmGGCCMGAGMTGMGGA^^ 
GCnCTACnCTAAGTCTGAATCCAGTCAGAAATAAGATTTTTTGAGTAACAAATAAATAAGGATCAGACTC^^^ 

>ncrc6860.seq 

TtmCTGTGTTGmAGGGCATCATGACAAGAAGAAAGTCTGTACATGTACAGTACAGATGCAAATTTTmC^ 
>ncrc6861.$eq 



SS'g'c^SLTaSSS^^ 

>ncrc6862.seq 

MGCAMCATCAMTAMmCTGGGATATTTMCTATAGGCTTCTTCCnCTTGTCACCAGTTAAM 
>ncrc6863.seq 

ATCGACAAGCAGTTTCTGnTTCTAAAGGACAAAATACAGAGTGTGTGTCACTnTTAATTAGAUCTTTCCCCTGCTGAGn^ 
TpGGAAAATGTAGAAGAAAGAACATTAnATTCmAAnCCTACAAGGTACTCGAAAACGTTAAGTGAA^ 

CgGAATATmATAATnTTGNAGGGAAAAATATGGATCTATTnTTCTTGACnCTmATAT^^^ lAbUbOAl I lAlbbAAAAAATAHAAGTAT 

>iSc6864.seq 

^^OACTOGTATGCAGnGATAAGAGGAATnGGTATAATOTGGTC^ 

>ifei6867.seq 

>ijifc6868.seq 

^^^^'^'^'^CC^QTCTGmCAAATAAATGAACTCAATCTAAATTAAAAAAGAAAGAAATnGAAAAAACTTTCTCmGC^^ 
C^CnCTGCACATCTACTTGCTTAAAnGTGGGCAAAAGAGAAAAAGAAGGATTGATCAGAGCATTGTGCAATACAG^^ 

>rj^870.seq 

ATGGAGTTAAAAGnGCAnAGCmCCTGGCAGCCATCAC^TmxmCACAnGTAmCaTCCAAACAAAAATCTTGGGT^ 
>ncrc6871.seq 

TAAACACGAGCCTGGGCAGAACCTCTCAGCCnCCTCTACGCCTTGGGGGGATGmCATCCAAAGTACAACCT^ 
>ncrc6872.seq 

AACnGAGTTGTAATATATmGGGGAATCAGCTCACTACAAATTGTGACTGTAAACATTGTACTGTAAATGTm 
>ncrc6873^ 

CTCACTCnATTCnAAATGTATGTATTTTTAmGTGGAGAAGCTGTACAAGGTAACTGTGTACATCATTC 

mCCTACACAAGAAGTACCAAAAAACTACTAAGGAATATGATGGATGAGCAACAAGCnCCTTGGATOTTTATCT^^ /vwm , u i « i . u 

>ncrc6874.seq 

^^JJ^^^TnGI^AGG^ 

CNAGAAGTGAAAACCAGGAACACCAATGCTATGTTATAACCTCAAACTTGTAATTAAACATCTGGGACCTGCCTGCmAATGAAGAGATAG^^ 
>ncrc6875.seq 



Figure 14A - Normal Cartilage cDNA Libnaiy EST Sequences - Page673 of 776 

^^?^;^^^^IAf<2ATGTATMGCATTCCMTMTMGGCCATGACTACGGGGG^^ 

TGCTTGACAACCAGGTTGGTTnAAGAACATG(^GAATGTGGGAGCATGnNCCGCTGTCCTTGGACAGAGCX;ATGCGGCTGGT(^ 
>ncrc6878.seq 

ATGGACACTCCACTGCACTAGCATATAmGA6AAAAT6ATTAAATCTCCCAT(>VTCTCnGCTGGAGTAGGAATAGTCACTGC^^^ 
>ncn;6881.seq 

^^■•[^^li^^TACT/W^^^^ 

GGSCGA6ACCCATTTCTA 
>ncnc6883.seq 

nCACTTAATCAGTAATTACTGGTnCTCTCTCTTGGCTAAnCTGnCCTAGGTAGTATTTTTAAAAAAAATAC 
>ncrc6888.seq 

^^CTACAGTGAAATACACAAAAAATGAAATTCATATAATGACnAAATGTATOTATGTOGAATTGACA^^ 

>a6889.seq 

IS^^CMGATGCMTGAACAGATGCAATGTC^^^^ 

CffTAATGCnATGACAAGGCAGCTCTGAATTGATCCCAAGCTGGAGCCTCTGAATGCTTTAAAGAGTT^ 

>|(p*890.seq 

TgBCTGGGGCTGACAGGTGAGCnGGTCTGGGCCTmAAGGCAGnGGAGTCTCTAQ^TTAnAGGCrrGCAnATmATCAGA 

>il*6895.seq 

TlgAGTGTATOTGTAAAAmGAAAGAAAATTCnAAAAAGCACTAAAAAGAAAGGGGATGCCAGAGTCTTGAAGAAAACAGT^ 

>iiS6896.seq 

GTTmATOCmAACTATTGTTATAAAAAGCCTGCCATTmAATATGTGGmGGGGGATTTnGmGTTrrTOT^ 

>ncrc6897.seq 

^TACGCCTCACACTCA^^ 

CCTCATTACTATTCTGCCTAGCAAACTCAAACTACGAACGCACTCACAGTCGCATCATAATCCTCTCTCAAGGACTTCAA^ 
>ncro6899.seq 

mATACWTATATGATAnCACTCAGTAATGTTAATAATGAACTGGCTAATAATTGACAAGATGCAGTGCCTGCCAGTTTATGACAnA^ 

AAAnACnCAGTCTCATATAAATATAGAATGGGTCCATAAACCCTTCAACTCAmCCATGGCAAAACTCACTmC^ 
>ncrc6900.seq 

ctSaatScmSottStaat 

>ncrc6905.seq 

CCCGTGGATGCCTCCTCGmTTmGTCCAAACGAAGCAGCCGTGGTAGTAGCTGTCTATGAncnGCTCAGCAM 
>ncrc6907^ 

GC^GAAC^GAAAACCACATACTGCATCnCCCATTGGAAAGTGGCAGCTAAACAnAAAnCGCATGAACCACAGATGCTGGA^^^ 
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>ncrc6908.seq 

MCATGGACGTTMTATCGCCCCACTCCGCGCCTGGGACGAmcnCCCGGGnCCGATCGCnTGCCCGGCCGGACTTCAGGGAa 
AACCTGCTCTATOCCAGACCAACTACCTGGNGGTGGCTGTCATGATGAmCCATTGTGGGGTnCTGAGTCCCTO 
CAGGGmGTGTGGGCAGCCCACAATAAAGACGTCCnCGCCGGATGAAGAAGCGCTACCCCACGACGTTCGnATGGTC^ 
AGGA 

>ncrc6912.seq 

CAGACATTTATCTACCnGTmCTATnATATTTTAAGCTTAAATATnATT^ 
>ncrc6913.seq 

CGTCTGCGAAATCTATGGCTGTAGCATTCGTGCTATCCCTGGGGGTTGCAGCmGTATAAGmCGTGTGGCTGATCAAAGAAAGM 
GTCATGAAAGAmTGAGGAGATGAGGAAGGCTGGTATCmCAGAGTGTAAAGTAATOTGGAATATAAAGAATTTCnCAGGnG^ 
CTGAACTATGACACATGAATATGTGGGCTAAGAAATAGnCCTCnGATAAATAAACAATTAGC 

>ncrc6915.seq 

AnGAGCAGTTAGCTCATnGAGATAAAGTCAATGCCAAACACTAGCTCTGTAnAATCCCCATCAmCTGGTAAAGCGTGAmGAAT^^ 
TTACTAATGTCAmTTTTGAAAAAATAAATTTAAAAATACATTCAAAAT 

>ncrc6920.seq 

GAGTGACGGTGGCGmCCnGGGGAAGAGTGAGGGTTCCAACTmCTGCTTATCTGGGAGGTGTTGGGCGCGGACAGTCGAGATGTCAGAGAAAM 
TCTGnAGAGGAAGACGACGAGmGAAGAGnCCCTGGCGAAGACTGGGCTGGCnAGATGAAGATGAAGATGCACATGTCTGGGAGGATAATTGGGATGATC^^ 

tgacttctctaatcagttacgagctgaactagagaaacatgg™taagatggagacttcatagcatccag^^ 

>ncrc6921.seq 

gatnagcaaaaaatatacagagi^tccctgatcttaagaaagggggacaaacaatgaacaataagcataagaaataagta^ 

aI^ggctcagcagagtaaaggggatcaggatoctatctgcagcaggatgagcaggtcctactactaaagtcagagatcagagta^ 

ti¥igaaatgtgtgaatccacamggtgamgagaaagtgaaattcaaato 

TplGTTAAAAATATGATTAT 

>|^924.seq 

Gjfl^mGGCATCTTGAAGTGAAAAGAAACGTCGTGGAAATGAGTGGGnGATCAGTGTGACTGACGTACACACGAGTGGAATCCACGGCCTG 

TfA5AGGC™TATnACGGTCGTGTGCTAGGGTGGAAGCTCCCTGAGGGCACTATnGGTGTGCGCAGGGCCCA^^ 

ASfeAAGCnCCTAAGTCAGTCTAAAnGTGCmAAGTTAnACGTAGTAGCCAATGGGCAGAAATTnTGA 

lIlV"; 

>Rpic6925.seq 

Gi^dmCGAGAGTGCGGTCTATTTGCCACACACTTCCCTGATGAAATGTCTGGATnGGACTAAAGAAAAAAGGAAAGGCTAGCAGT 

TGTATCTACTmGGGGGGGCCTmGGCCmGGGATGGTGTGTGCATCGTCGACCACCAAGTGCACTGTOGCCATGAAGnGCTGAC 

CpATGATCTACCCACAAACATAACAGTGTTGAACCnACCCATAATCAACTCAGAAGATOCCAGCCGCCAACnCACAAGGTATAGCCCAGCTM 

>ft.M:6927.seq 

CSS-CCAGGGAAATTCGGCCTTAAGGGCGGGGAACTGGGCTTGGTmCCAGTGCTGCTTTGGAA^ 

TIKmCATCTGCCAATAAAGnCATmCAATAATGTCCACCATTGCTGTGCCCAGAATAACCACAGGCAAACAT^ 

ATi^rGCACAAACAGATATGGACCATGTTGGAAACATGTGTmCCTAGTCCCATCCAGGCTTCCCACAAGAAAG^^^ 



TGCmTGCmAAAAAAGGAAAAAAAAAAAI^ACTAACCNCTGGAAGCTCTTGTCAAAmTAGmAATNGGCATO 

GAATTOTAGGGmANATTTCTGAAAGCAGCATGAATNTNTCACCTAACATCCTGNCAATAAAnCCATCCGTNGI 1 1 1 1 1 INGnGGTTGGTTTmCTnNCCTTTAAGTAANCTCTrT 
NTTCATCnATGGGGGANCAATTTTAAAA 

>ncrc6929.seq 

NATGTAAATATGTGACTAA CAAAAA AAAAATGANTGGGCCATAAATACTGAGGACCATAmGCGTGTTTCCAAAGTGAGGGGnC 

CACTACCGATGATGCTGGCTimGCTCCATTGCCTmCAAGTCTTCAACGTAAAANANCAATCGCAGnCG^^ 

ATGCTCAAGGATCCGACCAnCANAGTAAnATCATAAmACTTCnCCnGTTAAANACAnCCTTGCTGATTAG 

>ncrc6931.seq 

CGACGGAAGGAGGAGGATGGAGGCGGTGGTGTTCGTCTTCTGTCTCCTCGATTGTTGCGCGCTCATCTTCCTCTCGGTCTACTTCATAATTACATTGTCTG 

TTAATGCTAGATCATGTTGCTCAAAATTAAACAAGTGGGTAATTCCAGAAnGATTGGCCATACCAnGTCACTGTAmCTGCTCATGTCAn^ 

ACCTGnGCCACnGGAATATATATCGATACATTATGGTGCCGAGTGGTAACATGGGAGTGnNGATCCAACAGAAATAC 

>ncrc6932.seq 

GAGGTGGGGGNNAAGCNAANGNAGATGNAAATGNNCACANAACCAACATTGNGnTNCCTCCNAAGGNCCCAACAGGAACCTCTGAGCCCAANACCTTGCCTGAA^ 

CCGATTGCTTCATCCTATTTATGGACATGTANGTCTAGTTGCATTTTCAGTGNGGGGAGGGGGGANGGTGAATOTGGTNAGnTTAATGAT^^ 

AAAAAAAAGCCAGTTTGTGTCAAGGATGTAnTATGGGGnGTTC 

>ncrc6935.seq 

GCTCTTmCCGGCTGGAACCTGGAGGGTGTAGAAGAGAAGAAGAAGGAGGnCCTGCTGTGCCAGAAACCCTTAAGAAAAAGCGAAGGA^^ 
TGAGAAAGAAGTTTGCCCAAAAGATGCnCGAAAGGCAAGGAGGAAGCTTATCTATGAAAAAGCAAAGCACTATCACAAGGAATATAGGCAGATGU^ 
GAGGATGGCAAGAAAAGCTGGCAAGnCTATGTACCTGCAGAACCCAAATCGGCGTnGTCATCAGAATCAGAGGTATCAATGGAGTGAGCCCAAAGGnCGA^ 
CTTCGCCTTCGTCAAATCTTCAATGGAACCnTGTGAAGCTCAACAAGGCTTCGATTAACATGGTGAGGATTGTAGAGCGATATATTG 



>ncrc6936.seq 
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GATATCTGMGAAMTGAMCMCATGCTACATGGGAAMTGGAGnCTCCACCTCAGTGTGMGGCCnCC^^ 

CAGACAGTTATCAGTATGGAGAAGAAGnACGTACAAATGTmGAAGGnnGGAAnGATGGGCCTGCAATTGCA^ 

AAAACAGAnGTCTCAGmACCTAGCTTOAAAATGCCATACCCATGGGAGAGAAGAAGGATGTGTATAAGGCGGG 

>ncrc6937.seq 

ATATGGGGCnAAAACCTAGNATAATGGGnGATAGGTGCAACAAACGACCATGGCACACATCTAGTOTGTAAG^^ 
>ncrc6939.seq 

GTACATATTCAGGAACTGGAGTAATGTGATTCCAATGAGCCTGTGTTGAAGGAACTCCTAGGGGATTA^ 
GnGTAGnCGAGGCTGTAGTCAGCTATGATTGCACCACTGCACTCTAGCCTGGATAATAGAGCAAGACTTTGTCT 

>ncrc6941.seq 

ATCCCCGAAATnCTATGTATTATATTTTnOGGGAAGTGAGGTGTGCCCAGmmAATCTAACAACTACTTn^ 
CATmACTGTCTmAGGmACAmACCACGTTTCTCTTCTCTGCTCCCCnGCCCACTGGGGAGTCCTCTTTGGGTCC^ 

GGTGATCATGCTGCAAGnCmCTGGACCTCTGGCAAAGGGAGTGGTGAGTGAAGGCCATCGnACCnGGGATCTGCCAGGCTGGGGTGTnTCGGTAT^^^ 
CCACTGTAATCCGAATACrrTGCCAGTGCACTAATCTCTTTGGAGATAAAATTCAnAGTG 

>ncrc6944.seq 

CAmCAmCAGGGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGAGACACGATGnGTCAAGGATGGT^ 
GGTGGGAG 

>ncrc6945.seq 

NAnCTAGGnCCTCCTGTGGGCACATGCTAGTGCTGCAGAGCAnGCCCGAGTGAGGGGCAGGGCTrcnCATACCCGAGCTACCTATCCTGTGAGTGCTTGTCAACCT^^ 
ACAnAAAACATCATGTGTAGACTCAGACnAGAAGTGAGGAnAGAnGGATTAG 

>ncrc6947.seq 

ckfTGGGTGAAAGnGCAGGGCTCAATCCAGGACCAGAGTCTOnGGCCAGGCAGGGGCTCGCAGAGAGCmGAGTAACncnGGTTGTGCAGTCTGCAGGG 
T^nCCTCCCTTGGAGGGTCGTTGATGTGGTGAGGGGATCACnCAGCTGGCTGCTGTGGAGAAAGAAGATGAAATOGAGGATCAGGAGTGCTATTGTO 
GJSTCCAAGCGGGACCGCmGGAGAGAGCAGAGGGATATGGCGGCnGAGGTGAAAATGCAmGnGGAGCnANGnGAAnAl^ 
AMGATAGTGAAGCTAT 

>Piei£6948.seq 

C^43AAGGCAGAGTATTGGGGTGATGCGGCAGAAGCCAAGGAGCACTGGATTGCCAGCAAACCAGCAGGAGGTGGGAGAGAGGCATGGAACAGATTCn^ 

GlS^CCAACCCTACAGACACCnGGTCnGGAGTTGTAGCGTCCAGAACTGTGAGACAATACAmCTGnAnTA^ 

T&ACAGACnAAGACAGACAATGGTGAGATCATGAAGCTAAGnAAGAGTCAGACCCATAATTCTAnAGTTTAAAAACCA^^^^ 

Tf^CAGATAGAC 

>nfcrc6949.seq 

AlgrrAAAGAAATTAAGGGTmATATAATAGACAGGCCCCACCTCTCAAAATAT^ 
A#^GAATAAATCATCAAnAnAG 

>IIJ:6953.seq 

GjrmTCCCAGCACnCAGGAGGCTGAGATGGGTGGATCACGTGAGGTCAGGAGnCAAGACCAGCCTGGCCAACATGTGG^^ 

G®ATGGTGGTGGGCACCTGTAATCCCAGCTACTTCAGGAGGCTGAG6CAGGAGAATOCTTGAACCCAGGAGGCGGACGTTGCAGTGAGCCGAGCnGTC^ 
C|fGGCGACAAGAGCAAAACTCnC 

>ncrc6954.seq 

CACACCACAGTATGAGTAAAGGAACCTAATGGAATGTTmAGmAAAAGAAATTATCTGAnGTGGTAAGTGTO^ 
AAACCTCTTCAAAAAGCACAmAAAGTATATTCTCTGTTGCATGTmAGAATATGGTAACTTCTCATGAAA 

>ncrc6955.seq 

AGGGAAAAAAATCCTCATTCCCCTGCCTTCnATAATCTmACCAAAAAACACATTTCACmcmACACAGCTTGC^^ 
TAACTCTOGTGACTmACTmGATGAAAACCTTGGTAAGAGATmAATOGGTACTAGG 

CAAGGGGGCATGGCmCCACATGTCCCAGGTCmTGTAATACACAATGATCCAATGTAGGTAAATTGAACAGTTTTCCAAAGTC 
AACCTAATATCTGAGCTGCCTAAmGGACCAAATGmAAATTnGAAGATATCmATTrTG 

>ncrc6959.seq 

AAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACTTO 

ACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGGAAAATAGTGGGAAGAmATAGGTAGAGGCGAGAAACCTACCGAGCCTGGTGATAGC^ 

AGATAGAATCnAGTTCAACTTTAAAmGCCCAGAGAACCCTCTAAATCGCCnGTAAAmAACTGTTAGTCCAAAGAGGAACAGCTCmG 

GAGTAAAAAATTTAACACCGATAGTAGGCGTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCAAGACCCACTACCTAAAAAAT 

>ncrc6961 .seq 

GAGACCTGACCGTNGATGGTAGnGAGGGTGACnTTCCTGCTGCCTGGCGCnATAATTnACTCACTCACTCTGATnATGTmGATCAAAmGAAC 

GGTAGTGTGATGGGGTGATCAAAnATTAATCTGAAAATAGCAACCGAGAATGTAAAAAAGAAAAAAGTGGGGGGAAAAAGACGAGGTGT^ 

TTTAAGGAAGGTTTA 



>ncrc6964.seq 

ATATCmTACATnAGTACAGGTACCATAACCAAGAGATnCnAGnnGATGGATTAAGAGAGAGCATTCTGCTGTATATTATGGCAGGTACAGATATGAT^^ 

TTGGAnATAGAAGTGCACTTCCTAGCTGTTTTTTATTOGGTATAGGAACACACAATGAGAACCmTGmAGAATGTAGCAGTAACAA 

GGmGAGCATGTGGCACTATCGTmGnGGGGGGAGCAGGGTATAAAAATATACATACAGGAGAnAGTnAATAGTAAAGT^ 



>ncrc6965.seq 
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TCTCTCTAGNAMTGATGATGGGnGTGGGTmATAmGATTTGnGGCTmATGTTGTGTCCCnm 
CTGGCCmATCnGAAGGCTCTGGTGAATAAGTGAAGGATGATGAAAAGAAAGGGACATGATOTAmATGAAnCATC 
AAGTACTTCAGCGTCCAGTTGnAGGCCTAAnAAAnGimCTCCATnACTGCTGCCTAACTC^^^ 
CCCTCTGAAACATGTGTTGA 

>ncrc6966.seq 

AGCCTNAAATTGGACATTGTCAnGAmCNNAGAAGGTATGAACTAGCAGTCmCAGCCTAATTCTTCT^^ 
TCAGATGATGTAAGTCAAAACAAAACmACAAAGCCAAGCGTATOTCTTTTGCAnAACCTATT^^ 
TGCAnAAAAATTAAAAGGTGGCAGCTCAGGGTGAGCTCTTCTGTTGCTCAmGTTCCTAAATTmAA 
CCCATTTCAnAAAGTTGATGGGTCGTGTGATGAGATGCATrTAAGGCCGATAGTG 

>ncrc6970.seq 

TCGGCNCnTCTGGCCGGGATAmGTTGGCCCmGTATGTCTACATnGAGAAATATCTATTCATGTCTmGCTCAT^ 

ATTTTGGATAnAACnCTTATCAGATATAAAATnGTAAATATTTTCTCnGnCTATAGGnGTCTCnC^ 

TCCCAmGTnATTmCTmGnGCCTGTGTTTTTGGAGTCATATCCAAA^ 

GTTTTACATn 

>ncrc6972.seq 

AACCACTGCACGACCTGCTGGCTCTCCCAAAAGCAGGATCATCTCTCCTCGGTAGTGCCTGGGCATCCTGGAACTTATGCAAAGAAAGTCCAACATGGTGCT^ 

ACTTGnACnGGGGnACTmmATTTTGTGATATATmGnATTCCnGTGACATACnTCTOCATGnTCCATT^ 

ATGGTGTTCTACCCTCACAAAATGTACATATTCTGCTGTCTAnGGGAAAGnCGTGGTACACATT^ 

>ncrc6974.seq 

ATCGATGGCAGGTGAACGAATTGTACGTGGGCAGACCGCAGAANAGTTTGGCTGTGCATAATATAACAGmGTGAACAAAAAATCTCAGA^ 

CCCTCAGmGCTGGAAACGCTCCTATGACTTGGAAATGGATAGTGGGTCCCATGTTTCTGTATCTCTGTGAGAGGTTGGTGCGGT^ 

AAgGTGGTCACTCAGCCTTTCAAAACGATGGAGCTACAGATGAAGAAGAAGGGGnCAAAATGGAAGTGGGACAATACA^ 

>lT3c6976.seq 

GTITCACTCCAGCGTGGGCAAAAAGAGTGAAAGTCCGTGTCAGAAAAAAAAAAGAAAAAAAAAGTGATNCNTGC^^^ 
QtAAAATGTAAAAGGCGCCAAAGCNCTCAGTAAnAAGTGATAAATAATAA 

>l|ic6977.seq 

TNNAGTCGGGCCAGACCCAGGACTCTCCGACTTTACATCTTTAAATGGATGAGATGGCTACCACTCAGATnCCAAAGATGAGCTTGATGA^ 
C4|CAGCAACGGAnCATTTGTGACTATGAACnCATGAGCTCTTCAAGGAAGCTAATATGCCAT 

>idc6979.seq 

GipTCAGGGnCGATTCCGGAAAAGGGANCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGC^ 
>Qc6981.seq 

ABIGACCTCAGTGTNGCAmGGGTTTTGGTTmGmCTTnGGGTAmCT^^ 
Tti^TTAAAAGAGCATCCGGTTnGGTATGGGGATGATCCAGGATOTGTTGTGACTO^ 

it £-s • 

>lib6982.seq 

G^aSCTGGGGGTGGGGGAAGATGGGCAGCCGATAAAAGAAGTGAGACCAAGGCAGAAAATGTGTCCAGAAGACAGCCACAGCCTCA^^ 
GgQAAATTCAAACTCCTAAAACTAATGGATAACnGCAGGAGATTGGGGTGGGAGAGGGTACAAAGTCACCACCGAGG^^^ 
TiMSTGTAGTATCAGAAAGGAGAAGGAGTGGTATGGAGTGAGCAAGGAATTGGAATACTGGTATCTGTGAGCACATG^ 
GTGGGCACAGATGTGAATAAGACAAGTGCTGGGTGACTmACTnCTGTGCTCCCATCnCCAAACCAGTCCTCTAT 

>ncrc6984.seq 

GAGCGGCGGCTGGGAGAGCGGTCGGCGGGGTTTCnCGnGCAnGCCTGAGAGGAGCGGAGTCTGCCAGGTGGTGTCCATCATGTTCTCTnCAA 
CAGGGTCTTCCAAAACCGCTOTCCACACAGTACCGCTGCTTCTCTGTGTCCATGCTAGCAGGGCCTAATGACAGGTCANGATGTGGAGAAAG 
GGCCCTGGACCAACTCAGCGGACnAACAmCCTATCCCATGCTGTTCAAACTGACCAATAAGAATTCGGACCGCATGAGGCATTGTGGCGTGCTGGAGm 
ATCTGCTACCTCCCACACTGGATGATGCAGAACTTACTCTTGGAAGAAGGCGGCCTGGTCCAGGTGGAGA 

>ncrc6985.seq 

GAGCAGCAGAAGAGGGAGAAAGCAGCATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAmAATCTnACAACTCTCnGCAAGGnCCCTGGnGTC 
ATACATGAGATAAATCATGAAGGCGACTATCATCCTCCTTCTGCnGCACAAGTnCGTGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACm^ 
GGATAGGCCCAGAAGnCCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGCCCCnCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGnCTGAm 
AAGTGCCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAA 

>ncrc6986.seq 

GTTGTTAATmAGCGTCmCCTTmACCCAAAGAAAAATTANAAAGAGAATOGCATCNTAnCTCACTCATGTT^ 

AAGnGACTnCATTTGATGCTGTATGTAAAGACmTTNTCAGTAGTCAmCCAAATnAATTCCAGCCTCnAATATCCnCCACTGAGAAGATGA^ 

CCTACnAAAAATGTCCAAGGGAAAATCnCCTAAAAGGCAAATGTCAACTGATAAGCCTCAAAAAAATAAGAGAAAAAATCTA^^ 

GCGTTCTTACCATTGATAGGnCTCTCTGGTG 

>ncrc6988.seq 

CGTGAGGTCTCTGCTGCTTGGAACCGCTTCTAGAGCAGNCTCTGCTTTTGCCnGCTTGCTGCCAGCTAGACTGTGACGACAGCACATCCAGCCTCCACCTCTAG 
AnTCTACnATAATCAAGAGAAAAGCTGTAAGTATCTGGCAnGCCCTAGGCTGCTTTAGT 

>ncrc6991 .seq 

CAGmGAATCGCGGTGCGACGAAGGAGTATGTGGTGGGATCTGACCGTGGGTCCGAmGCCTmCTCTGCCnGCnGCnGAGCnCAGCGGAATTCGAAATGGCTGG 
AGGCTGGAAAGGACTCCGGAAAGGCGAAGACAAAGGCGGmCCCGCTCGGAGAGAGCCGGCTTGCAGTTGCCAGTGGGCCGTATTCATCGACACCTAAAATCTAGGACGACCAGT 
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CATGGACGTGTGGGCGCGACTGCCGCTGTGTACAGCGCAGCCATCCTGGAGTACCTCACCGCAGAGGTACTTGMCTG^ 
ACCCCTCGTCACTTGCAACnGCTATTCGTGGAGATGAAGA 



>ncrc6992.seq 

GCTGCTGCATAATGTGTAAATGGATAATGCTCAAAGAGACAAATOCCnnAATAATAGAnGACAG 

GTGCCTCAATGTATGAAACCTCACCTAAACCAGGAAGCCTAATGACGATGCGCCCTnCCTCnAACTGmG 

CTGTGCTGGCATGGAGTCACCCTTAGAAAATGGAGAGAGATATGnAGGTGAAAGGGTCAAAGTOGAAAGAAGAGGGGAAG 

>ncrc6993.seq 

TAGTGTCnmAmCTACTGTCAAATGATGTNCAAAACCimACTGGnGCATGGCNAATCAGCCAAGT^^ 

TGGATGmCTCTCnGCACCAAATTATCTTGATACATTCAAATnGTCTGGHAAAAAATAGGTGGTAGATATTGAGGCCAAGAATA^^ 

AAGTATTTTTAGAATAAGAAmGCATACTTACCTAGTGAAACTTnCTAGGAmTTmCACTC^ 

>ncrc6994.seq 

CAAATCmCAGGGCAGAGTCCGAGCAGCGCnGGTGACAGCCTGTCCTCTCCTGCTCTCCAAAGGCCCTGCTCCCTGTCCTCTCTCACTTTACAGCTO^ 
CnCTCCTAAACAGACAGmAATTATAGnGCGGCCTGGCCCCATCCTCACnCCTCTTmATnCACTGCTGCTAAAAnGTGTT^ 
GCAAAGTTGGAGCGAGTGCCAAGCTCTCCATCTGTGGTCCmCTGCCAAGAGCGAGTCATAGTAACCAGGATGGGAGAGCAGCTGCCm 
TGAnGTCACAGAGGAGGGAG 

>ncrc6995.seq 

GATnGGCANTCTCTAGAAGnNGTACATGAGACTCCAAGNATGGCNTAnGTCCGTCTnCTATCTCCCTACCTACCTAmATCCATC^^^ 

CnCGTCTCGTCTCCGCACCCCCAACACAAATATGACAGAAATGAATAGAnCAGATTATATACATACAGATTCAGmCATCTG 

TAAGTGCTCCAATmCTTmCTlTmCTTmCGAGGCTAGOT^ 

GTTGT 

>ncrc6996.seq 

#i7ATAAAGGAnTGAGAGCCCGTCTGACATTAGCAGTGCWG™GTGCAATGGCATGAAAAGGCACnGGTGCTG 

/@TGTGTAGTCTGGCAGGAAGTGGATTATCTGCCTCGGGAGTGGGAAnGCTGGTACAAAGACCAAAACAACCAAATGCCACCGCTGCCCTGTGGGTA^ 
TfgCCTTCTTGCTTmCATATCTGTAAAGAAAAAAATOCATATCAGnGTCCmM 

>tec6997.seq 

/IllGCANTGACTGTGCTCACCAGTAAAAGACAACCmcmCTGAAATAGTCAAATACGAAAnAGAAM 
CWGAGTCCCAGAAGATGAAAAAAATmATACGTTGATAAAACnATAAAmCAnGATrAATCTCCTGGA^ 
TffiWVGCCACAAnATmAATATTGGATATCAACTGCTTGTAAAGGTGCT^ 
T^leTAATGTAGmCACTmAAACTCTAGATCAGAAnGnGACnGCAnCAGAACATAAATGGAC 

m 

>hcrc7000.seq 

AMlACTCAACmGTGAACCCGTGANAATTTmGACCGTTCCAAGT^^ 

AyGCCAACACCAAACCTTTCCTOCCAGCTCTGGTCTATAnGCTCCCATGCAmAATATAnATm 
/ffGGGTmGGTmGTmCTGmACTnGTGTGCAACTACCTGCTTn 

>hfefc7002.seq 

TiiANCAGAGCCTGnCTGTAATCGATAANCCCCGATCAACCTCAGCACGTCTTGCTCAGCCTATATACCG 

Q^gGTAAAGACGTOGGTCAAGGTGTAGCCCATGAGGTGGCAAGAAATGGGCTACATmCTACCCCAGAAAACTACGAU^ 

A||tAAACTGAGAGTAGAGTGCTTAGnGAACAGGGCCCTGAAGGGCGTACACACCGCCCGTCACCCTCCTCAAGTAT^^ 

>ncrc7003.seq 

GACTGCAATGGCTGCTGCTAAGGCACCTACAAAGGCAGCACCTAAGCAAAAGAnGTGAAGCTGTGAAAGmCANCTCCCCGAGTTGGTC 

>ncrc7005.seq 

GCATmAATTCATGTTGGTCAAAGTCGAATOCTATCTATnATCnATATCGTAGATCTGATAACCCTATCTAAAAGAAA^ 
TGCAT 

>ncrc7006.seq 

GTATAGATCTGTATGTACAGGTATACACATATAGATATCTGTATGTATAGGCGAACACATATACATATCTCTATGTGTATATACACATCTGTGTAAGATGW 
ATACAATATATCTGAGTGAGATGTATATATATCACATATACACACATATACACATGTATATGTGACACACATACAGATGTGTATATATATCTGTATGTGTATM 
TATGTAGATATATACATATATACGCATATATCTGTATGTGCGTATATATACATGTGGGTGAGATGAnCTTGACCnTTTnGTGTGT^^ 
ATGACTCCAACTC™CAAAGAAAGTATCmGAATACACTTTCAGTATTATCAnGTATAGA 

>ncrc7007.seq 

AmGGCAAACTGGAAATAACCAAATGGGAGnCTAGAACTGAAAAGTACAATATCTGAAGTTGAAATGTCATCAAATCAGAnAAGAGCAGAT^ 
AAACnCAAAACAGATTATTAGAAATCAnGAAAnGAAGCAGAGGAAAGAAAGAGATGAAGTGATTAATAAnC^^^ 

>ncrc7008.seq 

CTCAAACAATGGATGACACAAAACTATGAGGGTGACAAAATGGTGACAGGTAGCTGGGACCTAGGCTATCnACCATGAAGGTTGTTTTGCTTATTGT^^^ 
TATmGTACAATAGAGGACTGTAACTACTATmNGTTGTACAGAnGAAATTTAGTTGmCAnGGCTGTCTGAGGAGGTGTGGACT^ 
TGACAAAAACCACACCTAAAGAAATTTTAAGAAmGGCACAGnACTCACTnGTGTAATCTGAAATCTAGCTGCTGAATAG^ 
AGCTGGnGAATACTTTGAAAAATGCTCAGTTCTAACTAATGAAATGGATTTCCCA 

>ncrc7009.seq 

AGCTTCATmGAmCCCAGTTAATGATCATTCTCTCCCAnAAACTATGAACTCCCTGTGATTAAGGACTGTGTTmnCACCACTGAATO^ 

CATAGTATATTGAATGCTTGAGACACnAAAGAAAATCCAGAATGGAnCAGAGTCAGAGACCATGATGGAAACCACAmCTGCCAAA 

ACTCTGTCTGTATCTGA 
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>ncrc7010.seq 

MTCTATCACCCTATAGMGMCTMTGnAGTATMGTMCATGAAMCAnCTCCTCCGCATMGCCTGCGT^^ 
AACCAACAAGTCA™nACCCCCACTGTCAACCCAACACAGGCATGCTCATAAGGAAAGGTTAAAAAAAGTAAAAGGAACT^^ 
CCTCTAGCATCACCAGTATOGAGGCACCGCCTGCCCAGTGACACATGmAACGGCCGCGGTACCCTAACCGTGC^^ 
GAATGGCTCCACGAGGGTTCAGCTGTCTCTOCTmAACCAGTGAAATTGACCTGCCCGTGAAGAGGCG 

>ncrc7012.seq 

ACTNCCGGNTCTCTGTNGTACGCGAGCGNANGACCAAGCAGGGTGnCAGACTGCTAGAGCCGAGCGAAGCGATGCCTAANTCA^^ 

GAnCTGACAGTGAGGnGACAAAAAGTTANAGAGGAAAAAGCAAGnGCTCCAGAAAAACCTGTAAAGAAACAAA^ 

GCAGCAGCNGCAGAGATGATAACATGmCAGAnGGGAAAATGAGGTACGnAGTGnCGCGATmAAAGGCNA^ 

>ncrc7016.seq 

AGTCnGCAGCTGCTGAGGATGTTGGCAAAGGATGAACTGATGACCATACTTGAGAAATGnTCAAGGTnnAAGTCTTGTTGTGA^ 

AGGAGnCCTGGCCCAGmCAGAGCCTCGATGCAGAAACCAAAGAGGAAGAAGATGCTTCTGGGTCACAGCCAAAGGGGCnCAGAAGACAGACCTCTA^ 

ATTGGAAATGAAGGAGTTAAGAAGAAGTAAGAAGCAAACCAAAmGAAGTACTCAGAGAAAATGnGTGAGCTTCATTGACTGTCTAGTGAG 

AGCCTCTGCATGAGGTGGTGTACnCAGTGCTGCCCATGCCCnCGTGAGCATTTAAATGCTGCTCCGCGAAnGCCGTCCATACTGCACTCAACAATCC 

GA 

>ncrc7023.seq 

CACCCAGGGAAAnCGGCCTTATGGCCGGCTTTAGGATTGTGATGGTrCGTTCTGmACATCAGnTTAACGAGAGGTATGCCTGTAC 

CAATCGACTGGGmATGTCCCnCACATAGTTnTAAGGTOmATnAAATGTCTAATGTATm 

GnTTAAAAAAATAAAACATrrTAAATGGNCAGAGA 

>ncrc7024.seq 

GTGTGTGTATGCATGCTTGTGGATTGGAAAAACmGGAGACTGATTACTTnCATOTATATGTGTCACAGTGAAACAGCTm 
AAGGTCGTGACTGmAAATAGAGGGGCAAGGTGGAACCnnGAAAGATGAGCTnTGAATATAAGnGTCTGCT^^ 
MrATATAAAGGTTmGATTCGTACTAAGCmAAGATnAAAAAATGTTCAATGnGAAAmC^^ 
TfSnCAGTAAGnTGTCTTTCTTGTCTrCTGGATAGATTGATTTTAAGAGACT 

>Mc7027.seq 

dMAAACNNAATAAAGTAGGTATGCGGTGAAAGTGNGTGGTCTAATTGAAnCAAAACGTNCnAATGGGTGCG 
(M^TmCAGGmGGGTGAGTATCAGCAGGAAAATAACTTGmCCnGGCCTTAmTATAGTCTAGTCTCGTGAGACM 

C^dGAAAACCTGGGACAGCATAGTAnCATTCTCTGCTACAAGTTCCAGGAGGAGACCACTCCATGACTCTGGAGCGCnGATCCCnGCAAGCAAAAAA^ 

TgClmGCGTTCTTCTGTATATGCACCATCCCCAAAnCAGATGAmCAACCGTGAATCTCGTAGTTATCCATCTCCT^ 

(MGGGACCCA 

>ncrc7028.seq 

AiSATTCNGGCAAGTCCACCACTACTGGCCATNTGATCTATAAATGCGGTGGCATCGACAAAAGAACCAnGAAAAAmGAGAAGGAGGCTGCTGAGAT 
rlJGCCTGGGTCTTGGATAAACTGAAAGCTGAGCGTGAACGTGGTATCACCAnGATATCTCCTTGTGGAAAmGAGACCAGCA^ 
G)^^AGACmATCAAAAACATGAnACAGGGACATCTCAGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGTTGGTGAAm 
(||(SCATGCCCnCTGGCTTACACACTGGGTGTGAAACAACTAATTGTCGGTGnAACAAAATG 

ly 

■^F^^7029.S6q 

li^TCATTAGTGCCTCATGACTGTGmGATGTCCTTTAnGATACAAAGTGAGCCTGT^ 
T^GTGGGmTGGAGGAATATACCTGAATmAnCAATAACAGmCTGGACAGGAAGAAAAATACAGnACATAm 

>ncrc7035.seq 

CnNTmCATAAAAANANCACAGTTmGTATGTATNmATAAmAmAm 

CTGAAATGCTGAAATGTNTNCTATGTCCATGCATTGTTTTncmAGCATGTT^ 

TAGTOTGTGTATTTTATTTTACTTATTAGTNT 

>ncrc7038.seq 

AAGCACNTTmGGGGATCATAGNAAGGTTGGGGTTCCAGAAAGGCATCTGTGTGATGGTTCCATTGATGTGGGAm 
TGAAATATG 

>ncrc7 039.seq 

GCnCTTmCTTCGCGAGGCGGCCGAGCTGACGCAAACATGCAGATCmGTGAAGACCCTCACTGGCAAAAGCATCACCCnGAGGTCG 

AAGCCAAAATTCAAGACAAGGAGGGTATCCCACCTGACCAGCAGCGTCTGATATTTGCCGGCAAACAGCTGGAGGATGGCCGCACTCTCTCAGAGTACAACATCCAGAAAGA 

CCCTGCACCTGGTGnGCGCCTGCGAGGTGGCATrAnGAGGCTTCTCTCCGCCAGGTTGCCCAGAAATACAACTGCGAGAAGATGATCTGCCGCAAGTGCTATGGTCGCCTT 

CTCGTGCTGTCAACTGCGGCAAGAAGAAGTGTGGTGACACCAACAACCTGCGT 

>ncrc7040.seq 

aaggaatggcatagtgaaggccctgaatgtggaaccaggtggcacaggcctcagctgcagcctggcacccaatatcatctcacagctctgaggccctgggccaga™cttcctcca 

CCCCTCCGTATCTCACCTGCCCAGCCCTGTGCTGGGGCCCTGCAAnGGAATGnGGCCAGATnCTGCAATAAACACnGTGGTrTGCG 

>ncrc7041 .seq 

CATGCAGTTTCCTnCCAAAAAAATACTACTGNTCTGGGCACGGTGGCTCACACCTGTAATCCCGGCACTCTGGGAGGCCAAGGCAGGAGGATAGGnGTGGGCAGCAGTO 

CAGCCTGGTCTGCAAAGCAAGACCTCATCmACAAAAAAAmAAAAAnAGGTACGATGGCGTGCACmAGTCTCAGCTACTCCAGAGGnGAGGTGGGAGGAra 

GGGAGTTCAGAGGCTGCAGTGAGCTATGAGCATGCCACTGCACTCCAGCCCAGGTGCCACAGTGAGACTTTGTCTTTTAAAAAAATGAC 

>ncrc7043.seq 

AACATACAGTTGAGTGGGAGTAAACAAAAAGATAAACATGCGTGTTAATGGCTGTTCGAGAGAAATCGGAATAAAAGCCTAAACAGGAACAACTTCATCA 
ATAGATGGTGATGGCAAAGGmAGAACACAnATnTCAAAGACTAAATCTAAAACCCAGAGTAAACATCAATGCTCAGAGnAGCATAAm^ 
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>ncrc7044.seq 

AGGCAGNGAACAGMTCTCTCCTAGGACCCTNAMGGMGTGTGGCTGTGCCTGCAGCTCGGTm 
ATTCAGmGTGGTAGTnATTATAGCAGTGGTATGGmGGCTGTGTGCCCGCCCAAATCTCATCnGAAn 
ATAAnGAATCCTGGGTGCAGTnCCCCTGTACTGnCTCATGGTAGTGAATAAGCCTCACCAGATCTGATGGTT^ 
CCTGCGGCCGCGTAAGACGTGCCmCACmCCACCATGATTGTGAGGCCTCCCCAGCCACGTGGAGCTGTGAGTC^^^ 

>ncrc7045.seq 

GAmGAACTTGGCCTTAGCCGGGmGCAATAAGAGTGGATGnCCCTCTAGAAAAGCCAGGGCTAnCTT^^ 
CTAACTGGGCAGGCTTT 

>ncrc7049.seq 

GAGTTGAGAGAACGGAGCGGACGCCATGGCGACCAACATCGAGCAGATTTTTAGGTCmCGTGGTCAGTAAATTCCGGGAAATTCAACAGGA 
CCAGCTGAATGGTGAAACAAATACACCCATTGAAGGAAACCAGGCGGGTGATGCAGCCTGCCTCTGCCAGGAGTCTACCAAATGAAGAM^ 
CTGGGGTCnAGATACAGAACTACGATATAAGCCAGACnGAAAGAGGGCTCGAGAAAAAGTAGATGCGTATGTGTAGAAACAGATCCTACTGATGAAA 
AAGCATAAAAAGCACAAAAACAAAAAGAAGA 

>ncrc7050.seq 

ACACTCACnmNGAGTACTCAACAGTCTNTGCAATGGAGTGTGGGTCCACCTTAGCCTCTGACnCCTAATGTAGGAGGTGGTGAGCAGGCAATCTCCTGGGCCnm 
GACTCATGCTCAGCCAGCGGCCATGnGTGATACAGGGGTGmGnGGATGGGmAAAAATAACTAGAAAAACTCAGGGCCATGCAmTGTCAGAT^^^ 
mCGATAGmCGGGTCAGGTAAAAATGGCCTCCTGGCGTAAGCTTTTCAAGGTTTmGGAGGGTnTTGTAA^ 
AAGAGCCAAmAACAAACTAGGAAGATGAAAAGGGAAATTGTGGCCAAAACmGGGAAAAGGAGGncnAAM 

>ncrc7051.seq 

GGAACAAGGAAGAAGGGGTOTGTGAGGAGGGnACnGTCTAAGACACCCnCTGCATAGTmGGCTTTGGGGAGCCTGnAATGTCCTACATAnCAAAA^ 

GATGGGGCCAGACTTGGTGGCTAATGCCTGTGATCTCAGCACnCGGGAGACCGAGGTGGGAGGATCAmGAGCTGAGGACCAAATGATCGTGCCGCCTAAGACCAGTCTGAGCTA 

C^GGTGAGACCCCCATCCCTATTTmTAAGTTATAmAATATAAGTATATATATAATAGGGATAGGGGAAACCCTAAAAC^ 

>Sc7052.seq 

TSGGTNGmACGCCTGTAATCCCAACACmGGGAGGCTGAGGCGGGCGGATCACCTGAGGTCAGGAGnCAAAACCAGCAGGGCCGGGATGGCGGGACCCCATCTCTACTGAA 
TaACAAAAATTGGCCAGGCATGGTGGTGGGCGCCTGTGGTCCCGGCTACTCGGGAGGCTGAGGCAGGAGAGTCGCnGAGCCTGGGATGTGGAGGTO 
TilCGCTGCACTCCAGCCTGAGCAATAGAGCAAGACTCCATCACAAAAGAAAACAAAACAAAACAAAACAAAAACAATAnGAAA^ 
TlJAAACAGmAAATGAGnCACCATAAACAACTTGGTAGTAATAGCTCTGAAnTG^^ 

>JK3c7055.seq 

dMTCATCTAAGACGACATCAGGACTGGGGGCCTGGGTGTGGGGAAGGnCCCCAGAAACTGCGTGATAGGGTGCAAAGGAGAGGAAAAATAGCTGCTCTO 

Tf^AACACACnCTTTmAAATTATTnTTAAATAGAGATGGGTTCTTGCTGTGTO 

A(3GATTACA6GTGGGAGCCACCGTGCCCAGCACCAACACACTTCTAAACAGAGTT 

>lielc7056.seq 

Zi^ATAGCATnACAnGTCTAGGTAnAAAAGTAGCnAGAGATGACnAAGGTATACAGCAGAGTGTATATAGG™ 
Tl^ATGGATTnGGTATmGTAGGGGAGTGnCTAGAAGCAGTACCCCACAGATAGCAAGGGATGACAGTACT^^^ 
A^GGGAGATAAGTCAGTATCnAAmATTATATmATATmACATAmAAAAGTATATm 
dSAAATACAAAAT 



TSeCATGGCATAGnGCCACAAGNAGTAGGAAGAAATGGACACAAATGTAGGCTGTmCAGGGCAGAGGGAAGGTGGGAGGAAACCAGC^^^ 
AACACCCATGCACCTATGAGATGGGmGTGTOGCATCACCTCTGAAAGAmCCCACCCAGGCAAAGAAAGTGACCCATATGTTn 

^ncrc7060 seq 

GAAGGAAGTAGTTmAAATGTGAGC™TATATAGAAACAGAATATCAACnAA™TGG^ 
CTCCAGCCATTGCAAGTCTCAGATATCmGCTGTGTAGTGATTCnGAAAnCTTmAAGAAAAAn^^ 
CATCCGCAGGCTATGTTAAAAGGATTnAGCTCACTAAAAGTGTAATAATGGAAATGTGGAAAATATCGTAGG^^ 
AACATGTAAAATGGCmGnACACCAGAGCCATCTGGTGTGAAGAACTCTATATnGTATGnGAGAGGGGATGGAATAATTGTAT^ 

>ncrc7062.seq 

TGATGGGTGCACCAAAATCTCAGAAATCNCCACTGAAGAACTmCGATGCAACCAAACACTACnGTTCCCCAAAGACTACTGAA^^ 

TAGAG 

>ncrc7065.seq 

GTmAAAGTACCACCnCTCCTCCAGGAACTGGTCAAACATACCACTGATCCGACTGAGAAGGCAAATCTGAAACT^^ 

>ncrc7066.seq 

AACmAAACAGCACACTTTGGTGGGAACGAACACAAGAAGATAGAGTAGTATTTTGAAmGTATTGTTCGGTCTGCmCTGGGACTTCm 

AAAAAGTmTTAnGGAATGGTAACTGGAGAACCAAGAACGCACTTGAAAnmCTAAGCTCCnAATTGAA^ 

AHAAGTG 

>ncrc7067.seq 

GACTTCAAmCTATGTCACmCTTCATTGmATAAATACCAAAATAAGTAAAAATTTACmCATCATmCTTGGTnCA 

GTGGGTTGCTCAGGTGmcnCCTCCTCCTCCTCCTCCTCCTCTTCTTCCTCnCCTCCTCATCATCTTCAnCTGTCCAAGCATGGAAGCAAAGACGT^ 

CCATCTGATGmCTCCTGAGAAAAGAGACAnGATGGGGGAGGGGTGGGGAAGCTGCAGAATTCTCAGTGAAAAACAAGTATTnCTAAGW 

TTTGAAAGTAAAAAATAGCAAATGAACA 



>ncrc7068.seq 

ATACAAACTGGTATTCTGmTGGAGGAAAGGGAGGAGTGGAGGTGGGCTGGGCCCTCTCTTCTCACCmGTTTTTTG^^ 
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^ncrc7069 ssq 

ATGAnGGCnCACTAmATATGTCCCAACCGnGTGTCAGGCATAMCTAGGGmGAGTGA^^ 

GAGGCGAnAAGATGCATCCCTCTGGCTGGGTGCGGTGGCTCACGCCTGTAATCCAAACACmGGGAGGCTGAGGCGAGTGGA 

ACCAACAAGGTGAAACCCTGTCTCTACTAAAAATACAAAAAnAGCCTGGCAAGGTGGCAGGTGCCTATAGTCCC^^ 

AGGTTGCGCTGAGCTGAAATCACACCACTGCACTCCAGTCTGGGCAACAGAGCGAGACTCCATCCCA 

>ncrc7070.seq 

CATNmAATGATGATTATGGAGCCnATAGGTCmAATCATTGGnCGGCTGCTTmTGTAGTTOGGCTGGAAATGGTTTC^^ 
CTTTTCCTGGACAGCTAGAAAACACAAAATCTTGTAGGTCAnGCACCTATCTCAGCCATAGGTGCAGTnGCnCTACATGATGCTAAAGGCTGCG 
GGACTCGAATGTCGAACTCTTCmGCTGCATTGCTTnTCnCACmCAAGAAAGGCCTGAATGGAGGACnTTCTGTA^^ 
CTCAACCAGGTCTACTmTAATGGCmCATAACACTAACTCATAAGGTTACTGATCAATGCAnTCATACGGATATAG 

>ncrc7071.seq 

GTACACCTGAGAGCATTTCTATCGGTAAACTGTCACTTAAATGGAGGTGTCCACATCnAAnGTTTCTCCTTGACACATTTCTCA^ 
CAGCCATGGATGAATGTACTAAmGAAAGCCAAGTGTTAAGTCGGATGTTTTCCCGnACACTACTACTCAGCCCTCTCCTGCGGGC^ 
CAGGCTGTGGGAGACAAGCAGmGTGTGCTCACAGTATATAnATAGTAATOGGGTGACnAGAGCAAATACTCTTCAGATGCTATC^^ 
CTGATAGAAGGACGTCGACGGTGAATGTTCTGGTGGTTGnGCCTGnAAGTAAACnTAGTGTGT 

>ncrc7076.seq 

AGGATCGTOGTGAGATGTTCTCAGAGCmANTCTGAAATGCAGCAGTAATGGAAATGACGGCACCCCGAACTATGGTCAmAGCCTTTAAAG 
CnGATGTAGTAAGATCAAGAGACmGnAACTTTGTGTACTTATTTTCCAATGTCCATTGACAATACAATAAAACAGTnTTT^ 
GTGGATGAGmGAGGACACnAATCmATATATAAGTTTGAmTCTAACTAAAAGTGTGCATnAATTGGGTACTTCTTGAGTO 
GAAAAGCmGAmGTTCTCnTTCATGATCCGTACnCAAAGTGGAATTTTCCTTGCTTGATTACACTTAGAGGAAGA 

^Grc7078.seq 

AlgSATTCTCTGCAnAGGGCACAACTCAGTGGNGAAGCCCAGTAGGACCnCTAAAGAACTCACATAACTGTCTCATAAGAGAGCCAGCATC^ 
rpGCTGGGGTATAGTGnGTGATCATGGCnATTGCGGCCTGAATCTCTTGGGCACAAGTGATGCTCCTGCCTCAGGCTTCTGAGTATCTGGGACTGC 
TI^GCTAATTAAAAAAAAATmcnAGAGACAGGGTCTCTCTACGnGCCCAGGCTGGTCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCTC 
Al|CATGAGCCACCATGTGCAAGAAAGATAGCATmGACATCTGCCAAACAACAGGnGGCATGGTCTGTCAGC 

^lc7080.seq 

hfNATCGTGTTGTTGGAGAGCGAGCAGTCNnGACGGAGCTGACCAGACTTnGCANAAGTGCCGGACGTCGGGCAGCGTCTATATCACCTTGAAGAAG 

QGATTCCAAAGAAAGGTACTGTGGAGGGCnTGAGCCCGCAGACAACAAGTGTCTGTTACGAGCTACCGATGGGAAGAAGA^ 

AlifrrCAGATGGCTOnCAAACCTCCTOGAGCTAACATGGATGGGCTGAAGAAGAGAGACAAAAAGAACAAAACTAAGM 

. iu 

>ncrc7081.seq 

dSMCAGCnCTGAAATGCnGAGGCAAAGTCCCAAGAACCTGGAACmGCCCAGANGGAGAAGAGCAGGAATCmGCTTCAGCCT^^^ 

fA^GATCCTTCCTACCGGTCAGTCCGGGAAAnCGAGAGCATCmGGGCCAGGGAGAGTGCAGAGTCTGAGAGnGGTCCTGCAG 

(^GAGTTTGAAGAATTCCTmATTAATGGACAAAATTCGGGATCCTinATTCATGA^ 

>|gc7082.seq 

/llfCATACGTCTGTGGnGTCTGTGGCTCATNTGCAGCTTGGCTGGGCTCAGCTGGGGTTCTGGGGTGCTGTGACCTTGTCT^ 
l^AAGAAGGGTGmGATGCACAGGCTmCAGGGAGAAAACTGGAATGCTCTGCmAAGGCACTGTCnCTCTO 
y^TGGGGCTCTAGGATCTCTATACAGGAAGGGCnAAGGGTGACAAnATGGTAGAAGGGTATGCTCAAAGCTGCCmGCAC^^^ 
CmiTCAAAGAGGGGGGAAGA 

>ncrc7083.seq 

GNGGCNCnGGAAGGCGGNGCGTNCTGNGmGTAATGGAGTATCAmGGGCTCTGCNGGGCNCAmGAAGTCACTGATGCCAGTTCAATC 
CCmCCATGTCCAGAAGCTGCGGTGCCCCACTCAACTGTCAAGAGTTAGAGCAGGCAACTCTGCAGTGCCTCTGGACACAAGCCACCACAGAGA^ 
AAACAAAATGTAACTCACTGNCCTACGATGGGAACTCTCCCAGTmCCAGTACCTATCTGAGATTCCAmCTGATTC 
GTAATGGTGAAGCCCAATACTGCTGACCCTGCTGCTACTCnAAGAnAGGGACCACATnGAAGTTGCTGnGTGAAGAGGAnATGAC 

>ncrc7085.seq 

GAGCCAACATGGGGGCGGAACGCGGCGCGGGGCAGCAACAGTCGCAGGAGATGATGGAGGAAGAACATGAGCTGCCTGTGGACATGGAAACCATCAACCTGGAGAGAGATGCAGA 
GGATGTTGAmGAATCACTATCGCATAGGGAAGATTGAAGGATTTGAGGTACTGAAGAAAGTGAAGACTCTCTGCCTCCGCCAAAATTTAAnAAATGC 
TAGAGAGTCnCGAGAGCTGGATCmAGGACAACGAGATCAAGAAGATTGAGAATCTGGAGGCGCTAACAGAGGTGGAGATTCTAGATATTTCT^ 
GGGGnGACAAGnGACACGACTGAAAAAACTCTTCnGGTCAACAATAAAATCAGTAAAAnGAGAACnAAGCAACnACATCM 

>ncrc7085.seq 

GTGGATNAAAGGTGAAGTTCTGCAAATGGGAGAGTGnCACAGTAGATAGCTCAGAnGATTGAACACAmGAGGAAGAGACTCCTGCATGAGATACCAGCAT^ 
TTATGTACATTCmATmGTCATmGTCAACCCTCTCCCCAAGCACATCTTCTnCCimACTATGTCTATGTAGGGAAAAAA 
AAATGTGGGTAATCCGTGTCnTCAAAAAACAmCTGTTTmGTmGmTGGTCAGTCCATTGCAT^ 
ATGAGAATTGCCTGTCCCTTCAGTAGGCTGTAAAAGTAATTTACATGTAAGTAAAAA 

>ncrc7090.seq 

AGAGCCTAATAGmCCTCAAAGCCTAGTATCTCmTnAGCATTnmCAGCTCnCTCTCAGAAGnCAGCTGTTGAAACGAAAACTGTACTTO 
AAAmGACCTGGTGTTATmAGCCCCAAATnATGACATTAGACAATAnAAAATGTAAATGmCTnACCCAAACTACn 
CGGTAAAATTGGCTAATTAmGAATGAATGAATGGATGGATGTmGCATGCTCAAnTCTAGGTCGmGTGTAGAAAGGAAAmGGCTCAGn^ 
TGATAnAAAAGTGACnCTGAGTACAGTTAAGTTCCTCCTAmGCCACTGGGCTGTTGGnAGAAGCATAGGTAACTG 

>ncrc7091.seq 

GAAGTTGCmTCAGCTAAGAAGTTmGAGCTGAGATGATGGAGTTnGTAGATATAGGATCATATGATCTGCAAAGAAAGm 
mCTCnGCCTGAnGCGTTGGTGAGAAmCTAATAGTGTGnGAATAGGAGTGGTGAGAGAGGGCATCTnGTCTTGTGTCAGT^ 
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CAGGCMCAMTAGCGTOGGMTAGMTAGTACCTCACATCTCMTGCTAATGnGMCGTAMTGGCCTAM^ 
CCAACCAAGnGCTGCTGTCnCAGGAGACTCACCTAACACATACGGACTCACATAAACnAAGGCAAAGGGTTGGAA^ 

>ncrc7092.seq 

AAACTCCmCCTTCAGNCCGGAATTITCCTTmTCAGCACCAGTAGGTACTAAGTCTC^ 
GTnCCAGTCAGQACTCGCTGTACCAATATGCATGGAGGAATATGGGAGCGTnCGCTCTCCnGTA^ 
CCAGATGGGGTTCTCTGGTCTCAGCAAGGCTTTTCCTGTTGGGAGTCACAGTAAACAGAAACCCAAAAATCTC^ 
GCGCAAGACGCCCTGAGCCTCCCTCTCACTGGTGGTGATAAGAGGAGCCGTCTGGTGTGTCAGGGTCACGAACCCGTTA^ 

>ncro7096.seq 

TCACAANCAAACCCCAGNANATAACCnGGCTGNTCATGTAACCCnCGATTnGCCGAnGAGGATTnCAAACACAGTO 
AAACmACCCTATGGAAGACCTAGAGTTCTCCAGAAGGAAAACACCATCTGTCTTCmCCCAGCACCAGmATGAGTGGATACAGCGAAGAC^^ 
ATACCGTGGACAGAAATGACAGmCTCTACGGAAGACnCTCCAACTGTCTGTACGAGGACmAGAATTCCTCnAGTCCTGTCCATAAATGTO^ 
GAGnACGGGTTCCTCTCCCCACCACAACTAAATAAAAATTCAAGTGGAATATAnCTGAAGCmGCnACTACAAATATAGTG 

>ncrc7097.seq 

CCGACTGCACAATCACAATGGCTGACTCATTACTTCCTGGCmAATGACTGGTAAAATGAATCCTCAGTCGGCGncmCA^ 
TATGAAGTOCAAAATCTTCAGCnCAGCCAGGCAACGCTAAGCTCTGAAGAACTCCCTTTGGCTACnnGAAAATCAAGATGAGATAT^^ 
AATTTAGACTGAAACTACACAnGGCAAATAGCGTGGGATAGAmGmCTTAATGGGTGTGACCAATCCTGTTTnCCTATGCTCTGGGTGM 
TTGCGGAAnGGATACAACTGTGCAmCAAAGTTAATATGGTAATTATGGTCTGGGGTAAAAnGAGmCAGAATAAAA™ 

>ncrc7098.seq 

AAAATAAAAAAACAATCmAAGGAGGTTCATAATCACTAGGTGGGTATATTnAAAATTACAATOTATACCTAGATGm 
TGAAACATGTOGATAmAAATCTAATATTCTCAGATTTAAATCTAATATCAGAmAAATCTATTAnCTCAGAmTT^ 
AAAGCAATAGGATCTAAACAATGAATTCAAAGGATAAACTAAATCCAAAGATGTAGTmAGnCTGGCTCmAG 
QJpCTTTTCGTCCGTGCCCCAGGGACATACCTAGAGAATAAAGCAAGTGAAAGCACTCGGAGTTnCACTTAGAATGTO 

>©c7099.seq 

AfflHGCCCGAACTAAATACTACCGTATGGCCCACCATAAmCCCCCATACTCCTOCACTATTCCTCATCACCCM^ 

>|#c7100.seq 

GifATGTACnAGCTGTACTATAAGTAGTTGGTnGTATGAGATGGnAAAAAGGCCAAAGATAAAAGGTTTC I I I I I II I I CCI I I II IG TCTATGAAGTTGCTGTTT A I II I I 1 1 IG GCCT 
GtfTGATGTATGTGTGAAACAATGTTGTCCAACAATAAACAGGAATmAnTTGCTGAGTTGTTCTAACGA 

>pc7102.seq 

GiACCACCCTTTTCATCTGTCGCGCTGCGTGTmCCTCnGATCGGGAACTCCTGCTTCTCCTO 

dl^GCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGTAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCGAAGTGTGC^ 
(^^AAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTGAGATGTAAATAGAGCAACCTATATAAACCTGGAI 1 1 1 11 1 1 1 1 1 1 1 1 

>jTOJ7104.seq 

A#rACAAAGTGAACATTGGAGCATCAGAAAmAGAAGAGGAGAGAAAGCTGCAATCAGGTTGAAAnGGGGCCGTCTGAGCnC 
(II^TAATAACATCAACG 

>i[Sfc7105.seq 

oWcCGAGNAAGCTATTCCGGTCTCAACATACGCCGTTCCACCAATTTTTmTO 
TCCTCTAATTACATATGATGTTCTCTGTTC 

>ncrc7107.seq 

ACTTCAAGGGTACCTGAAGCGAATTGGCACCAAAGCAGCAGCTGTATTGCCGCAGTrCTAGCnCACCTTCACGATGTnCCCnGGTCAAAAGCGCACT^ 
AGAGAAnGCTCTGnACCCAGGCTGGAGTGTAGTGGTGTGATCATAGCTCACTGCATCCTCTAACTCCTGGACTCAAGTGATCGTCCGGCCACAGCCTCCTGAGTAGCT^ 
AGnCGAAGCAnCAGCAAACAATGGCAAGGCAGAGCCACCAGAAACGTACACCTGATmCATGACAAATACGGTAATGCTGTAnAGCTAGTGG^^ 
GGACATATGTAGCAACACAAGTGGGAATAGAATGGAACCTGTCCCCTGnAGGAGAGTTACCCCAAAGGAATG 

>ncrc7108.seq 

AnGAATmTmAAAAAGTAGATCCAAGTTGATAGAGCTTCCAGGCACCTGAGAGATGCAAACTCAGATCATCCCTGGNGGAATATACCTCAAC 

ATAGATOCCAACATATGTGAGCnATAATAGTAACCAAAAAACCAAAAAAAAAATCACAAAAGAAACACGGnCTGNGAACCAGCATCAACAGAAACAACT^ 

CnTAGGTATTGGAATTAnGAATATAGAACATAAAATAAATATAmAATGAAATAGAAAAGTAAATAA^ 

>ncrc7113.seq 

AGnAGTAACCTACGAGCGGCTGTGAAGGAAACTGnTAACCGGATCCCAnGTACCCAGAGTGCAGAGCCGCCTTTCGAGCATGCAGGGGCTGCTCAGCGTnAGTCACATCAAGA 
AATAGAACAGAATTCAGCCATGGCCCCAAGAAAGAGAGGTGGACGAGGTAmCAnCATCTmGCTGTTTCCGAAATAATGATCACCCAGAAATCAC 

GCAACmGCGCnCAGACGATGGAACCAGCATTGCCCATGCCCCGTGTGGAGGAGCTGGATGTCATGTTCAGTGAACTGGTGGATGAACTGGACCTCACAGACAAACACAGAGAAG 
CCATGTTTGCACTTCCAGCTGAGAAAAAATGGCAAATATACTGTAGCAAGAAAAAGGA 

>ncrc7116.seq 

AAGCTACAGGGCTCCCACTGATTCTACAnATGTTGAGTTGTGTAAnATTTAAnATATATOCAATGTAATAATAATAGAAATAA^ 

AAAACCATCCCCCTCCACAGTCGATGGAAAAAnGTCnCCACAAAACCAGTCCCTGGTGCCAAAAAGGAGTGGGACCACTGCnCATAGCATATGA^ 

TAAAATTTATAAATTAG 

>ncrc7120.seq 

CAmNTTTACAGGCTCACACGTGTAATCCTAGCACCTTGGGAGGCCGAAGCGGGTGGAmCCTGAGGGTTGGGAGTTCAAGACCAGCCTGGCCAACATGGTG^ 

AGTAAAAAAAAAAATACAAAAAAnAGGCAGGNGGNAAnCGAGCTACTCAGGAGGGTGAGGCAGGANAATCGCTTGAACCCGGGAGGCAGAGGCCGCAGTM 

ACTGCACTCCAGCCTGGGCAACAGAGNGAGACTNTGTCCCA 
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>ncrc7121.seq 

AGTMTAGCAGTmMCAGCATTATACCTACCTCAGCMGCMGCAmMTAGMGTW 
TCTCTCGTAGGACmGGAGTATAGGnATTCTGTATTACTTAAAGCCTGATGCAAATGTTTnAAC^ 
TACAACTAGTATACTCTCnGAATAmGGCCATCTCAGmCACGAAGAAGTATATTAAGGGAm^ 
AGACCCGTAACTGTGATTmGATGnGTATAmGCTOGCTGGAATTATCAGTTATGTAC^^^ 

>ncrc7123.seq 

CACCnCACCGTGGCGCAGAATGAGCGCTTCGATGCGGACTATGCGGAGAAGATGGCAGGCTGCAGCCTGAGCTTCCGCTCTGAGCTGTGAGAGGGGC 
GGGAGTGTGCGAATCTACCCTGACCAATGGGCTCAAGAATAAAGTATGATTmGAGTCAGGCACAGTGGCTGATGTCTGCAATCCCAGCGA 
GAATAGGCCACGAAnTGAGACCAGCCTGGTAAAATAGTGAGACGTCATCTCTACAAAGATGTAAAAAAATTAGCCACATGTGCTGGC^ 
AGAGGCTGGAGGATCATTTCAGCCCAGGAGGnGTGGATAGAGTGAGnATGACATGGCGAnCACTACAGCGTGGATGACAAGGAAGAGCGTCCCTCCAAAG 

>ncrc7125.seq 

NGAGATTGTCAGTGAGATAAGTAAAAAACnAAAAAAGGAATAGAmGGTGCAAATGGGAAAATATATCTTTTGAACCCAn^ 
TATATGAAGAmGAnACTTGAnTnCAGTATAATGCTnmCTCTGTnGTATATATGAAGATGTGATTACnGAnmCAGTA^ 
ATAATGATTTATGCATGTGGAGATGGGTGAAGTAACGAGATGTACTAGAATGAGATTAGACATCTmCTAGGAGACCAGTGTGGGCAnGTGTGCTn 
mAGAACTACCnnCCTTAAAATAAGTAAnTAATAATAATAGACTAGTGAAGATAAGAATGCATATGnTAGATATTGA™mGAC 

>ncrc7127.seq 

AACGACTGTATAGAGTATATAAGGAAGTAAAGAATCGCCTGGACTATCATATATCTGTGCAGAACATGATGCGTCGAAAGGAACAAGAACACATGATAAAT^^ 

GGTGCAAAGCATCTCCACACAGCAGGAAAAGGAGACAATTGCCAAGTGCAnGCGGAGCTAAAGGTGGTGGCAAAGAAGGGTGAAGCACAGCCAGTOTGT^^ 

nGAGACAGCTAGAAACAGnGACTGACTAAATGGAAACTAGTCTAmGACAAAGTGmCTGTGnGGTGTCTACTGAAGnAm^ 

>ncrc7128.seq 

QCGGTGAGCCGGGATCGTGCCATTGCGCTCCAGCCTGGGCAACAGGAGTGGGGCTCCGTCTCAAAAAAAAAGAAAATTGGACTGTATATGATGCGAAT^ 
C||AAGGAGAAATGAGAGAGTAAATATATTATGCACTGA 

>/Tfefc7131.seq 

tfASCAANGGAGnAAGAATTCAGCAACTGAACAGCAACnCTCTCAGCTACTGGAAGAGAAAAACACCCnTCCAnCAGCT^^ 

(5@ACTATGGTGACCTmAAATCACTGTGCAGTCTTGGAGAAGCAGGnCAAGAGCT6GAGGCGGTGAGTAAAGAGAAGTGGAGACAGGGm 

ClIICTCCTGATCTTGTGATGGACGCACGTCGGCCTGCGAAAGTGCTGGGATTACAGGCTTGAGGCAGGGCGCGCGGCCCAGACnAACTTnAAG^ 

aiGGGAGAAAAATGTAATCAAGACAAGAGTmATGTAGGGGCCACTAAATATAGATGTTGCTCCAGGAGCTCGCGAGGA^ 

T/gGGGAACCGC 

>jheic7132.seq 

T}\§GTNAAAGCAGnGAATTATGTTAAATGTTGCCCTTGCCCGTTAAAnGAACACTGTTrrGGA^ 
Aj^AnAAAAGTGAAACATmGGCATGnTGnAATTCTAGmCAmAATAACCTGTAAGGCACGTAAGm 

>|£c7134.seq 

At#W\CAAAAATAATAAAAAGAGAAGTATTGGCCTTGAGAGTTAAnATAGAAAAGCTGAG^^^ 

T^GrriTCTGGCTGAGTGCAGTGGGTCACGCCTGTAATCCTAGGACmGGGAAGCCGAGGGGGGCAGATCCCATGAAGCGAAG 

;i?C€caactctactagaaatactaaaa™gcccggcatggtggcaggcgcctgtaatccgagct^^^ 
a|^gagccaa6angcacgattgggctccagcctgggagagagtgagactctg 

>lllc7136.seq 

CAGTCNCATmNTCTTCTTCCTGGTTCCACAGAAGCTnGmcnGGGCAAGCAGAAAAATTAAATTGTAC^ 
AAAGCATGITTGGTTTTCC 

>ncrc7137.seq 

AGGAGGTGCAGCTCAACnCTACCGTTCCTCGGGGTGCAGCAGGATGCATCATCTGCAGACATCAGAAAAGCATATCGTAAGCTTTCACTAACTn 
AAAATGCAGAAACTCAGmAGACAAnGGTGGCCAmATGAAGimAAAGGATGATGAACGAAGGCAGAGGTATGATGATATTC 
GTATTCTACTACAGGCGGGTGAGAAAAATGAGCAATGCTGAGCTGGCAnAGTCTTGTTCATTATTCTCACAGTGGGTCAnATGCTGTGGmGGTC 
GGATGAACTAC 

>ncrc7139.seq 

AATCCTGANAGATTCACATGGTGnGCACAAGTACGTTnGTGACAGGCAATAAAATTnAAGAATTCTTAAGTCTAAGGGACTTGC^ 

AAGAAAGGAGnGCTGnCGAAAGCATCnGAGAGGAACAGAAAGGATAAGGATGCTAAAnCCGTCTGAnCTAATAGAGAGCCGGAnCACGGmGGCTC^ 

GCGAGTCCTCCCTGCCAATTGGAAATATGAATCATCTACAGCCTCTGCCCTGGTCGCATAAAmGTCTGTGTACTCAAGCAATAAAATGAnGmA^ 

>ncrc7144.seq 

CTmANTCCTGGCTTCACCATGTCCTAGCTGCNACCCTCAGTCCGACCCAAGTCAGACTGGTAAGTGCGGGCCCCAGGCCCCCAGTGTCCTCnGTGAGAAnCT^ 
GTAGCTCCTCGTTGGAATACTGGCCATTCTTnAACACATTGGCTTCTGAAATAAGTGTAGAACATGTGTGAACCCACTGTGTATATTGGGGn 
ACCTGAGGCATGTGAmGTGTAGATCCTCAAGTAACAGCCCAGGGATGACAATCTTGACTTGTAAGCATGGCCACATTATGCTGCAGGCCTGACTGTCCTGATAAn^ 
AnCTTnTGTmAGnAAAAGGAGmATGCTGAGTGAAGAATAmGAAAAATAGTGACAAATATGCAATGGGTm 

>ncrc7146.seq 

GGAAAAGCANAGCAATnGTCCCTGGCCTTmCGAGGCCATTTTTAGTmCTGCCCCCAmCCCAGTCCTGGTATAAAATG^ 
TTGGGGGTCACAGGATATGrrTGATAATGTGATGAGAGTGTGATGGATCCTCTACCCG 

>ncrc7148.seq 

CNCAACnNGGAGCTGCATTCTCTGGGTCNNGAmCATCmGCTAC™nAGNTGTATAACTmGGGAACTTAACAnATATGCCTCAGAm 
AATGTGTGTAGCnGTTAGGnAnGTGAG 
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>ncrc7151.seq 

AGTATGCGTGGAGCATGGTACAGTCnGGTGNCNTAGMGGAGTAGnGCATAGTCACACATCAmGATMGnGGATGTTCCA™ 
GAGGAAGGGAnAGATAGTGACTAAGCCGCCAGAATTGAGGTGGCCATTCCTTTTTGTATAGGCTM 
TGnGCAAAGTAmAAGCACCCCCCATCTCAGCCCTTTATmATCmCATGTGGGCTAATGTG^^ 
ATATAAAATATATCTAGAAAACCTTTGmGAGACTCnAniAATGGGCTmGAnCTAATGATAA 

>ncrc7153.seq 

ATGAGnGGGGCGCCCAGCTGCCAACACCAAGTAnGGCCCCCGCCGCATCCACACAGTCCGTGTGCGGGGAGGTAACAAGAAATACCGTGCCCTGAGGnGG^ 

CTCCTGGGGCTCAGAGTGnGTACTCGTAAAACAAGGATCATCGATGTTGTCTACAATGCATCTAATAACGAGCTGGTTCGTACCAAGACCCTGGTGAA 

ACAGCACACCGTACCGACAGTGGTACGAGTCCCAGTATGCGCTGGCCCTGGGCCGCAAGAAGGGAGCGAAGCTGACTCCTGAGGAAGAAGAGATmAA^ 

AAAnCAGAAGAAATATGATGAAAGGAAAAAGAATGCCAAAATCAGCAGTCTGCTGGAGGAGCAGnCCAGCAGGGCAAGCTTCTO 

GCGGAGC 

>ncrc7155.seq 

AATCCGAmATTAAGGCTACCAGNAAAGTANTNNTAATAAATTTAACCAAGGAAGTAAAGGTTGTATAGGAGGAAAACTA 

TAGACAAATGGGAGACATCCCATGnCATGGATCANGAAACATTAATATTGnAAAATGGCCATATmCGAATAAAATCTAAAGATO 

CnCATGGAAATAGAAAAAAAAATTCTAAACTTCATGTGGGACTACAAAAGAGCCTAAATAGCCAAAGCAATCCTGAGCAAAAAGAACAGTTGGA 

CGATACTAGAAAGCTTTAGTAACCAAACCAGGATGATGnGGTATAAAAATGGACACACAGGCTGAGCAAAATAATACTACAAAGCm 

AACAGACA 

>ncrc7156.seq 

ATCAGCAAGCAGNAAATGTACTTAAATTAATGAAATAATGGGTCACTCTAATAGmGAAATATAGTCTGCAGCATAAGGACATGTnAG 

AGTCACCCTGAGTCTCnAGCATAAAGTAATTCTCAAGGCTAAATCCATATAAAnAAATAAATATOTmCCATGTCTCmGCATTAT^^ 

TCAGGTAGTTAATATAGTTTGGGAGGGCTAGGGAGGGCTGAGGATAAATATAAGCCTGTGTATTGCTATTCTCACGC 

>incrc7158.seq 

ASCGAN CGGTGAAAmAAAGTCAAGGTATAANTAACTCTCTGCATGAAAGACATGCAAAACTACCT^ 
TOrrCTTGGGAGGCCAAGGTGGGCAGATCACTTGAGGTCAGGAGmGAGACTAGCCTGGCAACATGGTGAAGCCCC 

G^CGCCTGTAATTCCAGCTACnGGGAGGGTGAGGCAGGAGAATCGCTTGAACCAGAAGGAGAGGTTGCAGTGAACCAAGATGGTGCCACTGCACTCGAG 
q|GACTCCATCCCA 

>|||c7159.seq 

AtTrrCCCnAnNAnATTGAATCATGGATAAAAAGACAnCTTCTmCGTTAAATAAGAAAAAAT^ 
TAJAGCTTTGTAAAATAAAAAAGmAATAAGnGAGmGGAATnCTGCAGCCAAAGCATATAA^ 
y^TmCCACAGAGAGCACAATTCAAAATTAAAATGTATAACTnCTGTnCAAGCAGTATATATO 
AlSAGGAAAAAATGCATATAATCCAnGmACAAAmCCTAAAAATGAAAGArrCTGAAAm 

>t»efc7160.seq 

qilANTCAGTAATAAGGACACCmGAAAGAATGTGCCTGCAmATCnGTGmCmnTGTCAGACAGTA^ 

aI^Igaaagctaaattaacttgtcagaatcgtggcatctcttttcctgagctgctgtatccaccttccc 

>Pc716lseq 

G^GAACCAGNATTlTAnGATGATATAGAAGAAAAAACTCCTAmGTAATGAAGTAGAAATGGAATCAGAG 
GtRGTnGGGCnAGTGACAGCTGCTCTGCATATGGTAAnGnGCTGCCmACATGGGCnnACAnAnC 
C^gAnGCCAmAAATAAAnCCATTAATCnGTATTmATTGGnGTTCAnAGAGAm 
ACACTGAACTAnAATAAATTnAATGCCACAATTACTGTTCAGAATGTCTmATOGCTAAATGTATCCTCT^^ 

>ncrc7162.seq 

GAGGCTCnCAGTATGCCCAGGlTGGCAGCACTGAGAACCGCAGGAACGGCCTGTTGnACAAAAAGGAGATTGACTCAGCTGCCCnGGTGGATGTGACTGACTATGACTGCTC^ 

AGATTCCAAGGACCCnAATGCGAGGGCTAACCTCTCCATGTGCAGTGAGAGCTCTGGAGGAAGTGTCATCCTCTGGCmGTGTGGTACTCATOTGGTGCA^ 

GAAGACACCCAAATAGGCTOCAGATACGATATGTmAAATGnCGTAmAACAAAAACATACTGACACTGmGGAA^ 

>ncnc7163.seq 

CTCGNGATTTGGGGACGCTCTCAGCTCTNGGGGCACGGCCCAGGTOTCTTGTAGCATAGCAACTTGGGAmCAGTCTACCCGGAGAGmCCCGCn 
AGGAAGCTTCCTTCAAAATGTCTACTGTTCACGAAATCCTGTGCAAGCTCAGCnGGAGGGTGATCACTCTACACCCCCAAGTGCATATGGGTCTGTCAA^ 
GCTGAGCGGGATGCmGAACATTGAAACAGCCATCAAGACCAAAGGTGTGGATGAGGTCAGCATTGTCAACATTnGACCAAGCGCAGCAATGCACAGAGACAG 
CCTACCAGAGAAGGACCAAAAAGGAACTTGCATCAGCACTGAAGTCAGCCnATCTGGCCACCTGGAGACGGTGATmGGGCCT^^ 

>ncrc7165.seq 

AGAAGTGAGTTAGGGCCTCnGAAAGGAGGClTmGGAGAGGGGTCCCGCAGGmCnGGTGnCCTGCTTGGGGATGAGTGCTGCTAGCTGACT^ 
TGTGATmGCmGGCAAAGmCATTGACTAGTAGAACTCATTCTGTmAGTGTATAmCAAT^^ 

>ncrc7168.seq 

CTCCGGCTGCTmTAGAATAATGCAAGATNAAAATCACACCTGAGGGCTGAAAACGGAGAGGGAATGGGAGACnGATAnTAAGCAGCTTGAATG 
AGAAATGCACTTGCCTATGATACTGTCTCTCCAGTGAAATGATTACTCCTCCAmCTCTAnGATACAATATTGTGCATGCTAGTGnGTAm^ 
TTATACTGTAGGTGTTATGTAnCGTATGACAAAAAAAATTAAGTCnCAAATTTnTAAAGGI n 1 1 1 1 1 il 

>ncrc7169.seq 

CACATCCTACCAGTGACATGCTGCTCAAACTGNCCCGGACCAGACCCTACTACAAAAGGAATCGACCCCACAmGCTCCTTCTGGGTGAAAGGAGAGTGTAAGAGAGGAGAGGAAT 

GTCCATACAGGCATGAGAAGCCTACAGATCCAGATGACCCCCTTGCTGATCAGAATAnAAAGACCGm™CGGAATCAATGATCCTGTAGCTGACAAGCnCTAAAGCG 

ACAATGCCTCGGGTGGACCCACGAGAGGATAAAAGTATCACCACACTATATGnGGTGGTCTAGGTGATACCATOCTGAGACAGATnAAGAAATCAmCT^^ 

CCGGACGATCACTGTTGTGCAGAGACAGCAGTGTGCmCATCGAGmGCCACACGGCAGGCTGCAGAAGTGGCTGGTGAGAAGTCCTTTAATAAGTTGAnGTAAA 

CTGAATGTGAAATGG 
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>ncrc7171.seq 

ATGGGGAGCGTCCAGTGGATGTAGCAGAMCAGAGGAGnGGAGnGCTACTAAAMGAGAGGTGCCmATCTGATGAT^^ 
CATCTGnCGmGACATGATATnGATAGAACAnCTGGATOATnGTAATATACAAAATGmGAAT^ 
ATGATGAAGTOGTAACCTAGGTGmGCTACATATACCCTGTGTGAATGAAGTCATAATGCCAnGCCCCATnCTGT^ 
CTGCAGAACCTCTCCCCATGCAGAGCTACCACCACTGCTACTCTGACnCTmCAnCTAnATAAAnAW^^ 

>ncrc7173.seq 

GTCTCATGTTTTATTGGACCAAAGTTGTGGmGTATGGAGTGTAGTAGTAGTGTGTACAGGTAGAAAACnTTAAATACAGCATGCAGGTGm 

CTGGAAAGATGTGGCnAGTTGTAnACAnGCnCCTATAAmAACTCTCCATAATTGATGCGTGCAGTAGTGTAAGGCAmC^^^ 

TGnGGACATAmTnAGACTTAGTGATAGAAAGAAACTTAGCTCTmnCATCTCACAGTAA^ 

>ncrc7174.seq 

AAAAAAGGCAGCAGCTACCAAGNAAACGAGCCGCTGAAAAGAAGCGTGCAGAGAAGAAACCTACTACAGAGGAGAAGAAGCCTGCTGCATAAACTCn 
GGTCAAATCATTnGGACAGCnCTTnGAATAAAGACCTGATTATACAGGCAGTGAGAGAC 

>ncrc7179.seq 

GTCCGGCAGANAGGGATGTTGGTGTGTTGCTGATGCTGGAGTGCAGTGGCTATTGACACATGTAATGATAGTATACTGCAAGTATGAAGTCTAGCAATGm 
ATAGCTGGGACTACAGGTACATGTCACCATACCTGGTCATAAnAnATTnTAATGGGAAGCAATCGGGAGTCTTCACnCTTAATCTGTCTCTGACATO 
CnCTTCCCCAGGTCATGnACCTGTCAGTACTCAATCATCATGTACACAGTAAGAAAnGTnTATCmTCACTCTGAAATGCAGGGATAGAAGGM 
GAmmCATCAGAATGnAAGTGCAAGGTGTCGGTACAGCAAGATAATGCTAGATAmAmGACCTTGGAATGCCGnA^ 

>ncrc7180.seq 

GTAGAANACTTCAAGGAAAATAAGTGAAATmAAAAGTCAGCATTTTCTTAGACCTCTTCAGCTGAnGTnAT^ 
TCTAAATATAAACCAGCTACnGATGTG 

>licfc7181.seq 

TlpATNCNCATGTAGCATTAGAGTCACCACCTNNAGATCTAAGACCTTGGCTCTATCTGGTGCTGGTTCTGCCACACAGAAACCATGTACCTTGGGCATGATCATC^ 
QTAAAATGGTGATAnCCTAACTnCCTATCACnGGGCTTnGCAAGGATGAAATAGGGCAGTATATA^ 

AHCAGTGAGTGACAACAGCTGCTTTACATCGGAAATTCTGTGATAATCAGI till IGTTTGTmAGATTTGTTCCTTATATTGGAATTGTGACGATCGTCATGAATGACTATCCTAAATT 

fi^GTATGGAGTTCTCTTmGCTGGGmATTCGTGCTGGnCATCGTGAGTAAGAAGCCTGC^^ 

(pGTCTG 

>Mc7184.seq 

;lftf(GGTGTAAGAATTGATGATGGAGGAAGGAATAAACAAATAGGTGAGTACAAATCACACGTGGGTGATAGAA^ 
ApTAAnATTTCTCCCTCAnCAAAATCAGTCTTGAAnAAGTCTACCCAGATATAAAAAGTAAGATGT 

>riGrc7185.seq 

/ISGTOCCACAAAGTCTmACATTmCAAATnGTGTGGATATAAACAGTAn 

T^CTATAAmcnGmATTAATmAATAAAATATACATAAGTGGGAATGTACA 

AS^jAGATGCTAATGGCACGTCTCTCTCTGAGTACGCTCACACTCCCTTnGTT^ 

>lfec7186.seq 

01?^nCCAAAATrAAAATATAGTTAAGAATmNAAmAAAAATCACAGATmAm^ 
/^S^TCCCAGTAAATTmAAGTGnACAGAAAACATACATnGGTCCnGTCAGTAnCTAW 
yfii<yATAC™CATGTAGTmAATAAAnAAGCATGTATTCTTCCTCTGAAA™Gn^^ 
AACAnATGTAGAmAGGGATTTGGmGGAAACTCCATATCATATGATAACAGAAGAGAGnAATGAACAT^^^ 

>ncrc7188.seq 

GAGAANCCAAGNATmAAAATGAAGTGTCAAGTACGAAGGCAAAACGTGAGCAGnCCTAAAAAGAmGCTGTOGAA^ 

GATACACCAAAAGAAGAGnGACnCAGAGATGTGTTCCATGCTCTCTAGCACAGGAATGAATAAAmATAACACCTGCmAGCCmGT^ 

GGAAAGAGAAACAAGTGACTGAGAAGTCTTGTTAAGGAATCAGGTTmTCTACCTGGTAAACATO^^^ 

>ncrc7189.seq 

GATCTGCTACCAnGGGATGATAACCTGAGGANCCCCACTGGAAATCTCCCATCnnGAAAAACCTGGAAGTGAGGAGTGTGCACGGATGCTGAATGmGGGAATGAG 

TGAGTGAGGCnGAAAACACACCACATTGAAAATCCTGCCACAGCAGCAGCCCGCAGCCCGCCAACAGCAGCGCTGnAGTGAGCTAAGTAAGCACTGACnCGTAGAAAAC 

CATCGGCGATCTTGGAAAAGAGAAAAACAATGGAGTTACTTATTT 

>ncrc7192.seq 

GTATCCGTGGATAATATAnCmATATACCTAAAAAGTAAAAGTTTmCAAAGAGATCAGnCnCAGCATAGM 

GGGATGGA 

>ncrc7193.seq 

CTCTGAAAGCTGGGGTGGGGCCAGAGGCTGAGCGmAAnTAnCAGTACCTGTGTTTGTGTGAATGCGGTGTGTGCAGGCATCGCAGATGGGGGTTCm 
TGTCTGGAGATCATATTTTTTTATACAGGTAnTCAATTAAAATGTTTTTGTAC 

>ncrc7195.seq 

GTAACCCATTOTTnAAAAGCCCATCAATTTAATTTCTGGTGGTGCAGAAGTTAGAAGGTAAAGCTTGAGAAGATGAGGGTGmACG 
AGCTAGAAGGGGAAGnGGTTAAAAATCACATCAAAAAGCTACTAAAAGGACTGGTGTAAmAAAAAAAACTAAGGCAGAAG^ 

>ncrc7196.seq 

CTGCAGTGGCnCGTCnCGGTTmCTCnCCnGGCTAACGCCTCCCGGCTCTCGTCAGCCTCGCGCCGGCCGTCTCCTTAACACCGAACACCATGCCTTCAAnM 

TTCTGATGGAGAGATAmGAAGnGATGTGGAAATTGCCAAACAATCTGTGACTATTAAGACCATGTTGGAAGAmGGGAATGGATGATGAAGGAGAT 

CAAATGTGAATGCAGCAATAnAAAAAAGGTCAnCAGTGGTGCACGCAGCACAAGGATGACCGTCCTCCTCCTGAAGATGATGAGAACAAAGAAAA 
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TGGGACCMGMTTCCTGAMGnGACCMGGMCACTTmGMCTCAnCTGGCTGCAMCTACn^ 
AAG 

>ncrc8833.seq 

CACATGAAAGACTGAAAACACTGACAACTACAAAATGTTAAAAGAAATTAAAGAAGACACTGGGTGTGGTAGCTC^ 
CACTTGAGGTCAGGAGTTCAGGACCAGCCTGGCCAACATGGCAAAACCTTGTCTTGGTG 

>ncrc8834.seq 

CAATCAGGAGACCCGGTCCAGGTCGAGATCGAAnCCAATCGAAACCAAACCTOCATCAGAATCACGC^ 
CCAGGTCTGCTTCCAGATCGCCCTCCCGATCTAGATCTAGGTCCCACTCAAGGTCCTAACTGGCTATGGCCACAGCTGGA^ 
AGCACAAGTGAnGGAGTAGAACATGTCACTGCTGTACATTTTTAACTCCCCTAATGGTGTGTCTATAATTGTTAAATCTAAGTGCTTCCTC^ 
CCTGCTCGAGTGAAAAAAATmCTCCnGAAAATCCCGTTnAGTCATGGCCCACAGTAGAATATO 

>ncrc8835.seq 

TGAGTGTCTGGGCTCATGACTTGTAAATGGAAGCTGATGTGAACAGGTAATTAATATTATGACGCACnCTATnACTTTGGGAAATATC 
GAAGTATTCTGCCAAAAGTATnACAAGTATGGAGTGATGAGCTAnGTTGGnGGTAAATGTGAATCAGGCGGGAGTGAGTGTGCGCn 
GCTCCATGTCGTTTAAAATCAGTCACTCTGCACACAAGAGAAATCAACTTGGTGGTTGGATGGGGCCGGAACACAACCAGTCTTmGTA 
CTGAGTGTTTrTCAGTTTCCTACGGGTGGTTTTGATAnTGnTGTTTAAGA 

>ncrc8836.seq 

CGGGCAGGGGGGATGGAAAATAAGTAGAAACAAAAAAGCAGTGGCTAAGATGGTATAGGGACTGTCATACCAGTGAAGAATAAAAGGGTG^ 
TTGATCGACTTC 

>ncrc8837.seq 

GGTCCAAGGCCATmTGCTGGCTATAAGCGGGGTCTCCGGAACCAAAGGGAGCACACAGCTCTTCnAAAATTGAAGGNGnNACAGCCCGAGATGAA^ 
^|GATGCGCnATGTNTAT 

54gc8839.seq 

Q6fGGCGGGTGCCTGTAATCCCTGCTACTCGGGAGGCTGAGGCAGGAGAATCGTCTGAACCTGGGAGGCCGAGGnGCAGTAAGCTGAGATCACGCCACTC^^ 
Tli^CAGAGGAGGCTCCATCTCAAAGAAG 

>ilc8841.seq 

NAgGATAAAAANAAACTAGTGAAGGCGnTAAGAAAAAGmGCCTGCAATGGTACTGTAAnGAGCATCCGGAATATGGAGAAGTAATTCAGCTACAGGG^ 

AlSCGAGnGCTGGTAGAGATTGGACTGGCTAAGGACGATCAGCTGAAGGnGATGGGTmAAGTGCTTGTGGGTGACTGAAGCTTAAGTG^ 

cMTTCTCTCCCTTGTCACAGGTTTAAAAACCTCACAGCTTGTATAATGTAACCAmGGGG 

>ncrc8844.seq 

GfGCTGACTCCA GTGCTC GTATACTCCCAmCTGCCCATGAAGGGGTCAGGGAAATATCCTGCTTCAAAAGGACATCATCAAG^ 
TlSGAAAAGATATTmAAAGTACATATGTGATAAGAAAAnATATCTAGAATGTGTAAAGA^ 
AfllAGGCCmCTCTAAAGAAGATATGCAAATGGATAATTAGCACATGAAAAAAAGCTGAGGGTCA™^ 
Agy^TACCTAAAGTAAAAGGGACAGATGnAGTGTCTGTGAGGTTGGAGGGAAACTGGAACCCTCATTC^ 

>m:8846.seq 

A-MrACATAT ATACC AACGGGCTGAATAACATACTCTTnGTCTTGGATAATCTGnTTCTGGGmTG^ 
TltBGACmTrmATA™m 

Tt%ATnTTCTATTGAGTAGATATTmAAAnAACATACACATTm 
GTITCATGAAGATCTTAAAAAGAGAGAAGAAAATAAAAAGTAnATTTAT 

>ncrc6847.seq 

CGATCTCCTr nAAT GTTmCTTTCGnnGCACTGACAGTCTGGTGACAGGTGCTGCCAGGGTG 

mCTGGGTGTTmGTCGAACGAGTCTATGAAGACTCAATGCATCCATCnGGGCTGATCATGCCACAGATCTCATO 

TTACCTGTGTTGCTCTCTmAAAGTAATGACTTrGAGATGCATGGTnGTATCATAnGAAAAGTATGn^ 

>ncrc8848.seq 

CnGG CTCACTGCAANCTCGACCTCTCAGGnCAAGCGATTCTCCTGCCTCANCCTNCTGAGTAGCCGGGAmCAAGTGCCCGCCACCAAAGCTACACCACCCAGCTAATnG 

TTmAGTAGAGACGGGGmCGCCGTGnGGGCAGGCnGTCTCGAACTGCGCACGTCAGATGATCCACCTGCCTCAGCTGGGATTACAGGCGTGAG^ 

ATGTGTmCAACATCATGTCTACGTTATAGGGCATCTGTCTCATGAGGCCTCATCATTGTGTGmCTGAGAGCTGGCTGATTCTGGAGGAGCGTA^ 

>ncrc8849.seq 

ACTGTGGAGAGGACnCCAAATGTGGTOCCTCAGCTATATCACTGCCCAACATCAGAAAACGTGACGGCTATGAnACTATGCCTmCTAAAGATGAAT^^ 
TAGTAGAACAGCAAGAGCAAmCTACTGGnCTGGGCAGAGGnATCCAAAGTCTGGTACAACTGTCCTTAGACTGATGAGGAAAGGAGGAGTCAAGTAATGAAGA 

>ncrc8851.seq 

GACmGTGATTTAATTrmcnnTmAAGTGGGGAGGAAGGGGAAGCTAGAT^^ 

>ncrc8852.seq 

GTAATGAAAAAGTTGCTTAGTAmATGAGGAAATTCnCTTCCTGGCAGGTAGCTTAAAGAGTGGGGTATATAGAGGCACAAGACATGm 

AAAnAGTGCCCTmGTGACCTCTCATTCCAAGAnGTCAATTAAAAATGAGmAAAATGTTTAACTTGTGATCGAGACCTACATG 

CnTAAGGAGAATCnAAAAAAAAAAAAGGmCTCACTGTCTTAAATAGAATTTTTAAATA 

>ncrc8853.seq 

ACTGTAGAGTACAGNAGTAACGCCATGCAGTGGTAmAAATGTTAGGAAAAAGTAAAGTTATATATGGA^ 

TTmGGACAATAnGnGGTATGGAGAAAACTAAAGTGGCATGTGGGnGGTGATTCTGGAATCmGmCCACATGCTCmAAmCAT^^ 
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CAGTGAMGGATGACTTTTmAMCnAGATCTGCCAAMnCCTCCTACTmGGACTni^^ 
TTTACTAAATCAT 

>ncrc8855.seq 

TAATGTGAAAAGTGACTGAAACCTCCACAGNAGAATnCCTCCCCAATGTCTCTGCCTATCCCACTGA 
CTGTATTnCTCTCCTATGAGmCCTCTATTmGnGCAAGCTAAGTGCmATO 
ATGCCCTTTTTGGGGGGAAGCATTTTTCATAGAATGTGTAACCAATCTAAAnATO^ 
CAATOnGCAGCTCCCTTAACAAATGATCTAmGGTrrrGCTTCCTTCCCCTTCAATCCCC^ 

>ncrc8856.seq 

ATGGAAAANTAAnCGACTCTAAACACCACTGAAAACnNTAAAAAATGmAGATACCTAAATATGGTGGTC^^ 

>ncrc8859.seq 

TGCGTGTGGCAGTTTTAAGTOTOGTTTTTAAAATNAGTACnmAATGGAAACAACnGACCAAAAAm 
>ncrc8860.seq 

ATATATGTGCATATGAAAATACAmGCATAGGTACCTATCCATATGTATATACACACATACACACGTrmCCTCATAAAT^ 
TTAAAACTGAGGGGAAAAAnGGGGATAAAAAGGAGGACAAGGCAATAATTATCCTGTAGCTTATCTCAAAATGG 

>ncrc8861.seq 

GGTl 1 1 II 1 1 IGCAGCCCTCAAATCCTATCTTCCTGCCCCACAATGNGAGCAGCTACCCCTGATACTCGmTCmAATGAnTAACTATCAACnGATAAATAAC^^ 
GATAATTCCTGATTCCAAGAATGCGATCTGATAAAAAAGAATAGAAATGGAAAGTGGGACTGAGAGGGAGTGAGCAGGCATGCTGCGGNGGGGGTCAGTGC^^ 
AGGGAAGGAAAGGCTCCGCCATTTGGGAAAGTGGTTTCTACGTCACTGGACACCGGTTCTGAGCAmGTnGAGAACTCGTTCCCGAATGTGCTnCCTCCCTC^^ 
TNAAGmAATAAATAAGGnGTACnnc™CTATAAAATAAATGTCTGTAACTGCTGNGGNCTGCTGTAAACTTGTT^^ 

>jnGrc8862.seq 

dsatgngaagttgttcaagaatngtccmggaggtgatgtcattgaaaatgatgagtaggaaactccaagagcgcam 
d^tcaatmatataaattctggaaattagtcaaaggttotagtaaccaaggaaacatctt^^^ 

ia^aggccaaggcgagcagagcatttgagtcaggagtogagaccagcaaaaaaanagctgggtgtgmgcgggcacctgtaatccctcagggaggctga 
tIMacctggaagatggaggttgcagtgagccaagatcgtgccacctcactccagcctgggcaacaagcga 

>lfe8863.seq 

GAICACTACTATGTATGGAGGCAAAAACATTAGnCACACACAAACAnGTmCAGCAATGGTGAACTAGACCCCTGGTCAGGAGGTGGAGTAACW^ 
TjBSCAGTCACCATCTCAGAGGGGGCCCACCACTTAGATCTCCGCACCAAGAATGCCnGGATCCTATGTCTGTGCT^^ 
C^AGATnCTATGACAGTGCGGGAAAGCAGCACTGAGAAACTmGAnGmTCAAmCTTCm 
TfelmGTnATCAnAGAmGATGGGGCCAAAGnGAGATAGAATAGAGGGTGATGACGGTA^^ 

>|Grc8865.seq 

dA^GTGAGTGAACAAGTTAAAAAATGTGCnATTTAGAAAGATGGAGACGACAATACTTTGTCATGTGGAATGC 
^l^i^TmGTGTGAAGATGGT6ATACCAGTGCAACTGAGAGTGGTGATGAGGTO 

>pc8867.seq 

GI©©AGGTGGGATGGGTATTGGTTAAAGGGGACTTCAGCTTmATATAAACATCCACnCTCmCAM 

GfATATCTTGTCTTATTnnGTACTmCTGTATT^ 

y#(TACTAAACATmATAGAAAATAmCTAAAATmATCACGGATGAATGGATG 

>ncrc8871.seq 

GGTAAACTGTGAGATGTATmAGTAAACTAnAAAGATGAAGTGAGGCCAGTCACAGTGGCTCATGCCTGTAAnCCAGCCTCCTGAGT^^ 

CCTCACTAATTTmGAATmTGAGATCCTGTCTCAAATAAGTAAATAAAAAGATGTGCAGA^ 

TCTGGAATTATCAACATGGTACTCTGACTGAAnAAATAnCTCAAATGAGCAGAACAAAACCTGGTATCCAAAAA 

>ncrc8873.seq 

GGAACAATGTCCCTCCTGnAGNAATGTCCCAACTAAAGACCAGTTAAAATATOGGGTACGTTCnGTGAAnTCCACmCCAGGTAGATGACCAAA^^ 
GGTGTCAGCTAGTmAAGTGTGAAACTTAmCACTTTCACACTGCCTTCAGGCCAGAAGCAAACCAAAmACCAGGTTTGGCTGGAGGA^ 
AATTTmCAAACCAGTGGCTGATACCTGCCTTGTACTTAGTAGCTTAATACCAATAACCTAATGGTACTTAGGCGAGT^^ 
TATATCCAAACCCTTACCTACTAGGTATCCTGCTAGGGTTTTCAATTCCAAnCTTG 

>ncrc8876.seq 

CAAACCTATTTTnAAATAnCTAACmGTAGCTCTTAAGCAGTTTTAnGGATTnTGAGAAAGGTAC 

AGAAGGCCGGGCATGGTGGCTCATGCCTGTAATATCAGCACTTTGGGAGGCTGAGGTGAGAGGATGGmGAGCCCAGGAGCTTGAGACCAGCCTGGATAGTATAG 

CTGTAmACAAAAAATTAAGAAAAAAATOGCTGAGAGTGATGGTGCACGTCTGTAGTCCCAGCTACCCAGGAGGCTTAGGTGGGTAGATCACnGAGC 

AGTGAGCTGAGATTGCACGACTGCAGTCCAGGCTGGGTGACAGAGCAAAAACTCTGT 

>ncrc8878.seq 

GTAAATGATGAGTOTTGGGTGCAGCACACCAATATGGCACATGTATACCTATGTAACAAACCTGCACGnGTGCACNCGTACCCTAGAACTTA^ 

>ncrc8879.seq 

CATTCAGCTGGTCTAGGTGACTAGAGACTGCAGAGATGTCAGGACTGTTGCCTAGGACACAAAGGAGACnACAGGGCAnCCTCACTGAAAGAACATmAG^ 

CAGAAAGGCATAAATAAGGAACTGGTAACCCTGATAACnGAGAACCCTACTGCTACCTGGTGATTAGAGGCAGGCTGAGGCATGATAAnGCnG^^^ 

GTGAGCCGAGATGGCACCACTGCACTCCAACATGGGTGACAGAGCAAGACTGTCTCANAGA 



>ncrc8880.seq 
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ATATCTGTAGGGGTATnTACAnCAMMTGNATGTNTnTmcnnCAMnAMGTCmGGGACT 
GAACTGnCTANAACGCTAATAAAAmATGCAGnATAAAAANGGCAnACTGCACAGTmAAGATGATC 

>ncrc8881.seq 

GTGCAGAAATGCTGGTTmACACCATCCTAAAGAAAAACmACAAGGGTGTTTTGGAGTAGA^ 
TCTAAAAGCAGAACTCATTTTGTGCAATGAATATAAGGAAAGACTACTG 

>ncrc8883.seq 

GTGACCACTCATCCGCATAmGCTGGGAGAACTGAGGTACCATGACnGGTGCTGCAGTTGATTAGCCTAGAAATCTTAAGAa^ 
ATGCCATGGATATGTAACATGATnCTGATCTGTGGGAGCTGCCAGATAGGCCTGTCCCAAATAAAGATCGTCACAAATCTnA 
CCCTGTAACCACCTCCAGAACmCCATGGTAGGCATGGGCCCACCCCATTCCCTTACCCTGAATTGGTTCAATACTGTATCTGGACATAAC^ 
GTGGATAGACATAAGGAAAAACAGCTnCTCAACCACCTACGTAATAACAGCAAACCACTGmCCCAAACTCAGTGGGTT^ 

>ncrc8884.seq 

ATGGACCGGGCAmGTAATTTTACmCAAGNATATACTCTGGTAGACTGAGGCGGGAGGATCACTTGAGCCCAGGAGTTGGAGGCnCAGTGA 

AGCCAAACCTGAGTGATAAAGTGAGACCGTATCTCTTAAAAAAAAAATCCCTnGTNGTNGAGnATTTTATGTCAm 

AACATAGAATTTAATTGGATGC 

>ncrc8887.seq 

GAACAAAGCATAATATnCGCCCACTAAGCNAATCACnTATTGACTCCTAGCCGCAGACCTCCTCATTCTAACCTGAAT^^ 
ACAAGTAGCATCGGTACTATACTTCACAACAATCCTAATCCTAATACCAACTATCTCCCTAAnGA^ 

>ncrc8888.seq 

GGnACCTCAGCTATATGACTGCCCAACATCAGAAAACCTGACGGCTATGATOCTATGCCTmCTAAAGATCAATACTAT^^ 
TACTCGnCTGGGCAGACCTOTCCAAAGTCTGGTACAACTGTCCTOGACTGATGAGCAAAGGAGGAGTCAACTAATG 

>fiicrc8889.seq 

AglGACCGGGCAAANNGGTGAAAATAGGACTTTTAAATATACAGAAGTAnCTAGTCACCCTTAGGAATG^ 
Qe^TAATCmGAnCATACCAGTGTCAACACAGnmGAnCATGTAGAGTCAAATTAACAAGGNTGGAAGGATCCTAATGG 
T®TAAGTGGTCGTGTAGACTAnCTTAAATGTCTACTCTGGGTAAAGCTTCAGAGCCACnCCAGAAGACCTGTGATTTAGAGTO 
TlfCTGAACCTACCTGGNTCTMCCGTTGTCA 

>nclc8891.seq 

GGSACATGATGCTAAGAGTGCTGGGTAAATGTGGTGAGAATGCAGGCGTGCNTATNCTACAGATATGTGCnCTCAGnGCAGAAAATGAACTGCm^ 
AifGnATCATAnGGTGCTGAGTGCTATGTGTGCTTATACAAmGTTCnGTATmAATAAACm 

>{jcrc8892.seq 

<^S|mtgaatgccttccactgaaccgaggcactgttatagaagaatggaagaagatacaga™tagaatcag^^ 

OI^TAAAAAGCTCACCAAGTGACmAnGTOTTGAAAnGATGAACAGGGACAGTOGnAA 
lijrCCCAAAAAACGAAAACTAGATCTTCAAAATCTGTCCTTAGAAGATGGAAGAAACCAAGAAGTO 
Aa^GAAGATACTATCGnGATGGAACnCCAAATGTGAAGAAAAAGCTGATGTTTTAAGCTCCTT^ 
A3fl^TGGCT 

>^lieR:8893.seq 

><'ffiGACACATGTCTGCA™TCmGTAnCnCTCCAAGGAGGATGCTGCTAGTGAGTGAGCTGCCmCmGAGA^^ 
d^GTCTTTGGTGAnCAAGGAGTGTTATTAAATOGTGGGAGATATGATACGGAGTGGGGATGCTAAATACAW 
CATCCnATnCATATAAGATCAAGAGTTCAATCmCACCTa:cnGCCTCCTAATGGAAACCAAACATTCnCAAAACTGCTC 
GGAGGAGTGAGAGAAGTGAAGGTAATATnACAGAGAGTACCTACTATGTGTCAGATACmGCAATGTGT^ 

>ncrc8895.seq 

AGATAACTGTCTGAAAAGATAGTTGTTCAmGAAACTAnCTGTGATACAGTCATGTGGGAAGGGATGmGGCTGTGAnAT^^ 
AAAACCAAAATCmGGAAAAGAAAGTGGGGATGGTOGmCAGAACAAGTOCAGCTGTAAACAAAAGCACTOGTAmGGG 

CACA 

>ncrc8896.seq 

CATCATGAAAAAGTGGGGAGAAACAGNACATmCCAGCAGTGATGnCC™™TGAATAAAGGTAACAAAGGTGGAnCTACGGATGGAGTGCm 
CTCTGGGATCCAATTCTCmCAmCCGAGTATACATTGCTGAAATTGTTCTCAGGTTGTTCACAAACTCCCTTGACATACTGGCCAAGCW 
CACCTGATATTAATCATATGCTGGGACTCAGTCCATCCACCAAGCAAAGAnCTTCATGGCmCAAGGGCAATTGTCAATAnCGAGACCCTAAAAGGCCCATCC^^ 
AAATCAATATTAACTAAAAGTAGGAGGTGnCTTTCCTCnCCTTGGTCCAGGGAAAGAAAAGAAGAGGTGAACACAAAAGAC 

>ncrc8897.seq 

CAAGAnAATnAACATOCAAAACCGAnAACATAATACACCATATCAGAAGAATAAAGGACAAAAACCACATGACTATCTCCACACCATTAAAAAAA^ 

TGCACACACATTCATGGTAAAAACAnCAACAAACTAGGAAAAGAAAGCnCCCCAACGCGATAAAGGACATGTGTGAAAAACTCnGGTTACCATCGTA^^ 

TGimCCCCCCTATGATCAGGAACAAGACCAAGAAATCCACTATCTCGACTmAmAAGATOCAGT^ 

>ncrc8901.seq 

AGAACTATCTGCATTATCTATGCAGCATGGGGnTTTAnAnmACCTAAAGACGTGTCTmTGGTAATAAGAAAGGTGTT^ 

GGTTmAAAnGmCATATCTGGTCAAGTTGAGATTmAAGAACTTCATTmA^ 1 1 1 1 ICAAAAAAGTCAACAAACTGCAAGCACCTGTTAAT 

AAAGGTCTTAAATAAnGA 

>ncrc8903.seq 

CAmGCTAAGCAGCnGTGGTGCCTTCAGAAAGGAACAGmCAAAGAACmCACATCTGTTGGCTCAmCGCCCTAATGACAGTCnCTCmGA 
GCCTTTCTTGTTnCTCCAGAAAACGCCCACTCCTGGATCTTCACATTGAACTCAATGGCTACATGTATGATTGGAACAGCAGAGTTTCTGCCAAGGAGAA^ 
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GCACACTCTGAGAMGAMCTTATCCTCTCCTACACATMGAMCCAAMGGCTGGGCGTAGTGGCT^^ 
AGGTCAGGAGnCGAGACCAGCCTGGCCAGCATGGTGGACGCTGTCCCTAGTAAAAGTGCAAAGGTTG 

>ncrc8904.seq 

TATATATCTAAAGTNAGTTTTTATTCAAAGCAGAATCnAAATAAATGCTAAGTTACCTAC^^ 
GATGTCACTTACATACTGTTAAAAGmTGGGACTGnCATAAAGACAAAATTATACTCTACAAAA 
TTAAGAACAGCTGnGGAAAAATTCnCTmATAAGACACTTCAGAAATACTCAGTAGAGATAAAA 
TmGCAnCGAGATAGGAAAGCCAACTAAACTGACAACTGCCCTGAATGAAGGTGGGGTCCAATGTACATCT 

>ncrc8907.seq 

GmCTGCATTGAACAGCAGNAGTCAAAGCAGTAATTGGAATAGTTTGACTTGCAGACCTATGGCATTGGCTAGTTGATCATGGTG^^ 

CATTCnAmGATCTGTATAAACAGAAAAGnCTAGTCCAAGTGAAAAAAAGTCTACACTGAGATAAGAACAAA^ 

CCTAAACTCCTTCAATGAAAGGGAGGTCCCmGAAGAAGGACCCCAGTACACCAACAAAAATGTATACTGTTAATCTCTCnCCAACm^ 

TGCAATGGGGAAAAGGAAATAATCAGAACTCnGGGGACTACTGAACACTGGGTGTGAGCTGACACTAATnCAAGGTAnCAAA^ 

TCTGTCTCACAG 

>ncrc8908.seq 

CNCCGGGAAATCGGCCnAGGCCGGGGTAmTGGAAAAAAAATCATAGAGnAAAAmCTGCATGGnAGCAGTTmCT^ 
TCACAGTAATTTTTTGTCTGTATATATTTGAGGGGCI 1 1 1 1 1 IG 

>ncrc8909.seq 

GGAAGCTCTGmGGTGCTTTGGATCCATnCCTCGGTCCTTACAGCCGCTCGTGAGACTCCAGCAGCCAAGATGGTGAAGCAGATGGAGAGCAAGACTGCT^ 
GACGGTGCAGGTGATAAACTTGTAGTAGTTGACnCTCAGCCACGTGGTGTGGGCCTTGCAAAATGATCAAGCCTnCTnCATTCCCT 
GAAGTAGATGTGGATGACTGTCAGGATGTTGCTTCAGAGTGTGAAGTCAAATGCATGCCAACAnCCAGTTmTAAGAAGGGACAAAAGGTGGGTGAA 
AAAGCTTGAAGCCACCAnAATGAAmGTCTAATCATGTmCTGAAAACATAACCAGCCATTGGCTAmAAM 

>lfCTc8910.seq 

a®CTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACACnC^ 
Qg§GGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCGAAAAAAGAAGATAAAGAAAGAAGAT 

>liSc891lseq 

CpTGGGATGAAAATmGGGATGAAAAmGTGTGAACnAAAnAAGTGTCTCTGCCGTCCTGGCCAACATGGTGAAACCCCGTC^^ 

GTGGTGTGTGCCTGTAGTGCTAGCTAmGGGAGGCTGAGGTGAGAGAATCGCTTGAACGCGGGAGATGGAGCTTGCAGTGAGCCGAGATC^ 

ACTCAGCGAGACTCCGTCTCAAAAAACAAAACAAAACAAAAC 

>tielo8912.seq 

GMGCTAGGTCCTTGTGAACnTTCCACAGGAAAGAAAAGATCATGCGTGCACACGGmcnCTGATTm 

OnTTCCTTAACTGTAGnGTTCTGAATTAATnCATGTGGGGGAAA^ 

TiQffTAGGATATAGGACmAAAAGCTCCACAAAmGAAGGAAAGATGGAGAnAAAAAn^^ 

A^TTGCTGGGCmAGGTTCCTCATGAGnAATGCTGTCTACCCTGAGCTCCnACGGGGCTGTCATGAGGATTGCAGGn^^ 
>llfc8915.seq 

d^lGGAGAGTOGCCCAAGTATAGGCTCTGCCCAGATGCCATCACATCCCTGATACTGTGTATGCrrTGAAGCACCTTCCCTC 

GSIcCAGACGTGGAATCCACAAAAGCCAAACCAGCTCATnCAACAAAGGAGCTCCGATGTGAGGGGCAAGGCTGCCCCCTGCCCCAGGGCTCn 

/(i^ATCATGCCmATAAAGGATCCnAnACAGGAAAAGCATGAGTGGTGGCTAACCTGACCAATAAAGTTAT^ 

>ncrc8916.seq 

GACTGGATGGAGGACCCACAGGAAGGTAWCCATATCTGTAAACAAAGATATGGAAATGAGAAGCAGTCAnGTCCTGTGATCACTG^ 
TGATAAGGACACCCCATrGGGAAGACAAAAAAATACAGTAGATCTTAAATGTTGTCAATATATAGGACACATACACACACAn 

>ncrc8917.seq 

GTGGTATAAGCACTCAGGTAAGTOTAAGAAATATCTAATAAGATGATTATGTGTGAAAGGATACGmAAGATGACATGCTTTm^ 

TGATAACCTCGTTAATATGnGATGATAAGTAmGGAACCAATAAAGAAGCAGGnTGnGACCnAAGCCTGTATGAGmACTTACTGTGAACn^^ 

TGTATGnCCTG 

>ncrc8919.seq 

GGGCTGGCACGGGGGCTCAATTGGCACTTATGAmCAAACTTCGTCCCTCTAGGTAmACAGCTGACAATGTGGTAAmATCCAAGCrrCGTGGTTAAGCTO 
TGCACCCAAATGGACCAACAGGTACAmCGAAAACAGTTCAAACAAGAACAGTTOTAnACAAAATGTGAGAAACATCmGAAAAG^ 
CAGACACAGCCTCTTGCTGGTGCTGTTCACCTTCCTGGACATTCCTGTCAncnGGTTAAAGGTCTTmCTTCCCCAGCTACmGAGA^ 
GAACATGAAGGGGGAAATGATGGTCACAACAACTTACTGGACGCAACTCTGAGCCAGGGGGACTCATGGGTAAAGAAACCTAACAGGCAGAATC^ 

>ncrc8920.seq 

GCATCAAGNAAGTNCGAAGGGGAAACAATAGTCTCTTTAATAAATAATGnGGGAAAACTGTAmCTACATGCAAAAGAATG^ 

AAATGGATGGATAAAAGACCGAAATAAATGTAAGACnGAAGCTGTAAAATTCCTAGAAGAAGACATAGGAGAAAAGCTCCnGATCnGGACTT^ 

ACTAAAAGCTCAGGTACCAAATAAATAAGTAAATAAATAATGGGAGTAGATTAAAGTAAAAATCTGCACAGCAGAGA 

>ncrc8921.seq 

ATCTTAATAmAAATTTAAATCTATnAATACnAATGTTGCTATCTmGGATCTCnGCGTTGGTACTGTGCGTGCCTGGCmAM 
TGATCTATAACTCAAAGCTGmnATGCATmGTGTTnCTGATTTOTATCCnCATGTTCnGTmTAAGCAGTATOGT^^ 

ATCCTAGAACTTTGGGAGGTTGAGGCAGGCAGATCACnGAGCCCAGGAGTACGAGACCAGCCTGGACAACATGACAAAACCCAGTCTCTACAAAAAAATACAAAAA™ 
TGGTGTCATGTGCCTGTGGTTCCACnCGTGTGGAGGCTGAGnGGGAGAATCATATGAGCGCAGGAGGTCGAGGCTGCAGTGAGCTATGATCATACCACTGCACTC 



>ncrc8922.seq 
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AGGCCGGGCATGCACAMCGGTAGmNGNGTGTNGGCTGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAMGCMGGC™ 
TAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACATTTT 

>ncrc8923.seq 

GGAAAAAGCAmGACTAGTCTTTTTnAAAGTATCTGAmAAGCACTmAT^^ 
AATACATAGATGTAmGGCATGCTGATAGAAGTACATGnATGAmnAAAACnCTmCmCTOGA^^^ 
ATAGCCXJTAAAmGTATnAAAGGAAACTACCTCAGGTGAAAATCAAATAGCAAAAmATATCATATGGTATG^ 
CTGCCAAnAAACATAAAAnATAGAATTTATAAAGGTCTTTTAAATAC 

>ncrc8924.seq 

GNCCGGGAAATCGGCNTTAGGCCGGGGGGAGGCGCGGGTGGGGAACATGTCTGAGTCGGAGCTCGGCAGGAAGTGGGACCGGTGTCTGGCGGATGCGGTCGTGAAGATAGGTAC 
TGGTmGGATTAGGAATTGTTTTCTCACmCCTTCmAAAAGAAGAATGTGGCCATTAGCCTTC 

GGCTCCATATCTTCTACATGGAAAATATGTCAAAGAGCAGGAGCAGTGACnCACCTGAGAACATCCCAGCGGGAGGACAAGAGAAATCATGm 
CCTGGAGTAAGCTGCCATTCTTCTGTAACAATGTTATCAGTAATGCmAAACTCCAGCACCTGGNTATGCATTTGAAACC 

>ncrc8925.seq 

AnAAAAAAAAACAAATAACCCAATmAAAATGGACAAAAAnCAAATAGGCATGnCTCCAGGGAAGATATACAA^ 

CGGAGAAACGCGAATCGGAACCAAAGTGAGATATCACTTCATATTCACTGGGATGCTATAATCAAATAAACAGATAATAAAAGTTGAGGAGGTTG^ 

CTGCTAGTGGGAATGTAAAATGGTACAGACACmGGAAAATAATnGACAGGTCCTCAAAAAGnAAATATATAATCACCTGCCAre^ 

CAAGATAATTGAAACTGTCTACACAAAAATGTGTACAGCGATCTCTCCATATCCTCGGGGGATTGGTTCTAGGAAnCCGCC^^ 

>ncrc8926.seq 

aatmgctgtgtcgcctagggtggagtggagtggtgcaatgtcgggtcangcaacctctggctccgtggmaagcaanctgctgccttagcctcc^ 

gcactcaccaccaagcctgtctntactaaaaacaaaaaaacaaaaa™gctgggcgngctggcacatacctgtaatcccagctacacaggaggctgaggcat^ 

ccgggaggcagatgttgcagtgagccatgatcacatgactgcattccaggctgggctacagaaagagact 

^gfc8927.seq 

d^GCGGAACCGCCATCTTCCGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACGCGATATATGnCTCTAGGCCmTAGA^ 
A0ATATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGTTCAAAAAGGAATGGCCCACAAGTG™CCA 
C@GCATGCTGTTGGCATTGnGTAAACAAACAAGnAAGGGCAAGAnCTTGCCAAGAGAAnAATGTGCGTATTGAGCACAnA^ 
(S#TGAAGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGTTCAACTAAAGCGCCAGCCTG^^^ 

>ncfc8928.seq 

AifiCCAAATACTAmCATAAGATTAGCAATAGTTAAATGCTGATATGAAGTCAGTAAATCTTATGTCACACAATAM 
AiATGCACAAACATGTTTTT 

>ncrc8930.seq 

AaiGTAACCNTATGATCCGCAAnCCACTCCTAGACATATACCCACAAGAAnGGAAACAAAGTCACACAAAATCTCnC 

g£Igaaacaatccaaatgcctataactgatgaatggacaaacaaaatacagtatatacatacaatggaatc™t^^^ 
ts^ccttaaaaacatgccaagtggctgggcgcagtggctgatgcccataatcccaacacmggaaggccaaagtgggtg^^ 

CS^CATGGTGAAACCrrrCCTCTNC 
>j} 8c8932 .seq 

Q^ffirnGAGNnGAACTTTATGCTGTGACCAAAGGACCACGGAGCAn 

ApGGGAATnGAAAAAGATGAGAAGCCACGTGACAAGTCATATCAGGATGCAGTTTTAGAAGATATT^ 
Ai#GTCTACCNACACG^iTG 

>ncrc8933,seq 

GCATAC TGTAGGAACAAGCATGATCnGTTACTGTGATATmAAATATCCACAGTACTCAGTTmCCAA^^ 

ATTmCCCAGTATTTTTATACGGAAAAAATTGTATTGAAAACACnAGTATGCAGTTGATA^ 

TACTACTGTGGAAAGACAACTGTTTTAATAAAAGATTTACATT 

>ncrc8935.seq 

gtagatccgtgagggcgtgagcttggactggacccactgctgattccctgcacctagcacagtgcttgccacaaagtgggctctcaataaata™ 

>ncrc8937.seq 

GGACTOCGAAGTATGTNATGGAAAACACAnCGGGAGTACCATGAAGAGAAAGAAACTGGTGAGAAAATAAATAnCACGAGTACTACCnGG 

tttgaaaaagaacgaga 

>ncrc8939.seq 

GTGGCACGCGCTGGGCAGAAAGGCTACCATCACCGCACTGAGATCAACAAGAAGATnATAAGATTGGCCAGGGCTACCTTATCAAGGACGGCAAGCTGATCAAGAACM 
ACTGACTATGACCTATCTGACAAGAGCATCAACCCTCTGGGTGGCnTGTCCACTATGGTGAAGTGACCAATGACTnGTCATGCTGAAAGGCTGTGTGGTGGGA^ 
TGCTCACCCTCCGCAAGTCCnGCTGGTGCAGACGAAGCGGCGGGCTCTGGAGAAGATTGACCCnAAGTTCAnGACACCACCTCGAAGnTGGCCATGGCCGCTTCCAGACCATG 
GAGGAGAAGAAAGCAnCATGGGACCACTGAAGAAAGACCGAAnGCAAAGGAAGAAGGAGCnAATGCGAGGAACAGAnnGCAGTnGGGGGGGGGTCTCA^ 

>ncrc8940.seq 

CTCGGCNTCTNTGGCCCGGGGGGGCnCTTGAGAGCTCCTGANTTCTTACCTGGGTTGGTGAAGAnCCACATACAAAnTmGAGGnATCCTCAnGATCC^^ 

CAGAAGAAATCCTGACACCCAGTGGATCACCAAACCAGTCCACAAGCACAGGGAGATGCGTGGGCTGACATCTGCAGGCCGAAAGAGCCGTGGCCTTGGAAAGGGCCACAAGTTC 

ACCAGACTATTGGTGGCTGTCGCCGGGCAGGTTGGAGAAGGCGCAATACTCTCCAGCTCCACCGmCCGCTAATATAAGTAAAAGnTGTAAAATTCATACn^ 

ACAGC 

>ncrc8942.seq 

GTAANAGGGCGATCTTGAGGGAAGGGGGATGTAGAAGTmCTGGGGAGATGGAAATmCTGTCTCAATCTATATGnGCTTGAAGGTACM 
CATAAGCCACCGTGCCCGAACAAGAGACGTmCTAAGTCAAAGGAATAAATCCAAAGCCTCTAAGACTGGGTGAGAGAGAGGAAAAGAA^ 
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AGAGATmCAAMGGGTGGACATGGCTACTGTATTAMTATTACmGAGGTATTCACMTAGCGAAMGGTGGM 
GTGGTATATACATACAATGGAATATOTnAGCCmCAAAGGGAAGGAAACTCTGACACATGCTACAACA^^ 

>ncrc8943.seq 

GCACmAmGmNmGTTTTnGAGATGAAGTmGnCTGTCACCCAGGCTGGAGTC 
CACCTCGGCCTCCTGAGTGGCTGGGAnATAGGCACACGCCACCATGCCCGGnGATTTmG^^ 

GACCTCGAGTGATCTGCCCGCTTTGGCCTCTCAAAGTGCTGGGAmCAGGGACCATGCCCGGCCACAACAGGCACmAGAATGCAGGCT^^ 

ACAGAGGCATGAACAGTTGAAACTAmCCnAAAGACAGCCAGnCCATCnGCCATACAGAGTGCCCACATT^ 

AAAAGC 

>ncrc8944.sec| 

CTCNNTCAGACGCCAAACAGCTGGCACCCTCAACCTGANCCTCCTCAAGGACTGTCTNTACNNTCCAGAGACNTTCCAGAGTmAGm 

CTGTTTTACAGGATAGCCTAmCAGTC nAGG GAGTTCTAATGGTTAACnCTGnnCATACACTGAATnAACm^ 

TGAGAAGAAAATGAnAATTGATCAAACTTmnGAAAAGTTAATTGCATCTCAAGTGTmc™ 

mGAAGTOTAAAAAAAAATTATCAGAGGAAATATGACTAATGTATATGCTTTGGTTGAGCTGCATmc™ 

AACAHCTAAnCT 

>ncrc8945.seq 

TATGTGTGTGTGTGAGAGACACACACAAACACAmCAAACATGirnATGmAAGCTCAATAnCAAACACAGAAATATA^ 
CATTATTAAATACTGTAmCTATGGTGAnGAAAAmGTAGGCAGAGAATTmGTAATGGncnAATAATn^^ 
TACATGAATAAAGTGGATAmCTATTCATATAGAAATGTGAmACTCTCATGTACnATCTACATGCTAAAACCATAAG 
AAATAATCAGCTA 

>ncrc8947.seq 

GGCGCAATAGATATAGTACGGCAAGGGAAAGATGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAA 
AGCCAAAGCTAAGACCCGCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGGAAGA^^ 
A^CTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGTTCAACmAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAAm 
CiSTAGGAAAAAACGTTGTAGAGAGAGTAAAAAATnAACACTCATAGTAGGCCTAAAAGCAGCGACCM 

>MG8948.seq 

dMGGCNNTCTATGGCCCGGGCAAGCNAGCCNNAGANNTTGCNATCAAGCAGTGGGGCTCTCAGTAAGGAACTTGGAATGCAAGCTGGAT^ 

q^pCCCTGTGCACCCGAGTGGCCATGGCACTGTGTGGCCCCTGTCTGCmTCCmGGAAGGTGACAGCGATTCCCTGTGTAGC^^^ 

AQlCTGGAGGGTCCTGGGCCTGGTGACAGCAATAAATAATnCG 

>iNyc8949.seq 

IMCNGGGAAAAGTACTGAATGAAGAAGTATmGGTAACCAGGCCATTmGGTGGGAATCGAAGAnGGTCT^ 

GtATATTGTTGTAGAGAGAGAGACAAGTAATTTCAGTGTAAAGTGTGTGATTGAAGGTGATAAGGGAAAAGATAAAGACC 

TtaAGTAmATGGGTGGAmATCCTmGCCnCTGGTATACnCCnACTmAAGGATA^^ 

aPCCATGAmATCATGAATnTAAAGTATGCAnAnAAAnGTAAAACTCCAAGGTGATGTTGTACCTCTm 

QlfAGCCAAGCTrr 

>hyc8951.seq 

GiSiGACTACTGGATTGACCGCAACCAAGGCTGCACCTTGGACGCCATGAAGGTmCTGCAACATGGAGACTGGCGAGAC 
AftqTGGTGGAGCAGCAAGAGCAAGGAGAAGAAACACATCTGGmGGAGAAACCATCAATGGTGGCnCCAmCAGCTATGGAGAT^^^ 
AI^TGACCTTCCTACGCTTGGTGTGCACGGAAGGCTCGCAGAACATCAGGTAGCACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGG 
TC^AGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGnCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCA^ 

>ncrc8952.seq 

TATGGCCGGGAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTOGTTN^ 

TGTTAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGC 

CAACACCCACTAC 

>ncrc8954.seq 

AAAGTAAGGAAGANGCTGGAGANTATGAGTGCCATGCATCCAAnCCCAAGGACAGGCTTCAGCATCAGCAAAAAmCAGTGGTTGATGCCTOCATGAAAT^^ 

TGAAGGTGCCGAGCTATAAACCTCCAGAATAnAmGTCTGCATGGnAAAAGTAGTCATGGATAACTACAnACCTGTTCnGCCTAAW 

TTAGmTATTCACTGGTTTTACACAGAGAAATACAAAATAAAGATCACACATCAAGACTATCTAC 

>ncrc8955.seq 

ggtttcctgatgcnagttgtgtggatgtgatcagtt™ 

aatgtaamaaantgaatctaacaccataggttttmccttctgcttctcccagncttgmgtcu^^ 

attcatngctcaattctatagtatataaaatgatttcagaamcaccaccaacaatamctactgctaacaaatctan^ 

tatctcattgagggtatagaatcaagactgcattcaaaagctgctttcmcatatoggnmttttaataattm 

ATAAGTC 
>ncrc8956.seq 

TATGGCCGGGGCl ! 1 1 1 1 1 iTTCGTCCTTTTCCCCGGnGGTGCTTGCTGTCCTGGTCCGCGCCANANCCCAGCGCGCCTCGTCGCCATGCCTCGGAAAATTGAGGAAATCAAGGACT 

TCCTGCTCACAGCGCGAGGAAAAGGATGCCAAATCTGTCAAGATCAAGAAAAATAAGGACAACGNGAAGTnAAAGTTCGGNGGAGCAGATACCTT^^ 

AAGAGAAGGCAGAGAAAGTGAAGCAGTCCCTGGCCCCGCGGmGGCAGTGAAGGAACTGAAATGAACGAGACACAGTGATTGGAAGTGTA™ 

>ncrc8959.seq 

CTCGGCNTCTNTGGCCCGGGGCTmCCGGCGGTGANCGACCNTACGCCACNGGAATAANNNGCCCTCnCGNAAGGATCTCCTNTCNTCCCTCTCCAGANGA 
CACAAGANGANACGCCTGGTGCAGAAGCCCCAATTCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTnAGGCATGCACAAACGGTAGT^ 
GGCTGGTCCACTGTCCTCTGGCAGCGTAGAGGAGGAAAAGGAAGGCTTACAGAAGGATGnCGTTCAGGAGGAAGCAGCACTAAAAGGACTCTGAGTGAAGATC^^ 
GTGAATAAACACATTTTGGA 
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>ncrc8g61.seq 

AGGACMCMGGATATGAAMnNAGGACCAGGGnCTGGACAGGCnGGGMCTGGCGGMTACTAGGATATnGTnGGCAGCM^ 
GTACTACCCGTCCTATCCTCCCTCCTACCCTGGCACGTGGAATAGGGCTOCTCACCCCnCATGGAGGCTCGGGCAGC^^ 
GCATCAGGATATGGTGGTACCAGGAGACGATAAAGTAGAAAGTTGGAGTCAAACACTGGATGCAGAAATm 
AnGGGAAAAGGGGATAnCAAAAGnCTGTGGTGnATGTCCAGTGTAGCTTmGTAnCTAnAm 

>ncrc8g63.seq 

ANCAAAGGGCTCCCTGAGGGTCTGGGCAAGGGACCTGCTTCTATTAGCCCTTCTCCATGGCCCTGCCATGCT^^ 
CTATAAATAAAACCTGACAGACC 

>ncrc8964.seq 

GGGAAANNGGCTCAGAGATAnAACTGTCnGGAAAATGAGTAAAATATAGAGAAAACAAAACTCCTACCnGTGCAGGTTCAAGTTC^ 
CmACACAATGGAmGGTOTmGCAAAACAGATAnAGCCCGATGTGTCAGTAATCTAGAGTCATnGTACCnAACATAAA^ 

>ncrc8965.seq 

AGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGACAGAAGTAGGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAAn^ 

TAGAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGGTAAGGGCAAAATGTA^ 

CAAGATAGAAAATGAAAATATTGTCAAGAGmCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAAGm^ 

>ncrc8967.seq 

GGGCAGAGAGGCCTGGGAGGAAAGGTGnCAGCCAGTGGmGTAAGGCGCTCGTCGGCACCTGCTGAAACGCCCCCACCTGACAGCCCGATCCTCAAAGACTGTCn 
TGGCAGGTrCTAGAGACnAAGGGGAAAAGCTGCTTTCAAGGCCACCACATGTCTGTGCTCGCCAAGCAGGTGTATCTGCGnGTGTTCAnnGnAT^ 
AGACCAATAAAAACATATmATAAGAACAAAAGGCCTGGGTGCCTACCCGTGTGGGGGCACTGTGGGAAGCGmGCTAGGGTGTCTTGTGGTGTG^ 
TATmGCTnGCnACCCAGTCnCCCnACTCTTGGATGCnCnAACCCTCAGGCAAACCTGTGnCCCCCTGTATTCAGGCTCT^^ 

^crc8968.seq 

SOtcacaagaatganagtgaagcaggctatgttgggcactaaacagcaggaaacgtagcaacataaagcaaccccaaaat^ 

A^CAGGTGTmGATAACAATAGTGCCGTATTGTGAGATCmACCTCAATCTGCAAACTCACTTCTCGAGAGTTTTCCCCCmGGAn^ I 1 1 1 1 AATGATCATTGGCA 

TlSlATTGCCATGACmAnGCCAGTCTTTGTCATGGACTTGTGGCAmCTCTTCATGTGTCTTAAACAGG 

dMTTAAAAAAGAAGTGCAAAATAGAATTTGATGTCGGACTCTGTATGGnCGTTGGATGAAGATCTCT^^ 

>ncfc8969.seq 

G^GAAGAGGATGGAGATGAAGATGAGGAAGCTGAGTCAGCTACGGGCAAGCGGGCAGCTGAAGATGATGAGGATGACGATGTCGATACCAAGAA 
AtSFAGACAG 

>ncrc8970.seq 

/^IGAAACCCAAGCnAGACCTAnAATGCCCAATTAGTGGTCTGGnGTAGGnAGGAAACACCACCAACCTGTGTATA^^ 
dMAAATAGTTAGCAGCGCAAnCTAAAGATACCATGTCAGACCACnGGATTACCTAACCACAAAAA^ 
qgnCAAATAAATGTGCACAGCATCAGAGGAAGGCCCGGTTGTTGCCCATGTCmACCAGCTOCTGACATACnCAATACCT^ 
aCQTOCGCmCTAGAnGGAGmGmCGCAGTGTAGATnCAGTGTGCCCTAAGACATGnGGCCCnACAATCAACT^ 

>(pc8971.seq 

A?r^NAAAATGTGATCTAGTGTAGTGAAATAAAATGTGATCTAGTGTAATGGAAGACCmG 
Qg(?AACAATTCTAGTATGGCTTGnGGCAAAGAGCGCTACACCGTnCAATGAAACAATGTATGnTGT^ 

>ncrc8975.seq 

TNGCCGGGGGTGCTGANGTGGGAGGA^1AGCTTGAGCCCTGGGAAGTCAAGG^GCAGTGAGCTGTGGTGACTCCATTANACTCCAGCCTGGGTGACA 
>ncrc8976.seq 

GGGCCCCAGAGCAGGACTGAGTAAAGAGGGmGACAGAGCTGCAAAGmGAAATGCTTmGAGAAATGAAAACTGA^ 
AGAGGCTGCATGTGGATGGGCnCCnGGTCGGAATCTGCTCTGTTGTCCCTnATCCTACmGCAGAACTTCTGAAGTAGCTTTAAGC 
GCCACTTGCmGTTAAACATCGATmCCTGTCTGTAAAGTGAAGGGACAGGACGCmCAGCTGACACAnCTGTGAAATAAGA^ 
GCTnATAGTAGGATGTGAmAAGGAAmGCnATTCTAAnGAGACACAATGGTGGGGAGTGGGGGTCGGGGACTACACAG 

>ncrc8977.seq 

GAAGCTTCTTCTGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGCM 
AGCTTAAAGmAGTTTAAAAGnGTAGGTGATTAAAATAAmGAAGGCGATCTTTTAAAAAGAGATTAAACCGAAGGTGAn 
GTCATTTAAAGCCTAGTTAACGCATnACTAAAGGCAGACGAAAATGGAAAGATTAACTGGGAGTGGTAGGATGAAACAATTTGGAGAAGATAGA^ 
CAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAAmGAAGATAAAAACATACTnTAGAAGAAAAAA^^ 

>ncrc8979.seq 

GGCAGCAGAACAAGACCCCATGTCAAAAAAAAATAAAAATAAAAATCCCAAAACAAACAAAmCCCTnAATCACTGCTnT^ 
TCGTCTCAAAGCGCGm™CCTATCTTGTGATlTCnGTnGTGCCATTGGNGATTAAGGAATGTGnGTTTAAmTCACATATm 
AnCCATTGCAGTCAGACAACATATnGGTATGAmCACTTCTmAAAnGTNGAGGCCTGTTnACAACCTAACATATGCTCTATCTTG^^ 
TCTGTATrrTACTGNAAnGGGNGGAGAGnCTGTAAATGTGTTTTAGGTGTATTTG 

>ncrc8982.seq 

AACGTmCCTCAAGAAAAGGTACAAAACACAACCGAGGAGCGTATACAGTTGAAAACCTTTTTGTmGATTGGAAGGCAGA™ 

CmCAG ATGAATCTTCCAAAGTGGATOTATTAAGCAGGTATTAGAmAGGAAAACCmCCATTTCnAAAGTATTATCAAGTGT^^ 

TTTTmGnGnGTnnGGTTTGmCCTTTmAGAAAGnCTAGAAAATAGGAAAACG^^ 

AATTTTATATCAGGAAAACAAAGnGTTGAGCCnGCncnCCGTTnGCCCmGTCTCGCTCCTTATTCt 1 1 1 1 1 IGGGGGGAGGGGTATTnGC I 1 1 1 1 lA TCnCCTGGCA 



>ncrc8983.seq 
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GGCACACAGACCCTACCACTGCAGACGMTGTCAGCGTCACATAAAMGAGCATGTAGGATGGGACATAnGGGATGTAn^^ 
nGTTAACTTAAAAAAGATATTnAGGCCAGGCACAGTGACACACGCCTGTAATCCCAACACmGAGAGGCCGAGGC^ 
GCCAACGTGGTGAAACCCCTTCTCCACTATAAATACAAAAAnAGCTGGGTGTGGTGGCACACACCTGTAGTA^ 
GAGGCAGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCTCCAGGCTGGATAACGGGAGCGTGGCTCCAT 

>ncrc8984.seq 

ACAACACCAGGACTTAAGACAAATGGGACTGATGTCATCTTGAGCTCTTCAmATmGACTGTGAmAmGGAGT^^ 
AAAAATAAAATGCATnAAACTC 

>ncrc8987.seq 

CATGGGAAACCTGGGGAAGAGCTGTCCTCTGnCTCACCTCACmAAGCAGGTAGTGGTmGGTTGATGCTTCCTCGmGATGTGGT 
GGTnAGAGAATTCTTTAAGAATGTCmGTGTGGCATATGCmGGTCACAATATCTGGTGCnAGGTAACTTGCm^ 
ATAATGGGAAGACCCCATCnCAnCATTTAAACATGGCCTAGGTAATGGCTTTCTCTTAnGAGCCTmAGAAATAAAAA^^^ 
mmnTmGAGACAGAGTCTGACTCTGnGCCGAGGGTAGAGTGCAGGGGCGTGATCTTGGCTCAGTGCAACCTCCACCTCCCAGGn^ 

>ncrc8988.seq 

GAACACTCTGGGTmAGAGCATTAAGCTGCCTAACCnCATGGNGAGAAATACACCATCTCTCnCTAGTCATGCTGTGCTTGCCGGCTTACTCTGn 

AAGT CmCCTACATTCCAAAGAAGTTTCAAGGAACCATAAATATATGTATACATATACATATATAAAATATATATATTAAAATAAAAm 

TTTTAAGAATACTTTTTimAAGCTGAGAAGTATAGGGATGAAAAAGATGnATAnGNG 

AAGCAAGATGAAAAAAAGGAAAAGCAGGNGCTTmAAAAATCAGAACTGAGGTAGCTTAGAGATGTAGCGATGTAAGTGTC 
>ncrc8990.seq 

GACGTGGAGGCAGCCGTCAAGAGGCTGGTGAAmGTAGCTGGAGGCCTGGTACACCTACGTCTGTCTGGGCTTGTATnCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCC 

TTCnCCGCGAAnGGCCGAGGAGAAGGGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGGGTGGCGGGCGCGCTGTGTTGGAGGACATGAAGAAGCCAGCTGAAGATGA 

GTGGGGTAAAACCCCAGAGGCCATGAAAGCTGCCATGGCCCTGGAGAAAAAGCTGAACCAGGCCCTTnGGATCnCATGCCCTGGGTTCTGCCCGCACGGACCCCCA 

CjrCCTGGAGACTCAGTTGCTAGATGAAGGAAGTGAAGCmTCAAGAAGATGGGGTGACCACCTGACGAACCTCCACAGGCTGGGGTGGCCGGGAAGGGTC 

iWCTT 

>fFerc8991.seq 

d;GSAGGCTGAGGCAAGAGAATCACTTGAACCTGGGAGATGGAGGTTGCTGTGAGCCGAGATCATGCCACTGTCCGCCAGCCTGGGCGACAGAGACCCTGm 
«fi^GTAAAGAAGAGTGGCTGCTGGGCCAGCAGGnCAGGCTCACATGGGAACnATOGAAATGCACATmGGGACCCCAGGTGGGATGTGnGAGTGAGCA^ 
a®GCAAA6GCCCmTTAATAAGCCTTCCAGGTGATTCTCATGCTGCTAAAATCTGGGTAATCAC 
GnGmTTmACTnTTGGATACCAnATAGTGTAGGCATnCCCAGGTTT^ 

>IS;8992.seq 

CiftSGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGlTiTnCTGm 
ATAGTCAATAGGTOCTAAGATATTGCTTAGCGTTAAGTTmAACGTAATmAATAGCTTAAGAT^ 
Al^mCTAAAACATGACGGAGGTTGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGA^ 
TlSagTmAGATTAAAATGAAGGTGACnAAACAGCnAAAGnTAGm 

>he1c8995.seq 

(^CAGAGAGGAGGATCmATACATTCCTATCTGGTAATAGTATTAAAATNAATTGGGTATGATGGrrC 

A?gCCAGGAAmGAGACCAGCCTGGGCAAACATAGCAAGACGCTATCTCTACAAAAAAmAAAAATTAGCTGCCCGTGGTGGCACATA^ 
q|g|TCACTTAAGCACAGGAAmGAAATGGCAGTGAGCTATAAnGTGCCACTGCACTCCAGCCTGAGCAACAGGGTG^^ 

>Hiib8997.seq 

GGTATACGTATACACAATGGAATCCTATTCGACACAAAAAAAGGAAATGCTGTCGmGTGACAACATGGATGAATCTGGGGGACA™ 
ACAAATACTGCATGAmCACTTACTTGTGGAATCTAAAATAAATCGAACTCGTGGGAGCAGACAGTACAATGGTAGnACCAGGAACTGGGGGTC^ 
AAAATCTCATACCCAACnGCTCAmCCTTCTGCATCCATGCCTACCGGGTGCAGTAGGATGGAAGCAAGGnAGCAGGGCCCTGCACAGATGCT^ 
GAGACCGCTGGGCCCATGTGCACTGAAGGCCTGGATGACCACAGAGACGTGGACATGCGGAACGTCCCTGTGAAAATAAAnGCTATAAGCAmA^ 

>ncrc8998.seq 

GAAATAAAAGAACAAGAAAGAGGCCAAAAAGACAAAGAGCTATAAACCAACGGAGATAAGATAACAAAATOCTGGATCAAC 
GTAGAGAAAGTGAATTGAAGAAAGATAAAACAGAAACAGCCAGGAAAACTCCTATGACAAGAGGACATGACCTTCTAGATTGAAAATC 
AmATmAAGACATCnGAAAmAAGAATACCCAAAATAAAATTCnAGAGAmTTTAAACCC^^ 
AGACAATAAATrAATGTTTACATAAnCTGAGA 

>ncrc8999.seq 

ATrTCTTAATGTOGCTGTATAAAACAAAAATTTGTrCTGATAAAATTTTTAATATGGGCCnTAm 

nAAAGCTOGGATAGGGAATATATATGTATGTGTATATGAAATGATGTCnCGAGimAACTTCCAGCCTGAGATGGCCTAGAmGGTGTG^^ 

GATAGGAGTCTAGCTGGGTACATGCTTAAAAAGCTGGAAGTGAAGTGGGTGGCAAGTGGCAGCTCCCTCTnCATGTAGTTTTCCATAATGnCATATA^ 

TTACAACTGGTmCAAGnGnATATTGAATAnCCTTTTTGGAATTCAGGGTTGAATCACm 

>ncrc9000.seq 

GTGGTTTCCAGACCCTTGmCAGnCTCCATGAGGGGCmAATAAGTmAATTGCTAAnCTTTGGATGTAGAAATAACCCAACAGCCAGACAGG 
ATCCCAGCACmGGGAAGCTGAGTTGGGCAGATCACTTAAGATCAGGAGTTGGAGACTGGGCTGGCCAATATGATGAAACCCGATGTCTACCAAAACATACAAA^ 
TGGGGGTGCACGCTTGTAATTCCAGCTTCTTGGAAGGCTGAAGTGGGAGAATTGCTTGAACCTGGGAGGTGGAGGTCACAGTGAGCCGAGATCGCGCCACTGTGCTCCAGCCTGGG 
CGTCACAGAGTGAGACTCTGTCC 

>ncrc9002.seq 

AGATGAGAAGGCGGCGGnGCAGGCAAGAAGCCTGTGGTAGGTAAGAAAGGAAAGAAGGCTGCTGTTGGTGnAAGAAGCAGAAGAAGCCTCTGGTGGGAAAA^ 

GCAAGAAACCAGCCGCTGAAAAGAAGCCTGCAGAGAAGAAACCTACTACAGAGGAGAAGAAGCCTGCTGCATAAACTCnAAAmGAnAnrc^ 

GGTTCTTTTGAATAAAGAGCTGATTATACAGGCAGTGA 



Figure 14A - Normal Cartilage cDNA Libraiy EST Sequences - Page693 of 776 



>ncrc9003.seq 

ATTTAGGCAGnCCTCAMmATGAAMGTGTTCTCAGMTTGGGAGACAGTCAAAGGGTACAMGCCTCAG^^ 

TGCTAAATATAGGAATAAnGAATGTATAmCAATATTGCTAAGAGAGTAAAmCTAATGnCTCATAAA^ 

TATTCAAAAATCATAAAACCGTAnGTACCCTATAAAAATATACAATAAnTGTCAATATATAATC 

>ncrc9004.seq 

GTGTGTGTGTGTGTGTATATATATATATTTTmAAATCACAnAATmACCAAGTGAAACCAAGCCAT^^^ 
GGGTAAAGACCCATGAAATGGCnGATGTAnCTAGACTACTGAAAGAAAACCACnCAAAGATm 
AGnAAAAGAAAAAGAGAGGAAAAGAGAGTAGTTnGTCnCAAGTAAAATGTCTGGNTGTGCCAGACAmCA^ 
GTAAGnGTAGAAGGCTCGAGGGGACGTGGACnAmGCCnGGmGCAATACCTGCAAATAATGAGnTGAAAAGAAACA^ 

>ncrc9005.seq 

GTTGATGAGGGAGGGGAAACI II I M II I ITCTATANACmmAANATAACATCTTNTGAGTCATAACCNGCCTGGCAGTNTGATGGCCTANATGCAGAGAAAAC^^ 
AATNGATAAGTAAAGGCNGAAAAGATTATNTGTCATACCTCCATNGGGGAAT 

>ncrc9006.seq 

GAGCGAAGGCATATGGATGCAAAGGAACAT GACCC ATTAGGGAGCCAGCCCGGACATCAAGAATATGGACCCACGCAGAAGATTAACGGGTAGAGCTAATA^ 
GTCAnGGCCATGGGGGAGGGCCTmiGTTTTTTTTTGGAGAGGAGTTCTCCCTTTGCCnCCAGGCTGGGGTGCCGGTGG 
GCTCGAGTGGTCnCTTGCCTCAGCCTCGCAAGTAGCAGACACTGGAGGCACAAGCCACCACACCTGGCTAGTTrmAATTm 
GATCTCGACCACCTAGGCTCAAGCAATCCTCCTGTCTGGGTCTCCTAAAGCCCTGAGTCTATAGGCCAGAGCCACTGTGCGCTGCCCAAGGGGACC^ 

>ncrc9007.seq 

GGGTTCCNTmTTAAATGmAAAAATATGTTGACATGGTAGTTCAGnCTTAACCAATGACTTGGAGATGATGC 

TATGGGGAAGTAGTCTCGGGTATGCTGnGTGAAATTGAAACTGTAAAAGTAGATGGTTGAAAGTACTGGTATGTTGCTCTGTATGG 

TACTAATCACTmcnCCCCCnACAGCACAAATAAAGTTTGAGTTCTAAACGC 

>'Htarc9008.seq 

C^CTATmACATTCCCACCAGCAATGTATCAGTnTCCAATATCnCACATCCTCACTAACACCCAGmCCnTT^ 
T@©TTTTCAmACATTTCACTAATGACTAATAAGGTCAAACATCTmCATA^ 
•npTGmGTCTnTCAnGnGAGTCATAAAGAGATCnAATATGTAnAGATAATAGACCT^^ 
dPAATGTCCTGTGATGCATCACAGTnCTAATGGTOTGAAGTGCAGmAACAM^ 

>&Ec9009.seq 

GASGCATTGAGGCAGCCAGCGCAGGGGGTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTT^ 
Tif^GTCAATAGG™CTAAGATATTGCnAGTGTTAAGTTmAACGTAAT^ 

>ncrc9010.seq 

GfeCAGTAnGACGnCCTCTGATCnAAGGTCACAGnGACTCAATACTGTGnGGTCCGTAGCATGGAGa^ 
cClGCTGGAGCnCTGTTGGTGTGAATACnCTCTCAGTGTGAGAGGnAGCCGTGATGAAAGCAGCGTTACTTG^^ 
aiQGATACTTGTCAAATCAGnACTGTTCAGGGGATCCTTCTGmCTCACGGGGTGAAA 
TJ^TTAGAAAGGGTAGGCATGGAAAATTCCACGAGGCTCATTCTCAGTATC^^ 

>lic9011.seq 

AjfiE^TATGTGGTACAAATTTATAnGAAGATCTAAATAAACCACGTATTnCCAGTCnC^^ 

Al0l3TATTTGAATCTTAGAACTmGTACACAGTAAATATTGATGTCACACCAmC^^ 

Gjj^GCTATmATmAATGTAAmACC^ 

mAGAATATCTCAAATGTAnCCTTTmGTATGGNGGGGTnGCCTAGGGACGTGTAAC^^^ 
>ncrc9012.seq 

CGACTCnAGCGGTGGATCACTCGGCTGGTGCGTCGATGAAGAACGGAGCTAGGTGCGAGAATTAATGTGAAnG 
CCGGGTTCGTCCCGGGGCTACGCGTGTCTGAGCGTCGCT 

>ncrc9013.seq 

GCNAGAAGANCTCCCTTCGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTGTGTGTCAAACACCTCTGTAT^^ 
GAnATTGGAAAGTN 

>ncrc9015.seq 

ATA CTTAA ATmAGNAAGNAGATCAAAmTmAATGACTAGGAGTATGCmTGAAGmGCAmCCTGCCCm 

AACTTTTTAGGGAACAAGTCAmAAATTCTTGAACCAGmCCATCTmAGGCTATACGAGTATTGAATAT^^ 

ATGTCACCAGCAGATGTAAACAGTATCCATAGGCACCTATGGCAAATTTACAC 

>ncrc9016.seq 

ATTTGAAATATCTCACCAAAAAATAmGAAGAAGAATAATGTACGTGACTGGnGCGCGTAGTTGCTAACAGCAAAGAGAG™CGAAT^^ 
AAGAGGAGGAAGACGAGGATTAAAmCAmATCTGGAAAATmGTATGAGTTCnGAATAAAACTTGGGAACCC 

>ncrc9018,seq 

CACTTmACAACGTCAAGGAAnAAGCATAAAAAAGAnGGTTAAAAGCmGGmCTAGTAAAGGnAGTGTGTGTGGmTT^ 

AATGTnCAAACAGATTTCAGGCTGCAAACnGTmATAATGGTnGCnCTCCAAGTGAAGCTCAGAAATACCTAAAAATAG 

AGTTTGCATTTTTATGGTGAAATAAAATCCTTTTCCAATGAACT 

>ncrc9019.seq 

GCTCATGGATGGGTAGAATCAATGGTGCAAAAATGACCATGCTGCCAAAAGCAATCTACAAATTGAGTGCAmCTCATCAAAATACCACCATGATTC^ 

AnCTGAAATTCATATGGAACCAAAAAGGAGCCTGCCTAGCCCAAGCAAGACTAAGGAAAAAGACCAAATCTGGNGGCTTCCCNTTACCTGACTTC 

CCCCAAACCGCTGGGNCTGGGnAAAATNGTTTTTTGNGCCCTG 
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>ncrc9020.seq 

AMGAAAMCACTCMGGACmGTTCAmCCAMGCTACnGnTACAnGTACACTGCGACCACCnGCCGCT^ 
AATAGCCAGGAAmCCTGmGTGATCTAnATGCCTrrnACAAAAAAAATGGCTGTAAAnA^^ 

>ncrc9021.seq 

CGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCm 
CCTCTAAATCCCCnGTAAATnAACTGTTAGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACC^^^ 

>ncrc9022.seq 

GGAGTGACCCGGCGTGGCTACTAGGAGAAGGACGTACGGTCCTGCTAGTAGAGGAATATGTCGAGTnCTCTAGGGCGCCCCAGCAATGGGCCACin^^ 
TTAGATGGGAAAATGCAGCCACCTGGCAAACnGCTGCTATGGCATCTATAAGACTTCAGGGAnACATAAACCTGTGTACCATGCACTGAGTG^ 
GAACACAAGACACAnGCATTTTCTGGAAACAAATGGGAACAAAAAGTATACTCTTCGCATACTGGCTACCCAGGTGGAmAGACAAG 
CAGTGGCAAnGTAAAACTAGCTAmATGGCATGCTGCCAAAAAACCTTCACAGAAGAACAATGATGGAAAGGTTGC^^^ 

>ncrc9023.seq 

AnGACCCTGCAnGCAAACACAGGnCGGGnCCCTAAGTCCCACAGTGTAGTGATOCAAATATCCTAGTGTCCGGTCTAGAAAGACmCTAGGAGM 
AAGGnCAGTTnAGCTmATAACnAAAmGGCCGTGTTACGnCTTmAAmGAAGCATAA 

ATGGAATGTTCATmATGGCAGnGnnAAGnTTAAAATACACAGAGGAAAATAnGTGGAAGGACCTCnTGnGCmCCCnC^ 
TCmGGTCCTrAAGTGAAATAAAGACTCTAAAACTAATTTGTATAnATCAGCCAGAGATGCGGATGGCAGTCGAGCCAAATCGCAT 

>ncrc9024.seq 

AAAGCTAGAAAGACTAGGTTCnCCTGTACATACGTGTATATATGTGAACAGTGAGATGGCCGTnCTGACnGTA^ 

>ncrc9025.seq 

AGACAANGACCTAGCAATGGCTCAGTGAGTGTCAGTGATGATTATCCCCAAGTAAAATAAAmGAATTTAAAATmAA^ 

/MCGGmGGTTCAGCCTCTAAGCCCGTGCGGGTAGGGCCTGGGTCmCAGCCCTGTGTCTGGTGGTACGCCTGGGGCTGAGGAAATGCACATGGTG^^ 
A|TfrGTCAAATCCGAAGTCAATGCAGGATGnCAmCTTAAATGATACAGTGAGACA^ 

^n^c9026 seq 

TSSATGCNAGCTOTAAAGCACAAAGCATACAmCCTGACTGGTCTAGAGAACTGATGmCAATnACCCCTCTC 

>iicfc9027,seq 

GAPACGAGCCTGGCCAACGTGGGGAAACCCNATCTCTACTGAAAATACAAAAATTAGCCGGGCATGGTGGCACAA 
^llTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCGAGATTGCACCACTGCACTCCAGCCTGGGCAGCAGAGTGAGACTCCG^^ 

hi 

>hcfc9028.seq 

A^iSGAAGNAAATGGTGCAAAmCAACAATACCNACTGGGGTGAACAAAA^ 

qpGTCTGGGGGAAGnGCAGATATAGTmAATnACTGTAGGACTAGTGGCAGTGAGTCTCATATTGCTGT^^^ 

aiflMGACCACGCmGAGAAACTCGTAAAGGTnGTCATAGAGGTmAAAAGTCTGATCAAAT^ 

AjrfTG 

lU 

>liic9031.seq 

qf§GCCAACATGGTGAAATGCCGTCTCTACTAAAAATACAAAAAGTAGCTGGGTGTAGAGGCGCACGCCTGTG^^ 
C|§$GAGGCAGAGGnGTAGTGAGCTGAGATTGTGGCACTGGACGCCAGCGTGGGCAACAGAGTGAGACTCCATCT 

>ncrc9032.seq 

GGNAGGCGCCTCTCTCCCTACTGCTGCTACNNTNGTACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCCGC^^ 
TGTGnATGAATCACATGAAAGCATGGAATCnATGAACTTAATCCCnCAnAAGAGGAGAAATGCAAATACCTTCATATCCCCTCAGCAG 
ATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTACGCCATGGmATGGATACAATGCT^ 
GGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAATCTCI I I II I ICTGGAGGCTGGCACCTGATTTTGTATCCCCCTG 

>ncrc9033.seq 

AATTTNGCAACCCTAGCTCATTTmAATOTCCTGTGCCTCAATTTCCTOCCTATAAAACAGAAATAATAAT^^ 

ACTATCCCTGACACAGTATAAATGAACTAnATATAATGAAnACTCTAAAniGATCnCTnCACTAAnAAmCTGTOCATAAGGGA^^ 

GGAGAAGGATAACTGAACACCAACAATGGTTCTCAAGCAAAGAGTAAACAACAGC 

>ncrc9035.seq 

CnAGTGACmcnCCAAGGANTGGGGTGTGGAGGAAGTAACmACAGTGAAGAAACTTTACAGTACAACTCAGCCGGGTGATAAAGGTTAAnAACATC^ 
TTGATAGTGTGTACCCnGATATGGCGTGATGGCAAAGGGCACTTCATCTCnGTGGTCnCCTTCCAAAAAGCTATAACCTGAATCTAACCATGACA^^ 
AGGGACAnCTATGAAATACCCGACCAGTATTCCnGAAACTGTAAGGTCATTAGAAACAAGGAAAATCTAAGAAACTGTCACAGCCAAGAG 
GTAATGTATACTAGA 

>ncrc9037.seq 

GAANTACCNACTTTGCGAACGGTAGGCCATGNTTTATGGATACAATGCTGCCTATAATCGCTACnCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAA^ 

TTTCTGGAGGCTGGCAGGTGATmGTATCCCCCTGTAGCAGCATTACTGAAATACATAGGCTTATATACAATGCTTCmCCTGTATAnCTCnGTCTGGC 

CCCCCAGAnGATAAGTAATGAAAGTGCAGTGCAGTGAGGGTCAAAGGAGAGTCAACATATGTGATTGTTCCATAATAAACnGTGGTGTGATACm 

>ncrc9039.seq 

TATGGCC^WGGGAATGGGCTGTrATGATAGGACGTAGTAGTATCGGTGGTCAGACATGGAAATGGTGGNGAGACAAAAATATACATG^ 
>ncrc9040.seq 

GGTGTTCGGCATTTCGTATACCATTTAATAATNTGAAGGGAGGAGTAGCTGTTAAGAAAAATAGGCAGGTGTGGTGGCTCACACCTGTAATGCTAG 
AGGATTGCnGAGGCCAGGAGTTGAGACCAGCCTANAGAACATAGTGAGACCCCCCGACTGTATAAAAAAATTAGCGAGATGAGGTGGCACTnACCTGTAG 
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GCTGAGGTGGGMTATTCCTTGAGCCCAGGAGmGAGCTGCAGTGAGnATGAGTGTGCCACTGCGCTGTAGCCTGGGTGAC^^ 
TAAAAAI I i I II 

>ncrc9041.seq 

ATACTAANNAAGACAAACCTnGAAAGGmCANnAAGTACAGAACTmAAACCnGCmGTATC^ 

TAAGnAAATACATGCmGAGGATAGMGCAGATGnCTGmGGCACCACGnATAATCTGCnATm 

ATATACACAACAGATGCTGAAGGAGAAGGAGGGTAGTGTTTTAT 

>ncrc9043.seq 

ATGGCCGGGGTATATCATATATATGTACAGTOTCTAAGmAmAAAGTTGTTTGTGCCTmTAmnGTTm 
GGTAGAATGTAAAGCTTGTCTGATCGnCAAAGTATGAAATGGATACnATATGGAAATTCTGCTCAGATAGAATGACAGTCCGTCAAAAC^ 
GTCCnGGCAGGCTGAmCTAGGTAGGAAATGTGGTAGCCTCACTmAATGAACAAATGGCCTTTATTAAAAACTGAG^ 
TTGTnCTACTTTGATATGACTGTTTTTCGGACAGmATTTGnGAGA 

>ncrc9044.seq 

ACCGTGNCTGmCTGCCCTTGTGCCTAGmNGAGCCTTCAAAAGCATAATGAACACTmGATATGATATTGTAACTmGTAAATGC^ 
TAATTnGTGGACTGTmmCAACAGGTGGAAGTGTTGGTCGTGCGAAATCTTGGTATTCGCATnCAAGAAGGGAGTTCT^ 
GGATAGAAAGAAGGGCTCTGAAGCAGTmCACGTGCTGTGAGGGAACnGGGGCTCCAGGGACGTAGGCGAAATGnGCCCAGGTTGAM 
GGCTCGTGGmCCAGmGAAGAGAGnGTGCCCCTAAAAGTGTnGAAACGTGTGGCmCAAGCAAGGT^^ 

>ncrc9047.seq 

GACTCTCAGCGGTGGATCACTCGGCTCGTGCGTNGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACnCGAACGCA^ 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCN 

>ncrc9048.seq 

QAATGTGTGTCATGTGTCTGTGTGTCTCTCTNTGCATGTGTGTGTGGGATGGGGGGCCTGmAGAGGGAAAATAnCCTCCAGGnGCTGCTGTCT^ 

dTGTGTGGAGGGGTGTGTGCCTGnCCAGAAAGACCCACAGAGAGTCTTGGCCCAGAAGCAGAGCCCTCGCCGTGAGCAGGGACCGAGGCCACTGTCCTATACCTGCTTACTCCTG 

/SAGGGGAAGACATCmcnGCmGTTAGGCACnCCCAGACTCTGAGGCnCCTGGTGCAGACAGTAGGTGTCTGTGG^^ 

T|@fCTC™GGTTGGCTCCAGGAAAGCAnGCAGCAGGGTTGGTGGCTGCATGCGCTGGGGACTATGCTAGTCCCCTCCTGTCTGGACAGGT^^ 

q|gGGAGA 

Hffic9049.seq 

AMGAAGTNAAGATGCAGGTGGTGCTGAAGGAGATACAGCTCATATGCTTCTCAGGCCCCATGTGTTCATGCCTGAAGmCTCCCGACATGGAn^ 
A@CAnATCATCAATCCCATGGmGGGATGAGACCAATATATGCAATGGTAAGCCAGTAGATGGACTGACTACTnGCGCAATC^ 
G4?GCTAAGTCCATTCAGTCCACCATCTCCAGCTCGCAGAA™CTGAAGmGGGGTATTCCTTCCCCCATTGATACTGT^ 
r^GATTCTCAGTACTGGCGTmACCAATGATATAAAAGATGCAGGGTACCCCAAACCAATTn 

>fil3c9050.seq 

dyCCAGNTGGAGATCAAGCCCGAGTATGATCGGNCACTAGCTGGGCGAGnCTCCATCACCTACAAGCCCGTAAAGCATGGCCGGC 
TfgATCCCTCTCAAGTAATGGCTCAGCTAAIAAAGGCGCACAre 

>|iyc9051.seq 

al^GNATCTAGGnGTGTGCTCCmTGNNANTCTAATGCCTGATGATCTGAGGTGGAACATmCATC 
CgfTGGTGCCGAAAAGGTTGGGGATCGCTGCTATAGAnATATGCAnGTCTCOTATCC 

>Byc9052.seq 

CAGCACC NNCAG CCmCTACCAGGTnGGCNCCGTAGCTGnCCTAATATmAmmCAAGGAGCTAAACCAATGGCCAGAmAA 
AATCTTCATT TITAAT CAGACAGGTATAGAAGCCAAGAAGAATGTGGTGGTAACnCAAGCGGACCAAATAGGCCCTC 
TTTCCTOTTCTTmAATOGTmATOTGTATGCTACCATTCGAACTGAGAGTATTCGGTGGCTAAn 
GGAAAGAGGAACnCAATCClTCGTnCAGAAAmGTGCTACAGmGATACAmGGTCCAGTGACGTGnGAGT^ 

>ncrc9053.seq 

angngacagcttttggagag™gacntnntctgtctgatggctctaaagagagcaatggttctctcggcatggcatccgagctccaagaacagacagactgcctc 
ccctgacccccatgtagctggactgggaaacacctccccatcaggggctgagagatacctcaaagacgtgggtgcccctctgggacgaagcttccagaggaaggatcaggcagcaa 
tatngctangtgcaggclttggtggtgatagccaggcaaacagangtggagtggacctcgaggaaactccaacaaagctggaggtgaggggtgtga^^ 
caaagagaaagcaatagcatcaacctc 

>ncrc9055.seq 

GACACC CCCTGG AAmCAAAAGAAAATTGTATTmAAATCTTCTAACAGAAAAAGAAGTAAATATTGTm 

GGnCTGTTTnGGGTGCTATAGGCCGCATAGAnTCCTGCGGGGAAATCAGTCAGCnGGTnACAGTCGTGGGTTCGAACATCCTG 

GACGCTGTGTATCAGAAGCATGGAGGTCATACGnACTCCAGAnCGAATGGGTGGAAAAGAACGAATGGGAGGATnCGTGGTGnGTTGCTGAAGACA™^ 

GGGGGCATCTGAAGCAGTGGCCGACATCAAGTTnCCTCTGTAGGnGGGmCAGTAACACCTAATTTTAAGGACAGACT^ 

ACCGTC 

>ncrc9056.seq 

GGAAAGCAGAGCGGAGGTGGTGGCGGCGGNTNNmGGGAGCTCGGGACTGAGTGCAAGAATCAGCATGATTCTTGAGAGGCTCTTCAGGTTCTCCTCTGTCAnCG 

CTCAGTCCATTTGCGGAGGAACATTGGTGnACAGCAGTGGCATnAATAAGGAACTTGATCCTATACAGAAACTCnTGTGGACAAGATTAGAGAATAC^^ 

CTGGAGGACCTGTTGATGCTAGnCAGAGTATCAGCAAGAGCTGGAGAGGGAGCTTTnAAGCTCAAGCAATGmGGTAATGCAGACATGAATACAmCCCACCTTCA^ 

ATCCCAAAmGAAGTCATCGAAAAACCCCAGGCGTGAAGAAATAAAGTAAAATTAATGTGGTAATnGTCAGGGAnAGlTGm^ 

ATAACTG 

>ncrc9057.seq 

TATNTAGTAAAGCmTCTTTTTTAAmCCAGGAAAAAATAAAAAGAGTATGAGTCTTCTGTAATTCAn 
TTAATCCCCATCAnACTGGTAAAGCCTCATnGAATGTGTGAATTCAATACAGGCTATGTAAAATTmA 
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>ncrc9060.seq 

GGMGAANCGGCnGCCGAMnGAGGACATGNTTNAMTTGCAGTGMGmGAAATGTCT^ 
TAATGTCAAmGmGnGGnGTmAATAATACnCCTTATGTAGCCAnAAGAmATATGAA 
TGGATAAATGTGCAAAAGTACCCCTnGGACAGATAGTTAATGnnATGCnCCATTAAATAAAAAGGACTTAAAATCTGTTM 
GAGCTGTGGTGGACTTCATAGATGAATTCAAGTGnGAGGGAGGATTAAAGAAATATATACCG 

>ncrc9061.seq 

ANCTNGGGCCGGGGGCGAGACCACCTACCGAGCGTGGTGATAGCTGNnGTCCAAGATAGAATCnAGTTCAACmAAAm 
CTGmGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAATCTAACACCCATAGTAGGC 
TCAACACCCACTAGCTAAAAAATCCCAAACATATAACTGAACTCCTCACAC 

>ncrc9063.seq 

GGGAATCACAACTTCGGTCGTGGAGGAAACTmNTGGTCGTGGTGGCmGGTGGCACGCCGTGGTGGTGGTGGATATGGTGGCAGTGGGGATGGC^^^ 
TGGAAGCAATTnGGAGGTGGTGGAAGCTACAATGATmGGGAATTACAAGAATCAGTCnCAAATTnGGACCCATGAAGGGAGGA^ 
GGCGGTGGAGGCCAATACmGCAAAACCACGAAACCAAGGTGGCTATGGCGGnCCAGCAGCAGCAGTAGCTATGGCAGTGGCAGAAGATnTAAnAGG 
GAGAGGAGAGGCAGAGAAGTGACAGGGAAGCTACAGGnACAAGAGAnTGTGAACTCAGCCAAGCACAGTGGTGGCAGGGCCTAGCTGCTACAAAGA^ 

>ncrc9064.seq 

AGCTCACCnATGTAAGATGAAAAAATAACTGNTNGTGAAGGGTGAGCCTCCAGATGGAGTGGCnAATTCAGnACCCACmAATCCTATCACATGA 
GCCATCTAGGTCCATATATTCAGCAGCAGAGACTAAGGACAGGAGGATCAGGTAAGCTCAACACACCAAAACATATCCGGCACAATATCCnGCCACmCACTGGTGm^ 
TCATTCnACTGATAGACTAmGTAGTGGCATCCTGACnACmCTGGATAGAGAGACAGATCAAAAACAGGTGGTCATGTAAATGACCACGTAT^ 
CTTAGTTmATTmCTCAAAGTAATGC™mATAACTCTGTGTATAAnAGGGAAAG^^ 

>ncrc9065.seq 

TCTGTGCCAGTGGAAGGGAAAATGACGGmGTnCCTATACTGTCCTTTGTTTGGAATGGTGAAAATGTmGAATCTGmCTGGTGT 

T^GTGCCGGGTGTTGTGGTCAACACACAGGAATGCTCCTnATTCTCTGTACGGCCTTTGGGTGCATCAmGAGTG 

qjpCCCrrTGCTCTCTGTG 

>Wc9067.seq 

TilAGCGNCTCACGCCTATAATATCAGCCCTmNAGAGGGCAAGGCGGGTGGATAACnGAGGTCAGGAGTTTGAGACCAGCnGGCCAACATGGTGA^ 

Ani^sCAAAAAmGCTGGGTGTGGTGGTGCACATCTGTAGTCCCAAGCTACCCGGGTGGCTGAGACAAGAGAATCACnGAACCCAGGAGGGGGAGGTTGC^^ 

GliCACTGCACTCCAGCCTGGGAAACAGNAGCAGCAAGATCCTG 

>ISc9071.seq 

TiNNCCGGCGGTGACGACCTACGCACAGNATNACATGCCTCTCGCAAAGGATCTCGTTCATCCCTGTGCAGAAGAGGAGAAGAGG^ 

CMTTCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGT^ 

GAGGAAAAGCAAGGCmCAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCT^ 

>pcfc9073.seq 

d(?fCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCACTO 
dl^TCGCnGC 

>n€fc9077.seq 

A|CCACCCTGGTTCAACmGTGTAATAAAnNTCGAGTTGTTTTTCAGTTGTCGTGGACCCCCAGGnG^^ 

(ISGGAACCTAAGTGCTCAGACTGAGGAACAGGGACTGAGnAAGAAGTGGACACCACGTGGCATGATCCnGATCCAATCAGAnGAGCCCTG^ 

TCCTGAATCCCCTCATTACAAGATCCAATCATATCATGCCTCACTACCCTCTGTATATAAAATGTGCCCCAGCCTCCAACnG^^ 

TTGGCTGCCnGCAATAAATnTTCTCTCTACA 

>ncrc9078.seq 

TAAmCTAAGGTACAGTTGCTCTNTTGAGTCACCACGAAAAGGCTGGAGCnCATGCATCCTGGGAGACTCACACATTTGCATGAAGG^ 

TGCAGTGTCAmATAGATCCCTAAGTTAmACTmCAnGAATTGAAATTTATmGGGTG^ 

AAATAACATCAACAGAACAACnCACmGGGCCAAACATTTGAAAAACTTTnATAAAAAATTGm 

AAGAAAAAACTTAAATAmATnCTATGCmGnGCCTCTGAGAATAATGACAAmATGAATnGTGm 

ATTTAAAAAAAGCA 

>ncrc9079.seq 

ATAAAACCATTTGTTAAACTGGTCCTOGTNTmGTATAAnAGAAATGAAGmGGGAAAAAATTnGGAAAAAAGACAAGCA^ 
CCTTGTAGAATCAGAAATAACGTTmGGATATTCTmATTGTTCTGACTmCAAGACCTATTATT^ 

TCCAmATGTCAGGGGTOATGTGAAGCAGGTCGCAGTGCTCTACTTCAAGTAATCATATTGGGCAAGGCnCGGATmTAmATA^ 
CATTmAAATATTTACATTAAAAACATAGnCATCTTTTTAT 

>ncrc9080.seq 

ACAGANACAAGNATTTGAAATAAAACTGTCmGGCAGTGAGTAAATAGGATATmGAAGTAGAGTTGTATACmnG^^ 
CCACATCTACATCAGTGAAAGCTATCTACCTATCCTGAGTCTATCTTAAAGG 

>ncrc9081.seq 

GAGTCTCTATGTACAGACAAGTCTCAGAATCCTAnCCTAAAGTGCGTGAGAGGCTGGGCAAGGTGGCTCATGCCTGTAATCCCAGGCGmGGGGAGCCM 
TGAGGTCAGGAGnGAAGAGTAGGCnGCCAACATGGCAAAATCCCATCTTACTAAAAATNC 

>ncrc9082.seq 

GTCGGGACTGAGTGCAAGAATCANCATGATTCTTCAGAGGCTCTTCAGGnCTCCTCTGTCATTCGGTCAGCCGTCTCAGTCCAnTGCGGAGGAACATTGGTG™ 

TTTAATAAGGAA CTTGA TCCTATAGAGAAACTCmGTGGACAAGAmGAGAATACAAATCTAAGCGACAGACATGTGGAGGACCTGTTGATGGTAGn^ 

GGAGAGGGAGCTTmAAGCTCAAGCAAATGmGGTAATGCAGACATGAATACAmGCCACCTTCAAAmGAA^^ 
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ATAMGTAAMTTMTCTGGTMnTGTCACGGATTAGTTGTACMCTAGTOGMGTnCAGMTAMCATGCAmCA^ 
TTGGGNG 

>ncrc9083.seq 

GNTTTCCNACnGGACGCTGCAGAATGGCTTNTNCAAAGAAGGGTGGCGAGAAGAAANAGGGCCGTTCTGCCA^^^ 
CGCATCCATGGAGTGGGCnCAAGAAGCGTGCACCTCGGGCACTCAAAGAGAnCGGAAAmGCCATGAAGGAGATGGGAACTCC^^ 
GCTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGAnCACC^ 
TGnACCACTTTTCAAAAATCTACAGACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCA^^^ 

>ncr€9084.seq 

AACmTAACCCCAGCTGTGGTCTCTGAGAGACTGAAGATTCGAGGCTCCCTGGCCAGGGCAGCCCTOAGGAGCTCCTTAGTAAAG 
TCAAGTAATnACACCAGAAATACCAAGGGTGGAGATGCTCCAGCTGCTGGTGAAGATGCATGAATAGGTCCA^^ 

>ncrc9085.seq 

ACTGMCCACTTAGATAGAGCAATCAGACAAGTATAGAGAAATAAAGGGCATCCAAATTGGAAAGGAAGAAGTCAGATTATC 

CTGAAGACTCTTAGCCAGGCATAGTGACATGTGGCTGTAGTCCCAGCTACATGAGAGCCTGAGACAGAAGGATCATATGAGTCCAGGAGGTCGAGGC^^ 

TCACTGCAnCCAGCCTGGGCAACAGAATGAGACCTTATCTC 

>ncrc9086.seq 

ATGmAAAAATATGTTGACATGGCCGTTCAGnCnAACCAATGACnGGGGATGATGGAAACAAnACTGTCGnGGGAmAGAGTGTAmGT^^ 

TCGGGTATGCTGTTGTGAAAnGAAAGTGTAAAAGTAGATGGTTGAAAGTACTGGTATGTTGCTCTGTATGGTAAGAAGTAATO^ 

TGCCCTTTACAGCACAAATAAAGTTTGAGTTGTAAACTCATTAC 

>ncrc9088.seq 

CNCACAAGNATGGCGCCGAAAGCGAANTTrTAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCmAAAGGGCAAGA^ 

AAGAAGAAGATCGGGACGTCACCCACCnCGGGGGGCGGAAGACACTGCGAGTCGGAAGACAGGGCAAATATGCTCGGAAGAGCGCTCCCAGGAGAAACAAGCnGACCACTATG 
Ts^m^ATCAAGmCCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACnGTGTT^^ 

/^CTGTATGACATTTGATGTGGCCAAGGTCAACACCCTGATTCGGCCTGATGGAGAGAAAGAAGGCATATGnCGACTGGCTCCTGAmCGATG 
G^ATCATCTAAACTGAGTCCAGCTGC 

>l&c9090.seq 

(MIATGGCCGAATGAnGATCATACmACATGATNCATAGCTGTATATTAACAGnCATCAGTAGGTTGCTTGTGAGCC 

TtGmCAnATTATTGTTATTAAmATTAnGAAGmATTTTAATTATAATATTGTGT^ 

qtgAAGTGGGAGGATCGCTnGAGCCCAGGAGTTTGAGTCCAGCCTAGGCAATGTATCGAGACCCTT 

>|i|jjc9092.seq 

GGMGGNCAGGlTTATGnGAGGATTCTGTTmGGAAnGTGTGAGCTAGGAATGGCNGAGGGGAGA^^ 
CfATGGGCAGTTNGAATTTCTGGNTTTCAATTT 

>rfe;9093.seq 

GitGATNNCACTGCTCCGACAGCCAATGGGCTGNGCCATGACGTCACCACTCTGACAGCATGTGnCCTGGGCmAAAAGnCCTCCAM 

Tjl^GTAGAAGGAACAAGTGmTAAGTTAACAATATmcnGTATAmCAGTATAGCTAAM 

CpTTACCTTGAmGATCATTTGCACATTGTATATGTGTATCAGAATATCACATGTACCCCCAAAATATGTACAACCTAA 

>fgfc9094.seq 

hSdGCCGGGCAACTTCGTGGnACTTGTCnGAAnGGAAGnGAACTGAGACTATGTAGATGGATTAAGTTCTGA^^^ 
AAAATTTGAAGGmcnGGCAAGAACAACATTnAAGAAAAAAAnAGTAAATCATrrn 
CCTTAnATmGTATCCTTTACTTACGTTTAAGnGTAmACATTCnCTATAGGTGnGATAnAAACAnCAT^ 
AGGAGACAC 

>ncrc9095.seq 

GATCCTNCACCTACmATAATTGGmATCTTmAATATTGAAGTGTA ATAGTT m 
CTATGTACTGTCTmCACAnCTTGATGATAGACnnCAGCCCAAATGTTmAACnGATGGM^^ 
GCTOTCCCACAnAACAAAGAmACTAmCTAAGTGAmATAATmACCACCTACCmAGGTCTCTGATCCATTnGAG^ 
CTmACATGTGGATAmAAGTTGTCCCAGGACCAmGnGAATTAAGTGCCCAGAACAAGTACATCTATATATAG^ 

>ncrc9096.seq 

ATAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCnGAACCTGGGAGGCGGAGGnGCAGTGAGCCGAGAnACACCATTGGACTCCAGCCTGGGTGAC^^ 
CCCACCTCAAAAAAGG 

>ncrc9098.seq 

CGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCACTTGCGGCCCCGGGTTCCTC 
GCGTCGCnCC 

>ncrc9100.seq 

TAAAAGAAGAAAGTGTmATATACGNCACTTAmAATATCCGTTmAAnAGAAAnAAAACAGT^^ 
AACTAnTATGAGATGTATCTnTG 

>ncrc9101.seq 

TGCAGTNCCTCAAGCCTGTAATCCGAGCCCTNTNGGAGGCCGAGGTAGGTGGATCACTTGAGCCCAGGAGTTCAAGATCAACTTGGGCAACATGGTGGGACCCCATCTCTAT^ 
AAAACAAAAAAATAAGAAAACAATGGGTGGGCGTGGTGGCTCACACCTGTAATCCCAGCACmGGGAGGCCGAGGTGGGTGGATGATCTGAGGTCAGAGGTn^ 
TCAACATGGTGAAACCCTGTCTCTACTAAAAATGCAAAATOGCCGGGCATGGTGGCACATGCCTGTAATCCCAGCTACTrGGGAGGGTGAGGCAGG^ 
GGCAGAGGTTGCAGTGAGCGGAAATCGTGGCATTGCACTCGAGCCTGGGCAATAAGAGTAAAAGTGCATCCGGAA 
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>ncrc9103.seq 

ThrrGGCCGGGGATTACCNNCGTGAGCCACCGCACCTGGCCCTnmGGCTTmAAATGGATAGCTCTNGTAA^ 

AGCTTCTAAmCTGTAAGTAATCANGACCTCCGCmCTATACCACAGAATGAGCTGTGAGGAACTCCAT^ 

GAGGCAT(X:CACGGACCCAAGGnCCCCAAACACCAnTGTAAATAACTCATACTGAATAGTCCAATCCC^^ 

AAACTCACAGAGTTAAGTCAGTGGCTAAGTOGGAACAGAACTCTGTGmGGGATCCATGTAAGTAncmCAGC^^ 

AAATGTCTGCA 

>ncrc9105.seq 

G AGGGG GCAGGCGGAGCTTGAGGNAACCGCAGATAAGTTTTmCTCmGAAAGATAGAGATTAA 
AGTTmAACGTAATTnAATAGCTTAAGATmAAGAGAAAATATGAAGACTTAGAA^^ 

TTCTTCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAAT^^ 
TAAAGTnAGTTTAAAAGnGTAGGTGAnAAAATAATTTGAAGGCGATCTTTTAAAAAGA 

>ncrc9106.seq 

CAGnCCnCAATAATAAATATGTNTOGTAAAAATGGATATCCAGATGCAGAAGAATGAAATTGGACCCmTCTC^^^ 

GTAACACCC 

>ncrc9107.seq 

TATTTTTAGGCAGTTGGGTAAAACTGACCAAmAGTTTTAAGAAACTGACTGTGGCTCCAGAGTATGTTGG 
TAATTAAGATGTAAnATAAATCTAAGCTAGGAACGTAAAATGAGAATGCAAAGTAAGAAACAAATATGGGGAAAATTATATC 
AnATGAGAAAAATGAAGCATGTGGAGGAGTCCACTGGACAGTAGGAAAnCAGCCTAAGACnGGGTAAGAGnCTGTGGAGTTGTGAATTCA^^ 
TmGGTTCAAGATTTCCCAGGTATAAGAAAGCAAGAGGATTAAAGCATTGTAATTAAACnTAAGCAGTGCATAm 

>ncrc9108.seq 

ATCCTCNCTAAmNAAAACTACCGTTCTTTNnGGTGAAAACATGAATCCAGATGGCATGGTTGCTCTAnGGACTACCGTGAGGAT^ 

TGGmAGAAATGGAAAAATGnAACAAATGTGGCAATTATmGGATCTATCACCTGTCATCATAACTGGCnCTG^^^^ 

/VTOTCATGTTGAGCTCnCAmATTTTGACTGTGATTOTnGGAGTGGAGGCATO 

>i>ic9112.seq 

GIGCAAAGGAGGAGTCAACTAATGAAGAAATGAATAATAAAmiGACACTGAAAAACATm 
(^MAATCA™CACTAAAACAGATTTGATAATCnG 

>nVfc9113.seq 

TlSfNnCCAAATATGAGATGCGTCGnACAGGAAGTCCCTTGCCATCCTAAAAGCCACCCCACnCTCTCTAAGGAGAATGGCCC^^ 
yigiATTGCTTTCGTGTAAATOTGTAATACAAAATTTTTnAATCTTCGCCn^ 

q^^CTTGAGATGTATGAAGGCTTTTGGTCTGCCTGGGAGTGGGTGGAGGCAGCCAGGGCmCCTGTACAGT 

>ifigc9114.seq 

TSnGCTGTGGAGAAGAAGAAGGCAGGGCTGTTGGATGAAGGGTCAGGAACCTCAAGATCAGTAAGGGGCTAAAT^ 
AiWATmGGGATCGCTGGGAAAGGACTCGGGTCAGTGATCTCAGTGnGGCmAGATGCTCTAGGnGnCAG^ 
AjlQAAAGAACTGACCAACTTGTTGATCTATAnCACCTGmGCCmTGTGTCTGTGCAGTTGAGA 
CW^CCTAAATITAAT 




GGTCTGCCAGCTGGGGCCCTCCCTGTCGCCAGTGGGCACnTTTTmCCACCCTGGCTCCTTCAGACA^ 



>ncrc9116.seq 

AGGATATCTCTAAGmGCTATGCCTOTATAATAGAAGAAATAGATGAAGACACATCAATGGAAGACnGCAGAAAATC^ 
TGAGATAAmGCATTTGGGGAGCAGGTGGAGCTACCCCAGGGAAGTTCCTGCTGGGGCnCGAGnGTGACATGTGATACATCAGTG 
CCnCCTCAAATGmGCATOCAACGTCCACTATCCGAGCmGATCAAGAATTrrTCAATTGCTO 
TGACAnGTAGCAGGAACCATTGTGGTAAAAAGAAATGGGGTCAGATGA 

>ncrc9117.seq 

TATGGCCGGGGGGGAGCCAGTCCACTTAAATGCAGCTCCAGGTnGCGAGGCACCCACCAGCATCATTCCGCATGCGAGGTGGCAAATGCAACATGCT^^ 

CnCTCTGTGGAAGTAmCACTAGCCCTGGGAAATGCACAGAAATTGCGAAAAGGTAAAAGGCCAAACGTGAAAGTCCACATCAATACCAC^ 

GCGTCCAAGTCCAAATGTAAAGCnGAAGGTCTTGTCGTGGGATATGGCAGCAATGTATCACGAAACCAGTACTTCCGTCnCCCGCTGAAGGGAAATTC 

CAGAGCCGAAATATCTGATAGnGTGCGACCTGCTCCACCTCCAAGTCAAAAGAAGTCATGTTCAGGTAAAAGTCGnGTCGCAAACCTCTGCAGCTGGTGGnGGCACTCT^^ 

GAGCTCGGT 

>ncrc9118.seq 

TATGGCCGGGCAATAACCACTATAGTATTTAATAAATATTGCTTnAAAGTGCCTCAAGAACATGGCTCAAAAAAGGCACACCTTGCACTAG 
GCmGTGnCCAmCTGnAAGGTCTATCTmCATCTTCnTTGTGTGGCCAAAAAACCACGATATCTGTTAAAAAGAAA^ 
TTTATACACAAGTAAnCTACTGATAAmAGTGTTCCCAnTGTGAnTTmCAGnCTATGATGAAGCAAATGATOCAAAT^^ 
TAAGATAGnAATAGGATACAGrnTCTAGGATCTCTTTATATAGATCTGATAC 

>ncrc9119.seq 

GATTAAACCGAAGGTGATTAAAACACCTTGAAATCCATGACGCAGGGAGAATTGCGTCAmAAAGCCTAGTTAACGCAnTACTAAACGCA 
TGGTAGGATGAAACAAmGGAGAAGATAGAAGTTTGAAGTGGAAAAGTGGAAGACAGAAGTACGGGAAGGGGAAGAAAAGAATAGAGAAGATA^ 
CTTmGAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAA^ 
GAAACAAGATAGAAAATGAAAATAnGTCAAGAGmCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAAGmAGA 



>ncrc9120.seq 
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GCACAAMTGATGCCCGmmNCTCTCATGAMGTCTTAGGnGTMGATTTCTCnGTATGAGCTGGTGTGGGGCMCC^^^ 

TGAAAATGTCTGATTAAmCATGTCATCTCAAGTATAACGTGTCAAGAGCACAATOTTnACAAACAAGAGAOT 

GCAC 

>ncrc9121.seq 

AGGTCTGTGTATGCTCACTTCCCCATCMCGnGTTATCCAGGAGMTGGGTCTCnGnGAAATC 

TGCTTGnCAGTATCTCAAGCCCAGAAAGATGAATTAATCCTTGAAGGAAATGACAnGAGCTTGTTTCAAATO 

CAGGAAATmTGGATGGTATCTAT 

>ncrc9124.seq 

AnGTCTTCCTGTAAGACCnCGGGTCAAGGTNGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTO 
GGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTATTmTAAAACATGAAnG 

>ncrc9127.seq 

AATAGTCCTCCTTmAACTGCACTnCmATATAATCGmGGATmGTTACTTGCTACCCTGAGTACTnCAG 

AGATCTGAACTmCATCTGCAGAGGCAAGAAAAATAnTGACATTGTGAGTTGACTGTGGAAGATGATGGnGCATGnTCTAGTTTGTATATGm 
AATAAATCTCTTTAAATACn 

>ncrc9128.seq 

AATAAGTCTGAATACCCCATAnCNTACTCCTAATCTCATTATATCmnCTAGTGAATmAmATGAATAATTTCT^ 

ATAGTCTACTGAAAAAnACATGAGGAGAAATGGTTTnCCCmGTTTTTCTTTTnGTTCT^ 

GCTTAAGTATAACCATGTAAGAATTATAAATmAGTmCTGAACCCTTAAACTTnnAGCATGTGGTCTGnACACATC^ 

>ncrc9131.seq 

GGGGGNCCTGCCCAAGTCAGACAGCCGCNTAGAGGAGAGCCAGGGCTCATCTGCNGGCCATCTCCATATGCTGGACnGGAGAACAGGGCAGGACTACAAGTTCTGTCCCTTGTAG 
QGCATGTGGAGTGAGCCAGGTGGCCAGCCAGACAACAnGCCCnGTCTCAAGGAGnGCTTTCCTCTCCTACCAGGTTCTTCTACCCCAAAGTTCAGAGGCCA 
MGCCTTCAGAAGGTGCCCTGGCTGGACGCCATGGCTCACACCTGTAATCCCAACACmGGGAGGCCAAGGCAGGCAGATCGCTTGAGCCCAGGAGTO 
/fSAIGGAGAAACCCCATCTTTACC 

>y-c9132.seq 

/!|eATGTGGTAGAATTCAGCAGTGAATGTGTCTGGTCACGGGCTTTTTnGGGTGGTAGGCTAT™nACTGAC 
qfTGGnCAGrmAGGAGGGTGTATGTGACGAGAAAmATCCATTTCTmAGATTTCCTAGGTTATA^ 

>l5fc9135.seq 

dlfGAAGGATGGTGATTTGmCATGGTTTnGTAmGAGTCTAATGCACGTTCTAACATGATAGAGGCAATGCATOTO 
liGTAmCAGATCTTAAATAAAAnTGirrCTAAATrrCAAAGCA 

>]icrc9136.seq 

A|3GGGTmGCTACATTGCCGANGGTGGTCnGAACCCCTGGGCTCAAGCCATCCTCGTGCCTCAGCCGCGAGTGGCTAG 
TF^TTTTmGTAGAGGTGAGGTCnGCTACATTTTCCAGTCTGGTGGATTTAC 

>ii8jfc9139.seq 

TilGGCCGGGGACGTCCTTCAmCTACCGGTCTCTAGTANTGCAGCTTCGGCTGGTGTCATCGGTGTCCTO^ 

TpAGCGACnGTCGCACGCTmCTATATACTTCGnCCCCGCCAACCGCAACCAnGACGCCATGTCGGG™nCGAGTGACCGAGACCGCG 

Al^TCGAmGGAGGAAGTAGGGCAGGGCCCTTATCTGGAAAGAAGmGGAAACCCTGGGGAGAAAmGnAAAAAGAAG 

TfirATCAAGA 

>ncrc9140.seq 

AAAGAAANCTAGTATTTCCCAAATGTAmGACCTTAAGACTTmCCCCTCCTAATACCTAnACCGTCT^^ 
ATGGTCATTTCATTCTTCTGCTGGGAAGATGCTCTAAGGATAAGCTGAAAAAACTGATGACGATCANGAAAAAA^ 
TTCTCATCACAGATGAGTAGTGAAGGAAGCCATTCmCCTATGGTGAGCAGGmAGGAAATATAGGCAGCGAGGGTmCTGGAAG^^ 
TAATGCTTCTCTGTGGAAGTCTCGACCAACTAGnGTGGTCCTTTGATGTCAGA 

>ncrc9141.seq 

GnCTAmGAAAGTTmCATTNATTmCCTmTAmATGTAmAn 

CCTCCCGGGTTCAAGCAAnCTTGTGCCTCAGCCTCCTGAGGTAGCTGGGATOCAGGTGCGTGTCACCACAGGCGGCTAATTTTTGTAATmA 

GCCAGGCTGGTCTCAAACTCCTGACCTCAAGCAGTCCACCCGCCTCAGCCTCCCAAAGTGTTGGGATTACAGGCGTGAGCCACCGTGCCGGCCTGTTmCT^^ 

AnAGAGCTGTAGAAAnCTCGGTAGGAAGAAATACAAATAAAGATATAT 

>ncrc9145.seq 

CTTCTTTCCCAGGGAATNCGGCTNTTTTGGCCGGGGAGGTTGCCTGGAAGTACCAGGCAGTGACAGCNCCCTGGAGGAGAAGAGGAAAGAGAAAGCC^ 

AGAAACAGCTCATGAGGCTACGGAAACAGGCCGAGAAGAACGTGGAGAAGAAAAnGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAA^ 

TAATTCCT 

>ncrc9147.seq 

GGAAACCGTGGGTTGCAATTGmCGAGTGGmGTAGGAAGCTOTAAGnAATGATACTGTAmTGTAGTGCAmAGGTTGAAAGCCTAA^ 
ATATGncmAACATOTGAGATAGTACATTAGTTGAGnCCCTnGAnmGATAAATTATmAAAATAACCTCATAAAM 
TATAGAAAGATGATGAGCTAnTTAATCCATTCTAGTCACTTTGTAAACAAAATTAGAAGGCnTATATTCATGAATTAATM^ 
CTAnCACATTCATmCATATAATAGAAAAATCAACCnAGGTCAGCCCGATCGAGCATAATATGCAGGGTmCTCTm 

>ncrc9148.seq 

GAGAGCCGAGGTGGTGGCGGCGGAGGCmTNCAGCTCGGGACTGAGTGCAAGAATCAGCATGAncnCAGAGGCTCTTCAGGTTCTCCTCTGTCAnCGGTCAGCCGTGTC 
CATnGCGGAGGAACAnGGTGmCAGCAGTGGCATTTAATAAGGAACnGATCCTATACAGAAACTCTnGTGGACAAGAmGAGAATACAAATC^ 
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ACCTGTTGATGCTAGTTCAGAGTATCAGCMGAGCTGGAGAGGGAGCTTTnMGCTCMGCAMTGTnGGT^^ 
AATTTGAAGTCATCGAAAAACCCCAGGCCTGAAGAAATAAAGTAAAATTAATCTGGTAAmGTC^^ 

>ncrc9149.seq 

tntggccgggctgtggnncaatagttaaaagaatgttcccaaccnaaaattc™ccgtaata™tatcttgcccu^ 

AATTGAAGAGGCnAGAAATACATCTGCTTGmATTGAGAAAACGATGCAAATAATTCTGCim 
GGGTGGTTGAGmGTAAGAACAATCATAAAAGGACTTGTOGTCTCCAGAACATCTGCTAAAATGCAAGTATATGTAT^ 
AAGmcnAAnAAAATATGAACATATnAGCnGCTTTAGTGTCTGGGGCAAGTCCTCTCAATGGCTAAAAnAAC^ 
GCACAG 

>ncrc9152.seq 

GAACnCTGTGCATACCnATANnCATAATGTCTGACAAmAAATGGCTCATGTATTCnGCnCTATCATA^ 
GTAGCACAAACATCTGmATGTATTGGTGGAATATACCTGTmAmATCTmTTGAGGTAAACTAATTm 
GnAGAAGTCATGGnGAGAATTGTAACAGCTGnATTCGnCTGTATTCATGGCnTCACTGCTGAATAAAATAAAGGACC 

>ncrc9153.seq 

AnATGNNAnGCTGTAAACAAAATTCncnNTATTGTCACTOTTCTnGCCTGAnCAGAAGTTAAATAGGAGCmGGAATCA^ 
AAAGAGAGTATCTGCCGCCAAATmGTGTAGCnCTnTGTTATGGAAAATGGTGGACAAAAAAGAAACTGTGATAACTGGGGCGn 
TGTGCATGCCTGAGTTGATTCCGAAGTGCATATGTCTGTAAGGAmGGAGTGCCTGCAGTGTTnATGTGTGGGAAGTM^ 
AHGC 

>ncrc9155.seq 

NAGCCGCCAAATACnCGACAAACTTGCAANNNlTCATACTCTAAGAATGTCACACAACAAACTACAAGACATCCCATATA^^ 
ACACAACAAAnGAAGCAAGCATTCTATATTCCAAGAAAmGGAACACCTATACCTACAAAATAATGAAATAGAAAAGATGAATC 
TACCACCATnAACATACAnCGTGTGGACCAAAATAAAGTAAAAGAACCAATAAGCTCATACATCncnCTGCnCCCTCATATACAC^^ 
ATGGTCAAACAATACAACTAAAGACACAAGnTTCAGGAGAmCGAGATGATGATGATGAAAGTGAAGATCACGATGATCCTGACAATG^ 

>i%c9157.seq 

TfcNTnCTCTTTGGmGnGAAGTmmGCACATTCCCnAAGTTTGGCAGTCTAATCTGTATCTTTGGC^^ 
CiSATAATCCCAGAACnGGGAGGCTGAGGTGGGAGTAnGCTTGAGCTCAGGAGmGAGACCAGTCGGGGC^^ 

>iicic9159.seq 

TAl^GCGGGGGAGAGCCNTGGCGGGCGCGnGGTGCGGAANNNNGCGGACTATGTGCGAAGGAAGGATNTCCGGGACTACCTCATGAGTAC^ 

(llGGGTCnCCCAnGCTGCCATCAATGATATGAAAAAGTCTCCAGAGAnATCAGTGGGCGGATGACAmGCCCTCTGTTGCTAnCmGAC 

AS^GCCTCGGAACTGGCnCTGnTGCATGCCACGCAACAAATGAAGTAGCCCAGCTCATCCAGGGAGGGCGGCnATCAAA^^ 

(SAAAAGGAAGAAGAAGGTCTTGAAGGGACAGGAnGCCAGCTGCTGCTGAGTCACAGAmCAmTAAATAGCCTCCCTAAGGAA^ 

TTnTATAGAAATAGCTG 

>ppic9160.seq 

C^NCGCCCGTAnCACCCCACACCCAGGGCTATTTTTAAACATGACCCTGGGCTTCTGTACCACACTAGAATTCATC^ 
/^CTTGGGGGTmCAATGTGAAACACATGCCAGTTmAAAATGCTGCmGTCCAGG^^^ 

(^AATAGCCAGATAGTAGAACCAGTGAGGAGATGCGGCCAAAGATTCmATATCTGAACCAAGATGTAAAACAAGAAATGCm 
AjKjmGTCTGGATGCACACnCTGACCTTGCTGGCACAACCTGTGGGGTCTGATGTGTCCCnGATGGGTGCTGCCC 

TlgnGTG 

>ncrc9161.seq 

GGCGCACTCGATATAGTACCGCAAGGGAAAGATNTAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATC 
AGCCAAAGCTAA6ACCCCCGAAACCAGAGGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGGAAGATTOTAGGTA 
AGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGnCAACmAAAnTGCCCACAGAACCCTCTAAATCCCCnGTAAAmM 
CACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCAGCAATTAAGAAAGCGnCAAGC 

>ncrc9163.seq 

CAGGnCTTGGGAGGGTGAGGCANGAAGACACTAGGTGCTGAATOTCCTGCAAAACTGGCTGCCTGGAGGCCCTGAGCCACCCAGATCTGAATAAAACAGAT^^ 

>ncrc9164.seq 

AACATANCAGTGAACTGTAATGnGGGACCAGNTGTGACAGCTCATGCGTCAGAAGTCGAGGGnCAGTGTGCTGTGAnGCACCAATGCACTCCAGCTTAGGTGACACAGTGAGACT 
GTGTGCGG 

>ncrc9166.seq 

TATGGCCGGGGGACCANCTGGAGAnATCNTGGCCATGGAAGTANGAAnTGGGTTTGAAAnCCTGATATAGATGCTGAAAAGnAATGTGTCCACAAGAAA 

AGATAAGAAGGATGTATATGAATAAAGTATCANGACCCmGGCTTTGCTGAGAGAGGACTCAGATGATAGTGACGAATGTCTGGCAGTGAGGACACAT^ 

TGACAGAGTGAnCTGATGGACnGTAmAAAnGTATGTGTTrTACTCTrTGAAAATAAATCTATAAAATC 

>ncrc9167.seq 

GCTNTCTGNCAAGATGGCGCCGAAAGCGAAGNTTNTAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCmAAAGGCGAAGAAGGCAGTGnGAAAGGTC^ 

CAAAAAGAAGAAGATCCGCACGTCACCCACCTTCCGGCGGCCGAAGACACTGCGACTCCGGAGACAGCCCAAATATCCTCGGAAGAGCGCTCCCAGGAGAAACAAGCTTGACCACT 

ATGCTATCATCAAGmCCGCCGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACAGTTGTGTTCATnGTGGATGnAAAGCCAACA^ 

GAAGAAGCTGTATGACAnGATGTGGCGAAGGTCAACACCCTGAnCGGCCTGATGGAGAGAAAGAAGGGATATGnGGACTGGGTCCTGAnACGATGGmGGATGnGCCAACM 
AATTGGGATCATCTAAACTGAG 

>ncrc9168.seq 

GAGCTCNCTAnGACAGGTTTCGTGTAAGGNNTTTAAACATGGAAGAATCCTGGCACTGNCTmTGGAmTCATAmATGAAGAAGATAn 
CCTTGAAGTTCnGATGGGGTAGAGAAGATGAAGTCGATGTCACAGCTTGCAGTTTTGTCAAGACGGTGGAAGCCnCAG 
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AGCAGTAGTGTGGACGMnGCGAGAGMGCnAGTGAMTCAGTGGGATTCCmGGATGATAnGMmGCTMGGGTAGAGGM 
CATCAAGATnAGACTGGAATCCTAAAGmCTACCCTGAATGTCTGGCCTCTTTATATCTGTGATGATGGN 

>ncrc9169.seq 

GAGAACTNCnCCGGACTCCAGGTACCGCGCTTGNCGGCAGCTGGCCCCAGACTTCTGTCTTnCAGCTGCAGTGA^ 

ATCGGTmGGnATGCAGCCCTCGTGACAmGGAAGCATTmGGATATAAGCGGAGAGGTGGT^^ 

C™CCGTGTCTCCAATGACAAACGAGATGTAAAAGTGTCACTGTTTACAGCmcnCCTGGCTACCATAAT^ 

GnGCAGGmAAGCCTCATGATGATCCTGAGACnGTCTTGnGCTGCTCTGAGCATCTGGAGGAACAGAAAAC^^ H I II 1 1 

GTATT 

>ncrc9172.seq 

ACCCnAGCNTAACCTTTACCCAAATmNTNTAGGCGATANAAANTGAAACCTGGCGCAGTAGTATATANTACCGCNAGGGATAGATGAA^ 
ACTGACCCCTATACCTTCTGCNTAATGAATTAACTAGAAATANCTTTGCAAGGAGAGCCAAAAGCTAAGACCCCCGAAACCAGACGAGCTACC^^ 
GTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCnGGTTGTGCAAGATAGAATC™^ 
CCTCTAAATCCCCTTGTAAAmAACTGnAGTCCAAAGAGGAACAGCnCTTTTGGACACTAGGAAAA^ 

>ncrc9173.seq 

GTCCATAGCTAGTGGNCTTGCACCTnGCACATAGAGATAmGGGACCCAAGGGAAACCAGCCAnGCCCATGGAGATTTAAAGAGCAAAM 
GTTGCATAGCAGAmGGGCCTGGCAGTCATGTATTCCCAGAGCACCAATCAGCnGATGNGGGGAACAATCCCCGTGTGGGCACCAAGGGCTACA^ 
AAACCATCCAGGTGGATTGTNTGGATTCnATAAAAGGGTCGATAmGGGCCmGGACTTGTmGTGGGAAGTGGCCAGGCGGATGGN 
GCCACGGANCTACGATGNGGGTCCC 

>ncrc9174.seq 

CTAATTGCCATGTACAGTATGTTTAAAGTCAAATAACTCCTCATTGTNAACAAACTGTGTAACTGCCCAAAGCAGCACmT^ 

>;ncrc9175.seq 

MfcmGGCCGGGGAGAACCNCCCGCAGCCCCGAGGCTCCCGCTTmCCCTGCTCGCACCTGCAGAGACCTGAAACTCTGCCA^ 
ypCCAACCAAGGCTGCACCTTGGACGCCATGAAGGTmCTGCAACATGGAGAGTGGCGAGACnGGGTCTACGCCAATCCAGCAAACG 
AmGCAAGGAGAAGAAACACATCTGGmGGAGAAACCATCAATGGTGGCTTCCATTTCAGCTATGGAGATGACAATCTGGCTCCGAAGAC^^ 
dSGCTGTCCACGGAAGGCTCCCAGAACATCACCTACCACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTC 
G^GGAGATCCNGGGGAGAGGGCAATAGCA 
Iff 

>f5crc9177.seq 

GAlGAATTCCCCAGNAGCAGGAAGGAATCTTnCTTnCTNAGCAGGAACTGTCTTCTGCAATGCCTTGGACnGAGCC 
fi^TTCATAAAATGGCCmCTCATTCATCmCATGGGAACATTTATTGTACAAGCGC 
(IJiGCCGGCAGGmCTACAATGGCGTGGGAATGGACTGATTATTmATACATmCTGGCCTGAGAGAAAG 
ATCTTGGTAATCTGCCCGGTTGGATCTATGGAGGTAGTCTCACCCKmGTCTmGTGGGAAATTAAGAGA^ 

> Sc91 78.seq 

AWrACCGAAGTGAnCTAAGNAmGGTTTNNTATCAATAGGAAAGGATATGCAGCGCAGCAAGATGCAAATGT^ 

dC^nCTGCmCACTTAAGTGTCTGGCCCGCAATACTGTAGGAACAAGCATGATCnGTOCTGTGATAT^ 

A#AATATCTTTCTCTTACCTGTTAmATCAATTm 

dgTATTTmATACTGTATGTGCCAAAGCTTTACTACTGTGGAAAGACAACTGT^ 

>iB'Pc9179.seq 

dMGCNNCCnCTGGAGTAAAAAATGTATnNmAGAAAAnGAGAGAAAGGACTACAI^GCCCCGAATTAATACCAATAG^ 
ACAGCTTAAAGmAGmAAAAGTTGTAGGTGAnAAAATAAmGAAGGCGATCnnAAAAAGAGAn^^ 
GCGTCATTrAAAGCCTAGTTAACGCAmACTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAmGGAGM 
GACAGAAGTACGGGAAGGCGAAGAAAAGAATNGAGAAGATAGGGAAAnAGAAGATAAAAACATACTTnAGAAGAAA^ 

>ncrc9180.seq 

TTGAAGnGACnACTGAAGAATGGAGAGAGAATTGAAAAAGNGGAGCAnCAGACTTGTCmCAGCAAGGACTGGTCm 

>ncrc9181.seq 

CGTGGACNCCTCATGTCTGTAATCCCAGCACTnTGGAGGCCGAGGCAGACGGATCACCTGGGGTCAGGAGTnGACAGCAGCCTGAGCAACATGGCGAAACCTCATCTCTACTA^ 

AATTCAAAAAATTAGCCGGGCATGGTGGCGGGTGCCTGTAAnCCAGCTACnGGGAGGCTGAGGCAGGAGAATCGCnGAACCCGGGACATGAAGGTTGCAGTGA^^ 

CAACACTGCACTCCAGCCTGGGAAACAAGAGTGAAACTCCGTCGCGN 

>ncrc9182.seq 

ATAGTCCCGCAAGGGAAAGATGAAAAAmiNnNCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATM 
AGACCCCGGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGGACACCCGTCTATGTAGGAAAATAGTGGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGG 
AGGTGGnGTCCAAGATAGAATC™GTTCAACTTTAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAATTTAACTGTTAGTCCAAA^^^ 
AACCTTGTAGAGAGAGTAAAAAATTTAAGACGCATAGTAGGCCTAAAAGCAGCCAGCAATTAAGAAAGCGTTGAAGCTGAAGACGGACTAGCTAAAAM 

>ncrc9183.seq 

CACCCCNNGAAAAGCCCGAGNAnGGAGGTCNTNTTCATGATGATAATAnCATGACGTNATGTGGGAGGAGACAGCCAACCTCAGGCnAGATCAATGTATAGGGCTATATm 

AGGTGGGTAGCTCTnGAAGGTGGATAAGACTTCAGAAGAGGAAAGGCCAGACmGCmCCATGAGCATGTGCAATGGGCCAAACACACCTGAAATTGGCTGAGTO 

CGGCAGTAGnGCAnGTTGGGCAGCAGmGTGCATTCCAAAGAGCATGCTACCTGGGnTTTATGCACAAAGGTAGCGGCCAGATGGnmAAAGTATGAGm 

CTGGTmATGCAAGCAGGAAGAnGTATATGGTGATGGTAGAGAGAGAGTCGAGGCAGGGGTGGAGnGGTAGGGGAAAGAAGGAGGATGTGGTTAATGTGm 

CTAAGGCCATAGT 

>ncrc9185.seq 

TCTGGAGCTGTGGTCGGTGCCGTGATGTGGAGGAGGAAGAGCTCAGATAGAAAAGGAGGGAGTTACACTCAGGCTGCAAGCAGTGAGAGTGCGCAGGGCTGTGATGTGTCTCTCAC 
AGCnGTAAAGTGTGAGACAGCTGGCTTGTGTGGGAGTGAGAGGGAAGAGTTGnCGTGGGCTTGCCTnGTGACTTGAAGAACCCTGAGm 
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TCTGTGnCGTGTAGGCATMTGTGAGGAGGTGGGGAGACCACCCCACCCCCATGTCCACCATGACCCTCnCCCACGCTGACCTGTC^ 
AGAGGTGGGGCTGAGGTGTCTCCATCTCTGTCTCAACnCATGGTGCACTGAGCTGTAACTTCnCCTO 

>ncrc9187.seq 

ANTANAAACAAGGTCACTGGAATCAACTCNTGGGCTGGCATCAmCACCATGTAmcncmGGGCTGTO 

CCnAACCAAGnAATGnGTCAAATGCCmmGTGGAGGCCmATCnCTACAACCACACTCATGGCCGGG 

TTCTGACAGGCCTCGnGCCTTCCTAGAGTTCCnGnCGGAACAATGTACTTCTGGAGCrrAnGCGGTCAAGTCTC^ 

CTGTATC(XCCCAGTGGAGGTCCTGCATGGGATCTGAGGGATCATGAAAATATTmGTn^ 

TGCTTTCAnACCTGGGTG 

>ncrc9188.seq 

AnGCCCCTTGATGGAAGCTGGnGATGCCTmAGCCAGTnGCCATCCCTGCACTANAGCTCAGGGAATATAAAGGGACAGAATGGAGGGAAA^ 

AGATCGTTGGAATCTCAAATGATGGCTAACTCmmCAGAGCnTTAACnGATCACAmCAGGGGCCCAGTTGTGGAACTGACATAGAGATAG 

CCTAAATAnAAAGAGCTGACnATGGTGTTmAGmGCnCATTTCTAmATAAAATGGGGGCACTAM 

AT 

>ncrc9189.seq 

CAAAGAANCGGGGCTTCACCAAGTTCAATGCTNTnGAATnGAAGACATGGTGGCTGAAAAGCGGCTCATCCCAGATGGCTGTGGGGTCAAGTACATCCCCAATC 
GACAAGTGGCGGGCCCTGCACTCATGAGGGCnCCAATGTGCTGCCCCCCTCTTAATACTCACCAATAAAnCTACTTCCTGTCCC 

>ncrc9190.seq 

CAAGCTNCCGTGGATCCTGAGAACTTCAGGCTTCTGGGCAACGTGCTGGTCTGTGTGCTGGCCCATCACTTTGGCAAAGAAnCACCCCACCAGTGCAGGCTGCC^^^ 

GTGGCTGGTGTGGCTAATGCCCTGGGCCACAAGTATCACTAAGCTCGCTTTCTTGCTGTCCAATnCTATTAAAGGnCCTTTGnCCCTAAGTCCA^^ 

GAAGGGCCTTGAGCATCTGGAnCTGCCTAATAAAAAACAnTATTTTCATTGC 

>ncrc9191.seq 

OrtTGGCNCGGGGATGAACCCCGAATGATGAAATGAAATGATGATCCNNTGAAATGAAATGAGGAAATGAANNCGAAGAAATGAAATG 
OPATGAAAAGATCAAATGATGAAATGAAGAAATGATATGAAATGAAGAAGTGAAATGAnAATGAAATAATGAAATGATGAATTGAT 
AMTGATGAAATGAGATGAAAAGATGAAATGGAAATGAGATGAAATGAAATGATGAGATGAAATGAAATCATGAGATGAAATGATGAAATG 
/^GAAATGAGGAAATGAAATGAAGAAATGAAATGAAGTGAAATGATGAAATGAAATGAAATGATGAAATGAAAA^^ 

>jnjp|c9193.seq 

gigmacgccaagtgagcggcggggtcgactgacnntaacggggcagagaggctgttcgcagagctggggaagatgaatgccagaggacttggatctgag 
c|gttactgaactncagcaagtggagctitrgaaagtcatgatcttgncggaaaggttrrtcttgtgtgaaaaatgaac^^ 
cIIgctcaaccaagataaaatgaatttttccagactgagaaacattcagggtctatttgctccgctaaaattacagatggaatt^ 
tpaagctcaaatctttcactggatgnttgaggggtaatgatgagactattggantgaggatancttaatgatccatcaca^ 

>Hcrc9194,seq 

(^CAAGCATAAAAAAGAAATCCATATCnAAAGTAAACAGCTTTCAAGTGCCTTTCTGCAGTTTnCAGGAGCGCAAG^^^^ 

Aj|«iCTCCTACAAGATnAGAAAAAAGTTTACAACATAATCTAGTTTACAGAAAAATCnGTGCTAGAATACTTT^ 

T|!rpCAACCAACTTGGTTCTGCTTCAATAAAJCTTTGGA^ 

>ft§c9195.seq 

AiftTGCCACCAAGATTGGnCCAGTACACCCTGTGTATACCTAAATCCACAGATGCCAGCTCTTnATAAAATGGAATA^^^ 
CfRTAGATTAAnAAAATATCTCATGCGTTGTG 

>ncrc9196.seq 

AACTCCNCTnCACTAATATAGTnAAGGCTTTTTCACTGAAnGGCAGAGCTGACAAACAATTTTAGTACAATGCCATTGACAGTGTCTGG^^^ 
GAAGTCTCAGAAGTAAAATATAAnATGACAGAGGAAAGAGCTTTCTCCTGATGTAAAAGTATCAATGTCTGCACTGGGTATGCCTTGCTACCT^ 
TTCAGACAGGACATGCCATGCCAACATGGTTCCATGTTGATATGCTCATATAGATAAGATCCCGTTAAAATTAATGCCAAGAGGACCTTCAAAGGGAAC^^ 

>ncnc9197.seq 

AGANCANGCAGTAGCTATACTTACATAAGACANTTTNGATnCAAGACAAAAACTATAAGCAAGAGACAAAGAATGTCACTATATGGTAATAAAGGGGTCAA 
CAACTGTAAATATATATGCACCCAACACTAGAGCACCCAGAAATATCAAGCAAATATTGrrAGAGCTAAAGAGAGAGATAGATCCCAATACAATAATAGCTGGAGACTTCAGCATC 
TnCAGCATTGTACAGATCnCCAGACAGAAAATCAACATAGGACCTAATCTGCACTATAGAGTAAATAGACCTAATAAATATTTACAGGACACTTCATCCAACAGCTGCAGM 
TCTTCTCCTCAGCATGTGGATTATTCTCAAGGATAGACCACATGTTAGGTCACACAAATCTGAAAGTAnC 

>ncrc9200.seq 

GGACATNCGAAGGGCCCGAGCAGGAATTCGGTNTGNACATAGGGCCGGTCTGCTTCnGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCA^ 

nCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGTTCGGAGTmCTCCCCTCTCnTCTAAGAGACCTGAACTG 

GGCAGACTGCAAAATAAAATCTCGGTGTT 

>ncrc9201.seq 

TATGGGCGGGATTGCTANAAAATAAATAAAAGCTAGATACTGGNAACGTAACTGCAATGTGGATGTrTTACGCACATGACmTTATGCNTAAAGCCAAATTTCCAGT^ 
TACAATAAAAAGAAATTTTGCCTGCCATTTTCAGAATCATCTnTGAAGCTTTCTGTTGATGTTAACTGAGCTACTAG 

TGTCAATATTTAGTAAAGCTTTTCTTTnTAArrrCCAGGAAAAAATAAAAAGAGTATGAGTCnCTGTAAnCAnGAGCAGTTAGCTCATnGAGATA^ 
TCTGTATTAATCGCCATCATTACTGGTAAAGCCTCATTTGAATGTGTGAATTCAATACAGGCTATGTAAAATTTTTACTAATGTGATTATTTTGG 

>ncrc9202.seq 

ATGGCCGGGATTCCAGCAGCATCTCAGTAAAGCCCAGCCAAACrrTCCCAGTCCAGAATACATGATArrTGATCATGAGTTTACGAAGCTGGTAAAAGAACTTGAAGGTAAG 
ATTTATATTGATAnTGATGGAAAGTAATTATATTTATATTGTACATGTATAnCTGGATGCATACAGGTTATATGGTAAGTCTAAAGGTATATTnCTTGCTAGCTCnGAT 
TTGAAGGACATTTGGCTTTCAGTAGGATTGAAAAGATTATnCnACCTATCATGGAGTTAGGTTATATGGTTTTTACTAAGTCTTAGTAGTAAAATAGTAT^ 
TTAAATAAGCnCCTTTTATAGGTGTTATAACTAAGGCTATTTATAAGTCCAAC 



i 
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>ncrc9203.seq 

TATGGCCGGGGGGGACCCCmGGCCCCACMGGGACATGTGNnNTMCTGAGMCATOnGGTTGTCAMGGGGGT^^^ 
CTGATGTCCTACAACGTCCACAAGACAGCACCCCACAGGAAAGAATGATGCACCCTAAAATGTGTGTGGTGTCAGCCTG 

>ncrc9204.seq 

AAGGGTAGGAGGCGGCGTCAGAGGTGCTGGGTGACAGAGCCATGAGCCAGCCATmATAAGCACTCTGAnTCTA^ 
CAGTACAGATnATTAAAmCGGCCCTTAACCCAGCCTTTTCCAGTGTGTAACCCAGTT 

>ncrc9205.seq 

AACNCCGGNCCTTTTGGCCGGGGAAGATCNCGAnAATACAACTACnAAAAAAmGTCAATAGGTTACTAAG^^^ 

mAAGAGAAAATATGAAGACTOGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGTTOTAAAACATGACGGAGGnGAGATGGAGCTTCn 

AAAAnGAGAGAAAGGAGTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCnTTAGATTAAAATGAAGGTGACnAAAa 

AAATAAmGAAGGCGATCTmAAAAAGAGATTAAACCGAAGGTGATTAAAAGACCnGAAATCCAT^^ 

GAGACGAAAATGG 

>ncrc9207.seq 

AATGTmAATGCATAAACCGAATNAGGGTCCAGTTGGCCTGTOATGGTAAAnTACATTTTAAATGACTCAGm 
AACTGATTAAmGCmCnGTGTGGGTGTACTCACATnTAAAGTATGAACCACAGNTAACTAGTGGTCTCAGGGGTAGTGAAACACTC^^ 

>ncrc9208.seq 

GGCATTTAATATCTTGTCATTnATTGGTTCTGmAAAAATCTrCAATTAATACCTACCACCAGTCA^ 
TTCTGCnCTTCCTGCTGCCTGTGCTNGNAGA 

>ncrc9210.seq 

GTGnGAGAGCTTCTCAGNACTATCCACGTTTGGGTGGCmGCTGTTCGTGATATGAGACAGACAGTOCGGTGGGTGTCATCAAAGGAGTG^^^ 
AAeGTCACCAAGTCTGGCCAGAAAGCTGAGAAGGCTAAATGAATATTATCCCTAATACCTGGCACCCCACTCnAATCAGTGGTGGAAG 
CeAmAAGTTTAGTAGTAAAAGACTGGnAATGATAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGT^ 
GiQAnAGTTTTTAAAATCGGTACTTmAATGGAAACAACnGACCAAAAATnGTCACAGM 

>Wc9211.seq 

hlllCTCTNAAAATAGTGTGGAGAnTCTCAAACnCTAAAAGTAGATCTAGTCGAGGTGCAGTGGCTCACGCCTGTAATCCTAGCATm 

TglCTGGAGTTCCCGACTAGCCTGGGCAACATGGTGAGACCATGTCAATACAAACAAATAAGTAAAATAnGGCCGCAGGAGTTGCGAGCCTGTGGTCCCAGCU^ 

tG(|TCTCA6GAGGCTGAGGTGGGAGGATTGCnGAGnCAGGAGGTAGAGGCTGCACTGAGCCAmTCATGCCACTG^ 

:Sc9212.seq 

TCSEMGAAGmGGAGGCTGCCCAGCAGCAGTAGACTGGCCAACTGCAGAGCAAGTTGmCTCCAGCCGTGCGGTGCAGCCTCATGCCCCCA^ 
tfStTCAGTTGTACAGACGACCAAACnGCCGTGGAAGAGACAGnGTGAGATTCCCTTGCAAAmACATAC^ 
TmATmAnCTGCTATGTATTmTGAGTTGTATCAAGCCATATAACnTGCCAGTACnGGCATC^ 
qtlAGAACAGAAAAAAnAAATAnATACTGCTCTmACTGACATmGCCCAAC™TCT^ 

>Kc9215.seq 

/^TGTCNCCAGCTGGGAGCCAGCCGGCAGGTTmGTGAGnGGCGTGCTAGTGGGACNGGCAGATGAGGAAGAAGACCCCAC 
(^CAGAAGGTGGACAGGGTAAAAGAAAGAGACnTmCTAAAGAAnGCGATGTATGATGTATGGCTnGGGGATGACCAGAATC 
Cil^^TCATAGAGmATCACTGAAATGACTCACAAGGCAATGTCAAnGGAAGACAAGGTCGAGTACAAGTTGA^ 
GffTAAAGACTTGCnACTACG 

>nCTc9217.seq 

CAGGAGGCCGGGGCGGTCCTCCGCTGTCGCCGCGCTGGAATATCTGCCCCAGnGTCTTTmGTGGACTATGCnCCAACTGCnAT^^^ 
nCGAGAnATATTGAGTCCACTATGGAGACTGAAAAAACTCCCCAGGGTCTCTCCAACnAGCCAAGACAATTGGGCAGGTnTGGCTCGM 
GATCTCACCACCTCCAACATGCTCCTGAAACCCCCCCTGGAACAGCTGAACAnGTGCTCATAGACTnGGGCTGAGmCAmCAGCACTTCC 
ATGTCCTGGAGAAGGCCTTCCTCAGTACCCATCCCAACACTGAAACTGTGmGAAGCCmCTGAAGAGCTACTCCACCTCCTCCAA^ 

>ncrc9218.seq 

GAGGCATTGAGGCAGCCAGGGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGNTTGAGGAAACCGCAGATAAGTTnmCTCm 
TATAGTCAATAGGTOCTAAGATATTGCnAGCGnAAGTTmAACGTAATTnAATAGCnAAGATTnA^ 
AAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACT^^ 
ATGCTTTTAGAnAAAATGAAGGTGACTTAAACAGCnAAAGmAGTTTAAAAGTTGTAGGTGAnAAAATAAm 

>ncrc9220.seq 

GCmCTGGTCTCGGCCGCAGAAGCGAGATGACGAAGGGAACGTCATCGmGGAAAGCGTCGCAATAAGACGCACACGnGTGCCGCCGCTGTGGCTCTAAGGCCTACCA 
GAAGTCGACCTGTGGCAAATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACCTGGAGTGCCAAGGCTAAAAGACGAAATACCACCGGAACTGGTCGAATGA^ 
TTGTATACCGCAGATTCAGGCATGGAnCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCCTGTTGCAGCATCCAGTTCATCTTAAGAATGTC^^ 
GnCTGGTTTT 

>ncrc9223.seq 

ATACAAAl Mil iGAGGnATCCTCATTGATCCATTCCATAAAGCTATCAGAAGAAATCCTGACACCCAGTGGATCACCAAACCAGTCCACAAGCACAGGGAGATGCGTGGGCTGACAT 
CTGCAGGCCGAAAGAGCCGTGGCCnGGAAAGGGCCACAAGnCCACCACACTATTGGTGGCTCTCGCCGGGCAGCnGGAGAAGGCGCAATACTCTCCAGCTCCACCGnACCGC 
TAATATAAGTAAAGTTTGTAAAATTCATACTTAATAAACAATTrAGGACAGCCGA 

>ncrc9224.seq 

AmcnGAAGTGCCATmGATACmCAGTGTTCTGAACTGTACCTAGAACGTACmnATAAAAAGGAAGCAGAGTCCATCC 
CTAnCGCAAGGCTGAGGCCAGAGGATCCCnGAGCCCAGGAGnCAAGTCCAGGCTGGGCAACACACTGGGACCATGTTTCCTAAGCC 



>ncrc9225.seq 
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ATGTAAMTTAGMnGTMTTAAAMTACACATmATOTGTMTCATGnCTGGTATGTCTCAm 
mGTATATOmGTGAAAAACATGTATTTCTGAATCAGTCCGCTAATATGATTGTGCAGTATTAGCn^ 
TCTACATAAnGTGAAAmAACAAGTTATAATAAAGCATGACAACCAAAGTmAGAAAACATT^ 
TGCAAACACTAAATTTTTnGCmATGTmGACCmATAAAGGTGTTA 

>ncrc9227.seq 

AnCTTCCCGGGGAGACCGCAGCCCATCGGCATGGCTCAAGNAGmGTGAACTGCAAAATCCAGCCTGGGAAGGTGGTTGTGTTCATCA^ 
GCCCAAGAGATCCTCAGTCAATTGCCCATCAAACAAGGGCTTCTGGAAmGTCGATATCACAGCCACCM 

GAACGGTGCCTCGAGTCmATTGGTAAAGATTGTATAGGCGGATGCAGTGATCTAGTCTCmGCAACAGAGTGGGGAACTGCTGACGCGGCTA^ 
ACCACAGATCTCATAGGAAATGTTCAACAAnCTGTGAAAGGTCACAGGACCCAATTGGAGAAATCATATGAAAAGCTTAG 

>ncrc9228.seq 

CAGGCAGCCnCCGGGAGCCACGGCTTCnGTGGnACTGACCCCAGGGCTGACCACCAGCCTGTCACGGAGGCATCTTATGTTAACCT^^ 

TCTCCTCTGCGGTATGTGGACAnGCGATCCCATGGAACAACAAGGGAGCTCACTCAGTGGGTTTGATGTGGTGGATGCTGGGTCGGGAAGnCTGCGCATGCGTGGC^^ 

CGTGAAGACCCATGGGAGGTCATGCCTGATCTGTACTTCTACAGAGATCCTGAAGAGAnGAAAAAGAAGAGCAGGCTGCTGGTGAGAAGGCAGTGACCAAGGAGGAAnTCAGGGT 

GAATGGACTGCTCCCGCTCCTGAGnCACTGCTACTCAGCCTGGGGnGGAGACTGGTCTGAAGGTGTACAGGTGCGCTCTGTGCCCTATTCAGCAAnCCCTACTGAAGACTGG 

>ncrc9229.seq 

ATCAAAATACCAACAnAGTAGCCCAGNAATOGAAAATCCTAAAAmATATGAAATGAAAAAAGAGCCAGAATAACCAAAAC 
AmTCTGACTTCAAGTTGTGnACAAGGCTATAGmCCAAAACAGAATGGNACTGGTATAAAAATAGAGTCATAGAAGAATGGAACAGAATAGAT^^ 
ATACAACCAATTGATCTCTGACAAAGCATATGAAAACACAAATTGGAGAAGGGACGCTCCATnAATAAATGGTGCTGGGATAACTGGCANGCCACACATAG 
CmmCTCACCATATAAAAAAAmAAGATGGATCAAAGACTTAAATGTNAGGGNTTGAAACCATAAAAmCTAGAA 

>ncrc9230.seq 

GmATAGCATnATNAAAACGTATCCTCATAGACTTTATGCAGATTAATATGGTCAAnGAmGGATAAAAGAAAGTAAn 
GCCTCTTTGAAGCAAmAGGCTAAACTGATmGAAAmCAAAATGn™mTACmGTT™T^ 
MeCGATmGCCAmCAAAACGTTnATmACTnGTmATATCAGAGTCTOTAAAAGCTGCTGCAA^^ 
qSCTTCACmmCCnTGGATTAAnGGTTAAATGAATGAGAAATGTGnATGTTTTnACTAAA^ 

>yc9231.seq 

dMAAAGCGGATGGTGGnCCTGCTGCCCTCAAGGTCGTGCGTCTGAAGCCTACAAGAAAGmGCCTATGTGGGGCGCCTGGCTCACGAGGTTGGCT^ 

OA^ICCACCCTGGAGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTACTGGAAGAAGAAACAGCTCATGAGGCTACGGAAACAGG^ 

T4qACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAGACTGTTAAnCC 

>iSc9232.seq 

Ci^fQCTCACATGAACAGTGTGCATATGAACCAGCTTGGCTGATGAGGATCAGCnGTOGCCTGCAGAnCCTmCAlTrGGAGG^ 
C'CAAATCATTCTACTGATGTGCTTGACTGAAGTGTGTAGGCTmTGCAGAAGATCTTACTAACTGACCTATTT^^ 
(JtlAGTOGCAmTTCnATCAmTTCnTTmCTnCCCTCTTCCCCTTT 
ApCGGAAAnTAGCAAAAnATGTAAACTTGATCCTGAAGTmAGAATGGCAAATAAATGTACA^ 

>lllfc9233.seq 

dMCCNAAGTGATCCTCCATCnAAAGAAGATCAGACAGAGTACCTAGAAGAGAGGCGGGTCAAAGAAGTAGTGAAGA^ 
GI^AAGGAACGAGAGAAGGAAAnAGTGATGATGAGGCAGAGGAAGAGAAAGGTGAGAAAGAAGAGGAAGATAAAGATGATGM 
ai^GAGGATGACAGCGGTAAGGATAAGAAGAAGAAAAGTAAGAAGATCAAAGAGAAATACATTGATCAGGA^ 
TMCCCAAGAGGAGTATGGAGAATTCTACAAGAGCCTCACTAATGACTGGGAAGACCACTTGGCAGTCAAGCACnTTCTGTAGA^ 

tu 

>ncrc9235.seq 

AGGAATAGACGTAGACACACGAGCATATnCACCTCCGCTACCATAATCATCGCTATCCCCACGGGCGTCAAAGTATTTAGCTGACTCGCCA^^^ 
CTGCTGCAGTGCTCTGAGCCCTAGGATTCATCmCTTnCACCGTAGGTGGCCTGACTGGCATTGTATOGCAAACTCATG^ 
GCCCACnCCACTATGTCCTATCAATAGGAGCTGTAmGCCATCATAGGAGGCnCAmCACTGAmCCCCTATTCTCAGGCTACACCC 
CACTATCATAnCATCGGCGTAAATCTAACmcnCCCACAACACTTTCTCGGCCTATCCGGAATGCCCCGACGmCTCGGACTACCCCGATGCG 

>ncrc9237.seq 

ANGTGAAAGGGGAGCTGGTGGGAGGAnGGATATTGTGAAGGAACTGAAAGAAAATGGTGAATTGCTGCCTATACTGAGAGGAGAAAATTAA 

TTACGGGGTCTGGCTGTGTCACCCAGGCTGG AGTGCAG TGGCACGATTATGGCTGATTGCAGCCTGGACTTCTCGGGGCCAAGCGATCCTCCTGCGTCAGCGnCTGAGT^ 

GACCACAGGCGTGCACCACCATGCCCACCTAATTTmATTTCTTGTAGAGATGAGGTCTCCTGCCTCAGCCTCCCAAAGTGC 

CnACnATAATAAACATTGATTTGGGTCGT 

>ncrc9239.seq 

CTTCAATGTNAAGAATGTGTCTGTCAAGGATGnCGTCGTGGCAACGTTGCTGGTGACAGCAAAAATGACCCACCAATGGAAGCAGCTGGCnCACTG^^^ 
CATCCAGGCCAAATAAGCGCGGGCTATGCCCCTGTATTGGATTGCCACACGGCTCACATTGCATGCAAGmGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCTGGTAA^ 
AAGATGGCCCTAAAncnGAAGTCTGGTGATGCTGCCATTGTTGATATGGnCCTGGCAAGCCCATGTGTGTTGAGAGCTTCTCAGACTATCCACCmGGGTCGCTTTGCTG 
GATATGAGACAGACAGTTGCGGTGGGTGTCATGAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCGCAGAAAGCTCAGAAGGCTAAATGAAT 

>ncrc9240.seq 

AnACTGAAATACATAGGCTTATATACAATGCTTCmCCTGTATATTCTCnGTCTGGCTGCACCCCTTmCCCGCCCCCAGAnGATA^ 
AAAGGAGAGTGAACATATGTGATTGnCGATAATAAACnCTGGTGTGATAGmC 

>ncrc9242.seq 

NATGTCAGATAATGACTGATACCATGAGAACGTGAGCTGTCCAAGGAAACAACGTATAAGGCACTACTOTmGCTCATCCTGGNTGATTrG^ 
GAAAAATTCTATTAGTCAGCTGGnGTCTGAACTGCTCAATGTOGCCAAGCAGTTTGACAGATCTnCCACTGTGTCGAAGTCTGAGCTGACTGCTCTGGCAT^ 
TGATAAAnCTGTGTGTGTGCATTAAATGGAAAGAAATTGTCTTGGATTTAGCATTCCAGGGTACTAGTTTCTAGGCCCCAGTGTCAGCCAGGAC 
TGCATGCnAGGTTTGCTCCTGGAGAGGTCACTCGGATGTAACGAAGGGTCTGGCGAAGCCCTAGGGTATTTGGTAACAACTGGAGGCAnCGAGCATCnCAGAGA 
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>ncrc9243.seq 

ATMTAGAMTCCTGANAACNAMTnGCMCTTMGGTGGGCTCCGTACTTCACAGA^ 

TAnGCTGTAGGTmGGAAGnCnCTACTOTGnGGGGGCCnGGTTTnAGCTT^ 

ATGACATACTGTCTCTGTCANT 

>ncrc9244.seq 

TACAAAGGGGTCACCAATCGTTGGCACACCAAGAAGCTGCCCCGCAAGACCCACCGAGGCCTGCGCAAGGTGGCCTGTATO 
GGCACGCGCTGGGCAGAAAGGCTACCATCACCGCACTGAGATCAACAAGAAGATCTATAAGAnGGCCAGGGCTACC^^ 
TGACTATGACCTATCTGACAAGAGCATCAACCCTCTGGGTGGCmGTCCACTATGGTGAAGTGACCAATGACm 
GCTCAXCTCCGCAAGTCCTTGCTGGTGCAGACGAAGCGGCGGGCTCTGGAGAAAGATTGACCTTAAGnCATTGACACC^^ 

>ncrc9245.seq 

TATGGTGGCTTGNACCTGTAATCCCAGCACmGGGAGGCTGAGGCGGGCAGATCACGAGGTCAGGAGATCGGGACAATCCTGGCCAACACGGTGAGACCTCGTCTC^^ 

ATAAAAAGTTAGCCGGGTGTGGTGGCACGCGTCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCnGAACCCGGGAGGCGGAGGTTGCAGT^^^ 

CATTGGACTCCAGTCTGGGTGTCAAGAGTGAGAGTGTGTCCCA 

>ncrc9246.seq 

GANGTGTTAGTCGGTGGATNACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAnGATCATCGACACTTGGM 
CCCGGGTTCCTCCCGGGGCTACNCCTGTCTGAGCGTCGCTTGCAAAAAAGAAAAAAAGG 

>ncrc9247.seq 

GTTCCCnAACNANGTAAAAANTCAAAAmACNAATACTGnCAAATTACTAAmACTmGGGGGTGGGGTGTTTTGTTTGT^^ 
CGAGAGAAAAAAG 

>ncrc9248.seq 

GTACGACTCmGTCGGTGGATCACTGGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATGGACACnCGAACGCACTTG 
G^CCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTT 

>fSc9249,seq 

d^AGGATCCGGNGCTGGTGCTGATAACAGCGGAATCCCCCGTCTACCTCTCTCCTTGGTCCTGGAACAGCGCTACTGATCACCAAGTAGCCACA^ 
mTCAGTAGTTTTGTGAAAGTCTCAAGTAAAAGAGACACAAACAAAAAATTCT^ 

>riccc9250.seq 

AXSAANTOTTTTTTATGAAAnCATAAAATTGNGTGAAGGAATAAAGCTGAAACTNGCCm 

AlSCAAAGCNGACTAACTTAAAncnNAGNTCCAGAATAAGGCmCAAGATGNAmnACCATGCCAAAGTCTGCAAAAGT^ 

agnGCACTGTGATCTGCTTCmGGAGATAACACGTTCATTGTTCACnGAGAAAGGGGATAAATGTGCTAAnAGGT^^ 

TtrTTGTCTATATCCTAGGAGACATTCTmCTATTTmCAGACCTAC^ 

>ipcg251.seq 

AiGTGTCCCGCTGCGTGTTnCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGTO 
A3KCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCC 
(jglGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGG Ai 1 1 1 I I I I N H I 



(SEfMTGGACAAATAGAAAGCCTCATTAGTCCTGATGGnCTCGTAAAAACCCCGC^^^ 

dlSTAACCAAGGATGCAAAnGGATGCTATCAAGGTAnCTGTAATATGGAAACTGGGGAAACATGCATAAGTGCCAATCCTn 
GTGCTGAGAAGAAACACGmGGTnGGAGAGTCCATGGATGGTGGTmCAGmAGCTACGGCAATCCTGAACTTCCTG^ 
CCCTGCAGGCGAGCTTCCCAGAACATCACATATCACTGCAAAAATAGCATTGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGM 

>ncrc9253.seq 

AAGTAAGANTAGGAGAGCAGnAAATAAATAAACTAGTmAAnCTAAGAACAATCAGAAAGTAATGAGATATm 
GTGTGTGTGTGTGTGTGTGT 

>ncrc9254.seq 

GTATGAAmATTTmATGANATNCTAAAATTGGGGGAAGGANTANAGGTGAAACTTGCCmCATGTCAGAAN 
TCACCCAAAGGAGACTAACTTAAATTCTTNAGTTCGAGAATAAGGCTTTCAAGATGTATmTACCATGCCAAAGTCT^ 

AGTCnGCACTGTGATCTGCncmGGAGATAACACGnCATTGnCACnGAGAAAGGGGATAAATGTGCTAAnAGGNAGTAAACATCTACTNTCAAAn^ 
CTTTTTGTCTATATCCTANGGAGACAnCTmCTATTnNTTCAGACCTACTGNTAATAAT 

>ncrc9255.seq 

AGANGAGGGTCGTGCAGCAACTGAGGTGGTCAATCAACTCCATGATGTGGnGTAGAAAATAACmTCTGATAAACAGAAGTCTAmTCACAGAAAA^ 

GCCTAGCAGATGGTGCTGATGAACAmGCAACTCATCAGCCmGTGCAACTGTGATGCAGCAGTOTCTCAGAAnGnAACGTGAATATATCTGGATGGG 

GAAGnGTAATAAAAATAAAATGACCAAAAGCN 

>ncrc9256.seq 

ATCTCAGmAGGGGCGCAGCCAGCTCCTCTTCCCAATAGGGCTCmCTGCmCCCTCTCCTTGGCCCTAGAnTGTAATCCATGAAAAAGCACAAGGTCCT^ 
CATTCTGGnCTCTGTGTmGTGGACTCTGCTCTCACTGTTCACCCAGCACTAGCAGTACCAGATGGTTCTGTGGAGTCCTGGGGAATGGAGAGAGCACAGTCTGACTCCCTGCCAA 
GTAGCCAGGAGTTGACTTGCCCATGGTCCGCTGGCmCCGACCACTTCCTACAGGATGGGATCTAAGAGACTCAAGAGCTGGGmcmCAGCACTCTGTACTGTCCGA^ 
AACAAATCACmGTAGCCAGATTTCTGAATGGAAATGAGAAAnGAATTGTGCATGGACTmAGGmATGGGGGAGTTTTAGCT^ 

>ncrc9257.seq 

GAATCATAAAATCCGAATTTTGCTCCACnGTCCCAmCTGATCCATAAAAACTGGATTTAATnCTACTGTAG™!!^ 

AGGTGGGGGATGGTGGTTGAGCnCTGTAATGCGAGGAAmGGGAGGGGGAGGCAGTAGGATCACTTGAACTCAAGTTCAAGTGGAGmGAGACGAGGCTGAGCAATAAAG^^ 
ACTCAGTCTCTACC 
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>ncfc9258.seq 

GTATGMTnATTTTTTATGAMnCTAAMTTGGGTGMGGMTAMGCTGAMCTO 

CACCCAAAGCAGACTAACTTAAAncnCAGTOCAGAATAAGGCmCAAGATGTATm 

GTCTTGCACTGTGATCTGCncmGGAGATAACACGTTCAnGnCACnGAGAAAGGGGATAAATGTG 

TTTnGTCTATATCCTANGAGACATTCTmCTATTTTnCAGACCTACT^ 

GGGAC 

>ncrc9259.seq 

GmGAATGTGAGGCGGAGCGGCGGCAGGAGCGGGTAGTGCCAGCTACGGTCCGCGGCTGGGGnCCCTCCTCCGTTTCTGTATCCCCAC^^ 
GATGCAAATCTGCAAACNCTAC 

>ncrc9260.seq 

GCATTAAGGTAnNNTTnGnATTAGTGACCnGACAAAAGGAATncmOAAGTGGTACAGATAGAAACCAGATAGGACTG 
ACGTGTCAAACTGGGCTTCTCCTGCGTATCAGGGACACAGGCAGAnCAAAATAAT 

>ncrc9261 .seq 

ATGAAmATTTmATGAAAnCATAAAATTGGGTGAAGGAATAAAGCTGAAACnGCCmCATGTNANAAGAC^ 
ACCCAAAGCNGACTAACTTAAAnCTTCAGnCCAGAATAAGGCTnCAAGATGNATTmACCATGCCAAAGTCTGCAAA^ 
GTCnGCACTGTGATCTGGTTCmGGAGATAACACGTTCATTGlTCACTTGAGAAAGGGGATAAATGTGCTAATOGGNAGTAAAC^^ 
TnTTGTCTATATCCTAGGAGACATTCTTTTCTATTTmCAGACC™^^ 

>ncrc9262.seq 

ANCTGACTGATGAAACTGGAAGnAAGAANGGAAGTAATAAGGCCAGGCGTGGTGGGTCATGCnGTAATCCCAGCACmGGGAGGCT 
GTTCGAGACCAGGGTAGGCAACATAGTGAGACTCTGTrTCTGCG 

>ifS'c9263.seq 

Ai®ANAATCTGCnCCATCCCGCCGmGGmCAnGTACTGACAACCTCAGCTGGCATCATGGACCATGAAGAAGCAAGAGGAAAACACACAGGA 
TgAGGGATGTAATACATATATTUGAAATAAAATGCCTCATC^ 

>iWc9267.seq 

CJCITGTTTTGGTACGAGTACCATGCTGTmGGTTAGTGTAGCCnGTAGTATAGTTTGAAGTCAGGTAGCGTGATG 

GGSCTGI II II IGGTTGCATATGAACTTTAAAATAGI Mil ICCAATTCTGTGAAGAAAGTCATTGGTAGCTTGATGGGGGTGGCATTGCACACGTATGTTTATGGGGGCACTATTCACA 

AigCCAAAGAGTTGGAACCAACCTAAATGTCCAACAATGATAGACTGGATTAAGAAAATGTGACACATATACAGCATGGAAT^ 

SMGGGATGTGGATGAAACTGGAAATCATGATTCTCAGTAAAGTATTGCAAGGACAAAAAN 

w 

>ncrc9268.seq 

A^CNACTTCTACCTGGTCCCCCnCAnACAGGTTGGCCGTTGTCCAATGTGTTGCTGTTATCTGGAACTCCTACCTGTCCTGGAAGGCACATO 
dOTCCACCnGCAGTGATGCAGCnGACCCTGGAACGGTCAGACAACCTCCTCAAAGTGGGCATACCAGm 

QllCAATGCCCCTCTTCACTCTAAAATGTACACTGACTGCTTOGAGCCCnGATAATAGTCTTAnCCCACCACATACTAGGCACTCCAT^^ 

a|(:tttacacccatatcccagcaaatgccactcatccccactcttcatagacacatttg™ 
>ifflc9269.seq 

WCGCTGGCAGCTTCTGCACCGGCCTCAAGnGGCTACATTCGGGTGAAGCTCTATGAGGGACCCCAGCTTGTGGC 
d^TCnGGTGTAnCTGCnCTCCCAAGAAAACATAAmGGTCCAATCTCCAGTATCGATGCAATGACACAGTGCCTG^^ 
A^GTGTGAGGAGGAGGCCACCAGATTCAGAATTCAGAATTnGGACCCmGGCCnGGGGTCCATCCTGGAGACCCT^^ 
TTCTCTGGCTCCCAAAAGGAGTTCAGTCCCAGAGGGGTGGTCACCCCACCCTTCAGGGGATGAAGAAGTmCAAGGGGTA™^^ 

>ncrc9270.seq 

AAGCAAAGmGATGTTACCTCCGTCTCACTCTAAAGCnGGATTTGTAACCATGACCTTGTACTAnCTTCACTCTCTGGTTATAATAl 1 1 1 1 1 GTnCTGTTTTTGATAGAGTGTCTTGC 
mGTCACCCAGGCTGGATTGCAGTGTTGTGAACATGGCTCACTGCAGCCTCCACCTCCCAGGCTCAAGTGAACACCTCAGCCCCCAGGAGGCTGGGACTGCAGGCATGCACCACC 
ACACCCTGCCAAGTTTTGTATCTmGTAGAGACAGGGmGGmTGTTCCCGAGGCTGGCCTTGAACTCCTGAGCTCAGGCAATCCGCCTGCCTC 

gcaggtggatcacgtgaggtcaggagttccagaccagcctggccaacatggtgaaaccccatctctagtaaaaatacaa™gtcggtcgtggtgggtggtg 

>ncrc9271 .seq 

AATCTGGCTTGGmACCCCATAATCTAATTTCAGAAAAGAAAGCmATmAACACTCATCTGAATCAACATTAAAGCCm 
CTTmGAAmCTGTCATCAAAAGTGTACGGCnCCTGTGCTGCTTGTGTCAAATGGAACCTGCCGTCTAAAGCACmCTTTCCm^ 
AGAAACAACATCTGAGACTTTACAAAGAAATGACAAAGAA6GCAATTGCACTTTTTAAGGGATATCGACAAGCAGTTTCTC 
nAGATTCmCCGGTGGTGAGnGGAAATTCGAGTGCAGCAGTGATTGACCACAGTTGCCAATGTAAAAGCACAAAGACAGAAGTAAAGCT™^ 

>ncrc9272.seq 

GTAAATCnATTCTTnGTAATAmAmATAmAmATGACAGTGAACATTGTGATTnACATGT 
GAAATAAATGATCGGAnmrGGT 

>ncrc9273.seq 

gatgggagaaggtcagagtagatcngctacgtctgctgttttctcaactgccaatctgccatamggaggtagtgtgtcctgaacccttgccaagtgtaaaca 
ngttatgaaaaagagatotacagccagaaatgaaaaagatgttataggaaatggcanatcatgggaggncgggattgattcaaggagataggngaa^ 
tgtaaggtaatgtgtaaaagaacacagaatccactgtaatggagaaagaaaggtagatagataggctgtatgcatatagtgaggtacagtaaccccatccatggaga 
cagagcaaggtaatggaggaaatagtaaaaggaaagaaggaggaaataagcaaggaaaggttagccaggatagaaaggtagnttgagagacatg™ 

>ncrc9274.seq 

ACTATCCGGAAAATCTAAGAATATCCTCnTGTNATCACAAAACCAGATGTCTACAAGAGCCCTGCTTCAGATACTTACATAGmTTGAGGA^ 
AGCACAACTAGCAGCTGGTGAGAAATTCAAAGTTCAAGGTGAAGCTGTGTGAAACAnCAAGAAAACAGACAGACTCCAACTGTAGAAGAGGAGAGTGA^ 
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ACAGGTGTAGMGnMGGACATAGMnGGTCATGTCACMGCAMTGTGTCGAGAGCAMGGCAGTCCGAGCCCTGMGMCMCAGT^^ 
AACAATGTAACCATATGGAAGCAACmTmGGTGTCTCAAAGGAGTAACTGCAGCTTGGmGA^ 

>ncrc9276.seq 

ACGGGACCCGCTATGGGGCCTCCCTCCGGAAAATGGTGAAGAAAAnGAAATCAGCCAGCACGCCAAGTACACnG 

GGATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCTGGCGGTGCCTGGACGTACAATACCACnCCGCTGTCACGGTAAAGTO^ 

AGTAGACGCTCCTCTACTCmGAGACACCACTGGCCTATAATAAATGGGTTAATTTATGTAAC 

>ncrc9278.seq 

ATCCAGGAGAATGGGTCTCnGnGAAATCCGAAATnCnGGGTGAAAAATACATCCGCAGGGnCGGATGAGACCAGGTGTO 
AATCCnGAAGGAAATGACAnGAGCnGTnCAAAnCAGGGGCmGAnCAGCAAGCCACAACAGTTA^ 
AGGAACTGTTCAGCAGGCTGATGAATAAGATCTAAGAGTTACCTGGCTACAGAAAGAAGATGCCAGATGACACnAAGACGTACT^^ 
ATTT 

>ncrc9279.seq 

ATTmCAGAAACnAAGAAATCAmACAATCTACTGATCATAATGGGnraTTTTOGCCTCCCAAGAATGAGTC 
CCCGTTCAGTGCACTGGCAAGCGAGATGAAGATAAGGATAAAGTTGGAAATGTGGAGTATmGGACTGGGCAACTCCCCTGGTmCGTCT^ 
CCTGCAGCGCAAATACCTGCAGCCGGTGCTGGCCGTACAGTTCAGCAATCnACCATGGACACTGAAAnCGCATAGAGTGTAAGGCGTACGGTG^ 
GACCGTTnCAGGGACGTTTTGATGTAAAAAnGAAGnAAGAGCTGATCACAAGCACAAATCmCCCACT^^^ 

>ncrc9280.seq 

ATTGCAACAGTGTTTACAATAGCCAAGAnTGGAAGCAATCGAAGTGTGTGTCCAACAGATGAATGGATAAATAAAATATGGTACATATACACA^ 

GCATGAGATCCCATCAmAGAACAACATGGATGGAACTGGAGGTCAnATGTTAAGTGAAATAATCCGGGAACAGAAAGAGAAACAnGCATGTO^ 

ATCAAAACAGnGAACTAGTGGACATGGAGAACAGATGGTTGATGACCAGAGGCTGGAAATGGTAGTGGAGGGnGTGTGGGAAGGTGGGGATGGTAAAM^ 

>ncrc9281.seq 

defCAGCATTTGGGGACGCTCTCAGCTCTCGGCGCACGGCCCAGCnCCTTCAAAATGTCTACTGnCACGAAATCCTGTGCAAGCTCAGCnGGAGGGTGA^ 
AI^GGATATGGGTCTGTCAAAGCCTATACTAACmGATGCTGAGGGGGATGCTnGAACATTGAAAGAGCCATCAAGACCAAAGGTGTGGAT 

CMCCGCAGCAATGCACAGAGACAGGATAnGCCTTCGCCTACCAGAGAAGGACCAAAAAGGAACTTGCATCAGCACTGAAGTCAGCCTTATCTGGCCACCTGGAGACGGTGAT^ 

d@eCCTATTGAAGACACCTGCTGAGTATGAGGGnCTGAGGTAAAAGCnCCATGAAGGGGCTGGGAAGCGAGGAGGAGTGTGTGATTGAGATCATCTGCTC^^^ 

QWG 

ill 

>}fcfc9283.seq 

AT*CACTGAGCCCCCTACAGCCGAAGAGATATGAGGAAATTGTTAAGGAAGTCAGCAC™CATTAAGAAAAnGGCTAGAAGCGCGACAGAGTAGC 
daTGGTGACAACATGCTGGAGCCAAGTGCTAACATGCCTTGGTTCAAGGGATGGAAAGTCACGCGTAAGGATGGGAATGCCAGTGGAACCACGCTGCn^ 
(K;iAGGACGAACTCGTCCAACTGAGAAGCCGnGGGCCTGCCTCTCCAGGATGTCTACAAAATTGGTGGTAnGGTACTGTTGGTGTO 
G§nTGGTGGTCACCmGCTCCAGTCAACG™CAACGGAAGTAAAATCTGTCGAAATGCACCATGAAGCm 

>ftDK9284.seq 

Tl^GCCTAATGAGmGCCAGCCAGATCAACCTGAGCGTGGAGAATGCCTGGGGCATTnACGCTGCGTCAnGA^^ 

(^CGCAACAAGCAGGTCATCCGTGTCTACAGCCTCCCTGATGGCACCnCAGCTCTGATGAAGATGAGGAGGAAGAGGAGGAGGAAGAAGAGGAAGAAGA^ 

^^CAGTGATGTGGAGCTGGAGmGTCCnCGACCGAGACTACGAGGGCCTTTGATGCTTAGTGGAATGTGTGTCTAACnG^^^ 

CpTTTAGTCTnCC 

>||b9285.seq 

GtAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCncnGC^^^ 
GnATGAATCACATGAAAGCATGGAATCTOTGAACnAATCCCTTCAnAACAGGAGAAATGCAAATACClTCATATCCCCTCAG^ 
CGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACM 
AGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTGTTTTmCTGGAGGCTGGCACCTGA^ 

>ncrc9286.seq 

CCCNGGGAATTCGGC^JTTATGGCNAGGAAGAATTAACTCCTTCATAmCTAGTAGCACAACTGATAATA^GATATmCTACA^ 
ACAAnCAGTTAAGATGCTTTGACAGTGAATAAAATATTGATTTCATG 

>ncrc9288.seq 

ATGGGAAAAGTGGTGAATCCCAGCCAAAAATAACTGCCTCTCGCTCCTCAACCCCTCCCCTCCATCCCTGGCCCCCTCCCTGGATGACATTAAAGAAGGGTTG 
>ncrc9289.seq 

CTnCTGAGATCTGCTmAGTGAAGTGGATCAATGATGAAACTAGCCAAATCTGAGCATCAGAAGTCmCCAGT^^^ 

>ncrc9290.seq 

ATAACTACTCTGTAAAGTAAGTACTATGCTCAnTTATGGATGAGAAGGCAGTCTCACAAAACATGAGTAGTGTGCCGTAAGTCATATGGAAnAGGTTGAAACGT^^ 
TCCAATATGTTAAnGTTAATCACCCCATGGGACAnGTCTTGTCAGATTTTAGTTGTGAGTGTGmGTATGACATAAAGAGTAAATA^ 
AnGGTGAGmCTCGTATGAAATAnATGAGATGCTTGTGAGGTTGAATGGAAAAGTTTAAGTTTGGACATGTCGTAAGAAGATCAGGT^ 
ATGCCTGCTGTAGATAGAAAGGTAAAAGTCCTTTTGAATGATAAAGAGTAACAC 

>ncrc9291.seq 

gtattaacaacttaaa™gatttttctaactgatagttttcactcatttataatcagtaggagagactg^ 

ATnAGTACCCTAGTTTTGTTAAGCTAnAGGAnnCTAATAGAACmCTCCCCCTGCCTCCCCAGCGnATGTTrCTmAA 
AAAGGTATTGCAGTCAGAACTGTGTAGTGATGATAAAAGCCTCTGGTAGGAATAAAAAAGnGTCCTT 



>ncrc9292.sec| 
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AGATGAGGGGAAGGCTGAGGTCCCTGGMGGTGTMCAMTCAGAGACTATCTGnCMGTAGAMACCCMGAGCTGGCCAGGT^^ 
GGGAGGCTGAGGTGGGCAGATCACCTGAGGTCAGGAGnCAAGACCAGCCTGGCTAACATGGTGAAACCCCGTCTCTACTA^ 
GCCTGTAATGCCAGCTACTCCAGAGGCTGAGGCAAGAGAATCACTTGAACCCGGGAGGCGGAGGmCAGTGAGCCGAGATTGC^^ 
GACTCCGTCTC 

>nciic9293.seq 

CAAGAGTTACATGAGCATGTTGTGGATAAATGTAAATOTAGTCAAAGTAAGATACTCTGCCAAGm 
CACTCAGGAGGTTCTGCTCCAGCATGAGGTCTTGTACnACATAGATCTAAmATACAGTGAGTCAAGACGTAGA^ 
CTGAAGTGTGAGTTGAGnCTCAmAGGmGTAACATGGCTAmCCTAGnGTAAAOnCTGCATTOTAAGTGCCATT 
mACCTnGnGAATnGTATAAACAAnGTACAAAAAAAACCACTCTTGAACnTGAGGGnTC^^ 

>ncrc9294.secj 

GCAGCGGGAAAAGGCTAATGGCACAACTGTCCACGTAGGCATTCACCCCAGCAAGGTGGnATGACTAGGCTAAAACTGGAGAAAGACCGCA^ 
ATCTCGCCAAGTAGGAAAGGAAAAGGGCAAATACAAGGAAGAAACCATTGAGAAGATGCAGGAATAAAGTAATCTTATATACAAGCm 

>ncrc9295.seq 

AAAAAGCmGACTAGTCTTmTTAAAGTATCTGATTTAAGCACTmATTTTnAAGCCM 

ACATAGATGTAmGGCATGCTGATAGAAGTACATGnATGATmTAAAACnCTmCTTTCnAGACnCTAAATTC^^ 
GCCCTAAATnGTAmAAAGGAAACTACCTCAGGTGAAAATCAAATAGCAAAATTOTATCATATGGTATGGAGAGAA^ 
GCCAATTAAACATAAAATTATAGAAmATAAAGGTCmTAAATACACACAGACACACAGACACACACACACTCNGTGACAGAAAGAT^^ 

>ncrc9296.seq 

ATGATAGAAAAGACACAAGACTAAncmTGTnTTATAAATGCTGGGAnACAGGCCTGATCCACCATGCCGGCTATAAATOCT^ 
GTGGCTCATGGCTGTAATCCCAGCACnTGGGAGGCTGAGTCAGGAGGATCACTTGAGCCCAGGAGnCAAGAGGAGCCTGGGCAATGCCATCTCTGn 

>iicrc9298.seq 

lli^GAGCCTCTCTCCCTACTGGTGCTACACAAGACCCTGAGACTGACCTGCAGGAGGAAAGCATGAAGAGCCTGATCGnCTTGCCATGCTGGCCGC 
TfftTGAATCACATGAAAGCATGGAATCTOTGAACTTAATCCCTTCATTAACAGGAGAAATGCAAATACCnCATATC 
QAGMCGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGTnATGGATACAAT^ 
G^CCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCmTTTTCTGGAGGCTGGCACCTGATTTTGTATCCCCCTGT^^ 

«c9299.seq 

;5^(Pcagagnaaagaaaatactccatgtactgtac™tgtggaaggtaaaaaagatctcatagaagtagagagtggctcatgcctc^ 
gjf^tcacttgaggcgtggagntgaggcgaggctgagcaacatgtctc 

^Ic9300.seq 

ASGGACAGCAAAGATAAATACTGCATGTACTGTAGnATGTGGAAGGTAAAAAAGATGTGATAGAAGTAGAGAGTGGGT^^^ 
qfeATCACTTGAGGCCTGGAGnTGAGGCCAGCCTGAGCAACATCTCTC 

:^'fc9301.seq 

(^llTGACACATACCCTGTCCTnCGCTmcmGAAGCACTCATCCAAATTTAATTATITGTG^ 
d/^CTCCTACTAGCACATAGG 

w 

^fi^c9304.seq 

(MCAATCTGGTCATTAACATACATATGATACGGAGTCTCmGnGTCACCAAGTGAA^^^^ 

rS^TGTTTGGTnAAATACCCnGGGGI 1 1 ) 1 11 1 lAAACGCTOGAAGGGGAGCATCAGCTnGGAAAGTGTGACTCTGTAGGAGTGTAGAAGGCAGTGGTGTATGATCnAGCCTCG 

TCCTGATGCCTGAATCCAGCCAGGTGTTGCTCTGACCCACAGCAATAGAGCAAGTTACCCATCAGCAGCAmGTACAGAGCAGGGAAnCTGG^ 

GTATGAGGAGAnCAACAGCAGAGAGAGCTGCAGGACTCGATATCCATGGCTTGTnCCATCACAAAACGGGTAGAAAGACATrCACTGCnCA 

>ncrc9305.seq 

CAATCACACATACCCTGTCCTTTCCCTTncmGAAGCACTCATCCAAAmAAnAmGTGNGATAAmATGGGTA^ 
CAGCTCCTACTAGCACATAGGN 

>ncrc9306.seq 

CGACTCmGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGGTAGCTGCGAGAATTAATGTGAATOCAGGACACATTGATCATCGACACTO 
CCGGGTTCCTCCCGGGGGTAGGCGTGTCTGAGCGTCGCnGCGG 

>ncrc9307.seq 

ATCTGAAAACATGGCAGTCACCnAAAAAATTAAAnAACTGTTAAATTAAAATCCATTTGTCTGGTAGTGTAGGATAGAGTCCAGA^ 
GGACAGAAGTGCAAAAGCAATTGCATAAAATATAAAGGATATCGTTTTTCAACAAATGGCACTGGAATAGTTGAATAGCTGTAGGA^ 
TATACCAAAAnAACTCAAAGGGCTGTTAGAGGTCAATGAAAAAGCTAAAAGTATGAAACTTCTAGGGGAAAATNTAGGAGAAATO^ 
GTATGACTCCAAAAGCATGATCCATAAAAGAAGTGGATAAATCAGATGAGATGAAAATTCAGAAmCmCAAAA^^ 

>ncrc9308.seq 

GAATCnAGTTCAACmAAAmGCCCACAGNAACCCTGTAAATCCCCnGTAAAmAACTGTTAGTCCAAAGAGGAACAGCTCTnGGA 
AAAAAATTTAACAGCCATAGTAGGCCTAAAAGCAGCGAGCAAnAAGAAAGGGTTCAAGCTCAACACCCACTACC 

>ncrc9309.seq 

CACAAGTGAAGGAATTGGCTmGAAAGGAGCATGGGGAATCTAATCTCAATGTCAGCTGGTATAnAGTCTGmTCACACTACTATAAAGA 
AGGAAAGAGGTnAATTGACTCACAGTTGCACATGACTAGGGAGGCCTCAGGAAACnATAATCATGGTGGAAGTTCAGnAGAATGGGGATCAnAAA^ 
CTGGAGAGGATGTGGAGAGATACGAACAGTTTTAGAGTGTTGGTGGGAGTGTAAACTAGTTCAACGAnGTGGAAGAGAGTGTGGCAAATCCTCAAGGATCTAGAACTAG^ 
TTGA 



>ncrc9310.seq 
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GnGCATGTnGAMTGAGGTCTGmAAAGTGGCMTCTCAGATGCAGnTGGAGAGTCAGATCmCTCCnGMT^^^ 
AAAAAAACnCATOTCGTGAGTCAmAAATGTGTACAATGTACACACTGGTACnAGAGmCTGmGAT^ 

>ncrc9311.seq 

CATAGCCAAGTGACnGTnACATGTGAGTGAAACTGCACAAAGGAACACAAAACAAAACTTGCACm 
TnATACTGTGTGTGTGTGAGGTCmAAAGnATTGCmAmGGTTTTnAATATAT 

>ncic9312.seq 

GATAACCCACCATGGATACAmTGGTGGCCCACTGGGTACTGTGAGGACTGCTACATTGATGGATGmnGGCTAATCCACTGCATGOmG^^^ 
TTGGGTGTGATGGTGATAGCATTTCAGTGACATCTTCmGGCCCCCCCCATTAGGTGCTGTGCCCACTTCTTTm 

TGTAACACCmnTGGCCCAnGGGTGCTTTGATGGACATCATACTGGGTAGGTGACAACGTCAGTGGGCCACCATGTGCCATGATGGCTGCTGCAGCCCCGTGTO 
CACCATTCTCTCTGGCATGGGTTGGGTAGGGGATGGAGGTGANAATACTCCnGGGTnCTCTGAAGCCCACCCmCCCCCAACTC 

>ncrc9313.seq 

ACCGCTCAGTATmAAATGAAGTGATTCTAAGATnGGTTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGC^ 
AGTCACCCAAACACnCTGCmCACnAAGTGTCTGGCCCGCAATACTGTAGGAACAAGCATGATCTTGmCTGTGATAnnAAATATCCACAGT^ 
AGTAATTGCCTAGAAATATCTnCTCnACCTGmnTATCAAmTTCCCAGTATTmATACGGAAAAAAn 
TATGGTGGGTGA™i 1 1 1 1 lATACTGTATGTGCCAAAGCTTTACTACTGTGGAAAGACAACTGTTTTAATAAAAGATTTACATTCCAC 

>ncrc9315.seq 

ATAAAAGGATTGAAATAATACAGAGTGTGnCTCTGACCATAGTACAATGAAAnTAAAAATCAGTAGTAGAAAAAAAn^ 

ATAACTGTCAGACC 

>ncrc9316.seq 

TGATGnGGAmCAGTAGGnGGAGCTAATGTTGAATATAmCAGATGCTGTACCCTCTCTGTGAACTATGAAGACATGA™ 

TpyVWVGATCTAGATmAGTTATTGCCCTGTTGGmTTACTACATTGGCTTGTGCAATAGT^^ 

TWncnCTGAAGGAAAGAAACCCAGCACTCTnCAAAAGCTGTGAAAGC^^ 

qpAGGACCA 

>'Mc9318.seq 

d^AAAATOTAACCAGCTAATATAGCAGGACTAACCCCTATACCTTCTGCATAATGAATTAAC^^ 

ClIlAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCT^^^ 

GliCAACTnAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGnAGTCCAAAGAGGAACAGCT 

Aj(||CCGATAGTAGGGCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTACCG 

>jhg|G9320.seq 

CACTTGGTCTGGGTnGGCAGGCACTGCCTGCTACnGAGGGCCAGGATGCTCCCCCAGGGAAGAAACGGAATAGTGTGGGG 

T^JTAAAAncnCTATAnGGCTGGTAAAnGCCATGGCCCTGAGCCACTGAGTATGnCA 

(^jTAATGTGTGGCATATGGAAGGGACTCCCAGGACCCTGTGCCGAGCTTCCATGGTGACTGATG 

>l&9321.seq 

d4iGCTmCATCTGTCCCGGTGCGTGTmCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCT^ 
(SSCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCNAAGTC^ 
A^TGCAGCnGGTGTGGCTGATGCCAGGACAGCTGTGGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAI II I i i I II i 1 1 1 1 

>lllc9322^ 

GGTTTTmGTCCGACATCTTGACGAGGCTGCGGTGTCTGCTGCTAnCTCCGAGCnCGCAATG^ 
AAAGCTACCTATGATAAACTCTGTAAGGAAGTTCCCAACTATAAACTOTAACCCCAGCTGTGGTCTCTGAGAGACTGM 
TCCnAGTAAAGGACTOTCAAAGTGGmCAAAGCACAGAGCTCAAGTAATnACACCAGAAATACCAAGGGTGGAGATGCTCCAGCTC^ 
AGGTGTACAmGGAAAAATAAAACTnATTAAATCA 

>ncrc9323.seq 

AGGACTTCATGTTnATGGAAATOTATnAACCACTTCAACAnGTAAATCTGGATAACTm 

TTTGTATCTTGATGACnAAATGTAAGCAACAAAGTGGTTAAACACATACCCATCTAAAl Mill lATAGCCTTCCATGTTAAACTATAAGTAAATAATTAGTmAAAAnGTinGTATTTT 

CnATTCCTGTTCCCnTACCCTTrGACAACnGAAATGTTACGACnCGTCCTCATGATGnCTTCTATCAACCCTGCnAGGATGAGAACAAGn^^ 

AACGTAGCAAAAAACAAACmCTGCCTCCTTGGAAAGCTCTACATCTCCTTGTGAnGGAGTGGGGGGTnCAAGAn 

>ncrc9324.seq 

TNTTGGCCGGGGAGTTGGGACTOGGTGAGATGGAGGGGGCACTGAGCATGTCATATTTCCTATAACTCATGGTAGTTCAATAGTmCTCAATAGCATGTOGAA^^ 

TTGTTAGGAGAAAATGCTGATGAAATGAACAGTACTGTAAmcmGTTCTATACACACAGnTATGTTGAACTACCACAATGGAAnm 

AGACAGAAATAAACCTnTAAATCTTCTnACGNGAACCCCACAAGGACATAAGGAmAGCAGATTANANAGCGTTTGGATnATAGAT^ 

GNGATCCAGGGACCCCCTGCGGGGCCCCAAGGCCCTCTCANAAGCTCCAAGAGATAAAAACCAGTTCCATAACAATACTGAGGCAnGmCCCCT^ 

ATTAAATGGNGCAAAGCNTTG 

>ncrc9325.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGTATAAGTTTTmCTCTTTGAAAGAT^^ 
ATATAGTCANTAGGmCTAAGATATNGCmGCGTTAAGTTTnAACGTAAnnAATANCTTAAGATmAAGAGAAAATATGAAG 
AAAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCTTCATGGNGTAAAAAATGTNTnAAAAGAAAAnGAGAGAAA 
AAGNGCTTTTAGATTAAAANGAAGGTGACTTAAACAGCTNAAAGTNTAGTTT 

>ncrc9326.seq 

AACnAGGGAmATOTATAAATATATAnCACCTAGCAACATATCTCTGCCGTCTCTCCTGCTCTCATAATGAAGACATAGCCGATTCTCTGCCCGG^ 

GGGTCTGCGTCGGGCGTGGGTCTCTGGGGACCCTCCAGAGGTGGAGGTGGGCTGATGGCCTGGCTGCCTGGTGGnGATGGnnGCTCCCGCTACCI I i 1 1 1 II IGAGTTTATTCT 
GAnGATTTTimCTTGGmCTGGATAAACCACCCTCTGGGGAGAGGATAATAAAACATGT^^ 
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>ncrc9327.seq 

AGGTAGGAMTGTGGTAGCCTCACTTTTMTGMCAMTGGCCmATTAAAMCTGAGTGACTCTATA^^^ 
GTTmCGGACAGmATTTGTTGAGAGTGTGACCAAAAGnACATGmGCACCmCTAGn^ 

>ncrc9328.seq 

ATAGAAGGATGCAATAAAATCmAGTGAATGGAGAAAGAAAGATCTGTATAGACnCAATAATATGAAATT^ 
ATGGAAGTACTAACTTCATTCCAGAACAATTTTTGGATGACTTCAnGATCTTGTTATCT^ 
CTCACAACCTGGAAGCTCAGTGGTTACnCTCmCCCCAGGAGAAGCTGTAAAGAAACATGnGGmGCTGC^^ 
CAGTGCGGCAGTTlTTCATGGAGGATAnGTTCTAGCTAATCATCCAGACATT^ 

^ncrc9329 seq 

AATTTTTTGAATNNTnGAAmCCTAAGACAGGTCCnCCTTCAnGT^^^ 

>ncrc9331.seq 

AAAAGTTAAACAAAGTCTAAAAACAAAGTCTNTGCAAACCACTTAAAAATAATnCCNTAGTAGnmCAGGTCACNGT^ 
GTGGAAATACATOCGATGAAGTGGAAAGAGCAAACACmGGAATCAAACAGAGTTGCAATCAAACCTGCCATGTTCTGTCATGM 
GmcmnATAACTGAGTAATAATGGTTACATCTCAGGTAGTTTGAGGAnGACTAAAAAAATGCGAGAATGTTGTATGTGACT^ 
TATAATATTTATCAGTAACmATCCCCAGTGTCAGTAmATAAAATGGmAnAAGGCTAGAAAAM 

>ncrc9332.seq 

AAGACCNTGTTGGAAGATTTGGGAATGGATGATGAAGGAGATGATGACCCAGnCCTCTACCAAATGTGAATGCAGCAATATTAAAAAAGGTC^ 

ATGACCCTCCTCCTCCTGAAGATGATGAGAACAAAGAAAAGCGAACAGATGATATCCCTGmGGGACCAAGAATTCCTGAAAGTTGACCAAG 

GCAAACTACnAGACATCAAAGGmGCmGATGnACATGCAAGACTGnGCCAATATGATCAAGGGGAAAACTCGTGAG 

TGAAGAGGGAGGAAGGCGAGGTACGCAAAGAGAACCAGTGGTGTGAAGAGAAGTGAAATGnGTGCCTGACACTGTAACACTGTAAG 

TJTATAATTGTTAATATTAAGA 

>@c9335.seq 

^i^AATAATTGGnCTGGCAAGmGGCCAGACTGACnCAAAAAATTAATGTGTATCCAGGGACAnnAAAAACCT 

AWATAAGAAATGTGCATCAAGCCAGCCTGACCAACATGGTGAAACCCCATCTGTACTAAACATAAAAAAATOGCCTGG^^^ 

(J^TGAGGCAGGAGAATTGCTTGAACCCGGGAGGCGGAGTrrGCAGTGAGCCAAGATAGTGCCATCGGACTC^^ 

>ncFc9336.seq 

CMTTCTAGAAAmATCCAACAAAAATAAAAGCATATATnACACAAAAACGTGmGAGAATGCACCTAAGTCCnTATn 
dMACTAATGAATAAGCAAACTCTGACAAATACGTAGGCAAGTCAGAAACATGAGGAAAAATAAAGAAATGATACAGACAAAT^ 
A^yAAACCAGATACAGACTCACACACACATCCTGTAGGAATTCTAATTATTGGAAmGAAGATGAACAAAATTAATCAA 
.ATGCTGAAGCCGGAGAATCGCTTGAACCCGGGAGGCGGAGGnGCAGTGACCTCACAnGTACCACTGCACTCTAGCCTGGGTA^^ 

>l3c9338.seq 

AJSMGGTGGGCACTGGAnAGTTAACAGACAACACGTTACTAGCAGTCACTTGATCTCCGTGGCmGG^ 

C^CnGAGCATGTOCTGACAGAGGGGGTATTGGGGTOTmCTGGTAGGAATAGCATGTCACTAAAGCAGGCCT^ 

Tfl¥rAATCAAAmGTAGGGmCTAGGTAATTmACAGAAnGCnGmGCnCM 

TlirGTATCTCGATGTCTnGTTAAGACTGCTGAAGAAnAl 1 1 1 i 1 1 ICTmATAATAAGGGAATAAACCCCACCmATTCCnCAmCATCTACCATmCTGGncn 
>Sifc9339.seq 

dWGGGNNTCmGGCCCGGGGCmCCGGCGGTGANCGACCCTACGCCANNCGAGANCNTGCCGTCTCGCAAAGGATCTCCTTCATCCC 
CAAGAAGAAACGCCTGGTGCAGAGCCCCAATTCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCA^ 
TGCTCCACTGTCCTCTGCCAGCCTACAGGAGGAAAAGCAAGGCnAGAGAAGGATGnCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCM 
AATAAACACATTTTGGGC 

>ncrc9340.seq 

AnGGTAATmGmACAAAATGGGAATACAAGCCTATAAAAATCCAAGTATAGGTGTTCTGAGAAAAAATTGTC 
AGCnATATGCTGAACnGAAGnACATAGTTAACACATGTGAATAGAATCTCCTTGTAAAAAGnAAAAAAAATCAGGTAGGGCCAAATAAGA 
TG AGGAC TATACACCCCTGCnCAGmCCTCCCTGGnTGmCTAACTTACAATGGATACATGATCCAAAATAACATTTCTG^^ 
CATTmGTTATGCAAGCTGAATACTAAACAATGAGACAGAGGATTTTTATTTTT^ 

>ncrc9342.seq 

AGCCTCCCAAGTAGCTTGGACTCTAGGTGCCTGCCACCATGCCCTGGCTAATCTmGCAGCGATGGGATnTGCCAAGTTGCCCAGGCTGATCTTGM 
CTCCCTCCTCAGCCTCCCAAAATTCTGGGGTTACAGGCATAAGCCAATGTGCCCATCCAAAGTTnAmATnATTTTmGAGA 
CTATmCCCTGTATTGGTATCTCCTTAAATAAAATAAAATATTCCTATTGTAAGTGATATGAGAAATCTTTAACCAGCCn^ 
ATGTGTAAATGTGTnGTGmGTAGACAAAAGGCAAAGGTAnATGTAAAAATATTTAATAAATTNATTCmCTAn^ 

>ncrc9343.seq 

CGGCCGGGGGTGrmNCTGnNCCnGTmCACTTGATCTGnTrAAGTANTGAGAGGCTONTAGTGCCCTCCNTTGTAAATCCNTAGTCNTCT^ 
AGTAGCTATGTGTTAAACAGAGGTGATGGCAGGCCTTGCCTAGCACACTGGTGGAAGAGAGCCCTTAAGAACCCTGACCCCAGTGAATGAAGCTGATGCACAGGGAGCACCAAAG 
CCnCGTTAAGTGATAATTGTCCTGGCCTCTCAGCCATGACCGnATGAGGAAATATCGCCCATTCGAACnAACAGATGCGTGCTCTGCAAAGAGAATTA^ 
TCAAGAGAATATACTGGGCAGAATGAAGTATGTCTGNnATmnCTnAAAAATAAAGGGANTT^ 

>ncrc9344.seq 

AGCACGAACCNTAAANTAAAGTGTTGTNNTAACGCTGATCTCTnGGCCNTTTGGTACTGTGAGGAGTGAATGAGTGGGCTTCTGATGCTCTGACTCnCTCTGTATGT^ 

CTGGCACAAGAAATTGCAGTCATGTGAAGCAAACTGCCCTnGTCCTCAAAGAAATTGTTGAAAAAGAAAACTTmAAA 

AAATGTTGGCATmCTAACCTTGTmGnGGGTACAATAATTCAGTAnCATGTCAAAATTGGAGAAGTGCCGTAATTGAATGTC^ 

AAAGATAAAAATGmTACGTGACTGnGGAGATACATTGCAAGCTTnCAACTCTAGGAGAAAAAGAAAATGATGmTGGTGTATO 

TTT 
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>ncrc9345.seq 

TGTTTGGATNTCAAMGCAAATAAAMCCCMTTCAGTCTCnCTMGCAAMnGCTAMGAC^ 

CGGGTTGGCAAAATATmAAAGGTAAAACATGCTGGTGAACCAGGGGTGnGATGGTGATAAGGGAGGAAT^^^ 

AAAAAGCCTGTGAAAGGTGTCTTCmGACTTAATGTCmAAAAGTATCCAGAGATACTACAATATTAACATAAGA^ 

TTGTAAATCnATTCTmGAATAmAmATAAmAATOTGACAGTGAACATTCTGAm 

ATAGAAATAAATGA 

>nciT:9347.seq 

ATGAGGAAATTGTTAAGGAAGTCAGCAC™CAnAAGAAAATTGGCTACAACCCCGACACAGTAGCATnGTGCCAA 

AACATGCCnGGTTCAAGGGATGGAAAGTCACCCGTAAGGATGGCAATGCCAGTGGAACCACGCTGCnGAGGCTCTGGACTGCATCCTACCACCAACTCGT 

TTGCGCCTGCCTCTCCAGGATGTGTACAAAATTGGTGGTAnGGTACTGTTCCTGnGGCCGAGTGGAGACTGGTGTTCTCAAACCCGGAn 

GmCAACGGAAGTAAAATCTGTCGAAATGCACCATGAAGCTnGAGTGAAGCTCnCCTGGGGACAATGTGGGCnCAAT^^ 

>ncrc9349.seq 

TNTATTGGCCGGGGGCGCAATAGATATTAGTACCCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCn^ 

ATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGG 

AGGCGACAAACCTACCGAGCCTGGTGATAGCnGGnGTCCAAGATAGAATCnAGTTGAACTnAAAmGCCCAGAGAACCCTCTAAATCCCCnG 

GAGGAACAGCTCmGGACAGTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAn 

OCT 

>ncrc9351,seq 

AGGCGGGAGAGTGTTGAGATATGCAGTATCTCCATGGAGTAGCCCAAGTGAAATAAAGTGAAGCmAmCAAAGAATGTGGAGnmGT^^ 
CATOCAAGCTCTTGTACTGACTCACCmATGmCCTTCTGCTGAACCTGTGGTAAAATATTCCTCATAGGGATCCAAGGCCAGAGCCTTAATAGCTGAGTCAT^ 
GTGAATGAGCTGCCTnGCCTGATGTCAAAAATGCAGACGTGTCCTTTCCTACCCCCCGAGAnAGGAGTTGCTGmGGGTGCATACTGCAGTACCGTGGCACCA 
qTGAAACCTGAAGAAGAAAAACATCAGAGAATnCTCAAAACAAmCnGTCTTGGTAATTATGATGTCTA^^^^ 

>jfflc9354.seq 

TpifeAAGGANTnCAAAGTCCCCNTGTGTTTTGTTGCAmAGGAnAACAATGGACAACACAAAGCGCCAGTCnAC^^ 
Gl^AAACACATCAGAACAGTTGCCTTAACACTGAAAAACATACCCTGCATm 

>l|ic9355.seq 

MGGAAAGAAGGTGGAAAGmGGTTnGCAGAGTCTATAGCAAATCAAAGGATCACAGCATnAAAATGGAAAAGGCCCCTAn 
TCmGCTGAAGCAGAACCTCCTTCAGAAGTTGTTTCTACACCTGTGCTATGGACTCCTGGAACTGCCC 

(SGGAAGATGATGAAGGCGGTGGTGATCAAGCTATCATTCTTGATGGTATAAAAATGGACACTGGAGTAGAAGTCTCTGATATTGGAAGCCA^ 
(^AAGAAGAAGAAATGATCATmGGAACCAGAGAAGAATCCAAAGAAAATAAGAACACAGACCACCAGTGCAAAACAAGAAA^ 

>ncrc9356.seq 

GpAATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAAGACCTCACGCCTCCCCATCAnGACATTGCACCCAT^ 

(IQGACATAGGGCCGGTCTGCncnGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAACCCAAAGGACCCA^ 

AimBGCTGACCTGAGCTGATGTGCAnCATCCCACCCTCTCACAGTTCGGACTmCTCCCCTC^^ 

Tjis^WnAnGTCnCCTGTAAGACCnCGGGTCAAAGGCAGAGGCAGGAMCTA^^ 

C^GCCG 

>^c9358.seq 

AMlrCGATCCTGCTGGCTGCTGTCTCTATTCTCTCGGCCTGTCAGCAAAGmTTnGCmGCAAGTTGG^ 

ACCAGAGTnGAGAGAGTATTnCGGGCACAACAAAACTGTGTGGAGTmATCCTATATTCATAATO 

GGTCTGGNGTACATATAT 

>ncrc9359.seq 

GACTNCNTTTTGTAGTGTACACTAGTAGTCCTCAAGTCTTnGAGAGAAGTANTANTTT^ 

GCACAGTmCATTGTAAATTACAGCAAGGAAAGAAAATGTTTAACAGTGTTAAGAGAGTCAGAGCAGAGTGGAT^^ 

GCATGCnCTCAmCAAACCTTGGAAGGTGAAAATGTACAAACTCTCTAAATAAnAATGTTCAAACACTGATAGAM 

>ncrc9360.seq 

ATGTAAATCGTGGCTTAGAAACACATCTGTTGTCmTCTGTGTnGGTCGATATTAATAATGGCAAAATTnnGCCTATC^^ 
CTmGTGGTCACTGTAAAATTAATAmGGTAGACAGAATCCATGTACCTTTGCTAAGGTOGAATGAATAAmATTGT^^ 

CTAGAGGGGAAACTATCACCTAAAATCAGmGGAAAACAAGACCTAAAAAGGGAAGGGGATGGGGATTGTGGGGAGAGAGTGGGCCGAGGTGCCmACTACATGTG 
AACCCTGCTTGGTTCTGAGCTGCGTGTATTGAATTGGTAAAGTAATACCAATGGCTTmATCAmCCncnCCCm 

>ncrc9361seq 

ATAGCAGAATTAAAnTGAAATTCACAATAGAAAAAAATCTAGAAAAACCCCATTTAGTTGGAAATTAAATATACTTCTAA^ 

ATTmCAATCAAATGAAAACAGAAATACAACATATCAAAAmATAGATGGAGCTAAAGTAGTGCTTGAAGGGAAAmATATCTC 

AATCAATAACTTATGCTTCCATCTTAAGAAACTAGA 

>ncrc9363.seq 

GAGTAATAGATTTTTGGGTTnAGGGTATATGTAAGCAACCATCTACnCAATTGCNmACTGTGATTAAAGTAGTTG^^ 
ACACmGTAGTTGTGACAAGAAGCAGAGAAACTCTGTAAATGATnATTTGTCAAAGCATCAAAACTAAAATGAATATGAGGTGGTO^ 
GTGAGAGGTATAGAATACAGTnCGCAGTGTAmTGAAAATCACAGmGAnTTGATmGTCATAGATmGACAGAnGCAT^^^ 
AAACATGTAAGCACCTCATTCATAATGTAAnCAGGAGGTATAATCATACTGTCATTTTmATGTGTC^^ 

>ncrc9364.seq 

CNACTCnAGCGGTGGATGACTCGGCTCGTGCGTCGATGAAGAACGGAGCTAGGTGCGAGAATTAATGTGAAnGGAGGACACATTGATGATCGACACTTCGAAGGCACTO 
CCGGGTTCCTCCCGGGGGTACGCCTGTCTGAGCGTCGCnGCC 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page712 of 776 



>ncrcg365.seq 

GAGTCTCinGGAMCnCTGCAGGGGAAMGAGCTAGGAMGAGCTGCAMGCAGNGTGGGCTTmCCCT^^ 

ACTTCGCGTAGAACCTGCGAATnCGAAGAGGAGGTGGCAAAGTGGGAGAAAAGAGGTGnAGGGmGGGGTTT^ 

TCCCACCCTCTCGGCTGCAGCCAACGCGTCnACCTGTTCTGCGGCGCCGCGCACCGCTGGCAGCTGAGGGTTAGAA^^ 

AAATCCATTmCTCTCCGACCCCCAACGCCATCTCCACTGCATCCGATCTCAnAmCGGGGGNTGCnGGGGGGTG I M II IICCCCTATAATT 

>ncrc9366.seq 

TATGGCCCGGGANGAGAATCNACAGmGTCCCTCTCCmTATCNAAGCAGGAAGATTCTATATCCTGATGGTAGAGACAGACTCGAGGCAGCCCTGGACn 

GAGGATGTGGTTAATCTGTTTCACCTGGTnGTCCTAAGGGCATAGTTAAAAAGTACCAGCTCTGGCTGGGGTCCCGTGAAGCCCAGGCCA 

CATACAAGCCTCTGCmCACATGTCTGAGCTATATGCTCAnAGTGNAAGGTGGGTmGCmATAAGmNGGCTGGGGGAGCACnTA^ 

CCTGGGGCTTAACCCACCTGCCCTTTGGGCAAAGGnGGGACAAAGCCATCTGGGCAGTCAGGGGCAAGGACTGTTGGAGGAAAANnAGCCGAAGTATAGGCTCTGCCG 
CATCACATCCCTGATACTGTGTATGCTTT 

>ncrc9368.seq 

CAGAATCCAGAATGGATGTCCTCTTTGTAGCCATCmGCTGTGCCACnATCCTGGGACAAGAATATGAGGATGAAGAAAGACTGGGAGAGGATGAATA™^^ 
TATACAGTCACCCCCAGnATGATGACTnAGTGCAGAmCACCAnGAmCTCCATATTTGAGTCAGAGGACAGGCTGAACAGGTTGGATAAGGACATAACAGAAG^^^ 
TACCATTAGTCTTGAAACAGCACGTGCAGACCATCCGAAGCCTGTAACTGTGAAACGAGTAACAACGGAACCTCAGAGTCCAGATCTGAACGATGCCGTGTCCAGm 
AnCCCGTCCTCCTGTCGTGTGCCmGTTCAGGTGGGGGATGTAmATGTAAGAAGGGGGGGAAANAAGGCTGCTATGACTCm 

>ncrc9369.seq 

AnGCTGATACCAATATCACCAGCAnCCTCAAGGTCnCCTCCnCCCTTACGGAATOCATCTTGATGGCAACAAAATCAGCAGAGnGATGCAGCTAGCGTGA^ 
TTGGCTAAGnGGGATTGAGmCAACAGCATCTCTGCTGTTGACAATGGCTCTCTGGGCAACACGCCTCATCTGAGGGAGCTTCACTTGGACAACAACAA 
GTGGGCTGGCAGAGCATAAGTAGATCCAGGTTGTCTACCTTGATAACAACAATATCTCTGTAGTTGGATCAAGTGACTTCTGCCCACC^^ 
GGTGTGAGTCTTnCAGCAACCCGGTCCAGTACTGGGAGATACAGCCATCCACCTTCAGATGTGTCTACGTGCGCTCTGCCATTCM^^ 

>liiSc9370.seq 

AfpGAACTTTGTNAAACmGTnATATnTAGTGAAAGGAGAGGAAAATGTTCGATCAGAAAAAAAW 

/^™CATATCATCmGTCTmCCTACTGTGGGAGnCGATCAAnTGTAAAACAACATAAATT^^ 

q^AGCTGAAGCTAATGGTATTAAAGAGAAAGGCATATGGTAAGATCTGC 

>jh!^c9371 seq 

T|3<flCCAACTATGCCTCTCAGAACATCAGCTACCACTGCAGAACAGGAnGCATACATGGATGAGGAGACTGGCAACCTC 
CffGnGCTGAGGGCAACAGCAGGTTCAC™CACTGnCTTGTAGATGGCTGCTCTAAAAAGACAAATGAATGGGGAAAG^^ 
d@CnCCnGATAnGCACCTnGGACATCGGTGGTGCTGACCAGGAAnCCTTGTGGACAnGGCCCAGTCTGTn^ 
q^gAAAACmCTGTTTGCCATnCncnCTOTTTmAACTG^ 

>ficrc9372.seq 

CpCTGTAAnCCGCTACTrGGGAGGCTGAGGCACGAGAATCGCmAACCCAGGAGGCAGAGGTGGCAATGAGCCGAGATCACGCCATO 
Ai^CTCTCCCTC 

:^yc9376.seq 

T^CCCGGCGTGGCTACTAGGAGAAGGACGTACGGTCCTGCTAGTAGAGGAATATGTCGAGmCTCTAGGGCGCCCCAGCAATGGGCCACTm 
AiGGGAAAATGCAGCCACCTGGGAAACTTGGTGCTATGGCATCTATAAGACTTCAGGGATTACATAAACCTGTGTACCATGCACT^ 
A^GACACAnGCATmCTGGAAACAAATGGGAACAAAAAGTATACTCnCGCATACTGGCTACCCAGGTGGAmAGACAAGTAACAG 
GillAAnGTAAAACTAGCTATnATGGCATGCTGCCAAAAAAACCnCACAGAAGAACAATGATGGAAAGGnGCATCT^ 

^ncrc9377 seq 

GNTNGAMCCCTGCAAnCTAAGAACATCAGTGATGAATTACATTTTTTnGGNGTG 

TGCAGACTGAGAGGTTTnGTTTTGTCTGTnATCTTCTTAATGTAGTGTnAGAAATTN^ 

AAAGACTAGGTOGCATCCCAGAGTAnGCCTCACATATGATGTGATTrTTCATGTTnCCTGAC 

>ncrc9381.seq 

GTATCAGTGTCCAAGAACAATCTCAnCTCTGGCCCCAGAAGCCAGTGnCAmCTCGTTATATNAmGTATGTGnnCTAATACGAGGAAGTATGTATATGT^^ 
TACATGTGTTTACATAATATATAAnTAAATGATAACCAAAATCAAGAGAATAAATCAGTGCTTAACAAACAATATGATCATCAAGTAC™ 
AAGATTnAGAmACTCTCAGCTGTGTGAGCCTAATCACTTATCTnACTAAGTCCTCATCTGTGATAAATAAGCATCACCTGGGGGCAGATATGTGGn 
CCCAAGnGGAACCCCTAAATCGATAmGTAAGGGAAGCCCAGTAACCnTGTATmAACAAnAAACTGAGGGAncmTCAATAnG 

>ncrc9382.seq 

AnCCTGGmAGGTAAGTCCAGAGGTGAGAGCTGGTATOGGAAAATGACATAGTAAGGCAmGTmCAGTAATGGCAGCATCCGm 
CTCCATCCTGAAAGCTCCTGTAGACnGGTGCTCnTnTTTTT 

>ncrc9384.seq 

AANCATnAAATGATTNTAACAmGCCTCACACTOTACGAATGACACAGGGAAAAGnGAACAGAAGAGGTATA^ 

>ncrc9385.seq 

CTAnAATCTTAAAATTnGTGACGTGTCTTTnCCTTTTTnCCACAGTmAATATATTAnCTTCAAC 

AATTAAnTAAAAAAATGCAAAAAACTGTTGGAnAmATmAGAAAnCCCCCCTTTGTGnGGACTGCAAATTGAGmC 

ATGTAAAAGnCTGTGACAGTACAGAAGGAAAACAACTTTTTATGTATAGCTTCTAAAAGGG 

>ncrc9386.seq 

TAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGATTCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGC^ 
CCCACTCCCGACCCGGGGAGGTAGTG 
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>ncrc9387.seq 

GAGGnGCTTACTMGCmGCCAGCTGCTGCTGGATCACAGCTGCTnCTGnGTCAnGCTGnGTCCCTCTGCT^^ 

ATTCCTTCTGACCACAGCATCATmGCATTCAAATTAAGGGnAAGAAAAGAGATATmAAAATC^ 

GTTATTTCTCTGATTT 

>ncrc9390.seq 

CNNAACGTACCCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGAAAATGGNGAAGAAA^ 

TTCTGTGGCAAAACCAAGATGAAGGGACGAGCTGTGGGGATCTGGCACTGTGGTTCCTGCATGAAGACAGTGGCnGGCGGTGCTO 

AAAGTCCGCCATCAGAAGACTGGAAGGAGTnGAAAGACCAGTAGACGCTCCTCTACncmGAGACA^^ 



>ncrc9391.seq 

ACCTGAAGTCANTNTGnCNTACCNmNACAACmNTTTGAGATTGAGTTAAATCNTAGCAATCAAATGACnnGAAACGCAnCATCAC^ 

GGGGCTTAAAGATGCAATATCGACTTnAmGGmCTCAAATTCAATGTGATACAAATATTOCTGGTGAAAGGTACCACAAAAG 

AACATAAACTTGAGTTnGTAATTTATACAAGGACnAAATATATAAACAATAAmTCnCATCTTTAGA^ 

GnTAAAAATTGANGGGGmGGTCCACAAGCAACCGGGACTGGCTACCCTGGTCnATGACAAmTGAGC^^^ 

GAAATAT 



>ncrc9392.seq 

TGGGCAGAAGTTOGCATTAATAGnGTTCTGAAACGTGTmATCAGGmAGAGCCCATGTTGAGTCTTCTTTTCATGGG 
TGTTCGTTTAAGTAAAGGnAATCTTGATGATATACATAATAATCTnCTAAAAnGTATGCTGACCATACnGCTGTCAGAAT^^^ 
AGAGTAmGGAAGTTAAGGATTGAmGACTAGTGAAmAGGAGTAmGAGGTGGGTGGGGGGAAGAGGGAAATGACAACTGCAAATGTAGACT^^^ 
TGCmAAAGAAACAAACTGATACCTGAATmGCTGTGmCCATTTmAGAGATTmATCAATT^ 



>ncrc9393.seq 

ATCCCATGCAACAACAAGGGAGCTCACTCAGTGGGnTAATGTGGTGGATGCTGGCTGGGGAAGTTCTGCGCATGCGTGGCACCAmCGCGTGAACACCCATGGGA^ 
GATCTGTACTTCTACAGAGATCCTGAAGAGATTGAAAAAGAAGAGCAGGCTGCTGCTGAGAAGGCAGTGACCAAGGAGGAATTTCAGGGTGAATGGACTGGTCC^ 
/iMGGTACTCAGCGTGAGGTTGGAGACTGGTCTGAAGGTGTACAGGTGCCCTCTGTGCCTAnCAGCAATTCGCTACTGAAGACTGGAGGGGTCAGGCTGCGACGG 
G^iGCTGCCACTGCTGAGGGCACTGAATGGGTAGGAGCAACCACTGACTGGTCnAAGCTGncnGCATAGGCTCTTAAGCAGCATGGAAAAATGGGTTGATG 

>8Sc9394.seq 

AlCIlGATAATAAGCmGAATGGTGCTAATAAGAGTAGGAAnCTCTCTATTAAAAAGAAAAAAAAAAGTNGCGCnCCTC^^ 
TK^^GTAGACAGNGGGGTCGTCAAAATmACmGTAATOnCAGAATNGATOTT^ 
TTifcTAmGTATNGATAATGTAnAAAAGTNGmGNGCnAATAAAAGACncmAAACAT^^ 
dPTCTOGGACTGTGAGGATGGNnAATATmGTTTmCATG 

Id 

>ncrc9396.seq 

(5ATCTGCAAACTGGATmGGGGAACAGGTGGAGAGGTATGAAGAACGAGGAACACTGCCGGGGGAGTnCTTCCTCTGCAA^ 
CSlACATCCAGGATnCAGCACTACCTGCAGAGTAGTGGGAGGAGAGATAGAGGAAGAAGTGAAGATAAGAAACCACTCGA^ 
Ai^GCAGCAGTCGTGCTGTCCATCTGCTCTTCCGAGGGGTGGCACATCCTAGCCTCTATGTmCCCGAGAGAAGATC^^ 
TmACAGncnGGTGTOCTCAGCAACGCTmGTTVVGCGCCTmCCA^ 

>itcfc9397.seq 

(^eSGTTCCTCGGCGCTGCCTACGGAGGTGGCAGCCATCTCCTTCTCGGCATCATGGCCGCCCTCAGACCCCTTGTGAAGCCCAAGATCGTC 

(SeACCAGTCAGACCGATATGTCAAAAnAAGCGTAACTGGCGGAAACCCAGAGGCAnGACAACAGGGnCGTOGAAGAn^ 

/IIICAACAAAAAAACAAAGCACATGCTGCCCAGTGGCnCCGGAAGnCCTGGTCCACAACGTCAAGGACCTGGAAGTGCTGCTGATC^ 

CACAATGmCCTCCAAGAACCGCAAAGCCATCGTGGAAAGAGCTGCCCAACTGGCCATCAGAGTCACCAACCCCAATGCCAGGCTGCGCAGTGAAGA^ 

TG 



>ncrc9399.seq 

GCATGTAAmGATTTnNAGCTATAAAATGGAGACAATACAmACCTCAAAGGATAGTTGTGAGGAGATAAAATGTGGCATATM 
TCAAATGTTAGTCAmATOCATAAAAGCTCAAAACATCTGGATrrTTAGTGmCCCTTTTG 



>ncrc9400.seq 

GAGGGGCGGTTGGCTnGTTGGGTGAGCTTGmGTGTCCCTGTGGGTGGACGTGGTTGGTGAnGGCAGGATCCTGGTATCCGCTAACAGGTCAAAATGCAGATCnCGT^ 

CCnACGGGCAAGACCATCACCCnGAGGTGGAGCCCAGTGACACCATCGAAAATGTGAAGGCCAAGATCCAGGATAAGGAAGGCATTCCCCCCGACCAGCAGAGGCTCATCTTTGC 

AGGCAAGCAGCTGGAAGATGGCCGTACTCTTTCTGACTACAACATCCAGAANGAGTCGACCCTGCACCTGGTCCTG 



>ncrc9401.seq 

TGGCCAAGCAGACCAAGAAGATGCTGGACATGAAGGTGAACCCCATCCAGGGGTTAGCCTCCAAGTGGGACTACGAAAAGAACGAGTGGAAGAAGTGAGAGATGCTGGCCTGCGCC 
TGACCTGCGGGTGGCTGTGTCACGGCCATGCAAGTCGATGCGTATnACTGGAAACCTGTTATGGCAAACAGTTGTACCACTGCTAATAAATGACCAGTTTA 



>ncrc9403.seq 

GAGGAAGGAAAAGATAAAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTATTTAAAAGAAA^ 
ATACCAATAGAAGGGCAATGCmTAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTTTAGTTTAAAAGnGTAGGTGA 
ACCGAAGGTGAnAAAAGACCTTGAAATCCATGACGCAGGGAGAAnGCGTCAmAAAGCCTAGnAACGCAmACTAAACGCAGACG^ 
GGATGAN 



>ncrc9404.seq 

AAAGAATCCAAGTGnCATCAACAGATGGATAAAGAAAATGTGGTATATAAATAGAATGGAGTATCATTTATCTATGAAAAGGAATGAAGTC 
CGAAAACGTACTAAGTAAAAGAAGCCAGACACAACAGGACAAATACTATATGATTCCACTTATATGAAATAATnAGAATAGGCAAATTC^ 
CCCAGCACTnGGGAGGCCGAAGCAGGAGGAnACTTGAGCCCAGGAGnCAAAACCAGCCTGGGCAACAGAGTGAGACCCCATCTCTACAGAAAATTAAGAAA 
GGNGGGTAGATGCCTTGTAGTCCCAGCTACTCAGGAGGCTGAGGTGGGNAAGAnGCrrTGAGGTCGAGGGTGCAGTGAGTCATGATTGTGCCAGTGTACTGCAGCCTGGAG 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page714 of 776 



>ncrc9405.seq 

GMCTTCMCATTATACTACMTAMTGTCTTCTCAmGCTGTACAGACAGCCAGAMGTATMGTMnAGMm 
TAAGATAmATTCAGAAAAGCCACTACCTGAATGTGAGCATATCTGAACTAATAAAAATAGTATAGnAATAC^ 
GTGGTAATTGACTCCCATAATGGnATACCAAAGCCGTGAAGGGTTCnAACrrTTACmCAT^ 
TCTOTTmCTTACTAAAnACATGCATACATATAmCAAATmAT^ 

>ncrc9406.seq 

AAGATGAGGTCTGTGTATGCTCACTTCCCCATCAACGnGTNATCCAGGAGAATGGGTCTCnGnGA^^ 
AGGTGnGCnGnCAGTATCTCAAGCCCAGAAAGATGAAnAATCCnGAAGGAAATGACAnGAGCTTGmCA^ 
GGATATCAGGAAATTmGGATGGTATCTATGTCTCTGAAAAAGGAACTGTTCAGCAGGCTGATGAATAA 
GACCTACnGTGATATTTTAAATGATGCAATTAAAAGACCTAnGGAmGGACCTTCnCTT 

>ncrc9408.seq 

AACATACTATTCTTTAAATCnACTGTGTGAAATACTGGCATTAGnAATGmACTACTAAAmAAGACTGTA^ 
ATGTATAGATACAAGTncnCCACTGGGATGAGCT 

>ncrc9410.seq 

AAGTAAANGCAGGATAATAAAGCTCATATAAATANCTAACAGNAACCTGGGTTCCTGGTCACTCmTAAGTAGATTTCCTGTT^ 
GATGGCTCATGCATGTAGTCCAGTGCTTTGAGAAGCCTAGGCAGGAGACTCACTTGAGGCCAGGAGTnGAAACTAGCCTGGGCAACATGAGACCCAC^ 
CTCTACAAAAATAAAAAGAnAGCGGGGTGnGTGGCATGCAGGTGTAATCCTAGCTACTCAGAGGCTGAGGCGGGAGGAnGCnGAGCCCAGGAGGTCAAGGCTGCAGT 
TGATCACGACATTGCnTACAGGCTGGGTGACAGGGTGAGATCCTG 

>ncrc9411.seq 

GAAACCCACGAGTAACAAAGNACACAACATACGTGTAATCTCTGGGACGCATTCAAAGCAGTGTGTAGAGGGAAAmATAGCACTAAATO 
AAATTGACAGGCTAACATCAGAATGAAAAGAAGTAGAAAAGCAAGAGCAAACACATTCAAAAGCTAG 

>yrc9412.seq 

TigCCTCNTmCCmGCCTAAnGAAGAAANATTGCnGTmCTAGCGTGGCAAGCATATmCATAAAAG 
GfeAGCACCACAGCACCACATCTAAGCATTAGTGATGGGTAGCTGATGTCAGGTTGATGTGGATmAAGCACTCTAGAAACAATGA^ 
AyTGmCCTAnAAAnGTAACTCAGCAAGTAGAAGACCATnGAAAAGTCAGGTACAAATATCCTCAAGTGGCATAAAAAT 
ClUTTAmAGAACmAmGTACATGTGCAGAAGAATAAGGCAGCTGAGAATCnGTnCCCCCAAGAGA 

>ifcfc9415.seq 

T(tfAACCTGGGGATAAGGATCATGGATATCCCATGGGGnCTTGGGAGGACCAAAGAGGnAATTTTAGAATGGCTTGGCACAGAGTAAACAnA 

gSatatgaacttttgaaagctctti mil icggtcaggcatggnggcttatgcctgtaat 

>ncrc9417.seq 

dMGAACATGGAGTCTCGCmGnGCCCAGGCTGGTCTCAAACTCCTGGCCTCAAGTGATCCTTCTGCTOGAnAAATO^ 
AiSTGTATATTmGGnCTTmGTTmGmGAGAGGGAGT^ 

>ihjc'rc9420.seq 

acmagtncngaagtggaaaactggagnacggnnntccgggaaggcgaagaaaagaatagagaagatagggaaanagm 
aSStgaaaagtaggaagcagaagaaaaaagacaagctaggaaacaaaaagctaagggcaaaatgtacaaactogaaga^ 

WGAGmCAGATAGAAAATGAAAAACAAGCTAAGACAAGTAnGGAGAAATATAGAAGATAGA^ 
>jf^ilc9421 .seq 

CAAAnNATCCTGAAGCCTTGTGCAATACTGTCmAATGTATACTCACnGTTATAGAAGCCAGGGmm^ 

TmAATTGCTGTAAATmAATATGTCTTAGTATCTGGGTGTGGGAATCTTGAAAGCATGGAGTnGTGnAn 

GCAGAATAAACATAGTTAAAACG 

>ncrc9424.seq 

GCTCTNCCGGGGACGnGTCTGCAGGCACmnAATGGTCCAGCGTnGACATACCGACGTAGGCmCCTACAATAGAGCCTCTAACAAAACT^^^ 
TAGAATTGmACCmATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACTTCGAGGGGTO 
CCAAAACAAAGAAACATGTCAGCAGGGCCTATGGTGGnCCATGTGTGCTAAATGTGnCGTGACAGGATCAAGCGTGCTnCC™^ 
GAAGGCACAAGCACAGAGTCAGAAAGCT 

^ncrc9425 seq 

ATAAGGCCmAGCATGTTCCTCCTTnCTTNCCCTCCCCTTTTncnCTAnA^ 

AAGCAmCATGAAAAAGCTGCncnATTAATCATACAAACTCTGACCATGATGTGAAGAGTnCACAAATCTTTCAAAATAA^ 
>ncrc9427.seq 

CAGNCGCnGACGCCmGATAACAGCCNTCCTAnGAAGTGAGCCATACTnCTAACCNTOGCCTATGACTGCTCTCATnACAATGAAATACGTAAmG 
ACmGAAAAGAAGAGAAAATAGCATGGGTGATTnACTGGTTCATAmCTAGTCTTGAAAAGCTAATAAGTCTAAGTO 

>ncrc9428.seq 

GTNNACCACCAAGGGGTTGnGAAAACTNNTTGTATTAAATGTCTmGATAAGGCnCTGCTCACATmTGTGAATGTGTGAAGTATATAGm 
AACTAAAGCAAATnAATmmGTACTAGGAAAAAAAmGAACATmAGnCTTGGTTATAAAAATGTTM 

GnAAAAGAGCTCTAAATTTGCnGTACATAAAGGGnAAmGTmCCnGnAGGGTCAAGGGTGTCCTCCACTCmAACAGCTGCTG^^ 
AnGATAATAAAATATTAT 

>ncrc9429.seq 

GAAGGCNATCTmAAAAAGAGATTAAACCGNNGGTGATTAAAAGACCnGAAATCCATGACGCAGGGAGAAnGCGTCAnTAAAGCCTAGT^^ 
AATGGAAAGATTAAnGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAAGTGGAAGAGAGAAGTACGGGAAGGGGAAGAA^ 
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GAMTTAGMGATAAAMCATACnnAGMGAAAAMGATAMmAMCCTGAAMGTAGGM 
™GAAGAAAATTGGTAGGATGAAACAAmGGAGAAGATAGAAGTTTGAAGT6GAAAACTGGAAGACAGAAGTAC 



^ncrc9431 sec] 

GGTGCCCCCATATTGTNAGATTATGATGAAATAAnATATOTOCCmGTnGATCTGAGAATGTA^ 
AATGAATmGTGTCCGTACGTTGATGAGATGAGAAAAATAGATAGGCAAAAGTACCTGnAGTCTG^^ 
AAGGTGGGTTAATGGAGTCATGATTTAAAATAAGAGmAACAGTAGCGTGTATAAATTTGATAmATAGATCA^ 
GATGnGACATGATACCTnGGGAAAnCTGATAGTAAAATAGAGTOGACTGTCAACAGGGAAAAnCW 

>ncrc9432.seq 

NnTGCGAGGNAACCCGGTTmATGGCCGGCTCCATTGnGTCCnGnGAGAGAGGAAACNTCTCCAAAATCGTCGCAGGGGTACTGGGCCTAA^ 

TGATGCCTATGTCACCnCCCCGTTCGGCAGCCAAGACATACAGCAGCCCCCACTGAGCCGGCAGATGGCCCGGTGTAGGCGAACTTCCCTCATTTCTCTCTGCAATCTGCAM 

TGCTCCATTGAAATAACTCCTCCCCACCCCAACAACAACATTCCCAGCAGACCAACTCCCACCCCCTCmGAGGTAAAAGTGCCTnATTGGGAGACTm 

TCAACCCTCCTGGGTGTGGCCAGGATATGTGTGTGGGTAGGTGCTCCnCTGGACGATCCAATAGGAGAGAGGAGTTGTGACTGAAGCATGGCCCCACCTAAGTCACAAAAT^^ 

AGTGGGGAGTTAGAnTCAGAGT 



>ncrc9433.seq 

ATTmCNNTAATGCCGTATmATTCCAAGAGTANGAACT™nACAGCTTGTTCTCTAAACTGCCTCATCATmAGTGGn 

TGAGACAAGGTCTAGCTCTGTCACCCGGGCTGGAGTGCGGTGGTGCAAGTTTTGGCTCACTGCAATCTCCAGCTCCCAGGCTCAAGCAATCCTCGTGAGTTAGCTGGGACTACAGGT 

GTGTGCCACCACACGTGGCTAATCTTGTGTATlTlTTCTAGAGATGGGGTTTTGCCATGnGCCCAGGGTGGCCTCGAACTC 

AGTGnGGGAnATAGGCATGAGCCACCATGCCTGGCCnCAGCmATmATGAAGGTACTTAACATGTGACGTTGmTCATAM 

CAT 



>ncrc9434.seq 

AGATATGCCAACTATGATTTATCCATACAATGNNTTATTATTTAGCCATGAAAAAGGAATGAGATACTGACACATGCCACAACATGAATGAACTTTGAAM 
GCCGTACCAAAGGCCACATGTTGTATTGATTCCATTTATATGAGATGTTCAGGAATAGGCAAATGTATACAGAC 

?KT3c9435.seq 

AilSAAAACCGAATTCAAAATGGATCGTAGACTTNCTTGTAAAATGTGAAGCTATTAAAACTTTTAGAAGAAAACAAG^^ 
A^MAGTTGAACTTTAAAATnGCTCTGCAAAAAGTGCTGnAGAGAATTAAGAAAAAACTACAGCCTGAGAA^^ 
A:pAACAACTCnAAAGCnAGCAGCTAAAAAAGAGTnAATTAGAAAATGGCGGCCTGGCATGGTGGCTCACACCTGTAATCCCATCA 
GffGCCAGGGGTTCAAGACCAGCCTACCCAACATGGTGAAACCCTATCTCTACT 

>nslc9436.seq 

A^GAACGGTAGTACTACATTTTATTTATNTTGCATCGATTGGTGGACATTTGGATCGTnCTACTTCrrGACTACTATACATAATGCTGCTAGGAACTTTTGTGTATGAGTT^ 
QA^^ATATGTTTTCATTTCTCTTTGGTATATGCCTGGGAGCAGATTTGCTGGATCATATGAAAGTCTATnAAGCCn^^ 

ATeCCATCAACAGGGCATGAGGGTTCTGATGACTCCACATCCCTCAGTGCTTnTATTATCTATCTTnAACTTAGCCATCCTAGTAGGGGTAATGTGGCATCTCATTGTGATT^ 
GCAnTCCCTGATGGCGAATGATAnGAGCATCTTrrCATGAGCTTATTGGCCATnGCATATCTTCTTAGGACAGCTATCTrrAGATCACnGCTOATTTTTAA 

>fi|fe9437.seq 

Af^GACATTCTCACATAAGCCCAGTTCATCACCNTmCCTCCTnACCriTCAGTGCAGriTCTTTrCACATTAGGCTGTTG 

Qf^GTGGTGAGCGCATCCTGCAGGGCrrCTCCTCCTCTGTCTTTrGGAGAACCAGGGCTCrrCTCAGGGGCTCTAGGGACTGCCAGGGTGTTTCAGCGAGGAAGGCC^^ 

Ai^GAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGnGGTGAATCGGnGTTCTTTGCTCAGAnTGGATGATTGTCATAAGGTm 

TmTTCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAGGCTGAGAACTCGTTCACGTCCAAGCATTTCATG^ 



>ncrc9438.seq 

GAAGGTGACTCCGGCGGAAGAAGGACAAGGCAGNNTGCAGGCCCTTCGGGTGTCCCAGGCGCTGATCCGCTCCTTCAGCTCCACCGCCCGGAACCGCTTTCAGM^ 

GAGAAACAGAAGCTCTTCCAGGAGGACAATGACATCCCGTTGTACCTGAAGGGCGGCATCGTTGACAACATCCTGTACCGAGTGACAATGACGCTGTGTCTGGGCGGGACTGTGTAC 

AGCnGTACTCCCTTGGCTGGGCCTCCnCCCCAGGAATTAAGACCAAGAAGCCTGGGGGGGCTGAGAGACTTGAACAAGTGTCAATAAACGCTGGCCTCTGTGAC 



^ncrc9439 seq 

GAGGCACGCTCTAATTTGCnCTGAGATGGCnANGACTAGGGGAACACTATnATGGAGGCTTGAACCCCTTCATTATGACCTGGTGCTGTTCGGATTTC 

TGGAGGTATATAGnACCTTrrCCnGACTAAGAGCTTTCAGAACATGGAGAGGCCATGCACAAGAAGACCTCGTACAAGCAGCGGTGAGCTCTTTGATTTCTTGGAGGGT^^ 

TGATnTAGCCAGTCCTGCAGGACTTGACCTGGGCAGCAATGAAGGGCCCAAGGTGTGCTGAGTGTGCTGCAGAGGAGAGTCAGAAGCCAGAGAGGGGCTGTTGTGCCCTCTGCTT 

GTTACATCACTTGAATGAAGAGCCTTGTGATGGTGATGATAATATCCAATCAAAACAnGCCTAGTAAATGAAAGAACTCGCAGGGAACAAAGCAGGACCAATnA^ 

GTAGTATTG 



>ncrc9440.seq 

GAANACCCTACTCCTGANCTnCACTCTGTTNTTTTCTCCCAGGCCTCTTCTACTATGCCAGGAGATGTGGCGTGCTGTTGCAAAGTTnCACGTCAnGTTTCCTGGCTAGTTCATTTC 
ATTAAGTGGCTACATCCTAACATATGCATTTGGTCAAGGTTGCAGAAGAGGACTGAAGATTGACTGCCAAGCTAGTTTGGGTGAAGnCACTCCAGCAAGTCTCAGGCCACAATGGGG 
TGGTTTGGTTTGGTTTCCTnTAACTnCTTTTTGTTATnGCnnCTCCTCCACCTGTGTGGTATATTTTnAAGCAGAATTTTATTnnAAM 

TAATTACACTCCCGCAACACAGCCATTATTTTATTGTCTAGCTCCAGTTATCTGTATTTTATGTAATGTAATTGACAGGATGGCTGCTGCAGAATGCTGGTTGACACAGGGA 
TG 



>ncrc9443.seq 

AAAGTGCCAGCGGCTGAAGGAGTACCGCTCTNNTCTCATCCTCnCCCCAGGAAGCCCTCGGCCCCCAAGAAGGGAGACAGTTCTGCTGAAGAACTGAAACTGGCCACCCAGCTGA 

CCGGACCGGTCATGCCCGTCCGGAACGTCTATAAGAAGGAGAAAGCTCGAGTCATCGCTGAGGAAGAGAAGAATTTCAAAGCCnCGCTAGTCTCCGTATGGCCCGTGCCAACGCCC 

GGCTCnCGGCATACGGGCAAAAAGAGCCAAGGAAGCCGCAGAACAGGATGnGAAAAGAAAAAATAAAGCCGTCCTGGGGACTTGGAATCAGTCGGCAGTT 



>ncrc9445.seq 

ACGGNCCAATGACTTTGACGAGTTGAGAGATTNTGGCTTCAGAAGATCAAACTACTCCGAGCTAAAGGAGGAAGTTCGAACCAATGGCAAAGAAGT^^ 

ATGAATGGATAACTAGAATAACCAATGCAGAGAAGTGCTTAAAGGACCTGATGGAGCTGAAAACCACGGCACGAGAAGTATGTGACAAATGCACAAACCTCAGTAACCGATGCGATCA 
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ACTGGMGAMGGGTATCAGCGATGGMGATGAMTGMTGAMTGMGCATGMGATMGmAGAGAAAMGAA 
GGAAAGACCAAATCTACGTGTAAnGGTGTACCTGAAAGTGACGGGGAGAATGGAACCAAGnGGAAATATCTGTAGGATA™ 

>ncrc9446.seq 

ACATCha*AGATGGNCTATAAGAATAAGGGCATCAAGAGTNNCCCAGCTGATmNAATmAG 

nAGTATGCCATCAAAmAGTAGCTGTTTCAGGCmAATGNGTCAAGCGTAAAATCCAGATmGGAGGATCnCTCCCTCn^^ 

ATGTGTACAAGGGGCACTGGTATACATTCAGTCTAAAAAATAAAAATATGTATACNGTTCTGGGGAGNCTAGCACAGCATTGC 

GGACCGCATANTAGNTAAT 

>ncrc9447.seq 

GAGGGACCGAGGCAGCCAGCGCAGGGGCnCTTmGAGGGGGCAGGCGGAGCTTGAGGCAAACCGCAGATAAGTTTn^ 

AATATAGTCAATAGG™CTAAGATATTGC™GCGTTAAGTTmAACGTAATTnAATAGCTTAAGATm 

AAAAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAArrGAGAGAA^ 

CAATGCTmAGAnAAAATGAAGGTGACTTAAACAGCTTAAAGTnAGmAAAAGnGTAGGTGAnAAAATAAm^ 

AAG 

>ncrc9448.seq 

TCAGCATGGAAACmATGAGATGCGTTCGCAGCTGTGTCTGCAGGCCTTGGCACAGGGTCTGACATAATAGAACCCCAGTAAGCGTTGG™^^ 

CAAGGCCTTGGCCCTTGCnGGGTGAGGAGGCCCCTGAATGTGmTCTCCCCCCTTGAGGCTGCAGATGACTGTGCCAAGGCTGTGATGAGCAACnGA 

GTGGTGGTCGCCTCCmCTGGCTGGGCTGGAGGAGGAATCGTGGCGGACCAAAGCTGGTAAGACCACTCGGTCTGCGTCTCTTCCCAGCTTCCTGnATGAA^ 

AGGATCCTGGGTAGCCACAGCTCTTGTCCTGTGAGCTCCCCAGACCAGGGATAGGGGTAAGACTCTGCCTTTTTAAAAAmGAGATGGAGTC 

TACCnTGGGGCTCAAACCATTCTCAGAGGA 

>ncrc9450.seq 

AGGA ANTCAA TCTTmcmGAAAAGCAmGTAGCAAAAAAAAAGAAAAmcmCCTGTCATCTAAAA 
AGTGATTmAATTTTAGCATTGTGATTAACACCTTCTAAAAnG 

At^CTAAAATCCAGATTmGAGGATCnCTCCCTCnAAAAGAGTATTCAGTTAACTGCCGTAGAAATACACATGTATACAAGG 
QWACGnCTGGGGGAGTCTAGCACAGGATTGCCCAATAGAAATACAATGGGAGGTCACAAATGTGACCCATATAGTTAA 

>Mc9451.seq 

d^GATCCAGCAGCATGTATTGAGCCTTATmGCNCCATGTACTGnGTAAGAACTNTACACATAmGCTTAnAA^ 

Ol^AGGTGACGATCCAGGGCCCAAGGCCACATAGCCGGGTGGTGGGAGGATGAGGCAGGCAGACAmGAGATTACTCTCnGACAnGGCCTCTACmcnAGG 
AiC4nGTACTTGGAATGGCAAAACACnGTGGTGTAATnGGGAGTTCAATATGGTTAGTTTGGGAGAGCAGAA 

CgGGACCTTGGCTGTTCCCTCCCCAAAGGTATAGAACATCACAGAAGCAGGGAACTGTGGGGCTGGGAGAGACCTCTGAGGAAGAGCTCCT^^ 
>nffc9452.seq 

ATfNTACCAAAGmAATGGACTCAGAATTCCTNnGGCTAGGGTGCCCTCACAATCATGGCAGATGGCAAAAGTCACGTCTTACAGGGTGGCA 

AMAGGGGTATCCCGnATAAAACCATCAAATCTGGTGAGACTTATTAACTACCATGGGAACAGTGTGGGGGAAACTGCCCCCAT^^ 

CpATAGGAATTATGGGAGCTACAATTCAAGATGAGAmGGGTGGGGACACAGCCAAATCATGTCAACnGGCCAT^ 

G^GTAGAnGTGCGCTTGTTTGTAGCACCCTGATAAGTACCTGGGGACAGAGACTGGGGAGGATTCmCTATATm 

qetCAACATCTGCT 

>ifeic9455.seq 

AMCTAACCAACAGTGAGCATCnCAACTAAAACTACCCCTGGATGTAATAAGTGTAAGTAnAAAATTAAA 

A@!(CTTCATAGAAATTTCATAATOTmTCATTTTAGCATGTGAATGATTGATAAAnG 

AlllTTCAACACCACAAmcnAACTGGAAAAGGATCAATCTAAAACGGTGGACnAAATTTTCA^ 

GGACAAAGmCACACTGATCACmCCTGTAGTTAGTCAATAGGCnAATATCCnCCTGCnGGCAnCGGGCmCGGCCCAGATAA^^ 
CTATCTACCCCCA 

>ncrc9456.seq 

TGTACTTTCTCACC™CCGCCTnCACCAACCCACTCAAGTTGGACTGCTGT7mCAGGTCACTGATAACmCAT^ 
AAGGCAAGAGTTCAAATGGAGAGCTATAAAACATGTOCCAAGTGmAGAAGTOGAAATCAAGCmTAGACTGmM 
TGnCACTATATGGTATTGAAAAAAAGCTCGAAGTGTTmCCTACTmACTCATGCTCCACTTAACACAACACnCT^ 
GTTCTCCAGTGGACACCAGCTGGGTGCTCTATAAnCAATTCAAnCTGACATTArrrGTG 

>ncrc9457.seq 

GATCCCANCTGATTTTAATATCTGATACmAAmNAATGAGTAAGGATTCTTCCTAATTTCTATGATCAGATACATGTATGTCA^ 

AATCTAAGATACTTGGNCACTAAAAATCGACCAGCATmATATAATTGnGGTCACTCCCTAATGCCAAGAGTCAGTGCA^^ 

CGAGGGCAGCCAAnAAAG 

>ncrc9460,seq 

GAAGNCCGGCATCTCAAATCGGCTGATTCTTNTTCTGGAAACTGCCTTCATCTTGANAGAAAAGCTCCAGGTCCCTTCTCCAGCCACGCAGCCCCAAGATGGT^^ 

GCTTTGCGCACTGGCTGGCCTCTTCGGTGCGGCAGAGGGACAAGCATnCATCnGGGAAGTGCCCCAATCGTCGGGTGCAGGAGAATmGACGTGAATAA 

GTACGAAAnGAGAAGATCCCAACAACCmGAGAATGGACGCTGCATCCAGGCCAACTACTCACTAATGGAAAACGGAAAGATCAAAGTGnAAACCAGGAGTO 

ACTGTGAATCAAATGGAAGGTGAAGGCACGCCAGnAACGTGACAGAGCCTGCGAAGCCTGGAAGTTAAGnnCGTGGTTTATGGGATGGGCACGGTACTGGATCCTGGCCA 

TATGAGAACTATG 

>ncrc9461.seq 

TAGTTGGAGACCAGGCTGGGGAATATAGGGAGACCCTCTCTCTACAACAAAnAAAAAATCAGCTGGGCATGGTGGCATGTGCCTGTAGTCCCAGCTACTAAGGAGGTTGAG 
GGATCCCnCAGCCGGGAAGGTCAAGGCTACAGTGAGCTGTAAnGTACCACTGCCCTCCAGCGTGGGTGACAGAGGAAGACCCTATCC 

>ncrc9462.seq 

GAATCAGTCGnGTGGTTATGCGAAAAATGnGTGAAGGTACTCGCCGTAAAGAGCTGAAGGGnACGCCGTGCTGCCAACGTGGTTAAAAAAAGA 
TCCCTGAGCTCGTGGGAGAAGATGACCCGTGGAACACTTGCCTGGCCCACTCAGAATCCACGGTGACCTCTCCGCTTGCCAAAATAACCGA^ 
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TCCTCTAMCAmGCTGnCAMCATGTTmGMTATACATTCTATAAMGAnATTnGA^ 

GACCAnGGATCGATATTATATGCTGTAACCATGTGTCTCCGTCTGACCATTCnGTOTTGnAAAATGCAGAGGAATCTC 

ACCGT 

>ncrc9463.seq 

CCTACCCCTGANACmGGAAAAGGTGGATNGTAGAACTGnGCmATCTCCCCCTCCCTGCATGTGTCAACATO^ 
AACAGCTGTAGTAAGAAGAGATTCAGGATGCTAGAGGTGAATAmGGGTCAmACATGTACACTACATAGCAAGnGAT^^ 
TTAAGTCTTTAACnOJAATACnCATCATGTATGTAACCnCCATGmGCnCTGATAAATGG^ 
CTCAATGACATTAGCCAAAGTTGGGTnGCCAnCATCCCCTAGGCATGGTAAATCnGTGTTGTO^ 

>ncrc9464.seq 

TCCGGNGGGCAGATTAGAACATGATGAnGGAGATGCATGAAACGTGATTAACGTCTCTGCGTAATCAGGTCTTGCAACACCCTGATTGCTCCT^^ 
>ncrc9466.seq 

GACAAANCCACAAATTCAGGAGATATAAAATCTNNATCAATTAATTCTTAATAGGCTnATCGnTAnGCnAATCCCTC^ Mil 1 GTCTCAAGATTATATTATAATAATG 

nCTCTGGGTAGGTGnGAAAATGAGCCTGTAATCGCTCAGCTGACACATAATTNGAATGGNGG 

>ncrc9467.seq 

GNmCCCnCGGGGGnCAAGNATGTCGAATmNGACGTGGTGGGTCCTCTGGTGCNAAAnCCGGAmCCnGGGTCTTCCGGTAGGAGCTGTAATCAA 
AGGAGGCAAAAACCTGTATATCATCTCCGTGAAGGGGATGAAGGGACGGCTGAACAGACTTCCCGCTGCTGGTGTGGGTGACATGGTGATGGGCAGAGTCAAGAAAGGC 
AGCTCAGAAAAAAGGTACATCCAGCAGTGGTCAnCGACAACGAAAGTCATACCGTAGAAAAGATGGCGTGTnCmAnnGAAGATAATGCAGGAGT 
GAGATGAAAGGnCTGTCATOCAGGACCAGTAGCAAAGGAGTGTGCAGACnGTGGCCCCGGATTGCATCCAATGCTGGCAGCATTGCATGAlTGTCCAGTATAm 

>ncrc9468.seq 

ATTGGNCTAGGAGnAACACATTCACAmANTGTCTATmCTTGTGTGCCnATGAGATGGCnnCTGACTGTATCTCAATAGTCT^^ 
ACTGTmCTAAAATACTACTACTCAAGGCTCGGAGmGTATTTAAATOCACTGACCAAGTMCMTGTATTCCATTTCAGGM 
dASTGTGGCATGGAGCATATGGACnGACAGACATCTCTCACCCAGACGCCCACGTGTGAACACACCCACATCCACATCTCTGGGTGGAAACCAGCCTAGA 
TpTGnGCmAGAACCGTCTmc™CCCTmAGACTCGTGTmGTATGAGACACCAnGCAAGAAAATm 

>f^469.seq 

(j^rrCTNCCCCTCTCTACAACCCTCTGTCCTNTTCGCTTCTTCTTTCTTGGmGATCCTGACTGGTGTCATGGCGTGCCCTCTGGAGA^ 
yi^^^GTACTCGGGCAAAGAGGGTGACAAGnCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACGCGGGAGCTGCCCA 
/CGMGCTGATGAGCAACnGGACAGCAACAGGGACAACGAGGTGGACnGCAAGAGTACTGTGTCTTGCTGTCCTGCATCGCCATGATGTGTAACGAA^^ 
T^GCAGCCCAGGAAGAAATGAAAACTGCTCTGATGTGGGTTGGGGGGTGTGCCAGCCTGGGGCCCTCGCTGTCGCCAGTGGGCAC I U i 1 1 1 II I CCACCGTGGCTCCTTCANACA 
GSlGC 

>Mc9470.seq 

A^GAAGNACnGGAATCGGGCATGAGTCTGGTmNAGAGGTGTCGGGTCAGGTGGCGGNGCTCAAGGAGCAGATGACAGAACAAAGGA^ 
(SCAAACACACCCCATGTGAATCATCACATGCCACCACACTGATACCATGGGGGGAAGCCGTGACTAGCCTTTCATCAGTGTCCTGCCTGA 



(^AATTmGTAnCTOGTGGGGATGGGGmCGCCATATTGGCCAGGCTCGTGTCAACTCCTGACCTCGTGATCT^^ 
/s||^CGCTGCACCCGGTCCAAGTAAAATTATmAACAATATACTATGAAGAGAAAAACACTGGC 

>yc9472.seq 

(iKnGCTGGGAATGANATNCCGAAACAAAmGGGAAATACCATTGTTCCT^^ 

TGCCTAAAAACCAGTGTAACATmATTCTAAGTCAGAAGTAATTACTGAGCTGNGGGmGTGnCTGTATG^^ 

GGAGAA™TAACCAGAAACATCTAACTGnATATTATACATACATGTACTGmAACTGTAATTGTGAAAATGCAT^ 

>ncrc9473.seq 

ACAATANNGGAATAGGAAAAmGATGCTGTNNTTnGGGTCCTGTATTmCCAAACAACTGTGCTTCTO^ 

GTAAmAAAACATCTCAATTAAGTCTG TCTAT CAATAnGTTCnCAAGCATGTTnAGACCTAGAA^ 

mATAGCAAGTGTGAAATAGTTACCATTTmCCTGATCTGTCATCTTCATAGCACAACAAAACGAAATGATGG^ 

AAGTACCAAAGCTCACTACTGCGGmGCCTGTGCCTGGACAATGAGGCGGAGCCACTGnGlTGGGGCACCCCCTTCCCTCCCCCGGGTnGC 

GTATTCAGCAAC 

>ncrc9474.seq 

CTTCCCCAATCGGGTTCTACTTTCmmANTGTAGGAAAGTCTAAGTTACTTTAAAATmCAAATTA 
nCACTACTGGATTTCAnCC 

>ncrc9475.seq 

GAAGCCTGCGGTNGTGACTTCAATCACATCAATGTAGAACTCAGCCTTCnGGAAAGAAAAAAAAGAGGCTCCGGGnGACAAATGGTGGGGTAACAGGAAAGGA^ 

CGGACTATTTGTAGTCATGTACAGAACATGATCAAGGGTGTTACACTGGGCnCCGmCAAGATGAGGTCTGTGTATGCTCACnCCCCATCAACGnGmT^ 

TCnGTTGAAATCCGAAAmcnGGGTGAAAAATACATCCGCAGGGTTCGGATGAGACCAGGTGTTGCnGTTCAGTATCTCAAGCCCAGAAAGATGM 

ACAnGAGCnGnTCAAATTCAGCGGCnTGAnCAGCAAGCCACAACAGnAAAAACAAGGATATCAGGAAAnmGGATGGNTTCTATGTCTCTGAAAM 

CTGATGAATAAGATCTAAAGAGT 

>ncrc9478.seq 

AGmCTCCAGATGACnCAAAATAAGCCnATTTnGTAAAnTATGnAAAmTAGGTGnAAGTTGTGAAATACCTAATGATGTG 
GGCTGTTAAAAnCATTTCTAGCTAATAAACTGTGCTATAACTTCnr 

>ncrc9480.seq 

GAGGGGGCAGGCGGAGCnGAGGCAACCGCAGATAAGTTTTmCTCmGAAAGATAGAGAnAATACAACTACnAAA^ 
AGTTmAACGTAATmAATAGCTTAAGATmAAGAGAAAATATGAAGACTTAGAAGAGTAGCATG 
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>ncrc9481.seq 

GAGNCGAGATCTGTMTTCATAGTCACATTNANGGTCATCMGACCAGGAAAAACMGAMGACATACTCMTC 

GGATGTCATTGACGATAATGmATGGAGATAAGGTCTAAGTGCCTAAAAAAATGTACATATACCTGGTO 

ATGGAATGGGGTAnGGGAGTGCTTTmAATTmCATAGTTTT^^ 

>ncrc9483.seq 

GTGTACNCGACTGCACAnGGmCTGnCTnGGCTAmGCAAAACCTCTCCCACCCnGTGmC^^^ 
ATAGCGGGAGAGACCTCATGCAGAmGCATTGTTnGGAGTAAGAAnCAATGCAGCAGCCTTAATT^ 
AHAAAAACAAIGGTCAGAGC 

>ncrc9484.seq 

GGAGAGNCCTGGCTGCTGTGTCCCGCGGCnGNTCTCCGTAGTGGACTCCGCGGGCCTTCGGCAGGAATCTAGAAAACTGTATCTGAAGTTGnCCT^^ 

GAGGTGCTAAGTGGATCCTCTGGCCAGCTGACTGCACnCnmTGAGAAAGGAAGGAATATATCCTGACTGAnGTGGGCCACATC^^^ 

TGAGGTTCCTCAGAGAAGAAGGAAATGTmAAGACTTCAGCATCAATTCCTGCCTGAGmCTAGCCTGGTGGCCTG^ 

ATAAATTCCTC 

>ncrc9485.seq 

CTCACNGCAACCTCTTTCTCCCAGGCTCATGNTATTCTCnGGGTOGCCTCCCAAGTAGCTGGGAnACAGGCATGTGCC^^ 
GGGGmCACCATGnGACCAGGCTGGTGTTGAACTCCTGACTTCAAGTGATGCACCCACCTCAGCCTCCGAAAGTGCTGGGATOCAGGTGTGAG 
CGACACTmAATAGCATGATGTACAGAATCAGAAGATATAGCGAATCAGTGGAAATTGAAAnTTCTGAGGCTCTTGGTGGCGTGTGCCT^ 
CAGGAGAATTGCTTGAACGCGGGAGGCGGAGGnGCAGTGAGCGGAGATCATGCGACTGTACTCCAGTCCTCGAGCCTGGGCAACAGAGGAAGACTCCAT 

>ncrc9486.seq 

TGGCCGGCTGGATTNNGTAGACCTGATAGATATCTACAGNNNmCCACTCAAAAGCAACAGAATATACAnCTTCnGGCACCACATGGCACmCTCTAAAAC^ 
AAGTAAAACCCTCCTCAGCAAAnCAAAAGAACTGAAAnATAACAGTCTTTCAGACCACAGCAGAATCAAAATGGAACTCAAGGATTAAGAAGCTC^ 
d^CTGAACAACCTCCTCCTGAATGACTCCTGGGTAAACAATAAAATTAAGGCACAAATCAAGAACnATnGA^ 
/^TAAAGCAGCATTAAGAGGAAAATnATAGCACTAAATGCCCACnCAAAAAGCTAGGAGGATCTCCAATTGACATCCTAACATCAC 

cMaccccaaagctagc 

>jBc9487.seq 

qp^AAGCAGGAGAATGGCnGAAAGCGGAAGGCGGAGGnGCAGTGAGCTGAAATCATGCCACTGCACTCCAGCCTGGGCAACAGAG^^^ 

>rM:9488.seq 

Tp^AATGTGTTGGACAAATGTGAAGATGCA^GTGGT^AACCATATGCCCACAmAGTCTCT^ATTCCT^^ 
ACfiAAGTGATATTTCTCTAGTAGTT 

>llcrc9489.seq 

TpGGNCCATGAAACCATTCTnCCTCCTGGGCCTCTGAGCTTGTGATGGGAGGGGCTTCnTGGAAGTCTCTGAGATGCCmGAG 

ass : 

>l|i5c9491.seq 

dllAACACGCAGGATATATTAGAATCTGAnNmCTCAAGGATATGAGGTGCCTGCAGAACmAmA^^^ 

(^AGG AAGAGGnGTGGCAGCACTTGCCTGAAGGTATGAGACCAGATTCTAATCmATGGTmCCATGGGAAnGGTGAW 

I j5D I i GTGGGAGAAGTmAGATCGGmGGAGTCGGCTTTATGTGGGAGGAGAGAAAAAGCTTGCTCTAATGCmCTGGACTAATTGM 

Gi^nGnCAAAAAGAGTATGAAGGCTATGAAGTAGAGTCATCmAAAGGATGCCAGCnTGAGAAGGAGGCAACAGAAGCACAA^ 

tUmg 

>ncrc9492.seq 

CAAATAAnCACGACATGTACAATATGCCAGGTACTGGGCCAGnCTGGATACAGTGGGGAGAAAGGAAGGCATGGTCCCTTCCACGAC^ 

ATTAAGGGTGACCTGTGnGGTAACCTGAAmCATCTAGAACTGTGGACTGnCTGGCTACAGGTTCAAGTGCTGGGGCCGGCAGTGGAGAGTO 

GGAGAGAATATCAGCGACAGGACTACATGGATGCCATGGCTGAGAAGGTCAGTGAGCCAGAAGGCTGGCTGAGCCCCCATGnTGGGCAGTGTGCGTGTACm 

CAmQAAGAGGCTGGGCGTGGTGGCTCAGGCCTGTAGTCCCAGCACTnGGAAGGGCGAGGCAGGGGATCACGTGGGGTCGGGAGmGAGACCAGCCTGACGA^ 

ACTCTGTCTCTACT 

>ncrc9493.seq 

ATAGAANGNTTmACCCCAACTACTGAATCCTTNTAGTACCAAATAATATATAGTAAAACTAAGAmAAGGnGTG^ 

TCAAGCTTnTTAAGnGAGTGTmTATTTCTGCAGTTATTAGnGGATCCTCCACATCnGCATATATAGATGGGCTCAATTAm 

CAGTGATCAGCATTGAATGGTTGTTAGGCAGCCATGTGCTCAACACTGAmCACCTGTTGAGTATAAACTTTnAAAm 

>ncrc9495.seq 

TGGAAGACmAnGGATNGANCCAGAGAAACTGCGTAAmCATTTTAGCATGTCAAGATGAAGAAACGGGGGGAmGCAGACAGGCCAGGAGATATGGTGG^^^ 
TTATTTGGAAnGCTGGATTGTCACmTGGGAGAAGAACAGATTAAACCTGnAATCCTGTCmTGCATGCCTGAAGAAGTGCTTCAGAGAGTGAATGTO 
CTAGAnCATTGAATTGAAAGnGCATAGTATAGmTGCCATmAACAmCTGTAmGAAGTGCTOTCGAATCTAAAAGTGAC 
nTAATAAATTATATAAnATACATATTG 

>ncrc9496.seq 

GAGATGGCTAGTGCTTCATCCANCCAAAGAGGTCGAAGTGGnCTGGAAACmGGTGGTGGTCGTGGAGGTGGTTTCGGTGGGAATGACAACnCGGTCGTGGAG 

GGTCGTGGTGACTTTGGTGGCAGCCGTGGTGGTGGTGGATATGGTGGCAGTGGGGATGGCTATAATGGAmGGTAATGATGGAAGCAATmGGAGGTGGTGGM 

mGGGAAnACAACAATCAGTCnCAAATmGGACCCATGAAGGGAGGAAATmGGAGGCAGAAGCTCTGGCCCCTATGGCGGTGGAGGCCAATACT^ 

AAGGTGGGTATGGCGGTTCCAGCAGCAGCAGTAGCTATGGCAGTGGCAGAAGATmAATTAGGAAACAAAGCTOGCAGGAGAGGAGAGCCAGAGA^ 

GnACAACAAGATTTGTGAACTCAGCCAAGCA 



>ncrc9497.seq 
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GMTGCGGGGTCGAGAGCTGATGNGCGGCAnGGGAAMCCATGATGCAGAGTGGCGGCACCmGGCACATTCATGGCCATO 
ACTACATCTGTCCCTTCCCATCAATCCCAGCCCATGTACTAATAAAAGAAAGTCTTTGAGCGGN 

>ncrc9498.seq 

ACGNGCAGCTCGCCATCTNCACCCCATGCTGGGCGTGTCGCTCncnGCTTGTCGnCTC^^^ 

CGCCCCAGGGTTCCAGGACATAGTCTGAGGCAAGATGGAGGGTATGAGGGGCCnCACACNTCACTTCAT^^^ 

AAACAACTTTTAmCCTCAGAGTCTTCCnAATCCTATGGAACAAGAAG^^^^ 

>ncrc9499.seq 

AAATGAAnGTAAATGCAAGGTGNnNnGGAGTGTGTOTTGTOTTTTACTTGAnTATGAGTTATATGTGnGGGGTA^^ 
ATGGTCTAGAAAAATGGAGGnGGCCACCATGAATTTACTCAAAGCATAGAGTmATATGATTAATTCT^^ 

>ncrc9500.seq 

AGTAGGATOTTCAGTAGATATGCGAGCTAACCCCCTGTGTCAGACACCTAAGAGATACAACTGATGATTnCAAGAAGAATAG^ 
CACCCTATATmCTGAAAACAAACGGTATATAGAGCGTCCAmAAAAGCTAATAGGAAATCnAAAGCGTGCGCGCGCGCA 
ACACACAAAACATTGAATAAGCATCAGGAAATATATACGCTGTACCCAACATGCACAAGGTCTAAGCAATGAAGAAAAAG 
ATAAAGACTTGAGGGGGGTGTNTCTATTTAAAAGGnATCAATTANAAATT 

>ncrc9502.seq 

GATTAGGCGGGTAGCAATAGAGGNNATGAGAAGTCGTAGCTTCTGTAGGTATTTGGAAGATATATATTGTGAAGGATTTGCTGATGAAT^ 
TAGAACATTAAGATATmGGTCAGATCATCTGATCAATGGAAAGGTCAGnATAGTGGACAGATTATGAGAAGAACAGGTnGGG 
AAGTmAGATGAnATTGATATCCAAGAGATATCAATAmGGGATCAAmGGGAAATATGATCCCAAAGTTCA^ 
CAGTGAGACTGAATGAGATAAAATAGGGAGTGAATGAAATAAAGA 

>ncrc9503.seq 

{f^GCCCAAAGCTOAATAnGGATACTGNTNNGTATACATGAAAGAAAAnCCTTTCCGAAGCTA^^ 
■lefGATGTAAAAAAGGmCTCAAGnGTACTACCCACATAACTGAAAATAnGGCCATTTGGCCnATCT^^^ 
T:t|TAAGGGGTAAAAAAnCAATTCAATACTGACAAACTTTTGCTTGTAGTmACTGTACAm^ 
AgrCAAATCTTTGTCACGTGTGATATOTAATCTTCTATGTAAGmmAAn^^ 

>ngrc9504.seq 

OAtCAAAACAGTAGmAAAGAGNCGAAAAACTGAAGTTGATGTmcnAACA^ 

GWGGCTGGGTGCAAGTGGCTCAGGCGTGTAATGCGGGCACmGAGAGGGTGAGGTGGGAGCATCACGTGAAGCCAGGAGTTGAAGACCAGCGTGGGCAAC^^^ 

l^CTAGTAAAAATACCAAAAAAGnAGCCAGGCATGGTAGCCGCATGCCTCTAATCTCAGCTACTCGGGAGGCTGAGGCACCGAGAA^^^ 

GT$AGTGAGACTGTGCTACCGTACTCCAGCCTGGACGACAAAGCAAGACTCTATCG 

>!ncrc9505.seq 

AgGCCCGGGGAAGGGNCNGAAAATCTGGATTCTACCCCAAGTNCNGGGGCACAGATAGAAAGCTGCTGAGAGACTACACTCTGAGGTCAG 

glCCCTGnCCTCTACAGCGAGGTAAAGGTTAGAGGCAAGTCTCGGAGATGGAAACCCAAGGTCATGCAGTTGTGCC 

G^TCTCAAGCAGCTCTGACTGATGGGGGGNCCGGAATnTNCAAATGGCTCTCCAATGACnCCAAGT 

>f]^c9506.seq 

€gTGTCCCACATCNACAAAATGAAGAACAAATACCATATGATCAmCA^ 

AaMGGAACATACCTCAACATAATAAACAACAACAAACCCACAGCTAGTATCATACTGAATGGGGGAAAAATGAAATACmCCm 

qgGACTGnAATATAGTACTGGAAATCCnGCCAGAGCAATTAGACAACAGAAATAAATAAAAGGCATCCAAAAGGGAAAGG 

CTTATATTTAGAAAAAAACTAnAGAATTGATAAAnCAGTGAAGTTGTAGGATACAAAATCAACAT^^ 

>ncrc9507.seq 

AGGANCATCCAGGAGGATTmGTGTCAGGCCTAAAGmCTAGGAGGTCCTGGAGAACAGCTTCACTAGGATCAGGCAGGAAGCAGGGGGT^^ 

TGTGGTAnCAnGAAAGAAAnCTAATGCAGAGTTCTCTGTATAAACCCnCCCAGAGnAGCCAnGCTAATCAGTTGATCCATAAGCTM 

AGAATGGGATATGCATAAmAATGAGATATGAGAGGAAGATGmGAACCTCACnGATTm 

>ncrc9508.seq 

AAGATATCCATTGCCTAAnGGCAGTCTTCTAGGTGGATAAGTAGTTCTCACCAAAATAnGGAAAATGCCTCAGTGAAAGGTCn^^ 
MCTACGmATAATACCAAAACAAACTACCAAACATTCTTATATCnTAAGTAGAAGTTTTCAAAATGAGGTm 

GACTGTGCTAAGCTCTCAmAmTCTGTGTmATACTATCnGTCAACmGAGCTATCCAAGCATTGATT^^ 
>ncrc9513.seq 

AAATGTOGGAAAAnAAGTGTTTTTTATmTAGATGnATAGTAnACTAATAGATGAACTTmAA^ 
CC™GCTGGGAAAAGGTCTAmCAGGncnCTAATATCTACCTCAGGTATAAAAmCTTTrGA 

>ncrc9514.seq 

CATTGGTGACCAAGCAGGCTAGAAATAGTAAGTAGTCTNCTGTGGGGGAGGNATACTTGG m i mv. u mm i v^v^im 

>ncrc9515.seq 

AGTAAACGCACTGGnAATGATAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGTTTO^ 

AAATCAGTACTTmAATGGAAACAACnGACCAAAAAmGTCACAGAATTTTGAGACCCATTAAAAA^ I bOb I b I bbOAbTTTTAAGTTATTAGTmTA 
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>ncrc9517.seq 

TNCnCMGNCTGAGTGCAGAMGCACCGTCTmACTAGMGMGACMTAMATGnGGTCMTGMCTGMTC^ 

AAGAGAAGTAGCTGTGAGACAGCnCAACAAAAACGAGATGATGTCTTAAACAAAGGATCAGCAACAAAAGCTCTGCTGGAT^ 

TGCAGGAnCAAGGAAGAAAnAGACCAGATGAGAAGTCAATnCAAGAAATACAGGATCAAC™CAGCTACTATAAGATGTA^ 

GTAGAACATGTGATGATGAGAAAAATOTTAAAAAACAGGATGACCAAAnGAGCGGCTTGAGAAAATCCT^ 

TGGGTTCACCTATTGAAAATT 

>ncrc9519.seq 

CTGCGAGCGTAAGTGCGGGCAGAGCACTNNGCCGmGGGAACGCAACmGAGGAGACAGTGCGGTGGACTTCAGTGAAGnCCmTGACnCCCCTGA^ 
GGGGGCAAATGAAAGTAAAAGGCTCTAATACAACCTATAAGGACTGCAAAGTATGGCCAGGGGGTAGTCGGACnGGGAnGGAGAGAAACAGGAAC^ 
AGCCTGCAGATGTGAAGGAAGTTGTTGAGAAGGGTGTACAGACTCnGTGAnGGCCGAGGGATGAGTGAGGCCnGAAGGATGGAATACAGGGGGCACAG 
AAGCAGAGGCTGCHGATGC 

>ncrc9523.seq 

AACGAGCNAGGCGATCCATAAGGAGGGCTGTGTNGAGAAGAnGGGGGCTGGCTGAGGAAAAATGTGCTGGTGGTAGCTGCAGCAGCCCTTGGAATTGCT^ 

GAATTGTCmGCCTGGTGCCTCGTGAAGAGTATCANGAAGTGGCTACGAGGTGATGTAGGGGTCTGGTCTCGTCAGCCTCCTCATGTGGGG 

TCAATTAAACGGATTATTnTTCAC 

>ncrc9524.seq 

GNGGGGGGCCNCCCACTAGTGAAATAGCCGGGAGTACNNNTCACACTTTTCTTCAAATAGGCGATCTTCTTnACTGTCAATGATCTTATO 

TCTmGGAAnGGGTGGGGCATAGTTCTTACACAGATGGTGAATATGTOGTAGnGTCTmGCAT^ 

TTTCTTCCTGTCACTAAmCTmcnCATTOTTmcnAACTGTTmAAAGnCTAGAATGmGn 

TAGTCCAAnTATATGTAAGCATTAAAAATGAGTCTTGATGAAmATGGACAmATTAAGGCAmGCTATGTTCTAGGTACT 

AAGGGCTTAAAC 

> ltdfc952 5.seq 

/rfnTGCAGGATGAATGCCTGTATnGGTCTAGGAACAGTACATnTAGTCTGAnTAGAATTA^^^ 
^GGGTTTGTGAAAATATGGNATAAAAGGGGTNTTCATmCGTGTGCnACGTATOTTGNATAAGAGCTAn 

>SSc9527.seq 

GmTGTCCnAGCTGTACTATAAGTAGTTGGmGTATGAGATGGTTAAAAAGGCCAAAGATAAAAGGmCTTm 
GT|TGATGTATGTGTGAAACAATGTTGTCCAACAATAAACAGGAATmATmGCT^ 

>||crc9528.seq 

QG^TGTCAACAGNAnACCTACCANNNNTAnCTCCCTACCAGCTCACCTGGGGCCGCCCAAGCACCCGGATACAGCAGCAGC^ 

GeCAGAGAGTGAGGATGAGGAGAGCTATGACACAGAGTCAGAGnCACGGAGTTCACAGAGGACGAGCTGCCCTATGATGACTGTGTGmGGAGGCCAGGGT^^^ 
C^CAAAGGGGCTGAAAGAACATGGACTTGTATAmGTACAAAAAAAAAAGTTnATTmCTGA 

>|K;|c9530.seq 

ClgSTCNmGGCCGGGGGGTCGCNAGTCACGCCACTATCGAAAACGATNGGCATCCCGGGGTCGCTCTGGAAGTCGGTCTAGAAGTCGC 
(MGATGACAGACGGTCTAGAAGTAGAGATAGAGATAGGAGGAGAGAGAGGTCTCGTAGCAGGGATAAAAGAAGATCTGGGTCA^ 

m^AGAGAGAGACAGAAGCCGAGAGCGAAGAAGATCTCGAAGTAGAGACAGGAGACGCTCAAGGAGTAGAAGCCGGGGCCGGCGATCCCGATCCTCCAG^^^ 
A|S|AAACTGAGAATAGATCTAGGTCCAAAGAGAAAACTGATGGTGGGGAAAGTO^ 

>|||c9531.seq 

annaccctgaggtggggagtngagaccggtnttggccaacgtgatgaaaccccgtgtctactaggagtgcaaaaaa™ 

cccacctactcgggaggccggggcagggggatccgcttgggcctgggaggcggaggttgcaagtgggccgagatcgcgccactgcactccagcctgggcaacgagagcgaanct 
ccgtctca 

>ncrc9535.seq 

cgcactcgatatagtaccgcaagggaaagatgnaaaattataaccaagcataatatagcaaggactaacccctatacgttctgcata^^ 
ccaaagctaagacccccgaaaccagacgagctacctaagaagagctaaaagagcacagccgtctatgtagcaaaatagtgggaagamatagggu 

CCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGTTCAACmAAATTTGCCGAGAGAACCCTCTAAATCCCCTTGTAAATTTAACTG™^^ 

CTAGGAAAAAACCnGTAGAGAGAGTAAAAAAnTAACAGGCATAGTAGGCCTAAAAGCAGCCACGGAnAAGAAAGCGnCAAGCTCAACACCCACU^ 

TAACTGAAC 

>ncrc9539.seq 

NGGCGCAAGCGCTGAAGGAATACCGCANNTNGCACCGGGAGGAGTGAGATGTGGATGnGCTTTTGCACCTACGGGGGCATCTGAGTCCAGCTCCCGCGAAGATGAGCTGCAGCCG 

CCCAGAGAGAGCTCTGACGTCACCAAGTAACCAGGCCCCAGCCTCCAGGCCCCCAACTCCGCCCAGCCTCTCCCCGCTCTGGATCCTGCACTCTAACACTCGACTCTGCTG 

GGAAGAACAGAAnGCTCCTGATGGAACTAAnCAATAAAAGTGTCTTGTGAGCCG 

>ncrc9542.seq 

AGCAGGGGGGGAAANNCATTTATAGATCAmCTAGGCAAAAnGTGAAGCTAATGACCAACCTGmGTACCTATATGCAGACTCm 
GAAGAGAAAAAAGNGA 

>ncrc9543.seq 

CATATACCGGTGTGTACGTAGGTGTATGTGTNnCTCTGCACGTATATCTCTTCTGTCnGAAGACCCTGnAACTTTGTGAAATAACTTCCACAmC^ 

ATAAAGTAATATGAAAAACACCCTGCGTGAAGTCAAGGGTGTGAACAGGTCAAGAATAACACTTCAAAGTCATCTTGCCAGCCAGGCGTGGTGGATCAGGCCTGTGG 

TGGGAGGCCGGGGCGGGCAGATCACCTGAGGTCAGGAGTTCAGGACCAGCCTGGCCAACATAGTGAAACCCCTTGmACTCAAAATACAAAAAnGGCTGGGTGCGGGTG 

TGGGTGTAGTGGGAGGTAGTTGGGAGGGTGAGGGAGGAGAAnGCnGAACGCTGGAGGCAGAAGTTGCAGTGAGGCGAGATGGGACCAGTGCACTGGAGGGTAGGAGAGAAAATG 

AGACT 



>ncrc9545.seq 
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CmACTNNTTMGCTGAGACAGCATGmAnGNCACCnATTGCMnGGACTATCCTMnGMGAMnAAAA^ 
AAnGAATAGTGCAATGTGCATTCTGTCCTGCmcmGATGTCTGTAAGAACAGGAnCAAAA^ 
AACCTAncmGAAAATAGAGGGCTGGGTCCCTTGAGAATGCACniGTGAGATCCACCCACTGCCCCCAAAACAnGCT^^ 
ATGATAATCCCACCACCCnGCTGACTCTTTmCAGACTCAGCCCACCTGCAC^ 

>ncrc9546.seq 

CNAGGTWGCTCATGCGTGTAATCCCAGGACmNGGAGGCTGAGGTGGGCGAATCATTTGAGGTCAGGAGnCGAGACCAGGCTGGC 

AnCAAAAAAAnAGCCAAGTGTGGTGGCGGGCACCTGTAATCCCAGCTACTGGGAGGCTGAGGCAGGAGAATCGCnGAACCGAGGAGGCAAGAGGT^^ 

CCACTGCATnCAGCCTGGGCGAGTGAGCGAGACTCTGTCTC 

>ncrc9547.seq 

ATNNCATGTTCATTGCmGmGTAGCATCAAAGCAAAACAAAACAGGAAACAATTTGAATGAGTATAGAGGAGAAGTTGACC^ 
AGTAAACAGAAmCnGACCTGAAAGAGAATGTCCATGATATAGTGTTAAATAAAAAAAAGAGCAAGnACAAGGTAATTTGTATAATATM 
AACATTGmATGTGTATATACGAGAGCnTTGCTCAGGAGTAGAAGGATAGATTCCAGGCTATTAGCAGTGGCTAGCCAAGAGAGTGGAAAGGGAM 
TAAAGCCACTGATATATCnGGCAnAmTGCnGTOCAGTAAACAGTCnCATCATTCAAAAATAATAT^ 

>ncrc9548.seq 

TAGACGCAGGAGGTmCAACCTAGTCACATOTCAGGACGTACCCCCTCGTGGmGCACACCTGCAAACTCTTTTACTTGGGCTGAATATTOGTG 

GCTCCTGTGGCAAATTCCCGGATTAAAAGGnCCCTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCnGCACAAGT^ 

CAACAGAGAGGCnAmGAGTnATGGTAGAAGATGAGGCTTCTGGGATAGGCGCAGAAGnCCTGATGACCGCGACTTGGAGGCCTCCCTAGGCCCAGTGTGGCGCTO 

CAATGCCATCnGGAGTGGTCCAGTGnCTGAmGGGTCTGGAGAAAGTGCCAAAGGATCnCCCCCTGACACAACTCTGCTAGACCTGGAAAACAAG^^ 

TGGAGACTTTA 

>ncrc9549.seq 

AGAATCCCNCAAATTATAGCCTGGTGACAAANNTNnCATAGTGAATOGTACTCnNNAATACTNCTATAATOGNTCATCAGGAAmCNT^ 

GTGCTCTGCNGCTTGAGGTAAnCAGCATCnCAGTAGGTNCTAAAAAATAAGGATCATCAATGCCAnATCGCAGACAGCATCAGCNGATGCACCTGTTGAGAG 

df#rATGAGGAnCTGGGmGATTGCTCCTAGTNTCATCTGCTGCATCTGGNGrW^CTCnCTO 

>i5erc9550.seq 

d^AGGTNCATATTTTCTTTTGTATTCCTGGCAAATACTCCTGCAGGCCAGGAAGTATAATAGCAAAAAGTO i 1 1 i 1 1 

iflAATGGTAAATGACGTTGTATATAAATATTGCGATATCATGGTACCTATAATGGNGAT^^^^ 

QffAATrrrmTCTGCTGGNGGAmACATAnAAATTTmCTGCTGGNGGATA^ 

>njCTc9551.seq 

di|i@AAGAAACACATCTGGTnGGTNTNAACCATCAATGGTGGCTTCCAmCAGCTATGGAGATGACAA^^^ 

l^ACGGAAGGGTCCCAGAACATCACCTACCACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCGGTGCT^^ 
AfCCGGGCAGAGGGCAATAGGAGGnCAGGTACACTGCGCTGAAGGATGGCTGGAGGAAACATAGCGGTAAGTGGGGGAAGAGTGTTATCGAGT^^^ 
C^CCCCATCATTGACATTGCACCGATGGACATAGGAGGGCCCCGAGCAGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAAACCT^ 
qpGGAAACCCAAAGGAGCCAAGTACTnC 

>KSc9552.seq 

/ftlCCNCCAGTGTACTGCAGCCTGGGCAACATNlTAAGACTCTGTCACACACAGAAAAAAAGATAATCCACCATGATGAAGTGGG 
CpiAAATGAATAAATGTGATACACCACATAAAGA 

>yc9555.seq 

Nl^GCCCCATATGTCTGCATATCmGTCTnCTATGCATATATAnAAACCAGGACTTCAGGATAGCATCACACAmGGTTG 

AACTGCAA™CTmGCACGAACCTAATAGmGAGGTA6GGGTTGGGTGGGAGAGAAGGAGAATCAAC™nAATATGC 

TTATCATCACTATCATCATCGACATCATCATCAACATCATGACTGCTCTAATGnCnAnATGAGCCAGGCAGTAGATGACAnA 

CTTAATTATCCTCATGTTATAGTrAACAAAACCATGGATCTGAGAGACTGTCCAACTCATGCAAGAACACCGAGmGTAAATGTCAGA^^^ 

CCAAGTTCATGA 

>ncrc9557.seq 

AATGTAAGCNTGAnGTACAAAAAnCGGAACATGTCTrAATACAAATATGGTACATnGACAGTTTCTGAAACAGAnAn™ 1 1 { 1 1 1 ICCTGG 

NTATTAGACACACAC 

>ncrc9558.seq 

GNGATCCCCATTGTTAGGTGCTGACCTAGTACTGTAGATGAAGTGAGGTCCTTGTTTTGTmGTTCATAATACAAAGGTGCTAATTAA 
TGCTAGAAGAAmGAGAAGAAATACTCCTGTATTGAGnGTATCGTGTGGTGTAnmTAAAAAAnTGATTTAGCAnCATAnTTCCATCCT^^ 
TTTGCCCAAATCTTCnCAGATTCAGGAmGnGmGGCAGTCTCATmCATGnGTTGCATGGnCCACAGAAGGTTTGmcnGGGCM 
GTATATGTGAGATGnTAAATAAATTGTGAAAAAAATGAAATAAAGGATGmGGTTTTCCA 

>ncrc9560.seq 

GNCTCNCnCCGCCTCmCCGCGCCGCCmNTGGTGCGCATGAATGTCCTGGCAGATGCTCTCAAGAGTATCAACAATGCCGAAAAGAGAGGCAAACGCCAGGTGC™^ 
CGTGCTCCAAAGTCATCGTCCGGmCTCACTGTGATGATGAAGCATGGTTACAnGGCGAATnGAAATCAnGATGACCACAGAGCTGGGAAAAnGnGTGAA 
GGTAAACAAGTGTGGGGTGATCAGCCCCAGAnTGACGTGCAACTCAAAGACCTGGAAAAATGGGAGAATAATCTGGnCGATGGCGCCAGTnGGm 
GGTGGCATCATGGACCATGAAGAAGGAAGACGAAAAGAGACAGGAGGGAAAATGGTGGGATTGTlTnCTAGGGATGT^^ 

>ncrc9561.seq 

TGTACCAGTGGATTAAmGGGCCAGGAAAGTGTCATAAmGATACTGTATCTGTmCCTTCAAGGTATAGAGCTmGGGGAA 
CTGGGCTGACATTAACTACAATOTGGGAAATGCAAAAGTTGmGGATATGGTAGTGTGTGGTTCTCnTTGGAAmTTTTCAG^ 
GCAGAGCAAAGGAAGTGGGTTAATGATGCTGAAGGGAmGTTGTGATGGTAGGTTnGTAnATGAAGTAAGATTGTATm 
AATACTmCCAnGTnAACTGCAAAACAAGATGnAAGGI^TGGTTCAAAAATmGTAAATTGG 

>ncrc9562.seq 
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ANATCCCCMTTTnAAMCTTCTACATGTATTmCACATGMGATCTC^^ 
TCATCATTTTC 

>ncrc9563.seq 

AGNCCCGAATGTGACTTCCAGGAATTCmGCCmGTTGCCATGGTTACTACTGCCTGCCACGAGncmGAACATGAGTGAGATTAG^ 
ATGGTCATGCAAGAAAGCAGAGAGCAAGGGCnGCAGCGTAGTAGGAGCTGAGCmCCAGCGGTGnGTAGCTAATTAGGAAG 
CmCCAAAGGCTGTmAACGGCCTGCATCAncmGTGCTATATTAGGCCTGTGTGTAAGCTGACTGGCCCCAGGGACTCTTGT^ 
AAAGCGTGCAGCGTGCAGCCCGCCATGGCCGTGTAGACCCTAACCCGGAGGGAACCCTGACTACAGAAATTACCCCGGGGCACCCTTAAAACnCCACT^ 

>ncrc9564.seq 

AACACNCCAAATGCTGAGAGATTTrGTCACNnCAGGGCTGCCCTAAAAGAGCTCCTGAAGGAAGCTCTAAACATGGAAAGGAACAAC^ 
TTGTCAAGACCGTCAAGGCTAGGAAGAAAGTGCATCAACTAATGAGCAAAATAACCAGCTAAGATGATAATGACAGGATCAAAnGACACATAACAATAn^ 
CTAAATGCTCCAAnAAAAGACAGAGACTGAGAAACTGGATAAAGAGTCAAGACCCATCAGTGTGCTGTATTCAGGAAACCCATCTCACGT^ 
AGGATAGNAGGAAGATCTACCAAGC 

>ncrc9566.seq 

GAGAATNNAAATGCCCTA6CCGACnG™CNNNAAGGCACACCTACACCCCnATCCCCATACTAGTTA™TCGAAACCATCAGCCTACTCATTCAACCAA^^ 

CCTAACCGCTAACAmCTGCAGGCCACCTACTCATGCACGTAATrGGAAGCGCCACCCTAGCAATATCAACCATTAACGnGCGTCTACAGmTCATCTTCACA^ 

GACTATCCTAGAAATCGCTGTCGCCTTAATCCAAGCCTACGTTTTCACACnCTAGTAAGCCTCTACCTGCACGACANCNC 

>ncrc9567.seq 

AAAAAATTGAAAGAACTTAAGTCTCGAATGTAATTGGAATCTTCACCTCAGAGTGGAGTTGAAACTGCTATAGCCTAAGCGGCTGmACTGCm^ 

nGGGTGGGGGGGAGAAGAAGAAnGGCCATCTTAAAAAGCGGGTAAAAAACCTGGGmGGGTGTGTGnCACCnCAAAATGnCTAmAACM 

TAGGAAGTTTTTTCTACCATAAGTGACACCAATAAATGTnGTTATTTACACCG 

>ncrc9570.seq 

AfefeCTAACCCGCAGATATCTCAGTAGAAACCCTTNTTGCCAGAAAAGAGTGGGGGCCAATATTCAACAnCTTAAAGAAAAGAAT^ 
QSTCATAAGCGAAGGATAAATAAAATCCT™CAGACAAGCAAATGCTGAGAGATmGTCACCACCAGGCCTACC™ 
A^TGGTACCAGCCACTGCAAAAACATACCAAATTGTAAAGACCAnGACATTATGAATAAACTGCATCAACTAACGGGCAAAATAACTAAGTAGC 
ClfiATAACAGTAnAACCTnAATGNAAATGGGGTAAATGCCCCAAnAGACACAGGGTGGCAAATCGGACAAA 

Mo 

111 

>npfc9572.seq 

cfiGnGCCCAGGGTCGTCTGGAAGTGCGGTGNTCAAGTGGCGTGCCCACCTCAGCGTCCCAAACTGCTGAGAnACAGATGTGAGCCACTGCA^^^ 

T^TAAATGTAAATCTAAGCTAAAATAAAAATAATGTATTACCGCTATAATACAATTCACCATTCTCTm 

A^TATTCATCnGGAAGAAGATAATATTCTAAAAATCATGCCACCTGAAnGAGCAmAGGAAmATGTAACATnC 

>ipc9573.seq 

TjSflsCANGATAACTGTTGAATCnACTTCTGNCATGTmGGTGCTGAATCTCACCTCTTAAGT^ 
ASfbTTAAGAACAAATCnAGCTATTGATCATCTCAATCATAAACTCnCAAGATGGCTCCCTCAGGAGCnCCTTAA^ 
dSATGAnAGCnCAAAGTGGACATGCACATGGAACCAGTGTQATCTGnGCTTAAGTnAT^^ 
rSiAGCTGATAATATTGNATCTGGTAATACTGGCCAACTGTnGAGCCTCTTTGAAGTCTTCAGTGGGTT 

OgA 

>lM;9574.seq 

GGCCGGGGTTAAGGCNCTGGTTGACAGCTCAGACTGAACNTNCCACCCTCTGGCATGAGGAAGGGAAGGACTGACTCmCTAAGAAGTGGC 
ATGTTCCTGGTCCCTGATGCCAGCTGCATCATGCGCCTACCTGTGCACAAGTTCCTACAGCAAAAGCTGTGTTCTTGGTGGAAGTAA 
AGTACGGTCACTCATACTmCAAAnGnATGGTGAGGGGCCmAAAAAACTTCAnGGCGCACTGAAGTGTGTGCCATC^^^ 
TGAACACACCACAAGACCAGCACCCAGACCA 

>ncrc9576.seq 

GTAGGTNACTAAAATAATTTGAAGGCGATCTTTTTAAAAGAGATTAAACCGAAGGTGATNAAAAGACCnGAAATCCATGACGCAGGGAGAA^^ 
TTTACTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAACTGGM 
AAGAATAGAGAAGATAGGGAAAnAGAAGATAAAAACATACnnAGAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGA^ 
AGGGCAAAATGTAC 

>ncrc9578.seq 

TACTCGGGAGGCTGAGGCGGGNGACTCGCCTGAGGTCAGGAGmTAGGACCAGCTGGGCCAACATGGTGAAACCCCATCTCTACTAAAAATAGAAAAAnGGGTGGACATGGTG 

ACGTGCCTGCAGTCCCGGCTACTCAGAGGCTGAGGCAGGAGAATCACTTAACCTGGGAGGCGGAC6TTGCA6TGAGCTGACATCGTATCGGTGCACTCCAGTGTGGGAG 

GAGACTCCGTCTTT 

>ncrc9579.seq 

GAGGTAGGAGAATGGTGTGAACCTGGGAGGTGGAGCnGCAGTGAGCCGAGATCGGGCCACTTCTCTGCAGCCTGGGGGACAGAGCGAGACTCCGTCCCT 

>ncrc9581 .seq 

ATAATANACTTGTATmAAAAGTGACTTGAmGGCTGTGCAAGGTGGCTGACGCTTGTAATCCCAGCACTTTGGGAGACTGAGGTGGGTGG^^ 

AGGTCAGCCTGGCCAGCATAGCGAAAACTTGTCTCTACTAAAAATACAAAAATTAGTGAGGCATGGTGGTGCACCGTCTGTAATACCAGCTTCTCA 

CTTGAACCCAGGAGGAGGAGGTTGCAGTGAGCTGAGATCATGCCAGGGCAACAGAATGAGACTnGnTA 

>ncrc9582.seq 

GTmTNANTTCGTTTGGGTGGTOTGmGCTTGCTTAAGCCACAGAnTGAAAATTAAmTAGCTGTACTAGCCGATGTTmCCTTGGGGATGATC 
GATGCnGAAnCTATmCTAGTGATnnGACATGTGCCnTAAGTTmGCTGCAGCAATnGAGAGAGTAGTmGATTAA^ 
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AnAACTGAAGATACATGTmAATCTTGNTGGGAATAAGCTTACCCACTnCTCCnGGTAAAGCGT^^ 
AAGAGCAAAAATAATATCTGCAGTAnGTTmCCCAnGATTmAAGTCAGm 

>ncrc9583.seq 

TAGAGANCCCTGTAnCATGATACATTAnAGNTNGGTCTGAATATAATGCmAATGATTATOCCTTOTACm 
TAGAAAATAmTACAAATTAAAGAmCATAGCAAGACAGCmCAACAAAAAAGAAAGGmATT^ 
CAAATCCACAmCAAAAGTAGAAGnAAATATCACmAATCCCAATAGAATmGGGGCAGGCTAGTACTCAT^ 
AAAGACCAGACAnTGGTAGGCAATCAGTAAATGCTmTCTATGCAnAnGTAAATCTATTCAnAAAT^ 

>ncrc9584,seq 

ATTNTACACCTCAnCAAAGGGACACCATGGGNTNTACTTGTTCTCAATGCAATOTTmGTGATGmACAGTATCAGCCCCCATCTACCAACM 

AAGGTTGGCCAAAGACACATCCAGGAGGGGAACAGAAGGAGGGGACAGAAGCAAGTCTGCAGATCAGAGGAAAGAAGAAAGAGCAGAGGAGGGAGATTGGAAGTA^ 

TGCAGAGGCAAAAAAGGAAAATGAAGGACAGGAGGAnAAACAGACAGAGGGAAGGATGATGAGAGAGGAGCAGACAGCAAGAATGAAAAGCAGAAAATACAA^^ 

AAAAGTAGGCCTGCTGGAGGTAGATGATGATGTGATGGAAATAGAAGTAACCTrTTAGAGAATGTCGCTAAGAAAGATGGAGAAAACGGA^ 

CAAAGAAAGA 

>ncrc9585.seq 

TGAGTCCAGCAGTGCCATGAAGNCNnTGCCmGAATAGGAAGACTCTGACACTAAAGCTAAATGATAGTATTGCTGGATGATGCTCCATCAAGGCnCA^ 

AGGGGAAATACATGGTAAGGAGTTTTGGGACCTCCAAnGAAAAATGAGAGTTTGGTNATATATGTTGATGGGATATTAGAAGCCAGCACM 

TGGCT™CATTTrmnNGNCTGGATGGGGATCCAAAGTATCCAAGAAAAAAATCACAAATATNGAAAAACTCA^ 

CmCGGACTGGAGAGAAGCTCTTGTCAGGGNGGCCAGACTCAGGACATGGCAGCAGGGTGTGAGGGGnmAGGTATGGCTGAATGnGCCATATnCAm 
TATAGGAAAATGTCTCTAT 

>ncrc9586.seq 

GmGCCCAGGAAAACAGCATGTGGGTATnNnGACCGAAATGATGCCAAmGTAAATTAAAATGTCACCTAGTGGCCCTrrnCn^^ 1 1 1 1 i 1 1 GTATAAGAAATTTTGTGTG 
AAATATGCTTCCAnGmAAGCmTGmTGGTCATCmAmAGTTTGCATGAAGnGAAAAnAAGGCATTm 
AbfeAGGCAAAnCGAmGAACATATACTTGTAAnCTAATGCAAAAnATACAATTmCCTGTAAACAATACCAAT^ 
ApAAAGATAATGAGTAAAACAAAnGCGnGnTAAAGGAnATAGTGCTGCATTGTCTGAAGTOGCACCTCnGGACTGAAT^ 

>rffc9587.seq 

(MCAACCCCAACAAAAAAGGCCTmGGGATnTGGATGATATTGCATCAAATCCATACATTAACCTGAGAGACGAGCGACTTCn^ 
OMnAGGTCTTCTGTAATGmCTTAATAT^ 

T&^ATATiTCATTTTC Ct II I I I GnGCTTAAATATATATAAAATAAGCTAATTnCCAAACTAATTmATATCCAGCAACCCTC 
>l®c9588.seq 

(^TrCCNCAAGCTGACAGCATTCGGGCCGAGTNnCTCGCTCCGTGGCCmGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCC 
TXCtCACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCnGGGmCATCCATO 
(JiSAGGATTCAGACTTGTCmCAGCAAGGAGTGGTCmCTATCTCnGTACTAGACTGAAnCACCCCCACTGAAAAA^^ 
;!@CCAGGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTnGAAGATGCCGCATnGGAnGGATGAA 

>^|c9591.seq 

(iMCCCGCTGGAGACGTGTGGAGCTGTTTTTNGACTCGCGGGTGTGCAGGGCACCNCNTGATATC^^ 
C^CTATATTTCTCAAACGAAGNGAAGAAAATAGTTCAAAAmGTGGAAACAAAACAGNCACAAACTACTO 
AifeTTCTTCAAAAAGCTCAGCAAAGNGGGAGATCAAAATGTCTCAAATGTGGNGGnCCAGAATGnCTACTGCTATACATGmTG 
cMnGNGAAGCnCCATTGAAGAnGACATCAnAAACATCCAAATGAAACAGATGGCAAAAGTACTGCTATA^^^^ 

>ncrc9592.seq 

GAAGCATCnCCAGAAGTGTGANCTGGGAATAAATATGCCTCTCCmGTATATTAmCTAGGAAGAATm 
>ncrc9593.seq 

TGAGGGGGCAGGCGGAGCTTGAGGCAACCGCAGAATAAGTTTTmCTCTTTGAAAGATAGAGATTAATACAACTACnAAAAAA 
TAAGTTmAACGTAATmAATAGCnAAGATTTTAAGAGAAAATATGAAGACTTAGANGAGTNGCATGAGGAA 
GCncnCATGGAGTAAAAAATGTATnAAAAGAAAATNGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCAATGCT^ 
CTTAAAGTTTAGmAAAAGnGTAGGGNGAnAAAATAATnGAAGGCGATCnnAAAAAGAGAnAAACCGAA^ 

>ncrc9594.seq 

AGGTGCAGATCACAGGGCATACTACCTTCCCCAACACCAGCAGGTCCCCTAGTCCACTAGGTCTGGGAGCCGGGAGTGGCAGCAGGAAATTTTGAATGGCnATGAGTCTCCAGTAT 

GAGGAGTTGTGCATGGGTCTGGGAGGAGCCTGCTACCCCCACTAATGCCCTTTCTGnNNCCATTCCATCTGCmCACTCCTGGAnATGAGTGGTGGAACTGAAAGG^^^ 

ACGGGAGGTGGAGTTTGCAGTGAGCTGAGATTGTGCCACTGCCCTCGAGCCTGGGCGACAGACTGAGACTCTATCT 

>ncrc9596.seq 

GTACAATATNATGGAGGTCCTnTTNCmCTGCAGTAAnGGGTGATGANCTATTGTTCTGGCTGGTAAnCTCCAACTCGGCTGTCAmGAAGTGGCAGACnM 

TATAATTATGAGTTTGAAAAAGCATnTAAGATGATACAGAAAGTATCCAAAACAACAGAAAAAAAAAGCCACGTCATmAGAT^ 

TAAACAAGTCTGGAnCCACAAGTAGnCCAAGTCACCAAGTGACAAAAACAAGGTTAACAnAAAAAAGAAAAACAACAACAACGACAAAAAGCTCCM 

GAGGCTAAAACTACCTCATACmCCTTGGAAGAACTAAmGCTATGGnTATTGTAGGGGmGmGmGTTTm 

TCTTTGCTTCAAAATT 

>ncrc9597.seq 

CTCCCCCAAGTGCAAAGAGTGCAAATGCACNTTNCTGCAAGAAGAGGTGCTGTTCCTGCTGCCCCGTGGGCTGTGCGAAGTGTGCGCAGGGCTGCGTCTGCAAAGGGGCA TCGGA G 

AAGTGCAGCTGCTGTGCCTGATGTGGGAACAGCTGTTCTCCCATATGTAAATAGAACAACCTGCACAACCTGGATTTT^ 

ACTAAATATGTGACTGAGAATAAAAACAATrTTGACG 



>ncrc9598.seq 
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AGTGTATACAGTCCCTTGATTTTACCAGMGATGGGAMGAGAGCTTGCmGATTnCTTC 

GAACGGAAAGAACCTTGCTnCAAAGATACATGGAmAGAGGAAAAGCGGTGCAGnCATATGTATGGTACTAG 

CACAATTCCACATCTCCCTGTGAGGCTGGGGGAGGGGAAGTAAATAGCAAAAAAACAAAAAAGACATTGGA^ 

GnAGTAGATAATCAGCCTACAGAAGAGAGCTGCGTTCTATTGCTCACAAGmGmCCGCTCAAGAGm 

ATATCTAAGGNAACCTAAAGAAAAAT 

>ncrc9601.seq 

ATATGCATACGTAAAAATGGACCACAGTGACnAmGTAGTTGnAGTTGCCCTGCTACCTAGmGmGTGCAmG 

TTCAGTGTCAAATATAmAACTAmAGAGAATGATTTCCACCmATGTmAATATCCTAGGCATCTGCTGTAATAATAT^ 

TAATTTGTATAACCCATATCTGTGCAGTGGAATATAAATATCACAAAGnG 

>ncrc9603.seq 

GGGCGCGCTCACAATGGAGCTCTCGGAGTCTGTGCAGAAAGGCTTCCAGATGCTGGCGGATCCCCGCTCCTTCGACTCCAACGCmCACGCnCTCCTCCGGGCGG 
GTCTGCTGGACGCCCAGGCGGAGGAGGCGGTGnAGATCATCCAGAGTTGAAAGATATCGACCCAGTGGTTnAAAACAnGTCATGCAGCAGGTGGAACm^ 
GAAAGCACCGAGCTGAGAAGTCAACTCTAAGGAGTTATCTAGAAGACTGTAAAmGACAGAGAGCGAATAGAACTGnTTGGACGGAATATCAGAA 
CTACTGGGAAGGTAGGTACTTGTATAAGGTGTGAAGCTGAGGCACTmTCACTTGCAGGTATGAATGGAGAGTGTTGGTGTGAGACA^ 

>ncrc9604.seq 

GGAGCTGATGATGlTGAAGCATnGTTAnGACGCCGTAAGAACTAAAATGGTCTACTGCAAAATTGATCAGACCCAGAGAAAAGTAGTTGTCAGTCA 

AAAACAGCAGTGGCAACAACTGTATGACACAClTAATGCCTGGAAACAAAATCTGAACAAAGTGAAAAACAGCCTmGAGTCmCTGAT^^ 

CTTTGAAAAAAAAGCCCTAAATCATAGTAAAACATTNT 

>ncrc9607.seq 

GGGTGGGAnCAGGAAAGGGAGATGCTGGTCCTGCnCCTAACCTGGTCTATGAGCTGAATOCTCAGTGAGAGGTGATGTAATTCCnGAGACACACGCCAGAGACATGGA^ 
TAAAGCTGCTCnCTCCTGTCATTGGAAGAGGTCATGCTGACGGAGTOTGCAGGATTCTTCGGAGAAGGGAACCCAGGAACTTGATATCAATCTCATTA^ 
OTQnTGAATGTAGGAnCTGTTGACGCACAGTGTGCCATTAAATTGGAAACAGGAATGAGTAAGGCAGTTG 
A||ATGAGCATGTAACCTTACmGTTCAATGACAmGGCAGCGCGCCAACCCTCAAAGCCATT^ 

>fi1clc9608.seq 

AigjAAGNAAAAATAAAGAAGAGGCTGCAGAATATGCTAAACTTTTGGCGAAGAGAATGAAGGAGGC^^^ 
dMGCTTCTACrrCTAAGTGTGAATCCAGTCAGAAATAAGATTTTnGAGTAACAAATAAATAAGA 

in 

>tffiic9611.seq 

A^&TTGCTAAGATAATGACATTGATTATCTGTGAGGAGTCACAGATAGGTGAACATTTTTGmGCCTAATATCTTTGAATC 
diAAACAGACAAAACACTGnCTAI li i I II tl 1 1 GAGACTGG6NCTGGCTCTGTCACTCAGGTN 

M 

>ricrc9612.seq 

AtATOTGACTGCTTmAAGAAATTmGmATGGATCTGATAAAATCT^^^ 

JirCTTTGCAGCTAAnAAGCCGAAGAAGCCTGGGAATCAAGmGAAACAAAGATTAATAAAGTTCm 

(|MAAAAAAAnGC™TAGAAAGCTAATCATGGCATGTAATATGGCTGATAACCmGGAAmGA 

>lilfc9615.seq 

diSGGATTTmAATmAAGCTAmGTCTGnAAGTATATAATACCAAAACGCAGGn^^ 
G^CGCCAGAAAGmGTGTACTAGmCACATTGTTAAGGGAGTATCTATAATAAAATrCAAATGCGN 

>lllc9616.seq 

AACTCACAAAATTCTCACTTCTGnAAGAAAGGGCCnGCCNTGGnGACGGGGATnGCACnCACCGTGTGGACAGTGACAGAATGCGTCTCCC 
mGTCATTACCTCCGCCCAGGGACCTCCTAGGCAnCTCCTCTGGACTCCCTCAGCCCTCAGCCTTCTCCTCCTCCCGGTAC CAGCT AGGTCAGACAAGACCTGGAGC 
TGCCCAGTAAAGCCTGATGAGTTCnGAATGATCAAGTGAAAGCCCTCAGGTATCCAGATAGTTGAGnGGCCAGAAAGCCCATT^ 
AGCATATAGAATCCTTmATTTmAnACTTCATTTTATTnGTAGAAACT^ 

>ncrc9617.seq 

AATGAAGGTGGAGGGAGAGGTGCTGAGGACAAATCAGTTCTCTGTGACCAGACATGAGAAGGnGCCAATGGGCTGnGGGCGACCAAGGCCnCCCGGAGTCTTCGTC^^ 
GCTCTCGCCCATGATGGTGAAGCTGACGGAGAAGCACAGGTCCTTCACCCACnCCTGACAGGTGTGTGCCGCCATCAnGGGGGCATGnCACAGTGGCTGGACTCATCGATO^ 
TGATCTACCACTCAGCACGAGCCATGCAGAAGAAAAnGATGTAGGGAAGACAACGTAGTCACCCTCGGTGCnCCTCTGTCTCCTCmCTCCCTGGCCTG^ 
TCTGCCACCCTCCACCTCCTCGGTCAGCCCCAGCCCCAGGTTGATAAATCTATTGATTGAnGTGAT 

>ncrc9619.seq 

ATTGCCAGAGCTGCCTGGGGAATACAGCATGAAAGTGACAGGAGAAGGATGTGTCTACCTCCAGACATCCTTGAAATACAATATTCTCCCAGAAAAGGAAGAGTTCCC 
GGAGTGCAGACTGTGCCTCAAACTTGTGATGAACCCAAAGCCCACACCAGCTTCCAAATCTCCCTAAGTGTCAGTTACACAGGGAGCCGCTCTGCCTCCAACATGGGG 
TGAAGATGGTCTCTGGCTTCAnCCCCTGAAGCCAACAGTGAAAATGCnGAAAGATGTAACCATGTGAGCCGGACAGCAGTGAGCAGCAACCATGTCnGAmAGCn 
TCAAATCAGACACTGAGCTTGTTCTTCACGGTTCTGCAAGATGTCCCAGTAAGAGATCTGAAACCAGCCATAGTGAAAGTC^^ 

>ncrc9620.seq 

GGATATCTCCTAGGAGCTCCTGCTAGGGTnnGACAGGCTGTCTCAnCCnAGGCTTCCTGGATTnAGCATGAAGGGCCCACCTAACGTGTATGCAnGAAGGAGTGACCTT 
TTTAGCCATTATTGAGGTCTCCAAAnCAACTCAGTCCCA 

>ncrc9625.seq 

CAGGGATGGGCTCATACTCACTGCAGACCnAAGTGGCATCCTCmTCnATGTGATCTGCGTGACCGTAGTAGACTOTGAAAmGTGATGAGAAAGGAGAGAGGAG 

GCTGACTGTGATGAGTGATGAAGGTGCCnCTCATGTGGGTACCAGTGGGGCCTGTAAGACTAAGTGACTCTGTCTCACTGTGTCTTAGCCAGnCC™ 

GATAGAGAATGGGTATCCT 

>ncrc9627.seq 
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GAMCTACCTCCTmAMGCCCTGGGAGAGGATGGAnACMTGCTGGCACACCTGCACTAGATGACATCACCAGGT^ 

AACTTGCmACAGATCAmGGTCTGGTGATCCAGCCTTCTCTCCmAAGGATAGCAAGGATCCnnTCTTA^ 

TATTAATAATTAATnATCCACnGTTmGCCAATCAAGGCCATATGTATAAAGATATAATGAA^ 

TCAAGCCTGGAATCCTAGAACmGGGAAGCCGAGGTGGGAGGATTGCnGAGCCCAGGAGnCX^AGACCAGCCTGGGCAACA^^ 
>ncrc9629.seq 

GAGAGGCGTACAGGCCCnCCCGACCGTAGCGAGGGTGCTGCTGCGCTGGAGGAAGGAAAACGCCGCmGACTGTGCCnGTTCTCACAGCTGGC^^ 
AAAGCCAGAGGCTCGAGnACCCCTCTTACCACCGTCATGGCAGTCCCAGGnGCAACAAGGACAGTGTCAGAGCAGGCTGTAAAAAATGTGGCTA^ 
TGCCGCAATmCTCCGAGTAGACCCTAAAAGGGACATAGTmGGATGTCAGCAGTACAAGTAGTGAAGATAGCGATGAAGAGA^ 
AAAAAGAATAAATGAAGAAGAGGAAAAGAAGAAAGAAAAAAGC 

>ncrc9631.seq 

GGAGGATCACTTGGACCCAGGNGNATTGAGGCTATAGTGAGCCATGAnGCACCTCTGCACTCTAGCCTGGGTGAMM 
AAATGCCTGnGTCTCTCCTCTGCAAATGAGGTGATACTGAAAGGTAATCTGGAACAGGAGTTTOTGGATATCTGTT^ 
GACATACAnCCAGAGGCTATATAGATGATGACATCTACCAGTGAGGCTACATGACTGACGTAGAAACTGAGGnCTTTCGGTAGTCTAGGACAA^ 
GATAGAACCAGACmGTCACTGmAAATAATACATTTnGGnGTTnCTAAATATGAATTCGGNTCACTCTGAAAnAG 

>ncrc9633.seq 

GGTAGCATGGCGGAGTCGGTGCTTOGTACGCCGCTGGNACCnTACTCTCGCCGGCCGCGCGAACCCGTTTGAGCTCGGTATCCTAGTGCACACGCGnGNAGCGACGGCGCCAT 
GAGTCTGACTTCCAGTTCCAGCGTACGAGTTGAATGGATCGCAGCAGnACCAnGCTGCTGGGACAGCTGCAATTGGmTCTAGC™CAAAAGAT^ 
ATAAAGGTATGATAAACCnCACATGCAGAAAGACAACCGCAAGATAGTACATGCmTGACATGGAGGATTTGGGAGATAAAGCTGTGTACTGCCGn 
CCATTCTGTGATGGGGCTGACACAAAACATAACGAAGAGACTGGAGACAATGTGGGCGCTCTGATCATCAAGAAAAAAGAAACTTAAATGGACAC^ 

>ncrc9635.seq 

AmAmTAGTNCGGTCTGAGTTTGTCGCCCAGGTGGGAATGCAGTGGTGAGATAATAGCTAACTGCAACCTTGACCTCCTGGGCTCAAGAAATCCTCnGCCTCAGC 

QaGGGACTACAGGCGCGCACCACCATGCCCAGCTAAmnGTACTTmGTAGAGAATGGGnnGCCATGTTGTCTAGGCTGGTCnGAACTC^ 

CjpGGCTCCCCAAAGTGCTGGGATTATAGTCGGCATGAGCCACTGTGCTC^ 

qpTGGATCGGCGGCTCCATCCTGGCCTCGCTGTCCACCTTCCAGCAGATGTGGATGAGCAAGCAGGAGTATGACGAGTCCGGCC^ 
GlACTATGACnAGnGCGnACACCCmCnGACAAAACCCnGCGCAGAAATCAAGATGAGAnGGCATGGCm 

>m)Ec9639.seq 

Gl^GGAGCACTGAGCTCCACCCTmCTGAGAGmTnACAGCCAGAAAGTGTGGGCTGA AGATGGT TGGmCATGTT^ 
(#ACTTAACCAGATATATTmAGCCGAGATGGGGATATTCmGTAAAAAATGAAAAT^^ 

IM 

>ncrc9641.seq 

(jAfiGGAnCATCGATCTCAmGAACAAATAnCAGATGTCCAATTGGATGCTGGTAAnGGCTC^ 

aPgaatgttgcagcaggaaacattgcatacataaatggaagatattaacacggctgaagattcagaatgtaagtgtaaagt^ 

A^^GAAATAGCGTGGAACTAAAAAnCTAGAGCATCTCAGCAAAATCCTGAACTAGGAnGCAGGCAnCAGATATAAAAnC 
C^1:ATGGTTAmAGTnGGATGAAGGmAATTAAGAGTGnAGAAATG^ 

>iiSb9642.seq 

Q@i©AGTGAAACCTCGAAGGCTGCnCTTCTACTTCCTCAGGGAGTCACCACAGCAGCCATAAAAAGC6AAAGAAT 
dfeCTGACTATOGAAGACACAnAGTGCAGAAGCTTCCAGGCTGTAGAGCCCTGCnCCCnCTCTGACCTCACAAAGATAAACA 
(^TGCCAGACCCAGTGCCTGTGACmGAGTAGmGTTCTAAATGTGGTGACAAAGAAGTCAmCTGTAAGACA^^ 
AGATCAAGACAATGnGTAATCCCGGCAAGTTGCTAACTGTGCGmCTCCCTTCTOGAATGAATGTCTCCCCCAAAACTGGCTG^ 

^ncrc9643 seq 

TGGACCGNGGTCCAGACATGGAGAAGCCCCGTCTCTGCCAAAAATACGAAAGnGGCTGGGTGTGGTGGCGGGTGCCTGTAGTTCCAGCTGCTCGGGAGGCTGAGGC 
TGCTTNANACGCAGGGGGCAGAGGTTGCGGTGAGCCAAGATNGCACCAnGCGANACTCTNTCTGAGACAAGAAGANAGACTCTGTCTCAAAAAATT 

>ncrc9646.seq 

GGGAATGGAAGACATCCTACGCTGCnCATCAAAGAAGGCAATGCTGAAATGATCCGCGAGATAGAATTCATCATGAAGCAGCTAAATTCCGAAGAGCTACC 
CTGATGATGATGAAGATGAAGATGATGAAGAGGACCACGACATCATGGAAGCCGATCTGGACAAAGACGAACTGATCCAGCCCCAGCTGGGAGAAGTCTCAGGAGAGAAGCTTGTGA 
CCACGGAGTACCTGGGGATCATGACCAAGACGGGGAAGACAAGGCGGAAGGGGCTGGCTAATGTGCAGTGGAGCGGGGATGAGCCCCTGCAAAGGCGCGTCACCGGGGGCGGCC 
ACAGAAACGGGTACCCAGTGTAAGTCGGGGCTAAAGGAAGCGGGAATTGACnTCnAAGCmGTTTTGAnACAGTGTAAGATG 

>ncrc9647.seq 

TCGGAAAAnGAGGAAATCAAGGACTTCCTGCTCACAGCCCCGACGAAAGGATGCCAAATCTGTCAAGATCAAGAAAAATAAGGACAACGTGA^ 

CGTnACAGCCTGGTCATCACTGACAAAGAGAAGGGAGAGAAACTGAAGCAGTGCCTGCCCCCCGGTTTGGCAGTGAAGGAAGTGAAATGAACCAGACACA 

ATAnAAAATACTAAAAATC 

>ncrc9648.seq 

CACTCGAGCCTGGGGGAGAAGNAGCAAAACTTCTTCTCAAAAAATAAACAAATAAATAAATAAATAAACTCTTGACCTGAAAGATATATGCTCC 
AGAGTTAGnGAAATCATTACAGCACCCAGGGGCAGCTGGATTGCTTTCAT 

>ncrc9649.seq 

CGGCCGGAACCGCCATCnCCAGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTTmGAAA^ 
CACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGAATGGGTACTGTTCAAAAAGGAATGCCCCACAAGTGTTACCATGGCAAAAC 
CCGAGCATGGTGnGGCAnGTTGTAAACAAACAAGnAAGGGCAAGATTCnGGCAAGAGAATTAATGTGCGTATTGAGGACAnAAGCACTCTAAGAGCCGA 
CGTGTGAAGGAAAATGATCAGAAAAAGAAAGAAGGCAAAGAGAAAGGTACCTGGGTTCAACTAAAGCGCCAGCCTGCTCCAGGCAGAGAAGCACACm 



>ncrc9651.seq 
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ATMGMGGTGAGCGMGGACCCCCTCTGAGGCnTGGAGGTCAGTCAnGMGTCCCTGCTGTGCCAGAGGAMTCTTAMGC^^ 
ACCTGnGGAnCAAAAGTGATCGAAAlTCTGGACAGCCAAACTGAAAmACCAGTATGTCCAAAACAGTATGGa^ 
ACTAAmACCCAAAGGAGCCTGTGCCCTmACTAACCTCTGTGGATCACGATCGCGCACCTGTGGTGG 
GGCCAGGAAAATCCAAACTCACCTACATGTGCAGAGnGACTTAAGGGGCCACATGCCAGAATGGTACACAAAATC^ 

>ncrc9652.seq 

AGCAGGAGCAGTGGCTCACGCCTGTAATCCCAGCACmGGGAGGCCGAGGGGGGTGGATCACCTGAGGTCAGGAGnCAAGACCAGCCAGATCAAAAC^^ 
TACTAAAGATACAAAAAACTGGCCAGGCGTGGTGGAGAAAAATACGTGATCATCTGCAAATGTAACAAAGGCAAAGGCOT^ 
TACTGAGAGAAGAACTCCCGCAGCTCATNCTCAGTCATGTCCTCTGTACAGCGCCCCACAAACACTTnCTGCTTCTCAA^ 
AAAAAACTCAGAAATATGnATGAACAATGAAAAAAACAnAAGGTAAGGGGATATAAGAAAATCATTCGCCTO 

>ncrc9653.seq 

GTATCnCCGTTTAGinCTCAATTCATCCAAAACCGTATCCAGGCCATCACCAATCATTCTATATGACAAATGTTTCnCTAACAACCCCACM 
TTCAGCTTAAmCTCCCACTCTAGGnCCCACGCTGCCCCTAATCCCGCTTGAAGCAGCCCTGAGAAACATCGCCCAnCTCCCTGTCCATACC^^ 
GAAGACTTCAACACTGTTnGTTTOTTCTTCmTTAATATAAGAAGGCAGGAAAGTCAGGGCTCTGAGCCCAAGG 
TGGCCTGAAGTAACTGAAGAATCAC 

>ncrc9654.seq 

GAATGATAmCCTAnCGCCTACACAAnCTCCGATCCGTCCCTAACAAACTAGGAGGCGTCCnGCCCTAnACTATCCA 

>ncrc9655.seq 

GGTCAAGATlTrTmGTAACnCAAATATAGAGATAmTrGTACGnATATATTGTAnAAGGGGATm 

GAGGTGTAAAGTTGTTCGCCGCGTGGAATGTGAGTGTGTTTGTGTGCATGAAAGAGAAAGACTGAmCCTCCTGTGTGGAAGA^ 

AAAATGGGTGATATGCGAACAGCAAACCAATAAACTGTCTCAATGCTG 

>ncrc9656.seq 

GCtnCCAAGnGGACGCTGCAGAATGGCTCCCGCAAAGTAAGGGTGGCGAGAAGAAAAAGGGCCGnCTGCCATCAACGAAGNGGW 
0@CATCGATGGAGTGGGCTTCAAGAAGCGTGCAGCTCGGGCACTGAAAGAGATTGGGAAAmGCCATGAAGGAGATGGGAACTCCAGATGTGCGCATTGA^^^ 
/MSfTGTCTGGGCCAAAGGAATAAGGAATGTGCCATACCGAATCCGTGTGCGGCTGTCCAGAAAACGTAATGAGGATGAAGAnCA 
ClImCCACmCAAAAATCTACAGACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCAG 

^ii^tc9658 S6Q 

AiQAATATGGCTGATAnGTCATTAATCATTnGTACCTrGACATGGGTTGTCTAATAAAACTCGGACCCn^ 

AMCTCGAGGCAGTGGTAACACTGCACAGTGCTATGTGGCTTCTCTnGAGGATTmGGGTmGTAAGT^ 

GilCTTTrAAAACATTGGGATCGTGCAAAGGCCTGCGGCATGTAmAACAGTAATAC^^ 

q^GNGGTTTCCTGCTGGCCTGGAATCACTCATCACCTGATTGATTGGCTCTGTGGTCCTGGGCAGGTGCCTCATAGGTGTGTG 



GlSAAAGGAGGTAGGATGAAnGATCATTATAAAGAmAACTATTITATGCTGAAGTGACGATAT^ 
TiPAAATGAGACCACATATGGGGATGAGATCCnCTAGnAGCCTAGTACTGCTGTACTrGGCCTGTATGTAC^ 
l^mGTAGATGGGGCAGAGGAATCTAGAACAATGGGAAACTTAGCTAmATATTAGGTACAGCTAnAAAACAAGGT^ 
T%feTAGCTACCTTCTGCCCTGTGTCTGGCACCTACAT^^ 

>mc9660.seq 

t^AGGGGCTCACACCTGTAATCCCAACACnCGGGAGGCTGAGATAGGTGGATCACCTGAGGTGGGGAGmGAGACCAGCCTGACCA^ 

if^CAAAAnAGCCAGGCGTGGTGGTGCAnGCCTGTAGTCTCTGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGA^ 

CACTGTACTCCAGCCTGGGCAACAAGAGTGAAACTCCGTCGC 

>ncrc9661.seq 

ACNGGTATANAGGCGCTCAGGCCCTTNCCGACCGTAGCGAGNGTGCTGCTGNGTTNGAGGAAGGAAAACGCCGCmGACTGTGCCnGnCTCACAGCTGGCGGGA^ 
GTTmCGAAAGCCAGAGNCTCGAGnACCCCTCmCCACCGNCATGNCAGTCCCAGGTTGCAACATAGGACAGTGTCAGAGCAGGCTGh^^ 
GACTTTTGAATGCCGCAAnTTCTCCGAGTAGACCCTAAAAGGGACATAGTTmGGNTGTCAGCAGGTACAAGTGGTC 
GGCATTACAGGAAAAAAGATTAAATGAAGAAGAGGAAANGANGAAAGA 

^ncrc9664.seq 

GAATGATGTAAATTnAGGTCCAGTTGAACAAATATTGAGTGCCTATCATATGCAAGACTAACTCCmCTGGGAATGAAATCAC^^^ 
TTGAAAAGAAAmTTATAmAAATmmGnGTCAGAGmATCATTGTATACTGTAACCCAGTAAA^ 
GAAAATGAAAnCTGCAAAAATTAmAAAAATTAGTTGTTGGGGAAATTGATTnGAAGATTCAAGTGTATAAAAAC^^ 
GATAAGATACATAATACATGTATCTTGTTGCTGAAAATATTTnTGCAnTCAACACATTGAGTTAAAATAAAGnGTTA 

>ncrc9669.seq 

GCAAAAATAGCATTGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGGAGCTGATGGGGTCAAATGAAGGTGAATTCAAGGCTGAAGGAAATAG 
AGTCCTGGAGGATGGTTGCACCGAAACACACTGGGGAATGGAGCAAAACAGTCmGAATATCGAACACGCAAGGCTGTGAGACTACCTATTGTAGATAnGCACCCT^^^ 
TGGTCCTGATCAAGAATTTGGTGTGGAGGTTGGCCCTGmGCTTTTTATAAACCAAAGTCTATCTGAAATCCCAACAAAAAAAA^ 
TCAAGCAGTGCAAGTGAGGGACAAAATTCCAGTTAmAmGCAAAATGnTGGAAACAGTATAAmGAGAAAGAAAAATGATACTTCTCT 

>ncrc9671.seq 

AGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGGGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTOGnCAA^ 

CCCACAGAACCCTCTAAATCCCCnGTAAAmAACTGTTAGTCCAAAGAGGAACAGGTCmGGACACTAGGAAAAAACCTTGTAGAGAGAG^ 

TAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTGAACACCCACTA 

>ncrc9672.seq 

AGnCTGGGATATGTGCGCGTGTGGATGCnCAnCCAGCCTCAGGGAAGCGTGGCACCCACTGCGCAAGGTGAGCCAGAGGAAGGCTGAGTACTTGGTTCCCAGAAGGAGATACTG 
GGTGGGAAAAAGATGGGGCAAAGCGGTATGATGCCTGGCAAAGGGCCGCATGGCTATCCTCAlTGCTACCTAATGTGCnGCAAAAGCTCCATGm 
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GCCAGGTGTGGTGGCCCACACCTGTMTTCTAGCACmGGGAGGCCMGGTGGGCAGATCACnGAGGTCAGGAGnCMGACCAGC^^ 
CCA 

>ncrc9673.seq 

GGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGnCAACTTTAAAmGCCCACAGAACCCTCTAAATCCCC 

GGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnM 

CTA 

>ncrc9674.seq 

AGGGGGTGTGGGnCATCACAGTGTTGCCTmGTCTCCTAAAGATAGGGATCTACTmGAAGGGAATTGnCCTCCCAAATAA^ 

ATTCAAGTGGTATAGCTCTGAGCAGGGTCACAmGGCCAAACCTGACACTGTCnGCTGCATTCTCCTTTGGCAAACATCAGGGTCAGAATTCAGGATAGCCCTTC 

GACmCTGGCATGGGGGCTGTGTnGCACAAGTOTTnCATGnACCTGGAGAGTGTCCAGAGGCTGCTCTGAGGCTGAGGTGTGTTCCCCCnG^ 

GATACCATCCTAGGGTCTGGGAATCCAAGGCCACGAGACTCCTTGGmGTGGTCCGAGATCCTGTACTAAGGAGGGTCTGGCCAGAGGAACAGACCAGCn 

>ncrc9676.seq 

GAATGAGTGATTAAATAAATGTTAAATGTCAATATGTAmGTAATCTGTTAACTTCTGTCTTGTAAGTAGTGATAAAACA^ 
>ncrc9677.seq 

CAAGAATACTOTNAAAAAmcnGGCTGACmCnATTGGCCAGAAAGACnCTCTGCAAnCTTACnGGTGACTTAAGATATC^ 
GCTnAACAAGmGCATTTTTTGnGCCCAGGAAAACATAACTTAAGATTGCAATATCT 

>ncrc9678.seq 

GTGGCAAGCATOTACAGNAGGGGCCATAGTCTGGAAAGCAGGAGATGCnACAGACATATAAGnGmCCAGTGTTnGCTCnGGTACTCATGGnCCACTAnTAC^ 
TGAGAAACATAmATACACTGTCTTATACTTCCCTCCTTTGCTACAGAATGAATCTACTTGTAACCTACCAAAAATTTACCCTGTCACAm 
CTGGAmAAAGCCAAnGTGTCTAACAGGTGCCACCATCCAAGTGAGGATTTCACTGTTCACAGGCATnGAGACACACCAGCGGCCGGCGGTrCTCACTGCTCTO 
AACCATATATGGGTAAGTCAmAGTCTCTTAGGTAGGCGAACTGAGGCCAATCTCCCCACnnAGGGCTGTGAAACTGnCTGT^^ 

>Klc9679.seq 

ApTAAGGTmTTTTGTACGCAATTCTCGAncmGAAGAGATGACAACAAAimGGT^ 
AMGTGCTGCCCGTG 

>&gic9680,seq 

AITACCTGAGGGTACCTGTGGGGAACAGTTCCTTCCCCTGTGTGGTAGTATmGTTGGAAGAGAATGmATACGAA 
AfeACCTATCAAAGTGCTGTACnCTGTGATAGAGAACATCTGATGTACCAATnAGATCTAniCTT^^^ 
dMcnAAAATATATAAATATCCTrrrrACnCATGAGGAAGGAGGAATT^ 
q^TCCCTTCTTTGTCTTACTAGTTAAATCCTCACCTAATCTCTTGGGTATGAATAT 

>ficrc9681.seq 

ApMAGGnCnmCTmCTATGATACACACAGCCACGCTGATAATATGCAAATGAACAT^ 

(^inGCTGTCAGTATmAACACCCACATOGTATATGCGTCCAGGGTCATAACCCCCTAAAATCCATCATGCAACCnAnAATCTGTC^^ 

lICScTGAnACACTACATAGAAAAGTGAGACATCTGCCATTCCCAACTCTGGGAAAACCAACTAATATACAACCATAT^^ 

d^mATACACTGATTTTTGTAAAGGACAAAGTTTTAAAAGCGTAm 

IS 

>0GEC9682^ 

dpfctcmgcggtggatcactcggctcgtgcgtcgatgaagaacgcagctagctgcgagaanaatgtgaattgcag 
cMggttcct 

>ncrc9683.seq 

AGACnCGCTCGTACTCGTGCGCCTCGCTTCGCTTnCCTCCGCAACCATGTCTGACAAACCCGATATGGCTGAGATCGAGAAAnCGATAAGTCG 
AAGAGAAAAATCCACTGCCnCCAAAGAAACGATTGAACAGGAGAAGCAAGCAGGCGAATCGTAATGAGGCGTGCGCCGCCAATATGCACTGTACATO 
TmACnCTmAGCTGTnAACmGTAAGATGCAAAGAGGnGGATCAAGmAAATGACTGTGCTGCCCCm^ 
CCATCTGTCTATCTATCTGGCTGGCAGGGAAGGAAAGAACTTGCATGTTGGTGAAGGAAGAAGTGGGGNGGAAGA 

>ncrc9684.seq 

AnTGACTGTAAmGCACATGGTGAAAACAGAGTTTGCTACTAGTGTCTAGTAAnTAAAAACGAAAACCTGTTmCCAGAGTCA^ 
GACAACTAAmGTAGCATAAnATmCCCATGCmATGCATAnTAnGAnGATGCAGTCTCnGAAnATACCTAGAAGCAA^ 

>ncrc9685.seq 

ACAAmGTAnTATGTTTAAAGAAGGCATCAmGGTGAACAGAACTAGGAAATGAATTmAGCTCnAAAAGCATTTGCm 

GATGATAAmCTGCCnGGCCCTACCnGAAGCAATGTTGTGTGAAGGGATGAAGAATGTAAAAGTCTTCATAAGTCCTTGGGAGAGGTGCTAGAAAAAT^^ 
ACAGTGATGTCCTTGCTGnACTACTCAAATCACCCACAAAmCCCCAAAGACTGCGCTAGCTGTCAAATAAAAGACAGTGAAATTGA 

>ncrc9687.seq 

AnGnAACTAGCCTAATCNGTGGCTAAACTGCCGTAGGnGAAATCAGTCCTGGTAAGAnAmACATCAGGGGACTCATTCAAC^^ 

>ncrc9688.seq 

CTATGATAATGCAGTAGAGAAATAGGnGAAAGACTTCTTCAAAAATNACnACATCCCAGmCCGTGAmGATCATTATGCATTGNmCAGGTATTA^ 
AAAATTmATATATCAATAAAACAGTAACCTGAGAAAAAAGTAAATAAAATGAGTGAGAnATAAAAAAACTACTTM 
GTGCTAAATAATATACTATTATATGTAACAATATOCTGGCTGAAGnGTAATGAGATTCAAGGTGAGTCAGmCTATCnCTCCnCm 
CCATTTAGAGACATACACCTCTGCAACATTGGTCTGTTTTATAT 

>ncrc9689.seq 

GGGAAAGGAAGGGGAGGTCATATGGATCATATAACACTAATGAAGATATGGACCCTGATTGGnAACnGGCCTGCTGATATGCTGCACTGTACTGAATGTGnGmG 
TnGAAAATGGATGnTGCTAATGGGGnGCCnGTGGTCATGTGmCATCAGAAnGCAnGTGATGTGGnGGCTGGGGGCCGACAnGTO 
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TAAAAA AMGCA GCCATATGCACMCACCAGCCCnGTCAMTGATGTCCCATCnMCCATGTGCMTnGTO 
ACAATGTTTmGTGGmGAAGmAGnTAATGnAGTGCAGTGACGGGAAATACACAn^^ 

>ncrc9691.seq 

CAlTAAGmAAmGAAGTGnCTmAACAncmAACCAGCCAAACTGCAAGTGAATGTGAGGACA^^^^ 
TGTCCACATAGAGTAACCmCTCAACAGGGTACCACTGGCAmGGGGTGGAACAAncmAnGTGTAAGACTGATC^^ 
TTAAATGCCAGTAGCAmCTCCTCCCCGTGACAATACACAGCAGCCCCACAnTGGAGGGGGTGCTGTATCACCTCTGGT^^ 
ATAAATCT 

>ncrc9692.seq 

GACAGCTGCCATGGGCAAGAAGAAGATCGCCAAGNAGATCAAAGATAAAATCnnGTGAAAGTGTATAACTACAATCACCTA^^ 

AAAACTGTCGTCAATAAGGATGTCTTCAGAGATCCTGCTCnAAACGCAAGGCCCGACGGGAGGCCAAGGTCAAGTTTGAAGAGAGAT^^ 

AGAAACTGCGGTmAGATGCmGTTTTGATCATTAAAAATTAT 

>ncrc9694.seq 

CATTGAGCAGnAGCTCAmGAGATAAAGTIW\ATGCCAAACACTAGCTCTGTATTAATCCCCATCATTACTGGTAAAGC 
TmACTAATGTCATOTmGAAAAAATAAATTTAAAAATACATTC 

>ncrc9695.seq 

ACAGAGTATGTGTTCTAAATGnCTAAAGTAGGTCmATTACCAAGTGACTGTACAATATTGCAAnGCCAnA^ 
ATTTTCAAATTnCTGmAGAAAAATATCAmGAAAAAATACAGmACTTAAATATnCCCGA™ 
CmATmGGAAAAAAAAATAGAACmCTnGGTAGATnAmCTCAACCCAnTAATGTGGTnAGAGTAAA^^ 
CTnCTGATGTOGCCAAGGCGGATCTAAAGCTAGCACTCCAGCATCAACAGCTAAnCAGATCGGGGCAACAATO 

>ncrc9696.seq 

GTTGAATTTGCTGmCAAGCATTTGTACATAnAGAAGTCTAAGGAGTAGCAAGTCAGTGGGAGGACTTTnCACCCC^^ 
CfdCTATTAATAAGnAGGAAGGAAAGTGTATGTCACGTGCAGGAACAGTGAGGCAGGGACAGGGGnCTTGCTCCTTCTCAOT 
Ci^CAAAGGTATmGTGTCTAGTGTCAAAnGGAGCTATTCnCACTGGTCCnAACCnGGGTTnAAAAAGAAGG^^ 
Tpg-CGAAAGAGATGGCAATATGCTGGGCATCTACmAAAAGAAAGTTGTCTGAT^ 

>i@;9697.seq 

G^CnNGGAAAGTCTCAGGATACAAAATNATGTACAAAAATCACAGGCATTCnATACACCAACAACAGACAAACAGAGAGCTAAATCAT^ 

AgAGAATAAAATAGCTAGGAATCCAACnACAAGGGATATGAAGGACCTCnCAAGGAGAACTGCAAACCACTGCTCC^ 

T§dTCATGGGTAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAAmAGAGAnCAATGGCATCCCCATCAAG^^^^ 

AfmTAAAGnCATATGGAACCAAAAAAGAGCCCGCATAGCCAAGTCAATCCTAAGCCAAAAGAACAAGCTGGAGGCATCA 

AgOAAAACAGCA 

>Ffcrc9698.seq 

TgfGAACACnCCTTGTTATGCCACCCAGTAAACCTACTGGAGnACnAnAACATCAAGGCTGGAACCTATnGCC^^^^ 
CffirGAAAACATTGATCACCTGGGTTTCmAmATCGACTGTGTCATGACAAGGAAACnACA^ 

>|l49700.seq 

GiQCCTCGCATGCTGATAACAAnCTGGGCACGGTGAAGCCCAATGCAAACAGAAnGCTTTAGAmCGAAAGAGGGAATGATC^ 
C|&CAGGAGAGTCATTGTTTGCAATACAAAGCTGGATAATAACTGGGGAAGGGAAGAAAGACAGTCGGm 
CT^ACCACTTCAAGGTTGCAGTGAATGATGCTCACTTGnGCAGTACAATCATCGGGTTAAAAAACTCAATGAAATCA^ 
TfllrATACCATGATATAATCTGAAAGGGGCAG 

>ncrc9703.seq 

GGGGAATAAGCATAACCCTGGAnCmCTACTGATGAGAACAnATCTGCATATGCCAAAAAATnTAAGCAAATGAAAGCTA^ 
ATTGCTTGTCAAGCTATAACC 

>ncrc9704.seq 

AGGAGCATCTTCAGCAAGGAAGGAAGGnCTGACAGACAATGGAACTACGCCTGCATGCCCACACCACAGAGCCTGGGGGAACCCACGGAGTGCTGGTGGGAGGAGATCAAC 

GCTGGCATGGAATGGTACCAGACGTGCTCCAACAATGGGCTGGTGGCAGGAnCCAGAGCCGCTACTTCGAGTCAGTGCTGGATCGGGAGTGGCAGTm 

AAGAGGTGCCCATNT 

>ncrc9705.seq 

GAGGCATTGAGGCAGCCAGCGNAGGGGCTTCTGCTGAGGGGGCAGGCGGAGNnGAGGAAACCGCAGATAAGTTTTmCTCmGAAAGATAGAGAn^ 

TATAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTTnTAACGTAATmAATAGCTTAAGAnTTAAGAGAAAA^^^ 

AAGGmCTAAAACATGACGGAGGTTGAGATGAANCTTCnCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAG 

>ncrc9707.seq 

AnTACAATATAGGAAAGAAAGCCAAGNATnAGGTAATGAGTGGATGAGTAAATGGTGGAGGATGGGAGTCAAAATCAGAATTATAGAAGAAGT^^ 

ATGTATATATACATGCAGAAATATATACGTGTGTGTGTATCTGTGGATGGATATATGTATATCTCTTCCTATATATATCCATAGTGGACTTATTCAGAACAT^ 

TTGAAATACGGCCAAGCAGAAAATGTmATATTTTATAAATGATCmTGACTCTGTATnAAAnCTATC^ 

>ncrc9708.seq 

GGGTTTCTTGTAAAAmCTCTGCATTCCnAGACAGTGTACTATACATGAAATATTCTTGTTGACCTAGTAAmATATTA^^ 

ACTCnAAATCAnAnTGGCnGTAAACATTCATCTGAAnGTGGCTGCAATCCCTCnTAAATAATCCTAGGGAAAAAAGNAAGGATAAAGGGT^^^ 

CTTAAAACCCTTTCCCCAAAANG 

>ncrc9709.seq 

ACACTCCCNACTCGTGGCCCTCTGACNANGTGGCGGGCCCTGNACTCATGAGGGCTTCCAATGTGCTGCCCCGCTCTNAATACTCACCAATAAAnCTACTTCCTGT^ 



.j 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page729 of 776 

>ncrc9710.seq 

ATGGCCGGGGAGTMGMGGAGGAGTCTGMGAGTCAGATGATGACATGGGAmGGCCTTTTTGAnAMnCCT^ 
>ncrc9711.seq 

ATGATATATGTGAATOTmATGGGCAGATTGTGnTTGGGAnGTCAGATCTAAACTOTATTCTO 
ATATGATCAGAAAAGATCTAGAGTGCAAAGAGGTGCCTGAGGAGCAAAATGTGGTmAATGnGTGGAAAGATCAC^ 
AGTGGGGTGAAAAAAAAGGATACGCGAATGTGCATATGACTGAATAGGGAGGAAGGTCAGGGCTAGAAAGGAGGCTACATAAA^ 
GGGGAAGGTCAAGTCG 

>ncrc9712.seq 

GGGNGCCCCTCTGTGGNTGTCGGGACATGNmCCAAGAAGAGCATATTGAATGGGCTAA 

GGTGTCAGATTmATGGAAATGGAGATATnGTGATATAACTGACAAACCAAGACAGGTGACTGTAAAAGTAAAGTGCA^ 
AGAGCCTCACTCCTGTCAATATATTCnGGGGTTGAATCTCCAGTGATCTGTAAAATCnAGATACAGCAGATGAAAATGGACTTCm 
GGAAAGAAAAGATCATTGAAAGTCATGATAAmCTGTCCGACTGTGTCTCAnATAGAGTTCTCAGCCATTGGACCTCTTCTAAAG 
ATACATATGTGTAT 

>ncrc9716.seq 

GTTCmCCCNGGGAAnCGGTNTOTGGCCTGGGCCGCTATAAACATACGTGTGCATGTGTCnTATAGCAGCATGAmATAATA^ 
TTCCGTACAGAGAATGACTGTGGGmCTGTTCTGAAACTGCGGCAGNNGGAAGGAAGTAGTATGTmCTGAAGTAGTGAGAGGAAAGCAG^^^ 
ACTATCnCATGAATAAAGGGGAACTAAAGGCAnAnAGACAGGGAAGCTAAGAGAAAATGnGCTAGCAAACCTACCmAAAAAnGGCTAGAAGTO^ 
ACACAAGAAGGCnGGAATGCAGGCAAGAAAGAAGAnGGAGGn 

>ncrc9717.seq 

GAGGAGGGGAAGCAGAGGGACGATGAGGTGCGGAGGCGnGGCAGTTGAGTTnGCTGATGGAGCCTCTCTGAAGGGCAAATTCAAAGTACAGCTGGGTGCTGCAGCACTGGAG 
GCGAACnGTGGCTGTGGTOTGAAGGAGGCTCGTCAGCTATGCCTmGCCGCTGGTGAAGCAGTGCCAGTCACACmGCCAGTCAAAGGGAGAGGCAGCAGTAGTAAGACG^ 
CCAAATCAAACCAAACGAAGCAAAGCACGGGGAATGGAGGTCATGTGAGCACACAGCATAAAGGGAGCTGCCCACAAGCCAGGAAGAGAAGCATCATCAGAA^ 
Tf^CTGATCTCAGACTnCAGCCTCCAGAATGAnATTGCGTGCTCCTCCAAGCCCnCACTGTAGAATGGAAGCCTGTGAT^ 

>n&9720.seq 

G|j^CnGGGAGGGCGAGGCAGGAGAATGAGnGAAGCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATTATGGGAnGGACTGTGGGCTGGCGAGAG^ 
>^ei?;9721.seq 

GA(?-CTAGAGATGCCACCTGCACTGTGA™TAACTGTCAACAGTAGATGGAGTGCTGGCCTGAmCAAGAGAGTGTGCACTGCG^^^ 

GffcGAGAGAGGGAGGGAGTGTGAGTTGGGAGNGCCAATGTAAGAAGTATGAGAAGNGCTGTCCGGATOTGANAGmCTC^^ 

A|13AAAGCACCTCCACCnCAGGAGCATGTGAAACCATGAAATCAACAACGAAACGTTCACCCAANCCACCAM^ 

>n6rc9722,seq 

GATCCTGGCCCCGACTATGAGAACTATGCGCTCGTGTATTCCTGTACCTGCATGATCCAACTTmGACGTGGAT^ 
A(gn3GACTCTGTAAAAAATATCCTGACTTCTAATAACATTGATGTCAAGAAAATGACGGTCACAGACCAGGTGAACTC 
C^TGCATGnACTTGTGGTTCGCTnGCCCTACGCCACCCCCCCCATAAAGACAAACCAATCAACCATGACAAAGGAAGn^^ 
TG^TAGGTGCAAAATAAACTTGTTGCTGAGGTGGTGTGCTCGCAGA 

>r^723.seq 

GSIGGATGGCACACTCAAGTCCCTCAACAACGGAnGAGAGGATCCGCAGCCCCGAGGGCTCCCGGAAGAAGCCTGCTCGCA 
G^ea^GTGGAGACTACTGGATTGACCCCAAGCAAGGCTGGACCnGGACGGCATGAAGGTmGTGCAACATGGAGACTC 
CllBAAGAACTGGTGGAGCAGCAAGAGCAAGGAGAAGAAACACATCTGGTnGGAGAAACCATCAATGGTGGCnCC^ 
CAACGTCCAGATGACCnCGTACGCCTGGTGTCCATGGAAGGCTCCCAGAACATCACCTACCACTGGAAGAACAGGATTGCCTOTGTGGACGA^ 

>ncrc9724.seq 

CACCAAGGTCCTGGGCAGGACCGGTTCTCAGG6ACAGTGCACGCAGGNGCGCGTGGAATTCATGGACGAGACGAGCCGATCGATCATCCGCAATGTAAAAGGCCCCGTGCGC 

GGGGACGTGGTCAGCCTTTTGGAGTCAGAGGGAGAAGCCCGGAGGnGCGCnGAGGTnGGCTGCTCGCTTGGG 

GGTCTGTCACAATCTGCTCCTrnrmGTCCGCCACACGTAACTGAGATGGTCCmAAATAAAGCGnT^ 

>ncrc9725.seq 

GGAGmGGGGCGCGGACTGGAGTACCTTGCGTGCAGmTGTCGGCGTCGGTAGTGTCTGTCAmCGCGGTTCTOGAAGAGTACTTGAGCTCCACTCCACAGC^^ 
CTGGACGCGTACCTGCTGTATATAGTGCTGACCGGGGCGCTGAAGTTCGGTTACTGTCTCCTCGTGGGGACCTTCCCCTTCAACTCTTnCTCTCGGG 
GTnCATCCTAGCGGTTTGCCTGAGAATAGAGATCAACCCAGAGAAGAAAGGGGATTTCCAAGGCATCTGCCCAGAGCGAGCCTnGCTGAT^ 
CTTGTTGTCATGAACmGTTGGCTGACTCATTCTCAnTACTTAAnGAGGAGTAGGAGACTAAAAGAATGTTC^^^ 

>ncrc9726.seq 

TGAGGTCAT AAAGn CACCAGATGAAAATACAACACTATATCTCTATAAATATAAAGAAAGATTTCAGTAAAATCTATATTCCn 
ATAGACAGATTTmGAAGAAAAACAmGGAAATATAAGCAACATTCAGCTCATAGATATAAAGAAmCTCACAGA 

GGAAGGGATGmCTGAATGTGGTCATGAAAACCATGCnGAAAGnTCCATGGGATGTGGGTCAAGCTGCACACACAGAAAACCAACCATGTCAAGAGAACCTAAGAM 
GGATAAGCAGCCATGCACAG 

>ncrc9727.seq 

CACATTTGGATGAnGTNCTAAGGTTmAGGATGnCCTGGTmCnCACCCTCCCCTmncnCTAnAATCAA^^ 

GAGAACTCGTTCACCTCCAAGCAnTCATGAAAAAGCTGCncnAnAATCATACAAACTCTCACCATGATGTGAAGAGTTTCACAAA 

TGCG 

>ncrc9728.seq 

GATTGTACAAGTAGTTTGAGTATAAGAACTGCTGTTGGGAAATATGTACTAGGTATATTGGAAnCAGAGAAATGCCTAGmAGTCTGGAGTGA^ 
TTGmCAGTGTAGGCCTGAGACTAGTAGCTATGTGTGCAGAAGGCAGTAGGGATATAGmnGTGTCAGTCTGTGTAATATCTGTATGTCACCTAGCTACCT^^ 
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TmCTGACAGTGCCAnCAGMGGGATATGGTTATTCTMGGCTGAGGGMTAGTTATGTAMCAA^ 
ACAGGCTCCnCTGGAAGAGAGAGATGCGATTAGAGTGACGGTAGTGA 

>ncrc9729.seq 

GGGAGAGGGACGCGTACAAGGAGAAATACGAGAAGTTGGTGAGCAGCGGCnCCGAGAAAACGGCTCGAGCAGCGACAA 

CGCAAGnGGAGCCATGAGTGGGATACGCCACATTnGGAAGCCCCAGCATCGTGTACTTACCAGTGT^^^ 

TATTATTATTATTTGCAGTCATGGAGAACCACGTACCCCTGACnCTGTnAGTCTCCTT^ 

>ncrc9735.seq 

GTCGATAnGTNTGAACCATCACGTGCAGGAAACAAGmCACAAAAGAAGCCTACAAGAAGTACATCAAAGATTACATGAAA^ 
AGAGTAAAACCTmATGACAGGGGCTGCAGAACAAATCAAGCACATCCnGCTAATTTCAAAAACTACCAGTTCmATTGG 
GACTACCGTGAGGATGGTGTGACCCCATATATGATTTTCnTAAGGATGGTTTAGAAATGGAAAAATGnAACAAATGTGGCAAn^ 
CTGCTTGTCATCCACACAACAGCAGGACTTAAGACAAATGGGACTGATGTCATCnGAGGTCnCAmATTnGA 

>ncrc9736.seq 

ACATGTGATGTATCGGAACAGTAGAACATCTAAAGAGTAAAmGGAAAAGGCTAGTTTTTGGAAATTAAATTGAAGGACTGGATA 
TTCAGTATATTTTCCCAAATGCAAGCCGTCAGGAAAGTTmCTTCTATTnGGCnATAAAATTCCTAAGGAAGATGTO 
CATGCTmGCCATTGAAGAATATAGCTmCTGAAGCAACAnGGAACAGGmnGTAGAAGTCACTAAAGAAGAAGAGGAGGAAGAT^^ 
TGGTGGGAACGAACACAAGAAGATAGAGTAGTATTnGAAmGTAnGTTCGGTCTGC™CTGGGACnCTn^ 

>ncrc9737.seq 

agtctcaatctccaacacatatggcctagactacgtacataacctaaacctactccaatgctaaaactaatcgtcccaacaa™ta™cta^ 

>ncrc9738.seq 

catgaaggtmctgcaacatggagtactggcgagnacngcgtctaccccaatccagcaaacgncccaagaagaactggtggaggagcaagagcaa^ 
tfggagaaaccatcaatggtggcnccatncagctatggagatgacaatctggctcccaacactgccaacgtccagatgaccmctacgc^^^ 
aI^cacctaccactgcaagaacagcattgcctatctggacgaagcagctggcaacctcaagaaggccctgctcatccagggctccaatgaggtggagatccgggcagag 
gigggncacgtacactggcgtgaaggatggctgcacgaaacatagcggtaagtggggcaagactgtotcgagtaccggtcacagaag 

>M9739.seq 

Atl-AAGAAGTAAGGmAGAAACCACACCTGGCAAGGGTACCTGACATTCTAAGATATCAAGACACnAATATGTGGGCTAmGCTGC™ 
ATfrGATTAATCATGAmCACTTCAmCGGAAGAAAAATTATCCATATCAmTTAAAGACGCAAATG^ 
CATtCTCTGAAACACnGAGATGTTTGAGCTACCATTOTATGGGmmATAmAGTCTAAGTAACACATACATGmAATO 
AGljAATTAATTTTnGTTCGTGGGCGnnTCCnCATACGmTCTAGTTATGCAGCACTGGAAACAGACTGAA^^^ 

in 

>if^742.seq 

gScctggaggtgggcaaagggaagtaacagacacacgatgttgtcaaggatggttttgggactagaggctcagtggtgggagagatc^ 
ttlgcctgaggctgtaactgagagaaaganctggggctgtgtotgaaaatatagacan^^ 
cffi'aggctgnggncaaacttngggagcacggactgtcagttctctgggaagtggtcagcgcatgctgcagggcto^ 
g^ctctagggactgccaggctgmcagccaggaagggcaaaatcaagagtgagatgtagaaagttgtaaaatagaaaaagtgga^^ 

>ilM9743.seq 

AlBBTTAATTGCCCAATTGAGTGCTTCATGCCTnAGATGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCmCCM 
CpCTAAACTGGAGTGATGTTAGCAGACCCAGCTTAGAGnCTTCmCTncnAAGCCCTnGCTCTGG 
Cll^GAGmCCTGAGGGTmCTCATAAATGAGGGCTGCACAnGCCTGTTCTGCTTCGAAGTATTCAATACCGCT^^ 
AtliBGAAAGCATATGCAGCCAACCAAGATGCAAATGTTnGAAATGATATGACCAAAAT^ 

>ncrc9744.seq 

GGATACGGnCCTCCACCGAGCCCATGCGAAGNmCCACTATGGCTTCCAGCACTGTCCCGGTGAGCGCTGCTGGCTCGGCTAATGAAACTCCCGA^ 

ATTGGCnCGGGGCGTCTACCGCmGCCACTGATAGGAATGACnCCGGAGGMCTTGATACTAAAmGGGACTCm 

TGACCTCATGGCACCTCAGCCAGGGGTGTAGCCAAGTAGACAAATGGAATCCTGTGCTGAACCCGAATCnCCAAAAAACAGCCTACAATCTGTGA 

GGCAGCnGAAGTnGATTCANATGGGCACTTTncnCCCCTTCCCTGCCTAGTnCCTmGTTCCTTGAGT^^^ 

GTATTGCGTCTATTCTG 

>ncrc9745.seq 

CTCACCGTGTTCTCTGTmGnCCCCACAAmCTGCAGAGTTCCTGGGCCTGCAGTCGATATCCTGGTTACTCTAAGTCTCCTmCCGTG 
CCCATCTCGCAATGATCTGATGTCAAAGTmCAGATGTGATGAAnCATGATGTAGTAnGAGTGCCTATCATGTGCATTATGCTAATTAATGTAG 
CTATGGTATACCCAGCCTACAGATATGTnTTTnTAAATAGTCTAAGTGmAAATAAAnGGAATTAGnGCCATGTTCAAT^ 
mCTAGAAAAGTGGGAAGAACTGGTGATGnAnGGGGCCACAnGTTGGAGGCAGGGCAGnATATACCAGAGCTCAGTAGAGTTnCTCCm 

>ncrc9747.seq 

CmCCCCTGGCTGGCAGGGCGGANGCCGCACGATGCCTGGAGmCTGTAAAAGACGTGAACCAGCAGGAGTTCGTCAGAGCTCTGGCAGCCTTCCTCAAAAAGTCCGGGAAG 
GAAAGTCCCCGAATGGGTGGATACCGTCAAGCTGGCCAAGCAGAAAGAGCnGCTCCCTACGATGAGAACTGGTTCTACACGGGAGCTGCTTCCAGAGCGCGGCACGTGTACCTC^ 
GGGGTGGCGCTGGGGnGGCTCCATGACCAAGATCTATGGGGGACGTCAGAGAAACGGCGTCATTGCCCAGCCACTnCAGCCCGAGGCTCCAAGANGTGTGGCCCCGCCGGGTC 
CCTCCAAGCCCTGGAGGGGCTGAAAATGGNGGGAAAAGGAC 

>ncrc9748.seq 

TGAGACCATCCTGGCTAACACAGTGAAACCCCGTCTCTGCTAAAAATACAAAAAATTAGCCAGGCATAGTGGCAGCACCTGTGGCCCCAGCTAGTTGGGATGCTG^^ 
CGCnGAAGCTGGGAGGGAGAGGnACAGTGAGCCAAGATTGCGCCACTTGCACTCGAGGCTGGGCGACAAAGTGAAACTCCATCT 

>ncrc9749.seq 

CAAGTGAAAGGGCTACCAAGGCTGGGAAAAAAATGCAATTGTTGCTGTGAGTGACmGAAAGACTCTGGTGCCTTGTGGTGCCCnCTGAAAnCAA^ 
CAnAGAAmACGGTGTCTAAAAnCATGTTmAAAAGAGCTTGGGTACAGATGGTTTCCAGACnGAAATTGTGCGCTGGGAG 
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TGGCTCCCAnAMCAmGGTGCTCTGTGGATTGGGTTGMCGTGTTGAGGCTTTGCMTnCACTTGTGnAM 
AATTGCnGCATAmcnCTCTGCCGTCACAGAAAGCAGAGmCTnCAAACTTCACTGAGGCATCAAGTO 

>ncrc9750.seq 

ATTCTAAGATAmATAAmNGTTCnAGAGGTCmGATCAAnCTGAGnAATTmACATAC^^ 
AAGATAAGnGATCATATONGAATATTANGAGCAGGCCACGAGGCnGGGAGCTCTAGTCCCTTAnGTAATGGTC^ 
CTGACTCTAAAGGCCTATTTGAACCTAAAGTACCTCCGAACTCTTTnCI II II I II I GAGACCCTATCTC 

>ncrc9751.seq 

GTACmcnGGTOCTTACTCCTTTTmATTmAGACmTTTm 

AAAAAAGGTAAAGTAATATGTAAAAATGTCTCmTGTACAGTTCTTGTGCCnGTATAACTGCnnATGTGTAC^^ 

GGCTTCCTGATAGCTAnATAGnAACCAGCAC TmGG GGAACCTGGCACCAGGTAGATGGTCGCCCATGAGGCATGACCTTGAAGTAAGM 

TTAAACTAAAnACnCTATAATAGAAAATAACTATTTrrTGGGCCAGGCACAGTAGCTCACACGTGTT^ 

>ncrc9752.seq 

GGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGAAAGGCACAGGACTCGCTAAGTGTTCGCTACGCGGGGCTACCGGATCGGTCGGAAATGGCTGAA^^^ 
GAGCCGAGGAGGTCAAGGGTACAGTGAGGCGTGACTGCAGCAGTGCGCTCCAGCCTGGGGAGAGGTGGAGGAGACACTGAAGCGAGTGCAGAGCCAGAAGGGAGTGCAGGGAATC 
ATCGTCGTGAACACAGAAGGCAnCCCATCAAGAGCACCATGGACAACCCCACCACCACCCAGTATGCCAGCCTCATGCACAGClTTCATCCTGAAGGCACGGAGCACCGTGCGTGA 
CATGGAGCCCGAGAACGATCTCACCTTCCnCGAAnCGCT 

>ncrc9754.seq 

gaggtcaggagtttgagaccagcctggccaacatagtgaaacgtcatctctactaaaaatacaaaa™gcggggcatggtggcgcatgcctg^^^ 

GACTACAGGCGCCCGCCATCACGCCCGGCTAATTTTTnGTATTTTTmAGTAGAGACAGGGmCACCGT^^ 

CGGCCTCCTAAAGTCCTGGGATTACAGGCGTGAGCCACTGCACCCGGCCTGACTACTTATTTmATTTCCTTATTCCAAG^^ 

ATTnGGAAAGTACnAGAAAGTTTAAATATTGGCAGnAAACTGCCTGACAGCTCAGNGGAACTCTO 

>iielc9757.seq 

AtgGTAGGATmATGAAGGCTCTGAGTTGGTGGCTGACTCTGGCGTCACCATAGACACCACAATGCGTGGAGGCCGACnGGNGnnCTGCTTCT^^ 

CSSACCTCAAGTATCGGTGCAATGACACCATCCCTGAGGACTTCCAAGAGmCAAACCCAGAAmCGACCGCnCGATAATTAA^ 

C|J"AAAACCATATATAnnAACnCAATmcmAGCTmAGCAACCCAAATAT^^ 

\M 

>i|f|9758.seq 

G^rPAmTAATAAGGnAAGTGATATGTGATTCATAGCAATTnGATGTGAAGAAGGGAAGGACAT^^ 
AC]§:mACCATAAAGAGAGGGGTTTGAGGGTTTGCCTTCTAAAGTCTGGAACTT 

m 

>r|a|9759.seq 

G^GTGCCGTGGCTCACGCCTGTAATCCTAGCATmGGGAGGCCGAGGCGGGCAGATCACTTGAGGTCAGGAGnCCAGAGCAACCTGG^^ 

CMATGCAAAAAnAGGTGGGTGTGnGGTGGGCACCTGTAATACCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCnGAACCTGGGAGGCAGAGGnGCAGTG^^ 

Tt®JCACTGCACTCCAGCCTGGCTGACAGAGTGAGTAAGACTCCATCCCA 

>rp9760.seq 

GMCTCCCAGNACmCTGAnCAATAGGTCnACAGCATGGGAACmCATnCTAACAAGnCCCAGGTGATGCTAAnCTTCTGGTC^ 
GlpATGTCACAATGAGACCATAC 

>r|p9763.seq 

GAffl^NAANAGGAGAAAGCAGCATCnGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAmAATCTTTACAA^^ 
ATGAGATAAATCATGAAGGCCACTATCATCCTCCTTGTGCnGCACAAGmCCTGGGCTGGACCGmCAACAGAGAGGCTTAmGACnTATG 
AGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGCCCCTTGCGCTGTCAATGCGATCTTCGAGTGGTCCAGTGTTCTGAT^ 
AATAAmATGTTCGTACAACCTCTACACAACAAACTGCCTTATACmACACATCACTGAACGATTGATGAATGAATAC^ 

>ncrc9766.seq 

CTCCCAnCnAnGAATACAAGCCCTGATCnCCATCTGCTCAGCAAAAAAATAGGAGCCCTGGCCCCCGAACmGTTCAGAGTAATAGCG 

AGTACAAGTCACGTCTTTCCCAC CTTTTGTG CAAACTAGGAGTCTACCGTTCATTCCmATGAAAGAAAAGTATCT^^ 

™cnGAACAGGAGTCTTGATTCTTTTmGCCTCATCAGAGAAGGAATCTGGACTCGCCATCCCCCCA 

TATCGTTAT 

>ncrc9768.seq 

CAmATATAAGTAAmATATAAAAATAAGATOCAGTTGCAACTnCTGnGmCTCAACTATGACCAAACAGAGGTTACAAGT^ 
GATmGAATCAATCATGTGTATGTCAATGAAGTTmAATGTGACAGATTTGCATTTTGGTTGnAAmATAT^^ 
ATCCTAAATOTrAGTGTGTTGATTTCATAAGACTCAATGGAGAAGCCAGTCTCAGAGAGGCATG^ 
TTnATCTATTrTTATAAAGGAAGTGATrTTGTATTmAAAATTTATGTO 

>ncrc9770.seq 

ATAGTATCTAGGAAAAAAGACGCAAAGACTAAAGATGCCmGAGATGAAGnCTGCATCATGTGGCAGTOGCTTCAGCAATCCTCTTAAATGAM 

ACCAGCAGTGAGTGGAGTGTGTACGTCCCTGCTOCCCAGGTGTGGAATAAGCTTGGTGTTCCmCATAATGCAATATAATACCAGGTAAACAGATTTCAGmC^ 

GAAGGCAGAATmGCCTTGTTCmAGGCCTGAGAGTTCnCCTACTGACATOTGAAGACAnCCTATATACAGTCAGAAGGATGTTTTGCTCCA 

GGTGCCATAACGnGTAATGGAGGAGATGTAGAAAGGTGTTGGATGGCGGnGATATTGGGAnGAGATGAAGTAGGGGAAATGAGTGATGGTCAGTAATGATGCTGGGACATO^ 
TTTCCA 

>ncrc9771.seq 

AGATTATAGTGTAATGAAAAATACGTATTAAGCTGCTTCTCTAATAATnAATATCTGGTTTCCTGATACCATAnAATGCAAATCCT^ 

GATAAGTAAGmCTGGTOGAGGAAAGnnAAAACAATGTCnCCAAATAAGGCATCATTmCCTTATATCnAAGTACCAACA^^ 

TTCGTGCTnGATAGAGTTTGTmAAGACTAGTAGATCTGCTGATTTGTATATGAGGATAACGTGGAGATCATmCAACG^^ 

nGACTGAAAGAGTGAAGGCTGGGTGGGTGCCCGTGGTGGCTCACGGCTGTAATCCGAGCACTnGGGAGGGCAAGGCAGGCAAATCACCTAAGGTGAGG 
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^ncrc9772iS6C| 

CMCCTGGAGGCCATCMCTACATGGCAGCTGACGGTGACTTCMGATCAMTGTGTGGCCmGACTG^^ 
GCG 

>ncrc9773.seq 

ATCTAAGTGGAGAGCCAAATCGGAACACAATCCCGmACAAnGGCAGAAAAAGAATAAAATACCTAGGAATGT^^ 

ACGCTACTCCAAGAAATCAGAGATGACATACACAAATGGAAAAACAnCCATGCTCATGGATAGGGAGAATCAATA™^ 

GCTAnCCTATCAAACTATCAATGACAnCnCACAGAATOGAAAGAAACTATTCTAAAAmATGTAGAG 

>ncrc9774.seq 

TCTGTTGTATTTTTnCATTCCTGCATCCCAGTGAGGCATCTAAGGlTAACAATCTGAAAAATGAGGGAT^^ 

AAAGTATCTACTGTAATACATAGTACATAGTAAAAGCTCAATAAATGTTAGAATGTTAGCTGnAGTATGGmnGTATCCTAATACA^^ 

TCAGGGTGGGCATGGTGTCTCACGCCTGTAATCCCAGCATnTGGGAGGCTGAGGTGGGTGGAmCGTGAGGTCAGGAATTCGAGACCAGGCGGGCCM 

CTCCACTAAAAATACAAAAATOGACAGGCATGGTGGCAGGTGCCnGTAATCCCAGCTACTGGGGAGGCCGAGGCAGGAGAAnGCTO 

C 

>ncrc9775.seq 

ACTTCmCCCNGGGAAnCGGNTTmTGGCCGAGGGGmAnGGmTTGGTOGTnATGGATACAATTCATGATAAATTTCm 

CATGGCTATATATGATTGATCACCCCAAAAATAAGCAGCATGAAmATAAAAGCAAGACGAGTATGGGTGAGAGnCTOGAAAAGCCTGCA 

GTTGGAGGnGCAGTGAGCCAAGATCACGCCACAGCACTGAAGCCTAGCGACAGAGCGAAACTCCAGCTGA 

>ncrc9776.seq 

GGACTCnAGGGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGGGAGAAnAATGTGAAnGCAGGACAGAnGATCATCGACACnCGAACGCACnGCG 
CCGGGTTCCTCGCGGGGCTACGCCTGTCTGAGCGTCGCnGCG 

>icfc9777.seq 

GfSTCCAGNACAAATGTTAmATATACACATCCAAAmGAAGAGAAAATGTAmCTTTAGGmCAAAC 
>nc&9778.seq 

GSnGGGGGTGCCTTGGATGCAGCAGCCAAGGTGnCAGTAAAGCCTnGACAGTGGCAnATCCCCATGGAGnTGTGAACAAGATGAAGAAGGAAGGG 

TTe3TCACCGAGTGAAGTCGATAAACAACCCAGACATGCGAGTGGAGATCGTCAAAGAnACGTCAGGGAGCAGTTGCCTGGCAGTCCTGTGCTCGA™TGCACTGGA^ 

GAlTACCACCTCGAAGAAGCCAAATCmTGCTGAATGTAGATGGTCTCATCGGAGTCGCAmGTAGACATGCTTAGAAACTGTGGGTCCm^ 

TTl^CATTGGAGGCCTCAATGGCATCmGTGGTGGGAAGGAGTATGGGGTTCATTGGAGACTATCTTGATCAGAAGAGGCTGAAGGAGGG^^^^ 

T&ATATGnCTTCCGGA 

w 

>rlcrc9779.seq 

G^CATGTAGAATCCGATGGAGCACTGCACACCAGAATGATTGGCCAATGAGCAGGTTCTCTCCGTGAAACAATAACTGCCCATTTGGCAAAGGGAAAGGA^^^ 

A^AAATGAATGGGATGCATACCATAGACGAACGAGGCGGAGACTATTGCGGGAATGnAGTGnGAGGAGCTGnCCTAGAAGT^^ 

T^fGCTTnCTGTACAACCATTCAAGTmAAmCCCAGGTGAACCATCnTATCTGCCA™ 

Tt|pGTATGTACGTGTAGnATGT 

>ilS;9783.seq 

AiSTTCTCATmGAGACAGGGTCTCGCTCTGTCACCCAGACTGGAGTGCAGTGTCGCGATCTCGCCTCACTGGAACCTCCACCTC^ 
CgiAGTAGCTGGGAnACAGGTGCCTGGCACCATGCCCGGCTAATTTmGTATT^ 

>ncrc9784.seq 

GCTOCCAACATGGCGCAGTCTATTAACATCACGGAGCTGAATCTGCCGCAGCTAGAAATGCTCAAGAAGCAGGTGGACCAGGAAGTGGA^^^ 
AAAGTGGTACAGACCAAGTATGTGGAAGCGAAGGACTGTCTGAACGTGCTGAACAAGAGCAACGAGGGGAAAGAATOCTCGTCCCAGTGAGGAG^^ 
CTGCATGATGTGGAACACGTGCTCATCGATGTGGGAACTGGGTACTATGTAAGAGAAGACAGCTGAGGATGCCAAGGACnCTTCAAGAGGA^ 
GAGAAAATCCAACCAGCTCnCAGGAGAAGCACGCCATGAAACAGGCCGTCATGGAAATGATGAGTCAGAAGAnCAGCAGCTCACAGCCCTGGGGGCA^ 

>ncrc9786.seq 

GGGCTGGTCGCGGTGGCTCACGGATGTAAnCCAGCACmGGGAGGCCAAGGTGGGTGGATCACTTAAGATCAGGAGACCAGCCTAGCCAACATGGTGAAAGCGCATCTCT^^ 

aaatagaaaaatcaggccaggcatggtggctcacgcctgtaattccagcacmgggaggctgaggcgggtggangcctcagctcaggagncgaga^ 

taaaaccctatctctactaaaatgcaaaaaa™gctaggcgtggtggcatgcgcctgtaatcccagctactcgggaggctgaggcatgagaatc^^ 

ngcagtgagctgagattgtgccacagcactctagcatgggctacagagtgaganctgtctcaaaacagaagacaaaaamgctgggtgtnggtg^ 

GOTACT 

>ncrc9787.seq 

CTGATnCCGGNGGCTGAGAAGTCCAAGNATCAAGGTGCTGACAAAnCACTGTCTGGTOCAGGGGAGAATCCAGnGCTTGCCTTmCAGCnCTAGAAG 
ACTTGTGACCCCAmCATCnCAAAAACAGCAAGGGCCAGACCCCATTTCATCnCAAAAAAAGCAAGGGCCATCTCAGmGTCCCAGGTGTAATCAn 
CTCTTCCACAnCACAGACCCnGTGATGACAAAGGGCCAACCTGGGTAAnCAGGATAAmCCTOTmAAAGTCAGCTGATTAACAACm 
TnGTCATGTAATGTAACATAnCATAnnCCTGGGAnATGAnTAAACAGCATTAGGAAGCCAnAnCTGTCTACCACAGATACCGCCAm 

>ncrc9790.seq 

CACCTCAGCCCCCTGACCCTATCATCACCATGGAAAAAGTGACnGAGCAGAGGCTCTCCCTATAGAGAATCTCCTnGGGTCATmGAAAGCTATGGAGGGATGC^ 

GCTCAGAAGATGmGTTGATGTACCANGAAAATACAGTGATACTGGATGAGATGACCCTTCGGCACATGGTTCAGGATTGCACTGCTGTNAAAACTCAGTTACTCAAACT^ 

TCCTGCATGAGACGnCTCGCTGTGnGCCCAGACTGGAATGCAGTGGCAGGATCTCAGCTCACTGCAAGCCCTGGTTCCTGGATTCAAGCGAnCTCCTGCGTCAGCCTCCTGAGTA 

GCTGGAATOCAGCATGATGGAAGTGGnCATTGCATGATAnCAACTGTCATTGCCATCCAGTCCAGAACCAGAAGATGGNGATAAAGm^^ 

T 



>ncrc9793.seq 
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GGCGGNCGGGCGGACCACTGCAGACTGAGCGGTGGACCGMTTGGGACCGCTGGCTOTAAGCGATCATGmCTCCAGTATTACCT^ 
TGAAGAAAmGACCCGATGGGACAACAGACCTGCTCAGCCCATCCTGCTCGGnCTCCCCAGATGACAAATACTCTCGACA^ 
GACCCAGCAACCGCGCCCTGTCCTCTGAGGGTCCCTTAAACTGATGTCTmCTGCCACCTGTOCCCCTCGGAG 
TTGCCAGCCATACTCmGGCATCCAGTCTCTCGTGGCGAnGAnATGCTTGTGTGAGGCAATCATGGTG 

>ncrc9794.seq 

AGAATnGTATTmATTGTACmAAAAAGATnATGTAATAGGTATATAmAGTGGCCAm 

ACmACCAATTmAATGGTAATCAACTCTGCTACTGGCATGATGAAATAGTACATAACTGGTCA^ 

GTAmCTATGTAAACTCAACGATATGCnGGTTnCCTGAAAATAAATGATm^^ 

>ncrc9795.seq 

AnGAAATAGGCGCTCAnCTGCNAmCACCnNCGNCCTGAGCAGAGCCTGAAnACGTNmGGNCAAnNCATGGTGnNCACNAGAGTGCGCTAGAGAC^ 

ATCTGGAAAGAnCNGAAGACACmGCCGAGGGGATNAAGCTGAGATGATGCTTGNATGGAAAGNTTGATATTnNATGAGTC^^^ 

TAACTAnrrCAATAAAANATNTCACT 

>ncrc9796.seq 

GCmCCGGCGGTCACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAA 

CCCAATTCCTACnCATGGATGTGAAATGCGCAGGATGCTATAAAATGACCACGGTCTnAGGCATGCACAAACGGTAGmTGTGTGnGGGTGCTGCAGTC^ 

AGGAGGAAAAGCAAGGCnACAGAAGGATGnCCnCAGGAGGAAGGAGCACTAAAAGCAGTCTGAGTCAAGATGAGTGGGAAACCATCTC 

>ncrc9798.seq 

AGAnAAAGCAGATAATGAAATCATGGGGCCACCCTGGCTCTATCCAAGACAATGGAACAGAGATGGAATTTGATGGTAGTGTAAACACAATGTGGCTA^ 

CTCAGnCTGnAGAGTGATATGnCTAGCGACOGTGAAGTTCAGGCGTGATTCAnGGATGGCACAGAnGAAGAGATAAnACCATGAGAGGCCAGGGGGAGAAAATG^ 

TATTGGCTAGGTGGATAGCAGCTCCTGGGACACCTGAGTGATOCCTACTOGTTAAAAAGTATATGACCCATGTCAAmCTCACATCACTCTGCAGT^^ 

>ocrc9802.seq 

aI1%aaagnaactactaaaggatgtgctgtaagtaaagaggaaactgagcccaggaaggagagggagttctagaagtaataataatgaagaa^ 
asbjgatgtaggatgmtaaaaacagtaataataagacaacaatcaataagacagaagatgggagggtaataa™^^^ 

A^(^V\ATAnGATTAATmAGATTrTCTGTTm 1 1 1 1 1 IGAGACAGCCTGGGCGACTGAGCGAGACTCCATCT 

>n&t9804.seq 

(^GAATTGATAAGTAAAGGCAGAAAAGATOTATGTCATACCTGCAnGGGGAATAAGCATAACGCTGAGGnCTTAGTACTGAT^ 

(^MATGAAAGCTACCAAmAAAGTOCGGAATCTACCATmAAAGTTAAnGCnGTCAAGCTATAAC^^ 

TpJW\TACTGCTTnACAAAAGCAGAATAAAAGCG 

>ii^805.seq 

CtAGTCTACnGAAGGTAGTGGAGTCATAAGGAGAGACAAAAACAGGnTGTGCCATAAAGTATTnTTCAAAGACACCAAGGATGTG 
Gt^ATGAAACTnGCCTTAAGAAGGTGCTGGATTCCAAGGTnGTAAAGGCATCTCGGTAAAGACTGCTT^ 
AS^GATGGTmAAGTCGGAACCGATAAATmAAAAAGGAGAAAAAATAAmGACCTAGT^^^ 
T||pCAAAACACATGTATCmCATTATnATAAGTGGCCTCTC™GCTCAGTTACTCAATrCAT^^ 

>ill:9807.seq 

CpGGAGAAGGCAGCACATCACAACCTGTCACATTGAAATAGGCGCTCATTCTGGTATnCACCTTCCGTCCTGAGCAGAGCCTGAATOCGTT^ 

Ci^GGGCGCTAGAGACTCAAACGAAATGTCCATCTGGAAAGAnCGGGAGACACTnGCCGAGGGGATGAAGCTGAGATC^^ 

AlgGCTTTTGAAAAATGATGTATATATmAAAnAACTAmTCAATAAAA 

>ncrc9808.seq 

GNACCCCACAAGGAAGCCAAAGTmCAAACTNCTGCATACmGACAAGGAAAATCTATAmGTCnCCGATCAA 
GCATTmGTGCAGACAGTCTGTOTGCACTGTGGTnCAGATGTGCAATAAmGTACAATGGmAnCCCAAG 
CnAATAAATATGTAATATAAATTTAAGCAAACGTCTATmGTATATnGTAAACTACAAAGTA^ 
ATAAACCTATAATATTTTATCTG 

>ncrc9809.seq 

AGGGGANAAGCGGGCTGGGGGTAGCCTGGATGTGGGCCAAGTCCACTGTCCTCCTTGGCGGCAAAAGCCCATTGAAGAAGAACCAGCCCAGCCTGCCCCCTATCn^ 
ATTTTTGGGGnGGAACT 

>ncrc9811.seq 

AmANTAACATOCCnACTGTGGAGGAAGGAnGTAAAAAAAAATGCCTnGAGACAGmCTTAGCTmTAATTGTTGTTTCnTC^ 

TTCTnGATAATGTTAAATTTGTAAGmCAGGTGACATGTGAAACCTTTmAAGATTmCTCAA^ 

TTTAAAAAAAmAAGTGCGTGTGTAGAGTTAAGAAGCTGTTGTACATnATGATTTAATAAAATAATO^ 

>ncrc9813.seq 

GTCnCAGTGTCTCAnGTCATGGCTGCnCTGmGGTCTTAGAGTGmGGATATAACTGAAnGTAGATGGTAAAGGAAATnGATGTGmm 
AATTTTT 

>ncrc9815.seq 

GATCTCAGCGTTTAGCCACCTTACCCATGCCTGATGATTCTGTAGAAAAGGTTrCTTCTCCCTCTCCAGCGACTGATGGGAAAGTATTCTCCATCAGTTC^ 
CAGTACCAGAGGTGCCTGATGTTGCACATTTGCCACnGAGAAGCTGGGACCCTGTCTCCCTCnGACTTAAGTCGTGGTTCAGAAGTTACAGCACCGGTAGCCTCAGATTCCTCnA 
CCGTAATGAATGTCCCAGGGCAGAAAAAGAGGATACACAGATGCnCCAAATCCnGTTCGAAAGGAATAGCTGATGGAAGAGGAGCTCCAGCAGCAGCAGGAATATCGA^ 
AAAAAAGTGAAATTGGAAGACAAAAGCTCAACAGCAmGGTATCAAGGAGTTGGGAnTCTCAGCACTGCTAATGAAGATCCCCTCmTAG 



>ncfc9817.seq 
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TGTGGTCGGnCACACCTGTMTCCCAGCACmGGGAGGCCGAGGCAGGCAGATTGCCTGAGCCCAGGAMCCAGGACCACCCTGG 

AATATGAACATTAGCCAGGCATCGTAGCATGCTCCCTGTAGTCTCAGCTACTTGGGAGGCTGAGGCGGGAGAGTCAC^ 

CACACCACTGCAGTGCAGNCTGGACCACAGAGGGAGAATCCTGTCTCAAAAAAAAAATCCCTAACGGGGGGnCCAGGGAAA^ 

>ncrc9819.seq 

GnnCAGGAACCCGTGAGTmAAGnCAnAnCmATAACAmGAGAGAATCGGATGTAGTGATATGACAGGGCTGG 
TAGTGCCCTCCGTGTTCAGCTTAGCCmGACCCmCCTTTTGATCCACAAAATACATTAAAACTCTGAATTCACAT^^ 
GACCAGTAATGTGGnGTAAnnGTGTATGnCCCCCACATCGCGCCCAACnCGGATGTGGGGTCAGGAGGnGAGGn^^ 
AGTGCCAATAGATAnCAAATGTTGCATGTTGACCAGAGGGATmATATCTGAAGAACATACACTATTAAT^^ 

>ncrc9821.seq 

GGGGGTCAAAATCATGTCGTGTGACTAAATGACGATCCCAAAATCTTCCAACAAACTAGAGCAGTGAACAGGGAnAGCAAAATGAGAm 
TGGCTTGCAAAACCCACTAACTACCCTAGTACTGGATGGGGGAAGCCATTGCTGAGACAGCACACATGCAAAAGACTTCAGACinCAGn^ 
CAACCTTGGGATACATTAAGAAATATGTAGCACCGTGGGAGGCGTGGTGGCnACGGGTGTAGTCGCAACACTTGGGGAGGGGGAGGCAGGTA^^^ 
GACCAGCCTGACCAACATGGTGAAACCCCATCTCTA 

>ncrc9822.seq 

GGCATGGTATCAGAAAAGGTGAGTAAGGATAGAGAGTGGAGGnAATACCGAAAAAACAGTAAAAAGTAGCTTGACTCGTCCACTCTACmCCCTCTnCCA 

GnGGGAAACTGAGCnCTATACGnCCTGGGAGTAGTGACATGnACACCACCnCCGAGACTCTCATAATGTAATACCTAAAATGTCCAGGmTAT^ 

AGAACCAGGAAGATGCGAAATGAAATGGAAAAAAAAAAAGATAATCAGTAGATNTGAACAGCTNGATGACAGNAGGGGTCAAAGGTm 

>ncrc9823.seq 

CATnAGCTAGNNGGATATGACTAGGCATATmAAAATTCTAGATCTGTGNmCNTANGTGTATATCCnGGCAGGCTTTGTAATGCmCT^^^ 
GTCAAGTATAAAGCTAAATAAAATAGTATGNGCGGGACATCTAGTGCAGTGCCTGGCTCATTGGACAACCGCAAAGAGTAGTAAGTGCTGCCGCTATTCACA^ 

GG 

>nticc9825.seq 

G(g&TnCGAGGTAGGAGTCGACTCGTGTGAGGTATGGTGGTGGGTGGAGATGCAGTGTGGCTCTGGATAGCACCTTATGGACAGTTGTGTCCCCAAGGA^ 
TQi^^GTCCTAAAGAGCAAGCGTAACTCAAGCCATTGGCACACAGGCAmNGACAGAAAGCTGGAAGnGAAATGGTGGAGTCCAACTTGCCTGGAC^^ 
G(^CGnmATCCATGGATGACnGCTTGGGTAAGGACATGAAGACAGnCCTGTCATACGTmAAAGGTATGGAGAGTGGGCnGAGT^^^ 
A(|MAAGGACTCAGAAnCATGAnGAAGAAATGCAGGCAGACCTG™TCCTAAACTAGGGTm 

A 2 J i 

>nG^826.seq 

CfMAGCAACACGATnCTGACATTGATGATGCNNTNAGAAAACTGTAAAATTCGAGCCATAT AAATA AAACCTGTACTGTTCTAGNTGn^^ 
TMAAATGTTCTCCAAGCTAnGTATGTNNGGAnGCAGAAGAATTTGTAAGATGAATACTnTm 

>riiCEc9830.seq 

GlilGnNNCTCACTCCTGTNATCGTAGCAGmGGGAGGCCAAGGCAGGNGAATCATGAGGTCACGGAGATCGAGACCATCCTGGCTAACATGG 

AlilfAAAAAAAnAGCCAAGCGTGGNGNAGGGCGCCTGTATTCCCAGCTACTCGGGAGGTTGAGGCCAGAGAATGGGGTGAAGCTO 

cIgCACTGCGTTGCAGCCTAGGGAACAGAGCGAGACTCTGTCGC 



AimACACAmATCAAAATCCATATGTGTACTnATACATnGTCAAAATCCATAAAAGnACAAAAGTAGA^ 
GS^nTTGGATGmGGAmGAGATGCTCAAGGCATAGTAAAATTGGCTCTT^ 

G^GGGAATGGTGACTCATGCCTATAATCCCAGCACCTTGGGAGGACAACGTGGGAGGATTGCTTGAGCCCAGGAGnCAAGACAAGCC 

>ncrc9834.seq 

TATGGCCGGGAAGTGNGAACAGCAGAGTCAGCTCTGAGATTCTGATTCGAATGACAGTGnCAGGAATCGGAATGGTGTGGAnAGACTG^^ 
TAACAAGCCAGATTTmAAAAmATAnGTAAATATTGTGTGTGTGTGTGTGTGTATATATA^ 

>ncrc9835.seq 

GTGAGTGGGGCATCTGnGGAGmCGACCTGGTGATATACTCTGGAGCTGTOGAATGTGCAAGCACnGGGGACAGCATGAGCTTGCTGnGTACACAGGGTAm 
AAATAGACTGGGAAGATGGACAACGAAGGGGnACAGGCATCGCGCATGCTCCTCACCTGTATmGTAATCAGAAATAAATTG^^ 

>ncrc9836.seq 

GTGAGCGGGGCATCTGnGGACTTTCCAGCTGGTCATATACTCTGGAGCTGTTAGAATGTGCAAGCAGnGGGGAGAGGATGAGCnGCTGnGTACACAGGGTAmC 
AAATAGACTGGGAAGATGGACAACCAAGGGGTOCATGGGATCGCCCATGCTCCTCAGCTGTATmGTAATCAGAAATAAATTG 

>ncrc9838.seq 

GATCTmGTCTnCCGTGGAGCTGTGGCCATNAAGGTCGAGCTGTGCAGTmAGCGGGTACAAGATCTACCCCGGACACGGGAGGGGCTACGCCAGGACGGACGGGAAGGTm 

GAGmCnAATGCGAAATGCGAGTGGGGTnCGTnCCAAGAGGAATCCTCGGCAGATAAACTGGACTGTCCTCTACAGAAGGAAGGAGAAAAAGGGAGAGTCGGAAG^ 

AGAAAAGAACCGGCGGAGGAGTGAAATTGGAGAGGGGGAnACTGGTGCATCTGTTGCTGATATAATGGGCAAGAGGAATCAGAAACGTGAAGmGAAAGGC 

TATCAGGGGTGCTAAGGAAGGAAAAAAGGGTAAGGAAGGATCTAAAAAGAGTGCAATGGGTTGCTGCTAAGGCACGTOGAAAGGGAGGAGGT^^ 

AAAGNTTCAGG 

>ncrc9841.seq 

ATTAAAAGnnAATAATAAGAGTATGTAAATATACnTCmCTGGAATAGCCTAAGTGTAGTTGTATCTACAAGAAAGAGAGTAAAA^ 

TGTCATGAAAAGCAnAAGTGnTmGGGATGAGATAGTACTATAnAGnGGTATGCGGAGCAAnNGGACCGAAATCCGAGAmcm 

CTGCTG 

>ncrc9843.seq 
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GACGCNmCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGMCTCCTGCTTCTCCnGCCTCG^^ 

GCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGT^^ 

AAGTGCAGCTNCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGG^ 

>ncrc9844.seq 

GTGGGTTGAAAGAAAGGnAGCATGAnCAimAGAACATGGnTGGlTTmATATTAAACA^^ 
GATAGTATGTTmACTAATAATAGATATAATGTGATTGAGACCTGACAGGTGACATTCTACTGACAGTATCGAGAG^ 
CTGCAGAnGGAGACnGGAGATATAAimAAAGTGCTAGCTGTCACCTGCAAGTGAGAGCATmGAG^ 
TGCTTCTCTCCnA 

>ncrc9846.seq 

GAAATGTTCnCTACAAATGAAAAAGAGmAAAAACGTOCAAGGGAAGCTATGCCnCTGAAGTCTATCCmGTO 
TTGAACCACAGAGGnGAAATTGTmGTGATCTTCAGCAGAAATAAAATCTGTACATGATmCTmATGCCm 
AGTAATAGGTAmAGTGTCCACnATATATATCAGCATCTGGTCATGCACGAACCAnAATTCTATAmCTAmCAATAATTCT^^ 
GCAAAGAGCCmcnCTCAAGATCCTGAAAAGCTGGGTACCTGCCCnTGAGTGCCACAGTCCTGAACTGCTTGnCnGACATCT^^ 

>ncrc9847.seq 

ACAGACnCCTACTATAACCTGCTGGGGGTACTATGGTGTTTCCTTATTGGCmTCTAAATATTGTCTAAACCTTTGCAAATAT^^ 
TATOTCTGTmCTGCTATAATATATCAACTGAAAAmGTGGnCTGATGACTCATGAAAATTAGGGGGTGTACTA^^^ 
nGAACATAATTATTAACAATAATTmcnACCTGTTGATAGACnTGAACCnCCAAAGGATAGTAGAAAAGAGC^ 
TACAGCAATACCATGTGAAGCAGGAGCACAACTGGCAAAAAAACTAAGAAAAAGTACAGAGCAAACATATATGAAAnGGNAATGGAA^ 

>ncrc9849.seq 

GAGAACCnAGGCAACCTnACCCAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAA^ 
GGACTAACCCGTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGGTAAGACGCGCGAAACCAGACGAGCTACG 
CGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCnGGTTGTCCAAGATAGAATCmG 
CpTCTAAATCCCCnGTAAAmAACTGnAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTTC^^ 

>ifclc9850.seq 

TSAnGAAGnAACTGTOCCCnGGTATnGnTAATACCCTGTACATATCmGAGnCAACCTTOGTACGTGTGGCnGGTCACTTCGTGGCT^ 
MCAAGTCTGTGGCTTGGTGAGTCTGTGTGGCCAGTAGCCTCTGATCTGTGCAGGGTAnAACGTGTCAGGGCTGAGTGTTCTGGGATnCT^^^ 
TWGTCTTGCGGGTCTGTCAGGGTTGGAAAGTCCAAGCCGTAGGACCCAGmCCmCTTAGCTGATGTCmGGCCAGAACACCGTGGG 
GnTGCAmACGCCTGTAAATGTATTCATTCnAATnATGTAANGGTTTT^ 



l.seq 

A^fcANTCACAATGCAGTTGAAGGGGGAAGGCTCCACTGCATTCTnGGCTAAGGCCTGAATGCTTGCTCATCTGT^^ 

(SGAGAGAGGGATGGmCTGAGGGGnCTGAAAGTATGATTCAATGTGCAACA 

TtaCCACmCTTCTTAACmACTTCTCTTmGTCCCCCCCCCATCTTACAGAAGTTGAGGCC 

dMAGTGTTCCCCCCAACCCCAAAmGTCTAAGCACTGGCCAGTCTGnGTGGGCATTGnnCTACAACCAAATTCTGGGGI III! ICTTCTTTCTTTAAACATAGAGGNACCACCAC 
>Mc9852.seq 

<MTGAGTTCAATTCACnGCTGCCACAATGCmCAGGCCTAGGCTCTnGCAGACAGAGAGCAGCATCAGGGAATGATO™^ 
G5?AAGGTAGAnCAAGCCCTCTATCAnCCCAGAGACATACAAAATCAAATACTGACTTAAAGAGAAA^^^ 

^iyc9855.seq 

ATmCnATGATGTAATnATGAAAAAGATNTCTGTACTAACAGGTGCTGTAACACTACTGnGnGGATmATO 
TGTGATGTAAAAGTCTGGGCAAAATGTATATAATCCTGTATATAATOTGTAmGAnATAAnACTGATTGTAAAG^^ 

>ncrc9858.seq 

GTGTATGGTGATTGGTGGAGCCAACCTCGGTCGTGTTGGTGTGATCACCAACAGGGAAAGACATCCTGGnCTmGATGTGGTGCATGTGAAGGATGC^^^ 

ACGAGGCmCCAACATTmGTCATTGGCAATGGCAATAAACCnGGAnTCCCTGCCCAGGGGAAAGGGCATTCGACnACTGn^ 

AACAGAGCAGTGGCTAAATTGCAGTAGCAGCATATCTTTTmCTTTGCACAAATAAACAGTGAAn 

>ncrc9859.seq 

GGCAGAAACTGGCCTTCCATCTCTCTCAGACACCAAGCTGCAGATCCAGGCTmCTGGGAAAGTGAGGCCACCATGGCTCTGGAGAAGTCTCTTGTCCGG 
GATACTGCTGGTGCTGGGCTGGGTCCAGCCTTCCCTGGGCAAGGAATCCCGGGCCAAGAAATTCCAGCGGCAGCATATGGACTCAGACAGnCCCCCAGCAGCAGCTCCACCT^ 
GTAACCAAATGATGAGGCGCCGGAATATGAGACAGGGGCGGNGCAAACCAGTGAACACCmGTGCACGAGCCGCTGGTAGATGTCCAGAATGTCTGTnCCAGGAA^ 
GCAAGAACGGGCAGGGCAACTGCTACAAGAGCAACTCCAGCATGCACATCACAGACTGCCGCCTGAAAACGGCTCCAGGTACCCCCAAGTGTGCATACCGGGACCAGCCCCGM 

>ncrc9880.seq 

AAGGCTOGGTATTOCCATGAGATGGTTGTGGTCAGTTGCAGCTGATACCATGTATCCCTGAATCATGTGTATTnTATOGTAATGCAGCCACTACC^^ 
CTAGTCCCTGTGGGATTGGCCTTCTGAAGAAAAGCACAmATGGTACACAAGGnGAnCTCAGnTGGTAGGCTCTATAGTTCCATCCCAGCTGTCTAAnCTGAA 
TTATTGGTGCCCAATGGGGTAATCTGTGCCTCTTCCCCAAAAGCAATGACAGGCACCAGTGTCTCCACAnTAGATATAnCCCAGTCTCTGTACATTTAAG 
GCAATAAGTAGGACCnGTGTGGAGTTTCATTGTAGAGACATGTATATCTGAGGAATAAAACAGGTTGTTCTGTGTCAGTCTG 

>ncrc9861.seq 

GAAAAGNCGnTGGGATGCCAACGATGAGGCTGCTGTCAmGTGGTGnGGCTCTAmGCTGTCACTCAAGCAGAGGAAGGAGCCAGGCTmGGCTTGCAAATCACTGCTC 
GATACGCCGTGGAGGGACGAGACCTGACCTTGCAGTACAACATCTACAATGnGGCTCAAGTGCTGCATOGACGCGGAACTATCTGATGATTCCTTCCCTCCAGAAGACm 
TGTGTCTGGAATGCTCAATGTCAAATGGGACCGGATTGCCCCTGCTAGCAATGTCTCCCACACTGTGGTCCTGCGCCCTCTCAAGGCTGGnAnTCAACnCACCTCGG 
AGnACCTGGCCCAGGAGGATGGGGCCGnGTGATTGGCTCTACCAGTGCACCTGGACAGGGAGGAATCCTGGCTCAGCGGGAGmGACAGGCGATTCTCGCCTCATrTT 

>ncrc9862.seq 
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GGCCGNCCGCGGTGGCGCGTGCCTGTAGTCCNNNCTGCTTGGGAGGCTGAGACAGGAGMTCACTTGMCCTGGGAGGCAGAGGTTGC^ 
CCAGCCTGGGCGACAGATTGAGACTCTGTCCCG 

>ncrc9863.seq 

TATGGCCGGGTAnATNAATnATGTAAACCTGGAAATTCTGNGATCCAGTCTCTAATAGGAGTACmG^^^^ 
TCCTGGAXmAACAGTGGGAAnAATTATAAAAAATAAAnATnCAGGTGATGTGTmCCT^ 
GTTAAACCCTAAATATAATAGGAATCAmAAAATATTGCTGTTGTCTGGGCACGGTGGCTCATGCGTGTAA^^^ 
GTTCAAGACCAGCCTGACCAACATGGTGAAACCCCATCTCTAC 

>ncrc9864.seq 

TGCAATGATAGGAAGAAATAAAAATATGCACANAAAAAATCAGTAAGCCGTGTAAACGGATCTGTCAAAAGAAAAAGATGGAAM 
CCTAACGCTAAnCATAATAmATGAmGAAmCTGTmGCTOTGAGATAATACTAATTmAAAT^ 
AAAAGCTOTCCATTCTAAAAAGACTGCTGGATACAGCCACAGGCCAAAACTGCTAGTmAACATCCnCCTCTAm 
ATAGACGCTTAATAGATTTTATCTGTCnTGTCACATAGCTAATAAGCAnAAAGCCAGTACGTCnTAATCCAAGTATG^ 

>ncrc9865.seq 

TATGGCCGGGCAAGGTCTTCCTCCTTCCCTTACGGAAmCATNnGATGGCAACAAAATCAGCAGAGnGATGGAGCTAGCCTGAAAGGACT^^ 
GmCAACAGCATCTCTGCTGnGACAATGGCTCTCTGGCCAACACGCCTCATCTGAGGGGAGCnCACTTGGACAACAACAAGCTTACCAGAGT^ 
AGTACATCCAGGnGTCTACCnCATAACAACAATATGTCTGTAGnGGATGAAGTGAGTTCTGCCCACCTGGAGACAACACCAAA^ 
ACCCGGTCCAGTACTGGGAGATACAGCCATCCACCTTCAGATGTGTGTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAATTCTCAAGAAAGCC 

>ncrc9866.seq 

GGAAACTGGGGAAACATGCATAAGTGCCAATCCmGAATGnCCACGGAAAGACTGGTGGACAGAnCTAGTGCGGAGAAGAAACACGmGGTTO 
CTTGAGTTOGGTACGGCAATCCTGAACnCCTGAAGATGTCCnGATGTGCAGCTGGCATTCCnCGACnCTCTCCAGCCGAGClTCCCAGAAGATCACAT^^^ 
CATTGCATAGATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGTCAAATGAAGGTGAAnCAAGGCTGAAGGAAATAGCAAATTC 
(^TGGTTGCACCGAAACACACTGGGGAATGGAGCAAAACAGTCmGAATATCGAACACGCAAGGCTGTGAGACTACCTAnGTAGATAnGCACCCW 

>&9867.seq 

(^AANAAAGGCAGCAGCTACCAAGNAAACCAGCCCCTGAAAAGAAGCCTGCAGAGAAGAAACCTACTAGAGAGGAGAAGAAGCCTGCTGCAT^ 
AMGGNCAAATCATTnGGACAGCTTCTrTTGAATAAAGACCTGAnATACAGGC 

m 

>pc9869.seq 

CMGGANTACGTGGTCCCCTAAATTGnGCACAAGnCAACGATGTGGTGTGGCATGTGAGCTGGTCGATCAGAGCCAAGATCCTGGCTGTCT^^ 
GjfSGAAGGAGTCAGTTGATGGGGAGTGGGTGTGGATCAGTGATGTCAAGAAGGGCCAGGGCTCGGTATCAGCATCAGTGACAGAGGGCCAGCAGAACGAGCAG 
(M^GCGTGGCTGCCCAGCGGCCAGGTCCAGGACTGCGCCTTCCTGGGCCAAGTAAGCAGACAACTGGGAAGAGGCGGCAACTCCAACAGGAnATTnC^ 
T|gAGCCACAGATTGATCATCTGCCnAACGTGATCGGAGATACTTTGTAATCTACTGTGCAGCTGAAAGCACTCATG™ 

>Hcrc9871.seq 

AprrmATAATACTGnAGCTCAGTOnGGATGAGTGAAAGATAATCATGTO 

^^^GCCACACmAATATCACAnATAAAGGGAAGGACAGTCTTCAnCCTCCTGGnATTGGTnGmGTCA 

TTjijATGTATGGTGTGGTTAAAGnCCnTGnCCTmGTTnAA^ 

TWrTTAATCATGAAGAGAAAAAnAGTAGGATTTTCmCTCTCCCCA™ I II 1 1 1 II lAGGCCAAAAGCCAAAAATATT 

>rfeic9872.seq 

Cl^GATCATTGnGTmCAmGTGCTTCCCTGTGTGTCCTAAGTTTnGGCATTOGTGTG^ 
TtMCG 

>ncrc9874.seq 

NAAACTCTAGGNCTAACGTAACTGTAGGGTNTGCCCACATGTTGAAGTATTGCCAAGNAGAGGACTCAGTGTGAAGCCnGATCAATAGCAAGCACT^ 

AAAGGGAAACGTCAAAAACATGAAAGGGCATTCAGGATGTCCCATGGCAATAAGAACAGGGGAAATCTCAGAGCACAAnCAGCAGGATGAGA 

GTCAnGCTCAGnCAGAGTnGAATTCGTGAGCTGACAAAGAGTAACATGCTCnTCTACACAGACATGGACAATnAGACAGTAnGG^ 

TTCTGAATGAGTGTAAATGTTTTnAGGATACTATAAAGAGTGATGTTTnCATAAGCACCATAAM 

AGATTGGGGAAAATGAAGCA 

>ncrc9875.seq 

AnGATGATAACmGAATGTAAATGGAnAAAnCTCCCACTTAAAAGATATAGAnGACTGAATGGAnAAAAACCACCATCACGACTCGACT^^^^ 
TGTAAAGACAGGCCAAAAGTGAAGGTATGGAGAAAGATATTGCATACAAATGGAAGCC 

>ncrc9877.seq 

CTCCACCGGCGCTCCACCTCCATCTCTTATANCAACAATAGAAAGTGGACATTCCTCTGGTTATGATAGTCGTTCTGCACGTGCATnCCATATGGCAATGTTGC 

TGGTTCTGCTCCnCGTGGCCTAGTCTTGTGGACACCAGCAAGCAGTGGGACTATTATGCCAGAAGAGAGAAAGACCGAGATAGAGAGAGAGACAGAGACAGAGAGCGAGACCGTG 

ATCGGGACAGAGAAAGAGAACGCACCAGAGAGAGAGAGAGGGAGCGTGATGACAGTCCTACACCAAGTGTmCAACAGCGATGAAGAACGATACATACAGGGAAT^^ 

GGTOTGAGGGTCAGAGAGTAAGTCGAGAAAAAGAAGAACGACATAGAGAAAGACGACACAGGGAGAAAGAGGAAAGCAGACATAAGTCnCTCGAAGTAATAG 

G 

>ncrc9879.seq 

GCTGACTnAATATATGAAACCTAATCCTATCCCCnTTTTAACAAAAAGAAACTAGTACATnGTGAAAAnGTGnGTGnGTCCATT^ 
GGAGTGATTnAGACCTACTCAGTCAGTTGTGTGTAGGmTTinrTGTmGTmGAGAGAGAATTTn 

AGTAAGCAGAAAACCAAGnATGAGGAGAGAGATATnCCCAGnACTCCTAATGAATGAAGAAAGTGAGnGGATATnTTAAAGCAGNTAACTAAT^ 
AGTmGCnGnGATATAACCTTmAGnAACCTGAAAGAnCGAAAAAnGTTCTTAAGTGCTTGAGACTG 

>ncrc9880.seq 

GAGGAGCATCCTGNATGTmGAGTGGAGCTCTmAAGCCAATGGGAmGAAGTATCAmGTGAAGmGTTGAGGAGTCTGGAGTGAAGGAGAAGAAAGAT^ 
TCCGAATACTGGAAACAAAAAAGGATCGCATTCAAATTCAAGAAAAAATATTGATAAGACTGCTGTGAGCTAGTGGAAATCATC^ 
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nGCCMTCCATCACAGCTTCAGTGCAGTGATMTGTAAAMnGTmAGACMGMTCn 

tgaaaaaacitgaagtacattcaaatgatccagatatgtctg™tgaaagatatcagtataggtaaagcc^ 

>ncrc9881.seq 

GATNCANCATGCAACCTGGTCTTTmGTNTTTmGGnGGTnGGmGGOT^ 
GAAAATTAnCAGTAAATAAGTCTGnGACTGGGCCAAGTTGTAAACATTnCTAAGCTACTCCAGTACACTC^ 
ACGATAmGCCTCACAGCTCCAACGTAGCnCTCCCmGATATGATGAAAATAnGATAAGGGCCCATAAAAGGGTA^ 
CGAGCAGCCCCTCAGGAGGAAGAGAGAGTATCTGTGGAGCAGAGGTAAACTTGTGAGCACmGmGAAACAAGGATCGCTAACACGG^ 

AAAAATTAG 

>ncrc9883.seq 

CGCAGGCAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTATnTnAAAACATCAAnGATAnAAA^ 

>ncrc9885.seq 

CAAAGNAAAGTGTAnGGnmTAAAAAAGAAAGTGTAnTGGAAATAAAGTCAGATGGAAAATTCAnTmA^ 
CTmCGGCCCCATGTATCTCAGTACCCCATGGAGCTGGGCTAAGTAAATAGGAATTGGmCACGGCTGAGGCAATTAGACACm 
AAGCATCTGGCTCTAAnCACAGTGGTCTmCTCCTCACTGTATCCAGGTTCCCTCCCAGAGGAGCCACCAGTO^ 
1 1 i i 1 1 ICTGTACGAGTTAATTTTTGGAAGTAGTAATAGAATAAAGGT 

>ncrc9886.seq 

TAGCACATCGAATCAnNGTAGTGCTAATACCAGCAAATAAGAATATCCAnCAGNGGACnCATATATACAGGTTGAGGATCACTAATCCAAAAATCC 
CTGGAACTTmGAGTGCAGACATGATGCAACAAGTGGAAAATOCATGCATAAGTACTTAnACAAACTTTGnTTGAGCACAAAA™mA^ 
TATnGTATAAGGTATATGTGAAACATAAATAAATTATGTGTTTACACTTGAGACCCATCCCCAAGATATCTCCnATGTACTTGCAA^ 
CCAAAATAGnCTGGTCCCAAGCATlTCAGACAGTCAAGCAACATTCATGATGAGTCTAAGTATGCACAAnGTAATGATCTCCCTCAAACATCCCT^ 

>ncrc9888.seq 

ASCCTGGGGTCCACnGTACTACCATGTCnmCTATCATGTnTTCTGTACCTATCACmcmCTCATCTTTmCAT^ 
ApTAATATACCCATGGGGGGGAAAAATCCAGCAATGmnTCAAAATAAATTCTGTAAGCTnAAAnnCCAnmCACn 
C^nAACCATTAnAACAGmAGTGTATGTGCCCnCTATGCTTmATGTGTACATATACACATATmCCCA^ 
TpTrATAnATGGGCATTGGGCTATGTTAACATATATAAATCTACCTCATCTTmAAATAGCTG 

>&9890.seq 

d^GAGNNGCTGGGACTACAGGCGCCCGCCACNACGCCCGGCTAAmTTTnGTAnmTAGTAGAGACGGGGnTCACCATGT^^ 

AigCGCCCGCCTCAGCCTGCGAAAGTGGTAGGATTAGAGGCATAAGCCAGCGGGCCCGGCGTCTTTTnCTAA^ 

d#TCACTTGCAACTGTGGAAGTGGAAATACAGTCGTGTAAGAATAAAGmCAGTGnCTTGmCCCGTGAAATCT^ 

rp-cA 

>!ierc9891.seq 

Ai^ANTACAATGAAACTCTCAnGTATCACACmACTAnCCTCTCTGACmCCCCCCTGGGnCGCAAGTATTGTm 
A||§AGAATmAGGAAAGAGTTCAATAGAGCTmGTAGTGGTACNnCCnCCAGGTAAGTAAAA^ 

>ncfc9892.seq 

(MTCCTGAAGCTGACAGCATTCGGGCCGAGTATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTCmCTGGCCTGGAGGCTATCCAGCGT^^ 
li^TCACGTCATCCAGCAGAGAATGGAAAGTCAAAmGCTGAATTGCTATGTGTCTGGGmCATCCATCCGACATO 
deiGCATTCAGACnGTGmCAGCAAGGACTGGTCTnCTATCTCGTGTACTACACTGAAnCACCCC^^ 
AaMCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGATTTGGATTG 

>ncrc9894.seq 

GANNACCCGCTCGTGTGNACTGTTGAGAGCAAmNGGTCACCAGCAGNTGTACTGNAAGCCANGCGCGAAAATTCGGCCAGGGATCTCGCTCn^ 
CGGTCTGATCCNGAAATATGGCCTl^TATGCTGCCGCCAGTNGTTTCCGTGCAGTACGCGAAGGAT 

>ncrc9899.seq 

CAATCCnCAGCCAATAmATTGAGTAGTAGTGAGTGGTAGGTCAGTTmGGCCGTGGATnACAACCAGGGGAA^ 
ATmGTTTTATAGAAATCATGTGTGCTAGTAATCAAATGGGGAAAAACAGAmGTCnGAAAGCAGACAAAGAG^^ 
AGGCATTCGmGGrrTGGCAGGTCATCTAAGCAGAGTGCTGCAAAAGAAAAGGAmGTTGCCTTCTCCCGCTGGGCCTGnCCTTC^^ 
GAAGAGGACTAnAGTCAGTCncnCCnAAAGTGAAGCAGTAACAGCAACAAGGAGACGAGTGGCAGCAGCAAAAACAGnCCTCCACATC 

>ncrc9900.seq 

AATGACCGGCATACATTnGTTAGGTGATmGTNAnGTGCAGAATCATAAAGTATACnACACAAACCTGGGTGGCATAGCGTGC 
GACTAAAACCTGTATAGCGTGTTACTTGTCCTGAATATTGTAGGCAGCTATAACACAGTGGTAmGTGTATCTAAACAGAAAAGGTACAGTAAAAA 
GCACTGCCATATATACAGnCAnGnGACCAGAGTGTATGACTGTATATACAGmACCCTAGATGCATnCAGTGAGAATCTCAAAACATATGCTCAATCGCTGGCA^ 
TTAmCATGTATATCAAGCATAACACTTGTGTTCCTGACnGAAGTTCAAAGTGAGGGTGAAGAnGGGTCTAGCCCnCTGT^ 

>ncrc9901.seq 

GNTCCCGCGACTGGAGAAGCTGAGGAAGTAATGCCTTCGCCAGTGTCATCCTTTTTGGAACGAACAATAGCAGCTCCAmCTGGAGTCTGGGTCnCCG^ 
TCCGCTGAGTCCAGATTGGCAGGTGGACTACGAGTCATACACATGGCGGAAACTGGATCCTGGCAGCGAGGAGACCCAGACGCTGGnCGAGAGTACTTTTCCTGGTAGGGGGCCT 
TGCAGCATGTGGGCAAAGCCTTCAATGAGGGGAAGATCnCAAGTGAACATCTCnGCGATGACCTAGCTGCCTGCACGTGGCCTTCAGGGAGATGGGGGTCAnAAAGGAAACTGM 
C 

>ncrc9903.seq 

GAGGCCTTGAGGCAGCGAGCGCAGGGGCTTNTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTnTGTGmGA^ 
TATAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTTmAAGGTAATmAATAGCTTAAGA 



>ncrc9904.seq 
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GGCAGNAGCGAGTATGACGMGGGAACGTCATNGmGGAMGCGTCGCMTMGACGCACACGnGTGCCGCCGCTGTG 

6CAAATGTGGCTACCCTGCCAAGCGCAAGAGAAAGTATAACTGGAGTGCCAAGGCTAAAAGACGAAATACCACCGGM 

CAGGCATGGATTCCGTGAAGGAACAACACCTAAACCCAAGAGGGCAGCTGTTGCAGCATCCAGnCATCTTAAGAATG^ 

>ncrc9905.seq 

TATGGCCGGGGGAAAGCTACnCATCAAGGTGCACGTCGGCNACGAGGAGTTCGTACACCTGCGAGTGmCAATCTCTCC^^^ 

GACCGACAAAGCCAAGCATGATGAGCTGACCTATnCTGATCCTGACniGGACAAGGCCCTTCAGCCAGAAGACTG^ 

CTAAAATAAGCnCATCTCCGGGCTGTGCCCCnGGGGTGGGAAGGGGCAGGATOTGCAGCTGCTTTTGATTnCTCnCCTAM 

NGATCTTAATTACTTTCAGAATATTTTC 

>ncrc9908.seq 

TATGGCCGGGGACAGCNCAAGCACTGTGTGGCTGAATAAGCGGTGTTCATGAmCTTnATTCTnGCACAACAACAACA^ 
TnCAACCAmCACAAGGAGGACAAGnGAATGGACCTTmAAAAAGAAAAAAAAATGGAAGGAAAACTAAGAATGAT^^^ 
GTTAmATGAAAAAGACmTAAATGCCCmCTGCAGTTGGAAGGmTCmATATACTATTCCCACCATGGGGAGCGAA^ 
CmGCCmmCAAAGGTGGAGCGTGAATACCAGAAGGATCCAGTATTCAGTCACnAAATGAAGTCT^^^ 

>ncrc9909.seq 

ANTCTNAAmATGTAAGGTTTTTmGTACGCAAnCTCGAnCnTGAAGAGATGACAACAAAT^ 
AAGGAAAAATAAAAGTGCTGCCGTAACC 

>ncrc9910.seq 

AGAAAGNAACnACATGTTCCGAAATCAATGGTGAGGTGAATGTGTGAGANAAACTAACTTGATAGGGNCTAGCAATACAAAATGTA™ 
AACGTGTNAATGAAGATCmATATTTCAATAAATGATATATAATrTAAAGTN 

>ncrc9911.seq 

C[^CTC™GCGGTGGATCAGTCGGCTCGTGNGTCGATGAAGAACGCAGGTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGAT^^^ 
cfcGGGTTCGTCCCGGGGCTACNCGTGTCTGAGCGTCGCTTGCNN 

>»)9912.seq 

ai^gtccggcatggagaagatctatgaaggcntagtggaggtgactggtgatgaatacaatgtggaaagcattgatggtcaggcaggtgccttcacctgct^^ 
t^cagaactaccagtggcaataaagtttttggtgccctgaagggagctgtggatggaggcngtctatccctcacagtaccaaacganccctggnatgato^ 
wmtgcagaagtacatcggaagcacatcatgggccagaatgttgcagamcatgcgctacnaatggaagaagatgaagatgcnacm 
o4gcgtaactccagacatgatggaggagatgtataagaaagctcatgctgctatacgagagaatccagtctatgaaaagaa^^ 

>!Sc9913.seq 

TtesGGCCGGGATGGAANCmCGTGTGnCGTGCCnCACnCTCAACTGCAAAATATGGGAGATTAA^ 
TAAnACTACAAACAAATAACTTATCAGGTAAGTATCTATCAAATAAGTmGAACATCTACAGT^^ 

>fji!Glc9914 S6q 

A^p;\TTTTCTA™TGAATGnGATmCCTACCAAAGAAGATGGAGAGTCTAAAAmGGA 

Ajf^TTGTG 

>jlc9916.seq 

GAfGGNCCGGGGGNACCCTTTmGCAGTGCTCAGGACGGGCNNNmGGAGCCGGCCCCA GGNAG CGNGTGTCGGTCTGCCTAGTCCTGGAGM 
ApGATGATGCTGAAAGGAATAACAAGGCTOTCTCTAGGATCCATAAGnGGACCCTGGGCGT^ 

>ncrc9917.seq 

ATATnCTAAACAGGAACCTGTACAGNAAGTGCNNTGGAAGAAGGCCTGCTCTAAAnATCCAGTGTATGGAGAAACGA 
CTTCTCAAACACACACCATCAGAAnCAATAnCACCTGCCAGACTGGCnATCAAGACAAAGGTGTCCnCATAATGAAGnAAAGTGAGTAT^^^ 
TOCCTCAGCTATATCACTGCCCAACATCAGAAAACCTGACGGCTATGAnAGTATGCCTmCTAAAGATCAATACTATAAC 
CTCGTTCTGGGCAGACCTTATCCAAAGTCTGGTACAACTGTCCTOGACTGATGAGCAAAGGAGGAGTCAACTAATGAAGAAATGAATA^ 

>ncrc9919.seq 

ATACAGNTAGTNCTTAAAAAAGATGCTGTGTNNTTTTAGAGGCTCACAGCTCTGCCCCCGGGTACCTATGCCCAmGTAAGGCACAGTOTCTGCAT^^ 
GGCnCTCTGCCTAAATCATACnCTCTGAGTCCTCAGAGmCGCCCCAGACCCCCACTTTTTTmAAGGNGGG 
GCACTnGTAGGCTCAAGTGATCCnCTACCTCGGCCTGCGAAAGCACAAATAACAmAAGTAACCAAATGAATGAmGAAAGAGTAAAG^ 
CATCTAGAGAATGAGATGAGAGTGGGGCATTGGGTAGGAGGTCAAGGAAAGGGCTCTGTGATAAAGTAATAAATTGAGATGTGCAAATAACAAATGAGAA^ 

>ncrc9920.seq 

TACTCNTACAmCATATmCAAAAmnCATGTGCACTTAGAGGCATTTTmCCCCTAAGCm 
GnTCnAATGCmAAAGCAAAnGTGTTGTGAAAAAGTTGTGTTTATGTTAnTATTnAATATTCmn™ 

nCTGAGAAATGAGAATGTGGCCTGAGTCTGGGCGGACCCCTCACACCTTGCCTGCCTTGGACTTCnATGAAACACAATTGAATAGATAACCTAAGGCM 

GGAAGTTGGTCAAAGGAATAGGGAGGTCAGGGGAGATAAGTAGATTCAACCACTGAGTGGAGGGAGGTGGAGTCTGAGGTnAACCTCTCAGTnGATTGTC^^ 

CGATG 

>ncrc9921.seq 

TANGGCCGGGGGCCCCCGGTGGGCTACATCAGGGTAGGATTnATGAAGGCTCTGAGnGGTGGCTGACTCTGGCGTCACCATAGACACCACAATGCGTGGAGGGCGACTTGGCGT 

TTTCTGCTTCTCTCAAGAAAACATCATCTGGTCCAACCTCAAGTATCGCTGCAATGACACCATCCCTGAGGACTTCCAAGAGTTTCAAACCCAGAAm 

CAAGGAAGCAATCTGTAACTGGnTTGGGAAGAGTAAAACCATATATATmAACnCAATTnGnTAGCnmCCAACCCAA^^ 

GAGAAGAGATCATTTTTTG 

>ncrc9923.seq 

AAGGCGCGAGTAGTATTGAGACCATGCTAGGGTTATGGTGAAACCCCATCTCTACTAAGAATACAAAAAmGCCGGGGnGGTGGTGGACGCCTGTAGTGCCA 
TGAGGCAGGAGAAnGCnGAAGGTGGGAGGCAGAGGTTGCAAGTGAGGTGAGATCGCCGCAGTGCAGTCCAGCCTGACGACAAAGCAAGACTCTGTCTTT 
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>ncrc9924.seq 

MTCTNNGGCMGTCACTGTMmCGGTCNmGTGMTCTGAGCTACCTCATAGGGCTGTATGAGGATGAMTGTA^ 
GnCAAAAATGAGCTGnCTTAAAAGGAAATTCnGGTATGmGAAAATAAGGAATncnGCAG™nCATmCC^^ 
GAATATAGCTGTTTCTGTGTGAGCAGGACGGAATGTGGTAGAGGAAGGAGTACTGACAnTAnGAGTGCCTGCTGTATGT^^^ 

AAATGCTCACCCCCCCCGC 

>ncrc9925.seq 

TANGGCCGGGAAnGNCCGATAGTTTAnAGGGACTCnGnNTTOTmCTAAATATmGTGATTmnTCACAG^^ 

CAAAACATATATTnGTGTAACTTAAGTCCTnAATAATTmGAGACTTGmTATATCTOGAAT^^ 

AnTTGAATAGTGTGTGCTAAAAATATTAATGAGGTCAAGTAGGTCTATACTGmnCAAGTCTACCATGACCmCTGAn™ 

AAACCAGGCCGGGCACAGTGGCTCATGCCTGAAATCCCAGCACTnGGGAGGCTGAGGTGGGTGGATCACAAAGTCAGGAGATCGAGACCGTCCTGGCT^^ 
GTCTCT 

>ncrc9928.seq 

GAACTnCGATGGTAGTCGCCGTGCGTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGATrCCGGAGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAA 
6GGCGCAAATTACCCACTCCCGACCCGGGGAGGTAGTG 

>ncrc9929.seq 

GAGGCATTGAGGCAGGCAGCGCAGGGGCnCTGCTGAGGGGGCAGGGGGAGCnGAGGAAACCGCAGATAAGnnmCTCmGAAAGATAGAGATTAAT^^ 
TATAGNCAATAGGnACTAAGATAnGCnAGCGnAAGTTmAACGTAATmAATAGCnAAGAm 

>ncrc9935.seq 

AAGTAGNCGTGGTAGAAmCACAGCAATAATmAGAAGAnGAGGCCAGATCATAACAAGAACACAAAGGGTAATCCTAGTGTm 
TAGAAAAAGCTCGmAGAAGTGCACCGGTTTGGTATCACGGGTTATGGAAAAGGAAAGGAGAGAATCCTGGAACAGGAACGTGCCATTATG 
GnATGTGAATTACAAGGTmACAGGAGCAAATTAAAGAAAAAAAGGCAGCAAAGGAAGAAGAAAAGAGACTGGCCCAAG^ 
(^||GGACAGGAAATCCAAAAAGAAGTCCGCTCCCAGTATrnGTCGAATGGACGGAn^^ 

>riclc9936.seq 

Gi^CCCAGGTCACCmCAAGGACCCAGAmGGGTmGGCCTAGGTAACGGGGNAGAGATGTGGnCGAGGnCTCCCCGGAC^^^^ 

AiiACTGGCTACTGCGTACATCGACAGGnCACTAACGGGGGGAAGGAAAAAAGGGnGCTCAmTGGGTATGAnGGAGTCTGATGGAAAGAGATAGGCG 

CiltrACTATGTGTCAAAGGGmGGAGAACAnGAnAAGGAAGCATTnGCTGAnGATGAAA^ 

A^SATGCAATGTGnATGTAGTGCTT 

>yyc9937.seq 

G^CANCCGCTGCTGGTATTAGCTGAGTGTmGGGCAAAGTGGTTCATCTCTTCATrCC^^^^ 

TGCTOCCCTGTGCCTGGCGTGCATATATAnGCATATGTATGTACAGACACACAGACACACACACACACACACACACACTCAnCM 

a|^tgcagaag 

>itjlc9939.seq 

dllTACAATCCATAGAGATCTGACCTCGGCACnAGGATCATCACAGCAAACCAACTGTAGCCmCTCTCTTTCCCTGT^ 
d®AATGCGCAGGCTGAAGCGCAAAAGAAGAANNATGAGGCAGAGGTCCAAGTAAACCGCTAGCTTGnGCACCGTGGAG^^^ 
dpiTGCTGGTACAAGnGTGGGACTGCATGCTACTGTCTAGAGCnGTCTCAATGGATCTAGAACTTCATCGCCCTCTG^^ 
AififlGCCCATGnGGTCCTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGmAmGTGGCCGAGTC^ 



>ncrc9940.seq 

GTCCCCCGTGGCCATmCGTTGGTGGTGTTCAGTTGTGGCGGTTGCTGGTCAGCAACAGCCAAGATGCTGGGGAATCTGCTGGGTCTO 
CTGCnCCCGCAGGCATTTTAAAAATAAAGnCCGGAGAAGCAAAAACTGTTGCAGGAGGATGATGAAATOCACTGTATCTAA^ 
CACCATGATTCmCAGTTGGTGGAACAGCATATGCCATATATGAGCTGGGTGTGGCTTCATnCCCAAGAAGCAGGAGTGACnCAGTCATGCCA 
TCAGCTCTCTATGGACCAGTAATCTGATAAATAACCGAGCTCTTCTTTGGGGATCAATATmATTGACTTGT^^^ 

>ncrc9941.seq 

GGAACCCCACCGCGCTGCGCAGTTTTGnNTNNTCCAGCTGTTCGAAGGTGATCCACCACGCAAGATGGCTGTCCTCTCTAAGGAATATGGTTTTGTGCn 

CmATAATGGTGGCCCACCTAGCCATCAATGnTCCAAGGCCCGCAAGAAGTACAAAGTGGAGTATCCTATCATGTACAGCACGGACCCTGAAAATGGGCACATC^ 

AGCGAGCCCACCAGAACACGnGGAAGTGTATCCTCCCnCTTATnmCTAGCTGnGGAGGTGTnACCACCCGCGTATAGCnCTGGCGTGGGCTTGGCC 

AGncmATGCTOTGGCTAmCACGGGAGAACCCAGCAAGCGTAGTCGAGGAGCCCTGGGGTCCATCGCCCTCCTGGGCTTGGNGGGCACAACTGTGTGCTCTGC 

>ncrc9942.seq 

AACCTNCAGTAGACCATAAAAGCTCTTATGCNATCTGACAAAATCAAAGAAAAAAAGAGACAAATCTACGTCAGAAmGATATnAGTATCTCTTTO^ 
GGAATATATAGGAGGTCTGAGCAACAATATCAACTTCCTAAAACTAAnAATGrnCATAAAACACTAAACTGAATTGAAAAATACn 
AAAGATAnACmTACTAGGCGATAAAAGCATCTCGATAAATTTGAAAATACAGAAACAAATATGAGGACAAAAAAATGATATAGTCTGACGTCT^ 
CAnAACAATAGAATAmTAAAATATGCGGAAATAnTTAGTGTTAAACTATATGCTTCTAACCCAGGAGTCAAATAT 

>ncrc9943.seq 

GAAGGCCNCTGAGGCAGCCAGCGCAGGGGCnCTTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTTmCTCTTTGAAAGATAGAGATTAAT^ 
AAAATATAGTCAATAGGTOCTAAGATATTGCmGCGTTAAGTTmAACGTAATTnAATAGCTTAAGAT^ 

ATAAAAGGTnGTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGA^ 

GCAATGGTmAGATTAAAATGAAGGTGAGnAAACAGGTTAAAGmAGmAAAAGTTGTAGGTGATTAAAATAAm 

AAAGACCT 



>ncrc9944.seq 

GGCGCNGNTGTOGTCGCGGGGTGACTGNTGTTTATGGGTCACTCGGCGAGGTTCCTTGGGTCATGGTGCCAGCCTGACTGAGAAGAGGACGCTCCCGGGAGACGAATGAGGAGCC 
ACCTCCTCGTAGTGnCAAGTAGAGGGGGCTGGTCCGCAAAGGGAAGAAAAGCAAAAGACGAAAATGGGTAAATTGGTGATGCGCGCAGGCA 
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GCGGCTGATCMGGAGCTGGCTAMTATGMTACATGGMGMCMGTMTCnMCTGAAAMG^^^ 
AAGTGCCGAAAGAGCACTGGACTCCGGAAGGTAACCCCTCGCCCmCCAGAAGCCAGAGAGACCAAGTGTOTGTAAGAAG 

>ncrc9945.seq 

ATAGANCGGCAGAACAnCATGAGAAATATCNNTGCAGGTTAATGGTGmAmCTCCAGTOTmATACm 

TCTGmCCAAACnGTCTGAmAATCACCCCACAnGTGAACGTGTATCTATCAAAAAACATCACAGT^^ 

ATACAATAACAATGGTCTCTGGTAAATGTAAGTATTGmCGTGGTmCTACATATGGATAATGATA^^ 

TGGGAGGCCAAGGTGAGAGGACCACGAGGCCAGGAGnCAGGATCAGCCTAGGCAACATCTCTGCAAAAAAmTACAAAAACTOTC^^ 
CAGCT 

>ncrc9947.seq 

GTTGTGTCTGATTTCCCCTGGCTTAnCmACnmCCTCCTmCCAGGCTCAGCAGGGAGCTGCTGGAGGTAGTAGAGCCT^ 

CAACTCCTTCCAGTTGTCTTGAACAGCCTGACTCCTGCCAGCCCTATGGAAGnCCTTTTATGCATTGGAGGAAAAACA 

GGGAAGGGGAAGAAAAGAAGGGGAAGAAGATC 

>ncrc9948.seq 

GNnNCCTGGGCTCGGACCTAGGTCGCGGNNmTGGCCAAACGTACCAAGAAAGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGAm 
AATTGAAATCAGCCAGCACGCCAAGTACACTTGCTCnTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATGTGGCAGTGTGGnCCTGC^^ 
TGCCTGGACGTACAATACCACnCCGCTGTCAGGGTAAAGTCCGCCATCAGAAGACTGAAGGAGTTGAAAGACCAGTAGACGCTCCTC^^ 
AATGGGTTAAniATG 

>ncrc9949.seq 

atagaccgtgaggttccagtgtgtcctggtaantggaacctctcgtgagggggaatcctggtgctcaaa™cgctccaaaagcaagtaggca^^ 

AATCAATGGGCCCmATTTATGACGACTTTATnATTCTAATATGAnnATAGTAmATATATAnGGGTCGTCTGCnCCCn^ 
GATATAATOTTATAAGTAGAGTATAATATAmAGTAATATATATOTTACCnAAAAGTCTATTm 

>idt9952.seq 

albbacccaatgcctccccatcaagnctaccnttgagmcttcacagaattggagaaaagtacmaaagncatatggaaccaaa^ 

cJCaaagaacaaagctggaggcatcacactacctgacttcaaactatactacaaggctacagtaaccaa^ 

afeggccngagaaataacgccacatatctacaaccatctgatctttgacaaacctgac 

>fi^954.seq 

Aff^GCCGAGGACAACCNTAGCCAAACCmACCCAAATAAANTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATAT^^ 

aawagcaaggactaaccgctataccttctgcataatgaattaactagaaataacmgcaaggagagccaaagcta^ 

gfgcacagccgtctatgtaggaaaatagtgggaagamataggtagaggggacaaacctaccgagcctggtgatagctggngtccaagataga^ 

cg/jpagaaccctctaaatcgccttgtaaamaactgmgtccaaagaggaacagctcm 

aMgcagcgaccaatt 

>®9955.seq 

Gr^NNAnGCACCCTATGACATTGGTGGTNNTGATCAAGAAmGGTGTGGACGnGGCGCTGmGCTTm 

T^ttSTGTTCCTCTTGnCTAATCTTGTCAACCAGTGCAAGTGACCGACAAAATTCCAGTOTTTAm 

TmTGTTCCACCAAATACAATTCAAATGCTTTTTGmTATTT^ 

>neib9956.seq 

TAfGGCCGGGGGGACNCnGCGTACTCAGCACAGTAGTGGNTOGTGTTCCTGnGAATCnGCACATATTTGAATGT^^ 

C^CCACACCTAAAACTGCCnTCTGCTrCTCTTAAAGGAGAAGTAGCTGTGAACATTGTCTGGATACCAGATAmGAATCm 

CAAACAGTAGACTTATAGTAGGAnGGGGTAGCCCATGTOTGTGACTATCmATGAGAATmAAAGTG 

>ncrc9957.seq 

GTAAATNAmATGTTmmAACAAAmATCGTATAGGNNGANGAAACGNCCTGTGm 
ACCCTGCACnAGCTAGAACCTCATTmAAAGATTAACAACAGGAAATAAAnGTAAAAAAGGTTNTCTAT 

>ncrc9958.seq 

ATAGTCCCCmACnAAAGAACAAGAAATAGTTTTmATAAAACTTTAAAAAGGAAANAAAAACAGGCA 
CTTCATmCmGGAAGAAMTGATGTCTAAAGAACAATATAGAGGCATn™ 

ATAAATATAATATATGAI 1 1 1 1 lAACCTGnnGTTGCCTCATATGCTGTCAGGTTAAmGTmCCTTCGTGCCAGAGGTGGGGAGGAAGGCACTCTGTCTGCTGGGTAAATGGCTAA 
AnCACTCACCnGATGGmGGGGGCAGCATGGTCATTGTGGATATTGGTTnGTGGAGTTGAGGGAACTTAGGATATAAGTTCACTCGCT^^^ 

>ncrc9959.seq 

TATGGCCGGGNATCTGCACTGGAGATGAGACACTATGAAATGTNNCTCCACAAGCTnCTGCTGCTTGCTGTGTCTTGATACCATTAATGCTATGmAACAGAACAA 
ACCTAAAGGGCCTGGCAAGAGGAAGCCATCCTCCCAGGCCTGTGCGCATGCGAGCmAGTGTAAGGCTAnCTGGTGCTAnCAGTATTAmCACGTGGCnm 
ACCAAGTATTGGTTTTACCAGGGGATAGAAAnGTAATCCCCTAAACATCTCTGCTACATOAATGGACTmGTATGTGTCCmGAACAG 
TAAAAAGCACGAGGATGGCCAAGTnCTCTAGGGAGnCATTTCAmTCAGGTmCAATCGAGGTATAAGGAATATGTAAT^ 

>ncrc9960.seq 

TATGGCCGGGATGTGCCCTGTAnAAACATACACAAGTGANTTGCCAGGCATGGGAATGTAACTTCCGAGTAAATGCTTTGGnTGnCAGAATACACW^ 

GGGnGTGGTAAATAGTGGATATTnGAmTAAGAAATAGAGmCCTTGAAGCTTTAG 

TCTATCAAAAATCATTmGTAAAAGCTGTGTGTTTnATCCAACnGTGATAATAAATGncm^ 

>ncrc9961.seq 

TANGGGCGGGAATGTCNCnGATCTCAGNATTTCTmTNAAGTCCATGGimACAAAAACAGCATTCCnAAATATATnA^ 
CnCTTAMGAAGATATAGTATGnGTAnCTCTTCTTAGAGCmCnAAAGAATCGACAATCCM 
ATGTTTmAAAnGAAAAAAGAATATGAAAmTAGCmAGTATGGCmGAGACATATAGmAAAGA^ 
GAGTATATGCACTmGATGCTAGGTmGCTTnCTCCGCCCAGTCATATGTGATGATnCCACAGnGTTGNATTGGGGNGGAG 
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>ncrc9962.seq 

GCMCNGCNGMGGAAAMCnTCncnTMGNnTCTCAGTACTGGCGTmACCMTGATATAAMGATGC^^^ 
CAAATAGTGGCAGCGCTTTCAACAGCTAAATATAAGAACTGGCCTGAATCTGTGTAnTTnCAAGAGAG 

CCCTGGAAGAAGGCCTGCTCTAAAmTCCAGTGTATGGAGAAACGACACAGGTOGGAGACGTCGCmGAACGTGCTATAGGACC^ 

CACCTGCCAGACTGGCTTATCAAGACAAAGGTGTCCnCATAATGAAGnAAAGTGAGTATACTGNGGGAGAGGACnCCAM^ 

GAAAACCTGAC 



>ncrc9966.seq 

AGAGTCCCGI Mil lAmGTTOmATTTATTmGAGACAGAGTCTTGCTGTATTGCCCAGGCTGGAGTGCAATGGCACAATCTTGGCT 
GCAATTCTCCTGGCTCAGCCTCCCAAGTAGCTGGGA™CAGGCATGTGCCACCTGGCTAATTmGTAnnTAGTAGAGACAGGGn^^ 
AATTCCACCTCACACnGATACTAGAGTAGTGnTACCCTAGCTGGTACTGATAAGnATGTGATAGCACCAAGGTGAAATGCAGGAGAGGTGTGM 
CCTGATGGCTTTTACGAAGGGAAGAGATTCTAGACTCACTAGGTGTTrTTAGG 

>ncrc9967.seq 

GACACACCACAATGGGGCTCACTCACCCACCATAnAACAACATAAAACCCTCATTCACACGAGAAAACACCCTCATGTTCATACAC 
GAGATCAnACCGGGNTTTCCTCT 

>ncrc9969.seq 

CGACnGAGCATGTOCTGACAGNGGGGGTAnGGGGTTATTnCTGGTAGGAATAGCATGTCACTAAAGCAGGCCTTnGATATTAAATT^ 

ATTnAATCAAAmGTAGGGmCTAGGTAATTmACAGA ATTGC TTGmGCTTCAACTGTCTCCTAC 

ATmGTATCnGATGTCTnGnAAGACTGCTGAAGAATTATTmnTCmTATAATAAGGAAT^ 

GTGGCAGGCCAGGTGTGGTTnCTmGCCATGAGAAGTTCTAAnGCCATGTACAGTATGnCAAAGTCAAAT^ 

TAAATCAGCCTAACNC 

>ncrc9970.seq 

Af^GCCGATGTACAGAACTGAAAnCGAAnNCGAGGATGGCAAGAAAAGCTGGCAACTTCTATGTACCTGCAGAACCCAAAn 

AfgGAGCGGAAAGGnCGAAAGGTGTTGCAGCnCnCGCCnCGTCAAATCnCAATGGAACCmGTGAAGCTCAACAAGGCnCG 

Tl1S3ATGGGGGTACCCCAATCTGAAGTCAGTAAATGAACTAATCTACAAGCATGGmTGGCAAAATCAATAAGAA 

Gf/f^ATACGGCATCATCTGCATGGAGGATnGATTGATGAGATCTATACTGTTGGAAAA 

A|®V\GAAAAAGA 

>rcrb9972.seq 

Cf^NATATAGTACCGGAAGGGAAAGNTGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATAGCTTCTGCATAATGAAn 

AlSCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTA^^ 

Gr|JATAGCTGGnGTCCAAGATAGAATC™GnCAACTnAAATnGCCCACAGAACCCTCTAAA^ 

GMAAAACCTTGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCA^ 

«{ 

>iip9973.seq 

GMTGTGTATACACGTGTGTGTNTTTGTGTACATAAACCCTCCGGTCTGCGCATCTnGAAnCTCTGCCAAmCG^^ 

AtKGGCACAGCCTCCCTAGAAGGTGAAACAATGCTmAATGTTCTGAnATATATTAATGAACAACCAGG^^ 

TAttAGAGTGAACmGCACTCTGAAAGTGTGAATGATGTTGGGTGAAAGAGmATGGCGCAAGGGGAGCAACCTGGA^ 

TT^GCCTTCGCGmAACTGCATCmGCTGGCGAGGGCAGTGCTGAGGTGTGGTCTGAAATATAGAGGGACCTCAGCCACAGAGGACTGGC 

C^JGGCCAnTCTATCTGTTTTCAAT 

>^^975.seq 

AGGGNCCTTTTTTnAATGnAATTATT™ 

CACATmACAATCnGGNGGGGATTTmTTTATGAAAATGTnGTTAAAAAATTAM 
GGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGACCAACATGGT6AAGCCCCGTATCT 

>ncrc9976.seq 

GGAANCNTGGAGACTACTGGAnGACCCClTTAAGGCTGCACCnGGACGCCATGAAGGnnCTGCAACATGGAGACTGGCGAGACnGCGTCTACCCCM^ 

CAAGAAGAACTGGTGGAGCAGCAAGAGCAAAGAGAAGAAACACATCTGGmGGAGAAACCATCAATGGTGGCTTCCATTTCAGCTATGGAGATGACAATCTGGCTCGC 

AACGTCCAGATGACCTTCCTACGCCTGCTGTCCACGGAAGGCTCCCAGAACATCACCTACCACTGCAAGAACAGCATTGCCTATCTGGACGAAGCAGCTGGCAACCTCAAG 

CTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTG^ 

TATCGAGTACCGGTCACAGAAG 

>ncrc9978.seq 

GGGGCCACCAGAGTATCTAGCGACTGAAGCTTTTGGCCAAGCCGTGTGGGGTGCGCCTGAGCGGGGAAGCGCGCAAACAGGTGGAGGTCTTCAGGCAGAATCn^ 

TGAGGAAnCCTCTACAGATTCTTGCCACAGAAAATCATATACCTGAATCAGCTCnGCAAGAGGACTCCCTCAATGTGGCTGACTTGACTTCCCTCCGGGC^ 

TCCCAGAGGCTCCACCCAAGGATGATGAGATGGAAACAGATAAGCAGGAGAAGAAAGAAGTCCCTAAGTGTGGAmCTGCCTGGGAATGAGAAAGTCCTGTCCCTGCn 

TTAAGGCAGAAGTGTGGAGTCTCAAAGAGAAATGCAnCTGGTGATOCATGGATCCAACACCTGATCGGCAAGATTGAAGATGGAAATGAT^ 

GCTGGAGANGGTGA 

>ncrc9980.seq 

GTGTCCCTGTGGGTGGACGTGNCTGGTGAnGGCAGGATCCTGGTATCCGCTAACAGGTCAAAATGCAGATCTTCGTGAAAACCCnACGGGCAAGACCATCACCCTT 

CGGAGTGAGAGCATGGAAAATGTGAAGGCGAAGATGCAGGATAAGGAAGGCATTCGCCCGGAGCAGGAGAGGGTGATCmGGAGGGAAGCAGCTGGAAGATGGCGGTACTCm^ 

GACTACAACATGCAGAAGGAGTCGACCCTGCACCTGGTCCTGGGNCTGAGAGGTGGTATGCAGATCTTCGTG 

>ncrc9982.seq 

GAGATCCTGGTTCAGTGCAGCCTCAACGTNNTGGGCTCAAGTGATCCTCCCGCTTCAGCCTCCCAGGTGGCTGGGACTACAGGTGCATGCCCnCTAATTTTm 
GATGGGGTCTCAATACGnGCCCAGGCATA^nGnGAACAATAGGATAATCGTGGAAAAT 
GCAATGnGATTGAAmAnnATmATimATAGATGGTGGGGGTACAAGTGGAGTmGmCATGAATAW 
CGTACCCAATAGGTAGnGnCAnCAATTTAAATAGnGAAAAATAAGTTTAC 
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>ncrc9983.seq 

TGGCMTCACCAAMCMTTACCAGCCATACTAMGGAGMCATTGGAGAAMCAGGAGGAGATGnAMGTM^ 
ACAAGAATCAGCAGGATGACGGTAAAATGmAnGGAGGCTTGAGCTGGGATACAAGCAAAAAAGATCTGACAGAGTAC^ 
ACAGATCCAGTCACTGGGAGATCAAGAGGAmGGATTTGTGCTmCAAAGATGCTGCTAGTGTTGATM 
CAAAAGGGCCAAAGCmAAGGGAAAGAACCTCCCAAAAAGGTTmGTGGGTGGAnGAGCCCGGATAOT^ 



>ncrc1347.seq 

CAGTGTGGCAACAGTATCmmGTAAGACATTCCCAGAAAGTCAGACTCACTCATAnCAGGTGTAAGAAAATATATTCCA^^ 
ACCCTTCCATTATmGAATGGmAGAATAGAATGTATnCTmCTATTnAGAACTACnGGAAAnAT^ 
GTAAAGTAAAATGAAGAAAAAGATTGTCCnAGAAGAATCCCTGTCTGTTATTTnGATAATTATATnCT^ 
GCTCACACCTGTAATCCCAGCACmGGGAGGCCGAGGCGGGCAGACCATCTGAGGTCAGGAGTOGAGACCAGCCTGGCCAAC^^ 

>ncrc1348.seq 

AANTCTCTTCmACAGTACAATACTACCTAAGANNATGCAGGAGGAGCCAGGCACGATGGnCCTGACTGTAATCCCAGCAATTCGG 
CTAGGAGmGAGACTAGGCTGGGCAATATAGTGAGACCTTGTCTCTACAAAATAAAnTTTAAAAAnAGCTGAGTGTGG 

GGTGGCAGGATGGCnGAGCCTGGGGGGTGAAGCCTGCAGTAAGCCAAGATTGCAACACTGTACTCGAGCCTGGGTGACAGAGCAAGACCGTGTC^^ 
>ncrc1381.seq 

GTCAAATAGAAAACAACCGAAACCAAATAATTGAAGCACTGGTTAnACAATmAGTGGGTCTCTATmAGGCTCCTA^^ 

CGGCATCTACGGCTCAACATnmGTAGCCACAGGCTTCCACGGACTTCAGGTCAnAnGGCTCAACmCCTCACTATCTGCTTCATCCGCCAACTAATAm 
CATCACnTGGCnCGAAGCCGCCGCCTGATACTGGCATnGnAGAATGTGGGTnGACTATmCTGTATGTCTC^ 

>ncrc1385.seq 

TCCCCCGGGACTCTCGGCCNTNmGGCCGGGCAGACCmGTGTTCTCTTCNmCAGGGTCTTGGCTGCGTGTGGGCnCCCCAGGTGGCCTGGAGGTGGGCAAAG 

CiV@ACACACGATGTTGTCAAGGATGGTmGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTnGCCTGAGGCTGTAACTG 

TlgTGGGGCTGTGnATGAAAATATAGACAnCTCACATAAGCCCAGTTCATCACCAnTCCTCCTnACCmCAGTGCAGmcm^ 

GIS^CGGACCTGTCAGTTCnGGGAAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCmTGGAGAACCAGGGCTCnCTCAGGGGCTC^^ 

AGfCAGGAAGGCCAAAATCAAGAGTGAGA 

>90fp1388.seq 

AtfltCGAGAGCGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAAACGCTACGCCATG 
TC?i^3GAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTGAnn^^ 
Tll\CAATGCTTCTTTCCTGTATAnCTCnGTCTGGCTGCACCCCTTmCCCGCCCCCAGAnGATAAGTAATGAAAGTGCAC 
GfynGTTCCATAATAAACnCTGGTGTGATACTTC 

>ncrc1390.seq 

GfirCTTAGTTCAACTTTAAAmGCCCAGAGAACCCTCTAAATCCCCnGTAAAmAACTGnAGTCCA^ 
AMAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTA 

s.ssf 

>Sl404.seq 

tabgtggctcatgcctgtaatcctagcacmgggaggctgaggcaggtggatcatctgaggtcaagagmgagaccagcctgatcaacatggtgaa^ 

ci^jww^nagccgggcatggtggcagatgcctgtaatcccagctacttgagaggctgaggcaggagaattgcto 

cMgcactccagcccgggtgacagagtgagactctgtctc 

H s : 
S.isr 

>ncrc1420.seq 

mCGGCCGGAACCGCCTCTTCCGTAAnCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGnCTCTAGGCCT^ 
GCACATATATGCGAATCTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTACTGTTCAAAAAGGAATGCCCCACAAGTG™ 
ACCCAGCATGCTGTTGGCAnGnGTAAACAAACAAGTTAAGGGCAAGAncnGCCAAGAGAAnAATGTGCGTAnGAGCACA™ 
ACGTGTGAAGGGAAAATGATCNGA 

>ncrc1427.seq 

AANTGGTNAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCTTTTGGAGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGm 
TGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGnGGTGAATCGGTTGnCmCCTCACATnGGATGAnGTCATAAGGT^ 
TmcnGTATTAATCAAGAGAAACnCAAAGTTATGGGGATGGGTCGGATCTCACAGGGTGAGAACTCGTTCACCTCCAA 
CTCTCACCATGATGTGAAAGAAGnrCACAAATCCTTCAAAATAAAAAGTAATGACG 

>ncrc1440.seq 

ATCTGTCCCGCTGCGTGTmCCTCnGATCGGGAACTCCTGCTTCTCCnGCCTCGAAGTGGACCCCAACTGCTCCTGCTCGCCTGTTGGCTCCTGTGCCTGT^ 

ATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGACGTGAGAGAAGTG 
GCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGA 

>ncrc1667.seq 

AACTGAGGCNATGAnAAGANNGAGGGCCGGGGGCAnCGTATTGGGCCGCTAGAGGTGAAATTCTTGGACCGGCGCAAGACGGACCAGAGCGAAAGCAmGCCAAG^^ 
ATTAATCAGGAACGAAAGTCGGAGGTTCGAAGACGATCATGATACCGTCGTAGnCCGA 

>ncrcl692,seq 

TAGAATCTTAGTTAACmAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCT^ 
AAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACT 



>ncrc1708.seq 
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AGMCCTCCMTACTGCCATGAGAMCTAGAGGGCAGGTCnCATAAMGCCCmGMCCCCCTTCCTGCC^^^ 
ACnG GTCAG TCACTCTCAGC CATAG CACTnGnCACCGTCCTGTGTCAGAGCACTGAGCTCCACCCnnC^^^ 
TCATGTTmGTAnATGTACCTTmGTATGGTAAAGACTATATmGT^^ 

>ncrc1713.seq 

ACTGCAGCTGCCAGCACTTGGTCAGTCACTCTCAGCCTAGCACmGnCACTGTCCTGTGTCAGAGCACTG^ 

GAAGAT^TTGGTTTCATGTTmGTATOTGTATCTTm 

AGIIiilll 

>ncrc2220.seq 

CTCTACTAAAAATACAGAAAAAnAGCTGGGCATGGTGGCACACGCCTGTAATCCCAGCTACTGGGGAGGCTGAGGCAGGAGAATC^ 
GCCAAGATCGCACCACTGCACTTCAGCCTGGGCGACAGAGTGAGACTGCGTCTCAAA 

>ncrc2241.seq 

TnGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTGnATGAAAATATAGACATTCTCACATAAGCCCAGTTCACCACCAT^^ 
ACATOGGCTGTTGGTTCAAACmTGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGGAGGGCTTCTCCTCCTCTGTCT^ 
GGGGCTCTAGGGACTGC CAGGC TGTnCAGGCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTO 
TGGATGATTGTCATAAGGTTmAGCATGTTCCTGCmTCnCACGCTCGCGTTTmCTO^ 

>ncrc2251.seq 

CGACTCmGTGGGTGGATCACTGGGCTGGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACnCGM 
CCCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGGTTGCCGATC 

>ncrc2252.seq 

GGGTGACAGAGnGAAACTCTGTCTCAAAAAATAAAATAAAATACAmTATATCATTAACTTOCTCTTAGGAATTTn 

TACCTATGTGACnGAAAGTAGAGTTTTAGGCGAGGTGCGGTGGCTCATGGTOTAATCCCAGCACTnGGGAGGCCGAGGCGGGGAGATCACAAGGTGAG 
rpfGCAACACAGTGAAACCCCGTCTCTAGTAAAAATACAAAAATOGCTGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTOGGAGGCCGAGGCAAG 
Q^GGCAGAGITTGCAGTGAGCGGAGATCCGGCACTGTAGTCCAGCGTGGGCGACAGAGGTAGACTCTGTGTCAGG 

>iSc2263.seq 

QllAACCnAGCNAACCmACCCAAATAAAGTATAGGCGATAGAAAnGAAACCTGGCGGAATAGATATAGTACGGGAAGGGA^ 
(^CTAACCCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCCCGA^^ 
C^tCTATGTAGCAAAATAGTGGGAAGAnTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATC™^ 
C^^GTAAATCCCCTTGTAAAmAACTGnAGTCCAAAGAGGAACAGCTGmGGACACTAGGAAAAAACCnGTAGAG^^ 

>pcic2271.seq 

GA^AACCmGGNAACCmACCCAAATAAAGTATAGGGGATAGAAATTGAAACCTGGCGCAATAGATATAGT^^ 
GGACTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCU 
(SGTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATA^^ 
qpCTAAATGCCCTTGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCmGGAGACTAGGAAAAAACCn^^ 

>|y^273.seq 

qpCAAGTGCATGATCGACCGGCACATCAAGAAGAACGGCCAATCCGACAGATmGTAGCTCGGGGAGCTGCTGGAGACCTGCCATn 
AiK^ATGGACCTCnGGAAGGTATAACTGGCmGAAGACTCTGTCCGAAAGmATCTGCCATGnGTGGGTATCAC 
C^ATGTGTCGGACAGCCAGGTAAAGGTGTGGATGAGCAAATACGGCTGGAGTGCCGACGAGTCGGGGCAGATCTTCATCTGTAGCGAAGAAG 
T^GAAAGATTGACmGACAGTGTGTCCAGCATCATGGCCTCCTCCCAGTAACTTCAGGTGTTTAATAAAGATGTGnGA 

>ncrc2277.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTG AGGGG GCAGGCGGAGGTTGAGGAAACCGGAGATAAGTTTTm 
TATAGTCAATAGGnACTAAGATATTGCTTAGGGTTAAGTTmAAGGTAATmAATAGC™ 

>ncrc2278.seq 

GAATCTOGTTCAACTnAAATnGCCCACAGAACGCTGTAAATCCCCnGTAAATTTAACTGTOGTCCAAAGAGGAACAGCTC^^^ 

AAAAAmAACACGCATAGTAGGGCTAAAAGGAGCCACGAAnAAGAAAGGGTTCAAGGTCAACACGCACTACGTAAAAAATCCCAAACATATAACT^ 

CAATCTATCACCCTAT 

>ncrc2281.seq 

ANAGTGTGGCCGAGCAGANGGCTATGTGCTAGAAGGGCAAAGAGTTGGAGnCTATCTOGGAAAATNAAGGCCCGCAAAGGCAA^^ 
AAGGTGTTTATTGTTrTGnCG 

>ncrc2286.seq 

CTAGTAGAACAGCAAGAAGCAATTACTACTCGTTCTGGGCAGACCTOTCCAAAGTCTGGTACAACTGTGCmGACTGATGAGGAAAGGAGGAGTCM^ 
AAATTnGACACTGAAAAACATTTTATTAATAAAGAATATTGAC 

>ncrc2287.seq 

TTGACAGACATTCATAGTACATATATCCCNTNGTNCTNAATANTNAAI^AGGNNTGATTGGACAAGAAAnACGTGANCTAGTN^ 
GATNTGACAAGGACATAATCAGGT 

>ncrc2296.seq 

CAAAGGATnGGAGGACTAACTGGACAAATAGTGGCAGCGCmCAACAGCTAAATATAAGAACTGGGCTGAATCTGTGTATTmTC^ 
ATAAAGAGGAACCTGTACGGAAGTGCCCTGGAAGAAGGCCTGCTCTAAATTATCCAGTGTATGGAGAAACGACACAGGnAGGAGACGTCGCmGAACGTC 
AACACACACGATCAGAAnCAATATTCACCTGCCAGAGTGGCTOTCAAGACAAAGGTGTCCTTCATAATGAAGTTAAAGTGAGTATACTGTGGAGAGG 
AGCTATATCAGTGCCCAACATCAGAAAACCTGACGGGTATGATOCTATGGCTmGTAAAGATCAATACTATAAGAnGATGTGCCTAGTA 
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>ncrc2304.seq 

TNMTGATAACAATGCATCGTAAMCCnCGMGGAMGGAGMTGTTTTGTGGACCACmGGTmCT 
ATGGAAACAACTTGACCAAAAAmGTCACAGAAnTTGAGACCCAnAAAAAAGTTAAATGAG 

>ncrc2307.seq 

TGTCATCAAAGCGTGGACAAGNAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGCTA^^ 

AGTGGTGGAAGAACGGTC TCAGAA CTGmGmCAAnGGCCAmAAGTTTAGTAGTAAAAGGCTGGnAATG 

GTGGACCACmGGTmCTTTmGCGTGTGGCAGrmAAGnATTAAGT^ 

AAAAAGTTAAATGAGA 

>ncrc2308.seq 

ACATCCAGGnGTCTACCTTCTAACAACAATATCTCTGTAGnGGATCAAGTGACTTCTGCCCACCTGGACACAAC^^ 

GGTCCAGTACTGGGAGATACAGCCATCCACCTTCAGATGTGTGTAGGTGCGCTCTGCCATTCAACTCGGAAACTATAAGTAATTCTCM 

TCTTGTTAATGTCAnGCT 

>ncrc2316.seq 

AGACAACCTTAGCNAACCmACCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGAT^ 
GGACTAACCCCTATACGTTCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACC^ 
CGTCTATGTAGCAAAATAGTGGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCGTGGTGATAGCTTGGTTGTCCAAGATAGAATCmGnCA^ 
ACCCTCTAAATGGCCnGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACCTTGTAGAGAGAGC 

>ncrc2332.seq 

GAGCAGANAAGANGGAGAAAGCAGGATCnGCGTGGATGAGCCAGGGGACACAGAAGAGAAGGCGACTATCTGAmAATGTTTAGAACTCTCnGC^^ 
TACATGAGATAAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGmCCTGGGCTGGACCGmCAACAGAGAGGCTOTnGACTTTATGCTAGAAG 
GATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGCCCTCCCTAGGCCCAGTGTGCCCCnCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGTTCTGAmGGGTCTGGACAA 
AGTGGCAAAGGATCnCCCCCTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACCCGAAATCAAAGATGGAGACTm 

>M)2348.seq 

Al^AGACCGTCGCTmGAACGTGCCTCTAGGACCNTTCTCAAACACACACCCTCAGAATTCACTANTTCACCTGCCCAGACTGGCnCTCAAGACCAAAGGT 
• Al^PTAAAGTGAGTAnACCTGTGGAGAGGAGTTCCAAATGTGGnAGCCTCAGCTATATCACTGCCCAAGATGAGAAAAGC^^^^ 
A^^^^TAACATTGATGTGCCTAGTAGAACAGCAAGAGCAATTACTACTCG^CTGGGCAGACGTTATCCAAAGTCTGGT^^ 
AfgAAGAAATGAATAATAAAATmGACACTGAAAAACATmATTAATAAAGGAATAm 

>ncib2359.seq 

CillAANTNAACAGCAAnCAAGTAATCANTCCCCTCCTTCTAAATAGTAAAAAGCTCTGAnGTACAAGM 

TejjATnGACAGTAGATAATCAGTTGTAGTAACCAAAGGnGTATnGGAAAmACn 

AefTTAATTTGTnATACTGTAAAGTATATGnAAATGCTmATGACm 

>@2374.seq 

Af^TGTGGCCCGAGCAGANGGCTAI^GTGGTAGAGGGCAAAGAAGTTGGAGnCTANTCTTANGAAAATGAAGGCCCGCAM 
Aflf^GGTGTTTATTGTTTTGTTCCCAC 

>flem2378.seq 

t|^agcgtctctccctactgctgctacacaagaccctgagactgacctgcaggacgaaaccatgaagagcctg^^ 
tt^^gaatcacatgaaagcatggaatctotgaacttaatcccncanaacaggagaaatgaaaataccn^^ 
g?p\acgctctaagcctgtccacgagctcaatagggaagcctgtgatgactacagacmgcgaacgctacgccatggm 
gcgccgagggaccaaatgagactgagggaagaaaaaaaatctcttttmctggaggctggcacctgam 

>ncrc2380.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnGTTGCCATCCT^ 
TOTGAATCACATGAAAGCATGGAATCTTATGAACnAATCCCTTCAnAACAGGAGAAATGCAAATACCTTCATATCCCGTCAGCAGAGATG 
GAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCGTGTGATGACTACAGACmGCGAACGCTACGCCATGGTmTGGATACAATGCTGCCT^^ 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTmTCTGGAGGCTGGCACCTGAn^ 

>ncrc2383.seq 

GACAACCTTAGCNAACCCmACCCAAATAAAGTATAGGCGATAGANATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAA^ 
AAGGACTAACCCCTATOCCTTCTGCATAATGAATTAACTAGAAATAACTnGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGA^ 
CCCGTCTATGTAGGAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTAGCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATGTOGn^^^ 
ACCCTCTAAATCCCCTTGTAAATTTAACTGnAGTCCAAAGAGGAACAGGTCrrTGGACACTA 

>ncrc2392.seq 

CAATTATCnGATACATTCAAATTTGTCTGGTTAAAAAATAGGTGGTAGATAnGAGGCCAAGAATATTGCAAAATACATGAAGCn^ 
TGCATACTOGCTAGTGAAACTmCTAGAAnATmTCACTCTAAGTCATGTATGnTCTCTnGAnAnTGCATGTOTG 

>ncrc2409.seq 

GACNACCCTGGGCAACATAGTGAGACGCTGTCTCTACCCAGCAAAAAGTnAGCTGGGTGCAGTGATGGCGCGCCTGTAGnGTGGnACTCCAGAGGCAGAGGTGGGAGGATGACT 

CGAGCCTGGGAGGTTGAGGCTGCAAGTGAGCTCTCATCAGACCACTGCATTCCAACCTGGACACGAGAGTGAGATTGTGTCTCAAAAAAAGCAGAAGTGAGCATGGAGAAATCA 

TTTTCCTGTCTCATCTTGCTGGAGATGAAACGAAAAATAAACTAGCCTG 

>ncrc2411.seq 

GAGTCnAGCGGTGGATGACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGGAGGAGAGATTGATCATGGACAGnCGAACGGACTTGCG^ 
CGGGCTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGG 

>ncrc2412.seq 
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GAGGGCTACTGATAGTACCAGGCCAGCTCCTGGATGTCAGGCCTACnnCTCCTOGCAGAGAGGGTCTCCTTGC^^^ 
GAATAGGTGAGGTAAGTAGGGCAAAACACTTGGGAAGAATTCACACTTGGGCACCAGCCCTGTGCAGGCATGGCCCTGA 
CGCnGCCTCACCTCTGTCCCACTCTACACAATCCTnAGTCTGGTCTCTGCCCnCCncnCAnCTO 
nCTCTTACTGGAAATGCTGCTCTCGTGATCACCATAAGAAGAGA 

>ncrc2447,seq 

AATGGAACAGAACAGAGCCCTCAGAAATAACACCGCATAGCTACAACTATCTGATCmGACAAACCTGAGAAAAACA^ 

gaaaactggctagccatgtgtagaaagctgaaactgaatcccttcc™cacc™tacaaaaatca^ 

AAGAAAACCTAGACATOCCAnCAGGACATAGGCATGGGGAAGGACTTCATGTCTAAAAGAGGAAAAGCAATGGCAACAAAAGA^ 
AGCTCCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAAAATGGGAGAAAATmC^^ 

>ncrc2458.seq 

cgcantagatatagtaccgcaagggaaagatgaaaaa™taaccaagcataatatagcaaggactaacccctataccttctgcataat^^ 

ccaaagctaagaggcgggaaagcagacgagctacctaagaacaggtaaaagagcacacccgtgtatgtaggaaaatagtggggaagamat^^ 

cctggtgatagctggngtccaagaagaatcnagttcaacmaaatnggcgacagaaccctctaaatcgccngtaaatnaa 

TA 

>ncrc2460.seq 

CATAACAACAATATCTCTGTAGTTGGATGAAGTGACTTCTGCCCACCTGGACACAACACCAAAAAGGCTTCTOTTCGGGTGTGAGTCl^ 
ACAGCCATCCACCnCAGATGTGTCTACGTGCGCTCTGCGAnCAACTCGGAAACTATAAGTAAnCTCAAGAAAGCCCTCAmTTATAACCTGGCAA^ 
AAAAAATAAATAAAAGCTAGATACTGGAAACCTAACTGCAATGTGGATGTTnACCCACATGACTOTTATGCATAAAGCCAAAm 
nGCCTGCCAnnCAGAATCATCTTnGAAGCmCTGTTGATGTTAACTGAGGTAGTAGAGATATTCCTTATnCACTAAATGTA^ 

>ncrc2471.seq 

AAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCCnCTGCnGACAAGmCCTGGGCTGGACCGmCAACAGAGAGGCTOTTTGACnTA^ 
GGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGGCGTCGCTAGGCCCAGTGTGGCGCTTCCGCTGTGAATGCCATCTTCGAGTGGTCCAGTGTCCTGAmGGGT^^ 
Ala^TGCCAAAGGATCTTCCCCGTGACACAACTCTGCTAGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGAGACnTA^ 
C||yAATAAAATTAGCAAAGTTAGTCGTGGAGC 

>r!eft2474.seq 

At&GTNTCCTGGMCAATAmTATGGTOTGTTmCT^^^ 

A^jmrATTTTTmAAAGAAAAGATGAAAGGCAGGCCTATTTCATCACAAGA^ il l 1 1 lA TTTCT 

ACfrbTCAAATGATGTGCAAAACGTmACTGGnGGATGGAAATCAGCCAAGmTATAATCGn 

GG^™TCnGATACATTCAAA 

>nfQr€2494.seq 

Ai^CkGAGNAAGAGGGAGAAAGCAGCATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAmAATCmACAACTCTCn^ 
TACATGAGATAAATCATGAAGGCCACTATGATCCTCCnCTGCnGCACAAGTnCCTGGGCTGGACCGmCAACAGAGAGGCnAmGACT^^ 
Gp^GGCCCAGAAGnCCTGATGACCGGGACnCGAGCCCTCCCTAGGCCGAGTGTGCCCCnCCGCTGTCAATGCCATGTTCGAGTGGTCCAGTGTO^ 
AI^&TCAAAGGATCTTCCCCCTGACACAACTCTGCTAGACCTGCAAAACANG 

A^pCCCACAGTGCCGACAGTTGTGGATAnTGAATCnCTTGTCCTCTAGACTAGGGTCAGCAAAGTTmCTGTGAAGM 

Cl&GTTGTGACGGCTCAACTCTGGCTCTGCCCTTATAATGCAAAAGCAGCCATAGACTTAAATGAGTAGGTATAAC 

A^TGTAATGmGTGCTTTGGGAGGCCAAGGCCAAGGATCACTTGAGGCCAGGAGTTCAAGACCAGCCTGAGCAACATAGTAAGAC 

lU 

>ncrc2515.seq 

GnCCTCCTTTTCTOCCCTCCCCTTTnTCnCTATTAATAAAGAGAAACnCAAAGTTAATGGG^^ 
GCTGCncnATTAATCATACAAACTCTCACCATGATGTGAAGAGmCACAAATCCnCAAAATAAAAAGTAAT^ 

>ncrc2522.seq 

GATGGTGGCTCATGCCTGTAAGGGCAGGAGTTTGGGAAGCCnGGCGGGTGGATCATGAGGTCAGGAGATTGAGGCGATCCTGGCTAACACGGTGAAAC^ 

ACAAAAAATOGCCGGATGTGGTGGCTTGTGGGGATAGTGCCAGGTACTTGGGAGGCTAAGGCAAAAGAAnGCnGAATCTGGGAGGCGGAGGnGCAGTGAG 

ACTGCACTCCAGGTTGGGGAACAGAGTGAGACTCGT 

>ncrc2528.seq 

GGACTCnAGCGGTGGATGACTCGGCTCGTGCGTCGATGAAGAACGGAGCTAGGTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACTTCGAACGCACTO 
CCGGGnCCTCCCGGGGGTACNCCTGTCTGAGCGTCGCn 

>ncrc2535.seq 

mCTAGGTAGGAAATGTGGTAGCGTCACTnTAATGAACAAATGGCGnTAnAAAAACTGAGTGAGTCm^ 
GACTGTTmCGGACAGTTTAmGnGAGAGTGTGACCAAAAGTOCATGTTTGCACCmCTAGTO 

>ncrc2551.seq 

GAGGCNCTGAGGCAGCCAGCGCAGGGGCnNTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmnTCTCmGAAAGATAGAGATTAATACAA 
ATATAGTCAATAGGmCTAAGATATTGCmGCGTTAAGmTTAACGTAAnTTAATAGCTTAAGAmTAAGGGAAAATATG^ 
AAAGGTTTCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTATnAAAAGAAAATTGAGAGAAAGGACTAGAGA 
AATGCTmAGAnAAAATGAAGGTGACnAAACAGCnAAAGmAGnTAAAAGnGTAGGTGAnAAAATA^ 

>ncrc2575.seq 

CGTGGTCGGCTCACGCCTGTAATCCCAGCACmGGGAGGCCGAGAGGGGCGGATGACAAGGTGAGGAAATCGGAGAGCATCCTGGGTAACACGGTGAAACCCCGTGTCTA^ 

AACACAAAAAATTAGCTGGGCTTGGTGGCGGGCACCTATAGTCCCAGnACTCGGGAGGCTGAGCCAGGAGAATGGCGTGAACCCGGGAGACGGAGCAGTGAGCCGAGATCGCGC 

CAGTGCAGTGCAGTGTGGGGGACACAGCGAGACTCTGTCTCA 
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>ncrc2577.seq 

ACAGCACMGNAMCTATCATMGNAGTGMCAGGCMCCTACAGAATGGGAGMCATTmACMTC^^^ 
ATTTAC 

>ncrc3372.seq 

TnCGGCCGGAACCGCCATCTTCCAGTAAnCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGn^^ 
GGCCACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGAATGGGTACTGnCAAAAAGGAATGCC^^ 
TTACCCAGCATGCTGTTGGCATTGnGTAAACAAACAAGTTAAGGGCAAGAncnGCCAAGAGAAnAATGTGCGT^^ 
AAACGTGTGAAGGAAAATGATCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGnCAACTAAAGCGCCAGC^ 

>ncrc3388.seq 

GTACGACTCmGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATCGACACnCGA^ 
GGCCCGGGTTCCTGCCGGGGGTAGGCGTGTCTGAGCGTCGCTT 

>ncrc3400.seq 

AGCnAATAGTAGTAGCTTAAGTAGmCTCCAAGTAGTmGTGCTATCAATGAGTTCnCTCAAAAAATAATOG™ 
GGGAGGCCGAATGGGCAGATCACnGAGGTCAGGAGTTTGAGACCAGCCTCGCCAACATGGTGAGACCCTGTCTCTACA 

>ncrc3404.seq 

GAGAGGAACAAGCATGTCTCTGTGCGAGATCCATGTAAACTGGAGTGATGnAGGAGACCCAGCTOGAGTTCTTCnTCmcnAAGCCCmGCTCTGGAGGA^ 
CAGCTCAACTCACAGCnCTCCAAGCATCACCCTGGGAGTTTCCTGAGGGTmCTCATAAATGAGGGCTGCACATTGCGTGnCTGCnCGAAGTATO 
ATGAAGTGAnCTAAGAmGGmGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGTmGAAATGATAT^^ 
TGCTnCAGTTAAGTGTGTGGCGCGCAATACTGTAGGAAGAAGGATGATGnGTOCTGTGATATmAAATAT^^ 

>ncrc3427.seq 

atggtttatggatacaatgctgcctataatcgctacncaggaagcgccgagggaccaaatgagactgagggaagaaaaaaaatctgnttmctggagggt^ 

ti)^cctgtagcagcanactgaaatacataggc™tatacaatgcttcmcctgtatattctcttgtctggctggacgcct^ 

a|^cagtgagggtcaaaggagagtcaacatatgtgattgttgcataataaagttctggtgtg 

>ri©Ffc3437.seq 

GifAAAAGGGACAAGCATCAAGCACGCAGCAATGCAGCTCAAAACGCTTAGCCTAGCCACACCCCCACGGGAAACAGCAGTGAnAAC^^^ 
TA^ACTAACGGGAGGGnGGTCAAmCGTGGGAGCCAGCGGGGTCAGACGAnAACGCAAGTGAATAGAAGCGGGGGTAAAGAGTGm 

>nC^452.seq 

G^TCTTCCGGGGACGnGTGTGCAGGCACTCAGAATGGTCCAGCGmGACATACCGACGTAGGCmCCTACAATACAGCCTCTAACAAAACT^ 
A§SAnGmACGmATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACTTC6AG 
G/^GAAAGAAAGATGTCAGCAGGGCGTATGGTGGnCGATGTGTGCTAAATGTGnGGTGACAGGATGAAGCGTC^ 
GMGGCACAAGCACAGAGTCAGAAAGCTAAATAAAAAAATGAAAGTTTmGAGTAATAAAAATGAAM 

>Qyc3455.seq 

AeM5CnCTCCAGCATCACCCTGGGAGTnCCTGAGGGTTlTCTCATAAATGAGGGCTGCACATTGCCTGTTCTGC 
T44GATnGGmGGGATCAATAGGAAAGCATATGCAGCCAACCAAGATGCAAATGTmGA^ 
A<^gTCTGGCCCG CAATAC TGTAGGAACAAGCATGATCTTGmCTGTGATATmAAATATCCACAGTACTGACTT^ 
CCSGTOmATCAATTmCCGAGTATTmATACGGAAAAAATTGTAnGA^ 

>ri&t3459.seq 

CG5AGTGGTTCACGCCTGTAATCCCAGCACTnGGGAGGCTGAGGCGGGCGGATCACGAGGTCAGGAGTnGAGACCAGCCTCACCAATGTC 

ACAAAAAmGCTGGGCATGGTGGTGGATGCCTGTAATCCCAGCTACTCGGAAGGCTGAGGCAGGAGAATCACnGAATCCGGGAGGCAGAGGnGCAGTC^ 

ACAGCACTCCAGCCTGGGCAATAGNAGTGGGACTGCATCTCAAAG 

>ncrc3463.seq 

AGAACAGAAAAAATAAGATGCAnCTAATGGATCTnGACACTTmGGTAATGAAGCmTAGTTCCCATAGAGnGTGTGT^ 
GCTCAAGmGCTCTGGCACGAAAGAGGAGAGAAAGGGGGGGnGCAGAAAACAGGGGGnGAGAGCnTATCTTTnGTCCnT^^ 

>ncrc3467.seq 

AGACTGAGCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGCCTOGCGGTAGTAACmGTGTOTGAATCACATGAAAGCATGGAATC^^^^ 
CCCnCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGAGCTAAAGTCCAAGAGAGGATOCGAGAATGCTCTAAGCCTGTCCACGAGCTCAATAGG 
CCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGA^ 
TCTCTTTTmCTGGAGGCTGGCACGTGATmGTATCCCCCTGTAGCAGCATOCTGAAATACATAGGCmTATACAA 

>ncrc3473.seq 

AAGTGCTGGGATOCAGGCGTGAGCCCCGCGGCCGGCCCTCAAmGCAAmAmAGAACTTnGTATCTGTTTTCAAA^^ 

GCCCGCTCTCCAmCTGGTnCTGTACCAGGGCTATGmGmTCTGGAATGAGTnCTTTATCmTTCTAGTGTCTGGAACAGC 

GGCTACTAGAATCTGCCTATATAGCTATCTGGGTCGGTGAmnmAAGATATAGGTGmGTCTACTTn 

>ncrc3488.seq 

ATGATTACAGGGACATCTCAGGCTGACTGTGCTGTCCTGATTGTTGCTGCTGGTGnGGTGAAmGAAGCTGGTATCTCCAAGAATGGGCAGACCCGAGAGCATGCCCT^^^ 
ACACACTGGGTGTGAAACAACTAATTGTCGGTGnAACAAAATGGATTCCAGTGAGGCACCCTACAGCCAGAAGAGATATGAGGAAATTGTTAAGGAAGT^^ 
AnGGCTACAACCCCGACACAGTAGCAmGTGCGAAmCTGGnGGAATGGTGACAAGATGCTGGAGCCAAGTGGTAAGATGGCnGGnCAAGGGATGGAAAGTCACCCGTA^ 
ATGGCAATGCCAGTGGAACCACGCTGCnGAGGCTCTGGACTGCATCCTACCACCAACTCGTCCAACTGACAAGGGGnGGGCCTGCCTCTCCAGGATGTCT^^ 

>ncrc3493.seq 

ATAGGAAGGAGTAAGCCCTATACCnGTGCATAATGAATTAACTAGAAATAAGTnGCAAGGAGAGGCAAAGCTAAGACCCCCGAAAGCAGAGGAGCTAC^^ 
GACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGAGAAACGTACCGAGCCTGGTGATAGGTGGnGTCCAAGATA 
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CAGMCCCTCTAMTCCCCnGTAMmMCTGTOGTCCAMGAGGMCAGCTCTnGGACACTAGGAAA^ 
AGCAGCCACCAATTAAGAAAGCGnCAAGCTCAACACCCACTA 

>ncrc3507.seq 

GATTCCTGAAGCTGACAGCAnCGGGCCGAGATGTCTCGCTCCXBTGGCCTTAGCTGTGCTCGCGCTACTC^^ 
TACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATnCCTGAAnGCTATGTGTCTGGGmCATCC^^^ 
GGAGCATTCAGACnGTCmCAGCAAGGACTGGTCTTTCTATCTCTTGTACTACACTGAAnCACCCCCACTGAA^ 
AGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCAmGGATTGGATGAAnCCA^ 

>ncrc3518.seq 

CACCCTCTAAATNCCACGATTAAAAGGGACAAGCATCAAGCACGCAGCAATGCAGCTCAAAACGCTTAGCCTAGCC^^^ 

ACGAAAGmAACTAAGCTATACTAACCCCAGGGnGGTCAAmCGTGCCAGCCACCGCGGTCACACGATTAACCCAAGTC^ 

CCTC 

>ncrc3521.seq 

AGAGTACTATGCTATGnGGCTAAAACTGGTGTCCATCACTACAGTGGCAATAATAnGAACTGGGCACAGCATGCGGAAAATAC 

GTGACTCTGACATCAnAGAAGCATGCGAGAACAGACTGGTGAAAAGTAAACCTmCACCTACAAAAmCAC^^^ 

TTTG 

>ncrc3534.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTnTCTCCTTGAAAGATAGAGAnAATACAAC^^ 
TATAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCnAAGATTTTAAGAGAAAATATGAAGACTTAGAAGA^ 
AAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCncnCATGGAGTAAAAAATGTATnAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCG 
ATGCTTTTAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTTTAGTnAAAAGTTGGGAGGNGATTAAAATAATTnGGAAGGC 

>n crc3543.seq 

^ I ( 1 1 1 1 1 lATTTTTATTTTTTTGAGAGACAAGGTTTCACCATGTTGCCCAGGGTGGTGTTGAACTCGTGGGCTCAAGCAAnCTCCTGCCTCAGGCTCCCGA 

EGTGCGCCACCACGCCCGGCTAATTTnGTATTTTTAGTAGAGAGGGGGTTTCGCCAGGTTGGCCAGGCTGATCTCGAACTCCTGACATCAGGTGATGTGCCCGCGTAGG 
^ ^GTAGTGGGATTACATCATGAGCCACCATTTATAAGATTCAGCAGATGTGAGACAGGTnAGAGTCTGATTTCAACnGTGTGCTGGCGTTGCCATTTTAGAATrGTGCGM 
(^AAAAAAAACAAAACTAACTTTTCAAGCCTCAAnCCTCATCAGTAAAACAGAGGTAATAATTCAGTAATAACTCCATAATGCT^^ 

^^c3549.seq 

t^6GAGCCTCTGTCGCTACTGCTGCTACACAAGACCCTGAGACTGACCTGGAGGACGAAACCATGAAGAGGCTGATCCTTCTTGCCATCCTGGCCGGCTTAGCG^^^ 
TTATGAATCACATGAAAGCATGGAATCTTATGAACnAATCCCTTCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAG 

(pBAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTTTGCGAACGCTACGCCATGGTTTATGGATACAATGCTGCCTATAATCGCTACnCAGGA^ 
@£GCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTTTTCTGGAGGCTGGCACCTGATTTrGTATCCCCCTGTAGCAGCAnA 

>ncrc3559.seq 

ApNATAAGCTCCGTGGCCTTAGCTGNGCTCGCGCTACTCTCTCTTrCTGGCCTGGAGGCTATCCAGCGTACTCCAAAGAnCAGGTTTACTCACGTCATCCAGCAGAGAATGGA^^ 

Jl^AAriTCCTGAAnGCTATGTGTCTGGGTTTCATCCATGCGACAnGAAGTTGACnACTGAAGAATGGAGAGAGAAn^ 

tfSTCTTTCTATCTCTTGTACTACACTGAATTCACCCCCACTGAAAAAGATGAGTATGCCCTGCCGTGTGAAC 

>»ic3563.seq 

C^AGTGGCTCAAGCCTGTAATCCCAGAACrrTGGGAGGCCGAGGCGGGTGGATCACGAGGTCAGGAGATCGAGACCATCrrCGCTAATGCGGTG^^ 

A©jVWWW\TAAGCCAAGCGTGGTGGTGGGCACCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCGTGAACT^^ 

G^ACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGC 

>ncrc3576.seq 

CGCAATAGNATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCNTAATGAATTA^ 
GCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACGCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTA 
CCTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGTTCAACTTTAAATTTGCCCACAGAACCCTCTAAATCCCCTTGTAAATTTAACTGTTAGTCG^ 
CTAGGAAAAAACCTrGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACC 

>ncrc3601.seq 

AAATAAAATAATAAAAATnATTrmTATTAACGAATAATAGAGTTGATrrAATAAATCAACTCTATTATO^ 

TCATAGTGAnGACTCAGAGGAGAAAGATCTGTGACTTCTATCnGCTGCATGACCTTGGGGAAAATrGGCTTAAATGTATGAAAGGATATnCAGGCATTGACTCAGACT^^ 

TGCTAAATTTGATACAGTGAGTGGGAAATTTTrCTCACCACATGGAACCACTAATGAGCTTGGGAAGTAAACATAGnAAGTAGGCATAGTTGCCTTTT^ 

GTCCAnAGCCTGAATAACArrTCAATGAACTTCACATTTGTAGCTnAGGAnGACCAAACCAAAGCGCAACATTATAAACTAm 

>ncrc3606.seq 

TITCGGCCGGAACCGCCATCTTCCAGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGGGAGGCACCCGATATATGnCTCTAGGCCTTTTAGAAA^ 
GGCCACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGAATGGGTACTGnCAAAAAGGAATGCCCCACAAGTGTTACCATGGCAAAACTGGAAGAGTCTA 
TTACCCAGCATGCTGnGGCATTGnGTAAACAAACAAGTTAAGGGCAAGATTCTTGCCAAGAGAATTAATGTGCGTATTGAGCACATTAAGCACTCTAAGAGCCGAGATAG 
AAACGTGTGAAGGAAAATGATCAGAAAAAGAAAGAAGGCAAAGAGAAAGGTAGCTGGGnCAACTAAAGCGCCAGCCTGCTCCACCCAGAGAAGCA 

>ncrc3607^ 

ATGGTGAAACCCTGTCTCTACTAAAAATACAAGAATTAGTCAGGCGTGGTGGCATGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGGAGGAGAATCGCTTGAACCTGGGAGGTG 
GAGGnGCAGTGAGCCGAGATCACGCCGCTGCACTCTAGCCTGGGTGATAGAAC 

>ncrc3617.seq 

ACTACAGAGTGTGCACACTGGCTATCATTGATCCGGTGACTCTGACATCATTAGAAGCATGCCAGAACAGACTGGTGAAAAGTAAACCTTTTCACCTACAAAATTTCACCTGC 
TAAACCTGCAAAATTnCCnTAATAAAATTTGCTTGTTTT 

>ncrc3633.seq 
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GGCATTCCTGMGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGCCTOGCTGTGCTCGCGCTACTCTCTCm 
GmACTCACGTCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAAnGCTATGTGTCTGGGmCA^^ 
GTGGAGCATTCAGACnGTCTTTCAGCAAGGACTGGTCmCTATCTCTTGTACTACACTGAATTCACCCC^^^ 
ACAGCCCAAGATAGTTAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGmGAAGATGCCGCATTTGGAnGG^^ 

>ncrc3640.seq 

CCTCGAGTGGGCAAAGGGAAGTAACANTNACACGATGnGTCAAGGATGGmNGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAG^ 
CCTGAGGCTGTAACTGAGAGAAAGAnCTGGGGCTGTGTTATGAAAATATAGACAnCTCACATAAGCCCAGnC^^^ 
AGGCTGTTGGTTCAAACTTnGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGTCAGCGGATGCTGCAGGGCn 
CTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAG 

>ncrc3642.seq 

ACGGACTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCmTGGAGAACCAGGGCTCTTCTCAGGG 
CAGGAAGGCGAAAATCAAG AGTGAG ATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGnCmCCTGACAm 
TCCTTnCTTCACCCTCCCCTTTmCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAG 
GCnc™TTAATCATACAAACTCTCACCATGATGTGAAGAGTrTCACAAATCCnCAAAATAAAAAGTAATGACnAGA 

>ncrc3644,seq 

CACTAGCAGATAGAGTOTCCTnCTTCTGGCTCnGTTTCCCTCCCAAGACAGCTACATCTCACCAmGCCnGGCCTCCmAm 
TCCGCAAGGTGAGGAGAGnGAGGTCAATGAAAAGAAGGANGGTTTTTGCCTnmATGCAGAACAATGTCnCAAAAAAATGAGM 
TGACACTmTGGTAATGAAGCmTAGnCCCATAGAGTTGNGTGTAGGNCAAAAAAATCTGCCAAGmCTTACTCTATC^ 
AAGNGGGGGGGTGCAAAAAAACANGGGGG 

>ncrc3646.seq 

AnOCACTGAGGGCCCTAGAGGGGAAGATATATGAGGAAAnGnAAGGAAGTGAGCACTTACATTAAGAAAATTGGCTACAACCCCGACACAGTAGCATnGT^ 
GAATGGTGACAACATGCTGGAGCCAAGTGCTAACATGCCTTGGTTCAAGGGATGGAAAGTCACCCGTAAGGATGGCAATGCCAGTGGAACCACGCTGCn^^ 
deTACCACCAACTCGTCCAACTGACAAGCCCTTGCGCCTGCCTCTCCAGGATGTCTACAAAATTGGTGGTAnGGTACTGnCCTGTTGGCCGAGTGGAG^ 
qg'ATGGTGGTCACCmGCTCCAGTCAACGmCAACGGAAGTAAAATCTGTCGAAATGCACCATGAAGCmGAGTGAAGCTCTTGCTGGG 

>1gc3651.seq 

d^GAAACCGCAGNATAAGTrmnCTCTTTGAAAGATAGAGAnAATACAACTACTTAAAAAATATAGTCAATAGG 

m^CTTAAGAnTTAAGAGAAAATATGAAGACnAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGm 

SWlTTAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCAATGCn 

:^[|Sc3652.seq 

ypCCCGnCCGTGAGTOCCCTCTAAATCACCACGATCAAAAGGGACAAGCATCAAGCACGCAGCAATGCAGCTCAAAACGCnAGCCTAGCCACACCC 

GAtrAACCmAGCAATAAACGAAAGTTTAACTAAGCTATACTAACCCCAGGGTTGGTCAAmCGT^ 

GAGTGn™GATCACCCCCTCCCCAATAAAGCTAAAAGTCACCTGAGnGTAAAAAACTCCAGnGACACAAAATAGACTAC 

>FKFc3677.seq 

(MtAGCCTTCCCTAACATCCCGTAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACG^ 
dG€TTAGCGGTAGTAACmGTGTTATGAATCACATGAAAGGATGGAATC™TGAACTTAATCCCTTCATTA^ 

(MAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACnTGCGAACGCTACGCCAT^^ 
C^ATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTT^^ 

>|IJc3680.seq 

TGCTAAAAATGAAAAnCTAACCCAAGTACATGACAnCTTAGCTGTAACnAACTATTAAGGCCTmCCACACG 

GTCTTATTGGCACATGGGTGGACACGGATCTGCTGGGCTCTGCCTTAAACACACAnGCAGCTTCAACTmCTCmAGTGTO 

GnCAmCAmCAGGGTCTTGGCTGCCTGTGGGCnCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGnGTCAA 

>ncrc3688.seq 

CCAACACACCTCAAATTGGCTGAGTTGAGAAAGCAGCCCCAGTAGnCCAnCTTGCCCAGCACm 
ACATGGTTmAAAGTATGAGAAACACAGTnGTCCTCTCCTmATCCAAGCAGGAAGATTCTATATCCT^^ 
AGGAGGATGTGGnAATCTGTnCACCTGGTnGTCCTAAGGCCATAGTTAAAAAGTACCAGCTCTGGCTGGGGTCCGTGAAGC^^^ 
GCATACAACCCTCTGCTTTGACATCTCTGAGCTATATCCTCATTAGTGAANG 

>ncrc3689.seq 

CATGACCTGATGTGGGAGGAGACAGCCAACCTCAGGCTTAGATCAATGTATAGGGCTATATTTTGGCAGCTGGGTAGCTCmGAAGGTGGATAAGACn^^ 
GACmGC™CCATCAGCATCTGCAATGGGCCAAACACACCTCAAAnGGCTGAGnGAGAAAGCAGCCCCAGTAGTO 
TACCTGGGTTmATCCACAAAGGTAGCGGCCACATGGTTmAAAGTATGAGAAACACAGmGTCCTCTCCn^ 
CCAGGCAGCCCTGGACTTGCTAGCCCAAAGAAGGAGGA 

>ncrc3701.seq 

CGACTCTTAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACTO 
CCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 

>ncrc3705.seq 

TAGNCCCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGNACTGACGTGCAGGAGGAAACCATGAAGAGGCTGATCGTTCnGCCATGGTGGGCGCCnAGCGGTAGTAACm 
GTTATGAATCACATGAAAGCATGGAGTCTTATGAACTOATCCCnCATTAACAGGAGAAATGCAAATAGCnCATATCGCGTGAGCAGAGATGGAGAGCTAAAGTCC 
GGAGAACGCTCTAAGCCTGTCCACGAGCTGAATAGGGAAGGCTGTGATGACTACAGACmGGGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATC 
AGCGGCGAGGGACCAAATGAGAGTGAGGGAAGAAAAAAAATGTCTTTTTTTGTGGAGGCTG 



>ncrc3715.seq 
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CGACTCnAGCGGTGGATNCTCGGCTCGTGCGTCGATGMGMCGCAGCTAGCTGCGAGMTTMTGTGMTTGCAGG^^^ 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCG 

>ncrc3731.seq 

ACTCTNCCGGGGACGnGTCTGCAGGCACTCATAATGGTCGAGCGTnGACATACCGACGTAGGCTnCCTACAATACAGCCTC^ 

AGAAnGmACCmATACCAAGAAGGnGGGAAAGCACCAAAATCTGCATGTGGTGTGTGCCCAGGCAGACn^^ 

CAAAACAAAGAAACATGTCANCAGGGCCTATGGTGGTTTNAT 

>ncrc3740.seq 

CGCGGTGGCTATGCCTGTAATCCCAGCACTTTGTGAGGCCGAGGCAGGCGAATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAA 
>ncrc3755.seq 

CGGTCTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACTnCCAATCTCAGTCACT^ 
CCTGATGTCCATTCATCCCACCCTCTCACAGnCGGACmiCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATA^ 
TGTAAGACCnCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCa^ 
AACTGTGTGTGTCCTACACAATGGTG 

>ncrc3756.seq 

acttattcactatcatgataatagcacgggaaagaccagccctcatgattcaa™cctccccctgggtccctcc^^ 

>ncrc3764.seq 

GATGCATTCTGAGAAAAGTGTCCTTAGGCAATTTmCTTGTGCAAACATCATTNTATGTACAAATCTAGATGGTAGAGCCTA 
ATAAAGACATACCGGACACTGGGAAGAAAAGAGGmAATTGAACTTACACTTCCACATGGCTGGGAAGGCTOAGAATCATGGCG^ 
GCAAGAGAAAATGAGGAAGAAGCAAAGGCAAGAACCCCTGATAAACCCATCAGATCTCATGAGACmTTCACTATCATGAGAATAGC^^ 
CCTCCCCCTGGGTCCCTCCCACAACATGTGGGAATTCAGGAAGATACAATTCAAGnGAGAT 

>tfc'fc3825.seq 

Q®AATAGATATAGTACCGCAAGGGAAAGATGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTA^ 
CMAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCGGTCTATGTAGCAAAATAGTGGGAAGAn^ 
q^GTGATAGCTGGTTGTCCAAGATAGAATCmGTTCAACmAAAnTGGCGACAGAACCCTCTAAATCCCGTTGTA^ 
TlgGAAAAAACCnGTAGAGAGAGTAAAAAAmAACAGCCATAGTANGCGTAAAAGCAGCCACCAAnAAGAAAGG 

>ncrc3826.seq 

CABACTGCAAAATAAAATCTCGGTGTTCTAnTATTTAnGTCnCGTGTAAGACCnCGGGTCAAGGCAGAGGCAGGAAACTAA^ 

G^AGCCCAGGCCAGAAGACCTCCCTTCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTAi li II iAAAACATCAATTGATATT 
/iMAATGAAAAGAnATT 

>;figrc3833.seq 

AfeiAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGGTGGTTGTCCAAGATAGAATC^ 
qifTTGTAAATTTAACTGTTAGTCCAAAGAGGAACAGCTCTTTGGACACTA 

>fi!!fc3852.seq 

;#TGAAGTAAATCCAAAGAGTGAAGATGCAGGTGGTGCTGAAGGAGAAACACCTCATATGCnCTCAGGCCCCATGTGnCATGGCT^ 
A0AGTACCCAATCAAGGCA™TCATCAATCCCATGCmCCGATGAGACCAATATATGCAATGGTAAGCCAGTAGATGGACTGACTACm 
/^TCATTAmCTGGATGCTAAGTCGAnCAGTCCACCATCTCCAGCTCGCAGAATTACTGAAGTnGGGGTAnCCTTCCCCCAnGA 
/#i^ACmCTrCmAAGGATTCTCAGTACTGGCGTmACCAATGATATAAAA^^ 

Gcn 

>ncrc3861.seq 

GACTCnAGTCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACATTGATC^^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 

>ncrc3863.seq 

GACTCmGCGGTGGATCACTCGGCTCGTGCGNCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGACACnCGAACGCAC^^ 
CGGGnCCTCCCGGGGCTACGCCTGTCTGAGCG 

>ncrc3866.seq 

GAGATAAAGTAAGTGCTGmGGGCTAACAGGATCTCCTCTTGCAGTCTGCAGCCCAGGACGCTGAnCCAGCAGCGCCTTACCGCGCAGCCCGAAGATTCACTATGGTG^ 

CCnCAATACCCCTACCGCGGTGCAAAAGGAGGAGGCGCGGCAAGACGTGGAGGCCGTCCTGAGCCGCACGGTCAGAACTCAGATACTGAGGGGCAAGGAGCTCCGAGTTGCCAC 

CCAGGAAAAAGAGGGCTCCTCTGGGAGATGTATGCnACTCTCTTAGGCCTnCAnCATCTTGGCAGGACnAnGnGGTGGAGCCTGC 

GCAmACCGTGGAGAGATGTGCTTTmGATTCTGAGGATCCTGCAAAnCCCTTCGTGGAGGAGAGCCTAAGnCGTGCCTGTG^ 

CATTGCAATCATT 

>ncrc3867.seq 

ACAGGGAACAAAATAAGATNCAATNCCAATGACCAGAATCGCCTGACACCTGAAGAAATCGAAAGGATGGnAATGATGCTGAGAAGmGCTGAGGAAGACAA^ 
GCAnGATACTAGAAATGAGnGGAAAGCTATGCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGCTGGGAGGTAAACTTTCCTCTGA^ 
GTAGAAGAAAAGATTGAATGGCTGGAAAGCCACCAAGATGCTGACAnGAAGACTTCAAAGCTAAGAAGAAGGAACTGGAAGAAAnGTTCAACCAA™ 
TGCAGGCCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAAGATGAGnGTAGACACTGATCTGCTAGTGCTGTAATATTGTAAAT^^^ 

>ncrc3869.seq 

CCAATACAnNAATGCTTmGTmATTTTmACCAAnCCAAmCAAAATGTCTCAATGGTGCTATAATA^ 

ATCCTAGCCCATCTGCAGAGCAATGACTGTGCTCACCAGTAAAAGATAACCmCTnCTGAAATAGTCAAATAGGAAATTAGAAAAGCCCTCCCTAT^ 
AAACACAGATTGIiiUTCTATGAGTCCCAGAAGATGAAAAAAATm 

AAmAAAGAAATATTmAAAGCCACAAnATmAATATTGGATATCAACTGCnGTAAAGGTC^^ 
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>ncrc3897.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACMGACCCTGAGACTGACCTGCAGGACGAMCCATGMGAGCCTGATCCTO 
TTATGAATCACATGAAAGCATGGAATCTOTGAACTTAATCCCnCAnAACAGGAGAAATGCAAATACCnCATATO^ 
GAGAACGCTCTAAGCCTATGCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGm 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGC^^ 

>ncrc389d.seq 

ATCATGAACTCGnCTGCAGGAGAAGAmGGTAnCCTGnGGATGACTGCAATGCCnGGAATACCCAATCCCAGTGACT^^ 
GACCAGAGAAAGAACCCAAGAGAACTAAAGTOTGTCAGCTACCCAGACnAATGGGCCAGAGCCATGACCCTCACAGGTCTTGTGmGnGTATCT^ 
ACCnCTGGAAAACAGGGGTGGTAnCGTACCCAGGAACCTCCmGAGCATAGAGnAGCAACCATGCTTCTCAnCCGTTGAGTC^^ 
GTTGAmGGTCACTAAAAAGAAGAAAAGGACTAACAAGCTTCACTTnATGAACAACTATTnGAGAAGATGG^^ 

>ncrc3899.seq 

ATAATAAnAACATTGAnTAGGTCTTAACAAAGTGCmCACnATAGAGTGATATTTAAmGGTTCTCAACAACGAGATGGATGACAGCTM 
AGTTCmTATGTGTOTGAGTTnACCTTACnAAnCTCCCAACAATCCTATGAGGAAGGTAATGTTTTGACCCTTGT™ 

GCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCATmGGGAGGCCGAGATGGGTGGATCAGCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACGCGATGTGT 
ACTAAAAAATACAAAAAnAGTCGGGCATGGTGGCAGGCACCTGTAATCCCAGCTACTCAGGAGGGTCAGGCAGGAGAATTGCnGAACCTGGGAGGCAGAGGnCCAGTGAGC 

>ncrc3920.seq 

CTCGCCGAGAGAGnCCTCnCGnAAGTGGGCCnCCCAACATGGCGCAGTCTATTAACATCACGGAGCTGAATCTGCCGCAGCTAGAAATGCTCAAG 

GTGGAGTTCTTGTCCACGTCCATTGCTCAGCTCAAAGTGGTACAGACCAAGTATGTGGAAGCCAAGGACTGTCTGAACGTGCTGAACAAGAGCAACGAGGGGAAAGA^ 

CCACTGACGAGTTGTATGTATGTCCCTGGGAAGCTGCATGATGTGGAACACGTGCTCATCGATGTGGGAACTGGGTACTATGTAGNAGAAGACAGCTGAGGATGCCAAGGACTO 

CAAGAGGAAGATAGATTnCTAACCAAGCAGATGGAGAAAATCCAACCAGCTCnCAGGAGAAGCACGCCATGAAAGAGGGCGTCATGGAAATC^^ 

A 

>klc3932.seq 

/f^NNCNAACTGCTTGCNGAGNACNNNTGCNGNNNNCNNCTGCANGNCNNGGCATGGAGTANATGAAACANAAATCANAAAGATAATAAmCTGAATAGCTGCCTC 

TiSnGCTGAAAGAAAGACAGAAGATTAGACAAAAGTCmTCTACATGACAACCAGATGCATnCTGCTTTTAAGGAGGGA 

TWrrGTCCATGAGCTCTGTmCACCAATncnAAAnATATTAAGnGCA^ 

TteTAnnTAGTAGAGACGGGGmCTCCATGnGGTCAGGCAGTCTCAAACTCCCCACCTCAGGTGATCCACCCGCCTC 

>fic|c3933.seq 

GAjACTGmTTACTAGGTGCAACTGTGAAGGAAAAACmCTTCmAAGGATTCTCAGTACTGGCGimACCAAT 
TTlGAGGACTAACTGGACAAATAGTGGCAGCGCnTCAACAGCTAAATATAAGAAGTGGCCTGAATCTGTGTATT^ 
G||§CCTGTACAGAAGTGCCCTGGAAGAAGGCCTGCTCTAAAmTCCAGTGTATGGAGAAATGACACAGGmGGAGACGTCGCTTT^ 
CiSiTCAGAAnCAATAnGACCTGCCAGACTGGCTOTCAAGACAAAGGTGTCCnCATAATGAAGnAAAGTGAGT^^^ 

>i§c3935.seq 

GifiTCmTCGCTnCGGAnCCGGACGCTGTGGnGCTGTAAGGGGTCCTCCCTGCGCCACACGGCCGTCGCCATGGTGAAGCTGAGCAA^ 
ClEnCAAGGGGAGCGAGmGCCATTCGCTGGGGCmATCCCTCTTGTGAnTACCTGGGAmAAGAGGGGTG^^ 
(SSGGATAAAGGATOTTTGGTCnCTGGAmGGAGGCAATCAGCGGACAGCATGGAAGATGTGTGCTCTGGCTCGGATAAG 
AfgGCTCTTCACAGACGCATCTGTAGCAGAGTGGATCnGTACTAACnATGATAGAATGTATCAGAATAAATGT^ 

>ip:3938.seq 

Tll^TGAAGGTGAATTCAAGGCTGAAGGAAATAGCAAAnCACCTACACAGnCTGGAGGATGGTTGCACGAAA 
GCAAGGCTGTGAGACTACCTATTGTAGATATTGCACCCTATGACATTGGTGGTCCTGATCAAGAAmGGTGTGGACGTTGGCCCTGm 
CCCAACAAAAAAAAmAACTCCmTGTGTTCCTCnGTTCTAATCnGTCAAC 
AAAGAAAAATGATACTTCTCTTTTTTTGCTGnCCACCAAATACAATTCAAATGCTT^ 

>nCTc3945.seq 

GAGGCATTGAGGCNGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGGTTGAGGAAACCGCAGATAAGTTT^ 
TATAGTCAATAGGTOCTAAAGATAnGCTTAGCGnAAGTTTnAACGTAATmAATAGCTTAAGAT^ 
AAAGGmCTAAAACATGACGGAGGnGGAGNATGAAGCncnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGAC 
GCAATGCTTnAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGmAGnTAAAAGTTGTAGGTGATTAAAAT^ 

>ncrc3960.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCnGCCATCCTGGCCGCCTTAGCGGTAGTAACm 
™TGAATCACATGAAAGCATGGAATCTTATGAACnAATCCCTTCAnAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGA 

GAGAACGCTGTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACn 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTmTCTGGAGGCTGGCACCTGAnTTGTATCCCCCTGTAGCAGCA™ 

>ncrc3962.seq 

GACTCTOGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAGGACACAnGATCATCGACACTTCGA^^ 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCAAA 

>ncrc3983.seq 

CTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAA^^ 

AGAGCCAAAGCTAAGACCCGCGAAACCAGACGAGCTACCTAAGAACAGCTAAAGGAGCACACCCGTCTATGTAGCAAAATAGTGGGGAAGAnTATAGGTAGAGGCGAC^ 

CGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGnCAACmAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAAm 

GACACTAGGAAAAAACCTTGTAGAGAGAGTAAAAAAT 



>ncrc3994.seq 
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AAGTAAMGACTGGNTMTGATMCMTGCATCGTAAMCCnCAGGMGGAMGGAGMTGTmGTGGACCACm 
AAAATCAGTACTTmAATGGAAACAACnGACCAAAAATnGTCACAGAATmGAGACCCAn 

>ncrG4005.seq 

GATCTCATCTATCCmACGGCAAGGGTACCTACGGTACCTGAAAACAACGATGGGATGGAAAACACTTCCCAm 
TCTCAAGAGCTTTCCTGTAAAGGCCGCTGCmGAGTCCnCGAGAGAGGGAGGGAGTGTGACTGCGACGCCCAATGTM^ 
GTGCAGAAGTGCATAATCCCACATCACCAO^ATCnCAAAGAAAGCACCTCCACCnCAGGAGCATCTCAA^ 
AAGACTAAGAAAGTOTAGAATCAGAGGAAATAACAGAAGAACAnCTGrnCTGAAAATCAAGAGTCCTC^^ 

>ncro4007.seq 

CGGCNNmTGGCCGGGGATCTATTCCnTACGGCAAGGGTACCCTACGGTACCTGAAAACAACGATGGCATGGAAAACACTTCCCTnACCTGnG^ 

TTCAGCAAGTTTCATCTCAAGAGCTTTCCTGTAAAGGCCGCTGCTTTGAGTCCTTCGAGAGAGGGAGGGGAGTGTGAGTGCGACGCCCAATGTAAGM 

GATOTGAGAGmCTGTGCAGAAGTGCATAATCCCACATCACCACCATCTTCAAAGAAAGCACCTGGACCTTCAGGAGCATGTGAM 

ACCACCAAACAAGAAGAAGACTAAGAAAGTTATAGAATCAGAGGAAATAAGAGAAGAACATTCTGmCTGAAAATCAAGAGTCCTGGT^ 

AAirrGGAAAATCAAGTCn 

>ncrc4010.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCCGCCTTAGCGGTAGTM 
nATGAATCAGATGAAAGCATGGAATCTOTGAACnAATCGCTTCAnAAGAGGAGAAATGCAAATACCnCATATGCCGTCAGGAGAGATGGAGAGGTAA^ 
GAGAAGGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTAATGACTACAGACTTTGCGAACGCTACGCCATGGnTATGGATACAATGCTGGCTATAAT^^ 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCT^ 

>ncrc4023.seq 

GnTTCCTCnGATCGGGAACTCGTGGnCTCCnGCCTCGAAATGGACCGCAACTGCTCCTGCTCGCCTGnGGCTCCTGTGCCTGTGCCGGCTCCTGCAAATGCA^^ 

TGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGACGTCAGACAAGTGCAGCTGCTGTGCCTGATG^ 

Q^CAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGA 

>l3c4034.seq 

QSclGACANCAnGCNATCAnGATGTGCCTGTNCCCAGTnCTCTGATAGTGACCCTGCAGCANTTATTCATGACnTGAAAAGGGAATGACTGCTTACC^ 
A^GCTATCTGATGCCCCTCAATACnCTATTGTOTGCCTCCAAAAAATCTGGTAGAGCTCTTTGGCAAACTGGCGAGTGGCAN^^ 
cifAGnGCTGNGGAGGAAAnCGTGATGnAGTAACCTTGGCATCmAmACCAACmGCAATAACAGAAAGTCCTTCCGCCTT^^^ 
ApGTGCCAnGATAAATGCTGGAAGATTAGACACnCCCCAACGAATnATTGnGAGAGCAAGATCTGTCAAGA 

>nSc4044.seq 

afi«?GATAnGCACCCTATGACAnGGTGGTCCTGATCAAGAATnGGTGTGGACGTTGGCCCTGmGCTm 

w 

>ncrc4080.seq 

(JtACGACTCnAGTCGGNGGATCACTCGGCTCNTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGG 
d^CCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCG 

iU 

>i^gc4090.seq 

AlsAGACAGTGmCACCATGnGCCCAGGCAGGTCTGAAACTCCTGGGCTCAAGTGGTCCTCCAGCnCAGCCTCCCAAAGTGCTAGGA™ 

CSGTAGTGGAGAAmCTGTTGAATGAACCAAAAGCAACTGCCAACCTCTCCATGCACCATGTGmCANGAGGAGAAAGCAGA 

CpCTGAGGCTGTGTGTGTCCTTTGCCAAATTAAAGAGTC™CTGAATGCGGTGCATCCAGGAGACAGGCCCAGGmGGACTGGTO^ 

>ftlfe4097.seq 

GATGGCAACAAAATNGCAGNAGnGATGCAGCTAGCCTGAAAGGACTGAATAATnGGCTAAGTTGGGATTGAGmCAACAG 
CGCCTCATCTGAGGGAGCTOACnGGACAACAACAAGC™CCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTACATCCAGGTTGTCTACC 
GGATCAAGTGACnCTGCCCACCTGGACACAACACCAAAAAGGCTTCTOTCCGGGTGTGAGTCTmCAGCAACCCGGTCCAGTACTC^ 
TCTACGTGCGCTCTGCCAnCAACTCGGAAACTATAAGTAAnCTCAAGAAAGCCCTCATTmATAACCTGGCAAAATCTO 

>ncrc4105.seq 

ATCCTACTCCAAGNATNAGCAmGCGTTTGGATGGGAATCGCATCTCAGAAACCAGTCTTCCACCGGATATGTATGAATGTCTACGTGTTGCTAACGAAGTCACTC^ 
GTATCCTGGAACAATATmATGGTTATGTTTnCTGTGTGTCAGTmCATAGTATCCATAmTAnACTGmAn^ 

TTATTTTTTnAAAGAAAAGATGAAAGGCAGGCCTAmCATCACAAGAACACACACATATACACG^^ 1 1 11 1 lATTTCTACTG 

TCAAATGATGTGCAAAAGCnnACTGGTTGCATGGAAATCAGCCAAGTnTATAATCCnAAATCnAATGn 

>ncrc4106.seq 

CAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAAnAGCCACGAGTGGTGGCTGGCACCTGTAAnGTGCCACGGGAGGCTGAGGCAGGAGAATCACnGA^ 
ATGGAGGTTGCTGTGAGCTGAGATTGTGCCATTGCACACCAGCCTGGGCAACAAGAGCAAAACCCTGTCGCG 

>ncrc4108.seq 

ACAGGGNACAAAAATAAGATNACAATCACCAATGACCAGAATCGCCTGACACCTGAAGAAATCGAAAGGATGGTTAATGATGCTGAGAAGTTTGCTGAGGAAGACAA^ 
AGCGCATTGATACTAGAAATGAGTTGGAAAGCTATGCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGCTGGGAGGTAAACnTCCTCTGAAGAT^^ 
GCTGTAGAAGAAAAGAnGAATGGCTGGAAAGCCACCAAGATGCTGACATTGAAGACnCAAAGCTAAGAAGAAGGAAGTGGAAGAAAnGnCAAC 
AAGTGCAGGCCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAAGATGAGTTGTAGACACTGATCTGCTAGTGCTGTAATATTGTAAA^^^ 

>ncrc4109.seq 

GAGGCTGAGGCAGGAGAATCACTTGAACATGGGAGGGGGAGGTTGCAGTGAGCAGAGATCGTGCCACTGCCCTCCAGCCTGAGTGACAGAGTCAGACTCTAT 
>ncrc4120.seq 

CATACACAAnACTGTGTGCTGGACAAGCTGCGGGACTTTGTGGCGTCGCCCCCGTGTTGGAAAGTGGCCCAGGTAGATTCCTTGAAGGACAAAGCACGGAAGCTGTACACCATCAT 

GAACTCGTTCTGCAGGAGAGAmGGTATTGCTGTTGGATGACTGCAATGCCnGGAATAGCGAATGGCAGTGACTAGGGTCGTGGCAGATGGTCAGCGCTAAGG 

AGAAAGAACCCAAGAGAACTAAAGnATGTCAGCTACCCAGACnAATGGGCCAGAGCCATGACCCTCACAGGTCTTGTGTOGTTGTATCTGAAACTC 
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GGAAMCAGGGCTGGTATTCCTACCCAGGMCCTCCTnGAGCATAGAGTTAGCMCCATGCTTCTCATTCCCTTGACTCAT^ 
TG 

>ncrc4128.seq 

GAGGCCTTGAGGCAGCCAGCGCAGGGGCnNTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTnTCTC^ 
TATAGTCAATAGGTOCTAAGATATTGCnAGCGTTAAGTTmAACGTAATmAATAGCn^ 
AAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAAnGAG 
ATGCTmAGATTAAAATGAAGGTGACTTAAACAGCnAAAGTnAGTTTAAAAGTTG 

>ncrc4140.seq 

TAGATATAGTACCGCAAGGGAAAGTATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATA^^ 

AGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGT^ 

TGATAGCTGGTTGTCCAAGATAGAATCTOGTTCAACmAAAmGCCCACAGAACCCTCTAAATCCCCTO 

AAAAAACCHGC 

>ncrc4l41.seq 

TTTTTTGCGTGTGGCAGTmAAGTTATTAGTTmAAAATCAGTACTT^ 

>ncrc4154.seq 

GACACGCTTTTCATCTGTCCGGCTGCGTGTTTTCCTCTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGACCCCAACTGCTCCTG 

CGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGG 

AGAAGTGCAGCnGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGATTTTTTTT 

>ncrc4175.seq 

CAATGANAACCnGAAAACTAnACCTGGAGGTCAATCAACnGAGAAGmGACATAAAGAGCTTCTGCAAGATCCTGGGGCCAnATC^^^^ 
ATGGCAATCGCATCTCAGAAACCAGTCTTCCACCGGATATGTATGAATGTCTACGTGTTGCTAACGAAGTCACTCTTAATTAAW 

Tl'CTGTGTGTCAGTmCATAGTATCCATATmAnACTGmAnACCTCCATGAAnTTAAAATCT^^ M 1 1 1 1 lAAAGAAAAGATGAAAGGCAGG 

(^AmCATCACAAGAACACACAGATATACACGAATAGACATCAAACTCAATGCmAmGTAAATTTAGGNGGTI 1 1 1 1 lA TnCTACTGTGAAATGATGTG 

>ff|c4183.seq 

T^GCGCGTCTCTCCCTACTGCTGCTAGACTAGTACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCGTGATCCTTCTTGCCATCCTGGCGGCCmGCGG^^ 
(SlATGAATGACATGAAAGCATGGAATCnATGAACTTAATCCCTTCAnAACAGGAGAAATGCAAATACCTTCATATCCCGTC^ 
CeAGAACGCTGTAAGGCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTACGCCATGGmATGGATACAATGC^^ 
AlSGCCGAGGGACCAAATGAGAGTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTGA^^ 

%|c4187.seq 

GAGGCCTTGAGGCAGCCAGCGCAGGGGCnTTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTmCTCmGAAA^^ 
TaiAGTCAATAGGTOGTAAGATAnGCTTAGCGnAAGTTmAACGTAATmAATAGCn 
;s|@GmCTAAAACATGACGGAGGnGAGATGAAGCnCnCATGGAGTAAAAAATGTAmAAAAGAAAAnG^ 
AfgCTmAGAnAAAATGAAGGTGACTTAAACAGCnAAAGmAGTnAAAAGTO^ 

>n|fc4202.seq 

Gi^nATNCACTCTTAAAAAATATAGTCATAGGnACTAAGATATTGCTTAGCGnAAGTmTAACGTAAT^ 

Q^lGAGGAAGGAAAAGATAAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCTTGATGG 

flS^TACCAATAGAAGGGCAATGCTTnAGATTAAAATGAAGGTGACTTAAACAGCnAAAGmAGm 

AllCCGAAGGTGAnAAAAGACCTTGAAATCCATGACGCAGGGAGAAnGCGTCAmAAAGCCTAGnAACGCATnACTA^ 

AGGATG 

>ncro4212.seq 

GTCCCTGGGAAGCTGCATGATGTGGAACACGTGCTCATCGATGTGGGAACTGGGTACTATGTAGAGAAGACAGCTGAGGATGCCAAGGACTTCTTCAAGAGGA^ 

CCAAGCAGATGGAGAAAATCCAACCAGCTCnCAGGAGAAGCACGCCATGAAACAGGCCGTCATGGAAATGATGAGTCAGAAGATTCAGCAGCTCACA^ 

GCTACTGCTAAGGCCTGAGAGmnGCAGAAATGGGGCAGAGGGACACCCmGGGCGTGGCTTCCTGGTGATGGGAAGGGTCTTGTGm 

>ncrc4216.seq 

AGCTGCAGGAATTGCCAGAAAAAATGCCCAmNCTCTTCGGGAGCTGCGTGCCCATGAGAATGAGATCACCAAAGTGCGAAAAGTTACmCAATGGAGTGAACCA^^^ 

TAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAATTGAAAATGGGGCTTTCCAGGGAATGAAGAAGCTCTCCTACATCCGCAnGCTGATACCAATATCACCAGCA 

TCTTCCTCCnCCC™CGGAAnACATGnGATGGCAACAAAATCAGCAGAGTTGATGCAGCTAGCCTGAAAGGACTGAATAAmGGCTAAG^^ 

TGCTGnGACAATGGCTCTCTGGCCAACACGCCTCATCTGAGGGAGCTTCACnGGACAACAACAAGCnACCAGAGTACCTGGTGGGCTGGCAGAGCATAAGTAC 

CTACCTTCATAACAACA 

>ncrc4249.seq 

GCTTAGCGnAAGTTmAACGTAATTmNTAGCnAAGACnTTAAGAGAAAATATGAAGNCmGAAGAGTAGCATGAGGAAGGA^ 

TTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAnTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAATTAATACCANTAGAAGGGCAATGCT^ 

GACTTAAACAGC 



>ncrc4254.seq 

TGTGGTGGCTCACGCCTGTAATCCCAGCACTTCGGGAGGCCGAGGTGAGTGGATCATGAAGTCAGATCGAAACCATCCTGGCTAACACAGTGAATCCCCATCTCGACTAAA^ 

AAAATOGCCAGATGTGGTGGTGGGCGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGGTCGGGGGAGCnGCAGTGAGCTGAGAnGTGCC 

ACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCTGTCT 

>ncrc4260.seq 

GGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATGAAnAACT^^ 
CCAAAGCTAAGACCCCCGAAACGAGACGAGCTACCTAAGAACAGCTAAAAGAGTACACCCGTCTATGTAGCAAAATAGTGGGGAAGAmATA^ 
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CCTGGTGATAGCTGGTTGTCCMGATAGMTCnAGnCMCmAMmGCCCACAGMCCCTCTAMTCCCCTTGTAMn^^ 
CTAGGAAAAAACCnGTAGAGAGAGTAAAAAAnTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTM 

>ncrc4261.seq 

TGCAGTGGCTCACGCCTGTAATCCCAAAACTnGGGAGGCCGAGGTGGGCAGATCACCCGAGGTCAGGAGnCGAGACCGGCC^^ 
AATACGAAAATTAGGCGGGTGTGATAGCATGCGCCTGTAATCCCTGAGGCAGGAGAATCACnGAACCTGGGAGGCGGAGGTO^^ 
CTGGGCAACAGGGCAAGACTCCATCTC 

>ncro4268.seq 

GAGGCTnGAGGCAGCCCGCGCCGGGGCCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAACCCGCAGATAAGTTT^ 
AAAATATAGTCAATAGGTOCTAAGATAnGCmGCGnAAGnmAACGTAATTnAATAGCTT^ 

>ncrc4269.seq 

TAAGGTGCCGGGCGCAGGAACTGTGTGNGTCCTACACAATGGNGCTAnCTGTGTCAAACACCTCTGTATTTnTAAAACA^ 
AAAAAAG 

>ncrc4276.seq 

TGCTOGCGnAAGTTmAACGTAATmAACTAGCnAAGATmAAGAGAAAATATGAAGAC™ 

GTTGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAATTAATACCA^ 

GACnAAACAGCTTAAAGTTTAGmAAAAGTTGTAGGTGATTAAAATAAnTTGAAGGCGATGTmA^ 

GAGAATTGCGTCAmAAAGCCTAGTTAACGCAmACTAAACGCAGACGAAAATGGAAAGATNATO^ 

>ncrc4279.seq 

GTATAAGAAAGGTGATAnGTAGACATCAAGGGAATGGGTAGTGnCAAAAAGGAATGCCCCACAAGTGnACCATGGCAAAACTGGAAGAGTCT^^ 
GCAnGnGTAAAGAAACAAGnAAGGGCAAGATTCTTGCCAAGAGAATTAATGTGCGTATTGAGCAGATTAAGGACTGTAAGAGCCG 
Gy\TCAGAAAAAGAAAGAAGCCAAAGAGAAAGGTACCTGGGnCAACTAAAGCGCCAGCCTGCTCCACCCAGAGAAGCACACmGTGAGAACCAATGGG^ 
GMCCTATTCCCTATGAATTCATGGCATAATAGGTGTTAAAAAAAAAAATAAAGGACCTCTG 

>f^280.seq 

dAtNGGCTmCATGTGTCCCGCTGCGTGTmCGTCTTGATGGGGAAGTGCTGGTTCTCCnGGCTCGAAATGGACCCCA^ 

dSICTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCGCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGG 
/pAGTGCAGCTGCTGTGCCTGATGGGAGGACAGCTGTGCTCTCAGATGTAAATAGAGGAACGTATATAAAGCTGGAmTTm 

>n3c4291.seq 

AyeTACTCGGGAGGCTGAGGCGGGAGGATCGCTTGGGCCTGGGAGGCGGAGGTTGCAGTGAGGCGAGATGGCAGTACTGGAGTCGAGGCTGGGTGTGGGAGCAGGACTCTGTGTG 
/^^GGAAAAGAAATGATGTAACATGGCACCCTGGATGGGATTGTGGATGAGAAAATGCATATOGGTAGAAAnAAGGAAAT 
TAfGGTmAnGGTOTGGTACAATAATGnGAAATGGAGGATATTGGGTAGAGGGNTOGAAGAACTTCCTGTAATATTC™ 
AMGmAnAAATCTTAAGAAAATCAGAGAnGAAGAAnAAATACCAGAnAAAAAAAAGGGAAAGG^^ 

>(^301.seq 

d^AAACTCCCCAGTGAGTGTGAGGATnAAGAAGCATCGTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCA^ 
d^CmGCTGCTAGGAGnCAAGCCATGCCTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATC^ 
TigATGTCAATGTCCAGGATCATTTCTGGGATGGGAAGGGATGTGAGATGATCTGnACTGCAACn^ 
T||GTGATTCCnGCAACAATCAATGAGAATCnCATGTATTCTGGAGAACACCATTCCTGATnCCCAC^ 

>iJD4314.seq 

ATAGGCGATAGAAAnGAAACGTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACT^ 
>ncrc4315.seq 

GCTGCAAGGATGCCmACAGGTGCACAAGAACGCTAGAGTGGCCCATGCATTGCTGTGTTCTCTTCTAAAACAAGCTACTAACAAGAGAGAGA^ 
CATAAGTCATAmAACATTGGAATAACTAAGCAmTATACAAAGATTrTTCTTTGACCCAGm 

AAATACTAGTGTGAAAAACAGATAGGATGCCTmCCAGTGGTAGGAGCATCTGTAAGTGCAmAAATCAnAGAAGCT^^ 
TmCTAAAGATOTTAGGTTAAAAATACTAAAAAGAGTTCCnAGAGTAATCAmCAACCAAATG^ 

>ncro4328.seq 

TGTAACni^CNGGCCTAAAATGTnCTANAAAnAGAGmGTNACmCTTCCCmGTACCTAAGAGATAA^ 

CGCCTGTAATCTCAGCACmGGGAGGGCAAGGCGGGCAGATCACGAGGTCAGGAGTTCGAGACCATCCTGGCGAACATGGTGAAGCCCCGTCTCTGCTAGAAAW 

TGGGTGTGGTGGCAGGAGCCTGTAATCCCGGCTACACAGGAGGCTGAGGCACGAGAATCGCTTGAACTCAGGAGATGGAGGmCAGTGAGCCAAGATCACACCACTGC^^^ 

CCTGGCAACAGAGCGAGACTCCATCTCGA 

>ncrc4340.seq 

CTAGAAAAAGAACTAGAAGTATCACAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACACANATTGATGTCAATGTCCAGGATCAnTCTGGGA^ 
GATCTGTTACTGCAACTTCAGCGAATNGCTCTGCTGCCCAAAAGACGTTNTCTnGGACCAAAGATCTNTmGNGATTCCTTGCNACAATCAAT^^ 
CACCAnCCTGAnTCCCACAAACTGCACTNCATCAGTNTAACTGCATNCTCTAGmCTATATAAGNGCAATAGNAGCATAGATTCTATAAATO 
TGTGNTAAACNAGTAGTAATAAAAGnAATTCANT 

>ncrc4359.seq 

aaataaaancgaaatgaagatgnactgatgacgatgccncantnaaatgatgaactgagatgtgatgagatgaaatgatgncatganantgatganatgnnat^ 
atgaaatgaaangaaatgagataagatacgagatgagatgaaatgatgagatgaaatgatgaaatgatgagataagatgaaaagggngagatgatgag 
tgaaatgatgagatgaaatgatgagatgaaatgaggtgaaatgaag™gatgaaatgtaatgagatgaaatgaaatgacataatgam 
gaaatgatgaaataatgaaatgaaaatgaaatggaaatgatgagatgagaagaaatgatgagatgaaatgatgaaatgatgagatgagac 



>ncrc4361.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page754 of 776 



GAAATGAMTGGTGAGATGAMTGATGAGATGAMTGAMTAGTGAMTGAMTTGAMTAAMT^ 
GAGATGAAATGATGACCTGAAATGATGAGATGAGATGAGATGACACTGAAATAATGAAATGAAAnGAAATGAGATA^ 
GATGAGATAAGATGAAAAGGGnGAGATGATGAGATGAAATGAGATGAAAAGATGAAATGATGAGATGAAATGATGAG^^^ 
TGAAATGAAATGACCTAATGAAATGAAATAATGAAATGAGATGAAATAAAATAATGAAATGATGAAATAATG^^ 

>ncrc4369.seq 

CAGCTTACNAACGACAAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGACATCATGCGCCTCCGGGAGAAATTGCAGGAGGAGATGCTTCAAGAGAGAGGAAG 
AACACCCTGCAATCmCAGACAGGATGnGACAATGCGTCTCTGGCACGTCTTGACCTTGAACGCAAAGTGGAATCTTTGCM 

GGAAATCCAGGAGCTGCAGGCTCAGATTCAGGAACAGCATGTCCAAATCGATGTGGATGTnCCAAGCCTGACCTCACGGCTGCCCTGCGTGACGTACGTCA^ 

GGCTGCCAAGAACGTGCAGGAGGCAGAAGAATGGTACAAATCCAAGTTTGCTGACGTCTCTGAGGCTGCCAAGCGGAACAATGACGCCCTGCGCC^^ 

GAGTA 

>ncrc4372.seq 

GnNGCGAAmGAAATCTTGATGACCAGAGAGCTGGGAAAATTGnGTGAAGCTCACAGGCAGGCTAAACAAGTGTGGGGTGATCANCGGGAGATnGAGGTG 

GGAAAAATGGCAGAATAATCTGCTTCCATCCCGCCAGTTTGGTTTCATTGTAGTGAGAACGTCAGCTGGCATCATGGACCATGAAGAAGCAAGACGA^ 

CTGGGATTCrrTTTCTAGGGATGTAATACATATATnACAAATAAAATGCCTCATGGACTCTGGTGCTT 

>ncrc4378.seq 

NmCCGGCGGTGANCGACCTACGCANNCGAGTAANCTGCCCTCTCGCAAAGGANCTCCTTCANTCCCTCTCCAGANGANGAAGANGANGAAACACAAGANGANACGCCTGGTGCA 

GAAGCCCCAAnCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCTTTAGCCATGCACAAACGGTAGmTGTGTGnGGCTG^^^ 

CCTACAGGAGGAAAAGCAAGGCnACAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGG^ 

>ncrc4382.seq 

CTCGGCCNTNTCTGGCCGGGCCCCCTTTCCTCNTmCCmCGTGNAGmCTTnCCCTOGGCTGTTGGnCAAACTmGGGAGCACGGAC^^ 

GCGCATCCTGCAGGGCTTCTCCTCCTCTGTCmTGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGCCAAAATCAAGAGTGAGA^^ 

GAMGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGTTCmCGTCACAnTGGATGATO 

WlATCAAGAGAAACnCAAAGnAATGGGATGGTCGGATCTCACAGGCTGAGAACTCGnCACCTCCAAGCAmCATGAAAM 

AlSTGAAAGAGnrCACAAATC 

>iSc4396.seq 

Tift^GAGCGTCTCTCCCTACTGCTGCTACAGAAGACCCTGAGAGTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCGGCCTTA 
TtltrGAATCACATGAAAGCATGGAATCTTATGAACTTAATCCCTTCATTAACAGGAGAAATGCAAATACCT^ 

GAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACnTGCGAACGCTACGCGATGGTTOTGGATACAATGCTGCCTATAA^ 
qggCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTnTTnCTGGAGGCTGGCACCTGAT^ 

>Wc4409.seq 

AAGCCAAAGACAAAAAAAATTnACTACnnGAGAnGCCCCAATGTACAGAATTATATAAnCTAACGCTTAAAW 
AkCCAAGGAGGAACTCnGATCAAGATGCCGAACCCTGTGTOAGAACCTCCAAATACTGCCATGAGAAACTAGAGGGCAGGTCT^^^ 
T^nAGGAGATAGGGATATTGGCCCCTCACTGCAGCTGCCAGCACnGGTCAGTCACTCTCAGCCATAGCACTnGnCACTGTCCTGTGTCAGA 
Tf^GAGTOmACAGCCAGAAAGTGTGGGCTGAAGATGGnGGmCATGTTmGTAnATGTATCTT^ 

>hyc4414.seq 

d^TTCCTGAAGCTGACAGCATTCGGGCCGAGATGTCTCGCTCCGTGGGCTOGCTGTGCTCGCGCTACTCTCTCTTTCTGGCCTG^^ 
TWACTGACGTCATCCAGCAGAGAATGGAAAGTCAAAmCCTGAAnGCTATGTGTCCTGGGmCATCCATCCGACATO 
(SpGAGCATTCAGACTTGTCTTTCAGCAAGGACTGGTCmCTATCTCTTGTACTACACTGAATTCACCCCCACTGAA^ 
AltMGCCCAAGATAGnAAGTGGGATCGAGACATGTAAGCAGCATCATGGAGGTnGAAGATGCCGCATnG^^ 

>ncro4417.seq 

CnnGGAAGAGnAGAAGAAmGGAAGGCCTTAAATATTAGTAGCTTAGTnGAAAACTGGAAGACAGAAGTACGGG 
ATAAAAACATACTmAGAAGAAAAAAGATAAAmAAACGTGAAAAGTAGGAAGCAGAAGAAAAAAGAGAAGC 
TTGGAAGATAGAAACAAGATAGAAAATGAAAATATTGTCAAGAGmCAGATAGAAAATGAAAAACAAGCTAAGACAAGTNTO 
AAAATTGGATAAAATAGCACTGAAAAAATGAGGAAATTAmGGTAACCAAmAnnAAAAGCCCATCAAm 

>ncrc4423.seq 

CGGAAGGCTGAGGTAGGAGAATGGGTTGAAGCCGGGAGGTGGAGGnGCAGTGAGCCAATATCATGGCACCGTACTCCAGCCTGGGCAACAGAGCAAGACTCGATCT^ 
>ncrc4427.seq 

TAGCGTTAAGTTmAACGTAAmTAGTAGCnAAGACGmAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGA^ 
AGATGAAGCTTGTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAG^ 
TTAAACAGCnAAAGmAGmAAAAGTTGnAGGTGATTAAAATAATmGGAAGGCGATCnnAAA^ 
AGAATTGCGTCATTTAAAGGCTAGTTAACGCA7TTAGTAAACGCAGACGA 

>ncro4476.seq 

TCCNTACTACCCTGCCNCCCCCCCTCTTAACTCAGTGGTGGAAGANCGGGTCTCAGAANCGTGmGmCAAnGGCCTmAAGmAGTAGTA^ 

CATGGTAAAACCnCAGAAAGGAAAGGAGAATGnnGTGGACCAGmGGmTCTTTmGGGTGTGGCAGTTTTAAGnA 

GACCAAAAAnTGTCACAGAATTnGAGACCCATTAAAAAAGTTAAATG 

>ncrc4494.seq 

CACAGTGGTTCACGCCCTATAATGCCAGCACTCTGGGAGGCCAAGGGAGGTGGATGATAAGGTCAGGAGTTCAAGACGAGCCTGGCCAATATGGTGAAAGCGTGTCTCTACTAAA^ 

ATACAAAAATTAGCCAGGCATGGTGGCACGTGGCTATAGTCCCAGCTACTCAGGATGCTGAGGCAGGAGAATCGCTGGAACCCAGGAGGCGGGAGGnGCGGTGAGCC 

CTACTGGACTCCAGGCTGGGTGAGAGAGAGAGAGTCCATCG 



>ncrc4500.seq 
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GCTCmCCGCCTCTITCCGCGCCGCCACMTGGTGCGCATGMTGTCCTGGCAGATGCTCTCMGAGTATC^^ 
TGCTCCAAAGTCATCGTCCGGmCTCACTGTGATGATGAAGCATGGTOCATTGGCGAAmGAAATCATTGATGACC^^ 
AAACAAGTGTGGGGTGATCAGCCCCAGAmGACGTGCAACTCAAAGACCTGGAAAAATGGCAGAATAATCTG^ 
GGCATCATGGACCATGAAGAAGCAAGACGAAAACACACAGGAGGGAAAATCCTGGGATTCTTTTK 

>ncro4509.seq 

TGCAGGATGAAGATTCAGANTATGAAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCAAGACCTGCTCAATGTTM 

CTGGAAGGCGAGGAGAGCAGGATnCTCTGCCTCnCCAAACTmCCTCCCTGAACCTGGGGGAAACT^^ 

GATTAAGACGGTTGAAACTAGAGATGGACAGGTOTCAACGAAACnCTCAGCATCACGATGACCn 

>ncrc4519.seq 

AAGTATCTCACTCAAGGTGATACAGCTAATAGTGGCACAGCCAGGAlTCAGACCTGGACGATCCTAAGTnCCAmCCTAATCTGAA^ 
TACTACCCCCTCACTGTAACTAAATGATTCAATGTATGTAAAATGCCTOTACATAACAAGTACTAGAAACGmGTTCTGTGTTC^^ 
AnACAGGGAAmACATAACmAAAAGTGACTATTCGGCCAGGCGGAGTGGCTCACGCCTGTAATCCCAGCACnTGGGAGGCCGAGGCAGGC^ 
AAACCAGCCCGACCAACATGGTGAAACCCTGTCTGTACT 

>ncrc4523.seq 

ACGACTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGGAGCTAGCTGCGAGAAnAATGTGAATTGCAGGAGACATTGATGATCGACAGTO 
CCCGGGTTCCTCCCGGGGCTACGGCTGTCTGAGCGTGGCTTGCC 



>ncrc4543.seq 

GAAATCGGGAGCTGCAGGCTCAGATTCAGGAACAGGATGTCCAAATCGATGTGGATGmCGAAGCGTGACCTCACGGCTGCCCTGCGTGACGTACGTCAGCAAW 
CTGCCAAGAACCTGCAGGAGGCAGAAGAATGGTACAAATCCAAGmGCTGACCTCTCTGAGGCTGCCAACCGGAACAATGACGCCCTGCGCCAGGCAAAGCAGGAGTCCACTGAG 
TACCGGAGACAGGTGGAGTCCCTCACCTGTGAAGTGGATGCGCnAAAGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACmGGCGnGAAGCTGCTM^ 
TACCAAGACACTATTGGCCGCCTGCAGGATGAGATTCAGAATATGAAGGAGGGAAATGGCTCGTCACCnCGTGAATACCAAGACCTGCTCAATGnAAGATGGCCCnGA^^^ 

>fS^552.seq 

CgCAGTGGGTCAGACCTGTGATCCCAGCACTTCGGGAGGCCAAGGCAGGCAGATCAGGAGATCAGGAGmGAGACCAGCCTGGCCAACGU^^ 
>f#4556.seq 

AiMGAAGATAGGGAAAmGAAGATAAAAACATACTmAGCAAGAAAAAAGATAAAmAAACCTGAAA^ 

CASAATGTACAAACnAGAAGAAAAnGGAAGATAGAAACAAGATAGAAAATGAAAATATTGTCAAGAGTTO 

Ai^ATAGAAAAATATAAAG 

>ncrc4577.seq 

CtoCAAGTOCCAAAACTGTGATAACCCTTrfTTACnACTGTAGAGAGTCATmCATA^ 
AlSgTTTAAGGGAAGCTCTATGTAAGGAGAGmGAGCCAAACTGTnAAGCTC^ 
TPMGGAAAGTAAAGCTACTCAGAGCAGCAGGTTCCACAAGCACAAACmACACAmGTACAATmGA^ 
GmAGATAAACTGAGAGGnATACAAAACTCAGmCACAAGGGAACAATCTATACCm^ 

>l^581.seq 

aTftCGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAn^ 
(|i|;CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTT 

>ncro4593.seq 

CAGACTCTCCACCmGGGTCGCmGCTGnNGTGATATGAGACAGACAGTTGCGGNGGGTGTCATGAAAGGAGTGGACAAGAAGGCTGCTG 
CCCAGAAAGCTCAGAAGGCTAAATGAATATOTCCCTAATACCTGCCACCCCACTCnAATCAGTGGTGGAAGAACGGTCTCAGAA 
TAAAAGACTGGnAATGATAACAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGTmGTGGACCACTnG 
TCAGTACTTmAATGGAAACAACTTGACCAAAAAnTGTCACAGAATmGAGACCCATTAAAAAAG^^ 

>ncrc4599.seq 

CGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAAmTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAA^^ 
CCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACGCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGAC 
CTGGTGATAGCTGGTTGTCCAAGATAGAATCTOGTTCAACTTTAAAmGGCCACAGAACCCTCTAAATCCCCTTGTAAATTTAACTG 
TAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACGCATAGTAGGCCTAAAAGCAGCGACGAAnAAGAAAGCGnCAAGCTCAA 

>ncrc4602.seq 

AGCnAAGNAAnGCTAGGAnAAAnAAGGAAAGTAAAGCTACCCAGNAGCAGCAGGTTCCACAAGCACAAACTTTACACATnGTACAATmGAAATG^^ 

GAGCAACAGATnGAAATACAGGCTTCTmCATAAACTGAGAGGTTATACAANAACTCAGmCAGAAGGGAACAATCTATACCmGTA^ 

GAATATTTTACTCTTTAAAATCCTGCCTTTCTGA 

>ncrc4607.seq 

GCTTTCCGGCGGTGACGACCTACGCACACGAGTAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAA 

CCCAATTCCTACnCATGGATGTGAAATGCCGAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTmGTGTGnGGCTGCTC 

AGGAGGAAAAGCAAGGCTOCAGAAGGATGnCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACAT^ 

>ncrc4610.seq 

CTAGTnCTATATAGTGCAATAGAGCATAGAnCTATAAAnc™CTTGTCTAAGACAAGTAAATGTGTGTTAAACAAGT^^ 
>nCTc4611.seq 
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AAAGAnMTTGGGAGTGGTAGGATGAMCMmGGAGMGGTAGMGmGMGTGGAAMCTGGMGACAGM 

AGAAGATAAAAACATACrmAGAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGAAGAA^ 

GAAAATTGGAAGATAGAAACAAGACAGAAAATGAAAATAnGTCAAGAGmCAGATAGAAAATGAAAA^ 

>ncrc4612.seq 

GATTCCTGAAGCTGACAGCAnCGGGCCGAGATGTCTCGCTCCGTGGCCnAGCTGTGCTCGCGCTACTCTCTCmCT^^ 
TACTCACGTCATCCGGCAGAGAATGGAAGGTCAAAmCCTGAATTGCTATGTGTCTGGGmCATCCATCCGACATTGA^ 
GGAGCAnCAGACTTGTCmCAGCAAGGACTGGTCmCTATCTCnGTACTACACTGAAnCACCCCCACTGA^ 
AGGCCAAGATAGnAAGTGGGATCGAGA 

>ncrc4625.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmmCTCmGAAAGATAGAG 
TATAGTCAATAGGmCTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAGAnT^ 
AAGGmCTAAAACATGACGGAGGnGAGATGAAGCncnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACT^^ 
ATGCTmAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTnAGmAAAAGnGTAGGTGATTA^ 

>ncrc4638.seq 

GAACGCTACGGCATGGmATGGATACAATGCTGCGTATAATCGCTACTTCAGGAAGCGCCGAGGGAGGAAATGAGACTGAGGGAAGAAAAAAAATC^ 

ACCTGATmGTATCCCCCTGTAGCAGCAmCTGAAATACATAGGCmTATACAATGCTTCmCCTGTATATTCTCT^^^ 

TAATGAAAGTGCACTGCGGTGAGGGTCAAAGGAGAGTCAACATATGTGATTGnCCATAATAAACnCTGGTGTGAGA 

>ncrc4641.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTnTCTCmGAAAGATAGAGA 
TATAGTCAATAGGmCTAAGATATTGCTTAGCGTTAAGTmTAACGTAAlTTTAATAGCTTAAGATrTrAA 

AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCnCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAG^ 
AJGCTmAGATTAAAATGAAGGTGACnAAACAGCTTAAAGTTTAGTTTAAAAGTTGTAGGTG^ 

>flic4643.seq 

QAeTC™GCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATGGACACn^ 
GjilGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCn 

>iT0c465O.seq 

A^GCCCCTCACTGCAGCTGCCAGCACnGGTCAGTCACTCTCAGCCTAGCACmGnCACTGTCCTGTGTCAGAGCACTGAGCTCCA 

Aj|gTGTGGGCTGAAGATGGnGGTnCATGTTTnGTAnATGTATCTT^ 

>^GAAAATAAAGTTTTTTTAAT 

y 

>ncro4657.seq 

GmAAAATAAmGAAGGCGATCTmAAAAAGAGATTAAACCGAAGGTGATTA^ 
yM^GCAGACGAAAATGGAAAGATTAAnGGGAGTGGTAGGATGAAACAATTTGGAGAAGATAGM 
Ail^GAAGATAGGGAAATOGAAGATAAAAACATACTmAGAAGAAAAAAGATAAAmAAATCTGAAAAGT^^ 
^WVVTGTACAAACTOGAAGAAAAnGGAAGATAGAAACAAGATAGAAAATGA^ 

>f£b4660.seq 

WAmGGATGATTGTNATAAGGTTlTTAGCATGTTCGTCCTmcnC^^ 

Tg^GAAGTCGTTGACCTCGAAGCAmCATGAAAAAGCTGCnCTTATTAATCATACAAACTCTCACCAT^^ 

di^ 

>nac4686.seq 

GAATCnAGTTCAACTTOAAmGCCCACAGTAACCCTCTAAATCCCCnGTAAATnAACTGnAGTCCAAAGAGGAGCAGCT 
AAAAAATTTAAGACCCATAGTAGGCCTAAAAGCAGGCACCAAnAAGAAAGCGTTGAAGCTCAACACCCACTA 

>ncrc4690.seq 

GAGAAGAGGGAGAAAGGAGCATCnGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCAGTATNTGATTTAATGTTTACAACTCTGTTGCAAGGnCCCTC 
GAGATAAATCATGAAGGCCACCTATCATCCTCCTTCTGCTTGCACAAGmCCTGGGCTGGACCGmCAACAGAGAGGC™mGACTNTATGCTAGAAGATGAGGCTT 
GGCCCAGAAGTTCCTGATGACCGCGACTTCGAGCCCTCCCTAGGGCCAGTGTGCCCCnCCGCTGTCAATGCCATCTTCGAGTGGNCCAGNGnCTGATTTGGGTCTGGACAM 
CCAAANGATCnCCCCCTGACACAACCTCTGCTAGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGAGACmAAGAACCTG 

>ncrc4695.seq 

CAAAGANGGAGACTTTAAGAACCTGAAGAACCTTCACGCATTGAnCTrGTCAACAATAAAATTAGCAAAGTTAGTCCTGGAGCAmACACCm 
GTCCAAGAATCAGCTGAAGGAAnGCCAGAAAAAATGCCCAAAACTCTTCAGGAGCTGCGTGCCCATGAGAATGAGATCACCAAAGTGCGAAAAG™ 
ATGATTGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAATTGAAAATGGGGGTnCCAGGGAATGAAGAAGGTCTCCTACATCCGCATTGCTGAT^ 
TTCCTCAAGGTCTTCCTCCTTCCCTTACGGAATOCATCTTGATGGCAACAAAATCAGCAGAGTTGATGCAGCTAGCCTGAAAG^^^ 

>ncrc4717.seq 

CTCnGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCAACTGCTCCTGCTCGCCTGnGGCTCCTGTGCCTGTGCCGGCTCCTGCAAATGCAAAGAGTGCAAATGC^^ 
TCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAGGGCTGCATCTGCAAAGGGACGTCAGACAAGTGCAGCTGCTGTGCCTGATGCCA^ 
CTGTGCTCTCAGATGTAAATAGAGCAACCTATATGAACCTGGAI I i i i 1 1 I i I II 1 1 i 

>ncrG4725.seq 

AGTGAAACTmCTAGAATTATTTnCACTCTAAGTNATGTATGmCTCTnGATOm 

>ncrc4730.seq 

GTAAGCAAGnmnmGTGTAGGAGAAATACTmCCAnGnTAACTGCAAAACAAGATGTTAAGGTATGCnCAAAAAnnGT^ 

TGTAACTGATTAAGAAnGTGATAGTTCAGCnGAATGTCTCnAGAGGGTGGGCTnTGTTGATGAGGGAGGGGAAACI I II II 1 1 1 1 CTATANACTTnTTCANATAACATCnCTGAG 
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TCATAACCAGCCTGGCAGTATGATGGCCTANATGCAGANAAAACAGCTCCnGGGGAAnGATAAGTAAAGGCAGAAAA^ 
TGANAncmCTACTGATGANAACAnATCTGCATATGCCAAAAAATmAAGCAAATGAAAGCTATCAAm 

>ncro4736.seq 

AACACAATCCGnGCAAACCCAAAGGACCCANGTACmCCAATCTCAGTCACTCTAGGACTCTGCACTG^ 
GACTmCTCCCCTCTCmCTAAGAGAGCTGAACTGGGCAGACTGCAAAATAAAATCTCG^^^ 

CTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCGCTTCAGGTGCCGGGCGCAGGA^ 
GTCAAACACCTCTGTATTTmAAAACATCAATTGATATTAAAAATGAAAAGA™ 

>ncrc4737.seq 

ACTGTACGGAGAAACTCAAACCnCAAGNCCCTAGGTGTAGCCAmTGTCAAGTCATCAACTGTAT^ 
ATAAAACTTTAAAA 

>ncrc4743.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGCCTTAGCG^^^ 
TOTGAATCAGATGAAAGCATGGAATCmTGAACTTAATCCCTTCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGC^^ 
GAGAACGCTCTAAGGGTGTCCAGGAGCTGAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGGCATGGTTTATGGATACAATGCTC 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTnTmCTGGAGGGTGGCACCTGATmGTATCCGCCTGTAGGAGCA™ 

>ncrc4744.seq 

ATATAAAGTCTCAAAACTGGCAGATGAATAATTAGACAGTAAAATTATTAAGCAAAACAAGGAAAmTTATOTAAAAAGmGAAT^^ 
GGATAnACTGGAATAAAGCACTTGAGAATmCATAGAAAAAAAGTAAGGAAAAGCACTCCCAGGGTTAAATATACATTGCTCA 
TAmCATAATGGTAAnGATGACTCAGAGGCATGAAAATATCCAGAATOTTnAAGAATTAAmGTAACTAATAAnATCATC^ 
GCAGACAAATTTTGGnAACATAGTTCAAAAAGCATTmCTTGCTTAACCCnAGnAAGAATTAAAATATAGGCC 

>ncrc4748.seq 

AWr^CAAAATACATGAAGCTTCATGCACTTAAAGAAGTAnTTTAGAATAAGAATTTGCATACn^ 
AmrrTGCATGnATGnTAATAAGCTACTAGCAAAATAAAACATAGCAAAT 

>iSc4751.seq 

GmAGCGTTAAGTTmAACGTAATTTTAATAGCnAAGATmAAGAGAAM 

Tfl^GATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCAATGCT^ 
dgAAACAGCnAAAGmAGmAAAAGnGTAGGTGAnAAAATAAm 

Q^nGCGTCAmAAAGCCTAGnAACGCATnACTAAAGGCAGACGAAAATGGAAAGAnAAnGGGAGTGGTAGGATGAAAG 
>j|pK;4761.seq 

CAACAGGGAAGTAACAGACACACGATGTTGTCAAGGATGGTmGGGACTAGAGGCTCAGTGGTGGGAGAGATCCCTGCAGAACCCACCAACCAGAACG 
AaCTGAGAGAAAGAnCTGGGGCTGTGnATGAAAATATAGACATTCTCACATAAGCCCAGnCATCACCATnCCTCCnTAC 
TgiAACTmGGGAGCACGGACTGTCAGTTCTCTGGGAAGTGGTGAGCGCATCCTGCAGGGCTTCTGCTCCT^^ 
qigAGGCTGTTTCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGG^^ 

>filfc4765.seq 

AlSCTGANTCTCAnCGATGCTGTAACCTCCATGAAGGTAAGAACCATGTCTGTmACnACTGCTGTGTCCCTAGACCTO 
GHGAATGATTAAATGAATTTnCTTGTCCACTAAAGACmCCTGTATTTCATACTN 
rijfrrrmCTGAATGTACCAGACCCTTGGCAATGACGm 
cMcGGGTGTGGTGGCTCACGCCTGTAGNCCCGGCACnT 

>ncrc4769.seq 

AGTTCAGCTTGAATGTCTCnAGAGGGTGGGCTmGnGATGAGGGAGGGGAAACnTTTT^^ 
>ncrc4774.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAAGCGCAGATAAGTTTmTC^^ 
TATAGTCAATAGGnACTAAGATATTGCTOGCGTTAAGTTmAACGTAATmAATAGCTTAAGAT^ 

AAGGTnCTAAAACATGACGGAGGTTGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAG^ 
ATGCTmAGATTAAAATGAAGGTGAGTTAAACAGCnAAAGmAGTnAAAAGTTGTAGGTGATTAAAATAAm 

>ncrc4775.seq 

AGAGCAAGACCTTGTGTCTGCAAAAAATTTmAAAAATTAGGTGAGTATAGTGGCACACACCTGTAGTCCCAGCTACTTGGGAG^ 
AATTTGAGGCTGCAATGAGTTATGGTGACACCACTGCACTCCAGAGTGAGACCCTGTCTCCAAAAAACAAACAAACA 

>ncrc4784.seq 

ACTGATGAGAACATOTCTGCATATGCCAAAAAATnTAAGCAAATGAAAGCTACCAATnAAAGmCGGAATCTACCATm 
TGAAnGATGAGAAATACAATGAAGAGGCAATGTCCATCTCAAAATACTGCTTTTACAAAAGCAGAAT 

>ncrc4803.seq 

AGATAGTmmCTCTTTGAAAGATAGAGATTAATACAAGTACTTAAAGAATATAGTCAATAGGnACTAAGATATTGCTTAGCGn^ 
AAGAGAAAATATGAAGACmGAAGAGTAGCATGGGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCmATGGAGTAAAAM 
AATTGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCAATGCnnAGATTAAAATGAAGGTGACTTAAACAGCnAAAGm^ 
ATAATTTGAAGGCGATCTmAAAAAGAGATTAAACCGAAGGTGATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGT^^ 

>ncrc4816.seq 

ACAAAACCCTCAAGGCCGGGAAGAGAGACnGCAGmCCAGTCACCCCAAGCTGTGCCTGGTCACCTTGAGGATCAGTATCCCAAAACACTTGAACnGCTmGA 
GGAAGCGGCAGCAAATTGCAAACTTCTTGGGACAGGAATTTAGACGnGTATGTCCAGGGCCnGATCAACTGGCTGnAACCACATAGGTGCTCAAGAAATGm 
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GTGACMGGCAGCCATAGAMTTCAnGTGMGTTAMTGACTnMGGTAGGMTATGTTAGTMCTACT^^^ 
AAGTTGCmCTTCCATTGTGTCmCTmACCAAAmCATGnAAAGATAAAGGGGGAATAGGCCA^ 

>ncro4821.seq 

GCACGCTTnCATCTGTCGCGCTGCGTGTmCCTCnGATCGGGAACTCCTGCnCTCCTTGC^^^ 

GGGTCCTGCAAATGCAAAGAGTGCAAATGCACCTCGTGCAAGAAGAGCTGGTGCTCCTGCTGCCCTGTGGGGTGTGCCAAGTC^ 

CAAGTGCAGGTGCTGTGCCTGATGCCAGGAGAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATAT 

>ncrc4823.seq 

CTATCAACTTTCGATGGTAGTCGCCGTGCCTACCATGGTGACCACGGGTGACGGGGAATCAGGGnCGAnCCGGAGAGGGAGCCTGAGA^ 
GCAGGCGCGCAAAnACCCACTCCCGACCCGGGGAGGTAGTGACG 

>ncrc4841.seq 

ATGGATAGGAAGAATNAATATCATGAAAATGGCCCTACTGCCCAAAGTAGTTTATAGATTGAATACTATTCCCATCAAGCTACCATTG 
AATTTCATATGGAACTAAAAAAGAGCCCGTATAGGGAAGACAGTCCTGAGCAAAAAGAACAAAGCTGGAGGCATCACACTACCTGACnCAA^ 
CAAAACAGATATAAAGACCAATGGAACATAACAGAGGCCTCAGAAATAATACCACACATATACAACCATCTGATTmGACAAA 
mAATAAATGGGTGnGGGAAAACTGGCTAGCCATATGTAGAAAAGTGAAACTGGACCCCnCCnACACCnATACAAAAATTA^ 

>ncrc4858.seq 

TAGGAGCCTCTCTCGCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACGATGAAGAGCCTGATCGnCTTGCCATCCTGGCGGCCTOGGGGTAGTAACm 
TTATGAATGACATGAAAGCATGGAATCTOTGAACnAATCCCTTCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGAGCTAAAGTCC^^ 
GAGAAGGCTCTAAGGCTGTCCACGAGCTCAATAGGGAAGGCTGTGATGACTAGAGAGnTGCGAACGCTACGCGATGGTnATGGATACAATGCTGCCTATAA^ 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTmCTGGAGGCTGGCACCTGA 

>ncrc4860.seq 

AeeCTTAAAAACAGATGCAAnGCCGGACGTCTAAACNAAACNAGmCACCGCTACACGACGGGGGGTATACTACGGTCM 
C|®ATGGTCCTAGAATTAATTCCCCTAAAAATCTTTGAAATAGGGCGCGTATrTACGCTATAGCAGCGCCTC^ 

>jfCEc4884.seq 

(SSAACCTTAGCCAAGCTmCCCAAATAAAGTATAGGGGATAGAAAnGAAAGCTGGCG 
Q^CTAACCCCTATACCnGTGCATAATGAATTAACTAGAAATAACmGCAAG 

(IgTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGAGAAACCTACCGAGCCTGGTGATAGGTGGnGTGCAAGATAGA^ 
CqCTAAATCCCCTTGTAAAmAACTGTTAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCn 

>tfefo4890.seq 

^l^GAAGCCTGTGATGACTACAGACmGGGAAGGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGGTAGTTGAG^ 

AAAAAAAATCT CI I I I N I CTGGAGGGTGGCACGTGATmGTATCCCCCTGTAGCAGCAnACCGAAATACATAGGCnATATACAATGCncmCCTGTATAnGTCnGTGTGGCTG 
tf^GCCTTTnCCCGCCCCCAGATTGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAAC 

>m:lc4898.seq 

cilAATAGATATAGTACCGCAAGGGAAAGATGAAAAAnATAACCAAGCATAATATAGGAAGGACTAACCCCT^^^ 
G^GCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAA 
(^GGTGATAGCTGGTTGTCCAAGATAGAATCmGTTCAACTnAAATnGCGCAGAGAAGCCTCTAAATGCGCTO 
QjmGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGC 

>h^c4913.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGGlTGTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGGAGATAAGTmmCTGTnGA^ 
TATAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTmAACGTAATmAATAGCn 

>ncrc4915.seq 

CATGGTGACCACGGGTGACGGGGAATCAGGGTTCGAnCGGGAGAGGGAGGCTGAGAAACGGCTACCAGATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCACTCCCGACCCGG 
GGAGGTAGTGAG 

>ncrc4927.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmmCTCmGAAAGATAGAGATTAAT^^ 
TATAGTGAATAGGnACTAAGATATTGCnAGCGTTAAGTTnTAACGTAATmAATAGCTTAAGAnTTAAGA 

AAGGmCTAAAACATGACGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGAGC 
ATGCTmAGAnAAAATGAAGGTGAGTTAAACAGGnAAAGmAGTTAAAAGnGTAAGGTGAnAAAATAAm 

>ncrc4968.seq 

GAAGGCGATCTmAAAAAGAGATTAAACCGAAGGTGATTAAAAGACCnGAAATCCATGACGCAGGGAGAATTGCGTCAmAAAGCG 

AATGGAAAGAnAATTGGGAGTGGTAGGATGAAACAATnGGAGAAGATAGAAGmGAAGTGGAAAAGTGGAAGACAGAAGTACGGGAAGG 

GAAATTAGAAGATAAAAACATACnnAGAAGAAAAAAGATAAATTTAAACGA 

>ncrc4969.seq 

ATCCCATGCAAGAACAAGGGAGCTCACTCAGTGGGTnGATGTGGTGGATGCTGGCTCGGGAAGnCTGCGGATGCGTGGCACCATnCCCGTGAACACCCATGGGAGGTCATGCCT 

GATCTGTATTTCTACAGAGATCCTGAAGAGATTGAAAAAGAAGAGCAGGCTGCTGCTGAGAAGGCAGTGACCAAGGAGGAATTTCAGGGTGAATGGACTGCTCCCGCTGCT^ 

ACTGCTACTCAGCCTGAGGTTGCAGACTGGTCTGAAGGTGTAGAGGTGCCCTCTGTGCCTAnCAGCAAnCCCTACTGAAGAGTGGAGCGCTCAGCCTGCCACGGAAGACT^ 

GCAGCTCCCACTGCTCAGGCCACTGAATGGGTAGGAGCAAGCACTGACTGGTGTTAAGCTGTTCTTGCATAGGCTCTTAAGCAGCATGGAAAAATGGGTTGA 

GAG 



>ncrc4975.seq 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page759 of 776 



GATTGMGCCCCCATTCGTATMTMnACATCACMGACGTCnGCACTCATGAGCTGTCCCCACATTAGGOT 

CGCTACACGACCGGGGGTATACTACAGTCAATGCTCTGAAATCTGTGGAGCAAACCACAGmCATGCCCATCGTCCTAGAAT^ 

TTACCCTATAGCACCCCCTCTACCCCCTGTAGAGAC 

>ncro4983.seq 

CATGGTGGCTCACGCCTGTAATCCCAGCACmGGGAGGCTGAAGCGGGTGGATCACATGAGGTCAAGGAGTnG^^^ 

ATACAAAAAmGCCGGGTGTGGTGGTGCACGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCGGGAGAATCACTTGAACCCAGGA 

CCATTACACTCCAGCCTGGGCAACAAGAGGGAAACTCCATCTC 

>ncrc5004.seq 

AAAGTATAGGCGATAGAAAnGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATA^^ 
GAATTAAGTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCGCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACGCGTC^ 
nATAGGTAGAGGCGACAAAGCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTOGTTCAACTnAAAmGCCCACA^ 
TAGTCCAAAGAGGAACAGGTCTTTGGACACTAGGAAAAAACCnGTAGAGAGAGT 

^ncrc501 1 S6C| 

TAACCAGGATAATATAGCAAGGACTAACCCGTATAGCTTCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCA^ 

ACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATC^ 
TnAAAmGCCGACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCTTTGGACACTA 

>ncrc5018.seq 

AAAGGCGnTGGGATGCCAACGATGAGGCTGCTGTCAmGTGGTGTTGGCTCTAmGCTGTCACTCAAGCAGAGGAAGGAGCCAGGCTmGGCnCCAA^ 
TACGCCGTGGAGGGACGAGACCTGACCTTGCAGTACAACATCTACAATGTTGGCTCAAGTGCTGCATTAGACGTGGAACTATCTGATGATTCCnCCCTCCAGAAGACm 
TGTCTGGAATGCTCAATGTCAAATGGGACCGGAnGCCCCTGCTAGCAATGTCTCCCACACTGTGGTCCTGCGCCCTCTCAAGGCTGGTTAmCAACTO 
TACCTGGCCCAGGAGGATGGGCCCGnGTGAnGGCTCTACCAGTGCACCTGGACAGGGAGGAATCCTGGCTCAGCGGGAGmGACAGGCGAnCTCCCCT^^ 

>l^rc5022.seq 

MGAGAACAGNAGGCCTCAGNAAATAATGCGAGACATGTACAAGCATGTGATCmGACAAACCTGACAAAAACAAGGAATGGGGAAAGGGT^^ 
/#|GGCTAGCCATGTGCAGAAAACTGAAACTGGACCCCTTCCmCACCTTATATAAAAATTAACTCAAGATGGA™^^ 
/^^TCnGGCAATGCCAnCAAGAGATAGGCATGGGCAAAGATnCATGGCTAAAAGACGAAAAGCAATGGCAAGAAA 
Tt^GCACAGCAAAAGAAACTATCATCAGAGTGAAAAGACTACCTACAGAATGAGAAAAATTTTGCM 

>rjCfc5038.seq 

TGTTTGTGGCTCCGGAAAAGCGmGGGATGCCAACGATGAGGCTGCTGTCATnGTGGTGnGGCTCTATTTGCTGTC^ 

f&TGCTGAACAGATACGCCGTGGAGGGACGAGACGTGACCTTGCAGTACAACATCTACAATGnGGGTCAAGTGCTGCATTAGACGTGGAACTA^ 

/I^CmGGCAnGTGTCTGGAATGCTCAATGTGAAATGGGACCGGAnGGCGCTGCTAGCAATGTGTCCCAGACTGTGG 

dTCGGCAACAATTACnACCTGGCCCAGGANGATGGGCCCGnGTGATTGGCTCTACCAGTGCACCTGGACAGGGAGGAATCCTGGCTCAGCGGGAGm 
^^iSfc5044.S6Q 

q^eCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGn^ 
d^GAGAACCCTCTAAATCGCCnGTAAATTTAACTGnAGTCCAAAGAGGAACAGCTCnTGGACACTAGGAAAAAACCTrGT^^ 
4%iAGCAGCCACCAAnAAGAA^ 

til 

>narc5055.seq 

TGnATGAATCACATGAAAGCATGGAATCTOTGAACnAATCCCnCAnAACAGGAGAAATGCAAATACGnCATATC^^ 
CGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGGGAAGGCTACGCCATGGmATGGAT^^ 
GGAAGCGCCGAGGGAGCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTmTCTGGAGGGTGGCACCT^^ 
ACAATGGTTCmCCTGTATAnGTCTTGTCTGGCTGCACCCCTTmCGCGCCCGCAGAT 

>ncrc5074.seq 

ACCCTmACAAGAATGGCGGCGAANGCGAANCAAGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCmAAAGGCCAAG 

CACAAAAAGAAGAAGATCCGCACGTCACCCACCnCCGGGGGCCGAAGAGAGTGGGACTGCGGAGACAGCCCAAATATCCTCGGAAGAGCGGTCCCAGGAGAAACAAGCn^^ 

CTATGCTATCATCAAGmCCGCTGAGCACTGAGTCTGCGATGAAGAAGATAGAAGACAACAAGACACTTGTGTTCATTGTGGATGnAAAGCC 

TGAAGAAGCTGTATGACAnGATGTGGGCAAGGTCAACACCCTGAnCGGCCTGATGGAGAGAAGAAGGCATATGTTCGACTGGCTCCT^ 

>ncrc5096.seq 

GTACGACTCTOGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATGATCGACACTTCGAA^ 
GCCCCGGGnCCTCCCGGGGCTACGCCTGTGTGAGGGTCGCTTGCCG 

>ncrc511lseq 

GAGGGACTGAGGGAGGCAGCGCAGGGGGTTCTNCTGAGGGGGCAGGCGGAGCTTGAGGAAACGGCAGATAAGTTTTnTCTCTTTGAA^ 
TATAGTCAATAGGTTACTAAGATATTGCmGCGTTAAGTTmAACGTAATmAATAGCTTAAGAT^ 

>ncrc5116.seq 

CGCAATAGNATATAGTACCGCAAGGGAAAGTATGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTM 
AGCCAAAGCTAAGACCCCCGAAACGAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTAGAGGCGACAA^ 
GGCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGTTGAACmAAAmGGGGACAGAACCCTCTAAATCGGCTTGTAAATnAACTGnAGTCCm 
ACTAGGAAAAAAGCnGTAGAGAGAGTAAAAAAmAACACGGATAGTAGGCCTAAAAGGAGCCAGCAATTAAGAAAGCGnCA^ 

>ncrc5118.seq 

AGAnAAAATGGAGGTGACTTAAACAGCnAAAGTnAGnTAAAAGTTGTAGGTGAnAAAATAAnTGAAGGCGATCTmAA^ 
AATCCATGACGCAGGGAGAATTGCGTCATTTAAAGCCTAGnAACGCAmACTAAACGCAGACGAAAATGGAAAGAnAATTGGGAGTGGTAGGATGAM 
AGTTTGAAGTGGAAAACTGGAAGACAGAAGTAGGGGAAGGCGAAGAAAAGAATAGAGAAGATAGGGAAATOGAAGATGAAAACATACTTnAG^^ 
AAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACnAGAAGAAAATTG 
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^ncrcS 1 27.S6Q 

MGGNGGACCACCTGAGTCACCAGAGGATGAGAGTGCCMGCTGGGCTTCGAGGCCCACTGGnCTGGGAGCAGTGCCAGGAT^^ 
TTG 

>ncrc5142.seq 

GACCCTTTTCACAAGNATGGCGCCGAAGCGAAGAAGGAAGCTCCTGCCCCTCCTAAAGCTGAAGCCAAAGCGAAGGCmAM 

CACAAAAAGAAGAAGATCCGCACGTCACCCACCnCCGGCGGCCGAAGACACTGCGAGTCCGGAGACAGCCCAAATATCGTCGGAAGAGCGCTCCC^^ 

CTATGCTATCATCAAGmCCGCTGACCACTGAGTCTGCCATGAAGAAGATAGAAGACAACAACACACTTGTGnCATTGTGGATGnAAAGCCA^ 

TGAAGAAGCTGTATGAGAnGATGTGGCCAAGGTCAACACCCTGATTCGGCCTGATGGAGAGAAAGAAGGCATATGnCGACTGGCTCCTGATOC^^ 

AAATTGGGATCA 

>ncrc5144.seq 

TAGGAGCCTCTCTCGGTAGTGCTGCTACACAAGACCGTGAGACTGACCTGCAGGACGAAAGGATGAAGAGCCTGATCCTTCTTGGCATCCTGGCCGCCTOGCGGTA^ 
TTATGAATCACATGAAAGCATGGAATGTTATGAACTTAATGCCnCATTAACAGGAGAAATGCGAATACCTTCATATCCCCTGAGCAGAGATGGAGAGCTAM 
GAGAACGCTCTAAGCCTGTCCACGAGCTGAATAGGGAAGCCTGTGATGACTACAGACTTTGCGGACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCT^ 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTTnCTGGAGGCTGGCACCTGATT^^ 

>ncrc5148.seq 

GACAACCmGCCAAACCTnACCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAM 

GGACTAACCCCTATACCnCTGCATAATGAAnAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAAC 

CGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCnAGTO 

CCTCTAAATCCCCTTGTAAATTTAACTGnAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTTGTAGAGAGAGTA^ 

CA 

>jncrc5152.seq 

dCfTCGGAGGGAAGCTGACATCCACACCAAGTCGAGACTTCCAGGGATGTGGGCGGGGAGCAGTCAGATGCTGTAGCnTCAT 
d@GAATGGCGCGAAATCTTAAAGGCAGACCACGCAAAAAGAAACCATGCCCACAAAGAAGAGAnCATTCAGTGGTGnAAGGATTCCAAGA^ 
ck^lGGTGAAATGTGAGGCCAGGTCAGCCTTGACCAAGCCGAAGAATAACCATAACTGTAAAAAAGTCTCAAATGAAGAAAAACCAM 
(illCAAGGCnCnGGTGGCACnTATAAATAGATGAAAGAAAGGAAAACGCCGATAGAAGGAATACGCTATTT^^ 

^I^ic5159 sec[ 

GAFCGNCAGGGAAGCTGACATCGAGACCAAGTNGAGTACnGCAGGGATGTGGCCGGGGAGCAGTCACATGCTGTAGCmGATGAGCACAGGCATCAGTCAGGCAGA 

GAlDTGGAATGGCGCCAAATCnAAAGGCAGACCACGCAAAAAGAAACCATGCGCACAAAGAAGAGATTCAnCAGTGGTGTTAAGG 

deeAAGGTGAAATGTGAGGCCAGGTCAGCGTTGACCAAGCCGAAGAATAACCATAACTGTAAAAAAGCCTCANATG 

>ncrc5160.seq 

C^GGGTAGGGAGCTTGAGAGCTGTGTGGAAGCCCCCAGGGGAGAGGCnCAAGGTGGACCACCTGAGTCACCAGAGGATGAGAGTGCCAAGCTGGGGTO 
dTiGGAGCAGTGCCAGGATGATGTGACCTTCTTGTAACAACTATTCCACCCTTTTG 

Iff 

>}^ic5161.seq 

CPEJCACGCTTnCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGGTTCTCCTO 

d@GCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGT GCCAAGTGTGCCC ^ 
GAf AAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATGGAGCAACCTATATAAACCTGGAI I i 1 1 i 1 1 1 1 1 i 1 1 

>}|fc5164.seq 

ACCTTNCCCGTGAACACCCATGGGAGGTCATGCCTGATCTGTACTTCTACAGAGATCCTGAAGAGATTGAAAAAGAAGAGCAGGCTGCTGCTGAGAAG 
TTCAGGGTGAATGGACTGCTCGCGCTCCTGAGTTCACTGCTACTCAGCCTGAGGTTGCAGACTGGTCTGAAGGTGTACAGGTGCCCTC^^^ 

CTGGAGCGCTCAGCCTGCGACGGAAGACTGGTCTGCAGCTCCCACTGCTCAGGCCACTGAATGGGTAGGAGCAACCACTGACTGGTGTTAAGCTGnGnGCATAGGCTC^ 
GCATGGAAAAATGGTTTGATGGAAAATAAACATCAGTTTC 

>ncrc5166.seq 

GTACGACTCnAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACAnGATCATCGACACnCG^ 
GCCCCAGGnGCTCCCGGGGCTACGCCTGTCTGAGCGTCGCnGCCGAAG 

>ncrc5170.seq 

CGCANTAGATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAAnAACT^^ 
CCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCGGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAAC 
CTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGnCAACTnAAAnTGCGCAGAGAACCCTCTAAATCCCCTTGTAAAlTTA^ 
TAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGCGnCAAGCTCAA^^^ 

>ncrc5185.seq 

GATAGCAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCm 
AAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTGTGTAGCAAAATAGTGGGAAG 
GGCGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGTTGAACmAAATnGCCCACAGAACCCTCTAAATCCGCTTGTAAAm 
GGAACAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACGAAT^ 

>ncrc5186.seq 

GTACTTTGGGAGGCTGAGGCAGGTGGATGACCTGAGGAAAGGAGnCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATATAAAAATOGCCAGGTGTG 

CGGGCGCCTGTAATCCCAGCTAnCGGGAGGCTGAGGGAGGAGAATCGCTTGAACCGAGCAGCAGAGGGTGCGGGTGAGCCAAGAnGCACCAGTGCACTCCAGCCTGGGTGA^^ 

GATTGAGACTCCATGT 

>ncrc5195.seq 
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GCATCAGGAGTATCMTCACCTGAGCTCACCATAGTCTMTAGAAAACMCCGAMCCAMTMnCMGCACTGC^^ 
CAGAGTACnCGAGTCTCCCTTCACCATnCCGACGGCATCTACGGCTCAACATTTmGTAGCCA 
TCATCCGCCAACTAATAmCACTnACATCCAAACATCACTTTGGCTTCGAAGCCGCCGCCTGATACTGGCAT^ 
GAGGGTCHAGA 

>ncrc5196.seq 

ATTGAATGTAAAGNAATGAAACCnCTGACACAAAACTTGAGCCACnGGATGTTTACTOTCGCACTTA^^ 

AAGGAGACTAGTAGCATGTmCTACAACGTTAAAAnGCAGAAGTAGCTTATCATTAAAAAACAA^ 

CAAGGATATCAGCCTGTTTmCCCTTTmCTCCTGGGAATAATTGTGGGCncnCCCAAAm 

TGCAGGACTGGCTGTGTGCnGGACTCGGCTCCAGGTGGAAGCATGCmCCCnG™CTGnGGAGAAACTCAAACCTTCAAGCC^^^ 
>ncrc5201.seq 

CGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATM^ 
CCAAAGGTAAGACCCCCGAAACCAGACGAGCTACGTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGA 
CTGGTGATAGCTGGnGTCCAAGATAGAATGTOGmAACTnAAAmGCCGACAGAACCCTCTAAATCCCCnGTAAATTTAACT^ 
TAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCAGCAATTAAGAAAGCGnCAAGCTC 

>ncrc5236.seq 

GATGGCCTAGNATGGAGAGAAAAGAGCTCCTTGGTGAAnGATAAGTAAAGGCAGAAAAGATTATATGTCATAGCTCGAnGGGGAATAAGCAT^^ 

AGAACAnATCTGCATATGCCAAAAAATTnAAGGAAATGAAAGCTACCAATTTAAAGmCGGAATCTACCATmAAA 

ATGAGAAATACAATGAAGAGGCAATGTCCATCTCAAAATACTGCTTTTACAAAAGCAGAATAAAAGC 

>ncrc5261.seq 

GGGCCAAAGCCAAATGAAACTGATGGTACnGTTnACCATTGGGCTAACTTTGCTGCTAGGAGnCAAGCCATGCCTGCAAATCGCCTCTCTTGCT^^ 
CAACTGTCACAACCnGCGGAAGGAGTAGCTGAGCTGACACAGAnGATGTCAATGTGCAGGATCAmCTGGGATGGGAAGGGATGTGAGATGATCTGTOCTGCAACTTCAG 
TTGCTCTGCTGCCCAAAAGACGTTTTCTTTGGACCAAAGATCTCTnCGTGATTGCTTGCAACAATCAATGAGAATGnCATG 
clgCTACATCAGTATAACTGCAmCTAGTnCTATATAGTGCAATAGAGCATAGATO^ 

>ltesc5278.seq 

dllGCCTTGAGGCNGCCGCGCAGGGGCnCTGGTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTn 
AtfeTGAATAGGnACTAAGATATTGCTTAGCGTTAAGTTmAACGTAAT^ 

>ncEG5300.seq 

C^^fAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATTTmAA^ 

H|Gfc5305.seq 

4fVGGCATTGAGGCAGCCGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGmTmCTCmGAA^ 
Ai^GTCAATAGGnACTAAGATATTGC™GCGnAAGTTmAACGW 

>ji:rc5307.seq 

efAACCTAGCCCCAAACCCACTCCCCnACTACCAGACAACCmGCCAAACCAmACCCAAATAAAGTATAGGCGATAGAAAn 

^AAGATGAAAAAmTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGA^ 
;®CGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTAGAGGC^ 
Ti^AATCTOGnCAACmAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTTAGTCCAA^ 

>lilfc5311.seq 

AGCATTTAAGAAGCATCCTCTGCCAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTAC^^ 
GCCATGCGTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACAC^^^^ 
CTGGGATGGGAAGGGATGTGAGATGATCTGTOCTGCAACnCAGCGAATTGCTCTGCTGCCCAAAAGACGTTncmGGACCAAAG 
GAGAATCTTCATGTATTCTGGAGAACACCAnCCTGAmCCCACAAACTGCACTACATCAGTATAACTGCAmCTAGmCTAW 

^ncrc5319 seq 

ATAGTNATAGGTTACTAAGATAnGCmGCGTTAAGTTTnAACGTAATmAATAGCTTA^ 

GGTnCTAAAACATGACGGAGGnGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAinAAAAGAAAATTGAGAGAAAG^^^ 

GCTmAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTTTAGmAAAAGTTGTAGGTGATTAAAATAAm 

CCnGAAATCCATGATGCAGGGAGAATTGGGTCAmAAAGCCTAGnAACGCATTTACTAAACGCAGACGAAAATGGAAA^^ 

>ncrc5322.seq 

CAGGCAGTGACAGGCGCCTGGAGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTACCGGAAGAAGAAACAGCTGATGAGGCTACGGAAACAGGGCGAGAAGAACGTGGAGAAGAA 
AAnGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAAAGACTGnAATTCCG 

>ncrc5323.seq 

GAATGTGATAAGnCTTTAAAAGAGGTAAGAGCAACGTGCmGGGAGCAGAGAAGAGGGAGAAAGCAGCATCTTGGCTGGATGAGCCAGGGGACACAGAAGAGAAGGCCACC 
CATnAATCTTOCAACTCTCTTGCAAGGTTCCCTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCGTTGTGCTTGGACAAGm 

ACAGAGAGGG™mGAGTTTATGGTAGAAGATGAGGCTTCTGGGATAGGGCGAGAAGTTGCTGATGACGGCGACTTCGAGGGGTCCGTAGGCCCAGTGTGCGGCnCGGCTGTGA 

ATGGCATCnGGAGTGGTCCAGTGTTCTGATTTGGGTCTGGAGAAAGTGCCAAAGGATCTTCCCCCTGAGACAACTCTGCTAGACCTGCAAA^ 

GAGACTTT 

>ncrc5332.seq 

AAGGAGCCTCTGTCCCTACTGGTGGTACACAAGACCCTGAGAACTGACCTGCANGACGAAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGNCnAGCGGTAGTAACm 
TGnATGAATCACATGAAAGCATGGAATCTTATGAACTTAATCCCTTGATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGCAGAGATGGAGA 
CGAGAACGCTCTAAGCCTGTCCACGAGGTCAATAGGGAAGCCTGTGATGACTAGAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACn 
AGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTGTmmGTGGAGGCTGGGACCTGATmGTATGGGCGTGTAGCAGGAnACTGAAAT^^ 
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>ncnc5337.seq 

MGMCAGCTAAMGAGCACACCCGTCTATGTAGCAAMTAGTGGGMGAnTATAGGTAGAGGCGACAMCCTACCGAGCCT 
CAACmAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAAmAACTGnAGTCCAAAGAGGAACAG 
ACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATM 
CCCTATAGAAGAACTAATGnAGTATAAGTAACATGAAAACAnCTCCTCCGCATAAGCCTGCGTCAGAnA^ 

>ncrc5339.seq 

TGGCACnGCCTGTAATCCTAGCTACnGAGAGGCTGAAGCAGGAGAATCTCnGAACCnGGAGGCATAGGTTGCAGT^^ 
AAGAGCAAGACTTTGTTTCAAAAAAACCAAACCAAACCG 

>ncrc5350.seq 

ATAGGACCATTmAmGCAGCTTGAOnnTATATGAAGnGCATOTTGTGGACnGGCTGTCnGTGATGAATTT^ 
TTGCTAnGTGAGATGGATmAACTGACCTATTAAGGGTncmCGAATGGCACTACTTTAGGGACATTCTAGTAmGC^ 
AAACAAATCnGnGGTGAmGTCCATnCnTCCCTGCACnTGTOCATCTGGGATACAGTCTAACTCATCTGAmAATATGCAm 
TTACAGACAGATGAAATAAATTTATTCCAACCNAT 

>ncrc5357.seq 

ATATGAAGTTGCATTATTGTGGACTTGGCTGTCTTGTGATGAATTmTTCATATGTATTCTGTGCCATACTAnGTTAAM 

TAAGGGmCmCGAATGGCACTACmAGGGACAnCTAGTAmGCTTCTATTGmGGGCCnGTGGATAATGTACAGAinAA^ 

TCCCTGCACmGmCATCTGGGATACAGTCTAACTGATCTGAmAATATGCATTTAAAAAAATGCCATAACTATTAM 

>ncrc5383.seq 

GTGGTGATAGCTGGnGTCGAAGATAGAATCTTAGTTCAACTTTAAAnTGCGCAGAGAACCCTGTAAATGCGCTTGTAAAmAACTG 
TAGGAAAAAACCnGTAGAGAGAGTAAAAAGTTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGCGTTCAAGCTCA^ 

^{icrc5392 seq 

AnNGGCCGGGATCCCCACCGCCGTTACGAACAAGANTAANNCGGATGGGTGGnCCTGCTGCCCTCAAGGTCGTGCGTCTGAAGGCTACAAGAANAGmGCGTATC^^ 

CISGCTCACGAANGTTGGCTGGAAGTACCAGGCAGTGACAGCCACCCTGGAGGGAGAAGAGGAAAGAGAAAGCCAAGATCCACTAGCGGAAGAAGAAAGAGC^^^^ 

Afp^AGGCCGAGAAGAACGTGGAGAAGAAAATTGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATAM 

>n:¥c5401.seq 

f^GAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGCCATCCTGGCCGCCmGCGGTAGTM 
TWGAATCACATGAAAGCATGGAATCTTATGAACnAATCGCTTCATTAACAGGAGAAATGCAAATACCn^^^^ 

G^GAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGGTACAATG 
de^CCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTm 

■W 

>r)crc5402.seq 

C]^ANTGCANTGGAGTGTGCA™CCmGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGACAAAAAT^^ 
TyCCTGAATGAGCAGGTGAAAGCCATCAAAGAAnGGGTGACCACGTGACCAACTTGCGCAAGATGGGAGCGCCCGAATCTGGCTO 
(SSSAGACAGTGATAATGAAAGCTAAGCCTCGGGCTAAmCCCCATAGCCGTGGGGTGACTTCCCTGGTCACCAAGGCA^^^ 
A^GTACCAAAACATCCACTTAAGnCTTTGAmGTACCATTCCnCAAATAAAGAAAm 

^Ii^^rc5406 S6Q 

AJgCnGGAGNGAANACCCGCAGACAAAGTTTTTnCTCmGANAGACTAGAGACT^^ 

A^TTmAACGTAATmAATAGCnAAGACTmAAGAGAAANTATGAAGAC™ 

dlfCTTCATGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGAAAGGACTACAGAGGCCCGAAnAATACCAA 

>ncrc5437.seq 

GACCGCGACnCGAGCCCTCCCTAGGCCCAGTGTGCCCCnCCGCTGTCAATGCCATCTTCGAGTGGTCCAGTGTTCTGATnGGGTCTGG 
GAGACAACTCTGCTAGACCTGCAAAACAACAAAATAACCGAAATCAAAGATGGAGACmAAGAACCTGAAGAACCTTCACGCAn 
CCTGGAGCAmACACCTnGGTGGAAGTTGGAACGACTTTATCTGTCCAAGAATCAGCTGAAGGAAnGCCAGAAAAAATGCCCAA^ 
GAGATCACCAAAGTGCGAAAAGnACmCAATGGACTGAACCAGATGAnGTCATAGAACTGGGCACCAATCCGCTGAAGAGCTCAGGAAn 

>ncrc5445.seq 

ACCGTGANGATNGTGTGACCCCATATATGATmcmAAGGATGGmAGAAATGGAAAAATGnAACAAATGTGGCAATTAmTGGA 

TTGTCATCCACACAACACCAGGACTTAAGACAAATGGGACTGATGTCATCTTGAGCTCTTCATnATmGACTGTGAm 

GTAGGTTGTCTAAAAATAAAATGCAHTAAAGTC 

>ncrc5455.seq 

TGGAAACCTAACTGCAATGTGGATGmTACCCACATGACnATTATGCATAAAGCCAAAmCCAGTnAAGTAATTGGCTACAATAAA^ 
CTTTTGAAGCTTTCTGnGATGTTAACTGAGCTACTAGAGATAT 

>ncrc5459.seq 

CGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATT^ 
CCAAAGCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGC 
CTGGTGATAGCTGGTTGTCCAAGATAGAATCmGTTCAACmAAAnTGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTOGTCC^ 
TAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAAAGCGTTCAAGCTCAGCACCCACT^ 

>ncrc5468.seq 

TATACCAGCTAATATAGCAAGGACTAACCCCTATACCTrCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCC 

ACAGCTAAAAGAGCACAGCCGTCTATGTAGCAAAATAGTGGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGCGATAGCTGGnGTCCAAGATAGAA 

CTnAAATnGCCCACAGAACCCTCTAAATCCCCnGTAAAmAACTGTTAGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTO 



>ncrc5480.seq 
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GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAMCCGCAGATMGTTTm 
TATAGTCAATAGGnACTAAGATATTGCnAGCGnAAGTmiAACGTAATmAATAGCnAAGA^ 
AAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAA 
ATGCTTTTAGATTAAAATGAAGGTGACTTAAAC 

>ncrc5497,seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTm 
TATAGTCAATAGGTTACTAAGATAnGCTTAGGGTTAAGTTmAACGTAATmAA^^ 

>ncrc5547.seq 

GACAACAGNANACATCAAGGAAATTCmGAAATTAAAAATATAGmnAAGACCAAAACACTCAGAATGACAGAATAGTCAT^^^ 
AGGAATCTTCAAGAGAGTAGAATAnAAGACATGCAGAAAATATGAGAAGAAAAAmGAAGTGATAGAGAAAGAAAAAAAGAAAAAAAAT^^ 
GGTCmAGATCAAAAAGGCCCACCTAGGCTGGGTGCAGTGGCTCACTCCTATAATCTCGATACmGGAAGGCCAAGGTGGGAGGATCACnGAGCAC^ 
TGTGCAACACACTGAGAACnATCTCTACCAAAAAAAAGTAAATAAATAAATAAAAGTAGCCTGGTATGGGTGGGTCATGCCT^ 

>ncrc5567.seq 

AAGGGATGTGAGATGATCTGnAGTGCANGTTCAGCGAAnGCTCTGCTGCCCAAAAGACGTTncmGGAGCAAAGATCTCm 

TGTAnCTGGAGAACACCATTGCTGATTTCCCACAAACTGGACTACATGAGTATAACTGCAmCTAGnTCTATATAGTGCAATAGAGCAT^^ 

AAGTAAATCTGTGnAAACAAGTAGTAATAAAAGnAAnCAATCCG 

>ncrc5585.seq 

GATAGCTGGnGTCGAAGNATAGAATGnAGTrNAACnTAAATnGCCCACAGAACCCTCTAAATCCCCnGTAAATnAACTGraGTCG^^ 
AAAAAAOCTTGTAGAGAGAGTAAAAAAAmAACACCCATAGTAGGGCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCA^ 

^ncrc5599 seq 

AAACCGGAGNATAAGTTTTmCTCmGAAAGATAGAGAnAATACAACTACnAAAA^ 
T||:GATrrTAAGAGAAAATATGAAGACTTAGAAGAGTAGCAT 

>(Sc5600.seq 

cMCACCTGGAGGNAAACAAGmCACAAAANTAAGCCTACAAGAAGTACATCAAAGA™CATGAAATCAATCAAAGGGAAACnG 
T@AGAGGGGCTGCAGAACAAATCAAGCACATCCTTGCTAATTTCAAAAACTACCAGnCTTTATrGGTGAAAACATGAATCGAG^^ 
G(ffGTGAGCCCATATATGATTnCmAAGGATGGTTTAGAAATGGAAAAATGnAACAAATGTG 
ACMGACCAGGAGTTAAGACAAATGGGACTGATGTCATCTTGAGGTCnGAm 

:4^c5610.seq 

qiSGGAGACAGTGATAATGAAAGCTAAGCCTCGGGCTAATnCCCCATAGCGGTGGGGTGAGnGCCTGGTCACCAAGGCAGTGCATGCATGT^^ 
AGtrGTACCAAAACATCCACTTAAGTTCmGAmGTACCATTCCnCAAATAAAGAAAmGGTA 

^HgRjSSI 2.S6Cf 

G4<SGCCrrGAG6CAGCCAGCGCAGGGGCTTNTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTm 
WsAGTCAATAGGTOCTAAGATATTGCnAGCGnAAGTTmAACGTAAT^ 
/iif^GmCTAAAACATGACGGAGGnGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAM 
ApCTTTTAGAnAAAATGAAGGTGACTTAAACAGCnAAAGmAGmAAAAGTTGTA 

>k^617.seq 

(MGCATAATATAGCAAGGACTAAGCGCTATANCnCTGGATAATGAAnAACTAGAAATAACmGCAAGGAGAGCCA^ 
GGTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATnATAGGTAGAGGCGACAAACGTACCGAGCGTGGTGATAGCTGGTO 
AAmGCCCACAGAACCCTCTAAATCCCCnGTAAATTTAACTGTOGTCGAAAGAGGAACAGGTGmGGACAGTAGGAAAAAAC 
TAGGCCTAAAAGCAGCCACGAAnAAGAAAGCGTTGAAGGTCAAGACCCACTA 

>ncrc5623.seq 

GAAGCACACCCGTGTATGTAGGAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTGCAAG^^^ 

GCCACAGAACGCTGTAAATGCCCnGTAAAmAACTGmGTCCAAAGAGGAACAGCTCTnGGACACTAGGAAAAAACCT^^ 

TAAAAGGAGCCACCAAnAAGAAAGCGTTCAAGCTCAACACCCACTA 

>ncrc5630.seq 

CAAGGTGAAGAGCCACTACGTAAAAAATCCCANACATATAACTGAACTCCTCACACGCAATTGGACGAATCTATCACCCTATAGAAGAAGTAATGTTAGTA^^ 

TCCTCCGCATAAGCCTGCGTCAGATTAAAACACTGAACTGACAAmACAGCCCAATATCTACAATCAACCAAGAAGTCATTAmCCCTGACTGTCM 

AGGAAAGGTTAAAAAAAAGTAAAAGGAAGTGGGGAAATCTTACCCCGGGTGTTTA 

>ncrc5642.seq 

CGCACTAGATATAGTACCGCAAGGGAAAGATGAAAAATOTAACCAAGCATAATATAGCAAGGACTAAGCCCTATACCTTCTGCATAATGAAT^^ 
GCAAAGGTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCG 
GTGGTGATAGGTGGnGTCCAAGATAGAATCTOGnCAACmAAATnGCCCACAGAACCCTCTAAATCCCCTTGTAAAmAACTGTTAGTCCAM 
TAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGGCACCAAnAAGAAAGCGnCAAGCTCA^ 

>ncrc5662.seq 

AGATCGCGGAACGGGTTGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAA6GTAACATTGATGACTCGCTCATTGGTGGAAATGCCTCCGCTGAAGGCCGCGAGGGCG 
AAGGTACCGAAAGCACAGTAATCACTGGTGTCGATATTGTCATGAACCATCACCTGCAGGAAACAAGTTTCACAAAAGAAGCCTACAAGAAGTACATCAM 
AAAGGGAAACTTGAAGAACAGAGACCAGGAAGAGTAAAACCTmATGACAGGGGGTGCAGAACAAATCAAGCACATCCTTGCTAAm 
CATGAATCCAGATGGCATGGTTGCTCTATTGGACTAGCGTGAGGATGGTGTGAGCCGATATATGA 



>ncrc5681.seq 
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GCAGAGTGGGnGGCTGGAGTTCATTGCGGAGCATGAGGACGTGTGGGGGACMTAnATCnATTCTTGAGAGGTTGTAMGAGCTCG 

AGTGACCTCCAGGATACATCCAACAGAGTAACAGTCAAGAGCCTTGAnATAGTAGGAAGCTGAAAAATGTAmG™ 

CTACAGCGGAACGACACTAAACCTGAAGGAGTTTGAAGGATrTGnGGCTCAGAT 

^ncrc5684 S6(| 

CTGTGTTNTGAAANTATAGACATTCTCACTAAGCCCAGnCATCACCAmCCTCCmACCm 

CTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGAACCAGGGCTCTTCTCAG^ 
AGGCCAAAATCAAGAGTGAGATGTAGAAAAGnGTAAAATAGGAAAAAGTGGGAGnGGGTGAATCCGGTTGTOnTCCTC^^^ 
TCCTT7TCTTCACCCTCCCCI 1 1 1 1 1 CnCTATTAATCAAGAGAAACTTCAAAGnAATG 

>ncrc5690.seq 

GAANGCTCTAGAAAANNGGCGCATTGCGATCCAACCATCGGCAGCCGAnCCGTGTCnGATNACGGGGTGGGAGGGAACCGTGGCGTCCTTGCGTGGGGCCCATG 
CTCCAGTACTGAGACCTAGAGTCCAGATGCnGTAGGAGCCAAGTCGTGnCTAAGTAmATnAAAAC 

>ncrc5697.seq 

CGCAGTGGTTCACGCCTGTAATCCCAGCACmGGGAGGCCGAGGCAGGTGATCACCTGAGGTCAGGAGnCAAGACCAGCCTGACAAACATGGAGAATCCCCAACT^ 

TATAAAATTAACCGGGTGTGGTGGTGCATGCCTATAATCCCAGCTAGTCGGGAGGGTGAGGCAGGAGAATCACnGAACGGAGGAGGCA^ 

TTGGACTCCAGCCCAGGCGACAGCCCAAGACTCCGTC 

>ncrc5701.seq 

ACCCTTrGGTmCTTTmGCGTGTGGCAGTmAAGTOnAGTTm 
TTAAATGAGA 

>ncrc5704.seq 

CGCAATAGATATAGTACCGCAAGGGAAAGATGAAAAAmTAACCAAGCATAATATAGCAAGGACTAACCCCTATACCnCTGCATAATG 
CCAAAGCTAAGACCCCCGAAAGCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAG 
df5GTGATAGCTGGTTGTCCAAGATAGAATC™GnCAACTTTAAAnTGGCGACAGAACCCTCTAAATCCCGTTGTAM^ 
TilGAAAAAAGCnGTAGAGAGAGTAAAAAAmAAGACCCATAGTAGGCCTAAAAGGAGCCACCAAnAAGAA^ 

>Sc5707.seq 

O^CCCTCTNnGGCCCGGGTCTGGAACCTGCTGGGAAAACAGGGAGmAGGAAAAAAACCTGGTAAGTTAGAAACGGTGATGGTTACTTnCA^ 
(lltCCCCATCmGTGTAnAGGGCCAGAAGCCTAAAATAAAAAGAATCmCCTAAGAGTGGTGAGAGTAAGTCGnTCCTTGGM 
TGliGnGCnCACACATGAAGAGTGGGAGACGTTACCTAACAGAATGTTCTCTTGGGnGTCGAGAAATAAnC 
T]^GGAGAGCGAGGCAGGTGGATCAnTGAGGTCAGGAGTTTAAGACCAGCCT 

>f|dc5715.seq 

CGACAAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGTTCAACmAAATTTGCCCACAGAACCCTCTAAATCCCC^ 

^e^CAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAATnAACACCCATGGTAGGGGTA^ 

/IWlAATCCCAAACATATAACTGAACTCCTCACACCCAAnGGACCG 

vs : 

>f«;fc5723.seq 

itS'GGAAGTGCTGGGAAAACAGGGAGmAGGAAAAAAACCTGGTAAGnACAAACCCTGATGCTOCTmC 
di)CAGAAGCCTAAAATAAAAAGAATCmCCTAAGA6TGGTGAGAGTAAGTCCmCCnGGAATCCAnAAW 
qT^GAGACGnACCTAAGAGAATGnGTCnGGGTTGTCGAGAAATAATTCAGGTGAGGCCAGGCACGGTGGCTCATGCCTGTAATCCCA^ 
TS^TTTGAGGTCAGGAGTTrTAAGACCAGCCTGGCCAACAGGGGAATCCCGGTCTGT 

lU 

^ncrc5725 S6Q 

AGGCATTGAGGCAGCCGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCnGAGGAAACCGCAGATAAGTTTT^ 
TAGTCAATAGGTTACTAAGATAnGCnAGCGnAAGTTTnAACGTAATmAATAGCnAAGA^ 
GGTTTCTAAAACATGACGGAGGnGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGA^^ 
GCTTTTAGAnAAAATGNAAGGTGACnAAACAGCUAAAGTTTAGTTAAAAGTTGNAGGTGAnA^ 

>ncrc5732.seq 

AGTAAAGACTGGTTAATGATAACAATGCATCGTAAAACCnCGAAGGAAAGGAGAATGnnGTGGACCACmGGimCTT^^ 
ATCAGTACTTTnAATGGAAACAACnGACCAAAAATnGTCACAGAAnTTGAGACCCATTAAAAAAGTTAAATG 

>ncrc5741.seq 

CAGGTGTGGTGGTGGGTGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCTCGAACCCAGGAGGCGGAGGnACAGTCAGCTGAGACCGCACCAnGCACTC 
CTGGGTGACAGAGCAAGATTCCGTGCCT 

>ncrc5747.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTnGAAAGATAGAGATTAAT^ 
TATAGTCAATAGGTTACTAAGATATTGCnAGCGTTAAGTTnTAACGTAATmAATAGGTTAAGAnTTAAGAG 

AAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCnCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAAn 
ATGCTTnAGATTAAAATGAAGGTGACnAAACAGGTTAAAGTTTAGTTTAAAAGTTG 

>ncrc5771.seq 

ATAGCAAGGNACTAACCCCTATACCTTCTGCATAATGAAnAAGTAGAAATAACmGCAAGGAGAGCCAAAGCTAAGACCCCCGAAACCAGACGAGCTACGT^ 
GCACACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGnCM 
ACAGAACCCTCTAAATCCCCnGTAAATnAACTGTOGTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAA 
AAGCAGCCACGAATTAAGAAAGCGnGAAGGTCAACACCGACTACCTAAAAAATCCCAAACATATAACTGAAGTGCTCNCACGCAAnGGAG 



>ncrc5779.seq 
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AGCACNCAGGAGGAGGCAGAGCACAGCATCnCGGGACCAGTACTCGTCTCAGGCCAGTTGCAGCCTTCTCAGCCA^ 
GAmGCmTGCCTCCTAGGCATCACCTGTGCCATACCAGnAAACAGGCTGAnCTGGAAGnCTGAGGAA^ 
ACCCTGACCCATCTCAGAAGCAGAATCTCCTAGCCCCACAGACCCnCCAAGTAAGTCCAACGAAAGCCATG^^^^ 
CAGCCAGGACTCCAnGACTCGAACGACTCTGATGATGTAGATGACACTGATGAnCTCACCAGTCTGATGAGTCTa^ 

C 

>ncrc5787.seq 

TAGCCGAmAGACAAnmAGTATAAGATGACCTAAAAGCTAGAGAGTGGAAAAGGAnACCATATTCCCATCCCTAGCCGnCATATAA™ 
CCCTGATGCTACAGACGAGGACATCACCTGACACATGGAAAGCGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGnGCGCAGGACCTGAACGCGCCnCTC^ 
GTGGGAAGGACAGmTGAAACGAGTCAGCTGGATGACGAGAGTGCTGAAACCCACAGCCACAAGGAGTCCAGAmTATAAGCGGAAAGCCAATGATGAG 
ATGTGAnGATAGTCAGGAACmCCAAAGTCAGCCGTGAAnCCAGAGCCATGAAmCACAGCCATGAAGATATGCTGGnGTAGACCC^ 

>ncrc5790.seq 

CAGGGTCnGGCTGGGTGTGGGCTTCGCCAGGTGGCCTGGAGGTGGGGAAAGGGAAGTAACAGACACAGGATGnGTGAAGGATGGTTnGGGAGTAGAGGCTGAGTGGTGGG^ 
GATCCCTGCAGAACCCACCAACCGGAACGTGGmGCCTGAGGCTGTAAGTGAGAGAAAGATTCTGGGGCTGTGTTATGAAAATATAGAGATTCTCACATAAGCCCAGn 
TTTGCTCCTnACCTnCAGTGCAGTnGTmCACATOGGCTGTTGGTTGAAACTTnGGGAGCACGGACTGTGAG 
CCTCTGTCTmGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGmCAGCCAGGAAGGCCAAAATCAAGAGTC^ 

>ncrc5795.seq 

CACGCAGGGAACTTCGGNTCTTACGGCCGGGGGTAGGAGCCTCTCTCCCTAGTGCTGCTACACAAGACCCTGAGNACTGACCTGCAGGACGAAACGATGAAGAGCCTGATCCT^ 

GCCATCCTGGCCGCCmGCGGTAGTAACmGTGmTGAATCACATGAAAGCATGGAATCTOTGAACTTAATCCCnCATTAACAGGAGAAATGCAAA^^ 

CAGAGATGGAGAGCTAAAGTCCAAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATGGGGAAGCCTG TGATGAC TACAGACTTTGCGAACGGTA^ 

GGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTT^ 

AGCAGCAnACTGAAATACATAGGCTT 

>ncrc5796.seq 

T8|TAGCTGGnGTGCAAGNATAGAATC™GnCAACTnAAAnTGCCCACAGAACCCTCTAAATCCCCTTGTAAATnAAC^ 
GMAAAACCTTGTAGAGAGAGTAAAAAAnTAACACCCATAGTAGGCCTAAAAGGAGCCACGAAnAAGAAAGCGTTCAAGCTCAACACCCAC 

g®gtcgtcacacgcaattggaccaatctatgaccctatagaagaactaatg™gtataagtaacatgaaaacanctcctc 
;^aacaggcgaatatctacaatgaaccaacaagtcatta™ccgtgactgtcaaccgaagacagggatgctcataaggaaag^^ 



C?B3TCGGCCnAGCGCCATTTTTnGGAAACCTCTGCGCCATGAGAGCCAAGT6GAGGAAGAAGCGAAT^ 
^^CGCTAGCnGTTGCACCGTGGAGGGCA 

>Wc5812.seq 

GTAGGGCCTGAGNATTCTGCATnCTGACAANTCTCCCAAGCGATAGCAGTGCTTCTATTCAGTGGACCAGATGTTGGATAGCAGGGTT^^^ 
KgySTTmAATCCTAGCTGrnATCANGAAnGCCnAGAGCCmAAA^ 

tmtngaaaaccactacagggggctggatcacacgtgtaaacctagcccmggg 
gMcctgtgt 

lli 

>iteic5820.seq 

dS^TAAAGCCAAATnCCGmAAGTAAnGCCTACAATAAAAAGAAAnnGCCTGCCATm 
Tfl^ACTAAATGTAAAATnGGAGTAAATATATATGTCAATAmAGTAAAGCTm 
dStlTGAGATAAAGTCAAATGCGAAACACTAGGTGTGTATTAATCCCCATGATOCTGGTAAAGCCTC^ 
iffTGAAAAAATAAATTTAAAAATACATC 

>ncrc5827.seq 

AGTAANAGACTGGTTAATGATAAGAATGCATNGTAAAACCTTCAGAAGGAAAGGAGAATGTmGTGGAGCACmGGT^ 
AATCAGTACTTmAATGGAAACAACTTGACCAAAAAmGTCACAGAATmGAGACCCAnAAA^ 

>ncrc5840.seq 

AGGAATTCGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAAACCTGAACCCAGAAACAACACAATGCGTTGCAAACGCAAAGGACCCAAGTACm 
ACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCAGCCTCTCACAGnCGGACTmCTGCCCTCTCmGTAAGAGACCTGAAGTGGGCAGACTGCAAAA 
CGGTGTTCTAmAmATTGTCTTCCTGTAAGAGCTTCGGGTCAAGGGAGAGGCAGGAAACTAACTGGTGTGAGT CAAATG GCGCCTGAGTGAC 
CCTCCCTTCAGGTGCCGGGCGCANGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTATTTm 

>ncrc5851.seq 

CGCAGTGGCTCACGCCTGGAATCCCAGCACmGGGAGGCCAAGGCGGGCGAATCGGAAGGTTAGGAGmGAGACGAGCCTGGCCAATATGTTGAAACCCCGTCTCTACTAAA^ 

ACAAAAAnAGCCAGGCATGATGGCAGGCGCCTGTAGTCGGAGCTGCTCAGGAGGCTGAGGCAGGAGAAnGCnGAACCCGGGAGGTGGAGGTTGCAGTGAGCCAA 

ACTGCAGTCGAGCCTGGGTGACAGAGTAAGACTCCATCTG 

>ncrc5852.seq 

CAGGACCCAAGGNAACCAAAAnGCATCTGATGGTCTCAAGGGTCGTGTGmGAAGTGAGTCTTGCTGATTTGCAGAATGATGAAGTTGCAmAGAA^ 
GATGnCAGGGTAAAAACTGCCTGACTAACTTCCATGGCATGGATCmCCGGTGACAAAATGTGnCCATGGTCAAAAAATGGCAGACAATGAnGAAGCTCACGTO^ 
TACCGATGGnACnGCnCGTCTGTTCTGTGTTGGmTACTAAAAAACGGAACAATCAGATACGGAAGACCTGTTATGCTCAGCAGCAAGAGGTCGGCC^ 
TGGAAATCATGACCGGAGAGGTGGAGAGAAATGACnGAAAGA 

>ncrc5855.seq 

GATCCCGTAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCGGCCTOGCGGTAGTA 
AGTTTGTGTTATGAATCAGATGAAAGGATGGAATC™TGAACTTAATCCCnCATTAACAGGAGAAATGCAAATACCnCATATCC 

AGGATCCGAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTATGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCT^^ 
TCAGGAAGCGCGGAGGGAGCAAATGAGACTGAGGGAAGAAAAAAAATGTGnTTnTCTGGAGGGTGGCAGCTGAnTTGTATCGCCCTGTAGCAGCATOCTGAAATGCAT^ 
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>ncrc5858.seq 

AGCACGGACTGTCGnCTCTGGGMGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTmGGAGMCCAGGGCTCTTCT^ 

GCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTGncmCCT 

CCTCCTmcnCACCCTCCCCTTTTTTCnCTATTAATCAAGAG 

^ncrc5859 S6(^ 

GAGGCCnGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTT^ 

TATAGTCAATAGGnACTAAGATATTGCnAGCGnAAGnmAACGTAATmAATAGCnAAGAm 

AAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCnCATGGAGTAAAAAATGTGT 



>ncrc5865.seq 

mCCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAG^ 

AATTCCTACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTmGTGTGn 

AGGAAAAGCAAGGGTTACAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCT^ 

>ncrc5873.seq 

GACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACACTO 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGGGTCGCTTGC 

>ncrc5885.seq 

CGTCGTGGTGGGTGCCAGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGGATGGTGTGAACCCGGGAGGCGGAGCnACAGTGAGCCGAGATCGCGCCAGTC^ 
GGGCGACAGAGCGAGAGTGTGTCT 

>ncrc5893.seq 

agacgaaatggaaagattaangggagtggtaggatgaaacaamggagaagatagaagtttgaagtggaaaactggaagacagaagt^^ 

gatagggaaamgaagataaaaacatactmagaagaaaaaagataaamaaacctgaaaagtaggaagc^^ 

aSaacttagaagaaaattggaagatagaaacaagataga 

>jff^c5898.seq 

cpctcmgcggtggatgagtcggctcgtgcgtcgatgaagaacgcagctagctgcgagaanaatgtgaangcaggacacattgatcatcgacacncgaa 
c|#ggttgctcgcggggctaggcgtgtctgagcgtcgcttgccgt 

>T)Cfc5913.seq 

A^TTnCAACCTAGTACAGAGCAGCACGTACCCCCTCCTCCmCGACACGTGCAAACTCmTAGTTGGGGTGAATATnAGTGTAA™ 
i#rCCCGGAnAAAAGGnCCGTGGTTGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGNnCCTGGGCTG^^ 
TftfmGACmATGCTAGAAGATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGGGACnGGAG^ 
QAGTGGTCCAGTGnCTGATrrGGGTCTGGACAAAGTGCCAAAGGATCnCCCCCTGACACAACTCTGCTAGAGCTGCAA^ 

:^c5918.seq 

dA|:NCGCTmCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATG^ 
disCTCCTGCAAATGCAAAGAGTGGAAATGCACCTCCTGCAAGAAGAGGTGCTGCTCCTGCTGCGCTGTGGGCTGTGCCA^ 
4^GTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACGTGGAm 1 1 1 1 II II II 

>fffc5924.seq 

dl^CCATGGACATAGGAGGGGCGGAGCAGGAATTCGGTGTGGAGATAGGGCCGGTCTGCnCTTGTAAAAACCTGAACCCAGAAA^^ 
ysllfACmCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnCATCCCACCCTCTC^ 
AACTGGGCAGACTGCAAAATAAAATCTCGGTGnGTATTTAmATTGNCnCGTGTAAGACCnCGGGTCAAGGCAGAG^^ 
GACTGCCCCCAGCCCAGGCCAGAAGACCTCCCTTCAGGTGCCGGGCGCAGGAACTGTGTGTGTCCTACACAATGGTGCTATTCTGTGTC 

^ncrc5943 seq 

AGGGCTGCAGAACAAATAAGCACATCCnGCTAAmNAAAACTACCAGnCTnATTGGTGAAAACATGAATCCAGATGGC 
CCCCATATATGATmcmAAGGATGGmAGAAATGGAAAAATGTTAACAAATGTGGCAAmT^ 
CTGGACTTAAGACAAATGGGACTGATGTCATCnGAGCTCTTCAmATmGACTGTGATnAmGGAGTGGAGGCAn^ 
AAATGCATTTAAACGC 

>ncrc5945,seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCm 

TATAGTCAATAGGTOCTAAGATATTGCnAGCGnAAGTTnTAACGTAATmAATAGCTTAAGATmAAGAGAAA^ 

AAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTGTTCATG 



>ncrc5963.seq 

GCTTnCGATCCGCCTCTGCGGTGGAGCCGCCACCAAAATGCAGATmCGTGAAAACCC™CGGGGAAGACCATCACCCTCGAGGTTGAACCCTCGGATACGATAGAAA^ 

GGCCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCmGCTGGCAAGCAGCTGGAAGATGGACGTACnTGTCTGACTACAATATTCA^ 

CTTCATCTTGTGTTGAGACTTCGTGGTGGTGCTAAGAAAAGGAAGAAGAAGTCTTACACCACTCCCAAGAAGAATAAGCACAAGAGAA^ 

TAAGGTG 

>ncrc5964.seq 

GCTmCGATCCGCCTCTGCGGTGGAGCCGCCACCAAAATGCAGATmCGTGAAAACGCnACGGGGAAGACCATCACCCTCGAGGnGAACCCTCGGATACGATAGAAAATGT 

GGCCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCmGGTGGCAAGGAGCTGGAAGATGGACGTACmGTCTGACTACAATATTCAAAA 

CnCATCnGTGTTGAGACnCGTGGTGGTGCTAAGAAAAGGAAGAAGAAGTCnACACCACTCCCAAGAAGAATAAGCAGAAGAGAAAGAAGGTT^ 

TAAGGT 



>ncrc5968.seq 
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GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAMCCGCAGATMGTTTT^ 
TATAGTCAATAGGmCTAAGATATTGCnAGCGTTAAGTTTnAACGTAATmAATAGCnA^ 
AAGGTnCTAAAACATGACGGAGGnGGGATGAAGCncnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAM 
ATGCTTTTAGA 

>ncrc5969.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTITT^ 
TATAGTCAATAGGmCTAAGATATTGCTOGCGnAAGTTTnAACGTAATmAATAGCnAAGA^ 
AAGGTnCTAAAACATGACGGAGGnGAGATGAAGCncnCATGGAGTAAAAAATGTAmAAAAGAAAAn^^ 
ATGCTTTTAGAnAAAATGAA 

>ncrc5973.seq 

GTAAAAACCTGAACCCAGAAACAACACAATCCGTTGCAAACCCAAAGGACCCAAGTACmCCAATCTCAGTCACTCTAGGACTCTGCACTGAATGGC 
CATCCCACCCTCTCACAGTTCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGnCT^ 
GGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGG 
TCCTACACAATGGTGCTATTCTGTGTCAAACACCTCTGTATmnAAAACATCAAnGATATTAAAAATGAAAAGA 

>ncrc5987.seq 

GAGAAGCAGGAGGTTTTCAACCTAGTCACAGTAGCAGCACCTACCCCCTCCTCCTnCCACACCTGCAAACTCTTTTACTTGGGCTGM 
GGCTCCTGTGGCAAAnCCCGGATTAAAAGGnCCCTGGnGTGAAAATACATGAGATAAATCATGAAGGCCACTATCATCCTCOT^ 
TCAACAGAGAGGCTTATnGACmATGGTAGAAGATGAGGCnCTGGGATAGGCCCAGAAGnCCTGATGACCGCGACTTCGAGCCCTCCGTAGGCCC^^ 
CAATGCCATCnCGAGTGGTCCAGTGnCTGAmGGGTCTGGACAAAGTGCCAAAGGATCTTCCCCCTGACACAACTCTGCTAGA 

>ncrc5991.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCCGCCTTAG 
WGAATCAGATGAAAGCATGGAATCTTATGAACnAATCCGTTCAmACAGGAGAAATGGAAATACCnCATATCCCCTCAGC^ 
d^AACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCGTGTGATGACTAGAGACmGCGAACGCTAGGGCATGGTTTATGGATAGAATGCTGCCW 
d^CCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCmmTCTGGAGGCTGGCACCTGATTTTGTATCCGC 

>}§c5995.seq 

C:^CCNGGGAAAnCGGCC™TGGGCGGACCCTCGAGnGAACGGTCGGNTACGATAGAAAATGTAAAGGCGAAGATCCAGGATAAGGAAGGAATTCC 
dItcmGCTGGCAAGCAGCTGGAAGATGGACGTACTnGTCTGACTAGAATATTCAAAAGGAGTCTACTCnCATCTTGTGTTGAG 
A^TCnACACCACTCCCAAGAAGAATAAGCACAAGAGAAAGAAGGTTAAGCTGGCTGTCCTGAAATATOTAAGGTGGATGAGAATGGCAAA^ 
TiSTGATGAATGTGGTGCTGGGGTGTrTATGGCAAGTCACnTGACAGACAnAnG 

Hyc6001.seq 

CMCATGGTGAAACCCTGmCCTCAAAAAACACAAAAAGTAGCCAGGCGTGGTGGCGCCCACCTGTAGTCCCAGCTACTCAGGAGGCTGA^ 

dtcGAGGCTACAGCTAGCTGTGATTGTACCACTGCACTCTTGCCTGAGTGACAGAGTGAGACACGAATCTCAAAAACAACA^ 

4tfrc™TCACAGAGAACCCCGTAAATATCGTATCTGTTATCnCTGGTAAmAATGm 

lU 

>!iclfc6010.seq 

d#GGN6GATGACCnGANCCCTCAGGTATCGAGTATGGCGGTTCTCTGGAGGCTGAGTGCCGTnGCGGTGCCCTAGGAGGCCGAGC 
dSGCTCATATCTCAGCAmCTTCAGGACCGACCTATCCCAGAATGGTGTGGAGTGCAGCACATACACTTGTCACCGAGCCACCAnCTGGCTCCA^ 
GT5GCGAGAGGGTTGTCAGTGTTTTGCTCCTGGGTCTGCnCCGGCTGC™mGAATCCnGCTCTGCGATGGACTAnCC^^^ 
QStTGGACAAGTTGTTACTGACTATGnCATGGGGATGCCnGCAGA 

>ncrc6014.seq 

GACNACGCTmCATCTGTCCCGCTGCGTGTmCCTCTTGATCGGGAACTCCTGCTTCTCCTTGCCTCGAAATGGACCCCAA 

CCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGT GCCAAGTGTGC CCAGGGCTGCATCT^^ 
GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCGGATGTAAATAGAGCAACCTATATAAACCTGGAI 1 1 1 1 1 1 1 1 1 1 1 

>ncrc6019.seq 

AAGAGCAAGGNAGAAGAAACACATCTGGmGGAGAAACCATCAATGGTGGCnCCAmCAGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATG 

CGCCTGCTGTCCACGGAAGGCTCCCAGAACATCACCTACCACTGCAAGAACAGCAnGCCTATCTGGACGAAGCAGCTGGCAACCTCAAGAAGGCCCTGCTCATCCAGGGCTC 

GACGTGGAGATCCGGGCAGAGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGmTCGAGTACCGGTCACAGA^ 

GACCTCACGCCTCCCCATCAnGACAnGCACCCATGGACATAGGAGGGCCCGAGCAGGAAnCGGTGTGGACATAGGGCCGGTCTGCTTCnGTAAAAACCTGAACCCAGA^ 

CACAATC 

>ncrc6020.seq 

GTAAACAATAAnCTTAAATAATATGTGTTGCCATGTTCTATTAGCAAATATTTTAAGACTTTnAAAGATCAGCTC 
CTGGGATTGGTCACCTCACTGAGAGAGCAGATATAAGCACAGACACACACACACACACACACACACACACACACACA 

>ncrc6022.seq 

ATAACCCAGCATAATATAGCAAGGACTAACCCCTATACCrrCTGCATAATGAATTAACTAGAAATAACmGCAAGGAGAGCCAAAGCTA^ 

GAACAGGTAAAAGAGCACAGCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACCTAGCGAGCGTGGTGATAGGTGGnGTCCAAGAT^^ 

ACmAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAATnAACTGTOGTCCAAAGAGGAACAGCTCmGGACACT^ 

>ncrc6032.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTnTCTCmGAAAGAT^^ 

TATAGTCAATAGGnACTAAGATATTGCTTAGCGTTAAGnmAACGTAATmAATAGCTTAAGATmAAGAGA^ 

AAGGTTTCTAAAACATGACGGAGGnGAGATGAAGCnCnCATGGAGCA 



>ncrc6036.seq 
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tnaggangatcgagaccctcctggtnacacggtgamccccgtctctactaaamtacaaaam™tgcc^ 
ggcaggagaatggcgtgaacctgggaggtggagtngcagtgaggcaagangtgccactacaccccagcctgggcgatagagcgag^^^ 

>ncrc6054.seq 

CGACTCmGCGGTGGATCACTGGGGTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACA 
GCGGGTTGCTCCCGGGGGTACGCCTGTCTGAGCGTCGCTTGGCGAC 



>ncrc6055.seq 

CAGAAACTGGCGnCCTCTCTCTCAGGACACCAAGCTGCAGATCGAGGCTmCTGGGAAAGNGAGGCCACCATGGGTCTGGAGAAGTCTC^ 

TACTGCTGGNGCTGGGCTGGGTCCAGCCTTCCCTGGGCAAGGAATCCCGGGCCAAGAAATTCCAGCGGCAGCATATGGACTCAGACAGTTCCCGCAGCAGCAGCTCCACCT 

AACCAAATGATGAGGCGCCGGAATATGACACAGGGGGGGTGCAAACGAGTGAAGAGCmGTGCACGAGCCCCTGGTAGATGTCGAGAATGTGTGmCCAGGAAA^ 

AAGA 

>ncrc6057.seq 

AGGAGCAGGNAGGAGGCAGAGCACAGCATGGTCGGGACCAGACTCGTCTCAGGGCAGTTGCAGCCTTCTCAGCCAAACGCCGACCAAGGAAAACTCACTACCATGAGAATTGCAGT 
GATTTGGTTTTGGGTCCTAGGCATCACCTGTGCCATACCAGnAAACAGGCTGAnGTGGAAGnCTGAGGAAAAGCAGCnTACAACAAAT^ 
AGGGTGACGCATGTGAGAAGGAGAATGTCCTAGGCGCAGAGACCCnGCAAGTAAGTCGAAGGAAAGCCATGACCAGATGGATGATATGGATGATGAAGATGATGAT^^ 
CAGCCAGGACTCCATTGACTCGAACGACTCTGATGATGTAGATGACAGTG 

>ncrc6061.seq 

AGGAGGGAGTGTGAGTTGTCTGGGAAGTGGTCAGGGGATCGTGCAGGGCTTCTCCTCGTGTGTGTmGGAGAAGGAGGGGTGTTGTGAGGGGGTGTAGGGACTG 
AGCCAGGAAGGGCAAAATCAAGAGTGAGATGTAGAAAGnGTAAAATAGAAAAAGTGGAGnGGNGAATCGGnGTTGnTGGT^^^ 

>ncrc6085.seq 

acaggcgtgggaaggacag™tgaaacgagtcagctggatgaccagagtggtgaaacccacagccacaagcagtccaga™tataagcggaaagcgaat^^^ 

AWcCGATGTGATTGATAGTCAGGAACTTTCCAAAGTCAGCCGTGAATTCCACAGCCATGAAmCACAGCCATGAAGATATGCTGGTTGTAGACCCC 

CpCTGAAAmCGTATmNGTNGATGGAAAnAAGATAGTGCATGTTGTGAGGTGAATTAAAAGGAGAAAAAAT^ 

C^MTGAAAGAGAACATGAAATGCTTCTmCTCAimnATT 

>Hyc6089.seq 

GlFGAGCAACGGGCCATGATGAGAATGGGGGTmGTGGAATAGAAAGGGGGGAAAGGTGGGGAAAAGAnGAGAAATC 
GGGAGACTmCAmTGTTCTGTACTAAGAAAAATTCTOTGCTGTTGATCTGTGACCTOCCCCCAACCCTGTGCTCT^^ 
ACSGGGGTGCAAGATGTGGmGnAAACAGATGCnGAAGGCAGCATGCTCCTTAAGAGTGATGACGACTGCGTAATGTCAAGTAGCCAGGGAG 
GflTCCTCTGCCTAGGAAAACCAGAGACCmGnCAGTTGmATCTGCTGACGTTCCGTCCACTATTGTCCTATGA^^^ 

%l 

>fy[c6095.seq 

ZiSACCCGGGGCTCGAnAAATAGCCGTAGTACGGAACnCGCCmCTGTCGGCCnAGGGCCATTTT^ 

Q§AGGGTGAAGCGGAAAAGAAGAAAGATGAGGGAGAGGTCCAAGTAAACCGGTAGCTTGnGCACCGTGGAGGGGAGAGGAGCAGAAAGATGGAA 

G^CAAGTTGTGGGAGTGGATGGTACTGTGTAGAGGTTGTCTCAATGGATCTAGAACTTCATCGCCCTCTGATCGCGGATGAGCTCT^^ 

r^#rGGTCCTGTGCGCTGGAGCTGTGAGATTCTGGACTAmCTGTGnTAmGTGGGCGAGTGTAACAAGGATATA^^ 

>n?^c6099.seq 

GjjGGAAGACTGGCAAGGTCCAGATGACCnCCTAGGGCTGCTGTCGACGGAAGGCTCGCAGAACATCACCTAGCACTGGAAGA^ 

A^TCAAGAAGGCCCTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGTTCACGTACACTGCCCTGAAGGAT^ 

TGGGGCAAGACTGTOTCGAGTACCGGTCACAGAAGACGTGAGGCGTGGGGATGATTGACATTGCACCCATGGACATAGGAGGGCCCGAGCAGGAATTGGGT^^ 

GGTGTGGTTCnGTAAAAACGTGAACGCAGAAACAACACAATCCGTTGCAAACCCAAAGGAGCGAAGTACnTCGAATCTC^^^ 

GTGATGTCGAnC 

>ncrc6106.seq 

GAAAGGAAAAAGAAATNGATTGTTGCTGTGTCTGTGTAGAAAGAAGTAGACGTGGGAGACTCCATmGnCTGTACTAAGAAAAATTC^^^ 

CTTACCGCGAAGCGCnGCTCTCTGAAACGTGCTGTGTCCACTCAGGGnAAGTGGATTAAGGGCGGTGCAAGATGTGGTnGTTAAAGAGATGCTTGAAGGCAGGATGGTGCnG 

AGTGATGACCAGTGCCTAATGTCAAATAGCCAGGGACAGAAAAAGTGCGGAAGGCCGCAGGGTCCTCTGCGTAGGAAAAGCAGAGAGGGnGnGAGATGT^^ 

CTCCGCTATTGTCGTATGAGCCTGCCAAATCGGGGTCTCGGAGAAACACCCAAGAATGATGAATAAATAGTA 

>ncrc6152.seq 

atcnagggctcgaatgacgtggagatccgggcagagggcaatagcaggttcacgtacactgccctgaaggatggctgcacgaaacataccggtaagtggggcaagactg™tc 
gtagcggtctcagaagacctcacgcctgcccatcangacattgcacccatggacataggagggccggagcaggaancggtgtggacatagggccggtctggttcngtaaaa^^ 
tgaagccagaaacaacacaatccgttgcaaacccaaaggacccaagtacmccaatctcagtgagtctaggactctgcagtgaatgggtgacctgacgtc^ 
ctctgacagttgggacttttctgcgctctgtttctaagagagctgaagtggggagactgc 

>ncrc6168.seq 

TGAGGCTGTAAGTGAGAGAAGANTCTGGGGGTGTGmTGAAAATATAGACAnCTCACATAAGCCCAGnCATCACCAmCCTCGmACCmCAGTGCAGnTCT^ 
GCTGTTGGTTCAAACmTGGGAGCACGGACTGTCAGnCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCnCTCCTCCTCTGTCTnTGGAGAACGAGGGGTCnCTCAG^ 
CTAGGGAGTGCGAGGCTGTnCAGCCAGGAAGGCCAAAATCAAGAGTGAGATGTAGAAAAGnGTAAAATAGGAAAAAGTGGGAGGnGGNGAAATCC 
TTGGATGATTGTCATAAGGTTmAGGATGnCGTGGTmCnCACCCTCGCGTTTmGnCTATTAATCAA 

>ncrc6201.seq 

CAAGTTAATGGGATGGTCGGATCTCAGAGGGTGAGAACTGGTTCACGTCCAAGCAmCATGAAAAAGGTGCncnATTAATGATACAAAGTGT^^ 
ATGCTTGAAAATAAAAAGTAATGAGn 



>ncrc6204.seq 
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ACCCATGGACATAGGAGGGCCCGAGCAGGMnCGGTGTGGACATAGGGCCGGTCTGCTTCTTGTAAAMCCTGMCCCAGAM 
GTACmCCAATCTCAGTGACTCTAGGACTCTGCACTGAATGGCTGACCTGACCTGATGTCCAnC^^^ 

ACTGGGCAGAGTGCAAAATAAAATCTCGGTGTTCTAmATmAnGTCTTCCTGTAAGACCnCGGGTCAAGGCAGAGGCAGG^ 
GACTGCCCCCAGCCCAGGCCAGAAGACCTCCCTTCAGGTGCCGGGCGCAGGAACTGTGGTGTGTCCTACACAATGGT^ 

>ncrc6215.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACGCTGAGACTGACGTGCAGGACGTAACCATGAAGAGCCTGATCCTO 
TOTGAATCACATGAAAGCATGGAATCnATGAACnAATCGCnCAnAACAGGAGAAATGCAAATACCTO 
GAGAACGCTCTAAGGCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACTnGCGAACGCTACGX^^ 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTTnCTGGAGGCTGGCAC^^ 

>ncrc6218.seq 

TAACAGGAGAAATGCAAATACCTTCTATGCCGTCAGCAGAGATGGAGAGCTAAAGTCCAAGAGAGGATGCGAGAACGCTCTAAGGCTGTCCAC 
GACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGGCTATAATCGCTACTTCAGGAAGCGCGGAGGGACCAAATGAGACTGAGGGAAGAAA^ 
TTCTGGAGGGTGGCAGGTGATTnGTATCCGCCTGTAGCAGCATTACTGAAATACATAGGGTOTATACAATGCnCnTCCTGTATAnCTCnGTC^^ 
CGCCAGAnGATAAGTAnGGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAAGATATGGGGAAnGnCCATAATAAACnCTGGGGGNGATACm 

>ncrc6219.seq 

GAAGGCTCTAGAAAAGGGGCGCATTGCGATCCAACCATCGGCAGCCGAnCCGTGTCnGATCACGGGGTGGGAGGGAACCGTGGCGTCCCTGCGTGGGGCCCATGGGTGAGACA 

CTCCAGTACTGAGACCTAGAGTCCAGATGGTTGTAGGAGGCAAGTCGTGTTCTAAGTAmATnAAAAGAAAAGAATCACGTmCCCATTTGTA^^ 

ACAGCCGAGTACTGGCGAGTATGnGTATGTTGGGCCTCCTGCTGCAAAAGAATAAACAGAGGACGGAGAGGTCCTCCTGCGT 

>ncrc6233.seq 

AGAGAAAAGAGGTCCnGGTGAATTGATAAGTAAAGGCAGAAAAGATTATATGTCATACCTCCAnGGGGAATAAGCATAACCCTGAGAnc™ 

ATGCCAAAAAATmAAGCAAATGAAAGCTAGCAAmAAAGTTACGGAATCTACCATmAAAGTTAATTGC 

AGAGGCAAIGTCCATCTCAAAATACTGCmTACAAAAGGAGAATAAAAGC 



>Aecc6245.seq 

GSjTnGGCTCTCTGACCGCACCATGGCGGnGGCAAGAACAAGCGCCmGGAAAGGCGGCAAAAAGGGAGGCAAGAAGA^ 

AilTGAAAGCACCTGCTATGTrCAATATAAGAAATATOGAAAGACGCTCGTNACCAGGACCCAAGGAACCAAAAnGCATNTGATGGTGTCA^ 

qflGATTTGCAGAATGATGAAGnGGATTTAGAAAATTGAAGNTGAnA 

>n^Sc6248.seq 

GpTCnAGGGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGGAGGAGACATTGATCATCGACACnCGAACGCA 



>ficrc6253.seq 

qBAGCCCGGGAGCTGAGTGAnGCAGAAACTGGCCTTCCATCTCTGTCAGACACCAAGGTGCAGATCGAGGGTTTTCTGGGAA^ 
QiaCGGCTCCTCCTGCnGNCCTGATACTGCTGGTGCTGGGCTGGGTCCAGCCTTCCCTGGGCAAGGAATCCCGGGCCAAGA 

>liefc6259.seq 

(^pGGGTCGCGGCCGCCCCCGGGGGGTmCGATCCGCCATCTGCGGTGGGTGTCTGCACnCGGGTGCTGTCGGGnAGCACGCTGTGGTGCCTO^ 
Ai^TGTCTCTTCCTTnCCTCAACCTCAGGTGGAGCCGCCACCAAAATGCAGATmCGTGAAAACCCTTACGGGGAAGACCA 
AHGTAAAGGCCAAGATCCAGGATAAGGAAGGAATTCCTCCTGATCAGCAGAGACTGATCmGCTGGCAAGCAGCTGGAAG^^ 
AlHCTACTCTTCATCTTGTGTTGAGACTTCGTGGGTGGTGCTAAGAAAAGGAAGAAAGA 

>ncrc6263.seq 

TAGGAGCOTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCTTCTTGCCATCCTGGCCGCC™ 

TTATGAATCACATGAAAGCATGGAATCTTATGAACnAATCCCnCATTAACAGGAGAAATGCAAATACCnCATATCCCCTCAGGAGAGA 

GAGAAACGCCTCn 

>ncrc6269.seq 

AAAATGGAAAGAnAAnGGGAGTGGTAGGATGAAACAAmGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGACAGAAGT^^ 
GGAAAnAGAAGATAAAAACATACTTTTAGAAGAAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGGAGAAGAAAm 
ACTTAGAAGAAAATTGGAAGATAGAAACAAGATAGAAAATGAAAATAnGTCAAGAGmCAGATAGAAAATGAAAAACAAGCTM 
TATAAATCCAAAAAnGGATAAAATAGCACTGAAAAAATGAGGAAATTATTGGTAACCAATnAnTOAAAGCCCATC 

>ncrc6270.seq 

GTACGACTCnAGACGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACA 
GCCCCGGGTTCCTCCGGGGGCTACGCCTGTCTGAGCGTCGCTTGCAAAAAG 

>ncrc6279.seq 

ACACATAAATATATGATTGTGAAAAGGTCCACAAATAAAGCCGGAAATACAGCTCTCAAGAnCATAGTGGACTTCAGGATCAAGATAGAA^^ 
CTGCTCTTACACATAGAAATGACATTTTAAATGGTGTGTGTGTGTGTGTCTGTGTGTGTGTGTGTGTGTGT 

>ncrc6286.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTmCTCTTTGAAAGATAGAGATTAA 
TATAGTCAATAGGTTACTAAGATATTGCnAGCGTTAAGnmAACGTAATmAATAGCTTAAGATTnAAG^ 
AAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGACTACAGA 
ATGCTmAGATTAAAATGAAGGTGACnAAACAGCnAAAGTnAGTTTAAAAGnGTAGGTGAnAAAATAAm 

>ncrc6289.seq 
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AmGAGATAMGTCMTGCCAMCACTAGCTCTGTATTMTCCCCATCAnACTGGTAMGCCTCATnGM 
TTGAAAAAATAAATTTAAAAATACATTC 

>ncro6296.seq 

ATAGCAAGGACTAACCCCTATACCnCTGCATAATGAAnAACTAGAAATAACmGCAAGGAGAGCCAAAGCTAAG^^^ 
CACACCCGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTG 
CAGAACCCTCTAAATCCCCnGTAAAmAACTGTOGTCCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACCTO^ 
AGCAGCCACCAAnAAGAAAGCGTTCAAGCTCAACACCCACTACCTAAAAAATCCCAAACATATAACTGAAC^^ 

>ncrc6299.seq 

GnCTGGTAAAAAGCTGGAAGATGGCCCTAAAnCTTGAAGTCTGGTGATGCTGCCATTGnGATATGGnCCTGGCAAGCCCATGTGTGnGAGAGCn 

GGTCGCTTTGCTGTTCGTGATATGAGACAGACAGTTGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCAC^ 

GGCTAAATGAATAnATCCCTAATACCTGCCACCCCACTGTTAATCAGTGGTGGAAGAACGGTCTCAGAACTGm 

>ncrc6300.seq 

GAAGCTTCnCTGGAGTAAAAAATGTATnAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAATTAATAGCAATAGAAGGG 
AGGTTAAAGmAGTTTAAAAGTTGTAGGTGATTAAAATAAmGAAGGCGATCTnTAAAAAGAGATTAAACCGAAGGTGATTA^ 
GTCAmAAAGCCTAGTTAACGCATnAGTAAACGCAGACGAAAATGGAAAGATTAATTGGGAGTGGTAGGATGAAACAATTCGGAGAAGAT^ 
CAGAAGTACGGGAAGGGGAAGAAAAGAATAGAGAAGATAGGGAAAmGAAGATAAAAACATACmTAGAAGAAAAM 

>ncrc6301.seq 

CGCAGTGGCTCACGGCTATAATGCCAGGACTrTGAGAGGGTGAGGTGGGGAGATCACGAGGTCAGGAGATCGAGACCATCCTGAGTAGCACGGTGAAACCGCGTCTCTAC 
>ncrc6303.seq 

GCTAACCTAGCCCCAAAGCCACTCCCCnAGTACCAGACAACCTOGCOAAACCATnACCCAAATAAAGTATAGGCGATAGAAATTGAAACGTG^ 
GGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCTTCTGCATAATGAATTAACTAGAM 
A^ACGAGCTACCTAAGAACAGCTAAAAGAGCAGACCCGTCTATGTAGCAAAATAGTGGGAAGAmATAGGTAGAGGCGACAAACC^^ 
TpAATCTTAGnCAACmAAAmGCCCACAGAACCCTCTAAATCCCCnGTAAATnAACTGTTAGTCCAAAGAGG^^ 

^iSc6329.seq 

AfACAGGCGTGAGGCACTGCACCTGGCCTAAAAmGTATTmAGTTGACAATAATTGTATATCTGAGAATmM 
4§|AC™CATAmCTGGATGGAGCAACTATGTAAATGATGGCAGCTCTCATGAGATAGATAATAnGGAATAGAAAA^ 
QCTTGAAGTGTGTAGTATGCAATnAATAGTGAATCTGAAACTCAAAAAnGmACAGnGGTGnAAAAATO 
^gTCACTGGGGGATATAAAGAC 

>klc6333.seq 

/(dGATAAGGAAGGAATTCCTCCTGATNGCAGAGACTGATCmGCTGGCAAGCAACTGGA^ 
T!||GACTTCGTGGTGGTGCTAAGAAAAGGAAGAAGAAGTCnACACCACTCCCAAGAAGAATAAGCACM 
dMTGGCAAAATTAGTCGCCTTCGTCGAGAGTGCCCTTCTGATGAATGTGGTGCTGGGGTGmATGGCAAGTC^ 
Ti||ACAAACCAGAAGACAAGTAACTGTATGAGnAATAAAAGACATGA 

>iftfc6336.seq 

dSAACCTAGCCCCAAACCCCTCCACCmCTACCAGACAACCnAGCCAAACCAmACCCAAATAAAGTATAGGCGATAGAAATTGAAAC 

>Sc6338.seq 

d^NTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAATTGCAGGACACAn^ 
CCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 

>ncrc6349.seq 

CTmGGCTCTCTGACCGCACCATGGCGGTTGGCAAGAACAAGCGCCTTACGAAAGGCGGCAATANAGGGAGCCAAGAAGAAAGTGGTTGATC^^ 

TGTGAAAGCACCTGCTATGTTCAATATAANAAATAnGGAAAGACGCTCGTCACCAGGACCCAAGGAACCAAAAnGCATCTGATGGTC^^ 

CTGAH 

>ncrc6351.seq 

GCATAATGAAnAACTAGAAATAACTnGGAAGGAGAGCCAAAGCTAAGACCCCCGAAACGAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGT^^ 
GGAAGAmATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATCTTAGnCAACTTTAAAmGCCCACA^^ 
TAAGTGnAGTGCAAAGAGGAACAGCTCTTTGGACACTAGGAAAAAACGnGTAGAGAGAGTAAAAAATTTAACACCCATAGTAGGCCTAAAAGCA 
AGCTCAACACCCACTACCTAAAAAATCCCA 

>ncrc6355,seq 

CAACGCTTmNNTCTGTCCCGCTGCGTGmTCCTCTTGATCGGGAACTCCNGCTTCTCCTTGCCTCGAAATGGACCCCAACnGCTCCTG^ 

CCGGGTCCTGCAAATGCAAAGANTGCAAATGCACCCTCCTGCAAGAAAGAANCTGCTGCTCCTGCTTGCCCTGTGGGCTGTGGCAAGTGTGCCCAGGGCTGCATCTGCA^ 
GTCAGACAAGTGCAGGTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGAATGTAAATAGAGCAACCTATATAANCCTGGA 

>ncrc6400.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTnnTCTCmGAAAGATAGAGAnAATACAACT^ 
TATAGTCAATAGGmCTAAGATATTGCmGCGnAAGTTmAACGTAATmAATAGCTTAAGATTnAAGAGAAAATATGAAGACTTA 
AAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGM^ 
ATGCTTTTAGAnAAAATGGAAGGTGACnAAACAGCnAAAGTTTAGTTNAAAGTTGGGA 

>ncrc6408.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGnTTnTCTCmGAAAGATAGAGAnAATACAACTACnAAAA^ 
TATAGTGAATAGGnAGTAAGATAnGCnAGCGnAAGnnTAAGGTAATmAATAGCnAAGATmAAGAGAAAATATGA^ 
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AAGGmCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTNmAAAAGAAAAnG 
TGCTnAGATTAAATGGAAGGNGACTTAACAGCTTAAGNTTAGTTAAAAGTTGGGGGGGGGATT 

>ncrc6413.seq 

CGGTGACGACCTACGCGCACGATAACATGCCTCTCGCAAAGGATCTCCnCATCCCTCTCCAGAAGAGGAGAAGAGGAAACA^ 

ACnCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAG 

AGCAAGGCmCAGAAGGATGTTCCnCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCA^^ 

>ncrc6425.seq 

AGATCGCGGACGGGTTGTGCCTGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAAGGTAACAnGATGACTCGCTCAnGGTGGAAATGCCTCCGCTGA^ 
AGGTACCGAAAGCACAGTAATCACTGGTGTCGATATTGTCATGAACCATCACCTGCAGGAAACAAOmCACAAAAGAAGCCT^^ 
AAGGGAAACTTGAAGAACAGAGACCAGAAAGAGTAAAACCTmATGACAGGGGCTGCAGAACAAATCAAGCACATCCnG 
ATGAATCCCAGATGGCATTGGTTGCTCTATTGGACTCCGGAGGATTGGGGGTGACCCCATATATGA 

>ncrc6429.seq 

AGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGI I I I I I ICTCTTTGAAAGATAGAGATTAATACMCTACTTAAAAAAT 
ATAGTCAATAGGnACTAAGATAnGCTTAGCGnAAGTTTnAACGTAAnnAATAGCnAAGATmAA 

AGGmCTAAAACATGAGGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTAmAAAAGAAAAnGAGAGAAAGGAGTAC^^ 
TGCTTnAGAnAAAATGGAAGGTGACTTAAACAGCnAAAGTTTAGTTAAAAGnGGAGGNGAn 

>ncrc6430.seq 

AGCTATGGAGATGACAATCTGGCTGCCAACACTGCCAACGTCCAGATGACCnCCTACGCCTGCTGTCCACGGAAGGCTCCCAGAACATCACCTACC^^^ 

ATCTGGACGAAGCAGCTGGCAACCCCAAGAAGGGCGTGCTCATCCAGGGCTCCAATGACGTGGAGATCCGGGCAGAGGGCAATAGCAGGnCACGTACACTGCCCTGAAGGATG^ 

TGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGTCACAGAAGACGTCACGCCTCCCCATCATTGAGAnGCACCCATGGAC^^ 

TTCGGTGTGGACATAGGGCCGGTCTGCTrcnGTAAAAACCTGAACCCAGAAACAACACAATCCGnGCAAACCCA^^ 

CA. 

2©c6431.seq 

GAeAACCTTAGCCAACNmACCCAAATAAAGCATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACGGCAAGGGAA^ 
d^CTAACCCCTATACCnCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGACCCGCGAAACCAGACGAG^^^ 
d^CTATGTAGCAAAATAGTGGGAAGATnATAGGTAGAGGCGACAAACCTACCGAGCGTGGTGATAGCTGGTTGTGCAAGATAGAATCnA^^ 
Q|lGTAAATCCCCnGTAAAmAACTG™GTCCAAAGAGGAACAGCTCmGGACACTAGGAAAAAACCTTGT^ 

>nlc6436.seq 

AWGGTGCTGTAACATACGGAGTGmATTGAmGTTGTGACTGGTGAGAAAATTGTAGAGTCTGTAAAAAACnAACTnAGGAGC 
y^ACAGCGTTAAAAAAAAATAGTCGTGGCACmGGGAGGGTGAGGCAGGCAGATCAmGAGGTCAGGAGnCAAGACCAG 

>ncrc6447.seq 

Tl^CCTAGAAATAGAGAGCCCATGnGTGTATCAGTGGGAATGGAAGGGGAGGTCCTGTGGTAGCnGAGGGTCAGGAAGCCAGGCCAAG 
©lAGGGGAAGACGAGGCGCAGTGGCTGATGCCTGTAATCCCAGCACTnGAGAGGCCGAGGTGGGAGGATGACCTTGAGGTCAGGAGTnGAGA 
yfeQTCGTCTCTACTAAAAATATAAAAATTAACTGGGTGAGGCAGCAGGCACCTGTAATCCCAGCTACnGGGAGACT^ 
Cf^TGAACTGAGATCATGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCAACTCAAG 

m 

>ncEc6464.seq 

(|§&AATAGATATAGTACCGCAAGGGAAAGATGAAAAAnATAACCAAGCATAATATAGCAAGGACTAACCCCTATACCn^^ 
C^^GCTAAGACCCCCGAAACCAGACGAGCTACCTAAGAACAGCTAAAAGAGCACACCCGTCTATGTAGCAAAATAGTGGGG 
CCTGGTGATAGCTGGTTGTCCAAGATAGAATCnAGnCAACTTTAAAmGCCCACAGAACCCTCTAAATCCCCTTGTAAAm 
CTAGGAAAAAACCTTGTAGAGAGAGTAAAAAATnAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGnCAAGCT^ 

>ncrc6491.seq 

CGACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACAnGATCATCGAC 
CCGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 

>ncrc6502.seq 

AGAGCGAAAGGATnGCGAAGAATGTTTTCATTAATNAGAACGAAAGTCGGAGGTTCGAAGACGATCAGATACGGTCGTAGTTCCGACCATAAACGATGCCG^^ 
GCGTTATTCCCATGACCCGCCGGGCAGCnCCGGGAAACCAAAGTCTTTGGGTTCCGGGGGGAAGTATGGTTGCAAAGCTG 

>ncrc6514.seq 

AGAGATGGAGAGCTAAAGTCCAGAGAGGATCCGAGAACGCTCTAAGCCTGTCCAGGAGCTCAATAGGGAAGCCTGTGATGACTAGAGACmGCGAACGCTACGCCATGGTTTATGG 
ATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCI TI I T 11 1 CTGGAGGCTGGCACCTGATTTTGTATCCCCCTGTA 
GGAGCAnACTGAAATACATAGGCTTATATACAATGGnCTnCCTGTATATOTCnGTCTGGCTGCACCCCTTmCCCGCCCCCAGAnGATA^ 
GGGTCAAAGGGAGAGTCAACATATGTGGAATTGTTCCATAATAAACTTCTGGGGGTGATACTTT 

>ncrc6516.seq 

AmGAGGTAGGAGTmAGACNGCCTGGCCAACATGATGAAACCCCATCTCTACTAAAAATACTGAAAACAAACAAAAACAAmGCCATGCGTGGTGACGGA 
CTACAGGGGAGACTGAGGCAGGAGAAnAAACGTGGGAGGTAGAGGnGCAGTGGGCCAAGATCACGCCACTGCACCCCATGCTGGGCAACAGCGCGAGAGTCCGTCT 

>ncrc6517.seq 

GAGGCAnGAGGCAGCCAGCGCAGGGGCmTGCTGAGGGGGCAGGCGGAGCnGAGGAAAGCGCAGATAAGTmmCTCTnGAAAGATAGAGATTAATACAACT^^ 
TATAGTCAATAGGTTACTAAGATATTGCnAGCGTTAAGnmAACGTAATmAATAGCnAAGAnTTAAGAGAAAATATGM 
AAGGmCTAAAACATGACGGAGGTTGAGATGAAGCnCTTCATGGAGTAAAAAATGTAmAAAAGAAAATTGAGAGAAAGGAGTA^ 
ATGCTmAGAnAAAATGGAAGGTGACTTAAACAGCTTAAAGTTTAGTTNAAAGTTG 



>ncrc6529.seq 
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GACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGMGMCGCAGCTAGCTGCGAGMnMTGTGMTTGCAGGACACATO 
CGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGC 



>ncrc6536.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACGTGCAGGACGAAACCATGAAGAGCCT^^ 
nATGAATCACATGAAAGCATGGAATCnATGAACnAATCCCnCATTAACAGGAGAAATGCAAATACGTTCATATO^ 
GAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGAGTnGCGAACGCTACGCGATGGmATGGATACAATC^ 
GCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCTTTTTTTGTGGA 

>ncrc6547.seq 

CGGNGACNAGCCAnCNAACGTCTGGCGTATCAACTnCGATGGTAGTGGCGGTGCGTACCATGGTGACCAGNGGTGACGGGGAATCANGGTO 
ANACGGCTACCACATCCAGGGAAGGCAGCAGGCGCGCAAATTAGCCAC 



>ncrc6551.seq 

GACAACCmGCCAACCTTTACCCAAATAAAGTATAGGCGATAGAAATTGAAACCTGGCGCAATAGATATAGTACCGCAAGGGAAAGATGAAA^ 
GGACTAACCCCTATACCTTCTGGATAATGAATTAACTAGAAATAACmGCAAGGAGAGCGAAAGCTAAGACCCGCGAAACCAGACGAGGTACGTAAGA^ 
CGTCTATGTAGCAAAATAGTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTNGGnGTCCAAGATAGAATCmGTTCAA 
CCCTCTAAATGGCCnGTAAATrrAACTGnAGTCCAAAGAGGAAGAGCTCTnGGAGACTAGGAAAAAACGTTGTAGAGAGAG 



>ncrc6555.seq 

AnGGAACGTCTGCCCTATCAACmCGATGGTAGTCGCGGTGCCTACCATGGTGACCACGGGTGAGGGGGAATCAGGGnCGAnCCGGAGAGGGAGGCTGAG^ 
CATCCAAGGAA6GGAGCAGGCGGG 



>ncrc6559.seq 

GATnCAGGGTCnGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAGTAACAGACACACGATGnGTCAAGGATGGTmGGGACTAGAGGCTCAGTGGT^ 
Q(^GAGATCCCTGCAGAACCCACCAACCAGAACGTGGmGCCTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTG™TGAAAATATAGACATTCTCACAT^ 
diDCATnCCTCCmACCmCAGTGCAGTnCTmCACAnAGGCTGnGGnCAAACTmGGGAGCACGGACTGTCAGnCTC 
CpCTCCTCTGTCTTTTGGAGAACCAGGGCTCnCTCANGGGCTCTAGGGACTGCCAGGCTGTTTCAGCGAGGAAGGCCAAAATCAAGAGTGAGAT 

>jlSc6569.seq 

dfCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGmATGGATACAATGCTGCCTATAATCGCTACTTCAGGAAGCGC^ 

dllACTGAGGGAAGAAAAAAAATCTCTTTmTGTGGAGGGTGGCACCTGAmTGTATCCCCCTGTAGCAGCAmGTGAM 

GieTTGTCTGGCTGCACCCCTTmCCCGCCCCCAGAnGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAACAT^^ 

GAfACTT 



GACNACGCTmCATCTGTCCCGCTGCGTGTmCCTCnGATCGGGAACTCCTGCnCTCCnGCCTCGAAATGGACCCCM 
dCSGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGG 
diMjAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGCTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAACCTGGAI I II M 1 1 i 1 1 

III 

>i^c6593.seq 

TffiGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTO 
iflTGAATCACATGAAAGCATGGAATCTOTGAACTTAATGCCnCAnAACAGGAGAAATGCAAATA^ 

Q^mCGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCCATGGTnATGGATACAA^^^ 
<|pCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCl I II II ICTGGAGGCTGGCACCTGAriTTGTATCCCCCTGTAGCAGCATTACTGAAATACATAGGCnAT 

>ncrc6596.seq 

GACCACGCTTTTCATCTGTCCCGCTGCGTGnnCCTCTTGATCGGGAACTCCTGCTTCTCCnGCCTCGAAATGGACCCCAACTG 
CCGGCTCCTGCAAATGCAAAGAGTGCAAATGCACCTCCTGCAAGAAGAGCTGCTGCTCCTGCTGCCCTGTGGGCTGTGCCAAGTGTGCCCAG^ 
GACAAGTGCAGCTGCTGTGCCTGATGCCAGGACAGGTGTGCTCTCAGATGTAAATAGAGCAACCTATATAAAGCTGGAI 1 1 1 1 1 M I i i 



>ncrc6598.seq 

ACAmNCGGTGCTAAAAATGAAAATTCTAACCCAAGACATGACATTCTOGCTGTAACTTAACTAnAAGGCCmTCCACACGCATTAATAGTCCC 
TnGCCCATTGTCTTATTGGCACATGGGTGGACACGGATCTGGTGGGCTCTGCCnAAACACACAnGCAGCTTCAACTTnCTClTTAGTGnCTGn^^ 
CAGACnTGTGnCAmCAmCAGGGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGGCTGGAGGTGGGCAAAGGGAAGTAAGAGACACACGATGTTGTCAAGGATGG 
CTAGA 



>ncrc6607.seq 

GACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAAnGCAGGACACATTGATCATCGACAGTTCGAACGGACnGCGGCCC 
CGGGTTCCTCGCGGGGCTACGCCTGTCTGAGCGTCGCnG 



>ncrc6618.seq 

CGCAGTGGCTCACGGCTGTAATCGCAGCATTTTGGGAGGCCGAGGCAGGTGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTAT 



>ncrc6624.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGnTGAGGAAACCGCAGATAAGnTTTTTCTCmGAAAGATAGAGATTAATACAAC^^^ 
TATAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTTmAACGTAATTnAATAGCTTAAGATTnAAGAGAAAATATG 
AAGGmCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGA 
ATGCTmAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGTTTAGTTTAAAAGTTGTA 



>ncrc6645.seq 

TAGGAATTCGAGTACCGCCTGACCAACATGGTGAAACTCTGTCTCTACTAAAAAATATAAAAAAAATTAGCTGGGGATGGTGGCAGGnCCTGAAAT^ 
GGGAGGAGAATCACTTAAACCCAGGAGGCGGAGGTTGCAGTGAGCTGAGATCGCACCAnGCACTCCAGCGTGGGCAACAAAGGAAGAGTCGATGCAAAA 
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>ncrc6676.seq 

AAGGGmCAGTATGTTGGCCAGGCTGGTNTCAAGCTCCTGACCTCAGGACATCCACCCAACTCGGCCTCCCAAAGTACTGG^^^ 
GTGGCTAGnCTTAGCCnAACAAAGCATCTGACAGGTCAGGACCTGAmCTGCCTCAATTnAGAGACnGTO^ 
CTCACGTTGGAATGCAAAAACAAAATCCATCTAGGCTACTCAACTAAAAATGAGTAAGAAGGCGAGGGGCGGTGGCTCAT^ 
GGATCACCTGAGGTCGGGAGCTCGAGACCAGCCTG 

>ncrc6701.seq 

CACCCTCTCACAGTTCGGACTrTTCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATA^ 

AAGGCAGAGGCAGGAAACTAAGTGGTGTGAGTCAAATGGCCCCTGAGTGACTGCGCCGAGCCCAGGCCAGAAGACCTCCCnCAGGTGCCGGGCGCA 
ACAATGGTGCTATrCTGTGTCAAACACCTCTGTATTTmAAAACATCAATTGATAnAAAAATGA^ 

>ncrc6706.seq 

AGAAGANAAAGATAAATTTAAACCTGAAAAGnGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTAG 
AGATAGAAAATGAAAATAHG 

>ncrc6727.seq 

AGCnGAGGAAACCGCAGATAAGmTmCTCmGAAAGATAGAGAnAATACAACTACnAAAAAATATAGTCAATAGG™C 
TTAATAGGTTAAGATTTTAAGAGAAAATATGAAGACTOGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGTnCTAAAAGAT 
AAATGTAmAAAAGAAAAnGAGAGAAAGGACTACAGAGCCCCGAAnAATACCAATAGAAGGGCAATGCnmGAnAAAATGAAGGTG^ 
GTTGTAGGTGAnAAAATAAmGAAGGCGATCTmAAAAAGAGATTAAACCGAAGGTGAnAAAAGACCTTGAAAT^ 

>ncrc6740.seq 

GTATGGAGAAATGACACAGGmGGAGACGTCGCTTTGAACGTGGTATAGGAGCTTGTCAAACACACAGCATCAGAAnCAATATTCAGCTGCCAGACTGG^^^ 
TCCTTCATAATGAAGTTAAAGTGAGTATACTGTGGAGAGGACnCCAAATGTGGTOCCTCAGCTATATCACTGCCCAACATCAGAAAACCTGACGGCW 
AAGATCAATACTATAACAnGATGTGCCTAGCAGAACAGCAAGAGCAATTACTACTCGTTCTGGGCAGACCTOTCCAAAGTGTGGTACAAGTGTO 
AQJCAACTAATGAAGAAATGAATAATAAATTnGACACTGAAAAAGATTnATTAA 

5Sc6743.seq 

ASSATGGTCTCGATCTCCTGACCTCATGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATOCAGGCGTGAGCCACCATGCCCGGCCTTAATAACTTm 
AtSGAATGTATTCTGCTTTAGAAAATAAAACTGTTAGGTTTCCA 

>Slc6767.seq 

AIAGTGAGACCnGTCnTACAAAAAATnACAAATTAGGGAGCATGGTGGCACGCCCCTGTAGTCCTTGCTCAGGAGGCTGAGGCAGGAGGATCACn 
QfSTAGTGAGGTATGATCACACCACGACACTCCAGGCTGAATGACAGAnAAGACCTTGTCACTTT 

>^Kfc6769 seq 

TGCAGTGGCTCACACCTGTAATCCCAGCACmGGGAGGTTGAGGCGGGTGGATCAGnGAGGTGANGAGnCAAG^^ 

dS^iCAAAAAATGACAGGCGCGGTGGCTCACACCTGTAATCCCAGCACmGGGAGGCCGAGGCGGATGGATCACGAGGTCAGGAGATACAGACCATrc^^ 

OGSGTCTCTACTAAAAATACAAAAAATCAGCCAGGCGTGGTGGCGGGCACGTGTAGTCCCAGCTACTTGGGAGGCTGA^ 

/!||TGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGCGACAGAGTGAGAAT 

?%yc6771.seq 

itgCCAGCACTTACATTAATCAGTOTGTGGCTGGGCACGGTGGTTCACCCCTGTAACCCCAACACTnGGGAGGCCAAGGCGGAGGATCGCCTGAGC 
/sgfGAACCATGATCACACCACTGCACTTCAGCCTGAGTGACAGAGTGAGACCCTGTCTCTAC 

4Mc6773.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGGnCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTmmCTGm 

TATAGTCAATAGGnACTAAGATATTGCnAGCGTTAAGTTTTTAACGTAATTnAATAGCTTAA 

AAGGnrCTAAAACATGACGGAGGTTGAGATGAAGCTTCTCATGGA 

>ncrc6780.seq 

AGTCTGTCGATCCCAGGCCGANACMGGCAGACAAAGGTTCAmGTAAAGAAGCTCCnCGAGCACGTCCTCTCTOTCCTmGCCCAAAC^^^^ 
AAGCATCCTCTGCCAAGACCAAAAGGAAAGAAGAAAAAGGGCCAAAAGCGAAAATGAAACTGATGGTACnGTTnCACCATTGGGGTM 

GCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCnCCGGAAGGAGTAGCTGACCTGACACAGATTGATGTCAATGTCCAGGATCATTO 
GAAGGGATGTGAGATGATCTGnACTGCAACnCAGCGAAnGCTCTGCTGCCCAAAAGACGTmCTnGGACCAAAGATCTCmCGTGATTCCn 

>ncrc6785.seq 

CGCAGGAACTGTGTGTGTCCTACACAATGGTGCTAnCTGTGTCAAACACCTCTGTATTTTnAA^ 

>ncrc6799.seq 

AGACmGCAAACGCTACGGCATGGmATGGATACAATGCTGCCTATAATCGCTACnCAGGAAGCGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAM 1 1 1 11 ICTGG 

AGGCTGGCACCTGATTTTGTATCCCCCTGTAGCAGCATTACTGAAATACATAGGCnATATACAATGGTTCnTCCTGTATATTCTCnGTCTGGCTGCAC 

ATTGATAAGTAATGAAAGTGCACTGCAGTGAGGGTCAAAGGAGAGTCAACATATGTGAnGTTCCATAATAAACTTCTGGTGTGATACTT 

>ncrc6828.seq 

AGCCTCACTTTTANTGAAACAAATGGCCmNTTAAAAACTGAGTGACTCTNTACTAGGTGATCAGnnnCAGCTGGAAGCAmGm 
mmGTTGAGAGTGTGACCAAAAGnACATGmGGACCmCTAGTTGAAAATAAAGTGTATATTTTTTCT 

>ncrc6845.seq 

CCTCCCCCNCTGATACTGlTTnACTAGGTGCAACTGTGAAGGAAAAACmCTTCTTTAAGGATTCTCAGTACTGGCGmTACCAATGCTATA^ 
TmCAAAGGAmGGAGGACCAAGTGGACAAATAGTGGCAGCGCnTCAACAGCTAAATATAAGAACTGGCCTGAATCTGTGTAnm 
AmATAAACAGGAACCTGTACAGAAGTGGCCTGGAAGAAGGCCTGCTCTAAATTATCCAGTGTATGGAGAAAACGACACAGGnAGGGAGACGTCGCTn 
CnCTCAAAGAGACACCATCAGAATTCAATATTGAGGTGCCAGACTGGCTTATCAAGACAAAGGTGTCGTTGATAA 



Figure 14A - Normal Cartilage cDNA Library EST Sequences - Page774 of 776 



>ncrc6847.seq 

CTCAGCAmCGGCSACGCTCTCAGCTCTCGGCGCACGGCCCAGCnCCnCAAMTGTCTACTGTTCACGA^^ 
GTGCATATGGGTCTGTCAAAGCCTATACTAACTnGATGCTGAGCGGGATGCTnGAACAnGA^^ 
AACCGCAGCAATGCACAGAGACAGGATATTGCCnCGCCTACCAGAGAAGGACCAAAAAGGAACnGCATCAGCACTGAAG 
TGGGCCTAmGAAGATACCTGCTCAGTATGACGCnCTGAGCTAAAAGCnCCATGAAGGGGCTGGGA^ 

>ncrc6855.seq 

ACAGACAmGIGGAAAACAGTHGTAGAGCnCCTCAATAAAAACACATATGATNCCAGCAATCCCACTACT^ 

ACnCCACGnCACTGAAGCAnGTTCACAATCGCCAAGACATCAACCTAAGTGTCCATCAACAGAAG^^^ 

GAGGCCAAGGCAGGTGGATCAmGAGGTCAGAAGncnGACCAGCCTGGCCAACATGATGAAACCCCGTCTCTACAAA^ 

>ncrc6876.seq 

GTNCAACCCTCCGGAAGGAGTAGCTGACCTGACACAGAnGATGTCAATGTCCAGGATCAmCTGGGATGGGAAGGGATGTGAGATGATCTGnACTGCM 

TGCTGCCCAAAAGACGTmcmGGACCAAAGATCTCmCGTGAnCCnGCAACAATCAATGAGAATCnCATGTATTCTG 

CATCAGTATAACTGCAmCTAGmCTATATAGTGCAATAGAGCATAGAnCTATAAAnCTOCTTGTCTM 

>ncrc6879.seq 

GACCCGGCGCTCCAnAAATAGCCGTAGACGGAACTTCGCCTTTCTCTCGGCCnAGCGCCAnnTTTGGAAACCTCTGCGCCATGAGAGCCAAGTGGAGGAAGA^ 
AGGCTGAAGCGCAAAAGAAGAAAGATGAGGCAGAGGTCCAAGTAAACCGCTAGCnGnGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGAC 
ACAAGnGTGGGACTGCATGCTACTGTCTAGAGCTTGTCTCAATGGATCTAGAACnCATCGCCCTCTGATCGCCGATCACCTGTGAGACCGAGCnGGTCATAA^ 
TTGGTCGTCTGCCCTGGACCTGTGACAnCTGGACTAmCTGTGmATITTGTGGGCCGAGTGTAACAAGCATATM 

>ncrc6882.seq 

GTTTGGAGAAACCTAAATGGTGGCnCCATnAAGCTATGGAGATGACAATCTGGCTCCCAACACTGCCAACGTCCAGATGACCTTCCTACGCC^^ 

AGATCACCTACCAGTGGAAGAACAGCATTGCCTATGTGGAGGAAGGAGGTGGCAACCTCAAGAANGCCCTGCTCATGCAGGGGTCCAATGACGTGGAGATCCGGGGAGAGGGC^^ 

GCGGGTTCACGTACACTGCCCTGAAGGATGGCTGCACGAAACATACCGGTAAGTGGGGCAAGACTGTTATCGAGTACCGGNCACAGAAGACCTCACGCCTNCCCATCAnGACAn^ 

d^bcCATGGACATAGGAGGGCCCGAGCAGGAAnCGGTGTGGACATAGGGCCGGNCTGCncnGTAAAAACCTGAACCCANAAACAAC 

>:ntefc6884.seq 

dgaAAAGATAAGGAAAATATTAATGAAAAAnGAAATGGAGACTAGCCnGATCCAGAAGGTCCACCnCTCACCn 

dScCAGGACTTGATGGGTGGGACACAGGCTGAAmCAGCTTTCACTCTTCAGTGGGATCnCTAGTGCATGGTGCAACCTGCATAATOTATATAGCAGCCCTGCAGCn^ 

AmTAGGCCTAGAAAGAGAnAGAAAGAAAATAGAAACGAAAGGAAAAAATAGAGGAAAAmATCTGAGCTAAAGAAAGGC 

dffAAGAGAAGTAAGTGCAAAAGTATGCATAAnAGTGTGCATTCAGATGCAGGAACGTGGTGCTAGAGAAGCTGCT^^ 

5^ic6885.seq 

AGJCGCGTGGGGCTNGAGGCCGAAAACGGNCCnGCTGNCNCCAACNTGGAGACTNTGTACCGTGTNCGGTCTG™ 
>ftcrc6886.seq 

a^GCAnGAGGCAGCGAGCGCAGGGGmCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTm 
miAGTCAATAGGTTACTAAGATATTGCTTAGCGnAAGTTTnAACGTAATm 
/S^OGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTAmAAAAGAAM 
A^CTmAGATTAAAATGAAAGGTGACTTAAACAGCTTAAAGTTTAGnAAAAGTTG 

>A6(G6893.seq 

CjMGnAATGAGAATTTGCCCATTGTAGAGAAmCCTTCCTACTGAGAATCTACCTCT^^ 

>|^CGATnCTCmAGTCGnGGTGnAGAAGTACCAGCACAAmGAGCATTCCCATTAACAAAGGTGnCACAGTTGAG^ 

TTCCAGGACTnGGGAGGCAGAGTTGGGAGGATCACCTGATGTGAGGGGmGAGACGAGCCTGGTCAACAnGCAAAACCTTGTCTCTACTAAA^ 

GTGGCGCATACCTGTAATCCCAGGTACnGGGAGGCTGAGGCAAGAGAATCGCnGAACCCAGGAGGCAGAGGnGGAGTGAGCTGAGATCATGCCAnGCACTCCAAC 

>ncrc6901.seq 

GnGACAnGCACCCATGGACATAGGAGGGCCCGAGCAGGAAnCGGTGTGGACATAGGGCCGGTCTGCncnGTAAAAACCTGAACCCAGAAACAACACAATC^ 
AAAGGACCCAAGTACTnCGAATCTCAGTGACTCTAGGACTCTGCACTGAATGGCTGACGTGACGTGATGTCCATTGATCCCACCC 
AAGAGACCTGAACTGGGCAGACTGCAAAATAAAATCTCGGTGnCTAmATTnAmGTCTTCGTGTAAGACCnCGGGTCA^ 
TGCCCCCTGAGTGACTGCCCCCAGCCCAGGCCAGAAGACCTCCCTTCAGGTGCCGGGCGCAGGAACTGTGGTGTGTCCTACACAATGGTGCTAnC 

>ncrc6904.seq 

GAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACGGCAGATAAGnTTnTCTCmGAAAGATAGAGAnAATAGM 

TATAGTCAATAGGTOCTAAGATATTGCTTAGCGTTAAGTTmAACGTAATmAATAGCnAAGATm 

AAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCrrCTTCATGGAGC 

>ncrc6906.seq 

TCCCCATCTCCGCTGGCAGAATTACTGAAGnTGGGGTAnCCTTCCCCCATTGATACTGTmTACTAGGTGCAACTGTGAAGGAAAAACTnCn^ 
GTTTOCCAATGATATAAAAGATGCAGGGTACCCCAAACCAATmCAAAGGATTTGGAGGACTAACTGGACAAATAGTGGCAGCGCmCAACAGCT^ 
TCTGTGTATTTmCAAGAAGAGGTGGCAGCAnCAGCAGTATATTTATAAACAGGAACCTGTAGAGAAGTGCCCTGGAAGAAGGCCTGC 
ACACAGGnAGGGAGAGGTCGCTTTGAACGTGCTATAGGACCTT 

>ncrc6911.seq 

TnCGGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGAAACACAAGAAGAAACGCCTGGTGCAGAG 

AATTCGTACTTCATGGATGTGAAATGCCGAGGATGCTATAAAATGAGCACGGTCnTAGCCATGCAGAAACGGTAGTmGTGTGTTGG^^ 

AGGAAAAGCAAGGCnACAGAAGGATGnCCTTGAGGAGGAAGCAGGACTAAAAGGACTCTGAGTCAAGATGAGTGGGAAAGCATGTGAATAAACACAT^ 

>ncrc6914.seq 

CGAGTCTTAGACGGTGGATCACTCGGCTCGTGGGTCGATGAAGAAGGGAGCTAGCTGGGAGAATTAATGTGAAnGGAGGAGACATTGATCATCGAGACnCGAAGGCAGTT^ 
CCCGGGTTCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTGCCG 
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>ncrc6943.seq 

CGGCTCGTGCGTCGATGMGMCGCAGCTAGCTGCGAGAATTMTGTGMTTGCAGGACACATTGATCATCGACAOT^ 
CCTGTCTGAGCGTCGCTTGCCGAAAAAAAAG 

>ncrc6956.seq 

CCNTTTimGGAAACCTCTGCGCCATGAGTAGCCAAGTGGAGGAAGAAGCGAAT^ 

TGCACCGTGGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGTACAAGnGTGGGACTGCATGCTACTGTCTA^^ 

TCGCCCTCTGATCGCCGATCACCTCTGAGACCCACCTTGCTCATAAACAAAATGCCCATGTTGGTCCTCTGCCCTGGAC^^^ 

AGTGTAACAACCATATAATAAATCACCTCTTCCGCTGniTAGCTGAAGAAnAAA 

>ncrc6958.seq 

TGTTTGGTGCATGCCTGTAGTCCCAGTTACTCCTGAGGCCGAGGCAGGAAGATCACnGAACCCGGGAAGCAGAGACCGCAATGAGCCGACATCACGCCA^ 

GTGACAGAACAAGACTCTCTCTCAAATATATACATACATACAAACATACATAAAAAGTAAAAAATGACAAAGCAAnTGATTG 

AAGTAAGAGHACTI It 1 1 1 lATTmAmnAGTOTnAnTATTTGAAATGGAGTCTCGCTCTGTCAC 

>ncrc6963.seq 

CGGGGCGCGGTGGGTCACGGCTGTGGTCCCAGCACTnGGGAGGCCGAGGTGGGTGGATCACnGAGGTCANGAGnCAAGACCAGCGTGGGCAACATGGTGAAGCGCCGTC^^ 

GCTAAGGATAGCAAAAAnAGCCGGGCGTGGTGGCAGGCGCGTGTGGTCACAGCTGCTCGGGAGGCTGAGGCCCGAGGATCGGTTGAAACTGGGAGGTGGAGG^^ 

GATAACTGCACCAGTGCACTCCAGCCTGGGTGATAGAGTGAGACTCAGTGTCAAAAAAC 

>ncrc6967.seq 

TAGGAGCCTCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCnCTTGTCATCCTGGCGGCCTTAGCGGT^ 
TTATGAATCACATGAAAGCATGGAATCTOTGAACnAATCCCnCATTAACAGGAGAAATGGAAATACCnCATATCCCCTCAGCAGAGATGGAGAGCTA^ 
GAGAACGCTCTAAGCCTGTCCACGAGCTCAATAGGGAAGCCTGTGATGACTACAGACmGCGAACGCTACGCOATGGmATGGATACAATGCTGCCTATAATCGCTACnCA 
GQGCCGAGGGACCAAATGAGACTGAGGGAAGAAAAAAAATCTCmTmCTGGAGGCTGGCACCTGAT^ 

>iBc6971.seq 

Qis^GCNTGAGGAAGGAAAAGATAAAAGGmCTAAAACATGACGGAGGnGAGATGAAGCTTCnCATGGAGTAAAAAATGTATnAAAAG^^ 

d®AnAATACCAATAGGAGGGCAATGCTmAGATTAAAATGAAGGTGAC™AACAGCnAAAGTmGmAAAAGTTGT^^ 

44^nAAACCGAAGGTGATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCATnAAAGCCTAGnA^ 

Qll 

>nic6973.seq 

GXlTCTATATAGCTGATNGTTTmCCCTGGAAGCATnGmCTACTnGATATGACTGT^ 
I^^TAAAGTGTATATTTTTTCT 

>^Ti6980.seq 

Gi^GGTGGCTCATGCCTGTAATCCCAGCACmGGGAGGCCGAGGCAGGCGAATCACGAGGTCAGAAGATCGAGACCATCCTGGCTAACATGGT^ 

/^^AAAAAATOGCTGGGTGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAACn^ 

dSAnGCATTCCAGCCTGGGCGACAGCGAGACTCCGTCACA 

>|^983.seq 

Q©GCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAAnAATGTGAAnGCAG6ACACATTGATCATCGACACnCGAACGCACTO 
q|tGTCTGAGCGTCGCTTGCCGATAAAAGAAAAAAGGAGAAG 

^ncrc7017 S6q 

mCCGGCGGTGACGACCTACGCACACGAGAACATGCCTCTCGCAAAGGATCTCCTTCATCCCTCTCCAGAAGAGGAGAAGAGGGAA^^^ 

CAAnCCTACTTCATGGATGTGAAATGCCCAGGATGCTATAAAATCACCACGGTCmAGCCATGCACAAACGGTAGTmGTGTGTO 

GAGGAAAAGCAAGGCnACAGAAGGATGnCCTTCAGGAGGAAGCAGCACTAAAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAAT^^ 

>ncrc7019.seq 

CAGCTACTAGGGAAGCTGAGGCACAAGTAATCACnGAGCCCAGGAGACGGAGGnGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGTGACAGAGTGAGA 
>ncrc7032.seq 

CACGGTGGCTCATGCCGGTAATCCTAGCACTTTGGGAGGCCAAGGTAGACAGATCACGAGGTCAGCAATTCAAGACCAGCGTGACCAACATGGTGAAACCCGGTCTCT^ 

ACAAAAAAATTAGCCGGGCATAGTGGCTGGCACCTGTAATCGCAGCTACCCGGGAGGCTGAGGCAGAAGAATGGCGTGAACCCAGGAGGCGGAGCTTGCACTGAGTCAAGATC 

CCCTCGCACTCCAGCnGGGCGACGGAGGAAGACCCTGT 

>ncrc7033.seq 

AACGGAAAAGGAGAATCGCnGAACCCGGGAGAGGGAAGnGTGGTGAGCTGAGAnGCACCAnGCACTCCAGCCTGGGCAACAAGAGTGAAACTCTAnAAAT^ 

AATAAATAAATAAATAAATAGAATAAAAAATACAAAATnGGCCAGGCACGGTGGCTCATGCCmAAnCCAGCACmGGGAGGCCGAGGTGGGTGGATCA 

CAAGACCAGCCTGGCCAACGTGGTGAAACCGCATCTGTACTAAAATTAC 

>ncrc7036.seq 

GACTCnAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACnCGAACGCACTTG 
CGGGnCCTCCCGGGGCTACGCCTGTCTGAGCGTCGCTTG 

>ncrc7047.seq 

AGATTGAGGnCATCATCAATAGNATAAATGATAGAACAAnAAACAAGAATAAATAAAGGTGAATCAnGnCAATTATGAATATACATGATGAT^^ 
AAACACAGATGCCCCTTAAAGAAATGGATCATGAGTCCCGCCACTGCACTCCAGCGTGGGGGACAGAGCGAGACTCCGT 



>ncrc7054.seq 
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GMGGCATCTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCnGAGGAMCCGCAGATMGT^^ 
AATATAGTCAATAGGTTACTAAGATAnGCnAGCGnAAGTTTnAACGTAATmM 

>ncrc7089.seq 

AGCCTGGCCAACATGGTGAAACCCCATCNCTACTACAAAAAATACAAAAATTAGCTGGGCGTGGTGCTGGGCGCCTGT^^ 
TTGAACCCGGGAGGTGGAGGTOCAGTGACCCAAGATCATGCCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTC^^ 
GATAATCAATnGCTATTGAAGAAAGTGTGGTAAAATTGACACTGCATATACTAGTATAnAGAATGT^ 
CTCnGCCTCAATAATCTCACnAAAAGTCTATGCCAAAACCGGGCACAGTGACTCACGCCTGTA^^ 

>ncrc7095.seq 

CTCACCATTTGGGGACGCTCTCAGCTCTNTNCGCACGGCCCAGCTTCCTTCAAAATGTCTACTGTTCACGAAATCCTGTGCAAGCTCAGC^^ 

GTGCATATGGGTCTGTCAAAGCCTATACTAACmGATGCTGAGCGGGATGCTTTGAACATTGAAACAGCCATCAAGACGAAAGGTGTGGATGAGGTC^^ 

AACCGCAGCAATGCACAGAGACAGGATATTGCCnCGCCTACCAGAGAAGGACCAAAAAGGAACnGCATCAGCACTGAAGTCAGCCnATCTGGCCACCTGG^ 

GGCCTATTGAAGACACCTGCTCAGTATGACGCTTCTGAGCTAAAAGCnCCATGAAGGGGCTGGGAACCGACGAGGACTCTCTCAn 

CTGCAGGAAATTAACAG 

>ncrc7103.seq 

CTCATGCCTGTAATCGCAGCAGTnGGGANGCCGAGGCAGGCGGCTCACGAGGTCAGGAGATCGAGACTATCCTGGCTAACACGGTAAAACCC^^^ 
>ncrc7111.seq 

AGGAAGCAGAAGNAAAAAAGAGAAGGTAGGAAACAAAAAGGTAAGGGCAAAATGTACAAAC™GAAGAAAAnGGM 
GAGATAGAAAATGAAAAACAAGCTAAGACAAGTATTGGAG 

>ncrc7119.seq 

ATGAACAATATAGACATTCTCACATAAGCCCANTTCATCACCAmCCTCCTTTACCmCAGTGCAGmCTmCACATOGGC^ 
TfCTCTGGGAAGTGGTCAGCGGATCCTGCAGGGCnCTCGTCCTCTGTCTTTTGGAGAACCAGGGCTCnCTCAGGGGCTCTAGGGACTGCCAGGCTGm 
/CiCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGnGGTGAATCGGnGncmCCTGAGAm 
dPcCCCTTTmCTTCTAnAATCAAGAGAAACnCAAAGTTAATGGGATGGTCCGGATCTCACAGGCTGAGAACTC 

>lSc7143.seq 

ditMcCAACCTACCGAGCCTGGTGATAGCTGGnGTCCAAGATAGAATCTTAGnCAACmAAATnGCCCACAGAACCCTCTAAATCC^ 
AilAGCTCmGGAGAGTAGGAAAAAACCnGTAGAGAGAGTAAAAAATTTAACACCCATAGTAGGGCTAAAAG^^ 

>n0gc715O,seq 

AtS4AAACATATATGTNATACCTCCATTGGGGNATAAGCATAACCCTGAGATTCTTACTACTGATGAGA^ 

AyTACGGAATCTACCATmAAAGnAATTGCTTGTCAAGCTATAACCACAAAAATAATGAAnGATGAGAAATACA^ 

C^GAATAAAAGCG 



>fllc7164.seq 

^QGATGCAAACAATnGGAGAAGATAGAAGmGAAGTGGAAAACTGGAAGACAGAAGT^^ 

TlSGAAGAAAAAAGATAAAmAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAA^ 

AiSAGATAGGAAATGAAAATAnGTCAAGAGTHCAGATAGAAAATGAAAAAGAAGCTAAGA 

(^|CTGA 

>htfc7167.seq 

CCTACCGAGCCTGGTGATAGCTNGTTGTCCAAGATAGAATGTTAGTTCAACTnAAAmGCCCACAGAACCCTCTAAATCCCCTO 
CmGGACACTAGGAAAAAACCnGTAGAGAGAGTAAAAAAmAACACCCATAGTAGGCCTAAAAGCAGCCACCAAnAAGAA^ 
CGAAACATATAACTGAACTCCTCACACCCAAnGGACCAATCTATCACCCTATAGAAGAACTAATGTOGTATAAGTAACATGAAA^ 
AACACTGAACTGACAAnAACAGCCCAATATCTACAATCAACCAACAAGTCAnAnACCCTCACTGTCAACCCAACACAGGCATGCTCATA^^ 

>ncrc7177,seq 

GGCAnNAAGAAGCATCCTCTGCCAAGNACCAANAGGAAAGAAGAAAAAGGGCCAAAAGCCAAAATGAAACTGATGGTACnGTmCAC 

CAAGCCATGCCTGCAAATCGCCTCTCnGCTACAGAAAGATACTAAAAGATCACAACTGTCACAACCTTCCGGAAGGAGTAGCTGACCTGACACAGATTGATGTCAAT^^ 

TTTCTGGGATGGGAAGGGATGTGAGATGATCTGTOCTGCAACTTCAGCGAAnGCTCTGGTGCCCAAAAGACGTmCTTTGGACCAAAGATCT^ 

AATGAGAATCnCATGTAnCTGGAGAACAGCAnCCTGAmCCCACAAACTGCACTACATCAGTATAACTGCAnTCTAGmCTA^ 

>ncrc7178.seq 

CTGGTAAAAAGCTGGAAGATGGCCCTAAAncnGAAGTCTGGTGATGCTGCCAnGnGATATGGTTCCTGGCAAGCCCATGTGTGnGAGAGCnCTCAGACTATCCACCm 
CGCmGCTGTTCGTGATATGAGACAGACAGTTGCGGTGGGTGTCATCAAAGCAGTGGACAAGAAGGCTGCTGGAGCTGGCAAGGTCACCAAGTCTGCCCAGAAAGCTCAGAAGGC^ 
AAATGAATATTATCCCTAATACCTGCCACCCCAGTCTTAATCAGTGGTGGAAGAACGGTCTCAGAACTGnTGmCAAnGGCCATnAAGnTAG^^^ 
CAATGCATCGTAAAACCnCAGAAGGAAAGGAGAATGTmGTGGACCACmGGTmCTT^ 

>ncrc7182.seq 

TGACCTGACCTGATGTCCATTCATCCCACCCTCTCACAGnCGGACTmCTCCCCTCTCmCTAAGAGACCTGAACTGGGCAGACTGCAAAATAAA^ 

TTGTCnCCTGTAAGACCTTCGGGTCAAGGCAGAGGCAGGAAACTAACTGGTGTGAGTCAAATGCGCCCTGAGTGACTGCCCCCAGCGCAGGCGAGAAGAGCTCCCnCAGGTGCC 
GGCGGAGGAACTGTGTGTGTCGTACACAATGGNGCTAnCTGTGTCAAAGACCTCTGTAnTTnAAAACATGAAnGATAmAAA^ 

>ncrc7194.seq 

GAATCnAGTTCAACmAAAmGCCGACAGTAACCCTCTAAATCCCCTTGTAAATnAACTGTTAGTCCAAAGAGGAACAGCTCm 
AAAAAATTTAACACCCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTACCTAAAAAAT 
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Gene Name 


Accession # i Fetal 




Normal 




1 


alpha gene sequence (=HSP90) 


AF203815.1 


11 


0.08% 


561 


3.27% 


2 


ribosomal DNA complete repeating unit 


U13369.1 


11 1 0.08% 


303 


1.77% 


3 


mitochondrial genome (consensus sequence) 


X62996 


112 


0.84% 


181 


106% 


4 


decorin (DCN) 


NM_001 920.1 


14 


0.10% 


172 


1.00% 


5 


collagen type II alpha 1 (C0L2A1) 


J00116.1 


172 


1.28% 


169 


0.99% 


6 


osteonectin gene (SPARC) secreted protein, acidic,cysteine-nch 


M25746.1 


42 


0.31% 


149 


0.87% 


7 


mitochondrion, complete genome (=AF382012.1 haplotype M*1 mitochondi 


NC_001807.2 


96 


0.72% 


141 


0.82% 


8 


matrix Gla protein (MGP) 


X53331 


6 


0.04% 


140 


0.82% 


9 


proteoglycan 4 (=nnegakaryocyte stimulating factor) 


AAB09089.1 


10 


0.07% 


138 


0.80% 


10 


ribosomal protein S27 (=(metellopan8timulin 1 MPS1) 


NM_001030.1 


36 


0.27% 


105 


0.61% 


11 


putative p1 50 


AAC51 271.1 


4 


0.03% 


99 


0.58% 


12 


collagen type 1 alpha 2 (C0L1A2) 


NM_000089.1 


153 


1.14% 


88 


0.51% 


13 


be\a-2 microglobulin gene (B2M) 


gb|AF072097.1 


6 


0.04% 


88 


0.51% 


14 


metallothionein 1L(MT1L) 


NM_002450.1 


2 


0.01% 


85 


0.50% 


15 


connective tissue growth factor (CTGF) 


U14750 


6 


0.04% 


78 


0.45% 


16 


collagen type III alpha 1 (C0L3A1) 


X06700I 


54 


0.40% 


77 


0.45% 


17 


elongation factor 1 alpha 1 (EEF1A1) 


NM_001 402.1 


150 


1.12% 


66 


0.38% 


18 


scrapie responsive protein 1 (SCRG1) 


NM_007281.1 


3 


0.02% 


59 


0.34% 


19 


tumor protein translationally-controlled 1 (TPT1) 


NM_003295.1 


45! 0.34% 


50 


0.29% 


20 


fibronectin (FN) 


X02761.1 


16 


0.12% 


50 


0.29% 


21 


ribosomal protein L41 


AF026844.1 


22 


0.16% 


47 


0.27% 


22 


ribosomal RNA 18S 


X03205 


12 


0.09% 


47 


0.27% 


23 


LINE-1 REVERSE TRANSCRIPTASE HOMOLOG (=putative p150) 


spP08547 


1 


0.01% 


46 


0.27% 


24 


reverse transCRiptase 


D84391 


1 


0.01% 


45 


0.26% 


25 


ribosomal protein L7 


X52967 


45 


0.34% 


44 


0.26% 


26 


fibromodulin (FMOD) 


NM_002023.2 


8 


0.06% 


41 


0.24% 


27 


thymosin beta-4 (TMSB4X) 


M17733 


14 


0.10% 


40 


0.23% 


28 


ribosomal protein 88 (RPS8) 


NM_001012.1 


42 


0.31% 


35 


0.20% 


29 


ribosomal protein SB 


M20020 


27 


0.20% 


35 


0.20% 


30 


ribosomal protein L21 


U14967.1 


17 


0.13% 


34 


0.20% 


31 
32 


lumican (LUM) iNM_002345.1 


9 


0.07% 


33 


0.19% 


ubiquitin A-52 residue ribosomal protein fusion product 1 (UBA52) gi4507760 


7 


0.05% i 32 


0.19% 


33 


vimentin gene (VIM) 


Z19554 


33 


0.25%! 31 


0.18% 


34 


ribosomal protein S3a 


M77234 


22 


0.16% 31 


0.18% 


35 


ribosomal protein L31 


NM_000993.1 ; 15 


0.11%; 31; 0.18% 


35 


ribosomal protein L9 


U09953 j 47 


0.35% 


30i 0.17% 


37 


annexin A2 (ANXA2)(lipocortin II) 


NM_004039.1 i 14 


0.10% 


28 


0.16% 


38 


ribonuclease, RNase A family, 1 (pancreatic) (RefSeq aa 9e-73) 


NP_002924.1 ! 1 


0.01% 


28, 0.16% 


39 


ribosomal protein L34 (RPL34) 


NM_000995.1 i 23 


0.17% 


27 


' 0.16% 


40 


Ribosomal protein L4 


NM_000968.1 : 18 


0.13% 


27 


0.16% 


41 


ribosomal protein L23 


NIV1_000978.1 


18 


1 0.13% 


27 


0.16% 


42 


ribonuclease, RNase A 


NM_002937.1 


1 


0.01% 


27 


0.16% 


43 


actin, beta (ACTS) 


NM_001 101.2 


21 


0.16% 


25 


0.15% 


A A 

44 


PRO2003 


AF1 16679.1 


14 


0.10% 


24 


0,14% 


45 


ribosomal protein, large, PO (RPLPO) 


NM_001002.1 


56 


0.42% 


23 


0.13% 


46 


calmodulin 1 (phosphorylase kinase, delta) (CALM1) 


NM_006888.1 


7 


0.05% 


23 


0.13% 


47 


collagen type 1 alpha 1 (C0L1A1) 


X06269 


90 


0.67% 


22 


0.13% 


48 


guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 (G 


NM_006098.1 


21 


0.16% 


20 


0.12% 


49 


sun isolog 


AF083441.1 


8 


0.06% 


20' 0.12% 
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5C 


I NADH dehydrogenase 


AO 1 yuu 


2! 0.01% 


20 


0.12% 


51 


transcription elonqation factor B (Slll^ Dolvnentide 1-iikp ^thfrii \ 


nriQi 07 0 


1 0.01% 


20 


0.12% 


52 


^ ribosomal protein S11 (RPS11) 


lNiVl_UU1Ui0.1 


38 


0.28% 


19j 0.11% 


53 


ribosomaf protein L37 


LI IDDf 


34 


0.25% 


191 0.11% 


54 


:H factor 1 (complement) (HF1) 


InIVI_UUU loD. 1 


1 


0.01% 


19 0.11% 


55 


collagen type XI alpha 1 (C0L1 1 A1 ) 


lNlv!_UU 1004.1 


46 


0.34% 


18 


0.10% 


56 


ribosomal protein S4, X-linked (RPS4X) 


MM on inn? i 


33 


0.25% 


18 


0.10% 


5/ 


SI 00 calcium-bindina orotein A4 fcalcium DroNn rj^lwa^miin m<atflcfocin 


gi#0UD/04 


1 


0.01% 


18 


0.10% 


58 


ribosomal protein LI 3a (RPL13A) 




64 


0.48% 


17 


0.10% 


59 


Ribosomal protein S20 (RPS20) 


1NIVI_UU lUZO.l 


42 


0.31% 


17 


0.10% 


60 


ribosomal protein L6 




24 


0.18% 


17 


0.10% 


61 


brain-expressed HHCPA78 homoloaue fVDlJPi^ 




2 


0.01% 


17 


0.10% 


62 


ribosomal protein L32 (RPL32) 


Nivi_uuuyy4.i 


38 


0.28% 


16 


0.09% 


63 


ribosomal protein S29 


1 OH C-l A 4 

LolblU.1 


18 


0.13% 


16 


0.09% 


64 


transmembrane orotein BRI 


Al-z4b2z1.1 


4 


0.03% 


16 


0.09% 


65 


cytochrome c oxidase subunit VIr fCOXfin^ 


NIVI_UU4o/4.1 


3 


0.02% 


16 


0.09% 


66 


ribosomal orotein L7a (surf 31 larap siihunit 




25 


0.19% 


15 


0.09% 


67 


Sional reCOOnition Oarticle 14kD fhomolonniiQ Ain RMA-hinHinn nrntoin^/QR 




3 


0.02% 


15 


0.09% 


68 


ribosomal protein L30 


Luouyo. 1 


24 


0.18% 


14 


0.08% 


69 


translationallv controlled tumor orotein ^TCTPl 


AIDU04 


23 


0.17% 


14 


0.08% 


70 


TSC-22 protein 


UoOU4o 


8 


0.06% 


14 


0.08% 


71 


ribosomal orotein L22 (RPL22\ 


NM_ULIUyoo.1 


6 


0.04% 


14 


0.08% 


72 


nucleolar Dhosohoorotein B23 ^NIPM1^ 


ivizoDyy 


4 


0.03% 


14 


0.08% 


73 


Clusterin fCLU) SP40 40 ^=M6'^'^7Q TRPM-9 nmtpin^ 


NM_UU1oo1.1 


1 


0.01% 


14 


0.08% 


74 


RIBOSOMAL PROTEIN L10 (QU PROTFINl (T\ IMOP cji iprpcchr nM\ 


Spr^/OOO 


53 


0.40% 


13 


0.08% 


75 


ribosomal protein 812 


AOOOUO 


35 


0.26% 


13 


0.08% 


76 


ribosomal protein 825 (RPS25) 


iNlvl^UUIUzo.l 


17 


0,13% 


13 


0,08% 


77 


ribosomal orotein S23 fRPS^S^i =ni4'^'^n (nRf\ 


NIVI_001 025.1 


8 


0.06% 


13 


0.08% 


78 


thioredoxin (TXH) 


J04u2o 


4 


0.03% 


13 


0.08% 


79 


wi\ 1 ^ocrA \jtiiciiNiiuiiy icyiUM 1 j-uua c/ ^UallipUilicllC uyspiaSia, SUlOSOmai S 


M^^ AAAO/ID A 

NM_UU0o4o.1 


^ 4 


0.03% 


13 


0.08% 


80 


heat shock lOkD nrntpln 1 ^rhanprnnin iCW /f-IQPP1\ 


NM_0U2157.1 


1 


0.01% 


13 


0.08% 


81 


ribosomal protein L37a 


J 00«1 CA 


56 


0.42% 


12 


0.07% 


82 


RIBOSOMAL PROTEIN LI 7 


spP1oo21 


31 


0.23% 


12 0.07% 


83 


ribosomal protein 817 


Ml oyo^ 


28 


0.21% 


12 


0.07% 


84 


ribosomal orotein L27 fRPL271 

1 Ih/N/Wi 1 11.41 WiVil 1 1 f 1 f 11 VI ' 11 f 1 f 1 


AAAAOO 4 


27 


0.20% 


12 


0.07% 


85 


hH3.3B qene for histone H3 3 




10 


0.07% 


12 


0.07% 


86 


ferritin L chain 


M11147 


9 


0.07% 


12 


0.07% 


87 


nbosomal protein L24 (RPL24) (=ribosomal protein L30) 


NM_000986,1 


8 


0.06% 


12 


0.07% 


88 


lysosomal membrane glycoprotein CD63 (=M59907 ME491;X07982) 


M58485 


7 


0.05% 


12 


0.07% 


89 


CD63 antigen (melanoma 1 antigen) (CD63) 


NM_001 780.1 


7 


0.05% 


12 


0.07% 


90 


histone H3.3 


Z48950 


3 


0.02% 


12 


0.07% 


91 


t-complex-associated-testis-expressed Mike 1 (TCTEL1) iNM 006519 1 


2 


0.01% 


12 


0.07% 


92 


procollagen C-endopeptidase enhancer 2 (PC0LCE2) 


NM_01 3363.1 


1 


0.01% 


12 


0.07% 


93 


electron transfer flavoprotein alpha-subunit 


J04058.1 


1 


0.01% 


12 


0.07% 


94 


Ribosomal protein L36 (=RPL44) 


AF077043.1 


20 


0.15% 


11 


0.06% 


95 


ribosomal protein L39 


D79205 


15 


0.11% 


11 


0.06% 


96 


MORF-related gene X (KIAA0026) (=MRG15) 


NM_01 2286.1 


2 


0.01% 


11 


0.06% 


97 


PR01574 (mitochondrial proteolipid 68MP homolog (PLPM) 


AF1 16639.1 


2 


0.01% 


11 


0.06% 


98 


reverse transcriptase related protein 


prf1207289A 


1 


0.01% 


11 


0.06% 


99 


ribosomal protein L3 (RPL3) 


NM_000967,1 


42 


0.31% 


10 


0.06% 


100 


ribosomal protein LI 3 


AF1 12214 


33 


0.25% 


10 


0.06% 


101 


actin, gamma 1 (ACTG1) 


NM_001614.1 


31 


0.23% 


10 


0.06% 
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102 


RIBOSOMAL PROTEIN L10A (CSA-19)(RPL10A) 


P53025 


18 


0.13% 


10 


0.06% 


4 AO 

103 


ribosomal protein L35a 


NM_000996.1 


14 


0.10% 


10 


0.06% 


104 


eukaryotic translation initiation factor 3 {EIF3S6) (=INT6) 


NM__001 568.1 


13 


0.10% 


10 


0.06% 


105 


H2A histone family, member Z {H2AFZ) = D28450.1 


NM_002106.1 


4 


0.03% 


10 


0.06% 


106 


' C 1 * A/I A /"7liJ^A<<A\ 

Zinc finger protein 216 (ZNF216) 


AF062072.1 


3 


0.02% 


10 


0.06% 


107 


cytochrome c oxidase subunit II gene (ORF) 


AF004339 


3 


0.02% 


10 


0.06% 


A AO 

108 


TPT1 gene for translationally controlled tumor protein (TCTP), exons 1-6 


AJ400717.1 


2 


0.01% 


10 


0.06% 


109 


selenoprotein P (SEPP1) 


Z11793 


1 


0.01% 


10 


0.06% 


110 


ribosomal protein SI 5a 


X84407 


23 


0.17% 


9 


0.05% 


AAA 
111 


cytoskeletal gamma-actin 


X04098 


19 


0.14% 


9 


0.05% 


A A*^ 

112 


prothymosin alpha 


M 14630 


18 


0.13% 


9 


0.05% 


A A^ 

113 


ribosomal protein S13 


NM_001017.1 


17 


0.13% 


9 


0.05% 


114 


ATP synthase, H transporting, mitochondnal PC complex, subunit g (ATP5I 


Hs.107476 


4 


0.03% 


9 


0.05% 


A A C 

115 


defender against cell death 1 (DAD1) 


AIKJ A ^ A A A 

NM_001 344.1 


3 


0.02% 


9 


0.05% 


116 


TI-227H (=tomoregulin; mitchondnal) 


D50525 


2 


0.01% 


9 


0.05% 


117 


ATPase, H transporting, lysosomal (vacuolar proton pump) 9kD (ATP6H) 


NM_003945.1 


1 


0.01% 


9 


0.05% 


118 


nuclear pore complex interacting protein (NPIP) 


AF1 32984.1 


1 


0.01% 


9 


0.05% 


119 


ribosomal protein S24 


M31520 


23 


0.17% 


8 


0.05% 


120 


ribosomal protein L5 


U76609 


23 


0.17% 


8 


0.05% 


121 


heterogeneous nuclear ribonucleoprotein A1 (HNRPA1) 


NM_002136.1 




14 


0.10% 


8 


0.05% 


122 


polyubiquitin 


El 2605 


13 


0.10% 


8 


0.05% 


123iribosomal protein L12 


L06505 


12 


0.09% 


8 


0.05% 


124iribosomal protein L38 


Z26876 


8 


0.06% 


8 


0.05% 


125lpoly{A)-binding protein (PABP) 


U68105 


6 


0.04% 


8 


0.05% 


126 carboxypeptidase E (CPE) 


NIV1_001 873.1 


6 


0.04% 


8 


0.05% 


127icytochromeb(ORF) 


U09500 


5 


0.04% 


8 


0.05% 


128 


Tiggerl transposable element 


U49973.1 


5 


0.04% 


8 


0.05% 


129 


NADH dehydrogenase(ubiquinone) Fe-S protein 5 (15kD) (NADH-coenzym 


NMJ04552.1 


4 


0,03% 


8 


0.05% 


130 


thrombospondin 4 {THBS4) 


NMJ03248.1 


4 


0.03% 


8 


0.05% 


131 


F1 -ATPase epsilon-subunit (ATP5E) 


AF052955.1 


3 


0.02% 


8 


0.05% 


132 


frizzled-related protein (FRZB) 


NMJ01463.1 


3 


0.02% 


8 


0.05% 


133 


glucocorticoid-induced GILZ 


AF228339 


3 


0.02% 


8 


0.05% 


134 


Fritz mRNA, complete cds 


U91 903.1 


2 


0.01% 


8 


0.05% 


135 


actin, alpha, cardiac muscle 


NP_005150.1 


2 


0.01% 


8 


0.05% 


136 


vacuolar H-ATPase subunit 


AF038954 


1 


0.01% 


8 


0.05% 


137 


serine/threonine protein kinase Kp78 splice variant CTAK75a 


AF159295.1 




0.01% 


8 


0.05% 


138 


ribosomal protein L27A 


AB020236.1 


34 


0.25% 


7 


0.04% 


139 


ribosomal protein, large P2 (RPLP2) 


NM_001004.1 


14 


0.10% 


7 


0.04% 


140 


tumor rejection antigen (gp96) 1 (TRA1) 


XI 51 87 


10 


0.07% 




0.04% 


141 


ribosomal protein S7 


M77233 


8 


0.06% 


7 


0.04% 


142 


guanine nucleotide binding protein (G protein), alpha stimulating activity po 


BC008855.1 


8 


0.06% 


7 


0.04% 


143 


matrilin-3 (MATR3) 


Y13341 


7 


0.05% 


7 


0.04% 


144 


guanine nucleotide binding protein (G protein), alpha stimulating activity po 


NM^000516.2 


7 


0.05% 


7 


0.04% 


145 


lysosome-associated protein, transmembane - 4alpha (=014696.1 Human 


U34259.1 


6 


0.04% 


7 


0.04% 


146 


Cyr61 protein (CYR61) 


AF031385 


— 

6 


0.04% 


7 


0.04% 


147 


ribosomal protein S26 


NM_001 029.1 


6 


0.04% 


7: 0.04% 


148 


serine protease=HTRA serine protease (PRSS11)=AF1 57623.1 


107921 


5 


A AilO/ 

0.04% 


7i 0.04% 


149 


hexabrachion (tenascin C, cytotactin) (HXB) 


NM_002160.1 


4 


0.03% 


7; 0.04% 


150 


palladin (KIAA0992)= CGI-151 


NM_01 6081.1 


3 


0.02% 


1\ 0.04% 


151 


collagen lysyl hydroxylase isoform 2 (PL0D2) 


U84573 


2 


0.01% 


7 


0.04% 


152 


myosin, light polypeptide, regulatory, non-sarcomeric (20kD) (MLCB), mRN 


Hs,233936 


2 


0.01% 


7 


0.04% 


153 


procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine hydroxylase) 2 (P 


Hs.41270 


2 


0.01% 


7 


0.04% 
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154 


KVLQT1 gene (=p150) 


AJ006345.1 


2 


0.01% 


ri 

7 


0.04% 


155 


suppression of tumorigenicity 13 (Hsp70-interacting protein) (ST13) 


NM_003932.1 


2 


0.01% 


- 

7 


0.04% 


156 


spermidine/spermine N1 -acetyltransferase 


Z14136 




0.01% 


7 


0.04% 


157 


epithelial membrane protein 1 (EMP1) 


NM_001 423.1 




0.01% 


7 


0.04% 


158 


muscleblind (Drosophila)-like (MBNL) (=K1AA0428) 


NM_021038.1 




0.01% 


7 


0.04% 


159 


SOD-2 manganese superoxide dismutase 


X65965 




0.01% 


7 


0.04% 


160 


heat shock 70kD protein 10 (HSC71) (HSPA10) 


NM_006597.1 




0.01% 


7 


0.04% 


161 


MADS/MEF2-family transcription factor (MEF2C) mRNA, complete cds 


L08895.1 




0.01% 


7 


0.04% 


162 


ribosomal protein Li 5 


NM_002948.1 


26 


0.19% 


6 


0.03% 


163|collagen type IX alpha 3 (COL9A3) 


AF026802.1 


26 


0.19% 


6 


0.03% 


164iribosomal protein L26 


X69392 


18 


0.13% 


6 


0.03% 


165 


FK506 binding protein (Fkbp63) 


AF090334 


8 


0.06% 


6 


0.03% 


166 


nascent-polypeptide-associated complex alpha polypeptide (NACA) 


NM_005594.1 


6 


0.04% 


6 


0.03% 


167 


collagen type XIV variant C-terminal NCI and 3'UTR 


Y11711 


6 


0.04% 


6 


0.03% 


168 


Tislldgene 


U07802 


5 


0,04% 


6 


0,03% 


169 


transforming growth factor beta-stimulated protein TSC-22 (TSC22) 


NM_006022.1 


5 


0.04% 


6 


0.03% 


170 


ADP/ATP translocase 


J03592 


5 


0.04%: 6 


0.03% 


171 


ferritin heavy chain L20941 .1 


4 


0.03%! 6 


0.03% 


172 


testis enhanced gene transCRipt protein (TEGT) 


AF033095 


4 


0.03%, 6 


0.03% 


173 


translocation protein l(TLOCI) 


NM_003262.1 


3 


0.02% 


6 


0.03% 


174 


mannosidase, beta A, lysosomal (MANBA) gene, and ubiquitin-conjugating 


AF224669.1 


3 


0.02% 


6 


0.03% 


175 


lactate dehydrogenase B (LDH-B) 


Y00711 i 3 


0.02% 


6 


0.03% 


176 


peroxiredoxin 1 (PRDX1) (=NKEFA) 


NM_002574.1 i 3 


0.02% 


6 


0.03% 


177 


membrane protein CHI (CHI) 


AB020980 


3 


0.02% 


6 


0.03% 


178 


fibroblast activation protein, alpha; seprase (FAP) 


NM_004460.1 


2 


0.01% 


6 


0.03% 


179 


cig19 (=031887.1 KIAA0062) 


AF026940.1 




0.01% 


61 0.03% 


180 


transmembrane protein (CD59) 


IV184349.1 




0.01% 


6! 0.03% 


181 


chloride intracellular channel 4 like (CLIC4L) 


NM_01 3943.1 




0.01% 


6 


0.03% 


182 


protein C Inhibitor [human, leukocytes, Genomic, 1402 nt, segment 5 of 5] 


S69366.1 




0.01% 


6 


0.03% 


183 


ubiquitin-conjugating enzyme E2B (RAD6 homolog) (UBE2B) 


NM_003337.1 




0.01% 


6 


0.03% 


184 


nuclear factor of kappa light polypeptide gene enhancer in B-cells 1(NFKB1 


AF213884.1 




0.01% 


6 


0.03% 


185 


tubulin beta 


AF070561 


19 


0.14% 


5 


0.03% 


186 


ribosomal protein L44 (RPL44) 


NM_001001.1 


14 


0.10% 


5 


0.03% 


187 


v-fos FBJ murine osteosarcoma viral oncogene homolog (FOS) 


NM_005252.2 


121 0.09% 


5 


0.03% 


188 


triosephosphate isomerase (TPI1) 


M10036 


8i 0.06% 


5 


0.03% 


189 


myosin regulatory light chain 


X54304 


6i 0.04% 


5 


0.03% 


190 


lysyl oxidase 


U22384 


6 


0.04% 


5 


0.03% 


191 


insulin-like growth factor binding protein 5 (IGFBP5) gene 


L27556.1 


6 


0.04% 


5 


0.03% 


192 


cathepsin K{pycnodysostosis)(CTSK) 


NM_000396.1 


5 


0.04% 


5 


0.03% 


193 


B-cell translocation protein 1 (BTG1) 


X61123 


5 


0.04% 


5 


0.03% 


194 


cytochrome c oxidase subunit VI lb 


Z14244 


4 


0.03% 


5 


0.03% 


195 


cell division cycle 10 (homologous to CDC1 0 of S. cerevisiae) (GDG1 0) 


NM_001788.1 


4 


0.03% 


5 


0.03% 


196 


activating transCRiption factor 4 (tax-responsive enhancer element B67) (/^ 


gi4502264 


4 


0.03% 


5 


0.03% 


197 


integral membrane protein 2A (ITM2A) 


NM_004867.1 


4 


0.03% 


5 


0.03% 


198 


transforming growth factor beta-induced, 68kD (TGFBl) 


NM_000358.1 


3 


0.02% 


5 


0.03% 


199 


eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2) 


NM_001418.1 


3 


0.02% 


5 


0.03% 


200 


Sec61 gamma 


AF054184 


3 


0.02% 


5 


0.03% 


201 


miCRosomal signal peptidase 


AF061737 


3 


0.02% 


5 


0.03% 


202 


actin binding protein ABP620 


AB029290.1 


3 


0.02% 


5 


0.03% 


203IWSB-1 isoform 


AF1 06684.1 


3 


0.02% 


5 


0.03% 


204 


heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1) 


NM_002137.1 


3 


0.02% 


5 


0.03% 


205 


peptidylglycine alpha-amidating monooxygenase (PAM) 


M37721 


2 


0.01% 


5 


0.03% 
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206 


small nuclear ribonucleoprotein D2 polypeptide (16.5kD) (SNRPD2) lNM_004597.3 


2 


0.01% 


5 


0.03% 


207 


syndecan binding protein (syntenin) {SDCBP)(ORF) = AF000652.1 


NM_005625.1 


2 


0.01% 


5 


0.03% 


208 


JKTBP2, JKTBP1, complete cds 


AB017018.1 


2 


0.01% 


5 


0.03% 


209 


cartilage intermediate layer protein, CILP 


AB022430.1 




0.01% 


5 


0.03% 


210 


ring-box 1 (RBX1) 


NM_01 4248.1 




0.01% 


5 


0.03% 


211 


allograft inflammatory factor 1 (AIF1) 


NM_001 623.2 : 1 


0.01% 


51 0.03% 


212 


fi-agile 16D oxido reductase (FOR) 


AF217490.1 




0.01% 


5 


0.03% 


213 


PR01873 


AF11 9859.1 


1 


0.01% 


5 


0.03% 


214 


poly(rC)-binding protein 2 (PCBP2) 


NM_005016.1 


1 


0.01% 


5 


0.03% 


215 


collagen type IX alpha 1 (C0L9A1)(0RF) 


NM_001851.1 


74 


0.55% 


4 


0.02% 


216 


collagen type XI alpha2 (C0L1 1 A2) 


U41068.1 


34 


0.25% 


4 


0.02% 


217 


lectin, galactoside-binding, soluble, 1 (galectin 1) (LGALSI)mRNA (=14 kd 


NM_002305.2 


22 


0.16% 


4 


0.02% 


218 


T-cell cyclophilin 


Y00052 


18 


0.13% 


4 


0.02% 


219 


chondromodulin 1 precursor (CHM-I) 


NIVI_007015.1 


15 


0.11% 


4 


0.02% 


220 


ribosomal protein LI 4 


D87735 


12 


0.09% 


4 


0.02% 


221 


heparan sulfate proteoglycan (HSPG) (0CI5) 


J04621.1 


9 


0.07% 


4; 0.02% 


222 


annexin A5 (ANXA5)(lipocortin-V) 


NM_001 154.2 


9 


0.07% 


4' 0.02% 


223 


solute carrier family 25 (mitochondrial carrier; phosphate carrier), member ; 


NM_005888.1 


6 


0.04% 


4 


0.02% 


224 


nuclear protein SDKS (=MEMA) 


Y10351 


6 


0.04% 


4 


0.02% 


225 


NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, MLRQ) (1 


NM_002489.1 


5 


0.04% 


4 


0.02% 


226 


collagen type Vi alpha 3 (COL6A3) 


N1VI_004369.1 


5 


0.04% 


4 


0.02% 


227 


enhancer of rudimentary homologue 


U66871 


5 


0.04% 


4 


0.02% 


228 


HSPC330mRNA(=HSPC016) 


AF161448.1 


5 


0.04% 


4 


0.02% 


229 


peripheral myelin protein 22 


M94048 


5 


0.04%; 4 


0.02% 


230 


bone sialoprotein (BNSP) 


LI 0363.1 


5 


0.04% i 4 


0.02% 


231 


lactate dehydrogenase A (LDHA) 


NM_005566.1 


4 


0.03%; 4 


0.02% 


232 


tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation proteir 


NM_003404.1 


4 


0.03% 


4 


0.02% 


233 


heterogeneous nuclear ribonucleoprotein D-like (HNRPDL) 


NM_005463.1 i 4 


0.03% 


4 


0.02% 


234 


heterogeneous nuclear ribonucleoprotein D (hnRNP D) (52% aa) 


D55671 


4 


0.03% 


4 


0.02% 


235 


platelet-derived growth fector receptor alpha (PDGFRA) 


M21574 


4 


0.03% 


4 


0.02% 


236 


cyclin 1 


D50310 


4 


0.03% 


4 


0.02% 


237 


protein phosphatase 2 (formerly 2A), catalytic subunit, alpha isoform (PPP2 


NM_002715.1 


4 


0.03% 


4 


0.02% 


238 


melanoma growth regulatory protein MIA 


X75450 


4 


0.03% 


4 


0.02% 


239 


phosphoglycerate kinase 1 (PGK1) (ORF) 


NM_000291.1 


3 


0.02% 


4 


0.02% 


240 


Heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) 


NM_004501.1 


3 


0.02% 


4 


0.02% 


241 


alpha-2-macroglobulin 


D83196 


3 


0.02% 


4 


0.02% 


242 


sin3 associated polypeptide (SAP18) 


AF1 53608 


3 


0,02% 


4 


0.02% 


243 


ubiquinol-cytochrome c reductase complex (7.2 kD); hypothetical protein (F 


NP_037519.1 


2 


0.01%! 4 


0.02% 


244 


DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA helicase, 68kD) (D 


NM_004396.1 


2 


0.01% 


4 


0.02% 


245 


GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68) (=p62) 


NM_006559.1 


2 


0.01% 


4, 0.02% 


246 


latent transforming growth factor beta binding protein 1 (LTBP1) 


NM_000627.1 


2 


0.01% 


4 


0.02% 


247 


myosin, light polypeptide 1, alkali; skeletal, fast (MYL1) 


NM_002475.1 


2 


0.01% 


4 


0.02% 


248 


melanoma inhibitory 


NM_006533.1 


2 


0.01% 


4 


0.02% 


249 


integrin beta 1 subunit 


X07979.1 




0.01% 


4 


0.02% 


250 


TGF-betallR alpha 


D50683 


i; 0.01% 


4 


0.02% 


251 


CGl-1 10 protein 


AF151868.1 


1i 0.01% 


4 


0.02% 


252 


HS1 protein (=YWHAQ) 


X57347 




i 0.01% 


4 


0.02% 


253 


cytochrome c oxidase subunit Vila polypeptide 2 like (COX7A2L) 


Nl\/I_004718.1 




0.01% 


4 


0.02% 


254 


zinc finger transCRiption factor GKLP 


AF105036.1 




0.01% 


4 


0.02% 


255 


KIAA0438 


AB007898.1 




0.01% 


4 


0.02% 


256 


T245 protein (T245) =TM4SF6=TM4-D 


AF043906 




0.01% 


4 


0.02% 


257 


SMT3 (suppressor of mif two 3, yeast) homolog 2 (SMT3H2) 


NM_006937.1 




0.01% 


4 


0.02% 
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AD-01 7 protein 


AF1 5731 8.1 




0.01% 


4 


0.02% 


259 


KIAA01 64 


D79986 


1 


0.01% 


4 


0.02% 


laminin B2 chain 


M55210 




0.01% 


4 


0.02% 


261 


TRAM protein 


CAA45218.1 




0.01% 4 


0.02% 


262 


dual spedficity phosphatase 1 (DUSP1) 


NM_004417.2 




0.01%; 4 


0,02% 


263 


over-expressed breast tumor protein 


L34839 




0.01%! 4 


0,02% 


264 


cathepsin L (CTSL) 


NM_001912.1 




0.01% 4 


0,02% 


265 


chondroitin sulfate proteoglycan 2 (versican) (CSPG2) 


NM_004385.1 




0.01% 


4 


0,02% 


266 


ubiquitin-conjugating enzyme E2 variant 1 (LIBE2V1) 


NM_003349.1 




0.01% 


4 


0.02% 


267iintegrin alpha 10 subunit (ITGA10) 


AF112345.1 




0.01% 


4 


0.02% 


268 1 signal sequence receptor, gamma (translocon-associated protein gamma) 


NM_007107.1 


1| 0.01% 


4 


0.02% 


269 


fragile X mental retardation 1 (FMR1) 


NIV1_002024.1 


11 0.01% 


4 


0.02% 


270 


X-iinked anhidroitic ectodermal dysplasia protein gene (EDA), exon 2 and f 


AF003528.1 




0.01% 


4 


0.02% 


271 


secreted frizzled-related protein 1 (SFRP1) 


NM_003012.2 1 1 


0.01% 


4 


0.02% 


272 


proteasome (prosome macropain) beta type, 4 (PSMB4) 


NM_002796.1 




0.01% 


4 


0.02% 


273 


thrombospondin 3 (THBS3) (RefSeq aa 3e-59) 


NP_009043.1 




0.01% 


4 


0.02% 


274 


laminin, gamma 1 (fomierly LAMB2) (LAMC1), 


NM_002293.2 




0.01% 


4 


0,02% 


275 


ribosomal protein S21 (RPS21) 


L04483 


21 


0.16% 


3 


0,02% 


276 


ribosomal protein LI 9 


X63527 


16 


0.12% 


3 


0,02% 


2// 


Tubulin alpha isoform 1 


AF081484 


16 


0.12% 


3 


0,02% 


278 


H3 histone, family 3A(H3F3A) 


NM_002107.1 


8' 0.06% 


3 


0,02% 


279 


ribophorin II {RPN2) 


Y00282 


7 


0.05% 


3 


0.02% 


280 


neural precursor cell expressed, developmentally down-regulated 5 (NEDD 


NM_004404.1 


6 


0.04% 


3 


0.02% 


281 


heat shock 90kD protein 1 beta (HSPCB) 


NII4_007355.1 


6 


0.04% 


3 


0.02% 


282 


eukaryotic translation elongation factor 1 gamma (EEF1G) 


NM_001404.1 


6 


0.04% 


3 


0.02% 


283 


dynein light chain 1 (hdld), cytoplasmic 


U32944 


5 


0.04% 


3 


0.02% 


284 


GABA(A) receptor-associated protein (GABARAP) 


Nl\^_007278.1 


5 


0.04% 


3 


0,02% 


285 


cyclophilin B (hCyPB) 


M60857 


5 


0.04% 


3 


0,02% 


286 


cytochrome c oxidase, liver specific (EC 1.9.3.1.) 


XI 5822 


4 


0.03% 


3 


0.02% 


287 


mitochondrial ubiquinone-binding protein 


M26700 


4 


0.03% 


3 


0.02% 


288 


low molecular mass ubiquinone-binding protein 


D50369 


4 


0.03% 


3 


0.02% 


289 


protein tyrosine phosphatase (hR-PTPu) 


X58288 


4 


0.03% 


3 


0.02% 


290 


Huntingtin interacting protein 


AF049103 


4 


0.03% 


3 


0.02% 


291 


interCRine-alpha (hIRH) 


U19495 


4 


0.03% 


3 


0.02% 


292 


cathepsin B (CTSB) 


L22569 


3 


0.02% 


3 


0.02% 


293 


thyroid receptor interactor (TRIP7) 


L40357 


3 


0.02% 


3 


0.02% 


294 


pre-mRNA splicing factor (SFRS3) 


AF1 07405.1 


3 


0.02% 


3 


0.02% 


295 


alpha E-catenin (CTNNA1) gene 


AF102803.1 


3 


0.02% 


3 


0.02% 


296 profilin II 


LI 0678.1 


3 


0.02% 


3 


0.02% 


297 


16.7Kd protein 


AF078845.1 


3 


0.02% 


3 


0.02% 


298 


tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation proteir 


NiVl_006826,1 


3 


0.02% 


3 


0.02% 


299 


prostatic binding protein (PBP) 


NM_002567.1 


3 


0.02% 


3 


0.02% 


300 


nidogen-2 


AJ223500 


3 


0.02% 


3 


0.02% 


301 


valosin-containing protein(VCP) 


NM_007126.2 


3 


0.02% 


3 


0.02% 


302 


tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, pseudoinfl 


NIVI_000362.1 


2 


0,01% 


3 


0.02% 


303 


cytochrome c oxidase subunit Vila (C0X7C) 


NIVI_001867.1 


2 


0.01% 


3 


0.02% 


304 


ubiquitin-like 1 (sentrln) (UBL1) (=SUM0-1) 


NM_003352,1 


2 


0.01% 


3 


0.02% 


305 


cytosolic selenium-dependent glutathione peroxidase (=L09159 RHOA prol 


M83094 


2 


0.01% 


3 


0.02% 


306 


BCL2/adenovirus E1B 19kD-lnteracting protein 3 (BNIP3) 


U15174 


2 


0.01% 


3 


0.02% 


307 


NADH dehydrogenase subunit 2 (ND2) 


AF014897.2 


2 


0.01% 


3' 0.02% 


308 


poly(A)-binding protein, cytoplasmic 1 (PABPC1) 


Nl\/1_002568.1 j 


2 


0.01% 


3 


0.02% 


309 


PAPS synthetase-2 (PAPSS2) 


AF074331.1 1 


2 


0.01%, 


3" 


' 0^02% 
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310 


TATA box binding protein (TBP)-associated factor, RNA polynnerase II, F, £ 


NM_005642.1 


2 


0.01% 


3 


0,02% 




311 


MAGUK protein p55T (=AB002323 KIAA0325) 


AF162130.1 


2 


0.01% 


3 


0.02% 




312 


adaptor-related protein complex 3, sigma 1 subunit (CLAPS3) 


NM_001 284.1 


2 


0.01% 


3 


0.02% 




313 


KIAA0372 


AB002370.1 


2 


0.01% 


3 


0.02% 




314 


ubiqulnol-cytochrome c reductase hinge protein (UQCRH) 


NM_006004.1 


2 


0.01% 


3 


0.02% 




315 


non-hlstone chromosome protein 2 (S. cerevisiae)-like 1 (NHP2L1)=D5042i 


NM_005008.1 


2 


0.01% 


3 


0.02% 




316 


heterogeneous nuclear ribonucleoprotein M (HNRPM) 


5174610 


2; 0.01% 


3 


0.02% 




317 


Golgi apparatus protein 1 (GLG1) 


NM_01 2201.1 


2 


0.01% 


3 


0.02% 




318|moesin (MSN) 


NM_002444.1 


2 


0.01% 


3 


0.02% 




319 


nucleolar phosphoprotein p130 (PI 30) 


NM_004741.1 


2 


0.01% 


3 


0.02% 




320 


neuroendocrine-specific protein G like (foocen) (NSP-GL) reticulon 4 (RTN 


NM_007008.1 




0.01% 


3 


0.02% 




321 


mitochondrial proteolipid 68MP homolog (PLPM) 


NM_004894.1 




0.01% 


3 


0.02% 




322 


hepatitis B virus X interacting protein (XIP) 


AF029890 




0.01% 


3 


0.02% 




323 


activated RNA polymerase (PC4) 


NM_006713.1 




0.01% 


3 


0.02% 




324 


FRG1 


L76159 




0.01% 


3 


0.02% 




325 


CD164 antigen, sialomucin {CD164) 


NM_006016.1 




0.01% 


3 


0.02% 




326 


ganglioside expression factor 2 (GEF-2) 


NM_007285.1 




0.01% 


3 


0.02% 




327 


SI 64 (=AC004858 U1 small ribonucleoprotein 1SNRP homologue) 


AF1 09907 




0.01% 


3 


0.02% 




328 


sema domain immunoglobulin domain (lg)(semaphorin) 3E (SEMA3E)(= Kl 


NM_012431.1 




0.01% 


3 


0.02% 




329 


prion protein (p27-30) (Creutzfeld-Jakob disease, Gerstmann-Strausler-Scf 


NM_000311.1 




0.01% 


3 


0.02% 


m 


330 


interleukin 1 receptor, type 1 (IL1R1) = M27492.1 


NM_000877.1 




0.01% 


3 


0.02% 


Ill 


331 


zinc finger protein 9 (a cellular retroviral nucleic acid binding protein) {. 


gi4827070 




0.01% 


3 


0.02% 


*- 1 


332 


KIAA0242 


D87684 


1! 0.01% 


3 


0.02% 




333 


PPP1R5 


AF1 10824.1 




0.01% 


3 


0.02% 


St I 


334 


transfomiing, acidic coiled-coil containing protein 1 (TAGG1=AF049910 


NM_006283.1 




0.01% 


3 


0.02% 




335 


clathrin, light polypeptide (Lea) (CLTA) 


NM_007096.1 




0.01% 


3 


0.02% 




336 


KIAA0069 gene 


D31885.1 




0.01% 


3 


0.02% 




337iuncharacterized bone marrow protein BM034 (=AK000571 FLJ20564 fis) (= 


AF217511.1 




0.01% 


3 


0.02% 




338 


Membrane cofactor protein 


X59408.1 




0.01% 


3 


0.02% 




339 


KIAA0349gene 


AB002347.1 




0.01% 


3 


0.02% 




340 


TGF-beta inducible early protein (TIEG) 


U21847 




0.01% 


3 


0.02% 




341 


CD59 antigen p18-20 (antigen identified by monoclonal antibodies 16.3A5, 


NM_000611.1 




0.01% 


3 


0.02% 


11= 


342 


signal peptidase complex (ISkD) (SPC18) 


NM_014300.1 




0.01% 


3 


0.02% 




343 


archain 1 (ARCN1) 


gi4502194 




0.01% 


3 


0.02% 




344 


selenoprotein W (hSelW) 


AF01 5283.1 




0.01% 


3 


0,02% 




345 


nuclear factor l/B(NFIB) 


NM_005596.1 




0.01% 


3 


0.02% 




346 


KIAA0174 


D79996 




0.01% 


3 


0.02% 




347 


heterogeneous nuclear ribonucleoprotein HI (M) (MNRPH1) 


NM_005520.1 




0.01% 


3 


0.02% 




348 


calcium modulating cydophilin ligand CAMLG (GAMLG) 


AF068179,1 




0.01% 


3 


0.02% 




349 


KIAA0527 


AB01 1099.1 




0.01% 


3 


0.02% 




350 


retrovirus-related hypothetical protein II (=X52235 ORFII) 


S23650 




0.01% 


3 


0.02% 




351 


polymerase (RNA) II polypeptide G (P0LR2G) 


NM 002696.1 ' 1 


0.01% 


31 0.02% 




352 


peptidylprolyl isomerase A (cydophilin A) (PPIA), mRNA/cds=(44,541) /gb 


Hs.342389 




0.01% 


3 


0.02% 




353 


S100 caldum-binding protein, beta (neural) (S100B) 


NM_006272.1 




0.01% 


3 


0.02% 




354 


phosphatidic add phosphatase 2b (PPAP2B) 


AB000889 




0.01% 


3 


0.02% 




355 


KIAA1354 


AB037775 




0.01% 


3 


0.02% 




356 


glycyl-tRNA synthetase; glydne tRNAIigase (RefSeq aa 1e-45) 


NP_002038.1 


1' 0.01% 


3 


0.02% 




357 


coagulation factor XIII, A1 polypeptide (F13A1) 


NM_000129.1 


i; 0.01% 


3 


0.02% 




358 


CGI-31 protein (LOC51075), 


NM_01 5959.1 




1 0.01% 


3 


0.02% 




359 


caltractin (20kD caldum-binding protein) (GALT) 


NM_004344.1 




0.01% 


3 


0.02% 




360 


PCS cell line (TL27) 


X75684.1 




0.01% 


3 


0.02% 




361 


glyceraldehyde 3-phosphate dehydrogenase (GADPH) 


J02642 


41 


0.31% 


2 


0.01% 
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NM_003246.1 


5 


0.04% 


2 


0.01% 


Oo 1 


cyiosoiic inyroiQ normone-Dinaing protein (-M^oZzo MZ-type pyruvate kina 


M26252 


5 


0.04% 


2 


0.01% 


OoZ 


fatty acid binding protein (adipocyte lipid-binding protein) 


NM_001 442.1 


4 


0.03% 


2 


0.01% 


OOO 


78 i<D glucose-regulated protein (GRP78) gene (=BiP protein) 


M19645.1 


4 


0.03% 


2 


0.01% 


oo4 


fibrillin (FBN1) 


X63556 


4 


0.03% 


2 


0.01% 


OoO 


nuclease sensitive element binding protein 1 (NSEP1) = L28809.1 dbpB-lik 


NM_004559.1 


4 


0.03% 


2 


0.01% 


OoD 


HSPC016, mRNA/cds=(38,232)/gb=NM_01 5933 /gi=7705430/ug=Hs. 171 


Hs. 171 774 


4 


0.03% 


2 


0.01% 


7.9,1 
00/ 


cellular growth-regulating protein | LI 0844 


4 


0.03% 


2 


0.01% 


000 


anti-oxidant protein 2 (non-selenium glutathione peroxidase, acidic calcium 


NIVI_004905.1 


4 


0.03% 


2 


0.01% 


00 y 


small EDRK-rich factor 2 (SERF2) 


NM_005770.1 


4 


0.03% 


2 


0.01% 


oyu 


chondroadherin (CHAD) 


U96769 


4 


0.03% 


2 


0.01% 


oy 1 


general transcription factor 2-1 (GTF21) 


AF038968 


4 


0.03% 


2 


0.01% 


oyz 


CD9 antigen (p24/CD9) 


L08125 


3 


0.02% 


2 


0.01% 


393 


prefoldin 5 (PFDN5) (=D89667 c-myc binding protein) 


NP_002615.1 


3 


0.02% 


2 


0.01% 


394 


tomoregulin 


AB004064.1 


3 


0.02% 


2 


0.01% 


395 


phenylalkylamine binding protein gene 


AF196969.1 


3 


0.02% 


2 


0.01% 


396 


ERF-1 


X79067.1 


3 


0.02% 


2 


0.01% 


397 


collagen type VI alpha 1(C0L6A1) 


XI 5880 


3 


0,02% 


2 


0.01% 


398iKIM1077 


AB029000.1 


3 


0.02% 


2 


0.01% 


399 


SWI/SNF related, matrix associated (SMARCA1) 


gi4507066 


3 


0.02% 


2 


0.01% 


400 


ornithine aminotransferase 


M29927 


3 


0.02% 


2 


0.01% 


401 


reticulocalbin 2, EF-hand calcium binding domain (RCN2) =X78669 (ORF) 


NM_002902.1 


3 


0.02% 


2 


0.01% 


402 


KIAA0143gene 


D63477.1 


3 


0.02% 


2 


0.01% 


403 


myristoylated alanine-rich C-kinase substrate (=D10522 80K-L protein) 


M68956 


3 


0.02% 


2 


0.01% 


404 


laminin, alpha 4 (LAMA4) 


NM_002290.1 


3 


0.02% 


2 


0.01% 


405 


vascular endothelial growth factor (VEGF) 


AF024710.1 


3 


0.02% 


2 


0.01% 


406 


RNA-binding protein regulatory subunit 


AF021819 


3 


0.02% 


2 


0.01% 


407 


ATP SYNTHASE A CHAIN (PROTEIN 6)(0RF) 


P00846 


3 


0.02% 


2 


0.01% 


408 


SI 00 calcium-binding protein A13 (S100A13) 


NM_005979.1 


3 




2 


0.01% 


409 


glucocorticoid receptor AF-1 specific elongation factor 


AF174496.1 


3 


0.02% 


2 


0.01% 


410 


complement factor H (=M17517) 


Y00716 


2 


0.01% 


2 


0.01% 


411 


SPARC-like 1 (mast9, hevin) (SPARCLI) 


NM_004684.1 


2 


0,01% 


2 


0.01% 


412 


vacuolar sorting protein VPS29/PEP11 (LOC51699) 


NM_016226.1 


2 


0.01% 


2\ 0.01% 


413 


UDP-glucose dehydrogenase (UGDH) 


AF061016 1 2 


0.01% 


21 0.01% 
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AAA 

414 


SET translocation (myeloid leukemia-associatecl) (SET) =M93651 


NM_003011.1 


2 


0.01% 


2 


0.01% 


/UK 

410 


norUUoO protein (LUOOibby}, NrUUUo 


NM 016127.1 


2 


0.01% 


2 


0.01% 


416 


karyopherin alpha 4 (=importin alpha 3) (KPNA4) 


NM_002268.1 


2 


0.01% 


2 


0.01% 


417 


CYTOCHROME C OXIDASE POLYPEPTIDE II 


spP00403 


2 


0.01% 


2 


0.01% 


418 


apoptosis related protein APR-1 


AF1 43235.2 


2 


0.01% 


2 


0.01% 


419 


HSPC194 


AF1 51 028.1 


2 


0.01% 


2 


0.01% 


420 


KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor : 


NM_006854.2 


2 


0.01% 


2 


0.01% 


421 !poly(rC)-binding protein 1 (PCBP1) 


NM_006196.1 


2 


0.01% 


2 


0.01% 


422 immunoglobulin lambda gene 


D87003.1 


2 


0.01% 


2 


0.01% 


423iNADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, ASHI) (N 


NM_005004.1 


2 


0.01% 


2 


0.01% 


424 


cyclophilin-related protein (NKTR) gene (=PAC RPCI4-613B23) 


A A f\ A A A ft A 

AF184110.1 


2 


0.01% 


2 


0.01% 


425 


chaperonin containing T-complex subunit 6 (CCT6) = L27706.1 


NM_001 762.1 


2 


0.01% 


2 


0.01% 


426 


low density lipoprotein receptor 


L00352 


2 


0.01% 


2 


0.01% 


427 


chaperonin containing TCP1 subunit 4 (delta) (CCT4) 


NM_006430.1 


2 


0.01% 


2 


0.01% 


428 


translocase of outer mitochondrial membrane 20 (yeast) homolog (KIAAOO' 


NM_014765.1 


2 


0.01% 


2 


0.01% 


429 


serine/threonine kinase KPM 


AF207547.1 


2 


0.01% 


2 


0.01% 


430 


alcohol dehydrogenase.class III (ADH5) chi subunit 


M30471 


2 


0.01% 


2 


0.01% 


431 


phosphatidic acid phosphatase 2a 


AB000888 


2 


0.01% 


2 


0.01% 


432 


KIAA0670 protein/acinusL (no-exact match 42% a.a.) 


NP_055792.1 


2 


0.01% 


2 


0.01% 


433 


aspartyl-tRNA synthetase (DARS) 


NM_001 349.1 


2 


0.01% 


2 


0.01% 


434 


cystatin B 


U46692 


2 


0.01% 


2 


0.01% 


435 


cytoplasmic beta-actin 


M10277 


2 


0.01% 


2 


0.01% 


436 


YEAF1 (YY1 and E4TF1 associated factor 1) 


AB029551.1 


2 


0.01% 


2 


0.01% 


437 


Zn-15 transCRiption factor (Zfp-15) (=AB01 1 102 Human KIAA0530) 


AF017806 


2 


0.01% 


2 


0.01% 


438 


proteasome (prosome, macropain) subunit, beta type, 7 (PSMB7) 


NM_002799.1 


2 


0.01% 


2 


0.01% 


439 


gelsolin, plasma (GSN) 


X04412 


2 


0.01% 


2 


0.01% 


440 


C90RF3 


AF043897.1 


2 


0.01% 


2 


0.01% 


441 


splicing factor 3b. subunit 2, 145kD (SF3B2) 


NM_006842,1 


2 


0.01% 


2 


0,01% 


442 


splicing factor, arginine/serine-rich 4 (SFRS4) 


Kik< f\n^f^/\fs A 

NM_005626.1 


2 


0.01% 


2 


0.01% 


443 


CGI-120 protein (LOC51644) 


NM 016057.1 


2 


0.01% 


2 


0.01% 


444 


tumor antigen (L6) 


M90657,1 


2 


0.01% 


2 


0.01% 


445 


heat shock factor binding protein 1 {HSBP1) 


NM_001 537.1 


'I 


0.01% 


2 


0.01% 


446 


15 kDa selenoprotein (SEP15) 


AF051894 


'I 


0.01% 


2 


0.01% 


447 


epidermal growth factor receptor kinase substrate (Eps8) 


U 12535 




0.01% 


2 


0.01% 


448 


Down syndrome candidate region 1 (DSCR1) 


ftlftj A A A A 

NM_004414.2 




0.01% 


2 


0.01% 


449 


matrilin-2 precursor 


U69263 




0.01% 


2 


0.01% 


450 


CYTOCHROME C OXIDASE POLYPEPTIDE 1 


P00395 




0.01% 


2 


0.01% 


451 


KIAA0663 


AB014563 




0.01% 


2 


0.01% 


452 


palmitoyl-protein thioesterase (PPT) 


AF022211 


'I 


0.01% 


2 


0.01% 


453 


KIAA0102 


D 14658 


'I 


0.01% 


2 


0.01% 


454 


NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 (13kD, B13) (N 


ft tft J ^^f^^KX^ A 

NM_005000.1 




0.01% 


2 


0.01% 


455 


GW128 


AF1 07406 




0.01% 


2 


0.01% 


456 


SLC1 1 A3 iron transporter 


AF21 5636.1 




0.01% 


2 


0.01% 


457 


esterase D 


AF1 12219 




0.01% 


2 


0.01% 


458 


DRP-2 dihydropyrimidinase related protein 2 


AB020777.1 




0.01% 


2 


0.01% 


459 


KIAA0530 


AB011102 




o.or/o 


2 


0.01% 


460 


ribosomal protein L33-like protein 


AF047440 




U.U1 70 




0.0170 


461 


synaptophysin-like protein (SYPL) 


gi5803184 




0.01% 


2 


0.01% 


462 


conserved gene amplified in osteosarcoma (0S4) 


NM_005730.1 




0.01% 


2 


0.01% 


463 


DNA-binding protein A gene 


L29073.1 




0.01% 


2 


0.01% 


464 


YME1 (S.cerevisiae)-like 1(YME1L1), = AJ132637.1 ATP-dependentmetal(NMJ1 4263.1 




0.01% 


2 


0.01% 


465 


jumping translocation breakpoint (JTB) =AB016488 hJTB (ORF) 


NM_006694.1 




0.01% 


2 


0.01% 



Figure 15 - Relative EST Frequency of Unique Known Genes Common to Fetal and Normal cDNA Libraries - Page 10 of 17 



466 


MHC class 1 region 


AFOooOdo 




A A4 0/ 

0.01 70 


2 


A A^ 0/ 

0.01% 


467 


plastin 3 (T isoform) (PLS3) 


MMJ05032.2 




0.01% 


2 


0.01% 


468 


fibroblast growth factor 2 (basic)(FGF2) 


NM_002006.1 




A A4 0/ 

0.01% 


A 

2 


A F\A 0/ 

0.01% 


469 


NADH dehydrogenase(ubiquinone) 1, alpha/beta subcomplex, 1 (8kD, SD/^ 


NM_005003.1 




0.01% 


2 


0.01% 


470 


steroid sensitive gene-1 protein (SSG-1) 


AF223677.1 




0.01% 


2 


0.01% 


471 


NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 4 


P03905 




0.01% 


2 


0.01% 


472 


PROS-27 


X59417 




0.01% 


2 


0.01% 


473 


prolylcarboxypeptidase (angiotensinase C) (FRCP) 


NM_005040.1 




0.01% 


A 

2 


A A/( n/ 

0.01% 


474 


/-It 1 1^ 1 r ■! 1 1 |rt //> ^' _t 1 1 1 J_,l. 1 S 

GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly syndrome) 


gi4504014 




0.01% 


A 

2 


A AH n/ 

0.01% 


475 


Zinc finger protein 84 (HPF2) (ZNF84) 


Nlvl_003428.1 


11 0.01% 


A 

2 


A r\4 0/ 

0.01% 


476 


oxysterol-binding protein 


AB017026 




0.01% 


A 

2 


A A4 0/ 

0.01% 


477 


I IX'" 'A* L' £ X / r\rt >l A L XL .x:__l — X_!_ K h f\A A AW 

translation initiation factor (=021853 liypothetical protein (KIAA01 11)) 


X79538 




0.01% 


A 

2 


A AH 0/ 

0,01% 


478 


prostate cancer tumor suppressor (N33) 


Nlvl_006765.1 




0.01% 


A 

2 


A A4 ft/ 

0.01% 


479 


cytoskeletal tropomyosin TM30(nm) 


\/ A Jl J" A A A 

X04588.1 




0.01% 


2 


0.01% 


480 


capping protein (actin filament) muscle Z-line, alpha 2 (CAPZA2) 


k Ik 1 A/>A^AA A 

NM_006136.1 




0.01% 


2 


0.01% 


481 


chaperonin containing TCP1,subunit 8 (theta) (CCT8)(0RF) 


■Ltmi AAAPAf A 

NMJ06585.1 




0.01% 


A 

2 


A nA 0/ 

0.01% 


482 


integnn, alpha E (antigen GDI 03, human mucosal lymphocyte antigen 1; al 


KIhA AAAAAA A 

NM_002208.3 




0.01% 


2 


0.01% 


483 


chondrosarcoma-associated protein 2 (GSA2) 


A fA OOff AC A 

AF1 82645.1 




0.01% 


A 

2 


A A^l 0/ 

0.01 % 


484 


housekeeping (Q1Z 7F5) gene 


1 Mt\A AAA A 

M81 806.1 




0.01% 


2 


0.01% 


485 


KIAA0671 


AB014571.1 




0.01% 


2 


0.01% 


486 


1 /I A h A /^^/\ i ■ 

KIAA1376 protein 


AB037797.1 




0.01% 


2 


0.01% 


487 


serine palmitoyi transferase 


JI IP" ^ AAA fSf\ f\ 

AF1 11 168.2 




0.01% 


2 


0.01% 


488 


NADH-ubiquinone oxidoreductase B17 


AF067167.1 




0.01% 


2 


0,01% 


489 


basic transcription factor 3 (RefSeq aa 4e-39) 


NP_001 198.1 




0.01% 


2 


0.01% 


490 


CGI-74 protein 


AF1 51832.1 




0.01% 


2 


0.01% 


491 


coxsackievirus and adenovirus receptor (CXADR) 


AF200465.1 




0.01% 


2 


0.01% 


492 


insulin receptor 


L07782 




0.01% 


2 


0.01% 


493 


leptin receptor (ORF) 


U66496 




0.01% 


2 


0.01% 


494 


protein-kinase, interferon-inducible double stranded RNA dependent inhibit 


MO AAAAC<4 A 

NP_006251.1 




0.01% 


2 


0.01% 


495 


high-glucose-regulated protein 8 (HGRG8) 


AF192968.1 




0.01% 


2 


0.01% 


496 


prefoldin 1 (PFDN1) 


NM_002622.1 




0.01% 


2 


0.01% 


497 


KIAA0993 


AB023210.1 




0.01% 


2 


0.01% 


498 


Nijmegen breakage syndrome 1 (nibrin) (NBS1) 


NM_002485.2 




0.01% 


2 


0.01% 


499 


topoisomerase lib mRNA,(= T0P2 mRNAfor DNA topoisomerasell ) 


U54831.1 




0,01% 


2 


0.01% 


500 


CUG triplet repeat, RNA-binding protein 2 (CUGBP2). (=apoptosis-related FiNM_006561.1 




0,01% 


2 


0.01% 


501 


galactosidase, alpha (GLA) 


NM_000169.1 




0.01%, 2 


0.01% 


502 


methionine adenosyltransferase alpha subunit 


L43509 




0.01% 


2 


0.01% 


503 


cysteine protease 


D55696.1 




0.01% 


2 


0.01% 


504 


six transmembrane epithelial antigen of prostate (STEAP1) 


AF186249.1 




0.01% 


2 


0.01% 


505 


GTT1 


AF270647 




0.01% 


2 


0.01% 


506 


HSPC033 protein (HSPC033) 


NM_01 4041.1 




0.01% 


2 


0.01% 


507 


retinal pigment epithelium 


L07393.1 


i; 0.01% 


2 


0.01% 


508 


pyrroline-5-carboxylate reductase 1 (PYCR1) 


NM_006907.1 


l! 0.01% 


2 


0.01% 


509 


S-adenosylmethionine decarboxylase 1 (AMD1) 


NM_001 634.3 




0.01% 


2 


0.01% 


510 


sorting nexin 1 (SNX1) 


NM_003099.1 




0.01% 


2 


0.01% 


511 


TRAM-like protein (KIAA0057), mRNA 


NM_012288.1 




0.01% 


2 


0.01% 


51 z 


bromodomain-containing 2 (BRD2)= KIAA9001 


NM_005104.1 




0,01% 


2 


A A*! 0/ 


513 


laminin, beta 2 (laminin S)(LAMB2) mRIMA 


NM_002292.1 




0,01% 


2 


0.01% 


514 


glutamate dehydrogenase 1 (GLUD1) 


NM_005271.1 




0,01% 


2 


0.01% 


515 


leptin receptor gene-related protein (HSOBRGRP) 


NM_017526.1 




0.01% 


2 


0.01% 


516 


Ser/Arg-related nuclear matrix protein (plenty of prolines 101 -like) (SRM16 


[NM_005839.1 




0.01% 


2 


0.01% 


517 


serum-inducible kinase (SNK) 


AF223574.1 




0.01% 


2 


0.01% 
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518 


auiescin Q6 (QSCN6W= bone-derived arowth fartor 


INIVI__UU^0ZD. 1 


\ 


A rn 0/ 


n 
L 


A A4 0/ 

0,01% 


519 


brain-SDecific STE20-like orotein kinasp .'^ ^^TK?^ 




1 


U.Ul 70 


0 

2 


A f\A 0/ 

0.01% 


520 


Sec31 Drotein 




1 


U.Or/o 


2 


0.01% 


521 


hloh-mobilitv nrrjun ^nnnhiQtnnp rhmmnQnmah nrntpin 1A ^MM^'1A\ 
iiivjn liiuuniLjf v^tv^up ^liUiiiiioiUMC viiiuiliuouiilaiy fJIUlclil l*r ^^IVIw Ify 


INIvl_UU4yD0. 1 


A 

1 


A A-IO/ 


2 


0.01% 


522 


rihn^ninal nrntpin lamp P1 /RPI 


NIVl_UUlUUo.1 


40 


0.30% 




0.01% 


523 


riho^OiTir)! nrntpin vpfl^thnmninrttiA 
iiuuouMiai jjiuLciii 01S.0, yv/Cioi iiUiiiUiuyuc 


U140oU 


00 
00 


A oon/ 

0.28% 


i 1 


0.01% 


524 


nbosomal protein S18 


AbyloU.I 


33 


0.25% 




0.01% 


525 


ribosomal protein LI 8 (RPL18) 


Nivi_uuuy/y.i 


28 


0.21% 




0.01% 


526 


ribosomal protein L18a 


LUOUyo.l 


U 


0.20% 




0.01% 


527 


H19(=PRO2605) 


moZ.vDo 


oc 
zo 


A A AO/ 
0.19% 




0.01% 


528 


RIBOSOMAL PROTEIN S2 (S4) (LLREP3 PROTEIN) 


Spr lOooU 


z4 


A A 00/ 

0.18% 




0.01% 


529|ribosomal protein S10 


InIV1_UU lU 14.1 


21 


0.16% 




0.01% 


530 


ribosomal protein L29 (RPL29) 


iNiivi_uuuyyz.i 


21 


0.16% 




0.01% 


531 


elongation factor 2 


VCI Add 


10 


0.12% 




0.01% 


532 


aggrecan (chondroitin sulfate proteoglycan 1, large aggregating proteoglyc 


UlODlO 


14 


f\ A AO/ 

0.10% 




0.01% 


533 


dolichyl-phosphate beta-glucosyitransferase (ALG5) 


Ar1U/oDl).1 


13 


0.10% 




0.01% 


534 


calcyclin (=M14300 growth factor-inducible 2A9 gene; U04815 protein kina 




10 


A A^O/ 

0.07% 




0.01% 


535 


mesoderm specific transcript (mouse) homolog (MEST) 


lMIVl_UUZ4Uzi.1 


10 


0.07% 




0.01% 


536 


androgen receptor associated protein 24 (ARA24) (=AF054183 GTP bindin 


AF052578 


0 
0 


0.06% 




0.01% 


537 


transmembrane protein (p63) 


X69910 


Q 

0 


0.06% 




A riA 0/ 

0.01% 


538 


ATP synthase, H transporting, mitochondrial FIFO, subunit g (ATP5JG) 


NMJ06476.1 


7 


0.05% 




0.01% 


539 


ADP-ribosylation factor 1 


M84326.1 


7 


0.05% 




0.01% 


540 


melanoma-associated antigen MG50 


AF200348.1 


7 


0.05%, 1 


0.01% 


541 


phosphoglycerate mutase (PGAM-B) | J041 73 


6 


0.04%; 1 


0.01% 


542 


transCRiption factor BTF 3 ! X74070 


6 


0.04%; 1 


0.01% 


543 


DEK oncogene {DNA binding) (DEK) 


gi4503248 


5 


0.04% 




0.01% 


544 


titin (TTN) gene 


CAA49245.1 


5 


0.04% 




0.01% 


545 


ISLR (immunoglobulin superfamily containing leuclne-rich repeat) gene, 


AB024537 


5 


0.04% 




0.01% 


546 


Finkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 


NM_001 997.1 


5 


0.04% 




0.01% 


547 


shox gene 


U82668 


5 


0.04% 




0.01% 


548 


high mobility group-1 protein (HMG-1) 


X12597 


4' 0.03% 




0.01% 


549 


collagen type V alpha 2 (COL5A2) 


M11718 


4 


0.03% 




0.01% 


550 


cyclin 


M74091 


4 


0.03% 




0,01% 


551 


sphingolipid activator protein 1 


J03015 


4 


0.03% 




0.01% 




non-metastatic cells 2, protein (NM23B) expressed in (NME2) 


NM_002512.1 i 4 


0.03% 


1i 0.01% 


553 


filamin (FLNB) 


AF191633.1 1 4 


0.03% 




0.01% 


554 


H3 histone, family 3B (H3.3B) (H3F3B) 


m 005324.1 


4 


0.03% 


1 


0.01% 


555 


6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase (PF2K) (=AB00790: 


AF041832 


4 


0.03% 


A 


0.01% 


556 


ornithine decarboxylase antizyme 


D87914 


4 


0.03% 




0.01% 


557 


myeloid leukemia factor 2 (MLF2) 


NMJ05439.1 


4 


0.03% 




0.01% 


558 


PRO2605 


AF1 16709.1 


4 


0.03% 




0.01% 


559 


Cu/Zn superoxide dismutase (SOD) 


X02317 


3 


0.02% 




0.01% 


560 


YAP65 


X80507.1 


3 


0.02% 




0,01% 


561 


prolyl 4-hydroxylase gene 


U14608.1 


3 


0.02% 




0.01% 


562 


protein phosphatase 2A catalytic subunit-beta 


M60484 


3 


0.02% 




0.01% 


563 


ubiquitin gene 


U49869 


3 


0.02% 




0.01% 


564 


Arp2/3 protein complex subunit p16 (ARC16) =AF006088 (ORF) 


NM_005717.1 


31 0.02% 




0.01% 


565 


eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 


gi4503514 


3 


0.02% 




0,01% 


566 


zinc finger protein SLUG (SLUG) gene 


AF084243.1 


3 


0.02% 




0.01% 


567 


KIAA0038 gene 


D26068.1 


3 


0.02% 




0,01% 


568 


U50HG genes for U50' snoRNA and U50 snoRNA, complete sequence 


AB017710 


3 


0.02% 




0.01% 


569 


RAD21 (S. pombe) homolog {RAD21) (=X98294) 


gi5453993 


3 


0.02% j lj 


0.01% 
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57C 


transformer-2 alpha (htra-2 alpha) 


U53209.1 3 


0.02% 


1! 0.01% 


571 


karyopherin (importin) beta 1 (KPNB1) (=L38951 importin betasubunit) 


gi4504904 


3 


0.02% 


1 


0.01% 


572! endothelial differentlation-relatecl factor 1 (EDF1) 


NM_003792.1 


3 


0.02%, 1 


0.01% 


573 |G8 protein (G8) 


:NM_01 6947.1 


3 


0.02%; 1 


0.01% 






D14663 


3 


0.02% 




0.01% 


0(0 


WAAUozo gene 


AB002323.1 


3 


0.02% 




0.01% 


O/D 


xeroderma pigmentosum group E UV-damaged DNA binding factor = NM 


(U32986.1 


3 


0.02% 




0.01% 


0/ ( 


replication factor C (activator 1) 1 (145kD) (RFC1) mRNA 


NM_002913.1 


3 


0.02% 




0.01% 


0/0 


nexoKinase 1 (HKl) (=ArU16365;X66957) 


IVI75126 


3 


0.02% 




0.01% 


o/y 


DNA-dependent protein kinase catalytic subunit (DNA-PKcs) 


U47077.3 


3 


0.02% 




0.01% 


Oou 


nucieosome assembly protein i-like 1 (NAP1L1) 


Xl\/1_047969.1 
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4 


0.03% 


4 


0.03% 




272 


heat shock J2 protein (HSJ2) 


AF075601.1 


4 


0.03% 


4 


0,03% 




273 


tumor neCRosis factor-inducible (TSG-6) 


M31165 


4 


0.03% 


4 


0,03% 




274 


ribosomal protein, large, P1 (RPLP1) 


NM_001003.1 


3 


0,02% 


4 


0,03% 




275 


heterogeneous nuclear rlbonudeoprotein A1 (HNRPA1) 


NM_002136.1 


3 


0.02% 


4 


0.03% 




276 


lysosomal membrane glycoprotein CD63 (=M59907 ME491;X07982) 


M58485 


3 


0.02% 


4 


0.03% 




277 


Cyr61 protein (CYR61) 


AF031385 


3 


0.02% 


4 


0.03% 


Q 


278 


BCL2/adeno virus E1B 19kD-interacting protein 3 (SNIPS) 


U15174 


3 


0,02% 


' 4 


0.03% 




279 


amyloid-beta protein (APP) 


M33112.1 


3 


0.02% 


4 


0,03% 




280 


hereditary haemochromatosis region, histone 2A-like protein gene, hen 


U91 328.1 


3 


0.02% 


4 


0.03% 




281 


SEC24 (S, cerevisiae)related gene family, member D (SEC24D), = AK( 


NIVI_014822.1 


3 


0.02% 


4 


0.03% 




282 


annexinA4 (ANXA4) 


NM_001 153.2 


3 


0.02% 


4 


0.03% 


w 


283 


semaphorin E 


AB000220 


3 


0.02% 


4 


0.03% 




284 


single-stranded DNA-binding protein (SSBP), nuclear gene encoding rr 


NM_003143.1 


3 


002% 


4 


0.03% 




285 


5' nucleotidase (EC 3.1.3.5) 


X55740 


3 


0.02% 


4 


"~O03%^ 


I .>^; 


286 


AgX-1 antigen 


S73498 


3 


0.02% 


4 


0.03% 




287 


frizzled-related protein (FRZB) 


NMJ01463.1 


2 


0.02% 


4 


0.03% 




288 


alpha E-catenin (CTNNA1) gene 


AF102803.1 


2 


1 002% 


4 


0.03% 




289 


zinc finger transCRiption factor GKLF 


AF105036.1 


2 


0.02% 


4 


0.03% 




290 


K1AA1247 


AB033073.1 


2 


0.02% 


4 


0.03% 




291 


Lsm3 protein 


AJ238095.1 


2 


0.02% 


4 


003% 




292 


SET translocation (myeloid leukemia-associated) (SET) =M93651 


Nf^_003011.1 


2 


002% 


4 


0.03% 




293 


arginine-rich nuclear protein 


M74002 


2 


002% 


4 


0.03% 




294 


actin-related protein Arp3 (ARP3)(actin-related protein 3 yeast)homolO( 


AF006083.1 


2 


0.02% 


4 


^^03% 




295 


CYTOCHROME C OXIDASE POLYPEPTIDE 1 


P00395 


2 


0.02% 


4 


0.03% 




296 


PRO0530 


AF1 11849.1 


2 


0.02% 


4 


0.03% 




297 


small acidic protein 


U51678 


2 


0.02% 


4 


0.03% 




298 


ATP SYNTHASE E CHAIN, MITOCHONDRIAL 


spP56385 


2 


0.02% 


4 


0.03% 




299 


lost on transformation L0T1 (=PLAGL1) 


U72621.2 


2 


002% 


4 


0.03% 




300 


N2A3 (=DPYSL2) (=dihydropyrimidinase related protein-2) 


U97105 


2 


0.02% 


4 


0.03% 




301 


NIC protein 


AF054589 


2 


0.02% 


4 


0.03% 




302 


CGI-148 protein 


AF151906 


2 


0.02% 


4 


0.03% 




303 


ribosomal protein 821 (RPS21) 


L04483 




0.01% 


4 


0.03% 




304 


TI-227H (=tomoregulin; mitchondrial) 


D50525 




0.01% 


4 


0.03% 




305 


glucocorticoid-induced GILZ 


AF228339 




0.01% 


4 


0.03% 




306 


heat shock 70kD protein 10 (HSC71) (HSPA10) 


InI\/I_006597.1 




0.01% 


4 


0.03% 




307 


actin binding protein ABP620 


AB029290.1 




0.01% 


4 


0.03% 




308 


profilin il 


L1 0678.1 ! 1 


0.01% 


41 003% 




309 


tyrosine 3-monooxygenaseftryptophan 5-monooxygenase activation pr 


iNM_006826.1 




0.01% 


4 


0.03% 
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310 


sphingolipid activator protein 1 1 J03015 


1 0.01%^ 


4 


0.03% 


311 


prolyl 4-hydroxylase gene 


U14608.1 


1i 0.01%: 


4 


0.03% 


312 


prion protein (p27-30) (Creutrfeld-Jakob disease, Gerstmann-Strausler;NM„000311.1 




0,01% 


4 


0.03% 


313 


Interieukin 1 receptor, type 1 (IL1R1) = M27492.1 


NM__000877.1 




0.01% 


4 


0.03% 


314 


KIAA0663 


AB014563 




0.01% 


4 


0.03% 


315 


palmitoyl-protein thioesterase (PPT) 


AF022211 




0.01% 


4 


0.03% 


316 


N-acylsphingosine amidohydrolase (ASAH) (acid ceramidase) 


NM„004315,1 


1 


0.01% 


4 


0.03% 


317 


biglycan BGN 


U11686.1 


1 


0.01% 


4 


0.03% 


318 


K1AA0102 


D14658 




0.01% 


4 


0.03% 


319 


vascular cell adhesion molecule 1 (VCAM1) 


M30257 




0.01%; 4 


0.03% 


320 


signal recognition particle subunit 9 (SRP9) 


U20998 




0.01% 


4 


0.03% 


321 


somatic cytochrome c (HCS) gene 


M22877.1 




0.01% 


4 


0.03% 


322 


calpastatin 


D50827 




0.01% 


4 


0.03% 


323 


H-2K binding factor-2 


D14041 




0.01% 


4 


0.03% 


324 


nucleobindin 2 (NUCB2)(NEFA protein) 


X76732 




0.01% 


4 


0.03% 


325 


RaplB 


U07795 




0.01% 


4 


0.03% 


326 


X (inactlve)-specific transCRipt (XIST) 


M97168 ; 1 


0.01% 


4 


0.03% 


327 


NADH-UBIQUINONE OXIDOREDUCTASE MLRQ SUBUNIT (COMPLE 


spO00483 




0.01% 


4 


0.03% 


328 


XAGL protein 


Y15906.1 


1i 0.01%l 4 


0.03% 


329 


KIAA1038 


AB028961 




0.01% 


4 


0.03% 


330 


Ku autoimmune antigen gene 


J04977.1 


9 


0.07% 


3 


0.02% 


331 


hypoxia-inducible gene 1 (HIG1) (=HSPC010) 


AF145385.1 


8 


0.06% 


3 


0.02% 


332 


Tiggerl transposable element 


U49973.1 


7 


0.06% 


3 


0.02% 


333 


cytosolic selenium-dependent glutathione peroxidase (=109159 RHOA 


M83094 


7 


0.06% 


3 


0.02% 


334 


sterol carrier protein 2 


S52450 


6 


0.05% 


3; 0.02% 


335 


ribosomal protein S3 (RPS3) 


NM_001005.1 


5 


0.04% 


3 


0.02% 


336 


enhancer of rudimentary homologue 


U66871 


5 


0.04% 


3 


0.02% 


337 


Heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor 


NM_004501.1 


5 


0.04% 


3 


0.02% 


338 


epidermal growth factor receptor kinase substrate (Eps8) 


U12535 


5 


0.04% 


3 


0.02% 


339 


protein disulfide isomerase-related protein (P5)= D49489 


NM_005742.1 


5 


0.04% 


3 


0.02% 


340 


paired mesoderm homeo box 1 (PMX1) 


gi5902023 


5 


0.04% 


3 


0.02% 


341 


actio, beta (ACTB) 


NM_001101.2 


4 


0.03% 


3 


0.02% 


342 


guanine nucleotide binding protein (G protein), beta polypeptide 2-like 


NM_006098.1 


4 


0.03% 


3 


0.02% 


343 


aggrecan (chondroitin sulfate proteoglycan 1, large aggregating proteo 


U13613 


4 


0.03% 


3 


0.02% 


344 


trophoblast STAT utron 


AF080092.1 


4 


0.03% 


3 


0.02% 


345 


testis enhanced gene transCRipt protein (TEGT) 


AF033095 


4 


0.03% 


3 


0.02% 


346 


heterogeneous nuclear ribonucleoprotein K (HNRPK) 


NM_002140.1 


4i 0.03% 


3 


0.02% 


347 


UDP-glucose dehydrogenase (UGDH) 


AF061016 


4, 0.03% 


3 


0.02% 


348 


uridine diphosphoglucose pyrophosphorylase 


U27460 


4 


0.03%; 3 


0.02% 


349 


kinectin 1 (kinesin receptor) (KTN1)(= KIAA0004) 


NM_004986.1 


4 


0.03% 


3 


0.02% 


350 


GOLGI 4-TRANSMEMBRANE SPANNING TRANSPORTER MTP (KIA 


spQ15012 


4 


0.03% 


3 


0.02% 


351 


neural precursor cell expressed, developmentally down-regulated 5 (N 


NM_004404.1 


3 


0.02% 


3 


0.02% 


352 


chloride intracellular channel 4 like (CLIG4L) 


NMJ1 3943.1 


3 


0.02% 


3 


0.02% 


353 


DEK oncogene (DNA binding) (DEK) 


gi4503248 


3 


0.02% 


3 


0.02% 


354 


SI 64 (=AC004858 U1 small ribonucleoprotein 1SNRP homologue) 


AF109907 


3 


0.02% 


3 


0.02% 


355 


malate dehydrogenase 1, NAD (soluble) (MDH1) 


NM_005917.1 


3 


0.02% 


3 


0.02% 


356 


matrirm-2 precursor 


U69263 1 3 


0.02% 


3 


0.02% 


357 


Golgi autoantigen, goigin subfamily a, 4 (G0LGA4) 


NMJ02078.2 ' 3 


0.02% 


3 


0.02% 


358 


spectrin SH3 domain binding protein 1 (SSH3BP1) 


NM_005470.1 ; 3 


0.02% 


3 


0.02% 


359 


GTP-binding protein Sara 


AF092130.1 


3 


0.02% 


3 


0.02% 


360 


C2H2 zinc finger protein (ZNF189) 


AF025772.1 


3 


0.02% 


3 


0.02% 


361 


SON protein 


AF1 93606 


3 


0.02% 


3 


0.02% 
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362 


ribosomal protein L14 


D87735 


2 


0.02% 


3 


0.02% 


363 


collagen type XII alpha 1 (C0L12A1) 


U57362 


2 


0.02% 


3 


0.02% 


364 


protein tyrosine phosphatase (hR-PTPu) 


X58288 


2 


0.02% 


3 


0.02% 


365 


titin (TTN) gene 


CAA49245.1 


2 


0.02% 


3 


0.02% 


366 


16.7Kd protein 


AF078845.1 


2 


0.02% 


3 


0.02% 


367 


KIAA0438 


AB007898.1 


2 


0.02% 


3 


0.02% 


368 


PAPS synthetase-2 (PAPSS2) 


AF074331.1 


2 


0.02% 


3 


0.02% 


369 


ataxia telangiectasia (ATM) gene 


U82828.1 


2 


0.02% 


3 


0.02% 


370 


constitutive fragile region FRA3B 


AF1 52363.1 


2 


0.02% 


3 


0.02% 


371 


NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 (13kD, B13 


NM_005000.1 


2 


0.02% 


3 


0.02% 


372 


small membrane protein 1 (SMP1) 


AF081282 


2 


0.02% 


3 


0.02% 


373 


glutaredoxin 


X76648.1 


2 


0.02% 


3 


0.02% 


374 


KIAA0569 


AB011141 


2 


0.02% 


3 


0.02% 


375 


KIAA0942 protein (KIAA0942) 


NM_015310.1 


2 


0.02% 


3 


0.02% 


376 


cullin4A(CUL4A) 


AF077188.1 


2 


0.02% 


3 


0.02% 


377 


voltage-dependent anion channel (VDAC1) 


AF151097.1 


2 


0.02% 


3 


0.02% 


378 


exportin 1 (CRM1, yeast, homolog) (XP01)(0RF) =089729, CRM1 prol 


NM_003400.1 


2 


0.02% 


3 


0.02% 


379 


progesterone membrane binding protein (PMBP) 


5453915 


2 


0.02% 


31 0.02% 


380 


HSPC204 


AF151038.1 


2 


0.02% 


3 


0.02% 


381 


HSPC034 protein 


AF1 00747.1 


2 


0.02% 


3 


0.02% 


382 


TATA element modulatory factor 


L01 042.1 


2 


0.02% 


3 


0.02% 


383 


CGl-121 protein (LOC51002) 


NM_01 6058.1 


2 


0.02% 


3 


0.02% 


384 


activin beta-A subunit (=(cDNA FLJ11041 fis, clone PLACE1 004405, dl 


X57580.1 


2 


0.02% 


3 


0.02% 


385 


fen-itin L chain 


Ml 1147 




0.01% 


3 


0.02% 


386 


guanine nucleotide binding protein (G protein), alpha stimulating activit 


NM_000516.2 




0.01% 


3 


0.02% 


387 


nicotinamide N-methyltransferase (NNMT) 


U08021 




0.01% 


3 


0.02% 


388 


protein C inhibitor [human, leukocytes. Genomic, 1402 nt, segment 5 o 


S69366.1 




0.01% 


3' 0.02% 


389 


transCRiption factor BTF 3 


X74070 




0.01% 


3 


0.02% 


390 


GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68) (=p62 


NM_006559.1 




0.01% 


3 


0.02% 


391 


collagen type VI alpha 1(C0L6A1) 


XI 5880 




0,01% 


3 


0.02% 


392 


t-complex-associated-testis-expressed 1-iike (TCTE1L)=U02556=RP3 


NM_006520.1 




0.01% 


3 


0.02% 


393 


NADH-ubiquinone oxidoreductase AGGG subunit precursor homolog 


AF067166.1 




0.01% 


3 


0.02% 


394 


ubiquitin gene 


U49869 




0.01% 


3 


0.02% 


395 


CYTOCHROME C OXIDASE POLYPEPTIDE II 


spP00403 




0.01% 


3 


0.02% 


396 


cisplatin resistance-associated overexpressed protein 


AB034205.1 




0.01% 


3 


0.02% 


397 


Arp2/3 protein complex subunit p16 (ARC16) =AF006088 (ORF) 


NM_005717.1 




0.01% 


3 


0.02% 


398 


Eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD)(EIF2S2 


NM_003908.1 




0.01% 


3 


0.02% 


399 


p75NTR-associated cell death executor (MADE) 


AF1 87064.1 




0.01% 


3 


0.02% 


400 


GW128 


AF1 07406 




0.01% 


3 


0.02% 


401 


SLC1 1A3 iron transporter 


AF21 5636.1 




0.01% 


3 


0.02% 


402 


line-1 protein 0RF2 (=p150) 


B28096 




0.01% 


3 


0.02% 


403 


esterase D 


AF112219 




0.01% 


3 


0.02% 


404 


inositol 1,4,5-triphosphate receptor, type 2 (ITPR2) 


NM_002223.1 




0.01% 


3 


0.02% 


405 


SPHAR gene for cyclin-related protein 


X82554.1 




0.01 %i 3 


0.02% 


406 


mitochondrial 16S rRNA 


Z70759 




0.01% 


3 


0.02% 


407 


murine leukemia viral (bmi-1) oncogene homolog (BMI1) 


NM_005180.1 




0.01% 


3 


0.02% 


408 


S1R protein (SIR) (=CG1-119) 


AF113127.1 


1' 0.01% 


3 


0.02% 


409 


basic helix-loop-helix domain containing, class B, 2 (BHLHB2), mRNA 


/Hs.171825 




0.01% 


3 


0.02% 


410 


predicted osteoblast protein (GS3786), mRNA 


NM_01 4888.1 




0.01% 


3 


0.02% 


411 


frizzled (Drosophila) homolog 1 (FZD1) 


NM_003505.1 




0.01% 


3 


0.02% 


412 


Diff33 protein homolog 


AF164794.1 




0.01% 


3 


0.02% 


413 


KlAA0244gene 


D87685 




0.01% 


3 


0.02% 
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AAA 

414 


DDAOTC-I 


AF1 19896.1 




0.01% 


3 


i 0.02% 


AA^ 

410 


protein x 0001 


AF1 17230 




0.01% 


3 


0.02% 


AAC 

41d 


ainydroTolate reductase (DHFR) 


NM_000791.2 




0.01% 


3 


0.02% 


417 


sorting nexin 3 (SNXS) 


AF034546 




0.01% 


3 


0.02% 


A AO 

41o 


two-handed zinc finger protein ZEB 


U19969 




0.01% 


3 


0.02% 


419 


u#^i» /^or> 

beta-COP 


X82103 




0.01% 


3 


0.02% 


/ion 
4zU 


KAD23 (S. cerevisiae) homolog B (RAD23B) 


NM_002874.1 




0.01% 


3 


0.02% 


A^A 

4^1 


oligodendrocyte myelin glycoprotein (OIVIG) 


L05367 




0.01% 


3 


0.02% 


4/2 


KIAA1073 


AB028996.1 




0.01% 


3 


0.02%l 


4zo 


r 1 UU11 


AF078864 




0.01% 


3 


0.02% 


44:4 


Arglnine-rlcli protein (ARP) 


NM_006010.1 




0.01% 


3 


0.02% 


4<i0 


cyciin 


U47414 




0.01% 


3 


0.02% 


4/0 


Hmob33 protein 


Y14155.1 




0.01% 


3 


0.02% 


4// 


nbrt^Uo9 protein 


AF125100.1 




0.01% 


3 


0.02% 


4Zo 


Nuclear antigen bplOu (SP100) 


NM_003113.1 




0.01% 


3 


0.02% 


/1 00 

4zy 


cytochrome-c oxidase subunil VllaL precursor (C0X7AL) 


AF1 34406.1 




0.01% 


3 


0.02% 


4oU 


metalloproteinase inhibitor TII\/IP-2 


AF1 27803.1 




0.01% 


3 


0.02% 


4o 1 


UNAJ domain-containing protein MCJ (MCJ) 


AF126743.1 




0.01% 


3 


0.02% 


^oo 
4o/ 


steroid dehydrogenase homolog 


AF078850.1 




0.01% 


3 


0.02% 


4oo 


1/"! A A noon 

KIAA0o29 


AB020636 




0.01% 


3 


0.02% 


A^A 

4o4 


tubulin beta 


AF070561 


6 


0.05% 


2 


0.01% 


/IOC 

4o5 


ARP2/3 protein complex subunit p21 {ARC21=AF006086 (ORF) 


NM_005719.1 


6; 0,05% 


2 


0.01% 


/I or* 
40D 


NS1 -binding protein (NS1-BP) (=AB020657 KIAA0850) 


AJ012449 


6 


0.05% 


2 


0.01% 


437 


syndecan binding protein (syntenin) (SDCBP)(ORF) = AF000652.1 


NM_005625.1 


5 


0.04% 


2 


0.01% 


438 


proline-rich protein with nuclear targeting signal (B4-2) 


NM_006813.1 


5 


0.04% 


2 


0.01% 


yi on 

439 


Nck-associated protein 1 (Napl) (=AB011159 KIAA0587) 


AB01 4509.1 


5 


0.04% 


2 


0.01% 


440 


CD63 antigen (melanoma 1 antigen) (CD63) 


NM_001 780.1 


4 


0.03% 


2 


0.01% 


>f /I <i 
441 


zinc finger protein 216 (ZNF216) 


AF062072.1 


4 


0.03% 


2 


0.01% 


A An 

442 


sin3 associated polypeptide (SAP18) 


AF153608 


4 


0.03% 


2 


0.01% 


il vIO 

443 


sema domain immunoglobulin domain (lg)(semaphorin) 3E (SEMA3E)( 


NM_01 2431.1 


4 


0.03% 


2 


0.01% 


444 


rlepbz 


D17039 


4 


0.03% 


2 


0.01% 


440 


Kbuo/i protein (RGC32) 


NM_014059.1 


4 


0.03% 


2 


0.01% 


44D 


UDP-glucose pyrophosphorylase 2 (ORF) 


NM_006759.1 


4 


0.03% 


2 


0.01% 


/1/17 

44/ 


nbPC238 


AF151072.1 


4 


0.03% 


2 


0.01% 


/l/f 0 

44o 


polyposis locus (DPI gene) 


M73547 


4 


0.03% 


2 


0.01% 


449 


proteasome (prosome, maCRopain) subunit, beta type, 1 (PSMB1) 


NM_002793.1 


4 


0.03% 


2 


0.01% 


450 


cytoskeletal gamma-actin 


X04098 


3 


0.02% 


2 


0.01% 


40l 


elongation factor 1 beta 2 (EEF1B2) 


NM_001 959.1 


3 


0.02% 


2 


0.01% 


/ICO 

4oz 


NADH dehydrogenase(ubiquinone) Fe-S protein 5 (151(D) (NADH-coen 


NM_004552.1 


3 


0.02% 


2 


0.01% 


/I CO 

453 


liairy (Drosophila)-homolog (HRY) 


NM_005524.2 


3 


0.02% 


2 


0.01% 


AC A 

454 


HSPC035 protein (LOC51669), NPD003 


NM_016127.1 


3 


0.02% 


2 


0.01% 


/ICC 1 
405; 


KIAA0970 AB023187.1 


3 


0.02% 


2 


0,01% 


45b 


KIAA0332 


AB002330 


3 


0.02% 


2 


0.01% 


457 


PTD010 


AF078863.1 


3 


0.02% 


2 


0,01% 


A CO 

45o 


glyoxalase-l (GL01) 


AF146651.1 


3 


0.02% 


2 


0.01% 


/I cn 

459 


ras-reiated GTP-binding protein 


AF1 06681.1 


3 


0.02% 


2 


0.01% 


4dU 


non-histone chromosomal protein (HMG-1) 


L08048.1 


3 


0.02% 


2 


0.01% 


461 


SON DNA binding protein (SON) 


X63753 


3 


0.02% 


2! 


0.01% 


462 


N-terminal acetyltransferase complex ard1 subunit 


AF085355.1 


3 


0.02% 


2 


0.01% 


463 


CMP-N-acetyineuraminic acid hydroxylase 


AF074480.1 


3 


0.02% 


2 


0.01% 


464 


KIAA1250 


AB033076.1 


3 


0.02% 


2 


0.01% 


465 


5-aminoimidazole-4-carboxamide ribonucleotide 


NM_004044.1 


3 


0.02% 


2 


0.01% 



Figure 16 • Relative Est Frequency of Unique Known Genes Common to IViild and Severe cDNA Libraries - Page 10 of 19 



466 


adenvlvl cvclase-associated nrotpin (CAP) 


1 iOlftft 
L i Z 1 Do 


3 0.02% 


2 


0.01% 


467 


entsrocvte differentiation a«%«;nrifltpH fartnr FHAF-i 


1 IftOdQC 0 


3 


0.02% 


2 


0.01% 


468 


E6-AP ubiauitin-nrntpin linfl<?p (l JRF'^A^ 


ArUUyo41.1 


3 


0.02% 


2 


0.01% 


469 


AKAP450 Dfotein 


A H '5ii?Q'3 "1 
AJlOloyo.l 


3 


0.02% 


2 


0.01% 


470 


DrotGin-L-isoaSDartatP ^D-aqnartatp^ O-mpthvltrancferacoi /PPMT1\ fr\ 


c MR/I rvncoQo -i 


3 


0.02% 


2 


0,01% 


471 


ribosoma} orotein larae P2 /RPLP?\ 




2 


0.02% 


2 


0.01% 


472 


nnetallothionein-le fhMT-lp^ 




2 


0.02% 


2 


0.01% 


473 


thymosin bsta-l 0 


O04UU0 


2 


0.02% 


2 


0.01% 


474 


ubiauitin-coniuaatina enzvmp F?R ^RADfi hnmnlnn^ irf9R\ 


Miyyi nO'3Q'37 i 
INIVI_UUO0O/. 1 


2 


0.02% 


2 


0.01% 


475 


SMT3 fsuDDressorof mif two 3 veast^ homolon 2 rRMT?H9^ 


iNivi_\juoyo/. I 


2 


0.02% 


2 


0.01% 


476 


AD-017 protein 


Mr 10/0 10. 1 


2 


0.02% 


< 2 


0.01% 


477 


K1AA0164 


u / yyoo 


2 


0,02% 


2 


0.01% 


478 


KIAA1077 




2 


0,02% 


2 


0.01% 


479 


trichorhinoDhalanaeal svndrome 1 aene fTRPf^l^ 


InIVi_U 141 IZ. 1 


2 


0.02% 


2 


0.01% 


480 


TATA box bindina nrotpin ^TRPVa<;<5nriatpH fartAr rma nni\/mGraca ii 


NIv1_UUoq4^.1 


2 


0.02% 


2 


0.01% 


481 


SWI/SNF related matrix a«isnriatpri /*^MARPA1\ 


gi40U/Ubb 


2 


0.02% 


2 


0.01% 


482 


karvoDherin aintia 4 f=innnnrtin alnha fk'PMAA^ 




2 


0.02% 


2 


0.01% 


483 


aooDtosis related nrotpin APR-1 




2 


0.02% 


2 


0.01% 


484 


sortino nexin 6 fSNXfi^ 


Arl^ioob.l 


2 


0.02% 


2 


0.01% 


485 


DrociP*?tprnnp hinHinn nrnfpin fHPRfi R^ 


gio/^^yo/4 


2 0.02% 


2 


0.01% 


486 


Drotpa<inmp mfhiinit HPQ 


□00763 


2, 0.02% 


2 


0.01% 


487 


dermatonontln 

II laLVJjLA,/! lUI 1 


Z22od5 


21 0.02% 


2 


0.01% 


488 


KIAA0766 


ADUlooOy.l 


2 


0.02% 


2 


0,01% 


489 


Id-2H 


U looy 1 


2 


0.02% 


2 


0.01% 


490 


CGI-07 protein 


ArloZy41.1 


2 


0.02% 


2 


0.01% 


491 


DNA Dolvmerase zeta catalvHr ^nhiinlf fRFV'^^ 


AC'1K7>l7e H 


2 


0.02% 


2 


0.01% 


492 


KIAA0382 


AdUUzooU 


2 


0.02% 


2 


0.01% 


493 


KIAA1053 


ADA00A7C 4 


2 


0.02% 


2 


0,01% 


494 


NY-REN-45 antioen ^L0C511'^'^\ 


Nlvl_U1b121.1 


2 


0.02% 


2 


0.01% 


495 


SDlicino factor /CC1 4^ 


LiUyil.1 


2 


0.02% 


2 


0.01% 


496 


t-cofTiDlex DolvDeotide 1 




2 


0.02% 


2 


0.01% 


497 


restin (Reed-Steinhpro f^H-pynrPQQPri intprmorliafo fliomanf iiccr\r^\n^an 


MIVl_UU/:yob. 1 


2 


0.02% 


2! 0.01% 


498 


mannose 6-DtiosDhate rprpntnr 4fi kT) (fJiPRA(^\ 




2 


0.02% 


2 


0.01% 


499 


reolication nrotein A*^ /14kn\ /RPA'^\ 


Nlvlju2947.1 


2 


0.02% 


2 


0.01% 


500 


anaohase nromnfinn nnmnlpy Qnhunlf in 

uiiupiiao^ ^luiiiuuiiy \A7iii|JlCA oUUUIIil \\J 


Ah 1 02794.1 


2 


0.02% 


2 


0.01% 


501 


KIAA0729 


A DA*! 007A 4 

AB0 18272.1 


2 


0.02% 


2 


0.01% 


502 


lvsoDliosoholina<?p 1 (\ YPI A1\ 


KlfiA AACOOA A 

IMIvl_U0o3o0.1 


2 0.02% 


2 


0.01% 


503 


cofilin isoform 1 


Ar 1 04oUZ 


2 


0.02% 


2 


0.01% 


504 




AAF3o133.1 


2 


0.02% 


2 


0.01% 


505 


SDsrm antinpn-?fi 


API 87554.1 


2 


0.02% 


2 


0.01% 


506 


epb72 


AOO 1 1 / 


2 


0.02% 


2 


0.01% 


507 


ribosomal orotein L27A 






0.01% 


2 


0.01% 


508 


ubiauitln A-52 residue ribosomal orotpin fii<5inn nrnHurt 1 n ira'^q^ 

wviN^uihiii f \ V*. 1 o\jiuu^ iiMWOWiilcii piV/ldil lUOIUll (JIUUUvl 1 IwDMv^] 


gi'l-OUf /bU 




0.01% 


2 


0.01% 


509 


enoiase 1 (alpha) (EN01) 


MM nni49fl 1 

INIVI_UU I'tiO. 1 




0.01% 


2 


0.01% 


510 


dolichyi-phosphate beta-alucosvltransferase fALG5^ 


nr 1 Ui£Ov)U. 1 




0.01% 


2 


0.01% 


511 


olutamine synthetase 


Of u^yu 




0.01% 


2 


0.01% 


512 


syntaxin 4 binding protein UNC-18c (UNC-18c) 


AF032922.1 




0.01% 


2 


0.01% 


513 


lactate dehydrogenase B (LDH-B) 


Y00711 




0.01% 


2 


0,01% 


514 


protein phosphatase 2 (formerly 2A), catalytic subunit, alpha isoform (F 


NM_002715.1 




0.01% 


2 


0.01% 


515 


cellular growth-regulating protein 


L10844 




0.01% 


2 


0.01% 


516 


ornithine aminotransferase 


M29927 




0.01% 


2 


0,01% 


517 


0RF2 contains a reverse transcriptase domain 


AAA51622.1 




0.01% 


2 


0.01% 



Figure 16 - Relative Est Frequency of Unique Known Genes Common to IMild and Severe cDNA Libraries - Page 11 of 19 



olo 


0RF2 contains a reverse transcriptase domain 


AAB59368.1 




0.01% 


2 


0.01% 


oiy 


transforming, acidic coiled-coil containing protein 1 (TACC1=AF04991C 


NM_006283,1 




0.01% 


2 


0.01% 


con 


KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention recef 


NM_006854.2 




0.01% 


2 


0.01% 


0/i\ 


poiy(rLr)-Dinuing protein i (ruDrl) 


Ni\/l_005196.1 




0.01% 


2 


0.01% 




la-associated invariant gamma-cliain gene 


M 13560 




0.01% 


2 


0.01% 


OZo 


uncnaracienzea Done marrow protein dIVI0o4 (=akou0571 rLJ205o4 f 


AF21 7511.1 




0.01% 


2\ 0.01% 


0Z4 


Zinc linger protein oLUb (bLUb) gene 


AF084243.1 


'I 


0.01% 


2 


0.01% 


coc 
OZO 


basic transCRiption factor 2 p44 (btf2p44) gene, partial cds, neuronal a 


U80017.1 


'I 


0.01% 


2 


0.01% 


olo 


nomeoDOx protein cDa4 (CDX4) gene 


AF003530.1 


1 


0.01% 


2 


0.01% 


oa 


KIAA05oU 


AB011102 




0.01% 


2 


0.01% 




ribosomal protein L33-like protein 


AF047440 




0.01% 


2 


0.01% 


o^y 


COY/ 


A *^ A A A^ A 

AF124147.1 




0.01% 


2 


0.01% 


oou 


growin arresi specinc iransuKipt o gene 


Ann AAf\AQ A 

Ar14134D.1 




A Aiit n/ 

0.01% 


2 


0.01% 


Do 1 


proiein pnospnaiase i caiaiyiic suDunii, oeia isoTorm (rrriL/D) 


N!vi_002709.1 




A A4 n/ 

0.01% 


2 


0.01% 




giuiaminase u 


AF 158555.1 




0.01% 


2 


0.01% 


000 


uiNA-Dinaing protein a gene 


1 AAA^O A 

L29073.1 




0.01% 


2 


0.01% 


004 


Yivibi (b.cerevisiae)"liKe 1{YI\/IE!L1), - AJ1o2oo7.1 ATP-dependent m 


K 11^ f r\A An^n a 

NMJI 4263,1 


'I 


0.01% 


2 


0.01% 


ooO 


Lllvl and ono protein 1 (LAbPI) (-ao245d IvlLNSO) 


gi5453709 


'I 


0.01% 


2 


0.01% 


000 


high mobility group 2 protein (HMG-2) 


M83665 




0.01% 


2; 0.01% 


00/ 


eukaryotic translation initiation factor 3, subunit 10 (theta, 150/170kD) 


gi4503508 




0.01% 


2| 0.01% 


coo 
000 


protein kinase C inhibitor-l 


LI27143 




0.01% 


2 


0.01% 


con 

ooy 


diphosphoinositol polyphosphate phosphohydroiase type 2 (NUDT4) 


AF1 91654.2 


'I 


0.01% 


2 


0.01% 


04U 


copine ill (OPInEo) (=Ad014ood KIAAOood) 


gi4503014 




0.01% 


2 


0.01% 


541 


KIAA0077 gene 


D38521.1 




0.01% 


2 


0.01% 


C/10 

04zi 


KIAA0680 gene product (KIAA0680) 


NMJ14721.1 


'I 


0.01% 


2 


0,01% 


04o 


KIAA1013 


AB023230.1 


'I 


0.01% 


2 


0.01% 


544 


seCReted protein of unknown function (SPUF) 


AF173937.1 


1 


0.01% 


2 


0.01% 


545 


CYTOCHROME C OXIDASE POLYPEPTIDE III 


P00414 




0.01% 


2 


0.01% 


54d 


farnesyl-protein transferase alpha-subunit 


L00634 




0.01% 


2 


0.01% 


C/!7 
04/^ 


sequestosome 1 (SQSTM1) (=U467511 phosphotyrosine independent! NM_003900.1 




0.01% 


2 


0.01% 


04o 


Splicing factor prollne/giutamine rich (polypyrimldine tract-binding prote NM^005066.1 




0.01% 


2 


0.01% 


o4y 


activin A receptor, type 1 (ACVR1) =222534 ALK-2 : NM J01 1 05.1 




0.01% 


2 


0.01% 


ooU 


M-phase phosphoprotein homologue IAF100742.1 




0.01% 


2 


0.01% 


00 1 


KIAA0336 gene 


NM_014635.1 




0.01% 


2 


0.01% 




COM 30 protein 


AF151888.1 


11 0.01% 


2 


0.01% 


ceo 
000 


KIAA1058 protein 


AB028981.1 


V 0.01% 


2 


0.01% 


004 


LIV-1 protein, estrogen regulated (LIV-1) (=U41060) 


7106340 


1 


0.01% 


2 


0.01% 


555 


Rosenthal fiber protein (alpha-B-CRystallin) 


M24906 


A 


0.01% 


2 


0.01% 


000 


BPTF mRNA for bromodomain PHD finger transcription factor 1 AB032251 .1 


1 


0.01% 


2 


0.01% 


CC7 

55/ 


alpha subunit of GsGTP binding protein (GSA) 


X56009 


A 


0.01% 


2 


0.01% 


OOo 


proteasome (prosome, maCRopain) subunit, beta type, 3 (PSMB3) 


NM_002795.1 


i: 0.01% 


2 


0.01% 


ooy 


heterogeneous nuclear protein similar to rat helix destabilizing protein ( 


NMJ05758.1 


1 0.01% 


2 


0.01% 


5oU 


Golgi vesicular membrane trafficking protein p18 (BET1) 


gi5031610 


1 0.01%! 2 


0,01% 


001 


fukutin 


AB038490.1 




0.01% 


2 


0.01% 


ceo 
ooz 


KIAA0276 


D87466 




0.01% 


2 


0.01% 


ceo 
000 


promyelocytic leukemia cell 


Ml 1948 




0.01% 


2 


0.01% 


564 


phosphoglucomutase 1 (PGM1) 


M83088 




0.01% 


2 


0.01% 


565 


nucleotide binding protein, estradiol-induced (E2IG3) 


NMJ14366.1 




0,01% 


2 


0.01% 


566 


Lysyl tRNA Synthetase 


D32053,1 




0.01% 


2 


0.01% 


567 


TPRC (=X97124 papillary renal cell carcinoma (translocation-associate 


X99720 




0.01% 


2 


0.01% 


568 


nuclear matrix protein 55 


U89867.1 j 1 


0.01% 


2 


0.01% 


569 


RNA binding motif protein 3 (RBM3) (=U28686) 


58031361 1 


0.01% 


2; 0.01% 



Figure 16 - Relative Est Frequency of Unique Known Genes Common to Mild and Severe cDNA Libraries - Page 12 of 19 



570 


CGI-34 protein 


AF1 32968.1 


1 


0.01% 


2 


0.01% 


571 


mitogen-activated protein kinase 3 (MAP4K3) 


4506376 


1 


0.01% 


2 


0.01% 


572 


calcium channel alphalE subunit (CACNA1E) gene 


AF223391.1 


1 


0.01% 


2 


0.01% 


573 


brain cellular apoptosis susceptibility protein (CSE1) 


AF053641 


1 


0.01% 


2 


0.01% 


574 


vacuolar ATPase isoforoi VA68 


AF113129.1 


1 


0.01% 


2 


0.01% 


575 


septin 2-like cell division control protein 


AF146760.1 


1 


0.01% 


2 


0.01% 


576 


KIAA1265 


AB033091 


1 


0.01% 


2 


0.01% 


577 


guanylate binding protein isoform II (GBP-2) 


M55543 


1 


0.01% 


2 


0.01% 


578 


RING anc finger protein (RZF) 


AF037204 




0.01%' 


2 


0.01% 


579 


L-isoaspartyl/D-aspartyl protein carboxyl methyltransfersfie isozyme i 


M93009 




0.01% 


2 


0.01% 


580 


cytochrome succinate dehydrogenase, small subunit 


AB026906.1 


1 


0.01% 


2 


0.01% 


581 


interleukin 13 receptor alpha 1 (IL13RA1) 


NM_001560.1 


1 


0.01% 


2 


0.01% 


582 


15 kDa selenoprotein (SEP15), mRNA/cds=(4,492) /gb=NM_004261 /( 


Hs.90606 


1 


0.01% 


2 


0.01% 


583 


HSPC019 


AF077205.1 


1 


0.01%' 


21 


0.01% 


584 


KIAA0783 


AB018326.1 


1 


0.01% 


2 


0.01% 


585 


NDPP-1 protein 


01 0727.1 


1 


0.01% 


2 


0.01% 


586 


Sid3177 


AB024935.1 


1 


0.01% 


2 


0.01% 


587 


SON DNA binding protein isoform E (SON) mRNA, complete cds, alteri 


Hs.92909 


1 


0.01% 


2 


0.01% 


588 


split hand/foot deleted gene 1 


NP_033195.1 


1 


0.01% 


2 


0.01% 


589 


MKP-1 like protein tyrosine phosphatase 


AF038844 


1 


0.01% 


2 


0.01% 


590 


Gem GTPase (gem) 


U10550 


1 


0.01% 


^ 


0.01% 


591 


plasma cell membrane glycoprotein (PC-1) 


M57736.1 


1 


0.01% 


2 


0.01% 


592 


acyl-CoA synthetase 4 (ACS4) 


AF030555 


1 


0.01% 


2 


0.01% 


593 


NADH-ubiquinone oxidoreductase MNLL subunit 


AF050638.1 


1 


0.01% 


2 


0.01% 


594 


leucine-rich repeat (LRR) protein (P37NB) 37 kDa 


NIV1_005824.1 


1 


0.01% 


j _ 


0.01% 


595 


beta-migrating plasminogen activator inhibitor 1 


IVI14083 


1 


0.01% 


2 


raoi% 


596 


proteasome subunit X (=X95586 MB1) 


D29011 


1 


0.01% 


2 


0,01% 


597 


FUSE binding protein 3 (FBP3) 


U69127.1 


1 


0.01% 


2 


0.01% 


598 


transCRiptional activation factor TAFI 132 (=AF151895 CGI-137 protein] 


U21858 


1 


0.01% 


2 


0.01% 


599 


CGI-114 protein (=DKFZp566E144) 


AF1 51 872.1 


1 


0.01%; 2 


0.01% 


600 


CGI-1 23 protein 


AF1 51 881.1 


1 


0.01% 


2 


0.01% 


601 


CGI-24 protein 


AF1 32958.1 


1 


0.01% 


2 


0.01% 


602 


nuclear pore complex protein hnup153 


Z25535 


1 


0.01% 


2 


0.01% 


603 


ras-relatedYPT1 protein (ORF) 


P1 1476 


1 


1 0.01% 


2 


0.01% 


604 


Opa-interacting protein 01P2 


AF025438 


1 


0.01% 


2 


1 0.01% 


605 


cartilage link protein (CRTL1) 


U43328.1 


31 


0.25% 




0.01% 


606 


fatty acid binding protein (adipocyte lipid-binding protein) 


NM_001442.1 


18 


0.14% 




0.01% 


607 


hemoglobin beta chain (HBB) 


AF1 17710 


16 


0.13% 




0.01% 


608 


fatty acid binding protein 4, adipocyte (FABP4), mRNA/cds=(47,445) /( 


Hs.83213 


15 


0.12% 




0.01% 


609 


ubiquitin-like 1 (sentrin) (UBL1) (=SUM0-1) 


NM_003352.1 


9 


0.07% 




0.01% 


610 


phenylalkylamine binding protein gene 


AF1 96969.1 


7 


0.06% 




0.01% 


611 


signal recognition particle 14kD (homotogous Alu RNA-binding protein) 


NM_003134.1 


6 


0.05% 


1! 0.01% 


612 


KVLQT1 gene (=p150) 


AJ006345.1 


6 


0.05% 




0,01% 


613 


alpha-2-macroglobulin 


D83196 


6 


0.05% 




0.01% 


614 


metallothionein 1L (MT1L) 


NM_002450.1 


5 


0.04% 




0.01% 


615 


thrombospondin 1 (THBS1) 


NM_003246.1 


5 


0.04% 




0.01% 


616 


Kallmann syndrome 1 (KALI) (=ADMLX=putative adhesion molecule) 


NM_000216.1 


5 


0.04% 




0,01% 


617 


YAP65 


X80507.1 


4 


0.03% 




0.01% 


618 


protein phosphatase 2A catalytic subunit-beta 


M60484 


4 


1 0.03% 




0.01% 


619 


KIAA0191 (zinc finger homolog) 


D83776 


4 


0.03% 




0.01% 


620 


protein immuno-reactive with anti-PTH polyclonal antibodies 


U28831.1 


4 


0.03% 


1' 0.01% 


621 


ATP SYNTHASE GAMMA CHAIN, MITOCHONDRIAL PRECURSOR 


spP36542 


4 


0.03% 




0.01% 



Figure 16 - Relative Est Frequency of Unique Known Genes Common to Mild and Severe cDNA Libraries - Page 13 of 19 



622 


catalase 


X04076 


4 


0.03% 




0.01% 


623 


HSPC067 


AF161552_1 


4 


0.03% 




0.01% 


624 


ribosomaiRNA16Sgene 


AF036006.1 


4 


0.03% 




0.01% 


625 


ribosomal protein L8 


Z28407 


3 


0.02% 




0.01% 


626 


peripheral myelin protein 22 


M94048 


3 


0.02%; 1 


0.01% 


627 


dioxin-inducibie cytochrome P450 (CYP1B1) 


U03688?i 


3 


0.02% 




0.01% 


628 


MAGUK protein p55T (=AB002323 KIAA0325) 


AF162130.1 


3 


0.02% 




0.01% 


629 


PPP1R5 


AF1 10824.1 


3 


0.02% 




0.01% 


630 


splicing factor SRp40-1 (SRp40) 


U30826.1 


3 


0.02% 




0,01% 


631 


splicing factor, arginine/serine-rlch 5 (Re^eq aa 1e-54) 


NP_008856.1 


3 


0.02% 




0.01% 


632 


NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 1 


spP03886 


3 


0.02% 




0.01% 


633 


HSPC307 


AF161425.1 


3 


0.02% 




0.01% 


634 


immunoglobulin light chain 


D87000 


3 


0.02% 




0.01% 


635 


lysosomal-associated membrane glycoprotein-1 (LAMP1) (=J04182) 


L08582 


3 


0.02% 




0.01% 


636 


cornichon protein 


AF070654.1 


3 


0.02% 




0.01% 


637 


okadaic add-indudble and cAMP-regulated phosphoprotein 19 (ARPP- 


AF084555.1 


3 


0.02% 




0.01% 


638 


SH3 domain-contsuning protein SH3P18 


U61157 


3 


0.02% 




0.01% 


639 


K1AA1025 


AB028948.1 


3 


0.02% 




0.01% 


640 


LGMD2B 


AJ007973 


3 


0.02% 




0.01% 


641 


CAR(RFP2) 


AF279660 


3 


0.02% 




0.01% 


642 


NADH dehydrogenase(ubiquinone) 1 betasubcomplex, 3 {12kD, B12) ' 


NM_002491.1 


1 3 


0.02% 




0.01% 


643 


KIAA0579 


AB011 151.1 


1 3 


0.02% 




0.01% 


644 


KIAA0977 


AB023194.1 


3 


0.02% 




0.01% 


645 


KiAA0573 


AB011145 


3 


0.02%' 




0.01% 


646 


polyadenylate binding protein-interacting protein 1 (PAIP1) 


NM_006451.1 


3 


0.02% 




0.01% 


647 


Transiocon assodated protein gamma subunit 


spQ9UNL2 


3 


0.02% 




0.01% 


648 


secreted frizzled-related protein 4 (SFRP4) 


NM_003014.2 


1 3 


0.02% 




0.01% 


649 


phosphatase 1, catalytic subunit, gamma isoform (PPP1CC) mRNA 


fNM_002710.1 


3 


0.02% 




0.01% 


650 


ring finger protein {C3H2C3 type) 6 {RNF6) 


NM_005977.1 


3 


0.02% 




0.01% 


651 


putative transmembrane protein E3-16 


AF092128.1 


3 


0.02% 




0.01% 


652 


epithelial protein lost in neoplasm beta (EPLIN) 


NM_016357.1 


3 


0.02% 




0.01% 


653 


laminin receptor 1 (67kD, ribosomal protein SA) (LAMR1)(0RF) 


NM_002295.1 


2 


0.02% 




0.01% 


654 


t-complex-associated-testis-expressed 1-like 1 (TCTEL1) 


NM_006519.1 


2 


0.02% 




0.01% 


655 


collagen type XIV variant C-terminal NC1 and 3'UTR 


Y11711 


2 


0.02% 




0.01% 


656 


reverse transcriptase related protein 


prf1207289A 


2 


0.02% 






657 


JKTBP2, JKTBP1, complete cds 


AB017018.1 


2 


0.02% 




0.01% 


558 1 latent transforming growth factor beta binding protein 1 (LTBP1) 


NM_000627.1 


2 


0.02% 




0.01% 


659 


laminin B2 chain 


M55210 


2 


0.02% 




0.01% 


660 


HSPC025 {HSPC025) 


NM_01 6091.1 


2 


0.02% 




0.01% 


661 


insulin-like growth factor 1 


X57025 


2 


0.02% 




0.01% 


662 


clathrin, light polypeptide (Lea) (CLTA) 


NM_007096.1 


2 


0.02% 




0.01% 


663 


1DN3 


AB01 9494.1 


2 


0.02% 




0.01% 


664 


KIAA0069 gene 


D31885.1 


2 


0.02% 




0.01% 


665 


immunoglobulin lambda gene 


D87003.1 


2 


0.02% 




0.01% 


666 


KIAA0038 gene 


D26068.1 


2 


0.02% 




0.01% 


667 


disabled 2 p93 (DAB2) {mitogen-responsive phosphoprotein) (DAB2) 


AF188298.1 


2 


0.02% 




0.01% 


668 


CD36 antigen 


L06850.1 


2 


0.02% 




0.01% 


669 


guanine nucleotWe binding protein 11 (GNG11) = U31384.1 


NM_004126.1 


2 


0.02% 




0.01% 


670 


KIAA0436 


AB007896 


2 


0.02% 


1; 0.01% 


671 


conserved gene amplified In osteosarcoma (0S4) 


NM_005730.1 


2 


0.02% 




1001% 


672 


mitochondrial coxll 


1X55654.1 


2 


0.02% 




0.01% 


673 


cytochrome C oxidase II subunit (ORF) 


X55654 1 2 


0.02% 




0.01% 
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674 


NADH-ubiquinone oxidoreductase subunit CI-B14 IAF047182 


2 


0.02% 




0.01% 


675 


mouse tropomyosin homolog (HSPC001) =AF047439(ORF) 


NM_004872.1 


2 


0.02% 


'I 


0.01% 


676 


heterogeneous nuclear ribonudeoprotein R (ORF) 


AF000364 


2 


0.02% 


'I 


0.01% 


677 


destrin (actin depolymerizing factor) (ADF) 


5802965 


2 


0.02% 




0.01% 


678 


KIAA0127 


NM_014755.1 


2 


0.02% 




0.01% 


679 


KIAA0577 


AB011149 


2 


0.02% 




0.01% 


680 


PTH-responsive osteosarcoma D1 protein 


AAD25980.1 


2 


0.02% 


'I 


0.01% 


681 


Polyadenytate binding protein 


U75686.1 


2 


0.02% 


"1 


0.01% 


682 


lymphocyte activation-associated protein 


AF1 23320.1 


2 


0.02% 


'I 


0.01% 


683 


calcineurin A2 


M29551 


2 


0.02% 




0.01% 


684 


KIAA0610 


AB011182 


2 


0.02% 




0.01% 


685 


SRY (sex-determining region Y)-box 5 (S0X5) 


NM_006940.1 


2 


0.02% 




0.01% 


686 


glucan (1,4-alpha-), branching enzyme 1(ORF)(glycogen branching en: 


NM„000158.1 


2 


0.02% 




0.01% 


687 


p58/GTA (galactosyltransferase associated protein kinase) 


I\/I37712.1 


2 


0.02% 




0.01% 


688 


mesenchyme homeo box 2 (growth arrest-specific homeo box) (MEO> 


NM_005924.1 


2 


0.02% 


'I 


0.01% 


689 proteasome (prosome, macropain) subunit, alpha type, 2 (PSMA2) 


NM_002787.1 


2 


0.02% 




0.01% 


690 protein-coupled receptor 64 (GPR64) 


NMJ05756.1 


2 


0.02% 




0.01% 


691 igermline T-cell receptor beta chain 


U66061 


2 


0.02% 


'I 


0.01% 


6921SH3 domain binding glutamic acid-rich protein like (SH3BGRL) 


NM_003022.1 


2 


0.02% 


1 


0.01% 


693 


KIAA0256 


D87445 


2 


0.02% 




0.01% 


694 


KIAA1102 


AB029025.1 


2 


0.02% 




0.01% 


695 


KIAA1380 protein 


AB037801.1 


2 


0.02% 


1 


0.01% 


696 


angiopoietin-like 1 (ANGPTL1) 


NM_004673.1 


2 


0.02% 




0.01% 


697 


uncharacterized hypothalamus protein HARP11 (HARP11) 


NM_018477.1 


2 


0.02% 




0.01% 


698 


multiple PDZ domain protein (MPDZ) = AF093419.1 


NM_003829.1 


2 


0.02% 




0.01% 


699 


proto-oncogene tyrosine-protein kinase (ABL) gene 


U07563.1 


2 


0.02% 




0.01% 


700 


v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YES1) 


NM_005433.1 


2 


0.02% 




0.01% 


701 


unactive progesterone receptor, 23 kD (P23) = L24804.1= Q15185 (orf 


NM_006601.1 


2 


0.02% 




0.01% 


702 


histone acetyltransferase 1 


AF030424 


2 


0,02% 




0.01% 


703 


small acidic protein (IMAGE145052) 


NIVI_014267.1 


2 


0.02% 




0.01% 


704 


CGI-99 protein = homeobox prox 1= AF1 00755.1 (ORF) 


AF151857 


2i 0.02% 




0.01% 


705 


mSinSA (sinSA) 


U22394 


2 


0.02% 




0.01% 


706 


CG3450 gene product [Drosophila melanogaster](86% ORF) 


AAF57398.1 


2 


0.02% j 1 


0.01% 


707 


ENDOPLASMIN PRECURSOR (94 KD GLUCOSE-REGULATED PRO 


spP14625 


2 


0.02% 




0.01% 


708 


gene hY3 encoding a cytoplasmic Ro RNA 


V00585.1 


2 


0.02% 




0.01% 


709 


HSPC004 


AF070660 


2 


0.02% 




0.01% 


710 


HSPC161 


AF161510 


2 


0.02% 




0.01% 


711 


KiAA0205 


D86960 


2 


0.02% 




0.01% 


712 


KIAA0238 


D87075 


2 


0.02% 




0.01% 


713 


KIAA0716 


AB01 8259.1 


2 


0.02% 




0.01% 


714 


SUMO-1 activating enzyme subunit 2 (UBA2) 


NMJ05499.1 


2 


0.02% 




0.01% 


715 


TEB4 protein (=AB011169 KIAA0597) 


AF009301 


2 


0.02% 




0.01% 


716 


XIST 


X56196 


2 


0.02% 




0.01% 


717 


nCLI gene 


X85032.1 


2 


0.02% 




0.01% 


718 


small nuclear ribonudeoprotein D1 polypeptide (16kD) (SNRPD1) 


NM_006938.1 


2 


0.02% 




0,01% 


719 


ALEX1 protein (LOC51309) 


NM_01 6608.1 


2 


0.02% 




0.01% 


720 


MHC dass II lymphocyte antigen beta-chain (HLA-DPB1) 


M28202.1 


2 


0.02% 


i: 0.01% 


721 


cAMP-dependent protein kinase subunit Rll-beta 


M31158 


2 


0.02% 




0,01% 


722 


protein kinase, cAMP-dependent, regulatory, type 1, alpha (tissue spec 


NM_002734.1 


2 


0.02% 




0.01% 


723 


rabllaGTPase 


AF000231 


2 


0.02% 




0,01% 


724 


rab3 GTPase-activating protein, non-catalytic subunit (150kD) (RAB3-C 


NM_012414.1 


2 


0.02% 




0.01% 


725 


Ca2-activated neutral protease large subunit (CANP) 


M23254.1 


2 


0.02% 


1; 0.01% 
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726 


histone H2A.Z= M37583 


X52317 


2 


0.02% 


1 0.01% 


727 


inhibitor of apoptosis protein 2 


U45879 


2 


0.02% 




0.01% 


728 


KIAA0594 


AB011166 


2 


0.02% 




0.01% 


729 


ringfingerprotein13(RNF13),mRNA/cds=(151,1296)/gb=NI\4 00726 Hs,6900 


2i 0.02% 




0.01% 


730 


ribosomal protein S18 


X69150.1 


1 0.01% 




0.01% 


731 


ribosomal protein S5 (RPS5) 


NM_001 009.1 




0.01% 




0.01% 


732 


metailothionein-il (mt-ll) 


J00271 




0.01% 




0.01% 


733 


v-fos FBJ murine osteosarcoma viral oncogene tiomoiog (FOS) 


NM_005252.2 




0.01% 




0.01% 


734 


deiodinase, iodothyronine, type II (DI02), transCRipt variant 1 


gi7549802 




0.01% 




0.01% 


735 


insulin-like growth factor binding protein 5 (IGFBP5) gene 


L27556.1 




0.01% 




0.01% 


736 


enhancer-of-splitand hairy-related protein 1 (SHARP-1) 


AF009329.1 




0.01% 




0.01% 


737 


colon carcinoma laminin-binding protein (=RIBOSOMAL PROTEIN SA 


J03799.1 




0.01% 


1i 0.01% 


738 transmembrane protein (p63) 


X69910 




0.01% 




0.01% 


739 


peroxiredoxin 1 (PRDX1) (=NKEFA) 


NM_002574.1 




0.01% 




0.01% 


740 


RIBOSOMAL PROTEIN SA (P40) 


spP08865 




0.01% 




0.01% 


741 


WSB-1 isoform 


AF106684.1 




0.01% 




0.01% 


1 Af\ 

742 


high-mobility group (nonhistone chromosomal) protein 17 (HMG17) 


NM_005517.1 




0,01% 




0.01% 


743 


prostatic binding protein (PBP) 


NM_002567.1 




0.01% 




0.01% 


744 


complement component 1, s subcomponent (CIS) 


NM_001734.1 




0.01% 




0.01% 


745 


dual specificity phosphatase 1 (DUSP1) 


NM_004417.2 




0.01% 




0.01% 


746 


KIAA0143 gene 


D63477.1 




0.01% 




0.01% 




non-metastatic cells 2, protein (NM23B) expressed in (NME2) 


NM_002512.1 




0.01% 


1 0.01% 


"7 AO 

748 


high density lipoprotein binding protein (HBP) 


M64098 




0.01% 




0.01% 


"7 Af\ 

749 


cathepsin L (CTSL) 


NM_001 912.1 




0.01% 




0.01% 


750 


NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, MNLL 


NM_004545.1 




0.01% 




0.01% 


751 


cyclophilin-related protein (NKTR) gene (=PAC RPCI4-613B23) 


AF184110.1 




0.01% 




0.01% 


752 


U50HG genes for U50' snoRNA and U50 snoRNA, complete sequence 


AB017710 


1. 0.01% 




0.01% 


753 


RAD21 (S. pombe) homolog (RAD21) (=X98294) 


915453993 




0.01% 




0.01% 


754 


myeloid/lymphoid or mixed-lineage leukemia (trithorax (Drosophila) hoi] 


NM_005935.1 




0.01% 




0.01% 


755 


chaperonin containing TCP1 subunit 4 (delta) (CCT4) 


NM_006430.1 




0.01% 




0.01% 


756 


Membrane cofactor protein 


X59408.1 




0.01% 




0.01% 


757 


KIAA0349 gene 


AB002347.1 




0.01% 




0.01% 




p130(130K protein) 


X76061.1 




0.01% 




0.01% 


759 


0RF2 [Canis familiaris](60%) 


AB012223 




0.01% 




0.01% 


760 


karyopherin (importin) beta 1 (KPNB1) (=138951 importin beta subunit) 


gi4504904 




0.01% 




0.01% 


761 


signal peptidase complex (18kD) (SPC18) 


NM_014300.1 




0.01% 




0.01% 


762 


hexosaminidase B (beta polypeptide) (HEXB)(ORF) 


NM_000521.1 




0.01% 




0.01% 


763 


four and a half LIM domains 1 (FHL1) 


NM_001449.1 




0.01% 




0,01% 


764 


fibroblast growth factor 2 (basic)(FGF2) 


NM_002006.1 




0.01% 




0,01% 


765 


NADH dehydrogenase(ubiquinone) 1, alpha/beta subcomplex, 1 (8kD, 


NM_005003.1 




0.01% 




0,01% 


766 


5T4 oncofetal trophoblast glycoprotein (5T4) 


NM_006670.1 




0.01% 




0.01% 


767 


Autosomal Highly Conserved Protein (AHCP) (=DKFZp586G051) : NM 016255.1 




0.01% 




0.01% 


768 


KIAA0853 


AB020660.1 




0.01% 




0.01% 


769 


meningioma-expressed antigen 5 (MEA5) (=KIAA0679) 


AF036145 




0.01% 




0.01% 


//O 


PTEN (PTEN) gene 


AF143312.1 




0.01% 




0.01% 


771 


prolylcarboxypeptidase (angiotensinase C) (PRCP) 


NM_005040.1 




0.01% 




0.01% 


772 


GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly syndro 


gi4504014 




0.01% 




0.01% 


m 


zinc finger protein 84 (HPF2) (ZNF84) 


NM_003428.1 




0.01% 




0,01% 


774 


RNA polymerase 1! subunit hsRPB7 


U20659.1 




0.01% 




0.01% 


775 


tubulin-specific chaperone a (TBCA) (=AF038952 cofactor A protein) 


gi4759211 




0.01% 




0.01% 


776 


polycystic kidney disease 2 (autosomal dominant) 


NM_000297.1 




0.01% 




0.01% 


777 


oxysterol-binding protein 


AB017026 




0.01% 


11 0.01% 
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778 


ubiquinol-cytochrome c reductase core proton II (UQCRC2)(0RF) = JC 


NM_003366.1 




0.01%i 1 


0,01% 


779 


NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 4L 


spP03901 




0.01% 




0.01% 


780 


thioredoxin peroxidase (antioxidant enzyme) (AOE372) =U25182(ORF; 


NM_006406.1 




0.01% 




0.01% 


781 


cytoskeletal tropomyosin TM30(nm) 


X04588.1 




0.01% 


-I 


0.01% 


782 


ring finger protein 4 (RNF4) 


gi4506560 




0.01% 


-1 


0.01% 


783 


TSE1=protein kinase A regulatory subunit 


S54711 




0.01% 




0.01% 


784 


SUMai-specific protease (KIAA0797) 


NM_01 5571.1 




0.01% 




0.01% 


785 


myosin-binding protein C, cardiac (MYBPC3) 


NM_000256.1 




0.01% 




0.01% 


786 


ATP synthase, H transporting, mitochondrial FO complex, subunit f, isc 


NM_004889.1 




0.01% 




0.01% 


787 


had domain and RLD 2(HERC2) (=KIAA0393) 


NM_004667.2 




0.01% 




0.01% 


788 


integrin cytoplasmic domain associated protein (icap-la) 


AF012023 




0.01% 




0.01% 


789 


BUP 


AF078848.1 




0.01% 


-1 


0.01% 


790 


KIAA0235 


D87078 




0.01% 


-l 


0.01% 


791 


PDNP1 gene (nucleotide pyrophosphatase) 


AF1 10304.1 




0.01% 




0.01% 


792 


phosphoribosyl pyrophosphate synthetase subunit 1 


D00860.1 




0.01% 




0.01% 


793 


wbsCRI (WBSCR1) 


«=045555.1 




0.01% 




0.01% 


794 


proteasome (prosome, macropain) subunit alpha type, 3 (PSMA3) 


NM 002788.1 




0.01% 




0.01% 


795 


CLP(CLPP) 


L54057.1 




0.01% 




0.01% 


796 


Tax1 (human T-cell leukemia virus type 1) binding protein 1 (TAX1BP1) 


NM_006024.2 




0.01% 




0.01% 


797 


platelet-activating factor acetylhydrolase, isofbrm lb, alpha subunit [Pfi 


4557740 




0.01% 




L_aoi% 


798 


transfenin receptor (TFRC) gene 


AF187320_^ 




0.01% 




0.01% 


799 


CGI-127 protein 


AF151885.1 




0.01% 






800 


microvascular endothelial differentiation gene 1 product 


AB026908.1 




0.01% 




0.01% 


801 


vanilloid receptor; CARKL and CTNS; TIP1; P2X5b and P2X5a 


AF168787.1 




0.01%] 


V 


0.01% 


802 


vitiligo-associated protein VIT-1 (VIT1) (=DKFZp564K2364) 


AF264714.1 




0.01% 




0.01% 


803 


small EDRK-rich factor 1, long isofbrm (SERF1) (=btf2p44) 


AF073519.1 




0.01% 




0.01% 


804 


translin 


X78627 




0.01% 


^ 


0.01% 


805 


ionizing radiation resistance conferring protein (=X83544 DAP-3) 


U18321 




0.01% 


^ 


0.01% 


806 


CGi-1 16 protein(LOC51019)(ORF)= AF155655 protein x 0009 mRNA 


NM_01 6053.1 




0.01% 




1 0.01% 


807 


tropomyosin 


Ml 9267 




0.01% 




0.01% 


808 


hXBP-1 transcription factor DNA (=TREB protein) 


L13850.1 




0.01% 




0.01% 


809 


KARP-1-binding protein 3 (=KIAA0470) 


AB022659.1 




0.01% 




0.01% 


810 


inducible 6-phosphofructo-2-kinase/fructose 2,6-bisphosphatase (IPFK 


AF056320 




0.01% 




0.01% 


811 


GTPase activating protein (raplGAP) 


M64788 




0.01% 




1001% 


812 


guanine nudeotide binding protein (G protein), alpha inhibiting activity 


NM_006496.1 




0.01% 




0.01% 


813 


cox V!a-L cytochrome c oxidase liver-spedfic subunit Via (EC 1.9.3.1, 


X15341.1 




0.01% 




0,01% 


814 


integrin, beta 5 (ITGB5) 


NM_002213.1 




0.01% 




0.01% 


815 


DNAtopoisomerase 11 (T0P2) 


Z16115 




0.01% 




0.01% 


816 


squalene epoxidase 


D78129 




0.01% 




0.01% 


817 


Krueppel-related DNA-binding protein (PF4) 


M61866 




0.01% 




0.01% 


818 


RNAhelfcase 


AJ223948 




0.01% 




0.01% 


819 


nuclear receptor subfamily 3, group C, member 1 (NR3C1) 


NM_000176.1 




0.01% 


1| 0.01% 


820 


potassium channel modulatory factor (=DKFZp434L1021) 


AF155652.1 




0.01% 


11 0.01% 


821 


nuclear phosphoprotein similar to S. cerevisiae 


NIVI_007062.1 




0.01% 




0.01% 


822 


C0P9 complex subunit 4 (L0C51 1 38) 


NM_016129.1 




0.01% 




0.01% 


823 


endomembrane protein EMP70 precusor isologue 


U95973 




0.01% 




0.01% 


824 


adipocyte acid phosphatase beta=phen^arsine o»de-sensitive tyrosyl 


S62885.1 




0.01% 




0.01% 


825 


dead box, X isofomi (DBX) 


AF000982.1 




0.01% 




0.01% 


826 


major histocompatibility locus dass III regions Hsc70t (smRNP, G7A, N 


AF109905 




0.01% 




0.01% 


827 


ankyrin G (ANK-3) 


U13616.1 




0.01% 




rToT% 


828 


spectrin beta protein (pAZSP 3' end) 


X91 849.2 




0.01% 




0.01% 


829 


antigen NY-CO-1 (NY-CO-1) 


AF039687.1 




0.01% 




0.01% 
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830 


GS3955 


D87119 




0.01% 


i; 0.01% 


831 


HBV pX associated protein-8 (LOC51773) 


NM_01 6578,1 




0.01% 


1 


0.01% 


832 


hyperion gene 


AJ010770 




0.01% 


1 


0.01% 


833 


KIAA0090 


D42044 




0.01% 


1 


0.01% 


834 


KIAA0170 


D79992 


1 


0.01% 




0.01% 


835 


KIM0379 


AB002377 


Ij 


0.01% 


1 


0.01% 


836 


myeloid ceil nuclear differentiation antigen 


M81750 




0.01% 


"I 


0.01% 


837 


peroxisomal acyI-CoA:dihydroxyacetonephospliate acyltransferase (Dl- 


AF043937 




0.01% 


1 


0.01% 


838 


serologically defined colon cancer antigen 1 (SDCCAG1) 


NIV!_004713.1 




0.01% 


1 


0.01% 


839 


suppressor of G2 allele i NM_006704.1 




0.01% 


1 


0.01% 




methylene tetraliydrofolate dehydrogenase (NAD dependent), metheniNM J06636.1 




0.01% 


"I 


0.01% 


841 


aspartyl glucosaminidase (AGA) |X55330 


1 


0.01% 


"I 


0.01% 


842 


osteoblast specific cysteine-rich protein, complete cds 


AB008375 




0.01% 




0.01% 


843 


glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate aminotn 


NM_002080.1 




0.01 % 


"I 


0.01% 


OAA 

844 


proteinx0008(AD013) 


NIV1_01 3395.1 




A A/1 n/ 

0.01% 




0.01% 


845 


ubiquitin-activating enzyme E1C (homologous to yeast UBA3) (UBE1C 


gi4507764 




0.01% 


"I 


0,01% 


846 


CCAAT-box-binding transcription factor (CBF2) 


N!VI_005760.1 




0.01% 


1 


0.01% 


fi A^ 

847 


c-Cbl-interacting protein (CIN85) 


AF230904.1 




0.01% 




0.01% 


848 


GA-binding protein transcription factor, beta subunit 1 (53kD) (GABPB1 


NM_016654.1 




0.01% 




0.01% 


849 


thyroid receptor Interactor (TRIP3) 


L40410.1 




0.01% 




0.01% 


850 


ZNF01 and HUM0RFKG1B genes, partial sequence 


AF205588.1 




0.01% 




0.01% 


851 


endoplasmic reticulum lumenal Ca2 binding protein grp78 


AF216292.1 




0.01% 




0.01% 


852 


leul<ophysin (LKP) = NM^001357.1 DEAD/H box polypeptide 9 (DDX9) 


U03643.1 




0.01% 




0.01% 


853 


CGI-129 protein 


AF1 51 887.1 


1i 0.01% 




0.01% 


854 


CGl-86 protein (LOC51635) 


NIVI_016029,1 


1| 0.01% 




0.01% 


855 


LiC-2 dynein light intermediate chain 53/55 


U15138.1 


ij 0.01% 




0.01% 


856 


protein 4.1-G, erythrocyte membrane protein (clone 24719) 


AF054999 


1| 0.01%! 1 


0.01% 


857 


tropomodulin (TIVIOD) 


iVI77016 


i; 0.01% 




0.01% 


858 


TIP120(=AB020636KIAA0829) 


D87671 




0.01% 




0.01% 


859 


orphan G protein-coupled receptor (RDC1) 


U67784 




0.01% 




0.01% 


860 


mitogen-activated protein kinase 14 (MAPK14) 


4503068 




0.01% 




0,01% 
0,01% 


861 


ralA binding protein 1 (RALBP1) 


NIVI_006788.1 




0.01% 




862 


C4ype lectin 


BAA95671.1 




0.01% 




0.01% 


863 


non-histone chromosomal protein HMG-14 


l\/!21339.1 




0.01% 




0.01% 


864 NCK adaptor protein 1 (NCK1 )=X17576 melanoma mRNA for nek prote 


NM_006153.1 




0.01% 




0.01% 


865!cargo selection protein TIP47 (TIP47)(=PP17) 


AF057140 




0.01% 




0.01% 


866 ICGI-43 protein 


AF151801.1 




0.01% 




0.01% 


867 


DNA repair helicase (ERCC3) 


M31899.1 




0.01% 




0.01% 


868 


UDP-GalNAc:poIypeptide N-acetylgalactosaminyltransferase (T1) 


X85018 




0.01% 




0.01% 


869 


SMT3 (suppressorof mif two 3, yeast) homolog 1 (SMT3H1) 


NMJ06936.1 




0.01% 




0.01% 


870 


solute carrier family 20 (phosphate transporter), member 1 (SLC20A1) 


7382462 




0.01% 




0.01% 


871 


glycogen phosphorylase 


Y15233 




0.01% 


li 0.01% 


872 


ribonuclease L (2',5'-oligoisoadenylate synthetase-dependent) inhibitor 


4506558 




0.01% 


i; 0.01% 


873 


lymphocyte dihydropyrimidine dehydrogenase (DPYD) 


U20938 




0,01% 


Ij 0.01% 


874 


ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) (UCHU 


NMJ06002.1 




0.01% 


li 0.01% 


875 


nuclear receptor coactlvator (=TRBP) 


AF245115 




0.01% 


1 0.01% 


876 


serine kinase SRPK2 


U88666 




0.01% 


1; 0.01% 


877 


acykoenzyme Acholesterol acyltransferase (ORF) 


L21934.2 




0.01% 


1- 0.01% 


878 


NADP dependent cytoplasmic malic enzyme (=U43944) 


X77244 




0.01% 


i; 0.01% 


879 


leucine rich repeat (in FLU) interacting protein 1 (LRRFIP1) (=GGF2) 


NMJ04735.1 




0.01% 


li 0.01% 


880 


metalloprotease/disintegrin/cysteine-rich protein precursor (MDG9) (=D 


U41766 




0.01% 




0.01% 


881 


host cell factor 2 (HCF-2) 


NIWJ1 3320.1 




0.01% 




0.01% 
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882 


X-ray repair complementing defective repair in Cliinese tiamster cells 4 


gi4507944 




0.01% 


1i 0.01% 


883 cardiac myosin binding protein-C (ORF) 


X84075 




0.01% 


1' 0.01% 


884jUnc-50 related protein homologue 


AF077038.1 




0.01% 




0.01% 


886 activated in tumor suppression 


AJ01 2502.1 




0.01% 




0.01% 


886 


cytoi<ine-inducible SH2 protein 6 (CISH6) (=AB014571 KIAA0671) 


AF073958.1 




0.01% 




0.01% 


887 


DAPIT protein 


AJ271158 




0.01% 




0.01% 


888 


HepG2 3' region Mbol cDNA, clone hmd3c06m3 


D17196.1 




0.01% 




0.01% 


889 


KIAA0006 


D25304 




0.01% 




0.01% 


890 


KIAA0041 


D26069 




0.01% 




0.01% 


891 


KIAA0095 gene 


NMJ14669.1 




0.01% 




0.01% 


892 


KIAA0227 


D86980 




0.01% 




0.01% 


893 


KIAA0862=leucine-rich repeat protein SHOC-2 (SHOC-2)=AF054828 


AB020669 




0.01% 


1! 0.01% 


894 


KIAA0934 protein 


AB023151.1 




0.01% 


1' 0.01% 


895 


KIAA0997 


NM_01 4950.1 




0.01% 




0.01% 


896 


KIAA1033 


AB028956.1 




0,01% 




0.01% 


897 


KIAA1423 


AB037844.1 


V. 0.01% 




0.01% 


898 


La/SS-B protein 


X69804 




0.01% 




0.01% 


899 


maternal-embryonic 3 {Mem3) 


U47024 




0.01% 




0.01% 


900 


PB1 


X90849 




0.01% 




0.01% 


901 


SCID complementing gene 2 


D78188.1 




0.01% 




0.01% 


902 


TCTEL1 (t-compiex-associated-testis-expressed Mike 1) 


D50663.1 




0.01% 




0.01% 


903 


UDP-N-acetyl-alpha-D-ga!actosamine:poIypeptide N-acetylgalactosami 


gi8393408 




0.01% 


i 0.01% 


904 


galactocerebrosidase (GALC) gene 


L38559 




0.01% 


1; 0.01% 


905 


QUINONE OXIDOREDUCTASE (NADPH:QUINONE REDUCTASE) (Z 


spQ08257 




0.01% 




0.01% 


906 


proline arginine-ricti end ieucine-rich repeat protein (PRELP) =1129089 


NM_002725.1 




0.01% 




0.01% 


907 


selenoprotein T(L0C51 71 4) 


NMJ1 6275.1 




0.01% 




0.01% 


908 


eukaryotic translation initiation factor 2 alpha kinase PEK 


AF110146 




0.01% 




0.01% 


909 


EUKARYOTIC TRANSLATION INITIATION FACTOR 5 (EIF-5) 


spP55010 




0.01% 




0.01% 


910 


translational intiibitor protein p14.5 (UK114) = X95384.1 


NM_005836.1 




0.01% 




0.01% 


911 


translin associated protein X 


X95073 




0.01% 




0.01% 


912 


ATP-dependent metalloprotease Y1VIE1L (contains Alu repeat) 


AJ1 32637.1 




0.01% 




0.01% 


913 


proteasome subunit p42 


D78275 




0.01% 




0,01% 


914 


sorting nexin 14 (SNX14) 


AF121863.1 




0.01% 




0.01% 


915 


TIMP3 tissue inhibitor of metalloproteinases-3 


X76227 




0.01% 




0.01% 


916 


ubiquitin conjugating enzyme, UbcH6 


X92963 




0.01% 




0.01% 


917 


ubiquitin-conjugating enzyme E2D 3 (homologous to yeast UBC4/5) (U 


NM_003340.1 




0.01% 




0.01% 


918 


ubiquitin-conjugating enzyme E2L 6 (UBE2L6) =AF061736 ubiquitin-co 


NMJ04223.1 




0.01% 




0.01% 


919 


WDR1 protein 


AF020260 




0.01% 




0.01% 


920 


kaiso (ZNF-kaiso) 


gi5803228 




0,01% 




0.01% 


921 


retinoblastoma-binding protein 2 (RBBP2) 


NM_005056.1 




0.01% 




0.01% 


922 


Nuclear protein SA-2 (=STAG2) 


Z75331.1 




0,01% 




0.01% 


923 


small nuclear ribonucleoprotein polypeptide B" (SNRPB2) 


NM^003092.1 




0,01% 




0.01% 


924 


mitochondrial 12S and IBS rRNA 


J01438 




0,01%' 1 


0.01% 


925 


pre-mRNA cleavage factor Im (68kD) (CFIM) (=X67336) 


5901927 




0.01% i 1 


0.01% 


926 


male-specific lethal-3 (Drosophila)-llke 1 (MSL3L1) (=DKFZp586J1822 


NM_006800.1 




0.01% 1 


0.01% 


927 


nuclear protein stromal antigen 1 (SA-1) 


NM_005862.1 




0.01%| 1 


0.01% 


928 


coagulation factor V (proaccelerin, labile factor) (F5) 


NM_000130.1 




0.01% 




0.01% 


929 


truncated SON protein (Son) (=AF1 61430.1 HSPC312) 


AF193607,1 




0.01% 




0.01% 


930 


CGI-1 07 protein 


AF1 51865.1 




0.01% 




0.01% 


931 


CGI-60 protein (LOC51626), 


NM_016008.1 




0.01% 




0.01% 


932 


CGI-81 protein 


AF151839.1 




0.01% 




0.01% 


933 


Nome disease protein (NDP) 


X65882 




0.01% 




0.01% 
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934 


osteonidogen (=AJ223500 nidogen-2) 


D86425 


1 


0.01% 


1 0.01% 


935 


adapter protein CMS 


AF146277,1 


1 


0.01% 




0.01% 


936 


keratin18(K18) 


M24842 


•| 


0.01% 


11 


0.01% 


937 


myotubularin related protein 6 


AF072928 


1 


0.01% 




0.01% 


938 


nucleoporin p54 


U63840 


1 


0.01% 




0.01% 


939 


B219/OB receptor isoform HuB219.1 


U52912 


1 


0.01% 




0.01% 


940 


G protein-coupled receptor 69A (GPR69A) (=p40) 


NM_006055.1 


1 


0.01% 




0.01% 


941 


ti-ryk 


X69970.1 




0.01% 




0.01% 


942 


RYK tyrosine l(inase 


S59184.1 




0.01% 




0.01% 


943 


low-Mr GTP-binding protein (RAB32) 


U59878 




0.01% 




0.01% 


944 


abundant in neuroepitfielium area (BTG3) (=D64110 ANA) 


gi5802989 




0.01 %i 1 


0.01% 


945 


glioblastoma amplified sequence (GBAS) 


AF029786 




0.01% 




0.01% 


946 


macrophage-specific colony-stimulating factor (CSF-1) 


M37435.1 




0.01% 




0.01% 


947 


monocyte ciiemotactic protein-3 (MCP-3) 


X72308 


r 0.01% 




0.01% 


948 


ecotropic viral integration site 5 (EViS) 


NM_005665.1 




0.01% 




0.01% 


949 


potassium voltage-gated channel, delayed-rectifier, subfamily S, memb 


NM_002262.1 




0.01% 




0.01% 


950 


integrin, alplia V(vitronectin receptor, alpha polypeptide, antigen CD51; 


NM_002210.1 




1 001% 




0.01% 


951 


chromodomain protein, Y chromosome-like (CDYL) =AF081259 


NM_004824.1 




0.01% 




0.01% 


952 


GTP-binding protein RAB21 (fRAB21) = KIAA0118 


AF091035 




0.01% 




0.01% 


953 


neuronal apoptosis inhibitory protein 


U19251 




0.01% 




0.01% 


954 


proto-oncogene (Wnt-5a) 


L20681.1 




0.01% 




0.01% 


955 


tumor necrosis factor alpha-induced protein 6 (TNFAIP6) 


NM_007115.1 




0.01% 




0.01% 


956 


solute canier family 1 6 (monocarboxylic acid transporters), member 7 1 


NM_004731.1 




0.01% 




0.01% 


957 


5' cap guanine-N-7 methyltransferase (RNMT) 


AF067791.1 




0.01% 




0.01% 
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Figure 17. B2M level in synovial fluid 
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Figure 18. B2M levels in severe OA cartilage cultured medium 
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Figure 19. Differential gene expression of B2M treated chondrocytes detected by 
microarray. 



